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55579 Wy
A7 1
A Fdk] FAast ARE ATt Y& FJPGAe] AESHH MEZHE {712 KCID1(Homo sapiens

2~ Z O

potassium channel tetramerisation domain containing 1, Genbank Accession No. NM_198991)¢] ¥& ++S
=& v

A7 3

A1 el QA A7) AESHH MES gy, %, 9, 2¥, HH 5, Fg, A (synovial fluid),
e A& A (lavage fluid)Q) RS EAQ O R sk Y.

AT 4

A} KCTD1(Homo sapiens potassium channel tetramerisation domain containing 1, Genbank Accession No.
NM_198991)¢] EolA o7 ZAdtstE ooy wE 2B E F3stE 124 2Awg 7| E.

7% 5
AL Fell QoA 7] e ] faAER Y woRRE dEHE Ha @ ) ool faate] &
d & SAE wAE FHHoR Xgste e 5o s Wi

TRIM64 (Homo sapiens tripartite motif-containing 64, Genbank Accession No. NM_001136486), NCRNA00158
(Homo sapiens non—protein coding RNA 158, Genbank Accession No. NR_024027), KCNB2 (Homo sapiens
potassium voltage-gated channel, Shab-related subfamily, member 2, Genbank Accession No. NM_004770),
RIOK1 (Homo sapiens RIO kinase 1 (yeast), Genbank Accession No. NM_031480), ZNF136 (Homo sapiens zinc
finger protein 136, Genbank Accession No. NM_003437), YIPF7 (Homo sapiens Yipl domain family, member
7, Genbank Accession No. NM_182592), PTPRG (Homo sapiens protein tyrosine phosphatase, receptor type,
G, Genbank Accession No. NM_002841), LECT2 (Homo sapiens leukocyte cell-derived chemotaxin 2, Genbank
Accession No. NM_002302), UGT2B11 (Homo sapiens UDP glucuronosyltransferase 2 family, polypeptide B11,
Genbank Accession No. NM_001073), MOBKL2B (Homo sapiens MOB1, Mps One Binder kinase activator-like 2B
(yeast), Genbank Accession No. NM_024761), POTED (POTE ankyrin domain family, member D, Genbank
Accession No. NM_174981), LOC644192 (hypothetical LOC644192, Genbank Accession No. AK000872), ADAD1
(adenosine deaminase domain containing 1 (testis-specific), Genbank Accession No. NM_139243), ASHIL
(ashl (absent, small, or homeotic)-like (Drosophila), Genbank Accession No. NM_018489), ZNF776 (zinc
finger protein 776, Genbank Accession No. NM_173632), CHRNB1 (cholinergic receptor, nicotinic, beta 1
(muscle), Genbank Accession No. NM_000747) % DLEC1 (deleted in lung and esophageal cancer 1, Genbank
Accession No.NM_007335).

A3 6
A 4 Gell dolA, 7 FIEE §7] FAAER TAE FoRRE AYdE Hx 3 ) o) A 5
oo AFsl: Zefoln T TRHE A oR Xde: HA Agg 7E:
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TRIM64 (Homo sapiens tripartite motif-containing 64, Genbank Accession No. NM_001136486), NCRNA00158
(Homo sapiens non-protein coding RNA 158, Genbank Accession No. NR_024027), KCNB2 (Homo sapiens
potassium voltage-gated channel, Shab-related subfamily, member 2, Genbank Accession No. NM_004770),
RIOK1 (Homo sapiens RIO kinase 1 (yeast), Genbank Accession No. NM_031480), ZNF136 (Homo sapiens zinc
finger protein 136, Genbank Accession No. NM_003437), YIPF7 (Homo sapiens Yipl domain family, member
7, Genbank Accession No. NM_182592), PTPRG (Homo sapiens protein tyrosine phosphatase, receptor type,
G, Genbank Accession No. NM_002841), LECTZ2 (Homo sapiens leukocyte cell-derived chemotaxin 2, Genbank
Accession No. NM_002302), UGT2B11 (Homo sapiens UDP glucuronosyltransferase 2 family, polypeptide BI11,
Genbank Accession No. NM_001073), MOBKL2B (Homo sapiens MOB1, Mps One Binder kinase activator-like 2B
(yeast), Genbank Accession No. NM_024761), POTED (POTE ankyrin domain family, member D, Genbank
Accession No. NM_174981), LOC644192 (hypothetical LOC644192, Genbank Accession No. AK000872), ADAD1
(adenosine deaminase domain containing 1 (testis—specific), Genbank Accession No. NM_139243), ASHIL
(ashl (absent, small, or homeotic)-like (Drosophila), Genbank Accession No. NM_018489), ZNF776 (zinc
finger protein 776, Genbank Accession No. NM_173632), CHRNB1 (cholinergic receptor, nicotinic, beta 1
(muscle), Genbank Accession No. NM_000747) 2 DLEC1 (deleted in lung and esophageal cancer 1, Genbank
Accession No.NM_007335).

