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(57) ABSTRACT 

The present invention is directed to novel polypeptides and 
to nucleic acid molecules encoding those polypeptides. Also 
provided herein are vectors and host cells comprising those 
nucleic acid Sequences, chimeric polypeptide molecules 
comprising the polypeptides of the present invention fused 
to heterologous polypeptide Sequences, antibodies which 
bind to the polypeptides of the present invention and to 
methods for producing the polypeptides of the present 
invention. 

></usr/seqdb2/s st/DNA/DnaseqS. min / ss. DNA1297.94 
><subunit 1 of 1, 102 aa 1 stop 
> <MW: 11382, pI: 8. 72, NX (S/T) : 
MTSSPLPRLLCSLVFLGGCWVTGFSSSLMWASAKEQLQHL FLIGSCLYKYFLPICHIASL 
PPCLPWSTAESVSVPGMHTWTLSFPNRLSAGQHFVMFGCYRH 

O 

Important features of the protein: 
Signal peptide: 
Amino acids 

N-myristoylatio 
Amino acids 

1-21 

n site: 
18-24 

Prokaryotic membrane lipoprotein lipid attachment sites: 
Amino acids 

89-1 OO 
9-20; 36-47 ; 
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FIGURE 1A 
GCAGCCCTAGCAGGGATGGACATGATGCTGTTGGTGCAGGGTGCTTGTTGCTCGAACCAGTG 
GCTGGCGGCGGTGCTCCTCAGCCTGTGCTGCCTGCTACCCTCCTGCCTCCCGGCTGGACAGA 
GTGTGGACTTCCCCTGGGCGGCCGTGGACAACATGATGGTCAGAAAAGGGGACACGGCGGTG 
CTTAGGTGTTATTTGGAAGATGGAGCTTCAAAGGGTGCCTGGCTGAACCGGTCAAGTATTAT 
TTTTGCGGGAGGTGATAAGTGGTCAGTGGATCCTCGAGTTTCAATTTCAACATTGAATAAAA 
GGGACTACAGCCTCCAGATACAGAATGTAGATGTGACAGATGATGGCCCATACACGTGTTCT 
GTTCAGACTCAACATIACACCCAGAACAATGCAGGTGCATCTAACTGTGCAAGTTCCTCCTAA 
GATATATGACATCT CAAATGATATGACCGTCAATGAAGGAACCAACGTCACTCTTACTTGTT 
TGGCCACTGGGAAACCAGAGCCTTCCATTTCTTGGCGACACATCTCCCCATCAGCAAAACCA 
TTTGAAAATGGACAATATTTGGACATTTATGGAATTACAAGGGACCAGGCTGGGGAATATGA 
ATGCAGTGCGGAAAATGATGTGTCATTCCCAGATGTGAGGAAAGTAAAAGTTGTTGTCAACT 
TTGCTCCTACTATTCAGGAAATTAAATCTGGCACCGTGACCCCCGGACGCAGTGGCCTGATA 
AGATGTGAAGGTGCAGGTGTGCCGCCTCCAGCCTTTGAATGGTACAAAGGAGAGAAGAAGCT 
CTTCAATGGCCAACAAGGAATTATTATTCAAAATTTTAGCACAAGATCCATTCTCACTGTTA 
CCAACGTGACACAGGAGCACTTCGGCAATTATACTTGTGTGGCTGCCAACAAGCTAGGCACA 
ACCAATGCGAGCCTGCCTCTTAACCCTCCAAGTACAGCCCAGTATGGAATTACCGGGAGCGC 
TGATGTTCTTTTCTCCTGCTGGTACCTTGTGTTGACACTGTCCTCTTTCACCAGCATATICT 
ACCTGAAGAATGCCATTCTACAATAAATTCAAAGACCCATAAAAGGCTTTTAAGGATTCTCT 
GAAAGTGCTGATGGCTGGATCCAATCTGGTACAGTTTGTTAAAAGCAGCGTGGGATATAATC 
AGCAGTGCTTACATGGGGATGATCGCCTTCTGTAGAATTGCTCATTATGTAAATACTTTAAT 
TCTACTCTTTTTTGATTAGCTACATTACCTTGTGAAGCAGTACACATTGTCCTTTTTTTAAG 
ACGTGAAAGCTCTGAAATTACTTTTAGAGGATATTAATTGTGATTTCATGTTTGTAATCTAC 
AACTTTT CAAAAGCATTCAGTCATGGTCTGCTAGGTTGCAGGCTGTAGTTTACAAAAACGAA 
TATTGCAGTGAATATGTGATTCTTTAAGGCTGCAATACAAGCATTCAGTTCCCTGTTTCAAT 
AAGAGTCAATCCACATTTACAAAGATGCATTTTTTTCTTTTTTGATAAAAAAGCAAATAATA 
TTGCCTTCAGATTATTTCTTCAAAATATAACACATATCTAGATTTTTCTGCT'CGCATGATAT 
TCAGGTTTCAGGAATGAGCCTTGTAATATAACTGGCTGTGCAGCTCTCCTTCTCTTTCCTGT 
AAGTTCAGCATGGGTGTGCCTTCATACAATAATATTTTTCTCTTTGTCTCCAACTAATATAA 
AATGTTTTGCTAAATCTTACAATTTGAAAGTAAAAATAAACCAGAGTGATCAAGTTAAACCA 
TACACTATCTCTAAGTAACGAAGGAGCTATTGGACTGTAAAAATCTCTTCCTGCACTGACAA 
TGGGGTTTGAGAATTTT GCCCCACACTAACT CAGTTCTTGTGATGAGAGACAATTTAATAAC 
AGTATAGTAAATATACCATATGATTTCTTTAGTTGTAGCTAAATGTTAGATCCACCGTGGGA 
AATCATTCCCTTTAAAATGACAGCACIAGTCCACTCAAAGGATTGCCTAGCAATACAGCATCT 
TTTCCTTTCACTAGTCCAAGCCAAAAATTTTAAGATGATTTGTCAGAAAGGGCACAAAGTCC 
TATCACCTAATATTACAAGAGTTGGTAAGCGCTCATCATTAATTTTATTTTGTGGCAGCTAA 
GTTAGTATGACAGAGGCAGTGCTCCTGTGGACAGGAGCATTTTGCATATTTTCCATCTGAAA 
GTATCACTCAGTTGATAGTCTGGAATGCATGTTATATATTTTAAAACTTCCAAAATATATTA 
TAACAAACATTCTATATCGGTATGTAGCAGACCAATCTCTAAAATAGCTAATTCTTCAATAA 
AATCTTTCTATATAGCCATTTCAGTGCAAACAAGTAAAATCAAAAAAGACCATCCTTTATTT 
TTCCTTACATGATATATGTAAGATGCGATCAAATAAAGACAAAACACCAGTGATGAGAATAT 
CTTAAGATAAGTAATTATCAAATTATTGTGAATGTTAAATTATTTCTACTATAAAGAAGCAA 
AACTACATTTTTGAAGGAAAATGCTGTTACTCTAACATTAATTTACAGGAATAGTTTGATGG 
TTTCACTCTTTACTAAAGAAAGGCCAT CACCTTGAAAGCCATTTTACAGGTTTGATGAAGTT 
ACCAATTTCAGTACACCTAAATTTCTACAAATAGTCCCCTTTTACAAGTTGTAACAACAAAG 
ACCCTATAATAAAATTAGATACAAGAAATTTTGCAGTGGTTATACAATTTGAGATATCTAC 
TATGTTGCCCTAGCAGGGATGGCTTAAAAACTGTGATTTTTTTTCTTCAAGTAAAACTTAGT 
CCCAAAGTACATCATAAATCAATTTTAATTAGAAAAATGAATCTTAAATGAGGGGACATAAG 
TATACTCTTTCCACAAAATGGCAATAATAAGGCATAAAGCTAGTAAATCTACTAACTGTAAT 
AAATGTATGACATTATTTTGATTGATACATTAAAAAAGAGTTTTTAGAACAAATATGGCATT 

. TAACTTTATTATTTATTTGCTTTTAAGAAATATTCTTTGTGGAATTGTTGAATAAACTATAA 
AATATTATTTTGTATTGCAGCTTTAAAGTGGCACACTCCATAATAATCTACTTACTAGAAAT 
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FIGURE 1B 
AGTGGTGCTACCACAAAAAATGTTAACCATCAGTACCATTGTTTGGGAGAAAGAAACAGATC 
AAGAATGCATATTATTCAGTGACCGCTTTCCTAGAGTTAAAATACCTCCTCTTTGTAAGGTT 
TGTAGGTAAATTGAGGTATAAACTATGGATGAACCAAATAATTAGTTCAAAGTGTTGTCATG 
ATTCCAAATTTGTGGAGTCTGGTGTTTTTACCATAGAATGTGACAGAAGTACAGTCATAGCT 
CAGTAGCTATATGTATTTGCCTTTATGTTAGAAGAGACTTTCTTGAGTGACATTTTTAAATA 
GAGGAGGTATTCACTATGTTTTTCTGTATCACAGCAGCATTCCTAGTCCTTAGGCCCTCGGA 
CAGAGTGAAATCATGAGTATTTATGAGTTCAATATTGTCAAATAAGGCTACAGTATTTGCTT 
TTTTGTGTGAATGTATTGCATATAATGTTCAAGTAGATGATTTTACATTTATGGACATATAA 
AATGTCTGATTACCCCATTTTATCAGTCCTGACTGTACAAGATTGTTGCAATTTCAGAATAG 
CAGTTTTATAAATTGATTTATCTTTTAATCTATAACAATTTGTGTTAGCTGTTCATTTCAGG 
ANTATATTTTCTACAAGTTCCACTTGTGGGACTCCTTTTGTTGCCCCTATTTTTTTTTAAAG 
AAGGAAGAAAGAAAAATAAGTAGCAGTTTAAAAATGAGAATGGAGAGAAAAGAAAAAGAATG 
AAAAGGAAAGGCAGTAAAGAGGGAAAAAAAAGGAAGGATGGAAGGAATGAAGGAAGGAAGGG 
AGGAAGGGGAGAAGGTAGGAAGAAAGAAAGGATGAGAGGGAAGGAAGAATCAGAGTATTAGG 
GTAGTTAACTTACACATTTGCATTCTTAGTTTAACTGCAAGTGGTGTAACTATGTTTTTCAA 
TGATCGCATTTGAAACATAAGTCCTATTATACCATTAAGTTCCTATTATGCAGCAATTATAT 
AATAAAAAGTACTGCCCAAGTTATAGTAATGTGGGTGTTTTTGAGACACTAAAAGATTTGAG 
AGGGAGAATTTCAAACTTAAAGCCACTTTTGGGGGGTTTATAACTTAACTGAAAAATTAATG 
CTTCATCATAACATTTAAGCTATATCTAGAAAGTAGACTGGAGAACTGAGAAAATTACCCAG 
GTAATTCAGGGAAAAAAAAAAATATATATATATATAAATACCCCTACATTTGAAGTCAGAAA 
ACTCTGAAAAACTGAATTATCAAAGT CAATCATCTATAATGATCAAATTTACTGAACAATTG 
TTAATTTATCCATTGTGCTTAGCTTTGTGACACAGCCAAAAGTTACCTATTTAATCTTTTCA 
ATAAAAATTGT"'TTTTGAAATCCAGAAATGATTTAAAAAGAGGTCAGGTTTTTAACTATTTA 
TTGAAGTA"TGTGGATGTACAGTATTT CAAT AGATATGAATATGAATAAATGGTATGCCTTAA 
GATTCTTTGAATATGTATTTACTTTAAAGACTGGAAAAAGCTCTTCCTGTCTTTTAGTAAAA 
CATCCATATTTCATAACCTGATGTAAAATATGTTGTACTGTTTCCAATAGGTGAATATAAAC 
TCAGTTTATCAATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 2 
></usr/seqdb2/s st/DNA/Dnas eds. full / ss. DNA92259 
><subunit 1 of 1, 354 aa, 1 Stop 
><MW: 38719, pI: 6. 12, NX (S/T) : 6 
MDMMLLVOGACCSNQWLAAVLLSLCCLLPSCLPAGQSVDFPWAAV DNMMVRKGDTAVLRCYL 
EDGASKGAWLNRSSIIFAGGDKWSVDPRVSISTLNKRDYSLQIQNVDVTDDGPYTCSVQTOH 
TPRTMQVHLTVQVPPKIYDISNDMTVNEGTNVTLTCLATGKPEPSISWRHISPSAKPFENGO 
YLDIYGITRDQAGEYECSAENDVSFPDVRKVKVVVNFAPTIQEIKSGTVTPGRSGLIRCEGA 
GVPPPAFEWYKGEKKLFNGQQGIIIQNFSTRSILTVTNVTQEHFGNYTCVAANKLGTINASL 
PLNPPSTAQYGITGSADVLFSCWYLVLTLSSFTSIFYLKNAILO 

Important features of the protein: 
Signal peptide : 
amino acids 1-33 

Transmembrane domain : 
amino acids 322-343 

N-glycosylation sites. 
amino acids 73-77, l55-159, 275-279, 286-290, 294-298, 307-311 

Tyrosine kinase phosphorylation site. 
anino acids 18O-l88 

N-myristoylation sites. 
amino acids 9-15, 65-71, 69-75, lib3-159, 241-247, 293–299, 
304-310, 321–327 

Myelin P0 protein. 
amino acids 94-123 
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FIGURE 3 
CACTGCCCGTCCGCTCTTCAGCAGCCGGTCGCGGGCGGTGGAAAAGCGAGTGAAGAGAGCGC 
GACGGCGGCGGCGGCGGCGGCGCAGCTATTGCTGGACGGCCAGTGGGAGAGCGAGGCCTGAG 
CCTCTGCGTCTAGGATCAAAATGGTTTCAATCCCAGAATACTATGAAGGCAAGAACGTCCTC 
CTCACAGGAGCTACCGGTTTTCTAGGGAAGGTGCTTCTGGAAAAGTTGCTGAGGTCTTGTCC 
TAAGGTGAATTCAGTATATGTTTTGGTGAGGCAGAAAGCTGGACAGACACCACAAGAGCGAG 
TGGAAGAAGTCCTTAGTGGCAAGCTTTTTGACAGATTGAGAGATGAAAATCCAGATTTTAGA 
GAGAAAATTATAGCAATCAACAGCGAACT CACCCAACCTAAACTGGCTCTCAGTGAAGAAGA 
TAAAGAGGTGATCATAGATTCTACCAATATTATATTCCACTGTGCAGCTACAGTAAGGTTTA 
ATGAAAATTTAAGAGATGCTGTTCAGTTAAATGTGATTGCAACGCGACAGCTTATTCTCCT. 
GCACAACAAATGAAGAATCTGGAAGTGTTCATGCATGTATCAACAGCATATGCCTACTGTAA 
TCGCAAGCATATTGATGAAGTAGTCTATCCACCACCTGTGGATCCCAAGAAGCTGATTGATTCT 
TTAGAGTGGATGGATGATGGCCTAGTAAATGATATCACGCCAAAATTGATAGGAGACAGACC 
TAATACATACATATACACAAAAGCATTGGCAGAATATGTTGTACAACAAGAAGGAGCAAAAC 
TAAATGTGGCAATTGTAAGGCCATCGATTGTTGGTGCCAGTTGGAAAGAACCTTTTCCAGGA 
TGGATTGATAACTTTAATGGACCAAGTGGTCTCTTTATTGCGGCAGGGAAAGGAATTCTTCG 
AACAATACGTGCCTCCAACAATGCCCTTGCAGATCTTGTTCCTGTAGATGTAGTTGTCAACA 
TGAGTCTTGCGGCAGCCTGGTATTCCGGAGTTAATAGACCAAGAAACATCATGGTGTATAAT 
TGTACAACAGGCAGCACTAATCCTTTCCACTGGGGTGAAGTTGAGTACCATGTAATTTCCAC 
TTTCAAGAGGAATCCTCTCGAACAGGCCTTCAGACGGCCCAATGTAAATCTAACCTCCAATC 
ATCTTTTATATCATTACTGGATTGCTGTAAGCCATAAGGCCCCAGCATTCCTGTATGATATC 
TACCTCAGGATGACTGGAAGAAGCCCAAGGATGATGAAAACAATAACTCGTCTTCACAAAGC 
TATGGTGTTTCTTGAATATTTCACAAGTAATTCTTGGGTTTGGAATACTGAGAATGT CAATA 
TGTTAATGAATCAACTAAACCCTGAAGATAAAAAGACCTT CAATATTGATGTACGGCAGTTA 
CATTGGGCAGAATATATAGAGAACTACTGCTTGGGAACTAAGAAGTACGTATTGAATGAAGA 
AATGTCTGGCCTCCCTGCAGCCAGAAAACATCTGAACAAGTTGCGGAATATAC GTTATGGTT 
TTAATACTATCCTTGTGATCCTCATCTGGCGCATTTTTATTGCAAGATCACAAATGGCAAGA 
AATATCTGGTACTTTGTGGTTAGTCTGTGTTACAAGTTTTT GTCATACTTCCGAGCATCCAG 
CACTATGAGATACTGAAGACCAAGGATTCAGCATTAGAACATCTATACATATGGTGATCTAA 
ATGTACAAAATGTAAAATGTATAAGTCATCT CACTTTTTGTCAAGACATTAAACCATCTTAG 
ATCGGAGTGTGAACTAAATTATGGTATATTTTATGTAACATTTTAATGTTTATGCTCATAAA 
ACTTAGTGAACACACTGTGTTATGCCAGCTCAAATCTACAGTAGCCACCAAAACCATGACTT 
AATATTTTGAGCCCTAGAAGAAAGGGGTGTGCTGAGGACAAGAGTGGGGAAATAGGAACACT 
GACCAGTATAACTGTGCAATTCTGGAACATATTAATTAAAATAATATGCCTTAACATATAGT 
GAATTTCTAATTCTAATGTTCAGTGCAATGGAAGACATTTATTTGGACAGTATACTAGCAAA 
GTTGGTAGATATTTGATTCTTCATTTTTTGTTTTTTTCATTACTTGAAGTGGGTTTTAGTTT 
TGTTTAAAATTATA ACCAGCGTATTTTCACATCATTCTGTAAGTTAAATGATATCAAACATG 
AAAGAGATGTTCTCATTTTTCTTTTTCTGATTAAACGTCTGATGCATATCATTTTTCTATAA 
GTAATCAGTTGCTTTTAAAATCAGAAGGCTATATTATTCTAATGACCCTATTCGATCTAAAT 
GGGTTTGAGAATCCATATCAGCAACATACGTGTTTTTTGACAGAAAGTGAAAACAAATTCCG 
TAAAACTGTTAGTATCAAAAAGAATAGGAATACAGTTTTCTTTTCCACATTATGATCAAATAAA 
AATCTTGTGAGATTGTTAAAAA 
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FIGURE 4 

></usr/seqdb2/s st/DNA/Dnased S. min/ss. DNA94849 
><subunit 1 of 1, 515 aa, 1 stop 
><MW: 59357, pI: 9. 40, NX (S/T) : 3 
MVSIPEYYEGKNVLLTGATGFLGKVLLEKLLRSCPKVNSVYVLVROKAGQTPQERVEEVL 
SGKLFDRLRDENPDFREKI IAINSELTQPKLALSEEDKEVII DSTNIIEHCAATVRENEN 
LRDAVOLNVIATROLILLAQOMKNLEVEMHVSTAYAYCNRKHIDEVVYPPPVDPKKLIDS 
LEWMDDGLVNDIT PKLIGDRPNTYIYTKALAEYVVOOEGAKLNVAIVRPSIVGASWKEPF 
PGWIDNFNGPSGLFIAAGKGILRTIRASNNALADLVPWDVVVNMSLAAAWYSGVNRPRNI 
MVYNCTTGSTNPFHWGEVEYHVISTEKRNPLEOAFRRPNVNLTSNHLLYHYWIAVSHKAP 
AFLYDIYLRMTGRSPRMMKTITRLHKAMVFLEYFTSNSWVWNTENVNMLMNQLNPEDKKT 
FNIDVRQLHWAEY IENYCLGTKKYVLNEEMSGLPAARKHLNKLRNIRYGFNTILVILIWR 
IFIARSOMARNIWYFVVSLCYKFLSY FRASSTMRY 