R FAA v W WA Ade] Bad Aug AT/ A 4] Fa4 A

L/ B
7B A el g Ve BARTORE QlElA Z#A7F HREA L AR V= FFo] HAste TEFI
TS Fddle WEAYoRA, oA E 19 dAWHol gleE Aoz delx drt (National Asthma

Education and Prevention Program.,1997). o]&g 7|#A 22 2UetsE 2338t AAHoZ tvh49
H7hEel A A QT T oF 5 - 10%9] 17E o] AW i e ALR Hud v v B AWoR
A, ES FHE Bo] A AR WSt wel 1 fFHEo] AAIFHeR UL FUFEI = Aot (Sears MR.
Lancet 1997;350 (Suppl 2):1-4.).

B4R 7BAHAL QFEA o EAs= HAHA WETY 2UME 5o dHEr] ves dov)e 54
(27 f2Ed; dezz)e dde] o TAEtiar de#lA th(Lemanske RF Jr, et al. JAMA
1997;278:1855-1873). 5, F-3AH | EAsls olE LHUEY] fFEEH] F7IE Bk HHY e
Ao HAEE A9 o] E-d U =g denS (L2 S B wEl 7= Hezze dF5]
WASkaL, olo] wE} 713, TEFrE 5o WA T4 wAY giEol &, AAY], B I g2 |

o ZAbo] wAlEttar o AX a1 ¢)th(National Asthma Education and Prevention Program.,1997 ; Dykewicz
MS, et al. Ann Allergy Asthma Immunol 1998;81:463-468). ZL#jt} 7|BAH2AS 717 AAE F A(40-

50%)°1A F7gol EAsh= FEdd U gy wHeS Bives SAS A Eéhe A9 den,
ol &aEe HdYErY Y H AdeR EiEo] oy, obF olF &xfellA Aol el LAY

.]
o
Aol WaalA "ralx|x] ke Abe ot}

A 718 FA G thgu]de] Ak 2 A4 Foge uigh WE A H e gEo] o] A oig &
Z 9 ARl AAELS B3 ol 9| o]FoXEZ @AHE I di(National Asthma Education and

Prevention Program., 1997; Dykewicz MS, et al.Ann Allergy Asthma Immunol 1998;81:463-468). Yo =

A AAZ ANS AR ol §stel 7]
A, HEod % A58

EiEA el #0849 AuE
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e 2o Mg doslt BA(FARY] FURA; GUARET], BAT )& ol gete] du=
7] SRk AA EE 8 SeEs] fuEA-Sol I AAF P nEHoR dAsm ik, 27 7
A g Ragel EAett £ Qe2r] AABA(LAS] HEEDA P Se27] BeelRE e
FUEA FEES olgatol @A ¥ 4 WAA FAFAL AR Fel=s] FBEL FEE
uRgste] el=r] Wgg wlshs Sel AL A #7E Ao HAss Aol

a4, A4 Awe ANBA 27 Autel AFA F4o] BF D oae] Hye] F2 oA gonw
Aol Wold + Qm, AW AR @A BAS WAL oAlsh BAJL FRAR tE AN 2o
FeE wAA FY7Ie] AYF S Folof gk EAFe 9

B oAA QA A bl = R S3EAe]l FRHn 1 Qg EATC Uk, A84¥ =¥ U 53
TR AA g 1 AARA B gAMe] Fxe Asel B we] it sle Bokd 3 R 2 W
gl vgol mrt WEs) dyH,

o9 Ang AT 4 9lE vele nAE wEals] Sla, B )
| el A Seldon wa Fel WEEE FARG, A7 wATel YUANE)
i gaE A4S FolA Hux

=qabe PHe Aves A Y
B e BAe 54 434 947 Qe Soldew Afet ey Er Yzus Ties A4
Adg 7 =S AFes e 9

® oo 24 90 gge a9 Wyl gAE 49, 37 Wel % =l os u B3sl .

B4 HE 8
2 e o JdHe mad, 2 dwe dae g dg BRE

2HY 7] FAx Fo2HEH dEss s ol A wd FEs SAs
TRIM64 (Homo sapiens tripartite motif-containing 64, GenBank Accession No. NM_001136486, A< &=
214), NCRNA00158 (Homo sapiens non-protein coding RNA 158, GenBank Accession No. NR_024027, A&
A2/9¥E), KCNBZ2 (Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 2,
GenBank Accession No. NM_004770, M ¥ == |34 <4), RIOKI (Homo sapiens RIO kinase 1 (yeast), GenBank
Accession No. NM_031480, AMIEE Al4Mdd L& A54L), KCID1 (Homo sapiens potassium channel
tetramerisation domain containing 1, GenBank Accession No. NM_198991, MAEF A6HE, A7THE Ee
A8A D), ZNF136 (Homo sapiens zinc finger protein 136, GenBank Accession No. NM_003437, A <GE&Z A9
2<4), YIPF7 (Homo sapiens Yipl domain family, member 7, GenBank Accession No. NM_182592, A 4&EZ A|
10A414), PIPRG (Homo sapiens protein tyrosine phosphatase, receptor type, G, GenBank Accession No.
NM_002841, AMAEZF A114<¥), LECT2 (Homo sapiens leukocyte cell-derived chemotaxin 2, GenBank
Accession No. NM_002302, MEEZF A12449), UGT2B11 (Homo sapiens UDP glucuronosyltransferase 2
family, polypeptide B1l, GenBank Accession No. NM_001073, A <g&5= A134<4), MOBKL2B (Homo sapiens
MOB1, Mps One Binder kinase activator-like 2B (yeast), GenBank Accession No. NM_024761, AEE5 A|14
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4), POTED (POTE ankyrin domain family, member D, GenBank Accession No. NM_174981, A I&E=
A154 ), LOC644192 (hypothetical LOC644192, GenBank Accession No. AK000872, AMAEZ A|164 <),
ADAD1 (adenosine deaminase domain containing 1 (testis—specific), GenBank Accession No. NM_139243, A
AEE A17449), ASHIL (ashl (absent, small, or homeotic)-like (Drosophila), GenBank Accession No.
NM_018489, A AEZ #1184 <A), INF776 (zinc finger protein 776, GenBank Accession No. NM_173632, A<
=5 A194<¥), CHRNB1 (cholinergic receptor, nicotinic, beta 1 (muscle), GenBank Accession No.
NM_000747, A EEF A|204<E), DLEC1 (deleted in lung and esophageal cancer 1, GenBank Accession
No.NM_007335, MEESF A214E E= A2244).

Me A4 BRI nEEEE fA4 2 A0d
A AE7) F2E Al g3 2@ I FEAAY B@ gt fFEds 3
@tk WAe] JyHE WPARTE 47 BEH FAAEY B FES SAFoRA A4 A

=
o &3 AuE AT 5 St

2 odgel ] FAAL A AAdel ostH, v wE® Fd1x FollA TRIM64, NCRNA00158, KCNB2,
RIOK1, KCID1, ZNF136, YIPF7, PIPRG, LECT2, UGT2B11, MOBKL2B, POTED, LOC644192, ADAD1, ASHIL -7 =}<]
U el AT vuste] 2 xjel AlA A FrtetH HHA =] FEE o8 A Frrst.
T3, ZNF776, CHRNBI, DLEC1S] f3zte] wd F3& AGAFole nls) H2 Sxjo| AN HAasw gux A=

7] #2589 A i E Hagr).
B o] updA s FdAd s, A §HA B3 F£FY AL AU £1AY] nRNA BE F£ES =

B o3gel vE mgAs Tl dshe, 3] wEde] AReH AEe 93, 9, 49, &, U545
o, F, B (synovial fluid), EE AHN(lavage fluid)olsr, wek whg=siAE 84, 49

A S A 04 24 (genetic analysis)H oz AAT 4= gt

A B4 xste] B Oy S AAEE A, A7 UEE 24 FHA AL Beldor Ayt =
gholn] Fiz X R ML o] gH T},

2 dgoa ZglolHE o]&3tE AfdE, FAA TF WS A AU 324 fHAe] BHE AxRE
ZAbgtth, B oEge §Rxe] wd JEE BAEE Aoyl Wi, B4 e As(AAY, Ax Ee
A EA FAAS] mRNA L@ FE ARSI fRAe] BHE ARE AA . wEal 2 EEe 93 A
o= AE U9 mRNAS FHOF Ffal mRNA H& cDNAG AdsHE ZEtolwE o] &ste] fHA TF e
AN 4= k. mRNAE 7] $18te], ®WA AlEoA F RNAE EEgtl. F RNAE B3t AL Al
FTAHE BAel W wEl AA]E 4 Jup(FE: Sambrook, J. et al., Molecular Cloning. A Laboratory

Manual, 3rd ed. Cold Spring Harbor Press(2001); Tesniere, C. et al., Plant Mol. Biol. Rep.,
9:242(1991); Ausubel, F.M. et al., Current Protocols in Molecular Biology, John Willey & Sons(1987);
2 Chomezynski, P. et al., Anal. Biochem. 162:156(1987)). <o|Ath, Trizol& o] &3] &olstA AE W)
o] F RNAE ®#9d F gdvk. o]o], Eel¥ nRNAZF-E cDNAE 3HAdshal, o] cDNAE SFgvh. & 2o
% RNAE 17t AlR=2RE s e Zlo]7] wiitel, nRNAS] wddols EE-A HYS ztal lom, ol
AE EAS o] &3 &E]al dT Zetoln] B AHA EAE ol &3te] cDNAS &olsHd AT + Av(FhzE:
PNAS USA, 85:8998(1988); Libert F, et al., Science, 244:569(1989); % Sambrook, J. et al., Molecular
Cloning. A Laboratory Manual, 3rd ed. Cold Spring Harbor Press(2001)). ©o]o], F#4x £Z L& 53}
o] &A¥ DNAZS FE3IT).