Important features of the protein : 
Transmembrane domain : 
Amino acids 469-488 

N-glycosylation sites: 
Amino acids 283-287; 3O4 - 3O8; 341-345 

Tyrosine kinase phosphorylation site: 
Amino acids 60-169 

N-rayristoylation sites: 
Amino acids 219 - 225 ; 252-258; 26 O-2 66 : 452 - 458 

Leucine Zipper pattern : 
Amino acids 439 - A 6. 
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FIGURES 
CGATGCCGGCGGTCAGTGGTCCAGGTCCCTTATTCTGCCTTCTCCTCCTGCTCCTGGACCCC 
CACAGCCCTGAGACGGGGTGTCCTCCTCTACGCAGGTTTGAGTACAAGCTCAGCTTCAAAGG 
CCCAAGGCTGGCATTGCCTGGGGCTGGAATACCCTTCTGGAGCCATCATGGAGACGCCATCC 
TGGGCCTGGAGGAAGTGCGGCTGACGCCATCCATGAGGAACCGGAGTGGCGCCGTGTGGAGC 
AGGGCCTCTGTCCCCTTCTCTGCCTGGGAAGTAGAGGTGCAGATGAGGGTGACGGGACTGGG 
GCGCCGGGGAGCCCAGGGCATGGCCGTGTGGTACACCCGGGGCAGGGGCCATGTAGGCTCTG 
TCCTTGGGGGGCTGGCTTCGTGGGACGGCATCGGGATCTTCTTTGACTCTCCGGCAGAGGAT 
ACT CAGGACAGTCCTGCCATCCGTGTGCTGGCCAGCGACGGGCACATCCCCTCTGAGCAGCC 
TGGGGATGGAGCTAGCCAAGGGCTGGGCTCCTGTCATTGGGACTTCCGGAACCGGCCACACT 
CCTTCAGAGCACGGAT CACCTACTGGGGGCAGAGGCTGCGCATGTCCTTGAACAGTGGCCTC 
ACTCCCAGTGATCCAGGTGAGTTCTGTGTGGATGTGGGGCCCCTGCTTTTGGTCCCTGGAGG 
TTTCTTTGGGGTCTCAGCAGCCACCGGCACCCTGGCAGGTGAGGATCCCACTGGACAGGTTC 
CCCCTCAGCCCTTCCTGGAGATGCAGCAGCTCCGCCTGGCGAGGCAGCTGGAAGGGCTGTGG 
GCAAGGCTGGGCTTGGGCACCAGGGAGGATGTAACTCCAAAATCAGACTCTGAAGCTCAAGG 
AGAAGGGGAAAGGCTCTTTGACCTGGAGGAGACGCTGGGCAGACACCGCCGGATCCTGCAGG 
CTCTGCGGGGTCTCTCCAAGCAGCTGGCCCAGGCTGAGAGACAATGGAAGAAGCAGCTGGGG 
CCCCCAGGCCAAGCCAGGCCTGACGGAGGCTGGGCCCTGGATGCTTCCTGCCAGATTCCATC 
CACCCCAGGGAGGGGTGGCCACCTCTCCATGTCACTCAATAAGGACTCTGCCAAGGTCGGTG 
CCCTGCTCCATGGACAGTGGA CTCTGCTCCAGGCCCTGCAAGAGATGAGGGATGCAGCTGTC 
CGCATGGCTGCAGAAGCCCAGGTCTCCTACCTGCCTGTGGGCATTGAGCATCATTTCTTAGA 
GCTGGACCACATCCTGGGCCTCCTGCAGGAGGAGCTTCGGGGCCCGGCGAAGGCAGCAGCCA 
AGGCCCCCCGCCCACCTGGCCAGCCCCCAAGGGCCTCCTCGTGCCTGCAGCCTGGCATCTTC 
CTGTTCTACCTCCTCATTCAGACTGTAGGCTTCTTCGGCTACGTGCACTTCAGGCAGGAGCT 
GAACAAGAGCCTTCAGGAGTGTCTGTCCACAGGCAGCCTTCCTCTGGGTCCTGCACCACACA 
CCCCCAGGGCCCTGGGGATTCTGAGGAGGCAGCCTCTCCCTGCCAGCATGCCTGCCTGACCC 
ACCT CAGAGCCTGCT, GCATCACTGGGAAGCAGGCAGTGT CTTGGGTGGGGGCTTGGTCAG 
TATCCTCTCCGTCTGGGTGCCCAGCTCCCACGCACACCTGAGCTTTCGGCATGCTCCCACCT 
CGTTAAAGGTGATTTCCCTCTCCCCAAAAAAAAAAAAAAAAAAAAAYAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 6 
></usr/seqdb2/s st/DNA/Dna seqs. Imin / ss. DNA96883 
><subunit 1 of 1, 514 aa, 1 stop 
><MW: 55687, pI: 8.78, NX (S/T) : 2 
MPAVSGPGPLFCLLLLLLDPHSPETGCPPLRRFEYKLSFKGPRLALPGAGIPFWSHHGDA 
ILGLEEVRLTPSMRNRSGAVWSRASVPFSAWEVEVOMRVTGLGRRGAOGMAVWYTRGRGH 
VGSVLGGLASWDGIGI FFDSPAEDTODS PAIRVLASDGHIPSEQPGDGASOGLGSCHW D F 
RNRPHS FRARITYWGQRLRMSLNSGLTPSDPGEFCVDVGPLLLVPGGFFGVSAATGTLAG 
EDPT GOVP POPFLEMOOLRLAROLEGLWARLGLGTREDVTPKSDSEAOGEGERLFDLEET 
LGRHRRILOALRGLSKOLAQAEROWKKOLGPPGOARPDGGWALDASCQIPSTPGRGGHLS 
MSLNKDSAKVGALLHGQWTLLOALQEMRDAAVRMAAEAQVSYLBVGIEHHFLELDHILGL 
LQEELRGPAKAAAKAPRPPGQPPRASSCLQPGIFLFYLLIOTVGFFGYVHFROELNKSLQ 
ECLSTGSLPLGPAPHTPRALGILRROPLPASMPA 

Important features of the protein: 
Signal peptide : 
Amino acids 1-23 

Transmembrane domain : 
Amino acids 215-232; 4 5 O-4 65 

N-glycosylation sites: 
Amino acids 75-79; 47 6-480 

Glycosaminoglycan attachment site: 
Amino acids 5-9 

N-myristoylation sites: 
Amino acids 78-84; 122-128; 126-132; 168-174; 17 2-178; 

2O5 - 211; 226-232; 23 O-236; 236-242: 356-362 

Amidation site : 
Amino acids O2- O 6 
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FIGURE 7. 
GCCCCCAGCATGGCTTGGCAGGGCTGGCCCGCGGCGTGGCAGTGGGTCGCCGGCTGCTGGCT 
CCTCCTCGTCCTTGTCCTCGTCCTACTTGTGAGCCCCCGCGGCTGCCGAGCGCGGCGGGGCC 
TCCGCGGTCTGCTCATGGCGCACAGCCAGCGGCTGCTCTTCCGAATCGGGTACAGCCTGTAC 
ACCCGCACCTGGCTCGGGTACCTCTTCTACCGACAGCAGCTGCGCAGGGCTCGGAATCGCTAC 
CCTAAAGGCCACTCGAAAACCCAGCCCCGCCTCTTCAATGGAGTGAAGGTGCTTCCCATCCC 
TGTCCTCTCGGACAACTACAGCTACCTCATCATCGACACCCAGGCCCAGCTGGCTGTGGCTG 
TGGACCCTTCAGACCCTCGGGCTGTGCAGGCTTCCATTGAAAAGGAAGGGGT CACCTTGGTC 
GCCATTCTGTGTACT CACAAGCACTGGGACCACAGTGGAGGGAACCGTGACCT CAGCCGGCG 
GCACCGGGACTGTCGGGTGTACGGGAGCCCTCAGGACGGCATCCCCTACCT CACCCATCCCC 
TGTGTCATCAAGATGTGGTCAGCGTGGGACGGCTTCAGATCCGGGCCCTGGCTACACCTGGC 
CACACACAAGGCCATCTGGTCTACCTACTGGATGGGGAGCCCTACAAGGGTCCCTCCTGCCT 
CTTCTCAGGGGACCTGCTCTTCCTCTCTGGCTGTGGGCGGACCTTTGAGGGCAATGCAGAGA 
CCATGCTGAGCT CACTGGACACTGTGCTGGGGCTAGGGGATGACACCCTTCTGTGGCCTGGT 
CATGAGTATGCAGAGGAGAACCTGGGCTTTGCAGGTGTGGTGGAGCCCGAGAACCTGGCCCG 
GGAGAGGAAGATGCAGTGGGTGCAGCGGCAGCGGCTGGAGCGCAAGGGCACGTGCCCATCTA 
CCCTGGGAGAGGAGCGCTCCTACAACCCGTTCCTGAGAACCCACTGCCTGGCGCTACAGGAG 
GCTCTGGGGCCGGGGCCGGGCCCCACTGGGGATGATGACTACTCCCGGGCCCAGCTCCTGGA 
AGAGCTCCGCCGGCTGAAGGATATGCACAAGAGCAAGTGATGCCCCCAGCGCCCCCAGCCCA 
GCCCACTCCCCGCATGGGGAGGCCGCCACCACCAACACCTCATCATCCTTCTCATCGCTAAC 
ACCACCACCTCCATCGGCACCCAAGCGGGCATCATCCCCCCACACTGCTCAGGGGAGGGGAG 
GGATCAGGCGATGAGACTGTGAGGCCAAAAGAAGGGGGCCTGTTGGAGGCTGGGAACCCCGC 
AGCGCGAGGCTGCCTCATCAACGGCAAGAGGAAAGGAGGGGTCTCGGGACATCTCCAGACCC 
TACCAACTGGGAGGGTCCCCTCCTCCTTCCCTACTCCTGGGACGGCAGCAAGGACATGGGGG 
CTGCTGTTAGCTTCTCCGTCAGGAGGCCTCATCT CACTGTAGCCCTGGAACCCAGGGTCCAT 
CTTGCCCTTCCCCCATCCATGGTTGGGAAAGAAGCTCAGCCCCT CACAGTGGCCTCAAGTGT 
GATGCCTTACAAAAGCACCACTCAGATGGGCAGCTGGACTCTGGTGTCCTGAGACTCTGCCC 
TCTTCCCACAGCCTCCCTGCCCCACCCATCCCTGCAAAGCCATTTTTCAGACAGAGCCATTC 
CTAAGAACACTGAAGGGCTGGAATGCTGGCTGGCCACTCTCTGCCTCAGTGGCCTCCCTACA 
GCCTGGAAGAAGGAGGGTCCTGATI'GCCAAGGAAACCCCTCATTGGGCTAAGGAGACACTG 
GAGTCTGGAGTGTGGAGCCCCACAGTCTTGCAGGTCACATGCTCTCCTTGCACATCTGGCCT 
GGTTGTACCCACTGGCCTCTGCCTCTGCCCTGGGCCAAAAGGGCCCCTCCTTGCCAGGGGAG 
AGACAGCCACGGTCCTCTTTGGCCGATGCTGTATTCTCATTTTGGCCCTTGTTCTTAGGCCC 
GCTGCCCGCCCTCCTCCATCTAACCTTTCCTGTTTTATCCGCAGCCCTTTTCTTCTTTGAG 
TTAGTAAAGATTTATTCTGTAACCTGACACTCATCTGGCCCTTTGCAGTTTGCCAGCCATATTC 
CCATGTGATTTCCCACTGGATCCAGGCCCCCATCCGGCTGGCAGGAGGGGGCTCTGACGTAC 
AGGTTGGAAATCAGAAGTCTGTGAGAGCGCGGGAGTGCATGGCAGCTCTGGGTCCCAGACCT 
GGCCCGACCCCTCTGCTTCACCTCCAGCTCTGCTGCTCCTCTACTCTTGGGTCGAGATCCCT 
TTGGAGCCACAGCGAGGAACCCTGTGGTCCTCAGGCAGGTGTACCTTGAGTCAGCCAGGAGC 
CCTCTTTTCCTGTGTCAAAGCCTGCCCTCGGGCTCTGCT CACCTCTGGTGACCCTCCAAGAT 
GCCCCTGCCCT CAGTTTCCCCTCATGATCTGGCCTCTGCCCCCTTCTCTAGCCACAGCCTCT 
AGTACACTTTAGCAATACCACCAGACTAGTTAGAGTTCCCCACTCACCAAGCAAGACATGCA 
GTTTCATGCCTCTGTGCCTTCGCTCATGCTGTTTCTTCCGACTGGAATGCCTTCCCCTGCTC 
CTCCTGCCTTGTCTGCCTGGCAAGTTCATCTCTCACGATCCCCTCAAAGGCCCCCTCCTCCA 
GGAAGGCAACCCCTGTGCCCCTCCCCTCCAGGCTACCTCTGCACTTTGTCAATGCTTCTCTT 
GTGGCACTTATCACACTGTATTTTACTTGTTTACATGTTTGTCTCCCCTTCTAGACTGTGAA 
TCCTTAAGGGCATGGACTGTATCTTATGCATCTCTGTATTTCTGCGCCTAGCACGGTGCCTA 
GCACACAGTAGGCGCT CAATAAATGTTGAATGAATGAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 8 

></usr/seqdb2/s st/DNA/DnaseqS. min/ss. DNA96894 
><subunit l of , 361 aa, 1 stop 
> KMW: 40747, p I: 9. 20, NX (S/T) : 1 
MAWQGWPAAWOWVAGCWLLLVLVLVLLVSPRGCRARRGLRGLLMAHSQRLLFRIGYSLY' 
RTWLGYLFYRQOLRRARNRYPKGHSKTQPRLFNGVKVLPIPVLSDNYSYLIIDTQAQLAV 
AVDPSDPRAVOASIEKEGVTLVAILCTHKH WDHSGGNRDLSRRHRDCRVYGSPODGIPYL 
THPLCHODVVSVGRLQIRALATPGHTQGHLVYLLDGEPYKGPSCLFSGDLL FLSGCGRTF 
EGNAETMLSSLDTVLGLGDDTLLWPGHEYAEENLGFAGVVEPENLARERKMQWVORQRLE 
RKGTCPSTLGEERSYNEPFLRTHCLALQEALGPGPGPTGDDDYSRAQLLEELRRLKDMHKS 
K 

Important features of the protein: 
Signal peptide: 
Amino acids 1-35 

N-glycosylation site: 
Amino acids 106 - O 

Glycosaminoglycan attachment site: 
Anino acids 234-238 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 301-305 

Tyrosine kinase phosphorylation site: 
Amino acids 162-171 

N-myristoylation sites: 
Amino acids 41-47; 235-24 l; 242-248; 303-309 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 6-7 

cAMP phosphodiesterases class-II proteins: 
Amino acids 14 4-1 61 
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FIGURE 9 

GCTGACAATCCCCTTGACGTTCTATCCCGGAAGCTCCACCTGGGGCCCAATGTTGGGCGTGA 
TGTTCCTCGCCTGTCTCTGCCTGGAAAACTGGTCTTCCCAAGCTCCACTGGCAGCCACTTCT 
CCATGTTGGGCATCGGAGACATCGTTATGCCTGGTCTCCTACTATGCTTTGTCCTTCGCTAT 
GACAACTACAAAAAGCAAGCCAGTGGGGACTCCTGTGGGGCCCCTGGACCTGCCAACATCTC 
CGGGCGCATGCAGAAGGTCTCCTACTCTCACTGCACCCTCATCGGATACTTTGTAGGCCTGC 
TCACTGCTACTGTGGCGTCTCGCATTCACCGGGCCGCCCAGCCCGCCCTTCTCTATTTGGTG 
CCATTTACTTTATTGCCACTCCTCACGATGGCCTATTTAAAGGGCGACCTCCGGCGGATGTG 
GTCTGAGCCTTTCCACTCCAAGTCCAGCAGCTCCCGATTCCTGGAAGTATGATGGATCACGT 
GGAAAGTGACCAGATGGCCGTCATAGTCCTTTTCTCTCAACTCATGGTTTGTTTCCTCTTAG 
AGCTGGCCTGGTACTCAGAAATGTACCTGTGTTTAAGGAACTGCCGTGTGACTGGATTTGGC 
ATTGAAAGGGAGCTCGTTTGCAGGAGAGAGGTGCTGGAGCCCTGTTTGGTTCCTTCTCTTCC 
TGCGGATGTAGAGGTGGGGCCCCTTCCAAGAGGGACAGGCCTCTCCCCAGCGCGCCTTCCTC 
CCACGTTTTTATGGATCTGCACCAGACTGTTACCTTCTGGGGGAGATGGAGATTTGACTGTT 
TAAAAACTGAAAACAGCGAGGAGTCTTTCTAGAACTTTTGAACACTAAAAGGATGAAAAAAT 
TAGC 
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FIGURE 10 

></usr/seqdb2/s st/DNA/Dna seqs. min / ss. DNAl00272 
><subunit 1 of 1, 108 aa, 1 stop 
><MW: 12055, pI: 4 - 69, NX (S/T) : 0 
MMDHVESDOMAVI VLFSQLMVCFLLELAWYSEMYLCLRNCRVTGFGIERELVCRREVLEP 
CLVPSLPADVEVGPLPRGTGLSPARL PPTFLWICTRLLPSGGDGDLTV 

Important features of the protein: 
Signal peptide : 
Amino acids 1-30 

N-myristoylation site: 
Amino acids 80-86 
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FIGURE 11 
TCGCACACTGGTGGCTTCAGAAGAAATTCTCAACACCTAGCTCGCCAGAGAGTCTATGTATG 
GGATTGAACAATCTGTAAACTAAAGGATCCTAATCATGAAAATAAGTATGATAAATTATAAG 
TCACTATTGGCACTGTTGTTTATATTAGCCTCCTGGATCATTTTTACAGTTTTCCAGAACTC 
CACAAAGGTTTGGTCTGCTCTAAACTTATCCATCTCCCTCCATTACTGGAACAACTCCACAA 
AGTCCTTATTCCCTAAAACACCACTGATATCATTAAAGCCACTAACAGAGACTGAACTCAGA 
ATAAAGGAAATCATAGAGAAACTAGATCAGCAGATCCCACCCAGACCTTTCACCCACCTGAA 
CACCACCACCAGCGCCACACATAGCACAGCCACCATCCTCAACCCTCGAGATACGTACTGCA 
GGGGAGACCAGCTGCACATCCTGCTGGAGGTGAGGGACCACTTGGGACGCAGGAAGCAATAT 
GGCGGGGATTTCCTGAGGGCCAGGATGTCTTCCCCAGCGCTGATGGCAGGTGCTTCAGGAAA 
GGTGACTGACTTCAACAACGGCACCTACCTGGTCAGCTTCACTCTGTTCTGGGAGGGCCAGG 
TCTCTCTGTCTCTGCTGCTCATCCACCCCAGTGAAGGGGTGTCAGCTCTCTGGAGTGCAAGG 
AACCAAGGCTATGACAGGGTGATCTTCACTGGCCAGTTTGTCAATGGCACTTCCCAAGTCCA 
CTCTGAATGTGGCCTGATCCTAAACACAAATGCTGAATTGTGCCAGTACCTGGACAACAGAG 
ACCAAGAAGGCTTCTACTGTGTGAGGCCTCAACACATGCCCTGTGCTGCACTCACTCACATG 
TATTCTAAGAACAAGAAAGTTTCTTATCTTAGCAAACAAGAAAAGAGCCTCTTTGAAAGGTC 
AAATGTGGGTGTAGAGATTATGGAAAAATTCAATACAATTAGTGTCTCCAAATGCAACAAAG 
AAACAGTTGCAATGAAAGAGAAATGCAAGTTTGGAATGACATCCACAATCCCCAGTGGGCAT 
GTCTGGAGAAACACATGGAATCCTGTCTCCTGTAGTTTGGCTACAGTCAAAATGAAGGAATGC 
CTGAGAGGAAAACTCATATACCTAATGGGAGATTCCACGATCCGCCAGTGGATGGAATACTT 
CAAAGCCAGTATCAACACACTGAAGTCAGTGGATCTGCATGAATCTGGAAAATTGCAACACC 
AGCTTGCTGTGGATTTGGATAGGAACATCAACATCCAGTGGCAAAAATATTGTTATCCCTTG 
ATAGGATCAATGACCTATTCAGTCAAAGAGATGGAGTACCT CACCCGGGCCATTGACAGAAC 
TGGAGGAGAAAAAAATACTGTCATTGTTATTTCCCTGGGCCAGCATTTCAGACCCTTTCCCA 
TTGATGTTTTTATCCGAAGGGCCCT CAATGTCCACAAAGCCATTCAGCATCTTCTTCTGAGA 
AGCCCAGACACTATGGTTATCAT CAAAACAGAAAACATCAGGGAGATGTACAATGATGCAGA 
AAGATTTAGTGACTTTCATGGTTACATTCAATATCTCATCATAAAGGACATTTTCCAGGATC 
TCAGTGTGAGTATCATTGATGCCTGGGATATAACAATTGCATATGGCACAAATAATGTACAC 
CCACCTCAACATGTAGTCGGAAATCAGATTAATATATTATTAAACTATATTTGTTAAATAACAA 
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FIGURE 12 

></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNAl08696 
><subunit 1 of 1, 544 aa, l stop 
><MW: 62263, pI: 9. 17, NX (S/T) : 7 
MKISMINYKSLLALLEILASWII FTVFONSTKVWSALNLSISLHYWNNSTKSLFPKT PLI 
SLKPLTETELRIKEIIEKLDOOIPPRPFTHVNTTTSATHSTATILNPRDTYCRGDQLHIL 
LEVRDHLGRRKQYGGDFLRARMSSPALMAGASGKVTDFNNGTYLVSFTLF'WEGOVSLSLL 
LIHPSEGVSALWSARNOGYDRVIFTGQFVNGTSQVHSECGLILNTNAELCQYLDNRDOEG 
FYCVRPQHMPCAALTHMYSKNKKVSYLSKQFKSLFERSNVGVEIMEKFNTISVSKCNKET 
VAMKEKCKFGMTSTIPSGHVWRNTWNPVSCSLATVKMKECLRGKLIYLMGDSTIROWMEY 
FKASINTLKSVDLHESGKLQHQLAVDLDRNINIQWOKYCYPLIGSMTYSVKEMEYLTRAI 
DRTGGEKNTVIVISLGOHFRPFPIDV FIRRALNVHKAIQHT,L,LRSPDTMVIIKTENIREM 
YNDAERFSDFHGYIQYLIIKDIFQDLSVSIIDAWDITIAYGTNNVHPPQHVVGNOINILL 
NYIC 

Important features of the protein: 
Signal peptide : 
Amino acids 1-22 

N-glycosylation sites: 
Amino acids 29-33; 38-42; 4 7-5 l; 48-52; 92-96; 16 O-1 64; 21 O-214 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 262-266 

Tyrosine kinase phosphorylation site : 
Amino acids 236-243; 486-494 

N-myristoylation sites: 
Amino acids 2O6-212; 220-226; 31 O-316; 424 - 430; 533 - 539 