oo o] &u = Xotolus FYP g F9lo TAS e old Y EH ol FxE AT, oldT
olF TxE A= o HFgs ;N EAY AL Joseph Sambrook %, Molecular Cloning, A

Laboratory Manual, Cold Spring Harbor Laboratory Press, Cold Spring Harbor, N.Y.(2001) ¥ Haymes, B.
D., %, Nucleic Acid Hybridization, A Practical Approach, IRL Press, Washington, D.C. (1985)] 7HA] %
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e
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v

oFA DNA S&as 2 dreg]esdolx] T7 DNA £ &
Hgo} FOoZRE A& F v EdHFAd DN F
thermophilus(Tth), Thermus fil

furiosus(Pfu)& Z3gh}.

25 X, vEAsAE, FHaLsT vy
Stg4ola, o= Thermus aquaticus(Taq), Thermus
=1}
=

H
liformis, Thermis flavus, Thermococcus literalis, Pyrococcus

FF Wee AT W, B G700 vhge] Bad LSS FFoz AFeE o] gt FE w
ol Wad YRS AFe, FHUe] 4Re] Fuo AAHoZ ABHA gt AE F Jush,

ob & 202k, dATP, dCTP, dGTP % dTTP & AWate 5% A

2 & 9.
Wgel A ol dy mi B4 B FReoEels Ada Zefeln Aeld] Soln AFS bsdAl o
QA Sl AT, ojdYL N¢ YARAL Ad-olzHoln F9) #4H Wil weh ke

Ag FEHete ES orgtt. gYd S5 sl B
THEL A9 (o]l PCRol2} b)) (M= 53] A|4,683,195, 4,683,202,
2 A k& (o]d RT-PCRE % 7]8Ht})(Sambrook %, Molecular Cloning.
Laboratory Manual, 3rd ed. Cold Spring Harbor Press(2001)), Miller, H. I.(WO 89/06700) ¥ Davey, C.
(EP 329,822)¢] W, g7fobAl A Wkg-(ligase chain reaction; LCR)(17, 18), Gap-LCR(WO 90/01069),
T A W (repair chain reaction; EP 439,182), HA}-F A ZZ(transcription-mediated amplification;
TMA) (19) (WO 88/10315), A7} A1 7144 HA|(self sustained sequence replication)(20)(WO 90/06995),
Bl ZEwEELEE 9riMdge Aed  FE(selective amplification of target polynucleotide
sequences) (M= 53] A]6,410,276%.), 72~ AE Zgho|w] F3aEA A W3 (consensus sequence

iz ol = N A

primed polymerase chain reaction; CP-PCR)(W|= 53] #14,437,975%5), doA Zefolw FFas A vb&
(arbitrarily primed polymerase chain reaction; AP-PCR)(W]=F 3] #]5,413,909% % #]5,861,245%), Ak
A71ME 74k FZF(nucleic acid sequence based amplification; NASBA)(W=r 53] #]5,130,238%., A
5,409,818%, #15,554,517%, 2 A6,063,603%), 7}= X3 FF(strand displacement amplification) ¥ 3L
2-F A &4 SZ(loop-mediated isothermal amplification; LAMP)E Xgstu, oo A X = Y&
AHE 7 E e 2E% W ELS u|IES] 715,242,794, 5,494,810, 4,988,617% % w|=k 3] #09/854,317
Zol| 7]wy ol 9‘3} 2 el s nbgrAg FEdelA, % A 55 A4,683,1955, Al
4,683,202% 2 A4,800,159% o 7WA]%E PCR (polymerase chain reaction)ol] wz} AAJH T},

PCR 714 Z 43zl dak 3 oz 19 ©€e Wiy $8E50] MEdye] gttt «oF o], P(RY &
ol T WUHAS FHAZIZ] Y3l 1EAQ PR AAE WPA A A th(touchdown) PCR, 8 2EFE (hot
start) PCR, Y|2~E]=(nested) PCR 2 H-2Ef(booster) PCRo] 7futEolel. 3+, A7 (real-time) PCR, &
W tlaZ o] PCR(differential display PCR: DD-PCR), cDNA Zwte] 214 ZFZF(rapid amplification of cDNA
ends: RACE), HE|Z# 2 PCR, ¥~ S¢a A AHvH-S-(inverse polymerase chain reaction: IPCR), ®E#|
E (vectorette) PCR, TAIL-PCR(thermal asymmetric interlaced PCR)Y HE]Z#x P(Ro] 543 85 sl
k= ATk, PCRA th3t =pA|SE )-8 McPherson, M.J., % Moller, S.G. PCR. BIOS Scientific Publishers,
Springer-Verlag New York Berlin Heidelberg, N.Y. (2000)o] 7]A|=o] QQom 19 WAALEL H A
FxE AE

B AN gl mretoln i AR oA AR B

:
gxEol W Wolzh AT AEHeR 1530 el 2ol mol, L

AE stoluels BYAE YY) flstel AwHOE N Re LEE LTI

setolvie] MAe TP AY Ads} A FuA ADL b BaE glon, FF3 EYHe] =
o] mfel A8% @ 5 Q= WSl WMol FRE FRAS AW FRaTh, mebd, B Aol
mebolul g 9 BH f07 A gelelA AnAdd Ade 14 et glor, o qdd E43
of mefolu] Age B & Ax WA el FRE FRAL AN FReT. B dye] xejolu ¥4
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Stk olelgk Zabole] takel

o)
poS

A FER EA FAAL DS AFT PYOE BAe] fuAe WA JEE 2AWT. oF o,
A TF Ug ANBS A AVGES S, 7 A% FAHE WES B2 2 BAGoRA 74 G479
WH ARG 2AWT. oldd FE WSS Batel, 24 fuxe] wde] Y] WA FEF wluse] ¥
e FEoE G} e $EOE Gok A%dE A4oE dudn

2 Aol A go] "EEH"E T #AF Ao, Bl A Ao FEAQ AEs EFheth. 2 o
Bl d T wEYW, 2 3o g Ho] oy, F 243} 5ol el E4HA e U WA,
2 o] xrHE WP F gink. ol W, F BAE 43 AFE HAEA st Alads ATE F
gom, ol EAFEYLE|= AAdd F QT et wAE FAH(HAY, EF28A
(fluorescein), I FYEH  (phycoerythrin), =Ev}¥l, A (lissamine), Z2]aL Cy3¢} Cy5

. = 32 35 . _
(Pharmacia)), &Aw  slshdada 27| YgxF, YA sEALAP 2 S ), wa X, AALHEYPA, a4

(7 EaspeolA i Sxdts] B SAtobA), 24, Ehd WE /1, FEE(
A A, 2EREYE, vl o', HEAAY AuelRr|e R 54 A% FEUE 2t gde £
w, ol @REE AL oyt mAL BN BEHon AAHE GG B, oA, J Edxd

o] (nick translation) W, 29 =Zztolw HWl (Multiprime DNA labelling systems booklet,
"Amersham"(1989))  Zlolulo]Ad ¥ (Maxam & Gilbert, Methods in Enzymology, 65:499(1986))% =af A

Al g A= G, WAbe, 2 54, S 54, XA 3 e 5, A, 52 24, v
4, A% Aste, A% uFa, vreAgaded oste] HET 5 e A2ES Al

Hoo] w2w, T2 §42F cDNAY A3ty = 2 aye] Zgps=
= UeE 2y, §9%, 2uE 2 2R 27 XA 1A

)

A &4 FA(AAW, Y
. wlela ol golel glojA

wof, wholAz o] o]

o

g o] L2 8= E43F ofglo] LA (hybridizable array
element) 24 o] &€t E&A HAREY nAs= shehA A Wy e ok 22 3 A7A Wi
o3 AAEL. dE B9, A7) £43 ool Savw oEA IFE EE LU=V E XS Wi
el B A S a, =3 Zejglolal =y ToA Uvell o& ZAdE 4 o, w3, A B4
st ofglo] 94E FAA: dEd FYF SEjan 2 felwh)E S3 @A ZAsE & Advk. A 14
A2 cDNAE Aredh 3o 98] 95 = Jdvk. Z2B il FHAe] DNAZ EX|ste] £ wH-g-7)
2 BAS AANY FE Y. ZRBE o83t = AS, ZR2HEE cDNA Aot EAFAIZIY. 2 oA,
At A48 21 HAS dafo] oste] dwo] HAFor AR F k. dE Bol, 2%, 4¥Y F
T, 248t 2 AH Az, A AR E o5 pH B o]2A47] SO 22 2B o] WG Y E E
7 FEULEE ME T opeksl Qixte] ojEsitt. EA38tE 9%k AdME =72 Joseph Sambrook, et

al., Molecular Cloning, A Laboratory Manual, Cold Spring Harbor Laboratory Press, Cold Spring Harbor,
N.Y.(2001); ¥ M.L.M. Anderson, Nucleic Acid Hybridization, Springer-Verlag New York Inc. N.Y.(1999)]
A ERIE 4 k. £43F whg o] Fol, EAst vheS Sate] Udow T4t Alads AFdn. £43)
Alage A, T2Hd Addd 549 FHol wet te oz AAe 4 Qo). o B zgH
7h mael os) A" A5, o] mAY 7Es EA% wke