Amidation site : 
Amino acids 127-131 

Cell attachment sequence: 
Amino acids 113-116 
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FIGURE 13 
GCAA AGAGAAGACTGAAAGACAAACCTGGGTGCAGCCAGAGAGGTCCAGAT AGATGAGCTTG 
TGGCATCCATTCCCCAAGTTCAGCCTAGGGACTCCACGTACCCCAGCTGGGTCTCATTGTTC 
CAGAACTGCATTAGTTAAGATTACCCAGACTTGGATTTCAAAGGAATACTTTCATTGTTCCG 
TCTGTAACACGAAGTAATTGGGGCCAGCTGGATGTCAGGATGCGTGTGGTTACCATTGTAAT 
CTTGCTCTGCTTTTGCAAAGCGGCTGAGCTGCGCAAAGCAAGCCCAGGCAGTGTGAGAAGCC 
GAGTGAATCATGGCCGGGCGGGTGGAGGCCGGAGAGGCTCCAACCCGGTCAAACGCTACGCA 
CCAGGCCTCCCGTGTGACGTGTACACATATCTCCATGAGAAATACTTAGATTGTCAAGAAAG 
AAAATTAGTTTATGTGCTGCCTGGTTGGCCTCAGGATTTGCTGCACATGCTGCTAGCAAGAA 
ACAAGATCCGCACATTGAAGAACAACATGTTTTCCAAGTTTAAAAAGCTGAAAAGCCTGGAT 
CTGCAGCAGAATGAGATCTCTAAAATTGAGAGTGAGGCGTTCTTTGGTTTAAACAAACT CAC 
CACCCTCTTACTGCAGCACAACCAGATCAA AGTCTTGACGGAGGAAGTGTTCATTTACACAC 
CTCTCTTGAGCTACCTGCGTCTTTATGACAACCCCTGGCACTGTACTTGTGAGATAGAAACG 
CTTATTTCAATGTTGCAGATTCCCAGGAACCGGAATTTGGGGAACTACGCCAAGTGTGAAAG 
TCCACAAGAACAAAAAAATAAAAAACTGCGGCAGATAAAATCTGAACAGTTGTGTAATGAAG 
AAAAGGAACAATTGGACCCGAAACCCCAAGTGTCAGGGAGACCCCCAGTCATCAAGCCTGAG 
GTGGACT CAACTTTTTGCCACAATTATGTGTTTCCCATACAAACACTGGACTGCAAAAGGAA 
AGAGTTGAAAAAAGTGCCAAACAACATCCCTCCAGATATTGTTAAACTTGACTTGTCATACA 
ATAAAATCAACCAACTTCGACCCAAGGAATTTGAAGATGTTCATGAGCTGAAGAAATTAAAC 
CTCAGCAGCAATGGCATTGAATTCATCGATCCTGCCGCTTTTTTAGGGCTCACACATTTAGA 
AGAATTAGATTTATCAAACAACAGTCTGCAAAACTTTGACTATGGCGTATTAGAAGACTTGT 
ATTTTTTGAAACTCTTGTGGCTCAGAGATAACCCTTGGAGATGTGACTACA ACATTCACTAC 
CTCTACTACTGGTTAAAGCACCACTACAATGTCCATTTTAATGGCCTGGAATGCAAAACGCCT 
GAAGAATACAAAGGATGGTCTGTGGGAAAATATATTAGAAGTTACTATGAAGAATGCCCCAA 
AGACAAGTTACCAGCATATCCTGAGTCATTTGACCAAGACACAGAAGATGATGAATGGGAAA 
AAAAACATAGAGAT CACACCGCAAAGAAGCAAAGCGTAATAATTACTATAGTAGGATAAGGT 
AGAAATTGTTCTGATTGTAATTAGTTTTGTATTTTCTATACTGGTGTTAGAAAACATATGTT 
TACATTTGATTAACTGTGTTGCCTATTTATGCAGGGTAATCCAGCTAAAGGAAGCTTTCTTT 
AATTATAAGTATTATTGTGACTATTATAGTAATCAAGAGAATGCTATCATCCTGCTTGCCTG 
TCCATTTGTGGAACAGCATCTGGTGATATGCAATTCCACACTGGTAIACCTGCAGCAGTTGGG 
TCCTAATGATGGCATTAGACTTTCATAATGTCCTGTATAAATGTTTTTACTGCTTTTAGAAA 
ATAAAGAAAAAAAACTTGGTTCATGTTTAAAA 
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FIGURE 14 
></usr/seqdb2/s st/DNA/Dnaseqs. min/ss. DNA117935 
><subunit 1 of 1, 440 aa, l stop 
> <MW: 51670, pI : 8.70, NX (S/T) : 2 
MRVVTIVILLCFCKAAELRKASPGSVRSRVNHGRAGGGRRGSNPVKRYAPGLPCDVYTYL 
HEKYLDCOERKLVYVLPGWPQDLLHMLLARNKIRTLKNNMFSKFKKLKSLDLOONEISKI 
ESEAFFGLNKLTTLLLQHNQIKVLTEEVFIYTPLLSYLRLYDNPWHCTCETETLISMLOT 
PRNRNLGNYAKCESPQEQKNKKLRQIKSEQLCNEEKEQLDPKPOVSGRPPVIKPEVDSTF 
CHNYVFPIOTLDCKRKELKKVPNNIPPDIVKLDLSYNKTNOI, RPKEFEDVHELKKLNISS 
NGIEFIDPAAFLGLTHLEELDLSNNSLON FDYGVLEDIY FLKLLWLRDNPWRCDYNIHYL 
YYWLKHHYNVHFNGLECKTPEEYKGWSVGKYIRSYYEECPKDKLPAYPESFDODTEDDEW 
EKKHRDHTAKKOSVIITIVG 

Important features of the protein: 
Signal peptide : 
AIlaino acids 1-15 

N-glycosylation sites: 
Anino acids 297-301; 324 - 328 

cAMP- and cqMP-dependent protein kinase phosphorylation sites: 
Anino acids 19-23; 39-43; 430 - 434 

N-myristoylation sites : 
Amino acids 24-30; 37-43 

Amidation site: 
Amino acids 37-41 
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FIGURE 16 
></usr/seqdb2/s st/DNA/Dnaseqs - min / ss. DNAll 9474 
><subunit 1 of 2, 141 aa, l stop 
> <MW: 15240, pI: 8.47, NX (S/T) : 1 
MWVLGIAATFCGLELLPGFALOIOCYQCEEFQLNNDCSSPEFIVNCTVNVQDMCQKEVME 
QSAGIMYRKSCASSAACLIASAGYOSFCS PGKLNSVCISCCNTPLCNGPRPKKRGSSASA 
LRPGLRTTIL FLKLALFSAHC 

Important features of the protein : 
Signal peptide : 
Amino acids 1-22 

N-glycosylation site: 
Amino acids 45 - 49 

cAMP- and ccMP-dependent protein kinase phosphorylation site: 
Amino acids 113-117 

N-myristoylation sites: 
Amino acids 5-11; 115-121; 124-13 O 

Ly-6 / u-PAR domain proteins: 
Amino acids 94 - 107 
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FIGURE 17 
CGCAAAGCCGCCCTCGGGGCGCTCATGGCGGGACGCCTCCTGGGAAAGGCTTTAGCCGCGGT 
GTCTCTCTCTCTGGCCTTGGCCTCTGTGACTATCAGGTCCTCGCGCTGCCGCGGCATCCAGG 
CGTTCAGAAACTCGTTTTCATCTTCTTGGTTTCATCTTAATACCAACGTCATGTCTGGTTCT 
AATGGTTCCAAAGAAAATTCT CACAATAAGGCTCGGACGTCTCCTTACCCAGGTTCAAAAGT 
TGAACGAAGCCAGGTTCCTAATGAGAAAGTGGGCTGGCTTGTTGAGTGGCAAGACTATAAGC 
CTGTGGAATACACTGCAGTCTCTGTCTTGGCTGGACCCAGGTGGGCAGATCCTCAGAT CAGT 
GAAAGTAATTTTTCTCCCAAGTTTAACGAAAAGGATGGGCATGTTGAGAGAAAGAGCAAGAA 
TGGCCTGTATGAGATTGAAAATGGAAGACCGAGAAATCCTGCAGGACGGACTGGACTGGTGG 
GCCGGGGGCTTTTGGGGCGATGGGGCCCAAATCACGCTGCAGATCCCATTATAACCAGATGG 
AAAAGGGATAGCAGTGGAAATAAAATCATGCATCCTGTTTCTGGGAAGCATATCTTACAATT 
TGTTGCAATAAAAAGGAAAGACTGTGGAGAATGGGCAATCCCAGGGGGGATGGTGGATCCAGGA 
GAGAAGATTAGTGCCACACTGAAAAGAGAATTTGGTGAGGAAGCTCTCAACTCCTTACAGAA 
AACCAGTGCTGAGA AGAGAGAAAT AGAGGAAAAGTTGCACAAACTCTTCAGCCAAGACCACC 
TAGTGATATATAAGGGATATGTTGATGATCCTCGAAACACTGATAATGCATGGATGGAGACA 
GAAGCTGTGAACTACCA"I'GACGAAACAGGTGAGATAATGGATAATCTTATGCTAGAAGCTGG 
AGATGATGCTGGAAAAGTGAAATGGGTGGACATCAATGATAAACTGAAGCTTTATGCCAGTC 
ACTCTCAATTCATCAAACTTGTGGCTGAGAAACGAGATGCACACTGGAGCGAGGACTCTGAA 
GCTGACTGCCATGCGTTGTAGCTGATGGTCTCCGTGTAAGCCAAAGGCCCACAGAGGAGCAT 
ATACTGAAAAGAAGGCAGTATCACAGAATTTATACTATAAAAAGGGCAGGGTAGGCCACTTG 
GCCTATTTACTTTCAAAACAATTTGCATTTAGAGTGTTTCGCATCAGAATAACATGAGTAAG 
ATGAACTGGAACACAAAATTTTCAGCTCTTTGGTCAAAAGGAATATAAGTAATCATATTTTG 
TATGTATTCGATTTAAGCATGGCTTAAATTAAATTTAAACAACTAATGCTCTTTGAAGAATC 
ATAATCAGAATAAAGATAAATTCTTGATCAGCTATA 
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FIGURE 18 
></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNA119498 
><subunit 1 of l, 350 aa, l stop 
><MW: 39 125, pI: 8.53, NX (S/T) : 2 
MAGRLLGKALAAVSLSLALASVTIRSSRCRGIOAFRNSFSSSWFHLNTNVMSGSNGSKEN 
SHNKARTSPYPGSKVERSQVPNEKVGWLVEWQDYKPVEYTAVSVLAGPRWADPOISESNF 
SPKFNEKDGHVERKSKNGLYEIENGRPRN PAGRTGLVGRGLI,GRWGPNHAADPI ITRWKR 
DSSGNKIMHPVSGKHILQFVATKRKDCGEWAIPGGMVDPGEKISATLKREFGEEALNSLO 
KTSAEKREIEEKLHKLFSODHLVIYKGYVDDPRNTDNAWMETEAVNYHDETGEIMDNLML 
EAGDDAGKVKWVDINDKLKLYASHSOFIKLVAEKRDAHWSEDSEADCHAL 

Important features of the protein: 
Signal peptide: 
Amino acids 1-20 

N-glycosylation site: 
Amino acids 55-59 

cAMP- and c0MP-dependent protein kinase phosphorylation site: 
AItalino acids 179-183 

N-myristoylation sites : 
Amino acids 53-59; 56-62 

mut domain signature: 
Amino acids 215-235 
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FIGURE 20 

></usr/seqdb2/s st/DNA/Dnasegs. min / ss. DNA119502 
><subunit 1 of 1, 667 aa, 1 stop 
> <MW: 74810, pI: 9.55, NX (S/T) : 3 
MGSSRLAALLLPLLLIVIDLSDSAGIGFRHLPHWNTRCPLASHTDDSFTGSSAYIPCRTW 
WALFSTKPWCVRVWHCSRCLCOHILLSGGSGLORGI, FHLLVOKSKKSSTFKFYRRHKMPAP 
AQRKLL PRRHLSEKSHHIS IPSPDISHKGLRSKRTQPSDPETWESL PRLDSQRHGGPEFS 
FDLL PEARAIRVTISSGPEVSVRLCHOWALECEELSSPYDVOKIVSGGHTVELPYEFLLP 
CLCIEASYLQEDTVRRKKCPFOSWPEAYGSDFWKSVHFTDYSOHTOMVMALTLRCPLKLE 
AALCQRHDWHTLCKDLPNATARESDGWYVLEKVDLHPQLCFKFSFGNSSHVECPHOTGSL 
TSWNVSMDTOAOOLILHESSRMHATFSAAWSLPGLGQDTLVPPVYTVSQARGSSPVSLDI, 
IIPFLRPGCCVLVWRSDVOFAWKHLLCPDVSYRHILGLLILALLALLTLLGVVLALTCRRP 
QSGPGPARPVLLLHAADSEAQRRLVGALAELLRAALGGGRDVIVDLWEGRHVARVGPLPW 
LWAARTRVAREQGTVLLLWSGADLRPVSGPDPRAAPLLALLHAAPRPLLLLAYFSRLCAK 
GDIPPPLRAL PRYRLLRDLPRLLRALDARPFAEATSWGRLGARORROSRI, ELCSRLEREA 
ARIADG 

Important features of the protein: 
Signal peptide : 
Amino acids 1-23 

Transmembrane domain : 
Amino acids 455 - 472 

N-glycosylation sites: 
Amino acids 38-322; 34 7-351; 364-368 

Glycosaminoglycan attachment site: 
Amino acids 482-486 

cAMP- and cqMP-dependent protein kinase phosphorylation sites: 
AIllino acids lO4 - 08; 645 - 6 49 

Tyrosine kinase phosphorylation site: 
Amino acids 322-329 

N-myristoylation sites : 
Amino acids 90-96, 358-3 64; 47 O - 476 

Eukaryotic cobalamin-binding proteins: 
Amino acids 453 - 462 





Patent Application Publication May 8, 2003 Sheet 23 of 246 US 2003/0088070 A1 

FIGURE 22 

></usr/seqdb2/s st/DNA/Dnasegs. min/ss. DNA119516 
> <subunit l of 1, 172 aa, l stop 
><MW: 18470, pI : 5. 45, NX (S/T) : 0 
MSSSGGAPGASASSAPPAQEEGMTWWYRWLCRLSGVLGAVSCAISGLFNCITIHPLNIAA 
GVWMIMNAFILLLCEAPFCCOFIEFANTVAEKVDRLRSWOKAVFYCGMAVWPVISLTIT 
TLLGNAIAFATGVLYGLSALGKKGDAISYARIOOOROOADEEKLAETLEGEL 

Important features of the protein: 
Signal peptide: 
Amino acids 1-42 

Transmembrane domains : 
AIaino acids 64-77; 1 O9-128 

Tyrosine kinase phosphorylation site : 
Amino acids 142 - 150 

N-myristoylation sites: 
Amino acids 5-11; 6-12; 9-15; 35 - 4 1; 38-44; 46-52; 124-130; 132-138 

Amidation site: 
Amino acids 1 4 0-144 
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FIGURE 23 
GTGAAACACCCATGGTTTTATGCTCTATTTCTCTTTTCCTCATCTTCTTCCACATCCTCTTT 
CTGAATGTATCAAACTACTTCCTTGAAGTGGGGCACCAGGAGGGCCACTCCAGTCTCCAATG 
CAGGGACTCAGGGGCAGGGATCTCTGAGAAAGTGGCCATCTCGTTATTAAAGCTCTGTCCTC 
TGCTTCCCTCTCACCTCAGAAGCAGCCCGTTTATTCAACAGAGCTCCAGGTTGCCAGCTAGG 
GGTTTTCGGGACCATAGACCAAGCAACCCCGAGAGACTGAGTACTGACCTGCAGTTGTTCCAG 
AAACTCTGCTGGGAATTAGGTTGTGACCTAGAAGTGAACTGACACTAACAGTGAGAAGGCAG 
GGTAAGAATGCAGTCTAGAGCGCAACCTTTCTCCACTAGACTTGTAAGTAATTTAAGTGAAT 
CCTGTCCCCCTGGGGTTCTATCCTGGCTGGCTCTGCTGGTGAACTTGACTGGCCAGCATAGG 
GCACTTGATGAGACCCTGGAATGCTGAGGCCAGTTGGGCAGCAAGCTTTCACCT CATCCTTC 
TGCCCATCTATCCAGCCATTCAAACATTCATTCGCCTGAAGACATTTATCAAGCTCCTGCAA 
TGGGTCAGGCATCTGCTAGGCACTGGGGACACAGAGCTCACAGTCTCCTGGAGGGGGTGAGA 
GATGACTGACAGGTGGTCTGTGGTGCAGTGTGACCTGGGAATGCACACAGTACTGTGGAAAC 
ACGGGAGAGGCATCTAGCACAACCTGAGAGGGCCAGGGGAGGCTTCCTGGCAGGTTTCCCTT 
TAACCATCTTAAGGGAAAGAGGCACTAGGTAGGAAAATAAAGGGACAGTGGTGTCCCAGACA 
GAGGGCACTCTACATGGAA 
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FIGURE 24 

></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNAll 9530 
> <subunit 1 of 1, 13 aa, l stop 
><MW: 12799, pI: 7.53, NX (S/T) : 1 
MVLCSISL FLIFEHIL FLNVSNYFLEVGHQEGHSSLQCRDSGAGISEKVAISLLKLCPLL 
PSHLRSSPFIQQSSRLPARGFRDHRPSNPERLSTDLQLFOKLCWELGCDLEVN 

Important features of the protein: 
Signal peptide : 
Amino acids 1-18 

N-glycosylation site: 
Amino acids 19-23 

Glycosaminoglycan attachment site: 
Amino acids 41 - 4.5 

N-myristoylation site: 
Amino acids 42-48 
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FIGURE 25 
CGGGCTCCGCGCGGTCCCACTTCCCGGCTCCCTTCGCCTCCAGGATGCGCTGAGCCCTACAA 
CACCCCCAGCGGCCGCCGGCTCCCCCACGAGGTGTGAATGACAGAGGTGGTGCCATCCAGCG 
CGCTCAGCGAGGTCAGCCTGCGCCTCCTCTGCCACGATGACATAGACACTGTGAAGCACCTG 
TGTGGCGACTGGTTCCCCATCGAGTACCCAGACT CATGGTATCGTGATATCACATCCAACAA 
GAAGTTCTTTTCCCTTGCTGCAACCTACAGAGGTGCCATTGTGGGAATGATAGTAGCTGAAA 
TTAAGAACAGGACCAAAATACATAAAGAGGATGGAGATATTCTAGCAACCAACTTCTCTGTT 
GACACACAAGTCGCGTACATCCTAAGTCTGGGCGTCGTGAAAGAGTTCAGGAAGCACGGCAT 
AGGTTCCCTCTTACTTGAAAGTTTAAAGGATCACATATCAACCACCGCCCAGGACCACTCCA 
AAGCCATTTACCTGCATGTCCT CACCACCAACAACACAGCAATAAACTTCTATGAAAACAGA 
GACTTCAAGCAGCACCACTATCTCCCCTATTACTACTCCATTCGAGGGGTCCT CAAAGATGG 
CTTCACCTATGTCCTCTACATCAACGGCGGGCACCCTCCCTGGACGATTTTGGACTACATCC 
AGCACCTGGGCTCTGCACTAGCCAGCCTGAGCCCCTGCTCCATTCCGCACAGAGTCTACCGC 
CAGGCCCACAGCCTGCTCTGCAGCTTCCTGCCATGGTCGGGCATCTCTTCCAAGAGTGGCAT 
CGAGTACAGCCGGACCATGTGATGTCGGCTGGGCAGCCGCCACCAGGCCCCACCCTTCAGCC 
GCCCGCAGAGCCCGCCTTCCTGTCCATCTGACCCCTTCTGTTTTCTGCAAGGAGCTGCCAGC 
CATCTAACTGGGCTCGTCGGCCTGCCCCAGCTGCAGGCCCGGTGCTACACGGGCTCGGGAAC 
AGAACATCGTGGGCATGCGCAGAGCATGCCCATCCGTGGCAGGCTCTTCAGCTCCCCTCCCT 
GCTTCTGGAAACCTCTGCCTGCTGCCCTGGCCCTGCCCCCCTGCGCATGCACCATCCCCAGG 
GCTGACCCAGTGTGGCTGCATTCACTGGGAGGGGCCTGCCCTCACTGGGCCTCTCCCACTCCG 
CTGCCTGTTCTTGCAGCTCCTTCCTGGAAAGCTGGAGGGGACTTTCTCCTGCAAGGGAGGAA 
CGCAAGTATTATGGACACACTTGACCGTAAAGGCACAGGAGCCTCGGAACAAGGGGGCGCAA 
TAAAGGGAATGGCCCGTCCCCTTCCAGAACCAGCCCAAAGAAGCCTGGGGGGTGAGGAGTGG 
CCCCCACTCCTCCATGAGGGGCTGATGAGGGGTGGGCAGCCTGGGGGAGGCTTTCCTCGCAA 
GCACAGAGCTCTGAGGCTCAGCCCCCTGGCACAGGCGGTCACGCATCAGGACGGTTCCTACT 
CCT CAGCACCTTCCGTGCAGTTACCAGTGCCCTGGGAGGTCACACTGCCCGTCGGACCTTGG 
CATGCTCCATTCAGCTGACCTGCTGAGGACAGGCATCGCCGAGACTCCTTGGGTCCTCCCCG 
CCCTCCCT CATGCTGCCACAAGCTGCTGCTCCAAGGCCTGGCCACATGCAGACAGGAGGAAG 
CTGAGCTCGACATTAGGCCT CAAGGCTGCCATCTGTCTTGTAGGGCCTGGCCTTGTGGGCAG 
GGGGCAGTCCTGTGCCTTGTGGGCCCT CAGCCTCTGAGGGCAGAGATGCTGTCAGTGCCGCA 
GGTGCATCACATACTTCTAGCATCCTCTCCACCCTGCATTCCAAATGCTGCTTGCTGCCTGC 
CCTGCCCTCCGATGCAGGGGTGGGGTGGGGGGCGGAGTCCCGCCCAGCATAGCTGCAGTGTC 
ACAAAGCCATGGCAGAGGGTCCTAGCGGCGCCACCCTGCCCCAGCCTGAGGAGGAGGGAGAG 
GGAGGAACAACCCTGGGCAGACGGGGTCTCAGGGACCTGTGTCCTTCCGCCTCCAGAGCTGC 
CCAGCCACGGGCTCTCAGGGTGCTGGGGCAGCCCCAGGTCCCCTCTTGAACT CAGCTGGGGC 
CAGGGGCCCT CAGAATGAAGGCAGGCACCAGGCAGGAGCAGCATCCCCCTCCTTGACGGTGC 
TGGCAGGAGGGCCGCGCCATGCTGACTGCTTGAACCTCTGCTGACCTGACAGTGCTGGCGGG 
AGGGCCGCACCATGCTGACTGCCTGAATCTCTGCTGAGGCTGCCTGCCTGCCGGGCCCAGCT 
CAGCGCCCTCTCCACTGCGAATCAGTGGCGATCATGTGATTTCTATT'I'CTGCCCCACAGGGT 
AAGGGACGAGTCTTCTGGAAGGCTCTGCCATGGACATTTGTCCTCGGGCTCAGAGGCCCCAC 
CCTGCCCCACACCTGCCCCTAATCACTGCAGTGTCCAGCCCAGTGTTGAIACAGATTGTAGCG 
TTCTGTCTCATTACGAGCAAATAAATAGACTTTCATTGGGAAAAAAAAAAAAA 
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></usr/seqdb2/s st/DNA/Dnaseqs. min/ss. DNAl21772 
><subunit l of 1, 242 aa, 1 Stop 
><MW: 27465, pI: 7.72, NX (S/T) : 3 
MTEVVPSSALSEVSLRLLCHDDIDTVKHLCGDWFPIEYPDSWYRDITSNKKFFSLAATYR 
GATVGMIVAEIKNRTKIHKEDGDILATNFSVDTOVAYILSLGVVKE FRKHGIGSLLLESL 
KDHISTTAODHCKAIYLHVLTTNNTAINFYENRDFKOHHYLPYYYSIRGVLKDGFTYWLY 
INGGHPPWTILDYIOHLGSALASLSPCSIPHRVYRQAHS LLCSFLPWSGISSKSGIEYSR 
TM 

N-glycosylation sites : 
Amino acids 73-77; 88-92; 143-147 

N-myristoylation sites : 
Amino acids 61-67; 65-71; 198-204; 235-24. 