b o]gE F Adv BEA/7IEY] 2, FHEAToA (4 e

ofp| o e 7t tlolu| WA d | D-FAIFH Y, FAIAT (M 2-N-wEolTe vy HEHE), #HiF

A ez, FnEs, dEZIAAY A F(10-otA -3, 7-t]Eo] == A H AR ) HYR (p-phenylenediamine-HC1
and pyrocatechol), TMB(tetramethylbenzidine), ABTIS (2,2'-Azine-di[3-ethylbenzthiazoline sulfonatel),
o-Hld @A olwl(0PD) @ YIZE/do]Rd; G4 EAulelolAel BERIZZAEY LT O] E(BCIP), Y
ERZ 2% HE#Z4SW0BT), YZE-AS-BI-F 2 o] E (naphthol-AS-Bl-phosphate) 2 ECF 7]2; STz~
SA|tholAle} t- NBT(nitroblue tetrazolium)solth. X2ZB7F 7 A2 BXH Aol A YEHE
£ o]&ste] An A Mo HET & vk, e £33 AAd g3 T Ald e ATIE A
Foma, HAe IAdd = Avk. F, ABolA ZF FA FAA DNAo gk Al o] AARRlel Ao
T A 1o A oAy e e vtes Agole AR Hvkd F Q.
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[0033]

[0034]

[0035]

[0036]
[0037]

[0038]

[0039]

[0040]

S=50ol 10-1180879

2 oo o o Y wEW, 2 3 5] §32 FoRRH dEEs s ol fHxE 7Y
= wEdeEe|E Ade HolAow Agtels Tt e ZTrEE ¥3ehe A Add VEE AT
t}: TRIM64 (Homo sapiens tripartite motif-containing 64, GenBank Accession No. NM_001136486, A &%
1141 ), NCRNA00158 (Homo sapiens non-protein coding RNA 158, GenBank Accession No. NR_024027, <&
E A24<¥E), KCNB2 (Homo sapiens potassium voltage-gated channel, Shab-related subfamily, member 2,
GenBank Accession No. NM_004770, M¥&== |34 <4), RIOKI (Homo sapiens RIO kinase 1 (yeast), GenBank
Accession No. NM_031480, MIAE= A4E T A54<9), KCID1 (Homo sapiens potassium channel
tetramerisation domain containing 1, GenBank Accession No. NM_198991, MAEF A6HE, A7THE Ee
A8 ), ZNF136 (Homo sapiens zinc finger protein 136, GenBank Accession No. NM_003437, A GEZ A9
/<), YIPF7 (Homo sapiens Yipl domain family, member 7, GenBank Accession No. NM_182592, A 4&EZ A|
10A<¥), PIPRG (Homo sapiens protein tyrosine phosphatase, receptor type, G, GenBank Accession No.
NM_002841, AMAEZF A114<¥), LECT2 (Homo sapiens leukocyte cell-derived chemotaxin 2, GenBank
Accession No. NM_002302, A EEF A|124<¥), UGT2B11 (Homo sapiens UDP glucuronosyltransferase 2
family, polypeptide B1l, GenBank Accession No. NM_001073, A <g&5= A134<4), MOBKL2B (Homo sapiens
MOB1, Mps One Binder kinase activator-like 2B (yeast), GenBank Accession No. NM_024761, AEE5 A|14
49), POTED (POTE ankyrin domain family, member D, GenBank Accession No. NM_174981, A I&E=
A1544), LOC644192 (hypothetical LOC644192, GenBank Accession No. AK000872, AMAE% A|164 <),
ADAD1 (adenosine deaminase domain containing 1 (testis-specific), GenBank Accession No. NM_139243, A
HES A174E), ASHIL (ashl (absent, small, or homeotic)-like (Drosophila), GenBank Accession No.
NM_018489, A AE= #1184 4), ZNF776 (zinc finger protein 776, GenBank Accession No. NM_173632, A<
5Z A194 <€), CHRNBL (cholinergic receptor, nicotinic, beta 1 (muscle), GenBank Accession No.
NM_000747, AE&ES A20M<¥E), DLEC1 (deleted in lung and esophageal cancer 1, GenBank Accession
No.NM_007335, MA&E= #2144 =& A|22449).

b

2 oAy Al 2 24§ HES SA4AT F e Loy, B 22U E ¥FeE 2 Ads 7
Eo| #3k Aolr}

2 e A Fdg 71EVE Y PR & B A 8H e 45, B Uy 7| EE AgHoz PR 5%
of Q3 Aok A, &R DNA FFFA [AW, Thermus aquaticus (Taq), Thermus thermophilus

(Tth), Thermus filiformis, Thermis flavus, Thermococcus literalis %=+ Pyrococcus furiosus (Pfu)=4-E

FET G 84 DN TFHEA], DN T3 54 294 9 dNPsE X33 + it

W owwe] JlEE YU1e Aok 4Re mPshe teel ME sy)g Et PnERE AsE S o

n
AZE G G- M EFA HA] A o o3 WH FFo] TV B AV FEEE fHA
E g Ao 71235 Ao

=

w WS A Hde] A8 ARG AFsy] As @A) ek AS25E IRING4, NCRNA01SS,
KCNB2, RIOK1, KCID1, ZNF136, YIPF7, PTPRG, LECT2, UGT2B11, MOBKL2B, POTED, LOC644192, ADAD1, ASHIL,
INF776, CHRNBL, DLEC1®] A} o =RE] Mes]= shut o] o] fxae] B 7S SAs = Wi &
S Aojth, me, B e Y] A o RFEH AdEss sy o) §HAE FHcE wEE E
= Mo Soldoz Agsle Zefoln] T 2B Z ¥des M2 Wdg 7)Eo #3 Ao|up. B wy
o] W7 7|ES o] &stW o] oAlEHE AFANAAN WA ] ofF ghdke] ek {HAA V2 AEE

=L =
AT & 3

e



[0041]

[0042]

[0043]
[0044]

[0045]

[0046]

[0047]

[0048]

[0049]

S=50ol 10-1180879

gy dAapr] e FAEL

A, ANAT Pl & UYE TS PAN GIAA B oA AT 024 ¢ ¥IE 0} A
Hom WA AT AZ, B Wyl aAdl vl & e WA ol Aol oAof ATHA 2o
CoAe GEAdA B9 A4S Ak Aol QoA AFE Aol

/\'I/\"lc;“

199

1. A4 2 "AHEAAAAN Y FHA TE Zo| 4

vol 7t fAREaL el g Al 2 ATHAEA, FFHAEA 7 5l HxFHE 3,000 rpmo =
1581 ANLste] MATAF (buffy coat)S Felstodrh. Fel® MATAZ(buify coat) RiboPure
Blood Kit (Ambion)< ©]-&3fo] Ajx=pe] AAlAe] whel & RNA(total RNA atgh &, who]A =]
glol(microarray) A< T3 W 7bx] 80T H#ATE. B2l RNA ZEHO] A A3}
(hybridization)< AgilentA}2] Low RNA Input Linear Amplification kit (Agilent Technology, USA)E o]&
ato] gk, bdsAl dWstd, dsDNAE /syl fiske]l 1 pgel F RNASH T7 TR RE Eejo|n
(promoter primer)E& Z33ted 65TAA 10 =3 WESAIZ] &, cDNA wl~F ® 2 (master mix) (5X First
strand buffer, 0.1M DIT, 10mM dNTP mix, RNase-Out, and MMLV-RT)E Z7}3}o] 40T A 2413+ 18]al 65T
ol 1587F kA FHY.  AAF wp2~E 9 A(transcription master mix) (4X Transcription buffer, 0.1M
DIT, NIP mix, 50% PEG, RNase-Out, Inorganic pyrophosphatase, T7-RNA polymerase, and Cyanine 3/5-
CIP)& &HISE dsDNASF E3ate] 40TelA 2 AlRF wkgAlZl F, 5% 9 4 3(labling)® cRNAE cRNA
Cleanup Module (Agilent Technology)E ©ol&3ste] AA 2 E8glth. W ¥ cRNAT Agilent's Human
Oligo Microarray (44K)¢} 65ColA 17 AIZF &< AEA TASIA $ A XA AAE A A A wheh Al st
Fh.  EA3} o]u X (hybridized image)T AgilentA}Fe] DNA wlo]H Zojgllo] A7]u 9} Feature Extraction
Software(Agilent Technology, PaloAlto,CA)S o] &3} sS4 =, GeneSpringGX 7.3
(AgilentTechnology,USA)E ©] &3t Ait3k(normalization) ¥ Z=-¥3} §H=x}(fold-changed gene)E 418

mlm
M
ich
2,
2
¢}
ol

™
S SR, 715EAS Gene Ontology Consortium (http://www.geneontology.org/index.shtml)S ©]-&3}

o Wsteirh.

2. AWA W=7 FEEA 93 2 FEIE FAF B

o177t @3 F(monocyte) A|FES THP1 MEFE A EF 2304 FY3dFe] RPMI(Roswell Park Memorial
Institute), 10% FBS (fetal bovine serum), 100 pg/mée] ~EEwlo]al 2 100 units/mee] HAYAAF} &

ﬂ3ﬂ;5%cmﬂ£HMwa4ﬂ%aﬁﬂ.Jz%lgﬂﬂéwalmmwﬂZ}%ﬂ2x1§mwlggi

i

2me H7FeE 5 2447 Fob bAIAIZ Al dis] HAe] b e AJEAQ AuA A=Y FE2E
S ALZF0 pg/m) R AL (50 pg/ml) o= A ste] 48 AZF Wit 48 A|ZF wjF %, RNeasy kit
<®%w,ﬁMw,%mmw%*H%M4NZ&XWhﬂﬂMHwu%%%QM(mmlwm%%ﬁlﬁmﬂ“w
G dzToEA ASHEEELY LPS(llpopolysaccharlde) Agsdry.  Ea AAE Z-RNA (total RN
Aol dsiME 7] A 2 AR A FA d Apo] A Ao Ao mRE Fxz wH
EAHA A e} FAg WRe] uhet wle] AR ool E STt

Ad 43
npo]l AR ol o] kil
gA H&S sy, FAETy gEFd o



[0050]

[0051]