Matrixins cysteine switch motif: 
Amino acids 18-31 
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GTTGGGCAGCAGCCACCCGCTCACCTCCATCCCCAGGACTTAGAGGGACGCAGGGCGTTGGG 
AACAGAGGACACTCCAGGCGCTGACCCTGGGAGGCCAGGACCAGGGCCAAAGTCCCGTGGGC 
AAGAGGAGTCCTCAGAGGTCCTTCATTCAGCGGTTCCGGGAGGTCTGGGAAGCCCACGGCCT 
GGCTGGGGCAGGGTCAACGCCGCCAGGCCGCCATGGTCCTGTGCTGGCTGCTGCTTCTGGTG 
ATGGCTCTGCCCCCAGGCACGACGGGCGTCAAGGACTGCGTCTTCTGTGAGCT CACCGACTC 
CATGCAGTGTCCTGGTACCTACATGCACTGTGGCGATGACGAGGACTGCTTCACAGGCCACC, 
GGGTCGCCCCGGGCACTGGTCCGGTCATCAACAAAGGCTGCCTGCGAGCCACCAGCTCCGGC 
CTTGAGGAACCCGTCAGCTACAGGGGCGTCACCTACAGCCTCACCACCAACTGCTGCACCGG 
CCGCCTGTGTAACAGAGCCCCGAGCAGCCAGACAGTGGGGGCCACCACCAGCCTGGCACTGG 
GGCTGGGTATGCTGCTTCCTCCACGTTTGCTGTGACCAACAGGGAGGACAGGGCCTGGGACT 
GTTCTCCCAGATCCGCCACTCCCCATGTCCCCATGTCCTTCCCCCACTAAATGGCCAGAGAG 
GCCCTGGACAACCTCTTGCGGCCCTGGCTTCATCCCTTCTAAGGCTGTCCACCAGGAGCCCG 
GTGCTAGGGGAAGCATCCCCAGGCCTGACTGAGCGGCAGGGGAGCACGGCCCGTGGGTTTGA 
TTGTATTACTCTGTTCCACTGGTTCTAAGACGCAGAGCTTCTCACATCTCAATCAGGATGCT 
TCTCTCCATTGGTAGCACTTTAGAGTCCATGAAATATGGTAAAAAATATATATATATCATAA 
TAAATGACAGCTGATGTTCATGGGGGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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></usr/seqdb2/s st/DNA/Dnase qs. min / ss. DNA125148 
><subunit 1 of 1, 124 aa, 1 stop 
><MW: 13004, pI : 5. 70, NX (S/T) : 0 
MVLCWLLLLVMALPPGTTGVKDCVFCELTDSMOCPGTYMHCGDDEDCFTGHGVAPGTGPW 
INKGCLRATSCGLEEPVSYRGVTYSLTTNCCTGRLCNRAPSSOTVGATTSLALGLGMLLP 
PRLL 

Important features of the protein: 
Signal peptide : 
Amino acids 1-3 

N-myristoylation sites: 
Amino acids 19-25; 52-58; 64 - 7 O; 81-87; 106-112 

Ly- 6 / u-PAR domain proteins : 
Amino acids 84 -97 
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GGCATTTTGAAAGCCCAGTGTTGCCCAGGGGGCATCTCCTTTGTGTTTATGAGAGACCTGCA 
TTCTCCCTGGCTCAGTTCTCTCAGGCTCTCCAGAGCTCAGGACCTCTGAGAAGAATGGAGCC 
CTCCTGGCTTCAGGAACTCATGGCTCACCCCTTCTTGCTGCTGATCCTCCTCTGCATGTCTC 
TGCTGCTGTTTCAGGTAATCAGGTTGTACCAGAGGAGGAGATGGATGATCAGAGCCCTCCAC 
CTGTTTCCTGCACCCCCTGCCCACTGGTTCTATGGCCACAAGGAGTTTTACCCAGTAAAGGA 
GTTTGAGGTGTATCATAAGCTGATGGAAAAATACCCATGTGCTGTTCCCTTGTGGGTTGGAC 
CCTTTACGATGTTCTTCAGTGTCCATGACCCAGACTATGCCAAGATTCTCCTGAAAAGACAA 
GATCCCAAAAG"I'GCTGTTAGCCACAAAATCCTTGAATCCTGGGTTGGTCGAGGACTTGTGAC 
CCTGGATGGTTCTAAATGGAAAAAGCACCGCCAGATTGTGAAACCTGGCTTCAACATCAGCA 
TTCTGAAAATATTCAT CACCATGATGTCTGAGAGTGTTCGGATGATGCTGAACAAATGGGAG 
GAACACATTGCCCAAAACTCACGTCTGGAGCTCTTTCAACATGTCTCCCTGATGACCCTGGA 
CAGCATCATGAAGTGTGCCTTCAGCCACCAGGGCAGCATCCAGTTGGACAGTACCCTGGACT 
CATACCTGAAAGCAGTGTTCAACCTTAGCAAAATCTCCAACCAGCGCATGAACAATTTTCTA 
CATCACAACGACCTGGTTTTCAAATTCAGCTCTCAAGGCCAAATCTTTTCTAAATTTAACCA 
AGAACTTCATCAGTTCACAGAGAAAGTAATCCAGGACCGGAAGGAGTCTCTTAAGGATAAGC 
TAAAACAAGATACTACT CAGAAAAGGCGCTGGGATTTTCTGGACATACTTTTGAGTGCCAAA 
AGCGAAAACACCAAAGATTTCTCTGAAGCAGATCTCCAGGCTGAAGTGAAAACGTTCATGTT 
TGCAGGACATGACACCACATCCAGTGCTATCTCCTGGATCCTTTACTGCTTGGCAAAGTACC 
CTGAGCATCAGCAGAGATGCCGAGATGAAATCAGGGAACTCCTAGGGGATGGGTCTTCTATT 
ACCTGGGAACACCTGAGCCAGATGCCTTACACCACGATGTGCATCAAGGAATGCCTCCGCC'I' 
CTACGCACCGGTAGTAAACATATCCCGGTTACTCGACAAACCCATCACCTTTCCAGATGGAC 
GCTCCTTACCTGCAGGAATAACTGTGTTTATCAATATTTGGGCTCTTCACCACAACCCCTAT 
TTCTGGGAAGACCCTCAGGTCTTTAACCCCTTGAGATTCTCCAGGGAAAATTCTGAAAAAAT 
ACATCCCTATGCCTTCATACCATTCT CAGCTGGATTAAGGAACTGCATTGGGCAGCATTTTG 
CCATAATTGAGTGTAAAGTGGCAGTGGCATTAACTCTGCTCCGCTTCAAGCTGGCTCCAGAC 
CACTCAAGGCCTCCCCAGCCTGTTCGTCAAGTTGTCCT CAAGTCCAAGAATGGAATCCATGT 
GTTTGCAAAAAAAGTTTGCTAATTTTAAGTCCTTTCGTATAAGAATTAATGAGACAATTTTCCT 
ACCAAAGGAAGAACAAAAGGATAAATATAATACAAAATATATGTATATGGTTGTTTGACAAA 
TTATATAACTTAGGATACTTCTGACTGGTTTTGACATCCATTAACAGTAATTTTAATTTCTT 
TGCTGTATCTGGTGAAACCCACAAAAACACCTGAAAAAACT CAAGCTGACTTCCACTGCGAA 
GGGAAATTATTGGTTTGTGTAACTAGTGGTAGAGTGGCTTTCAAGCATAGTTTGATCAAAAC 
TCCACTCAGTATCTGCATTACTTTTATCTCTGCAAATATCTGCATGATAGCTTTATTCTCAG 
TTATCTTTCCCCATAATAAAAAATATCTGCCAAA 
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></usr/seqdb2/s st/DNA/Dnas eqs. min/ss. DNA125l 50 
><subunit l of 1 505 aa, l stop 
><MW: 59086, pI: 9.50, NX (S/T) : 3 
MEPSWLOELMAHPFLLLILLCMSLLL FOVIRLYORRRWMIRALHLFPAPPAHWFYGHKEF 
YPVKE FEVY HKLMEKY PCAVPLWVGPFTMFFSVHDPDYAKTLLKRODPKSAVSHKILESW 
VGRGLVTLDGSKWKKHRQIVKPGFNISILKI FITMMSESVRMMLNKWEEHIAONSRLELF 
OHVSLMTLDSIMKCAFSHOGSIOLDSTLDSYLKAVFNLSKISNQRMNNFLHHNDLVFKFS 
SQGQIFSKFNQELHQFTEKVIQDRKESLKDKLKQDTTQKRRWDFLDILLSAKSENTKDFS 
EADLQAEVKTFMFAGHDTTSSAISWILYCLAKY PEHOORCRDEIRELLGDGSSITWEHLS 
OMPYTTMCIKECLRLYAPVVNISRLLDKPITFPDGRSLPAGITV FINIWALHHNPYFWED 
PQVFNPLRFSRENSEKIHPYAFIPFSAGLRNCIGQHFATIECKVAVALTLLRFKLAPDHS 
RPPQPVROVVLKSKNGIHVFAKKVC 

Important features of the protein: 
Signal peptide: 
Amino acids 1 - 28 

Transmembrane domain : 
Amino acids 451 - 470 

N-glycosylation sites: 
Amino acids 45-49; 217-221; 381-385 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 264 - 268 

N-myristoylation sites: 
Amino acids 243-249; 351-357; 4 48-4 54; 454 - 460 

Cytochrome P450 cysteine heme-iron ligand signature : 
Amino acids A 45-455 

Cytochrome P450 cysteine heme-iron ligand proteins: 
Amino acids 4 42-473 

FAD-dependent glycerol-3-phosphate dehydrogenase proteins: 
Amino acids 124 - 141 
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TCCGCTGTCGCCCAGTCCCGGCCGCTGGCGGGAACTGACCTGGAGCAAGCAGGACCTTCCCT 
CCCACCTCTCCCGCCTGGCCTCCGCGGGAGTCCCCTACGATCCCGCTCAGCAGTGGGGCACT 
CGCTGAGGACAGCGAGTCCTGGGAGTGAGCCCAAGGCCACCCCTGGCCAGCCCAGGAGAGAT 
AGCCAGGGCAGGCCCAGCAGCCCGAGGCCAGGCTCTGGCCACGGCGGTCTCCGACATGGAGA 
GACATTGTCTGCTTTTTATCCTGTTAACCTGTCTTCGGTGGTTGTGCCACGACATTCCCCAG 
GGTTCAGGTGCCCGGTGGCCGAGGGTCAGTCCAGTGGTAGAGCCTTGCTCTCCTAGGCTCAT 
CCTGCTGGCGGTCCTCCTGCTTCTGCTGTGTGGTGTCACAGCTGGTTGTGTCCGGTTCTGCT 
GCCTCCGGAAGCAGGCACAGGCCCAGCCACATCTGCCACCAGCACGGCAGCCCTGCGACGTG 
GCAGTCATCCCTATGGACAGTGACAGCCCTGTACACAGCACTGTGACCTCCTACAGCTCCGT 
GCAGTACCCACTGGGCATGCGGTTGCCCCTGCCCTTTGGGGAGCTGGACCTGGACTCCACGG 
CTCCTCCTGCCTACAGCCTGTACACCCCGGAGCCTCCACCCTCCTACGATGAAGCTGTCAAG 
ATGGCCAAGCCCAGAGAGGAAGGACCAGCACTCTCCCAGAAACCCAGCCCTCTCCTTGGGGC 
CTCGGGCCTAGAGACCACTCCAGTGCCCCAGGAGTCGGGCCCCAATACT CAACTACCACCTT 
GTAGCCCTGGTGCCCCTTGAAGGAGGTAGGAGAACGGACCAGAGCTTGGAGAACTAATGCTT 
GGAGCCAAGGGCCCCAGCCCACCCCACCGTCCCACACATTGCTGTGGCCCCAACCTCGGTGC 
CATGTTACACCGGCCCCTGGCGTCACCCACTAGGCAGGCTGCTGCTTTCAGCCT CAGCCCCT 
GGCCCAGCCCCAGCAGGCCCTCAGCCTGGAAGAGGCCCCTTGGGCCTAAGCCTCGGGTGGGA 
GCTCAGGGCCACCTGTGACGTCTGCATCTTCTTGGAGAGAGAATAAAGTTTGTATTTAAGTGGT 
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></usr/seqdb2/s st/DNA/Dnas eds. min/ss. DNA 1251.51 
><subunit 1 of 1, 194 aa, 1 stop 
><MW: 2O882, pI: 6.44, NX (S/T) : 0 
MERHCLLFILLTCLRWLCHDIPQGSGARWPRVSPVVEPCSPRLILLAVLLL LLCGVTAGC 
VRFCCLRKQAQAQPHLPPARQPCDVAVIPMDSDSPVHSTVTSYSSVQYPLGMRLPLPFGE 
LDLDSTAPPAYSLYTPEPPPSYDEAVKMAKPREEGPALSQKPSPLLGASGLETTPvPOES 
GPNTOL PPCSPGAP 

Important features of the protein: 
Signal peptide : 
Amino acids 1-20 

Transmembrane domain : 
Amino acids 39-58 

N-myristoylation site: 
Amino acids 55 - 6. 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 50 - 61 



Patent Application Publication May 8, 2003 Sheet 34 of 246 US 2003/0088070 A1 

FIGURE 33 
CCTTGCTTGGTGCTTGGCACACACAAATCCAGTGGGCTACACAGGTTTTCCAGAAGCCCCAC 
GAGGTGGTAATGGTGCTGCTGATTCAGACCCTGGGGGCCCTCATGCCCTCGCTGCCCTCCTG 
CCTCAGCAACGGCGTGGAGAGGGCAGGGCCCGAGCAGGAGCT CACCAGGCTGCTGGAGTICT 
ACGACGCCACCGCCCACTTCGCCAAGGGCTTGGAGATGGCACTGCTCCCCCACCTACATGAA 
CACAATCTGGTAAAAGTCACGGAGCTGGTGGATGCTGTGTATGATCCATACAAACCCTACCAG 
CTGAAGTATGGCGACATGGAAGAGAGCAACCTCCTCATCCAGATGAGTGCTGTGCCTCTGGA 
GCATGGGGAAGTGATTGACTGTGTGCAGGAGCTGAGCCACTCCGTGAACAAGCTGTTTGGTC 
TGGCGTCTGCAGCCGTTGACAGATGCGTCAGATTCACCAATGGCCTGGGGACCTGCGGCCTG 
TTGTCAGCCCTGAAATCCCTCTTTGCCAAGTATGTGTCTGATTTCACCAGCACTCTCCAGTC 
CATACGAAAGAAGTGCAAACTGGACCACATTCCTCCCAACTCCCTCTTCCAGGAAGATTGGA 
CGGCTTTTCAGAACTCCATTAGGATAATAGCCACCTGTGGAGAGCTTTTGCGGCATTGTGGG 
GACTTCGAGCAGCAGCTAGCCAACAGGATTTTGTCCACAGCTGGGAAGTATCTATCTGATTC 
CTGCAGCCCCCGGAGCCTGGCTGGTTTTCAGGAGAGCATCTTGACAGACAAGAAGAACTCTG 
CCAAGAACCCATGGCAAGAATATAATTACCTCCAGAAAGATAACCCTGCTGAATATGCCAGT 
TTAATGGAAATACTTTATACCCTTAAGGAAAAAGGGTCAAGCAACCACAACCTGCTGGCTGC 
ACCTCGAGCAGCGCTGACTCGGCTTAACCAGCAGGCCCACCAGCTGGCTTTCGATTCCGTGT 
TCCTGCGCATCAAACAACAGCTGTTGCTTATTTCGAAGATGGACAGCTGGAATACGGCTGGC 
ATCGGAGAAACCCT CACAGATGAACTGCCCGCCTTTAGTCTCACCCCTCTCGAGTACATCAG 
CAACATCGGGCAGTACATCATGTCCCTCCCCCTGAATCTTGAGCCATTTGTGACT CAGGAGG 
ACTCTGCCTTAGAGTTGGCATTGCACGCTGGAAAGCTGCCATTTCCTCCTGAGCAGGGGGAT 
GAATTGCCCGAGCTGGACAACATGGCTGACAACTGGCTGGGCTCGATCGCCAGAGCCACAAT 
GCAGACCTACTGTGATGCGATCCTACAGATCCCTGAGCTGAGCCCACACTCTGCCAAGCAGC 
TGGCCACTGACATCGACTATCTGATCAACGTGATGGATGCCCTGGGCCTGCAGCCGTCCCGC 
ACCCTCCAGCACATCGTGACGCTACTGAAGACCAGGCCTGAGGACTATAGACAGGTCAGCAA 
AGGCCTGCCCCGTCGCCTGGCCACCACCGTGGCCACCATGCGGAGTGTGAATTACTGACCCC 
ACCACACACCGGACCACCAAGAGAGCCAGGGCTGCTGTTTCGTGACT CACCAGCACAGATTT 
GCTCAGAAACTCTGCCCAAGATTGGGCAGAAGTTACTTTAAAAAGACTTGGTTCAGCTGGTC 
ACGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCAAGCCAGATGGATCATGAGGCC 
AGGAGTTCGAGACCAGCCTGACCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAAT 
TAACAGCAGAGCGAGACTCTGTCTCAAAAAAAAAAAAAAAAAGACTTGGTTCATTTGTATAA 
TCAAAAAGAGTTGTAAATTAAAGATGTATTATTTATCAGAGAAGACTTTTTAGATAATTTTT 
TTAAAGGATCAGATCTTGAAAATGGAATAAATAACTACTGTGAAATGCAAAAA 
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></usr/seqdb2/s st/DNA/Dna seq.S. min/SS. DNAl251.81 
><subunit l of l, 491 aa, 1 Stop 
> <MW: 54759, pI : 5. 61, NX (S/T) : 0 
MVLLIQTLGALMPSLPSCLSNGVERAGPEOELTRLLEFYDATAHFAKGLEMALLPHILHEH 
NLVKVTELVDAVY DPYKPYOLKYGDMEESNLLIQMSAVPLEHGEVI DCVOELSHSVNKLF 
GLASAAVDRCVRFTNGLGTCGLLSALKSLFAKYVSDFTSTLQSIRKKCKLDHIPPNSL FQ 
EDWTAFONSIRIIATCGELLRHCGDFEQQLANRILSTAGKYLSDSCSPRSLAGFOESILT 
DKKNSAKNPWQEYNYLQKDNPAEYASLMEILYTLKEKGSSNHNLLAAPRAALTRLNOOAH 
QLAFDSVFL RIKQOLLLISKMDSWNTAGIGETLTDELPAFSLTPLEYISNIGQYIMSLPL 
NLEPFVTOEDSALELALHAGKLPFPPEQGDELPELDNMADNWLGSIARATMQTYCDAILQ 
IPELSPHSAKQLATDIDYLINVMDALGLQPSRTLQHIVTLLKTRPEDYRQVSKGLPRRLA 
TTVATMRSVNY 

Important features of the protein : 
Signal peptide : 
Amino acids 1 - 20 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 242-24 6 

N-myristoylation sites: 
Amino acids 22-28; 48-54 ; 121-127; 136-142; 14 - 147; 328-334; 

44. 7-453 

Leucine zipper pattern: 
Amino acids 295-317 
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GCAAGTGCCACCATGCTAGTGTGATTTGGACTTCAGTAAAAGTTAGTTTGCTTCCTTCCCGT 
TGTCCCATCTCACTCCTGGGCCACCCATGGGGCTGCTGGTAGCTGGTGTGTGGCTGCTGCTG 
GACTGTGTGGCAGTCCATCCATCTGTCAGCAGCCACTGCGGGCCTACTTGCTGGGTGCCCAG 
CACCGCACTCACCACTGCAGGCGTGGCCAGGAGCGTGAGATCCCCAGAGCCCATGGCCAGTG 
AGAGGCGGCCAGGGATAGGTACCCAGGGAATGCCACAGGAGTTTGCTGGGCTCACGGAGCTC 
TTTCACTGGTCAGAGAGGAGTGTGTGTAGGAGAGGACTTCTACTTGGTGTTGAAGGACAGAT 
GGGGTTTGGCTGGGAGAGAGGAGGAATGTGGGCGGGCCTTATAGGCAGGCGAGAAGGTGAGA 
GCCAAGGCCCTCTGTGGGCAGGGCGAGGTGGCGTGTTGAGGAGACTCGTCCAGCTGGGCAGA 
GGCTCATGTTGAGGGATGAGGCAGAGCTGGGGGAGGAGGGAGCCCAGAAATGGCAGGTCCTT 
GAATGCAGGTTTGGAAGCAGGGACGCCCTGTGAGGGTACAGAGTCTGGGCTGTTACCTTCTG 
TGGCTTTTGCTAGAAGGTGAGATGTCAGGGAGGAAGACAGGACTCCAGGATGTCTCCTGTCTCT 
CTCTGGAAAAAGGAGGTGGGCCCCTTTCTCAGCAGTCAGCTGCTGTTTTTGAGGTCTTCTCC 
ATGGATAATCCACGGTGTTGGAAGTGGTTAAGGTAATGGATCCTCATGGGCTTACCATAAAA 
ATATCTGGAGGCTGGACCATTTTCCTTAAAACGTTATAAAAGCTGGAATTGAATGCCATCGG 
TGT CACCCCTGGGAAGTGTGCTTTCTCTTGAGCTCTTTTGGCCCCGAGATAGCAGTCACTCC 
ATAGTTTCGTGAAGACCAGCCTGGTGTTGCCTGGTTTTCTGCCATTAGGGAGCAGCTAGAGG 
TCTTCCAGTAGCTCCTGTGTAAAGTGATGAAAGAAAAGGGCTGGGTGCTGACTGCTCCTGGA 
GAAAAGCAACACACTCCCAAAGTCTTAATTGCCTGCTTCCAGGGAGCTGTGGTGGTTTCCCT 
TGGGCAGGGCACACGCCCCAGTGGTTGACTTAATAAGGATACATTTTAATCAGAGGACAAAA 
ATGTGCCCTGACTTGATTTCCGCATGGGCTTCCAGCATGGT CAAAGG 
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></usr/seqdb2/s st/DNA/Dna seqs. Inin / ss. DNA125192 
><subunit l of 1, l39 aa, l stop 
><MW: 14841, pI: 9. 20, NX (S/T) : 0 
MGLLVAGVWLLLDCVAVHPSVSSHCGPTCWVPSTALTTAGVARSVRSPEPMASERRPGIG 
TQGMPOEFAGLTELFHWSERSVCRRGLLLGVEGQMGFGWERGGMWAGLIGRREGESQGPL 
WAGRGGVLRRLVOLGRGSC 