[0052]

[0053]

S=50ol 10-1180879

w8k )
A4 BA AN Soldow wilo] Wakeln FAlol AWA A=y REE s wHo] Waet FUAS
gasela, SR faxl i AnE 8] % 10 mAST
1
&A=} o] = UNIGENE_ID
/GenBank Acc No.
TRIM64 tripartite motif—-containing 64 Hs. 454490
/NM_001136486
NCRNA0O0158  |non-protein coding RNA 158 Hs.234016
/NR_024027
KCNB2 potassium voltage-gated channel, Shab-related subfamily, member|Hs.661102
2 /NM_004770
RIOK1 RIO kinase 1 (yeast) Hs.437474
/NM_031480
KCTD1 potassium channel tetramerisation domain Hs.526630
containing 1 /NM_198991
ZNF136 zinc finger protein 136 Hs.479874
/NM_003437
YIPF7 Yipl domain family, member 7 Hs .596000
/NM_182592
PTPRG protein tyrosine phosphatase, receptor Hs.595541
type. G /NM_002841
LECT2 leukocyte cell-derived chemotaxin 2 Hs.512580
/NM_002302
UGT2B11 UDP glucuronosyltransferase 2 family, Hs.339811
polypeptide B11 /NM_001073
MOBKL2B MOB1, Mps One Binder kinase activator-like 2B (yeast) Hs.369022
/NM_024761
POTED POTE ankyrin domain family, member D Hs.442712
/NM_174981
L0C644192 hypothetical LOC644192 Hs.709996
/AK000872
ADAD1 adenosine deaminase domain containing 1 Hs.518957
(testis-specific) /NM_139243
ASHIL ashl (absent, small, or homeotic)-like Hs.491060
(Drosophila) /NM_018489
ZNF776 zinc finger protein 776 Hs. 109540
/NM_173632
CHRNB1 cholinergic receptor, nicotinic, beta 1 Hs.330386
(muscle) /NM_000747
DLEC1 deleted in lung and esophageal cancer 1 Hs.714499
/NM_007335
71 & 19 FAAAFAA s E 20 YEM §AAE A SR A AN HETFe] FrE o, FA
JAZE G A HWA] MI=7] FEFC] A dfME dd S7PF FEEe 545 YRS

#* 2
17 A O A g A A LPS
Az 4] 4] 7] =]
317} 317} A8k a3
TRIN64 1.00 1.35 4.56 1.00 14.82 11.45 40.79
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[0054]

[0055]

[0056]

[0057]

S=50ol 10-1180879

NCRNA00158 1.00 1.19 3.95 1.00 1.53 3.23 1.65
KCNB2 1.00 1.54 7.86 1.00 17.98 11.29 10.29
RIOK1 1.00 1.77 4.35 1.00 2.17 1.57 3.40
KCTD1 1.00 1.28 6.02 1.00 4.29 2.99 3.02
/NF136 1.00 1.31 5.36 1.00 2.91 4.17 1.42
YIPE7 1.00 2.02 5.82 1.00 2.61 1.27 1.46
PTPRG 1.00 2.36 7.42 1.00 1.75 2.68 1.08
LECT2 1.00 1.61 4.49 1.00 2.53 1.98 1.69
UGT2B11 1.00 1.13 4.77 1.00 3.21 2.59 1.94
MOBKL2B 1.00 1.02 3.61 1.00 2.40 1.55 2.21
POTED 1.00 2.22 7.91 1.00 2.03 1.10 2.47
LOC644192 1.00 2.21 7.38 1.00 1.17 2.65 1.79
ADAD1 1.00 1.39 3.77 1.00 8.55 25.64 4.80
ASHIL 1.00 2.93 9.11 1.00 1.82 1.42 1.83
47 T 19 FAAAFAA a7 E 30 e FAAE BARRIAN BHo] ztauo] glom FAl
A7 T AEE HAUA AE7] FEEZ A A9ANE BHo] FaHE 54 e
Z 3
A%l e B wAeE | AaA A LPS
S A4 24 A=) Ae7]
g7 g7 A8 S ger
/NF776 1.00 0.71 0.16 1.00 0.19 0.24 0.17
CHRNB1 1.00 0.83 0.37 1.00 0.07 0.12 0.12
DLEC1 1.00 0.98 0.46 1.00 0.04 0.05 0.06
B ourge] el olahd, Aaele] e WARAN AN BHo] AA FAHAY AA FauE FA4 9@
AwA A=) 2 Aol os) 917k waT AEelA Wae] s Zrh mE A PAaHE SA4EY
BE FES Aol o iHE AR S4sw, WA Avke] e F4F ARE AL+ Un}
olabom B wmel 549 RES abie JEadE v, Slsle Bakel AL AR A oA ol
# FAH e WA A T oY Polm, olo] B we] Wt ARHE o] ohd HE B
ST, weha, B onde] AAAel MYt ARE AT 0] 7% ojgle] AojAtin & Aot}
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