Important features of the protein : 
Signal peptide: 
Amino acids 1-22 

N-myristoylation sites : 
Amino acids 2-8; 4 O-46; 86-92; 102-108; 103-109 

Amidation site : 
Amino acids 109-113 
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GGCCAGGAATGGGGTCCCCGGGCATGGTGCTGGGCCTCCTGGTGCAGATCTGGGCCCTGCAA 
GAAGCCT CAAGCCTGAGCGTGCAGCAGGGGCCCAACTTGCTGCAGGTGAGGCAGGGCAGTCA 
GGCGACCCTGGTCTGCCAGGTGGACCAGGCCACAGCCTGGGAACGGCTCCGTGTTAAGTGGACA 
AAGGATGGGGCCATCCTGTGTCAACCGTACATCACCAACGGCAGCCTCAGCCTGGGGGTCTG 
CGGGCCCCAGGGACGGCTCTCCTGGCAGGCACCCAGCCATCTCACCCTGCAGCTGGACCCTG 
TGAGCCTCAACCACAGCGGGGCGTACGTGTGCTGGGCGGCCGTAGAGATTCCTGAGTTGGAG 
GAGGCTGAGGGCAACATAACAAGGCTCTTT GTGGACCCAGATGACCCCACACAGAACAGAAA 
CCGGATCGCAAGCTTCCCAGGATTCCTCTTCGTGCTGCTGGGGGTGGGAAGCATGGGTGTGG 
CTGCGATCGTGTGGGGTGCCTGGTTCTGGGGCCGCCGCAGCTGCCAGCAAAGGGACT CAGGA 
AATGCATTCTACAGCAACGTCCTATACCGGCCCCGGGGGGCCCCAAAGAAGAGTGAGGACTG 
CTCTGGAGAGGGGAAGGACCAGAGGGGCCAGAGCATTTATTCAACCTCCTTCCCGCAACCGG 
CCCCCCGCCAGCCGCACCTGGCGTCAAGACCCTGCCCCAGCCCGAGACCCTGCCCCAGCCCC 
AGGCCCGGCCACCCCGTCTCTATGGTCAGGGTCTCTCCTAGACCAAGCCCCACCCAGCAGCC 
GAGGCCAAAAGGGTTCCCCAAAGTGGGAGAGGAGTGAGAGATCCCAGGAGACCTCAACAGGA 
CCCCACCCATAGGTACACACAAAAAAGGGGGGATCGAGGCCAGACACGGTGGCTCACGCCTG 
TAATCCCAGCAGTTTGGGAAGCCGAGGCGGGTGGAACACTTGAGGTCAGGGGTTTGAGACCA 
GCCTGGCTTGAACCTGGGAGGCGGAGGTTGCAGTGAGCCGAGATTGCGCCACTGCACTCCAG 
CCTGGGCGACAGAGTGAGACTCCGTCT CAAAAAAAAAACAAAAAGCAGGAGGATTGGGAGCC 
TGTCAGCCCCATCCTGAGACCCCGTCCTCATTTCTGTAATGATGGATCTCGCTCCCACTTTC 
CCCCAAGAACCTAATAAAGGCTTGTGAAGAAAAAAAAAAAAAAAA 
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></usr/seqdb2/s st/DNA/Dnaseqs. min / ss. DNA 1251.96 
><subunit 1 of l, 278 aa, l stop 
> KMW: 30319, pI: 9. 21, NX (S/T) : 3 
MGSPGMVLGLLVOIWALOEASSLSVOOGPNLLOVROGSOATLVCOWDOATAWERLRVKWT 
KDGAILCOPYITNGSLSLGVCGPQGRLSWQAPSHLTLOLDPVSLNHSGAYVCWAAVEIPE 
LEEAEGNITRLFVDPDDPTQNRNRIASFPGFLFVLLGVGSMGVAAIVWGAWFWGRRSCQQ 
RDSGNAFYSNVLYRPRGAPKKSEDCSGEGKDORGQSIYSTSFPOPAPROPHLASRPCPSP 
RPCPSPRPGH PVSMVRVSPR PSPTOOPRPKGFPKVGEE 

Important features of the protein: 
Signal peptide : 
Amino acids 1-22 

Transmembrane domain : 
Amino acids 149-166 

N-glycosylation sites : 
Amino acids 73-77; 105-109; 127-131 

Glycosaminoglycan attachment site: 
Amino acids 2O6-20 

N-myristoylation sites: 
Amino acids 5-11; 37-43; 63- 69; 108-114 

Amidation site: 
Amino acids 173-179 
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ACCAGCAGAAGGCTGGGAGTCTGTAGTTTGTTCCTGCTGCCAGGCTCCACTGAGGGGAACGG 
GGACCTGTCTGAAGAGAAGATGCCCCTGCTGACACTCTACCTGCTCCTCTTCTGGCTCTCAG 
GCTACTCCATTGCCACT CAAATCACCGGTCCAACAACAGTGAATGGCTTGGAGCGGGGCTCC 
TTGACCGTGCAGTGTGTTTACAGATCAGGCTGGGAGACCTACTTGAAGTGGTGGTGTCGAGG 
AGCTATTTGGCGTGACTGCAAGATCCTTGTTAAAACCAGTGGGTCAGAGCAGGAGGTGAAGA 
GGGACCGGGTGTCCATCAAGGACAATCAGAAAAACCGCACGTTCACTGTGACCATGGAGGAT 
CTCATGAAAACTGATGCTGACACTTACTGGTGTGGAATTGAGAAAACTGGAAATGACCTTGG 
GGTCACAGTTCAAGTGACCATTGACCCAGCACCAGTCACCCAAGAAGAAACTAGCAGCTCCC 
CAACTCTGACCGGCCACCACTTGGACAACAGGCACAAGCTCCTGAAGCTCAGTGTCCTCCTG 
CCCCTCATCTTCACCATATTGCTGCTGCTTTTGGTGGCCGCCTCACTCTTGGCTTGGAGGATG 
ATGAAGTACCAGCAGAAAGCAGCCGGGATGTCCCCAGAGCAGGTACTGCAGCCCCTGGAGGG 
CGACCTCTGCTATGCAGACCTGACCCTGCAGCTGGCCGGAACCTCCCCGCGAAAGGCTACCA 
CGAAGCTTTCCTCTGCCCAGGTTGACCAGGTGGAAGTGGAATATGT CACCATGGCTTCCTTG 
CCGAAGGAGGACATTTCCTATGCATCTCTGACCTTGGGTGCTGAGGATCAGGAACCGACCTA 
CT'GCAACATGGGCCACCTCAGTAGCCACCTCCCCGGCAGGGGCCCTGAGGAGCCCACGGAAT 
ACAGCACCATCAGCAGGCCTTAGCCTGCACTCCAGGCTCCTTCTTGGACCCCAGGCTGTGAG 
CACACTCCTGCCTCATCGACCGTCTGCCCCCTGCTCCCCTCATCAGGACCAACCCGGGGACT 
GGTGCCTCTGCCTGATCAGCCAGCATTGCCCCTAGCTCTGGGTTGGGCTTGGGGCCAAGTCT 
CAGGGGGCTTCTAGGAGTTGGGGTTTTCTAAACGTCCCCTCCTCTCCTACATAGTTGAGGAG 
GGGGCTAGGGATATGCTCTGGGGCTTTCATGGGAATGATGAAGATGATAATGAGAAAAATGT 
TATCATTATTATCATGAAGTACCATTATCATAATACAATGAACCTTTATTTATTGCCTACCA 
CATGTTATGGGCTGAATAATGGCCCCCAAAGATATCTGTGTCCTAATCCT CAGAACT''GTGA 
CTGTTACCTTCTGTGGCAGAAAGGGACAGTGCAGATGTATG''AAGTTAAG GACTTTGAGATA 
GAGAGGTTATTCTTGCTGATTCAGGTGGGCCCAAAATATCACCACAAGGGTCCTCATAAGAA 
AGAGGCCAGAAGGTCAAAGAGGTAGAGACAAAGTGATGATGGAAGTGGACGTGGGTGTGACG 
TGAGCAGGGGCCATGAATGCCGCAGCCTTCAGATGCCAGAAAGGGAAAGGAATGGATTCCCC 
TGCCTGGAGCCTCCAAAAGAAACCAGCCCTGCCCACGCCTTGACTTGAGCCCATTGAAACTG 
ATCTTGAGCTCCTGGCCTCCAGAATTGCAGGAGAATAAATTTGTGTTGTTTTTAATGAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAG 
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FIGURE 40 
></usr/seqdb2/s st/DNA/Dnase qs. min/ss. DNAl25200 
><subunit 1 of 1, 290 aa, 1 stop 
><MW: 32335, pI : 5.82, NX (S/T) : 1 
MPLLTLYLLLFWLSGYSIATOITGPTTVNGLERGSLTVOCVYRSGWETYLKWWCRGAIWR 
DCKILVKTSGSEQEVKRDRVSIKDNQKNRTFTWTMEDLMKTDADTYWCGIEKTGNDLGVT 
VQVTIDPAPVTQEETSSSPT LTGHHLDNRHKLLKLSVILLPLIFTILLLLLVAASLLAWRM 
MKYQQKAAGMSPEQVLQPLEGDLCYADLTLOLAGTS PRKATTKLSSAQVDQVEVEYVTMA 
SLPKEDISYASLTLGAEDQEPTYCNMGHLSSHLPGRGPEEPTEYSTISRP 

Important features of the protein: 
Signal peptide : 
Amino acids 1-15 

Transmembrane domain : 
Amino acids 155-174 

N-glycosylation site: 
Amino acids 88-92 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 218-222 

Tyrosine kinase phosphorylation site : 
Amino acids 276-285 

N-myristoylation sites: 
Amino acids 3O-36; 109-115; 114-120 
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FIGURE 41 
AAGAACACTGTTGCTCTTGGTGGACGGGCCCAGAGGAATTCAGAGTTAAACCTTGAGTGCCT 
GCGTCCGTGAGAATTCAGCATGGAATGTCTCTACTATTTCCTGGGATTTCTGCTCCTGGCTG 
CAAGATTGCCACTTGATGCCGCCAAACGATTTCATGATGTGCTGGGCAATGAAAGACCTTCT 
GCTTACATGAGGGAGCACAATCAATTAAATGGCTGGTCTTCTGATGAAAATGACTGGAATGA 
AAAACTCTACCCAGTGTGGAAGCGGGGAGACATGAGGTGGAAAAACTCCTGGAAGGGAGGCC 
GTGTGCAGGCGGTCCTGACCAGTGACT CACCAGCCCTCGTGGGCTCAAATATAACATTTGCG 
GTGAACCTGATATTCCCTAGATGCCAAAAGGAAGATGCCAATGGCAACATAGTCTATGAGAA 
GAACTGCAGAAATGAGGCTGGTTTATCTGCTGATCCGTATGTTTACAACTGGACAGCATGGT 
CAGAGGACAGTGACGGGGAAAATGGCACCGGCCAAAGCCATCATAACGTCTTCCCTGATGGG 
AAACCTTTTCCTCACCACCCCGGATGGAGAAGATGGAATTTCATCTACGTCTTCCACACACTT 
GGTCAGTATTTCCAGAAATTGGGACGATGTTCAGTGAGAGTTTCTGTGAACACAGCCAATGT 
GACACTTGGGCCTCA ACTCATGGAAGTGACTGTCTACAGAAGACATGGACGGGCATATGTTC 
CCATCGCACAAGTGAAAGATGTGTACGTGGTAACAGATCAGATTCCTGTGTTTGTGACTATG 
TTCCAGAAGAACGATCGAAATTCATCCGACGAAACCTTCCT CAAAGATCTCCCCATTATGTT 
TGATGTCCTGATTCATGATCCTAGCCACTTCCTCAATTATTCTACCATTAACTACAAGTGGA 
GCTTCGGGGATAATACTGGCCTGTTTGTTTCCACCAATCATACTGTGAATCACACGTATGTG 
CTCAATGGAACCTTCAGCCTTAACCTCACTGTGAAAGCTGCAGCACCAGGACCTTGTCCGCC 
ACCGCCACCACCACCCAGACCTTCAAAACCCACCCCTTCTTTAGCAACTACTCTAAAATCTT 
ATGATTCAAACACCCCAGGACCTACTGGTGACAACCCCCTGGAGCTGAGTAGGATTCCTGAT 
GAAAACTGCCAGATTAACAGATATGGCCACTTTCAAGCCACCATCACAATTGTAGAGGGAAT 
CTTAGAGGTTAACATCATCCAGATGACAGACGTCCTGATGCCGGTGCCATGGCCTGAAAGCT 
CCCTAATAGACTTTGTCGTGACCTGCCAAGGGAGCATTCCCACGGAGGTCTGTACCATCATT 
TCTGACCCCACCTGCGAGAT CACCCAGAACACAGTCTGCAGCCCTGTGGATGTGGATGAGAT 
GTGTCTGCTGACTGTGAGACGAACCTT CAATGGGTCTGGGACGTACTGTGTGAACCT CACCC 
TGGGGGATGACACAAGCCTGGCTCTCACGAGCACCCTGATTTCTGTTCCTGACAGAGACCCA 
GCCTCGCCTTTAAGGATGGCAAACAGTGCCCTGATCTCCGTTGGCTGCTTGGCCATATTTGT 
CACTGTGATCTCCCTCTTGGTGTACAAAAAACACAAGGAATACAACCCAATAGAAAATAGTC 
CTGGGAATGTGGTCAGAAGCAAAGGCCTGAGTGTCTTTCTCAACCGTGCAAAAGCCGTGTTC 
TTCCCGGGAAACCAGGAAAAGGATCCGCTACT CAAAAACCAAGAATTTAAAGGAGTTTCTTA 
AATTTCGACCTTGTTTCTGAAGCTCACTTTTCAGTGCCATTGATGTGAGATGTGCTGGAGTG 
GCTATTAACCTTTTTTTCCTAAAGATTATTGTTAAATAGATATTGTGGTTTGGGGAAGTTGA 
ATTTTTTATAGGTTAAATGTCATTTTAGAGATGGGGAGAGGGATTATACTGCAGGCAGCTTC 
AGCCATGTTGTGAAACTGATAAAAGCAACTTAGCAAGGCTTCTTTTCATTATTTTTTATGTT 
TCACTTATAAAGTCTTAGGTAACTAGTAGGATAGAAACACTGTGTCCCGAGAGTAAGGAGAG 
AAGCTACTATTGATTAGAGCCTAACCCAGGTTAACTGCAAGAAGAGGCGGGATACTTTCAGC 
TTTCCATGTAACTGTATGCATAAAGCCAATGTAGTCCAGTTTCTAAGATCATGTTCCAAGCTA 
ACTGAATCCCACTTCAATACACACTCATGAACTCCTGATGGAACAATAACAGGCCCAAGCCT 
GTGGTATGATGTGCACACTTGCTAGACTCAGAAAAAATACTACTCTCATAAATGGGTGGGAG 
TATTTTGGTGACAACCTACTT'TGCTTGGCTGAGTGAAGGAATGATATTCATATATTCATTTA 
TTCCATGGACATTTAGTTAGTGCTTTTTATATACCAGGCATGATGCTGAGTGACACTCTTGT 
GTATATTTCCAAATTTTTGTACAGTCGCTGCACATATTTGAAATCATATATTAAGACTTTCC 
AAAGATGAGGTCCCTGGTTTTTCATGGCAACTTGATCAGTAAGGATTTCACCTCTGTTTGTA 
ACTAAAACCATCTACTATATGTTAGACATGACATTCTTTTTCTCTCCTTCCTGAAAAATAAA 
GTGTGGGAAGAGACA 
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FIGURE 42 
></usr/seqdb2/s st/DNA/Dna seqs. min / ss. DNA 125214 
><subunit 1 of 1, 572 aa, 1 stop 
> <MW: 63953, pI : 6.55, NX (S/T) : 12 
MECLYYFLGFLLLAARLPLDAAKRFHDVLGNERPSAYMREHNOLNGWSSDENDWNEKLYP 
VWKRGDMRWKNSWKGGRVOAVLTSDSPALVGSNITFAVNLIFPRCOKEDANGNIVYEKNC 
RNEAGLSADPYWYNWTAWSEDSDGENGTGQSHHNVFPDGKPFPHHPGWRRWN FIYVFHTL 
GQY FOKLGRCSVRVSVNTANVTLGPQLMEVTVYRRHGRAYVPIAQVKDVYv VTDQIPVFV 
TMFOKN DRNSSDETFLKDLPIMFDVLIHDPSHFLNYSTINYKWSFGDNTGLEVSTNHTVN 
HTYWLNGTFSLNLTVKAAAPGPCPPPPPPPRPSKPTPSLATTLKSYDSNTPGPTGDNPLE 
LSRIPDENCOINRYGHFOATITIVEGILEVNIIQMTDVLMPVPWPESSLIDFVVTCOGSI 
PTEVCTIISDPTCEITONTVCSPVDVDEMCLLTVRRTFNGSGTYCVNLTLGDDTSLALTS 
TLISVPDRDPASPLRMANSALISVGCLAIFVTVISLLVYKKHKEYN PIENSPGNVVRSKG 
LSVFLNRAKAVFFPGNOEKDPLLKNQEEKGVS 

Important features of the protein: 
Signal peptide : 
Amino acids 1-21 

Transmembrane domain : 
Amino acids 496-516 

N-glycosylation sites : 
Amino acids 93-97; 134-138; 14 6-150; 2 OO-2O4; 249-253; 275-279; 

296-3 OO; 3 OO-3O4; 30 6-31 O; 312-316; 459-4 63; 4 67-471 

N-myristoylation sites: 
Amino acids 91-97; 147-153; 29 O-296; 418-424 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 496 - 507 

Cell attachment sequence: 
Amino acids 64 - 67 
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FIGURE 44 
></usr/seqdb2/s st/DNA/Dnase qs. min/ss. DNA125219 
><subunit l of 1, 283 aa, 1 stop 
><MW: 31175, pI: 7. 51, NX (S/T) : 0 
MADPHQLFDDTSSAQSRGYGAQRAPGGLSYPAASPTPHAAFLADPVSNMAMAYGSSLAAQ 
GKELVDKNIDRFIPITKLKYY FAVDTMYVGRKLGLLFFPYLHQDWEVOYOODTPVAPRED 
VNAPDLYIPAMAFITYWLVAGLALGTODRFSPDLLGLOASSALAWLTLEVLAILLSLYLV 
TVNTDLTTIDLVAFLGYKYVGMIGGVLMGLLFGKIGYYLVLGWCCVAIFVFMIRTLRLKI 
LADAAAEGVPVRGARNOLRMYLTMAVAAAOPMLMYWLTFHLVR 

Important features of the protein: 
Transmembrane domain : 
Amino acids 126-142; 164-179; 215-233 

N-myristoylation sites: 
Amino acids 54 - 60; 14 1-147; 15 6-1 62; 201-207; 2O5 - 211; 2 O9-215 

Amidation site: 
Amino acids 89-93 
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FIGURE 45 
GCTGAGCACCAACAGGAACTATTCCAGTGAAGAGCAAGTGCTGCCCGACCCAGGACCCTGTG 
CCAGGCTGGCAGCCCTCCAGCTCCCTCCAGAGAGGAAACCTCTGTCTGGCTGAGGGTGGGAC 
TAGCTGGGATGTCTCACTCCAGTTGCTCAGGTTCACCCAGGAAGCTCCTCCGTGGAGTGGCC 
AGCCTGATTCTAGCCCTGTCCTCTCTGGCAGCACATGCCACACCTGCCTGGGCCTTCTGCTC 
CCTGATGCTTGATGAGCCCCTGCCTCCTCAATGTTTCTCAAAGACAGACCCCCCTGAGGCCAGC 
TTGAATGTGAAGACTGCTGAAGTCAGCTGGCTTCACTTGAGCTGCAGAAAAGGTGGCTGGGA 
TGGCCCAGGTGCACCCAGAGGCCCCAGCCCTTTGGCTGCCTTTGGGTTGTGACTTGGGTTGT 
CTCTGAGGCCCTGCCAGAGCTGGGCCTGCGGGTGGTGGGCGGTCCGACCTCGGGCAGTCAGT 
GCTCCGCAGCCTCAGCACTGCATCCCAGACCCAGTGTCCTCAGAGGGAAGAGCCAGCCTCCC 
TGCCTCATGGAACCAGGAGTCCCAAAAAGTCAGGAGCCTGGAGGCTCTGAAAGGAGCAGGGA 
TTCCATAGTGCGTGAAGCTGAAATAGGCGCCCTCCTGGGGAGCCCCCAGCAAAACTGTTTTT 
CATACCCACTCCCAGAACTGCCCCGCTCCAGCTCCAGCGCCAGCGCCAGCTGGTTGCCAGGC 
GTCATTGGAGAGGCCTGGCTGCCCCAGGGGCAGCAGGGAGTGGTGGACCTGTATGGGCTGGC 
AGGAGGCCATTGGCCATGCTGACAAGTGT CACCTGCCTTCCTAGCCTGGAGCCACCCCT CAG 
GTGGCCTGCTTGCACCTCCTATCCGGAGGTAGCCTGCCCCACCTGTAGGCAGAGGGGGCTCT 
TGCTTGAGGCCTGCACAGGAAGCAAGTATAGCCCCGGTGCCCCAGAGTGGGTTCCACTTAGC 
CCTGGCGAGATGGCCTGTCCTGAGATCTCTGCTCCCAGACCCCACCATCTGGGGAGCACAGT 
CCTTAGGCTGCCTGGTCCAGGAAGGGGGTGCGGCTCTGTCAGGAAACCTGGACTCTCAAGGC 
CCACCAGCCTCTCCGTGAGTGTTAGAAATCACAGATACAGTATATACTTAATTACACT ACTC 
ACTACT CAAAAAAAAAAAAAAAAAA 
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FIGURE 46 

></usr/seqdb2/s st/DNA/Dnaseds. Inin / ss. DNA128309 
><subunit 1 of 1, 97 aa, l stop 
><MW: 101.12, pI : 8 - 64, NX (S/T) : 0 
MSHSSCSGSPRKLLRGVASLILALSSLAAHAT PAWAFCSLMLDEPLPPOCFSKTDPPEAS 
LNVKTAEVSWL HLSCRKGGWDGPGAPRGPSPLAAFGL 

Important features of the protein : 
Signal peptide : 
Amino acids 1-31 
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FIGURE 47 
TTCCGGGCCCTGGCGTCTCGTCTCCTTACCCTGGGGCTACCCTTGCCCGGTCCTACTGCCCG 
CGGTTAACCCGCCGCGAGCCGCCTCTCCCCTCCCCGCCCGACT CAACCCTGCCCTCCCCCGT 
GCTTTGCAGACGCCGCCCGGGGGCCCAGGCGGCTGATGCGTGTGGGCCTCGCGCTGATCTTG 
GTGGGCCACGTGAACCTGCTGCTGGGGGCCGTGCTGCATGGCACCGTCCTGCGGCACGTGGC 
CAATCCCCGCGGCGCTGTCACGCCGGAGTACACCGTAGCCAATGTCATCTCTGTCGGCTCGG 
GGCTGCTGAGCGTTTCCGTGGGACTTGTGGCCCTCCTGGCGTCCAGGAACCTTCTTCGCCCT 
CCACTGCACTGGGTCCTGCTGGCACTAGCTCTGGTGAACCTGCTCTTGTCCGTTGCCTGCTC 
CCTGGGCCTCCTTCTTGCTGTGTCACTCACTGTGGCCAACGGTGGCCGCCGCCTTATTGCTG 
ACTGCCACCCAGGACTGCTGGATCCTCTGGTACCACTGGATGAGGGGCCGGGACATACTGAC 
TGCCCCTTTGACCCCACAAGAATCTATGATACAGCCTTGGCTCTCTGGATCCCTTCTTTGCT 
CATGTCTGCAGGGGAGGCTGCTCTATCTGGTTACTGCTGTGTGGCTGCACTCACTCTACGTG 
GAGTTGGGCCCTGCAGGAAGGACGGACTTCAGGGGCAGCTAGAGGAAATGACAGAGCTTGAA 
TCTCCTAAATGTAAAAGGCAGGAAAATGAGCAGCTACTGGATCAAAATCAAGAAATCCGGGC 
ATCACAGAGAAGTTGGGTTTAGGACAGGTGCTGTTCCGAGACTCAGTCCTAAAGGGTTTTTT 
TTCCCACTAAGCAAGGGGCCCTGACCTCGGGATGAGATAACAAATTGTAATAAAGTAACTTC 
TCTTTTCTTCTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 48 

></usr/seqdb2/s st/DNA/Dnase qs. min/ss. DNA1295.35 
><subunit 1 of 1, 222 aa, 1 stop 
><MW: 23566, pI: 6.70, NX (S/T) : 0 
MRVGLALILVGHVNLLLGAVLHGTVLRHVANPRGAVTBEYTVANVISVGSGLLSVSVGLV 
ALLASRNLLRPPLHWVLLALALVNLLLSVACSLGLLLAVSLTVANGGRRLIADCHPGLLD 
PLVPLDEGPGHTDCPFDPTRIYDTALALWIPSLLMSAGEAALSGYCCVAALTLRGWGPCR 
KDGLOGOLEEMTELESPKCKRQENEOLLDQNOEIRASQRSWV 

Important features of the protein : 
Signal peptide: 
Amino acids 1-18 

Transmembrane domain : 
Amino acids 44 - 60; 76-96 

N-Inyristoylation sites : 
Amino acids 94-1OO; 175-181 

Amidation site: 
Amino acids 1 O 6-10 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 81-92 
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FIGURE 49 
CGTCAGTCTAGAAGGATAAGAGAAAGAAAGTTAAGCAACTACAGGAAATGGCTTTGGGAG 
TTCCAATATCAGTCTATCTTTTATTCAACGCAATGACAGCACTGACCGAAGAGGCAGCCG 
TGACTGTAACACCTCCAATCACAGCCCAGCAAGCTGACAACATAGAAGGACCCATAGCCT 
TGAAGTTCT CACACCTTTGCCTGGAAGATCATAACAGTTACTGCATCAACGGTGCTTGTG 
CATTCCACCATGAGCTAGAGAAAGCCATCTGCAGGTGTTTTACTGGTTATACTGGAGAAA 
GGTGTGAGCACTTGACTTTAACTTCATATGCTGTGGATTCTTATGAAAAATACATTGCAA 
TTGGGATTGGTGTTGGATTACTATTAAGTGGTTTTCTTGTTATTTTTTACTGCTATATAA 
GAAAGAGGTATGAAAAAGACAAAATATGAAGTCACTTCATATGCAATCGTTTGACAAATA 
GTTATTCAGGCCCTATAATGTGTCAGGCACTGACATGTAAAATTTTTTTAATTAAAAAAG 
AGCTGTAATCTGGCAAAAAGTTTCTATGTAATATTTTTCATGCCTTTTCTCATAAACCCA 
GACGAGTGGTAAAAATTTGCCTTCAGTTGTAATAGGAGAGTTCAAACGTACAGTCTCCCT 
TCAACCTATCTCTGTCTGCCCATATCAAAATTATAAATGAGGAGGACAGCAGGCCCCAAG 
AAAGTAGGGACTAAGTATGTCTTGTTCAAAATTGTATATTCAGTGACTTACACTATGCCT 
AGCACACAACACACACTGAGTAAATATTTGTTGAGTGAAATAAAATCAAGAAACAAGTAA 
AAACTGA 



Patent Application Publication May 8, 2003. Sheet 51 of 246 US 2003/0088070 A1 

FIGURE 50 
></usr/seqdb2/s st/DNA/Dna seqs-min/ss. DNA 129549 
><subunit 1 of 1, 133 aa, 1 stop 
><MW: 14792, pI : 5.97, NX (S/T) : 0 
MALGV PISVYLLFNAMTALTEEAAVTVTPPITAQOADNIEGPIALKFSHLCLEDHNSYCI 
NGACAFHHELEKAICRCFTGYTGERCEHLTLTSYAVDSYEKYIAIGIGVGLLLSGFLVI F 
YCYIRKRYEKDKI 

Important features of the protein: 
Signal peptide: 

1-20 (weak) 

Transmembrane domain : 

103-17 

N-myristoylation site. 
4-10; 1 O 6-1.12; 11 O-116 

EGF-like domain cysteine pattern signature. 
75-87 

Integrins beta chain cysteine-rich domain proteins 
66-88 
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FIGURE 51 
GGCTCGAGCTTGGCTCTCAGACCATCCTGGTGGAAGAAACACTAGCAGTCTGCCCAATCTGA 
ATGCAAATCCAGAATAATCTTTTCTTTTGTTGTTACACAGTTATGAGTGCAATTTTTAAATG 
GCTGCTACTCTACAGCCTGCCTGCCTTATGCTTTCTCCTGGGCACGCAGGAAAGTGAGAGCT 
TCCACTCCAAAGCAGAGATCCTAGTGACACTAAGTCAGGTAATAATCTCTCCAGCTGGACCT 
CATGCACTCACATGGACAACACACTTCTCTCCTTCAGTGATCATCATCCTTGTACCATGTTG 
GTGGCATGCTGTAATCGTGACTCA ACATCCGGTTGCCAATTGCTATGTAACAAACCACCTCA 
ACATTCAGTGGCTTGAATTGAAAGCAGGGTCTTGAAGAGATATTTGCACATTTCATCCTCCC 
AGCAGCATTATTCACAACAGCCAATAGGCAGAAGCAACCCAATGTCCAACCATAGATGAGTG 
GATAACCAAAATGTAGTCCATCCATACAATGAAATATGATTCAGCCTTAACAAGGAAGGAAG 
TCCCGCCACGTGCTACAACATGGATGGACCTTGAGGACACTATGCTAAGTGAAGTAAGCCAG 
GCACAAAAGGACAAATACTCTATGATTCCATTTTATAGGGTACCAAAGAGAATCAAACT CAC 
AGAGATAGAAAGTAGACTGGGGTGGCCAGGGACTCGGGGAGAGAGGAAAGGGCAGTTATTGT 
TTAAAAGGTACAGAGTTTCAGTTTGGGAAGATGAAAATGTTCTGGAAACGGTTAATGGTGAT 
TTTACATTGTTTATGTTACCACGATTTGTAAAAGAGCAGCTGCGCTGAGAATGAGCATGCTT 
GTCATTGGCAGCTCTCTGAGATTTTCAGTGCCTCTTACTGGCTTGTTAAGAAGACGGCAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 



Patent Application Publication May 8, 2003 Sheet 53 of 246 US 2003/0088070 A1 

FIGURE 52. 
></usr/seqdb2/s st/DNA/Dnasegs. min / ss. DNA1295.80 
><subunit 1 of l, 114 aa, 1 stop 
><MW: 12886, pI : 7. O4, NX (S/T) : 0 
MOIONNLFFCCYTVMSAIFKWLLLYSLPALCFLLGTQESESFHSKAEI LVTLSQVIISPA 
GPHALTWTTHESPSVIIILVPCWWHAVIVTOHPVANCYVTNHLN IQWLELKAGS 

Important features of the protein: 
Signal peptide : 
Amino acids 1-33 

Transmembrane domain : 
Amino acids 71-86 

N-myristoylation site: 
Amino acids 35-41 
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FIGURE S3 
TTTTGAAATGGTTTATGACCTCTTCCCCACTTCCCCGCTTGCTTTGCTCATTAGTGTTCCTA 
GGTGGCTGCTGGGTGACGGGCTTTTCATCATCTCTGATGTGGGCCAGTGCGAAAGAGCAGCT 
GCA ACATCTGTTTCTAATTGGGTCGTGCCTTTATAAATACTTCTTGCCTATTTGTCACATTG 
CTTCCCTCCCACCCTGTCTTCCTTGGAGTACTGCAGAATCTGTAAGCGTCCCTGGAATGCAC 
ACGTGGACCTTGTCATTCCCAAACAGACTTTCTGCTGGTCAGCACTTTGTAATGTTCGGCTG 
TTACAGGCATTAGTCACTTGTGCTCAGAGAGAGACTGTGGTCTTTGGAAACTGAAGAAAATGTC 
TTTTTTGTTGTTGTTAATTCTTGGCATCCAGTTAGATTTAACTTCTCAAGAGTTTACACAGA 
CTTTTAGAAAAACATTCTGTCTCTAAGAAAAAAGTGCTCTAGCTTTGTACAGTTTTTGGATT 
TTCACACTTGGTGGTTGTTTGCTGAAATGCTGTTTTGCTAGTGATTCCCCTCCTCCCCCTAT 
CTGGGGTTGTAAGCAGCTCTGGGGCTCTGTTCACITCGGATACCTGTTTCTGGGGACTGCTT 
TTCAACAGCGTTTTTCCTAAGGGCATATGAGAAATTTAATTTCTGATGGAATGAAGGTGAAA 
CTCTAGTCCCAGGTAAACCTGGGTAGGCTGTAGAGACAGAAAGGGGGCTGCAGGTCTAGGTG 
GAAGAACGAGAACGAATGCAGCATGGTATTTCCAGGCCTTTTAGATTCGGCTTCATCCACAA 
CCAATGTGAGTTCTTATCTGCAAAGCGGGCCTAAGTGTAATGGAGGGAAGGTGGGCCAGGCA 
CCAGGGTCCTGGGTTCTCCCGCGCCTCACTCTGTCTCCACCTGGCCCATGCATAAAGAACAC 
TAGTCAAGTAGCCATTGTACCTGTTTCCTTATCTGAAAATGAGAAGGTTGGAGAGTATGACT 
TCTGTTGAAACAACAAGGCGCTTACAAATTTTGGTGAAGTCGAATGAGGGCAGCGTTAAGAG 
AAATATCAAAGTTAGTCATTGGATTTCAGGGCTTAGGGATGGAAACCAGCTGGTAGTAGACT 
GGTTGTAGTTATGTCCAAAGGGCAGAGTGGGAAAAATTTGGCCGAAAAGAGTGTGGTGGGTG 
ACCAGCAAATGTTAGAGGTATACATCAGGGCACAGAGGAGAAAAGCTAACATGATACTGATG 
ACTTCAAGTCTTCACTGTCCAATTCAGAGGATAGGGGAGGGTTTAAGCTGATTAAACAGTGG 
GCTTTTTTTCTCCTGCAAGAGGGTGGAGGTCTATAACTGTGCAGATTTTATCAGATGCATGC 
TAATACATGTTATTCTGGGGGACTCTCTTATACCTTGAAGTAGACATTGCTGCTATTTGCGT 
GAAAAAAATAGGAGGACTTATTTGAATTGAGAATGGGGATAGGCTGAGTTCCACCGAGATGT 
TGGCTTAGAGATGCCTGGGCCATGCTGTACAGTAGGAAGCCCAGCAGAGGAGATTGGGCTGT 
GTGGGTCATGACAAAGGGAGTTGTTAGCTTATGGTTGGCTATTAAAGTCATGGGCAAGGATG 
GGCAAGAAAAGTGTGTAAAATGAGCTGACAAAAGATAAATATGTTAATTA 
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FIGURE 54 

></usr/seqdb2/s st/DNA/Dnaseqs. min / ss. DNA129794 
><subunit 1 of l, 102 aa 1 stop 
> KMW: 11382, pI: 8.72, NX (S/T) : 0 
MTSSPL PRLLCSLVFLGGCWVTGFSSSLMWASAKEQLOHL FLIGSCLYKYFLP CHIASL 
PPCLPWSTAESVSVPGMHTWTLSFPNRLSAGOHFVMFGCYRH 

Important features of the protein: 
Signal peptide: 
Amino acids 1-21 

N-myristoylation site: 
Amino acids 18-24 

Prokaryotic membrane lipoprotein lipid attachment sites : 
Amino acids 9-20; 36-47; 

89-100 
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FIGURE 56 

></usr/seqdb2/s st/DNA/Dnaseds. min / ss. DNA 131590 
><subunit l of 1, 497 aa, l Stop 
><MW: 55906, pI: 8.43, NX (S/T) : 4 
MSCVLGGVIPLGIL FLVCGSOGYLLPNVTLLEELLSKYOHNESHSRVRRAIPREDKEEL 
MLHNKLRGQVQPQASNMEYMTWDDELEKSAAAWASOCIWEHGPTSLLVSIGQNLGAHWGR 
YRSPGFHVOSWY DEVKDYTYPYPSECNPWCPERCSGPMCTHYTOIVWATTNKIGCAVNTC 
RKMTVW GEVWENAVY FVCNYSPKGNWIGEAPY KNGRPCSECPPSYGGSCRNNLCYREETY 
TPKPETDEMNEVETAPIPEENHVWLOPRVMRPTKPKKTSAVNYMTOVVRCDTKMKDRCKG 
STCNRYOCPAGCLNHKAKIFGSLFYESSSSICRAAIHYGILDDKGGLVDITRNGKVPFFV 
KSERHGVQSLSKYKPSSSFMVSKVKVODLDCYTTVAQLCPFEKPATHCPRIHCPAHCKDE 
PSYWAPVFGTNIYADTSSICKTAVHAGVISNESGGDVDVMPVDKKKTYVGSLRNGVQSES 
LGTPRDGKAFRIFAVRO 

Important features of the protein : 
Signal peptide : 
Amino acids 1-22 

N-glycosylation sites : 
Amino acids 27-31; 41-45; 451 - 455 

cAMP- and cqMP-dependent protein kinase phosphorylation sites: 
Amino acids 181-185; 276-280; 464 - 468 

Tyrosine kinase phosphorylation site : 
Amino acids 385 - 393 

N-myristoylation sites: 
Amino acids 111-117; 115-121; 17 4-180; 20 4-210; 227-233; 300-306; 

447-453; 470 - 476 

Extracellular proteins SCP/Tpx-1/Ag5/PR-1/Sc7 signature 2: 
Amino acids 195-2O7 

SCP-like extracellular protein : 
Amino acids 5 6-2O 8 
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FIGURE 57 
GCACGAGGCCAAACACAGCAGCCTCAACATGAAGGTGGTTATGGTCCTCCTGCTTGCTGCCC 
TCCCCCTTTACTGCTATGCAGGTTCTGGTTGCGTTCTTCTGGAGAGCGTCGTGGAAAAGACC 
ATCGATCCATCGGTTTCTGTGGAGGAATACAAAGCAGATCTTCAGAGGTTCATCGACACTGA 
GCAAACCGAAGCAGCTGTAGAGGAGTTCAAGGAGTGCTTCCTCAGCCAGAGCAATGAGACTC 
TGGCCAACTTCCGAGTCATGGTGCATACGATATATGACAGCCTTTACTGTGCTGCGTATTAA 
CTGTCACAAGAACTTTGGCTCAGAGGAATCCAGACGATGCTCACAACCCGACTGTGGACTGG 
CAGAAATCTCAACTTTTCCTTTTGACTTTCCCCTTTGATCAGTAATATGGAAGACGTTGTTG 
AAACCTGAAGTATAGTTAATTTAAATAAACCCACTGCAAGAAAAAAAAAAAA 



Patent Application Publication May 8, 2003. Sheet 59 of 246 US 2003/0088070 A1 

FIGURE 58 

></usr/seqdb2/s st/DNA/Dnas eqs. Imin / ss. DNA135.173 
><subunit 1 of 1, 93 aa, 1 stop 
><MW: 10456, pI: 4.37, NX (S/T): 1 
MKVVMVLLLAALPLYCYAGSGCVLLESVVEKTI DPSVSVEEYKADLQRFIDTEOTEAAVE 
EFKECFLSQSNETLANFRVMVHTIYDSLYCAAY 

Important features of the protein: 
Signal peptide: 
Amino acids -18 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 12-23 
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FIGURE 59A 
CAAGTCCGTTGAGGCTGCCAGGCGAGTCAGGTCTCTCTGGACCTCGCCTGACTCGGCTGGGC 
TGTGCCTGAAATTGACCCAGCTCCACCATACTCCTTGATTATGAGAAAACAAGGAGTAAGCT 
CAAAGCGGCTGCAATCTTCCGGCCGCAGCCAGTCTAAGGGGCGGCGCGGGGCCTCCCTCGCC 
CGGGAGCCGGAGGTAGAGGAGGAGGTGGAAAAGTCGGTCCTAGGCGGCGGGAAACTGCCAAG 
GGGCGCCTGGAGGTCCTCCCCGGGGAGGATCCAAAGTCTGAAAGAGCGAAAAGGCTTGGAGC 
TAGAGGTGGTGGCCAAGACCTTTCTTCTCGGCCCCTTCCAGTTCGTCCGTAATTCCCTGGCG 
CAGCTCCGGGAAAAGGTGCAGGAACTGCAGGCGCGGCGGTTCTCCAGCAGAACCACTCTCGG 
CATCGCTGTCTTTGTGGCAATTTTACATTGGTTACATTTAGTAACACTTTTTGAAAATGATC 
GTCATTTCTCTCACCTCTCATCTTTGGAACGGGAGATGACTTTTCGCACTGAAATGGGACTT 
TATTATTCATACTTCAAGACCATTATTGAAGCACCTTCGTTTTTGGAAGGACTGTGGATGAT 
TATGAATGACAGGCTTACTGAATATCCTCTTATAATTAATGCAATAAAACGCTTCCATCTTT 
ATCCAGAGGTAATCATAGCCTCCTGGTATTGCACATTCATGGGAATAATGAATTTATTTGGA 
CTAGAAACTAAGACCTGCTGGAATGT CACCAGAATAGAACCTCTTAATGAAGTTCAAAGCTG 
TGAAGGATTGGGAGATCCTGCTTGCTTTTATGTTGGTGTAATCTTTATTTTAAATGGACTAA 
TGATGGGATTGTTCTTCATGTATGGAGCATACCTGAGTGGGACT CAACTGGGAGGTCTTATT 
ACAGTACTGTGCTTCTTTTTCAACCATGGAGAGGCCACCCGTGTGATGTGGACACCACCTCT 
CCGTGAAAGTTTTTCCTATCCTTTCCTTGTACTTCAGATGTGTATTTTAACTTTGATTCTCA 
GGACCTCAAGCAATGATAGAAGGCCCTTCATTGCACTCTGTCTTTCCAATGTTGCTTTTAG 
CTTCCCTGGCAATTTGCTCAGTTTATACTTTTTACACAGATAGCATCATTATTTCCCATGTA 
TGTTGTGGGATACATTGAACCAAGCAAATTTCAGAAGATCATTTATATGAACATGATTTCAGTT 
ACCCTTAGTTTCATTTTGATGTTTGGAAATTCAATGTACTTATCTTCTTATTATTCTTCATC 
TTTGTTAATGACGTGGGCAATAATTCTAAAGAGAAATGAAATTCAAAAACTGGGAGTATCTA 
AACT CAACTTTTGGCTAATTCAAGGTAGTGCCTGGTGGTGTGGAACAATCATTTTGAAATTT 
CTGACATCTAAAATCTTAGGCGTTTCAGACCACATTCGCCTGAGTGATCTTATAGCAGCCAG 
AATCTTAAGGTATACAGATTTTGATACTTTAATATATACCTGTGCTCCCGAATTTGACTTCA 
TGGAAAAAGCGACTCCGCTGAGATACACAAAGACATTATTGCTTCCAGTTGTTATGGTGATT 
ACATGTTTTATCTTTAAAAAGACTGTTCGTGATATTTCATATGTTTTAGCTACAAACATTTA 
TCTAAGAAAACAGCTCCTTGAACACAGTGAGCTGGCTTTTCACACATTGCAGTTGTTAGTGT 
TTACTGCCCTTGCCATTTTAATTATGAGGCTAAAGATGTTTTTGACACCGCACATGTGTGTT 
ATGGCTTCCTTGATATGCTCTCGACAGCTCTTTGGCTGGCTTTTTCGCAGAGTTCGTTTTGA 
GAAGGTTATCTTTGGCATTTTAACAGTGATGT CAATACAAGGTTATGCAAACCTCCGTAATC 
AATGGAGCATAATAGGAGAATTTAATAATTTGCCTCAGGAAGAACTTTTACAGTGGATCAAA TACAGTACCACATCAGATGCTGTCTTTGCAGGTGCCATGCCTACAATGGCAAGCATCAAGCT 
GTCTACACTTCATCCCATTGTGAATCATCCACATTACGAAGATGCAGACTTGAGGGCTCGGA 
CAAAAATAGTTTATTCTACATATAGTCGAAAATCTGCCAAAGAAGTAAGAGATAAATTGTTG 
GAGTTACATGTGAATTATTATGTTTTAGAAGAGGCATGGTGTGTTGTGAGAACTAAGCCTGG 
TTGCAGTATGCTTGAAATCTGGGATGTGGAAGACCCTTCCAATGCAGCTAACCCTCCCTTAT 
GTACCGTCCTGCTCGAAGACGCCAGGCCTTACTTCACCACAGTATTTCAGAATAGTGTGTAC 
AGAGTATTAAAGGTTAACTGAGAAGGATACTACCCATTTTACTATGGCACAATGCCGTGTGT 
CAAAAACAATCACCCTTTGGCTTATTCACAT'TAATAAAAATCACAAGCTTTAATAACAGACA 
CTTAAAAATAAGATAAAAATGGATTGGAAATTTTTCTGATTACTAAAAGGTAAATTACTTTT 
CTGTTCATTGAATGTCAGCCTTATTAAGCTTGTCATATAAGTTATTAAATCATTCATGTCAT 
ACTGCATAAACAAATGTTCATTTCAGAATTTTAAAGAGAAATGTATATAAAGAACMATGATT 
TTAATAATCAGGGGTATGTAAGTCCTTTTTCATCCAACTAGGTGAATTGCTTCAGATTTTCT 
CTAGTACCAGAGGGTACCTCCT CAAACTCTTTGAACCACTTAAGGCAGAAGAATGCAAGCTC 
TGAAATGACATCCTTAAAATGCTGATACTGGTCACAGCCTCTTTACCTCTGTGAGGAAATTG 
TAACAGTGTGTCTTTTAAGGTGTTTTTATTTTACCAGCCCTTAAGAAAGATCTCTAATACCT 
TTTAATACTTTTTTTTAATAATTTCAAGTTGAAGTGTTTTTAAAAACACTTTGTTTTGTAAT 
GTTTTGAATCTCTTGAGATGTGTTTACCCCACTAGATACATATTTGCCACTGGTTAGTTCTC 
CATCTAAGCTCAAGAGGTTATTCATCTCTCTTTAGATTCCAGTGGCTTTTCTTTTAACATCC 
AGGTAAAACAGAAACTGCTATGGTATACAACCAAGTTTTGGGGTTAAACATAATCAGAAAAG 



Patent Application Publication May 8, 2003 Sheet 61 of 246 US 2003/0088070 A1 

FIGURE 59B 
AAAATCCAGTTAAATTTATGAAGTGAGATTTTCAGATCCTAGATCTTGAATAAAGGAAAGGT 
CTTTTCATCTTGATGGCCCCAAAGCTTGTTGGTCATGGTCTTTATTTCTGGCCACTATCTTC 
TTAAATAATATATTTTTAAGCCCTCATTTATTTTTGGTTTTGGGTGAGGAAAGTCATGTTTT 
CTAAGTCCTCTCCCCTAATAAAACCTACCCAACAATAGTGCTTTGAAAAGTGGTAGTTATCT 
TGAAGATACTCTTGCCAAATGCAAAGATAAACATTCTTTTTGTCTGCTTTATAAATATGAAA 
TATGCCAGATCTATAGTATTTTAATGTGCATCTACTTTAAATGAGTCATCTTGGGGTTTTTA 
TAATTCCCTTATGTTCTTGCCCCTCTACACTTGAAATAACAAAATGCCTTAATTITATGGAT 
TAGTTCTCTTATAGTAGACAGGCAGCTATATGCAGCAAAACCAATAAAGTTATTTTTCAACT 
TTCATAGTTGTAAAATATCTTATACCAGAATACAAAACAGCTAAGAAAACATGCCACATTTTAT 
TTTAGCATTTTCAAATAATTTGTTTTTGGTGTAAGCACAGGATAAAAAAGGAGAGCGT CAAA 
GAAAAGAGACATAACACCTAACATTCATAAAAATTAACAAAGTATATTTTGGATGATGTTTT 
TACAGGAAATATTTTAAATAAGTTGGTAGAACTTTTAAAATGGTACTGTATTAGCTAATAAA 
ATATTCAGTACAAATATATGTTTGGATTTATGCATTAAAAAACTAATAAAATTATTTCCAAC 
TTTA 
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FIGURE 60 

></usr/seqdb2/s st/DNA/Dnasegs. min / ss. DNA138039 
><subunit 1 of 1, 758 aa, l stop 
><MW: 87354, pI: 9. 36, NX (S/T) : 1 
MRKOGVSSKRLQSSGRSQSKGRRGAS LAREPEVEEEVEKSVLGGGKLPRGAWRSSPGRIQ 
SLKERKGLELEVVAKTFLLGPFOFVRNSLAOLREKVOELQARRFSSRTTLGIAVEVAILH 
WLHLVTLFENDRH FSHLSSLEREMTFRTEMGLYYSYFKTIIEAPSFLEGLWMIMNDRLTE 
YPLIINAIKRFHLYPEVIIASWYCTFMGIMNLFGLETKTCWNVTRIEPLNEVOSCEGIGD 
PACEYVGWIFILNGLMMGLEFMYGAYLSGTOLGGLITVLCFFENHGEATRVMWTPPLRES 
FSYPFLVLQMCILTLILRTSSNDRRPFIALCLSNVAFMLPWOFAOFILFTOIASLFPMYV 
VGYIEPSKFQKIIYMNMISVTLSFILMFGNSMYLSSYYSSSLLMTWA III, KRNEIOKLGV 
SKLNFWLIQGSAWWCGTIILKFLTSKILGVSDHIRLSDLIAARILRYTDFDTLIYTCAPE 
FDFMEKATPLRYTKTLLLPVVMVITCFIFKKTVRDISYVLATNIYLRKOLLEHSELAFHT 
LQLLVFTALAILIMRLKMFLTPHMCVMASLICSRQLFGWLFRRVRFEKVI FGILTVMSIO 
GYANLRNOWSIIGEFNNLPQEELLOWIKYSTTSDAVFAGAMPTMASIKLSTLHPIVNHPH 
YEDADLRARTKIVYSTYSRKSAKEVRDKLLELHVNYYVLEEAWCVVRTKPGCSMLEIWDV 
EDPSNAANPPLCSVILLEDARPYFTTV FONSVYRVLKVN 

Important features of the protein: 
Transmembrane domain : 
Amino acids 109-124; 197-213; 241-260; 266-283 : 302-315; 336-356; 

376-391; 4 30-450; 495-509; 5 4 1-560; 584-599; 634-647 

N-glycosylation site: 
Amino acids 222-226 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 102-106 

Tyrosine kinase phosphorylation site: 
Amino acids 511-519 

N-myristoylation sites: 
Amino acids 24-30; 50-56; 151-157; 254-260; 264-270; 269-275; 

273-279; 639-645 

Amidation site : 
Amino acids 2 O-24 
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FIGURE 61 
GGCGCGGCCACATCCTTTAAATATGGTCTTTCTTGGGCGCGCGCGACAATGTGAGGAGTGGG 
GTGGAGCGTGTGTGGTGTGTGGCTGCGGCCTGGGCAAGAGCCGCCGCGGACCATGAGCTGAG 
TAAGTTCTGGAGGGATCCTGCCTCTTGGAGCCTTCGCAGCCAGGCAGCTGTGAACTGTGAGC 
TAGAGTGAAGCAGAAATCTAGGAAGATGAGCTCCAAGATGGTCATAAGTGAACCAGGACTGA 
ATTGGGATATTTCCCCCAAAAATGGCCTTAAGACATTTTTCTCTCGAGAAAATTATAAAGAT 
CATTCCATGGCTCCAAGTTTAAAAGAACTACGTGTTTTATCCAACAGACGTATAGGAGAAAA 
TTTGAATGCCTCAGCAAGTTCTGTAGAAAATGAGCCGGCAGTTAGTTCAGCAACTCAAGCAA 
AGGAAAAAGTTAAAACCACAATTGGAATGGTTCTTCTTCCAAAACCAAGAGTTCCTTATCCT. 
CGTTTCTCTCGTTTCTCACAGAGAGAGCAGAGGAGTTATGTGGACTTGTTGGTTAAATACGC 
AAAGATTCCTGCAAATTCCAAAGCTGTTGGAATAAATAAAAATGACTACTTGCAGTACTTGG 
ATATGAAAAAACATGTGAACGAAGAAGTTACTGAGTTCCTAAAGTTTTTGCAGAATTCTGCA 
AAGAAATGTGCGCAGGATTATAATATGCTTTCTGATGATGCCCGTCTCTTCACAGAGAAAAT 
TTTAAGAGCTTGCATTGAACAAGTGAAAAAGTATTCAGAATTCTATACTCTCCACGAGGTCA 
CCAGCTTAATGGGATTCTTCCCATTCAGAGTAGAGATGGGATTAAAGTTAGAAAAAACTCTT 
CTCGCATTGGGCAGTGTAAAATATGTGAAAACAGTATTTCCCT CAATGCCTATAAAGTTGCAG 
CTGTCAAAGGACGATATAGCTACCATTGAAACGTCAGAACAAACAGCTGAAGCTATGCATTA 
TGATATTAGTAAAGATCCAAATGCAGAGAAGCTTGTTTCCAGATAT CACCCTCAGATAGCTC 
TAACTAGTCAGTCATTATTTACCTTATTAAATAATCATGGACCAACGTACAAGGAACAGTGG 
GAAATTCCAGTGTGTATTCAAGTAATACCTGTTGCAGGTTCAAAACCAGTTAAAGTAATATA 
TATTAATTCACCACTTCCCCAAAAGAAAATGACTATGAGAGAGAGAAATCAAATCTTTCATG 
AAGTTCCATTAAAATTTATGATGTCCAAAAACACATCTGTTCCAGTCTCTGCAGTCTTTATG 
GACAAACCTGAAGAGTTTATATCTGAAATGGACATGTCCTGTGAAGTCAACGAGTGCCGAAA 
AATTGAGAGTCTTGAAAACTTGTATTTGGATTTTGATGATGATGTCACAGAACTTGAAACTT 
TTGGAGTAACCACCACCAAAGTATCAAAATCACCAAGTCCAGCAAGTACTTCCACAGTACCT 
AACATGACAGATGCTCCTACAGCCCCCAAAGCAGGAACTACAACTGTGGCACCAAGTGCACC 
AGACATTTCTGCTAATTCTAGAAGTTTATCTCAGATTCTGATGGAACAATTGCAAAAGGAGA 
AACAGCTGGT CACTGGTATGGATGGTGGCCCTGAGGAATGCAAAAATAAAGATGATCAGGGA 
TTTGAATCATGTGAAAAGGTATCAAATTCTGACAAGCCTTTGATACAAGATAGTGACTTGAA 
AACATCTGATGCCTTACAGTTAGAAAATTCTCAGGAAATTGAAACTTCTAATAAAAIATGATA 
TGACTATAGATATACTACATGCTGATGGTGAAAGACCTAATGTTCTAGAAAACCTAGACAAC 
TCAAAGGAAAAGACTGTTGGATCAGAAGCAGCAAAAACTGAAGATACAGTTCTCTGCAGCAG 
TGATACAGATGAGGAGTGTTTAATCATTGATACAGAATGTAAAAAAACCAGTTATAACAGTG 
TTTAATTTAGATAAGTTTGAGGGAAAATAATCAGTAGGCAAGAGGAACATTTTTCCTGTAGT 
AGCTAGAGTGCCTTGAAAAAATGTGTTGGCTATGTGAAGGAATATTTCAACTAAAATGGAAT 
GGTATGCTTTTCACCCTTAAAGTTTGAGGAGGATCTTGATATGTTTTAACATTATCATGGCA 
GGGAAATATATAAAGAAGAAAAATATTTTTACATTAAACCTTTTCTAAAAATTGTAAATAGA 
AAAATAATTTGGTTTTTTATCAAGAACAACACTTATCGTTATGTATTGTGTTAGTTATATTG 
CCAGTCTGTTGCGACTGACT CAAAAAGTTAAATGTTGCCACTGCTGAAGATGATTATGAGCA 
TCGCAAACTTTGTTTC''GACCCATTTTGACAGTTT''IATATACTCCTTTAAAATGATGAATG 
TTACAGGTTAATAAAGT'TAATACCTTTAAA 
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FIGURE 62 
></usr/seqdb2/s st/DNA/Dna seqs. min/ss. DNAl395.40 
><subunit 1 of 1, 592 aa 1 Stop 
><MW: 66453, pI : 5. 42, NX (S/T) : 3 
MSSKMVSEPGLNWDISPKNGLKTFFSRENYKDHSMAPSLKELRVLSNRRIGENLNASAS 
SVENEPAVSSATOAKEKVKTTIGMVLLPKPRVPYPRFSRFSOREORSYVDLLVKYAKIPA 
NSKAVGINKNDY LOYLDMKKHVNEEVTEFLKELONSAKKCAODYNMLSDDARLFTEKILR 
ACI EQVKKYSEFYTLHEVTSLMG FFPFRVEMGLKLEKTLLALGSVKYVKTVFPSMPIKLO 
LSKDDIATETSEQTAEAMHYDISKDPNAEKLVSRYHPQIALTSQSLFTLLNNHGPTY KE 
QWEIPVCIOVIPVAGSKPVKVIY INSPLPQKKMTMRERNQI FHEVPLKFMMSKNTSVPVS 
AVEMDKPEEFISEMDMSCEVNECRKIES LENLYI, DFDDDVTELETEGVTTTKVSKSPS PA 
STSTVPNMTDAPTAPKAGTTTVAPSAPDISANSRSLSOILMEQLQKEKOLVTGMDGGPEE 
CKNKDDOGFESCEKVSNSDKPLIODSDLKTSDALOLENSOEIETSNKNDMTIDILHADGE 
RPNVLENLDNSKEKTVGSEAAKTEDTVLCSSDTDEECLIIDTECKKTSYNSW 

Important features of the protein 
N-glycosylation sites: 
Amino acids 56-60; 354-358; 427 - 431 

cAMP- and ccMP-dependent protein kinase phosphorylation sites: 
Amino acids 187-191; 331-335; 585-589 

N-myristoylation sites : 
Amino acids 126-32; 4 O7 - 4 13; 557-5 63 





Patent Application Publication May 8, 2003 Sheet 66 of 246 US 2003/0088070 A1 

FIGURE 64 
></usr/seqdb2/s st/DNA/Dna seqS. min/ss. DNAl39602 
><subunit 1 of 1, 159 aa, 1 stop 
><MW: 15900, pI: 8.07, NX (S/T) : 0 
MGRPRPFCPRSLVWSAQALLSHITCVVGPGPPVPGHRCGRPRPSCPGPPVQVTGVVGPGP 
SVPGHLCGRPRALLYHVTVEGLALEEGRDLALVGAGFQGVACQQEGAGGMGPGGTQGWGA 
TAGDCPEAPPGHLAIAIVAHGHLVPFOGTRGGSDAAGHD 

Important features of the protein: 
Signal peptide : 
Amino acids 1-25 

N-myristoylation sites: 
Amino acids 109-115; 113-119; 119-125; 148-154; 151-157; 152-158 
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FIGURE 65 
GGCGACCACCGCCGCCTCCTCACCTGGCCATTGGTGCAGCCCGTTCCCGGCGGCGAGAGAAG 
GCAGGCGCGCTCCTTGCGCCACGCCACACCGTCGGGCCCCCGTCGGGTCCCCCTCGGGCCGCA 
ATGGTGGGCTCCGCGCGGCTGGGTCCGGCACTCTTGACCCCCTTTGTAACCACCGCGGCGGG 
CACCCAGGGAGTTCGAGCAACGAAGTTGGTGACCTGCCCCGCTCCCAGGCAGTTTGCTGTTG 
GGGCTTTCACGGCTGCTGGAAGGGCATGGCTGTTTGTCCCATCACTGGGCGCCAGCTTCTCA 
AAGCTACGTTCACAGCAACGCAGTAGGGACTTTCGTGGCAGGCTTTTTTTAAGAGCTGAAAG 
AAGGGCGGGAGGGTTTACGTCCTAGGGTGATGATTTCCT CACCAGACAGCGAAGTATCTATT 
GGGAAACTCCAGGTGACCGCACCTCCTTCCGACAGTTCGCCCCGGGGCAAGTTTACCAGCTG 
CGTCAGAAAGCAGGTTTGCAAAATCCTTGGAGAACGGCCTGAGCTAAGGACTGGGGTCAGGA 
GGGTTTTAAACTCATTCTGATTTTCTTGCAATCATATCTCTTGAAAGTTTTTATATTTTCCC 
CAATATTTTTCTGAGTTGCTATATCCAATGAAAACAATGCTGATGTAGAGGTCCACCAGCCA 
ATGCTTTATTGGAAGTCAACGAATGAGACCGAGGGTGGCCCATAATCAATCTCGGCACGCGG 
GAATGTGAACCTCTTCCAAGGTCTGGGCGAGTCCCTAGAGTTACGCAGATGAAGGACATTGG 
CCCTCGAGAATCTCACACCAGCAAAGAAGAGCACAACGAAGCGCAAACTACTTATGATCATT 
GTGGCTTTGGGCAAGTTGTTGTAGCTCCCAGCAACAATTTCTTCACCTGGAGTGCAGCAATA 
AATGATACTGGTGCTGCAGGGCAGCTAATAAGCTTCTGAATAATATATGCAAAGTACTTGGC 
ACCATGAGCAGAACTCAGTATACCGTCACTGAAGAAATAGCTTATTTAATGATTACACTTTT 
CATATGTGCAAGTAAAAGTTTGACTTTTAGGGAGAGCCT CACCTACGGAATGTCTTTTTTAA 
ATTTCTTTTTTAATTATACT'''TAAGTTCTGGGATACATGTGCAGAACGTGCAGGTTT GTTAC 
ACAGGTATACATGTGCCATGGTGGTTTGCAGCACCCATCAACCCTTCATCTAGGTTTTAAGC 
TCCGCATGCATTAGTTATTTGTCCTAATGCTCTCCCTCCCCTTGTCCCCCACCCCCCAACAG 
GCCTCAGGGTGTGATGTTCCCCTCCCTGGGTCCATATGTTCTCATTGTTCAACTCCCACTTA 
TGATGAGAACATGCAGTGTTTGGTTTTCTGTTCCTGTGTTAGTTTGCTGAGAATGATGGTTT 
CCAGCATCATCCACGTCCCTGCAAAGGACATGAATTCATTCTTTTTTATGGCTGCATGGTAT 
TCCATGGTGTATATGTGCCACATTTTCTTCATCCAGTCTATCATTGATGGGCACTTGGGTTG 
GTTCCAAGACTTTGTTATTGTGAACAGTGCTGCAATAAACATACGTTTGTATGTGT CAAAAA 
AAAAAAAAAAAAAAAA ( 



Patent Application Publication May 8, 2003 Sheet 68 of 246 US 2003/0088070 A1 

FIGURE 66 

></usr/seqdb2/s st/DNA/Dna seqs. min / ss. DNAl39632 
><subunit 1 of 1, 90 aa, 1 stop 
><MW: 95.86, pI: 12. 18, NX (S/T) : 0 
MVGSARLGPALLTPFWTTAAGTOGVRATKLVTCPAPROFAVGAFTAAGRAWLFVPSLGAS 
FSKLRSOORSRDFRGRLFLRAERRAGGFTS 

Important features of the protein: 
Signal peptide: 
Amino acids 1-24 

N-myristoylation sites: 
Amino acids 24-3 O: 42-48; 58-64 
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FIGURE 67 
CATGTCTAGACTGGGAGCCCTGGGTGGTGCCCGTGCCGGGCTGGGACTGTTGCTGGGTACCG 
CCGCCGGCCTTGGATTCCTGTGCCTCCTTTACAGCCAGCGATGGAAACGGACCCAGCGTCAT 
GGCCGCAGCCAGAGCCTGCCCAACTCCCTGGACTATACGCAGACTTCAGATCCCGGACGCCA 
CGTGATGCTCCTGCGGGCTGTCCCAGGTGGGGCTGGAGATGCCTCAGTGCTGCCCAGCCTTC 
CACGGGAAGGACAGGAGAAGGTGCTGGACCGCCTGGACTTTGTGCTGACCAGCCTTGTGGCG 
CTGCGGCGGGAGGTGGAGGAGCTGAGAAGCAGCCTGCGAGGGCTTGCGGGGGAGATTGTTGG 
GGAGGTCCGATGCCACATGGAAGAGAACCAGAGAGTGGCTCGGCGGCGAAGGTTTCCGTTTG 
TCCGGGAGAGGAGTGACTCCACTGGCTCCAGCTCTGTCTACTTCACGGCCTCCTCGGGAGCC 
ACGTTCACAGATGCTGAGAGTGAAGGGGGTTACACAACAGCCAATGCGGAGTCTGACAATGA 
GCGGGACTCTGACAAAGAAAGTGAGGACGGGGAAGATGAAGTGAGCTGTGAGACTGTGAAGA 
TGGGGAGAAAGGATTCTCTTGACTTGGAGGAAGAGGCAGCTTCAGGTGCCTCCAGTGCCCTG 
GAGGCTGGAGGTTCCTCAGGCTTGGAGGATGTGCTGCCCCTCCTGCAGCAGGCCGACGAGCT 
GCACAGGGGTGATGAGCAAGGCAAGCGGGAGGGCTTCCAGCTGCTGCTCAACAACAAGCTGG 
TGTATGGAAGCCGGCAGGACTTTCTCTGGCGCCTGGCCCGAGCCTACAGTGACATGTGTGAG 
CT CACTGAGGAGGTGAGCGAGAAGAAGTCATATGCCCTAGATGGAAAAGAAGAAGCAGAGGC 
TGCTCTGGAGAAGGGGGATGAGAGTGCTGACTGT CACCTGTGGTATGCGGTGCTTTGTGGTC 
AGCTGGCTGAGCATGAGAGCATCCAGAGGCGCATCCAGAGTGGCTTTAGCTTCAAGGAGCAT 
GTGGACAAAGCCATTGCTCTCCAGCCAGAAAACCCCATGGCTCACTTTCTTCTTGGCAGGTG 
GTGCTATCAGGTCTCTCACCTGAGCTGGCTAGAAAAAAAAACTGCTACAGCCTTGCTTGAAA 
GCCCTCTCAGTGCCACTGTGGAAGATGCCCTCCAGAGCTTCCTAAAGGCTGAAGAACTACAG 
CCAGGATTTTCCAAAGCAGGAAGGGTATATATTTCCAAGTGCTACAGAGAACTAGGGAAAAA 
CTCTGAAGCTAGATGGTGGATGAAGTTGGCCCTGGAGCTGCCAGATGTCACGAAGGAGGATT 
TGGCTATCCAGAAGGACCTGGAAGAACTGGAAGTCATTTTACGAGACTAACCACGTTTCACT 
GGCCTTCATGACTTGATGCCACTATTTAAGGTGGGGGGGCGGGGAGGCTTTTTTCCTTAGAC 
CTTGCTGAGATCAGGAAACCACACAAATCTGTCTCCTGGGTCTGACTGCTACCCACTACCAC 
TCCCCATTAGTTAATTTATTCTAACCTCTAACCTAATCTAGAATTGGGGCAGTACT CATGGC 
TTCCGTTTCTGTTGTTCTCTCCCTTGAGTAATCTCTTAAAAAAATCAAGATTCACACCTGCC 
CCAGGATTACACATGGGTAGAGCCTGCAAGACCTGAGACCTTCCAATTGCTGGTGAGGTGGA 
TGAACTTCAAAGCTATAGGAACAAAGCACATAACTTGTCACTTTAATCTTTTTCACTGACTA 
ATAGGACTCAGTACATATAGTCTTAAGATCATACCTTACCTACCAAGGTAAAAAGAGGGATCA 
GAGTGGCCCACAGACATTGCTTTCTTATCACCTATCATGTGAATTCTACCTGTATTCCTGGG 
CTGGACCACTTGATAACTTCCAGTGTCCTGGCAGCTTTTGGAATGACAGCAGTGGTATGGGG 
TTTATGATGCTATAAAACAATGTCTGAAAAGTTGCCTAGAATATATTTTGTTACAAACTTGA 
AATAAACCAAATTTGATGTT 
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FIGURE 68 

></usr/seqdb2/s st/DNA/Dna seqs. min/ss. DNA1396.86 
><subunit 1 of 1, 470 aa, 1 stop 
><MW: 52118, pI : 5. 06, NX (S/T) : 0 
MSRLGALGGARAGLGLLLGTAAGLGFLCLLYSQRWKRTQRHGRSQSLPNSLDYTOTSDPG 
RHVMLLRAVPGGAGDASVLPSLPREGQEKVLDRLDFVLTSLVALRREVEELRSSLRGLAG 
EIVGEVRCHMEENQRVARRRRFPFVRERSDSTGSSSVYFTASSGATFTDAESEGGYT TAN 
AESDNERDSDKESEDGEDEVSCETVKMGRKDSLDLEEEAASGASSALEAGGSSGLEDVLP 
LLQQADELHRGDEOGKREGFOLLLNNKLVYGSRQDFLWRLARAYSDMCELTEEVSEKKSY 
ALDGKEEAEAALEKGDESADCHLWYAVLCGQLAEHESIQRRIQSGFSFKEHVDKAIALOP 
ENPMAHELLGRWCYOVSHLSWLEKKTATALLESPLSATVEDALOSFLKAEELQPGFSKAG 
RVYISKCYRELGKNSEARWWMKLALELPDVTKEDLAIQKDLEELEVILRD 

Important features of the protein: 
Signal peptide : 
Amino acids 1-32 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 2O 9-213 

N-myristoylation sites: 
Amino acids 5-11; 8-14 ; 9-15; 15–21; 19-25; 72-78; 164-170; 

174 – 8 O; 222-228; 23 O-236 

Amidation sites : 
Amino acids 207-211; 254 - 258 

Cell attachment sequence: 
AItalino acids 25 O-253 
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FIGURE 69 
CCCACGCGTCCGAAACACTTTAAACCTGACCAGCTAAATGGATAAACCTAGCCTGCATAGCT 
TTTAAACTGGGGTCTCATACAGCACAGGAGGCCTACTTGCTTCAAGAACTGAAAATCCAGAG 
GATGAATTGCTTTATCTGGGAATGGCAAAAGCCAGCACAATAAGGAATGCCAGTTTGTATGG 
GGCTACTAGCTCACATGCGGGATCAGAATGGTGTGAATGACAGCCGCACTGTGTCATGAAGG 
TGGTGGTGGTTTCCGCACAAGAGACCAAATAAGAAGAAAGCTGAGAGAGGGGGGAAACGTTTTT 
GGATGACAAAGGATGGGTTTCCATTTAATTACGCAGCTGAAAGGCATGAGTGTGGTGCTGGT 
GCTACTTCCTACACTGCTGCTTGTTATGCTCACGGGTGCTCAGAGAGCTTGCCCAAAGAACT 
GCAGATGTGATGGCAAAATTGTGTACTGTGAGTCTCATGCTTTCGCAGATATCCCTGAGAAC 
ATTTCTGGAGGGTCACAAGGCTTATCATTAAGGTTCAACAGCATTCAGAAGCTCAAATCCAA 
TCAGTTTGCCGGCCTTAACCAGCTTATATGGCTTTATCTTGACCATAATTACATTAGCTCAGTG 
GATGAAGATGCATTTCAAGGGATCCGTAGACTGAAAGAATTAATTCTAAGCTCCAACAAAAT 
TACTTATCTGCACAATAAAACATTTCACCCAGTTCCCAATCTCCGCAATCTGGACCTCTCCT 
ACAATAAGCTTCAGACATTGCAATCTGAACAATTTAAAGGCCTTCGGAAACTCATCATTTTG 
CACTTGAGATCTAACTCACTAAAGACTGTGCCCATAAGAGTTTTTCAAGACTGTCGGAATCT 
TGATTTTTTGGATTTGGGTTACAATCGTCTTCGAAGCTTGTCCCGAAATGCATTTGCTGGCC 
TCTTGAAGTTAAAGGAGCTCCACCTGGAGCACAACCAGTTTTCCAAGATCAACTTTGCTCAT 
TTTCCACGTCTCTTCAACCTCCGCTCAATTTACTTACAATGGAACAGGATTCGCTCCATTAG 
CCAAGGTTTGACATGGACTTGGAGTTCCTTACACAACTTGGATTTATCAGGGAATGACATCC 
AAGGAATTGAGCCGGGCACATTTAAATGCCTCCCCAATTTACAAAAATTGAATTTGGATTCC 
AACAAGCTCACCAATATCTCACAGGAAACTGTCAATGCGTGGATATCATTAATATCCAT CAC 
ATTGTCTGGAAATATGTGGGAATGCAGTCGGAGCATTTGTCCTTTATTTTATTGGCTTAAGA 
ATTT CAAAG GAAATAAGGAAAGCACCATGATATGTGCGGGACCTAAGCACATCCAGGGTGAA 
AAGGTTAGTGATGCAGTGGAAACATATAATATCTGTTCTGAAGTCCAGGTGGTCA ACACAGA 
AAGAT CACACCTGGTGCCCCAAACTCCCCAGAAACCTCTGATTATCCCTAGACCTACCATCT 
TCAAACCTGACGTCACCCAATCCACCTTTGAAACACCAAGCCCTTCCCCAGGGTTTCAGATT 
CCTGGCGCAGAGCAAGAGTATGAGCATGTTTCATTTCACAAAATTATTGCCGGGAGTGTGGC 
TCTCTTTCTCTCAGTGGCCATGATCCTCTTGGTGATCTATGTGTCTTGGAAACGCTACCCAG 
CCAGCATGAAACAACTCCAGCA ACACTCTCTTAGAAGAGGCGGCGGAAAAAGGCCAGAGAG 
TCTGAAAGACAAATGAATTCCCCTTTACAGGAGTATTATGTGGACTACAAGCCTACAAACTC 
TGAGACCATGGATATATCGGTTAATGGATCTGGGCCCTGCACATATACCATCTCTGGCTCCA 
GGGAATGTGAGATGCCACACCACATGAAGCCCTTGCCATATTACAGCTATGACCAGCCTGTG 
ATCGGGTACTGCCAGGCCCACCAGCCACTCCATGT CACCAAGGGCTATGAGACAGTGTCTCC 
AGAGCAGGACGAAAGCCCCGGCCTGGAGCTGGGCCGAGACCACAGCTTCATCGCCACCATCG 
CCAGGTCGGCAGCACCGGCCATCTACCTAGAGAGAATTGCAAACTAACGCTGAAGCCAACTC 
CT CACTGGGGAGCTCCATGGGGGGGAGGGAGGGCCTTCATCTTAAAGGAGAATGGGTGTCCA 
CAATCGCGCAATCGAGCAAGCTCATCGTTCCTGTTAAAACATTTATGGCATAGGGAAAAAAA 
AAAAAAAAAAAAAA 
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FIGURE 70 
></usr/seqdb2/s st/DNA/Dnasegs. min/ss. DNA142392 
><subunit 1 of 1, 590 aa 1 stop 
><MW: 67217, pI: 9. 26, NX (S/T) : 4 
MGFHLITOLKGMSVVLVLLPTLLLVMLTGAQRACPKNCRCDGKIVYCESHAFADIPENIS 
GGSOGLSLRFNSIOKLKSNOFAGLNQLIWLYLDHNYISSVDEDAFOGIRRLKELILSSNK 
ITYLHNKTFHPVPNLRNLDLSYNKLQTLOSEQFKGLRKI.TILHLRSNSLKTVPIRVFODC 
RNLDFLDLGYNRLRSLSRNAFAGLLKLKELHLEHNQFSKINFAHFPRLFNLRSIYLOWNR 
IRSISQGLTWTWSSLHNLDLSGNDIQGIEPGTFKCLPNLQKLNLDSNKLTNISQETVNAW 
ISL ISITLSGNMWECSRSICPLFYWLKNFKGN KESTMICAGPKHIOGEKVSDAVETYNTC 
SEVQVVNTERSHLVPOTPQKPLIIPRPTIFKPDVTQST FET PSPSPGFQIPGAEQEYEHV 
SFHKIIAGSVAL FLSWAMILLVIYVSWKRY PASMKQLQQHSLMKRRRKKARESERQMNSP 
LQEYYVDYKPTNSETMDISVNGSGPCTYTISGSRECEMPHHMKPLPYYSYDQPVIGYCOA 
HQPLHVTKGYETVSPEQDESPGLELGRDHSFIATIARSAAPAIYLERIAN 

Important features of the protein : 
Signal peptide : 
Amino acids 1-3 O 

Transmembrane domain : 
Amino acids A 25 - 4 43 

N-glycosylation sites: 
Amino acids 58-62; 126-130; 29-295; 501-505 

Tyrosine kinase phosphorylation site: 
Amino acids 136-143 

N-myristoylation sites: 
Anino acids 29-35; 61-67; 24 7-253; 267 - 273; 271-277; 331-337; 

502-508; 512-518; 562-568 

Glycosyl hydrolases family: 
Amino acids 31 O-319 
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FIGURE 71 
TTCCAGTCAGAGTTAAGTTAAAACAGAAAAAAGGAAGATGGCAAGAATATTGTTACTTTTCC 
TCCCGGGTCTTGTGGCTGTATGTGCTGTGCATGGAATATTTATGGACCGTCTAGCTTCCAAG 
AAGCTCTGTGCAGATGATGAGTGTGTCTATACTATTTCTCTGGCTAGTGCTCAAGAAGATTA 
TAATGCCCCGGACTGTAGATTCATTAACGTTAAAAAAGGGCAGCAGATCTATGTGTACT CAA 
AGCTGGTAAAAGAAAATGGAGCTGGAGAATTTTGGGCTGGCAGTGTTTATGGTGATGGCCAG 
GACGAGATGGGAGTCGTGGGTTATTTCCCCAGGAACTTGGTCAAGGAACAGCGTGTGTACCA 
GGAAGCTACCAAGGAAGTTCCCACCACGGATATTGACTTCTTCTGCGAGTAATAAATTAGTT 
AAAACTGCAAATAGAAAGAAAACACCAAAAATAAAGAAAAGAGCAAAAGTGGCCAAAAAATG 
CATGTCTGTAATTTTGGACTGACGT 
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FIGURE 72 
></usr/seqdb2/s st/DNA/Dna seqs. Inin / ss. DNA143076 
><subunit 1 of 1, 128 aa, 1 stop 
> <MW: 14332, pI : 4.83, NX (S/T) : 0 
MARILLLFLPGLVAVCAVHGIFMDRLASKKLCADDECVYTISLASAQEDYNAPDCRFINV 
KKGQQIYVYSKLVKENGAGEFWAGSVYGDGQDEMGVVGYF PRNLVKEORVYOEATKEVPT 
TDDFFCE 

Important features of the protein: 
Signal peptide : 
Anino acids 1-14 

N-myristoylation site : 
Amino acids 84 - 90 
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FIGURE 73 
CTCAGATTTGCCATGGAGAAATTTTCAGTCTCGGCAATCCTGCTTCTTGTGGCCATCTCTGG 
TACTCTGGCCAAAGACACCACAGTCAAATCTGGATCCAAAAAGGACCCAAAGGACTCTCGAC 
CCAAACTACCCCAGACCCTGTCCAGAGGTTGGGGAGATCAGCTCATCTGGACTCAGACTTAC 
GAAGAAGCCTTATACAAATCCAAGACAAGCAACAGACCCTTGATGGTCATTCATCACTTGGA 
CGAATGCCCGCACAGTCAAGCTTTAAAGAAAGTGTTTGCTGAAAATAAGGAGATCCAGAAATTG 
GCAGAGCAGTTTGTTCTCCTCAACTTGATCTATGAAACAACTGACAAGCACCTTTCTCCTGA 
TGGCCAGTACGTCCCCAGAATTGTGTTTGTGGACCCTTCCCTGACGGTGAGGGCAGACATCA 
CCGGAAGATACT CAAACCGTCTCTACGCTTATGAACCTTCTGACACAGCTCTGTTGCACGAC 
AACATGAAGAAAGCTCTCAAGTTGCTGAAGACAGAGTTGTAGAGTCAACTGTACAGTGCCTC 
AGGAGCCGGGAAGGCAGAAGCACTGTGGACCTGCCGATGACATTACAGTTTAATGTTACAAC 
AAATGTATTTTTTAAACACCCACGTGTGGGGAAACAATATTATTATCTACTACAGACACATG 
ATTTTCTAGAAAATAAAGTCTTGTGAGAACTCCAAA 
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FIGURE 74 
></usr/seqdb2/s st/DNA/Dna seqS. min/ss. DNAl 43294 
><subunit l of 1, 175 aa, 1 stop, 1 unknown 
><MW: 19888.97, pI: 9.08, NX (S/T) : O 
MEKFSVSAILLLVAISGTLAKDTTVKSGSKKDPKDSRPKLPQTLSRGWGDOLIWTOTYEE 
ALYKSKTSNRPI,MVIHHLDECPHSOALKKVFAENKEIOKLAEOFVLLNLIYETTDKHLSP 
DGOYVPRIVFVDPSLTVRADITGRYSNRLYAYEPSDTALLHDNMKKALKLLKTEL 

Important features of the protein: 
Signal peptide: 
Amino acids 1-20 
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FIGURE 75 
GCCGGCGCCAGGGCAGGCGGGCGGCTGGCAGCTGTGGCGCCGACATGGCTGCGCTGGTGGAG 
CCGCTGGGGCTGGAGCGGGACGTGTCCCGGGCGGTTGAGCTCCTCGAGCGGCTCCAGCGCAG 
CGGGGAGCTGCCGCCGCAGAAGCTGCAGGCCCTCCAGCGAGTTCTGCAGAGCCGCTTCTGCT 
CCGCTATCCGAGAGGTGTATGAGCAGCTTTATGACACGCTGGACAT CACCGGCAGCGCCGAG 
ATCCGAGCCCATGCCACAGCCAAGGCCACAGTGGCTGCCTTCACAGCCAGCGAGGGCCACGC 
ACATCCCAGGGTAGTGGAGCTACCCAAGACGGATGAGGGCCTAGGCTTCAACATCATGGGTG 
GCAAAGAGCAAAACTCGCCCATCTACATCTCCCGGGTCATCCCAGGGGGTGTGGCTGACCGC 
CATGGAGGCCT CAAGCGTGGGGATCAACTGTTGTCGGTGAACGGTGTGAGCGTTGAGGGTGA 
GCAGCATGAGAAGGCGGTGGAGCTGCTGAAGGCGGCCCAGGGCTCGGTGAAGCTGGTTGTCC 
GTTACACACCGCGAGTGCTGGAGGAGATGGAGGCCCGGTTCGAGAAGATGCGCTCTGCCCGC 
CGGCGCCAACAGCATCAGAGCTACTCGTCCTTGGAGTCTCGAGGTTGAAACCACAGATCTGG 
ACGTTCACGTGCACTCTCTTCCTGTACAGTATTTATTGTTCCTGGCACTTTATTTAAAGATA 
TTTGACCCT CAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 76 
></usr/seqdb2/s st/DNA/Dnas eds. min/ss. DNA143514 
><subunit 1 of 1, 207 aa, 1 stop 
><MW: 22896, pI: 8.93, NX (S/T) : 0 
MAALVEPLGLERDVSRAVELLERLQRSGELPPQKLQALQRVLQSRECSAIREVYEOLYDT 
LDITGSAEIRAHATAKATVAAFTASEGHAHPRVVELPKTDEGLGFNIMGGKEONSPIYIS 
RVIPGGVADRHGGLKRGDQLLSVNGVSVEGEQHEKAVELLKAAOGSVKLVVRYT PRVIEE 
MEARFEKMRSARRRQOHOSYSSLESRG 

Tyrosine kinase phosphorylation site: 
Amino acids 5-59 

N-myristoylation sites: 
Amino acids 1 O2- O 8; 33-139 

Cell attachment sequence: 
Amino acids 136-139 

PDZ domain (Also known as DHR or GLGF) : 
Amino acids 93-74 
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FIGURE 77 
CTGTCAGCTGAGGATCCAGCCGAAAGAGGAGCCAGGCACTCAGGCCACCTGAGTCTACT CAC 
CTGGACAACTGGAATCTGGCACCAATTCTAAACCACTCAGCTTCTCCGAGCTCACACCCCGG 
AGATCACCTGAGGACCCGAGCCATTGATGGACTCGGACGAGACCGGGTTCGAGCACTCAGGA 
CTGTGGGTTTCTGTGCTGGCTGGTCTGCTGGGAGCCTGCCAGGCACACCCCATCCCTGACTC 
CAGTCCTCTCCTGCAATTCGGGGGCCAAGTCCGGCAGCGGTACCTCTACACAGATGATGCCC 
AGCAGACAGAAGCCCACCTGGAGATCAGGGAGGATGGGACGGTGGGGGGCGCTGCTGACCAG 
AGCCCCGAAAGTCTCCTGCAGCTGAAAGCCTTGAAGCCGGGAGTTATTCAAATCTTGGGAGT 
CAAGACATCCAGGTTCCTGTGCCAGCGGCCAGATGGGGCCCTGTATGGATCGCTCCACTTTG 
ACCCTGAGGCCTGCAGCTTCCGGGAGCTGCTTCTTGAGGACGGATACAATGTTTACCAGTCC 
GAAGCCCACGGCCTCCCGCTGCACCTGCCAGGGAACAAGTCCCCACACCGGGACCCTGCACC 
CCGAGGACCAGCTCGCTTCCTGCCACTACCAGGCCTGCCCCCCGCACTCCCGGAGCCACCCG 
GAATCCTGGCCCCCCAGCCCCCCGATGTGGGCTCCTCGGACCCTCTGAGCATGGTGGGACCT 
TCCCAGGGCCGAAGCCCCAGCTACGCTTCCTGAAGCCAGAGGCTGTTTACTATGACATCTCC 
TCTTTATTTATTAGGTTATTTATCTTATTTATTTTTTTATTTTTCTTACTTGAGATAATAAAGA 
GTTCCAGAGGAGAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAG 
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FIGURE 78 
></usr/seqdb2/s st/DNA/Dnaseds.min / ss. DNAl44841 
><subunit 1 of 1, 208 aa, l stop 
><MW: 22187, pI: 5. O8, NX (S/T) : 1 
MDSDETGFEHSGLWVSVLAGLLGACQAHPIPDSSPLLOFGGOVRORYLYTDDAQQTEAHL 
EIREDGTWGGAADOSPESLLOLKALKEPGVIOILGVKTSRFLCQRPDGALYGSLHFDPEAC 
SFRELLLEDGYNVYQSEAHGLPLHLPGNKSPHRD PAPRGPARFL PLPGLPPAL PEPPGIL 
APQPPDVGSSDPLSMVGPSQGRSPSYAS 

Important features of the protein: 
Signal peptide: 
Amino acids 1-27 

N-myristoylation sites: 
Amino acids 12-18; 20-26; 23-29; 66-72; 94 -100; 107-13; 1 68-174 

Prokaryotic nembrane lipoprotein lipid attachment site: 
Amino acids 15-26 

HBGF/FGF family proteins: 
Amino acids 57-73; 8 O-13) 
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FIGURE 80 
Protein File: 
MW: 73502.97, pI: 9. 26 
MSSOPAGNOTSPGATEDYSYGSWYIDEPQGGEELQPEGEVPSCHTSIPPGLYHACLASLS 
ILVL,LLIAMLVRRROLWPDCVRGRPGLPSPVDFLAGDRPRAVPAAVEMVLLSSLCLLLPD 
EDALPFLTLASAPSQDGKTEAPRGAWKILGLFYYAALYY PLAACATAGHTAAHLLGSTLS 
WAHLGVQVWORAECPQVPKIYKYYSLLASLPLLLG LGFLSLWYPVOLVRSFSRRTGAGSK 
GLOSSYSEEYLRNLLCRKKLGSSYHTSKHGFLSWARVCLRHCIYTPQPGFHLPL, KLVLSA 
TLTGTAIYOVALLLLVGVVPTIOKVRAGVTT DVSYLLAGFGIVLSEDKQEVVELVKHHLW 
ALEVCYISALVLSCLLTFLVLMRSLVTHRTNLRALHRGAALDLSPLHRSPHPSROAIFCW 
MSFSAYOTAFICLGLLVQQII FFLGTTALAFLVLMPVLHGRNLLLERSLESSWPFWLTLA 
LAVILONMAAHWVFLETHDGH POLTNRRVLYAATFLLFPLNVLVGAMVATWRVLLSALYN 
AIHLGQMDLSLLPPRAATLDPGYYTYRNFLKIEVSOSHPAMTAFCSLLLQAQSLLPRTMA 
APODSLRPGEEDEGMQLLQTKDSMAKGARPGASRGRARWGLAYTLLHNPTLOVFRKTALL 
GANGAOP 

Important features of the protein: 
Transmembrane domains : 
Amino acids 54-69; 102-119; 148-166; 207-222; 301–32O; 

364 - 380 : 431 - 451; 474 - 489; 512-531 

N-glycosylation site: 
Amino acids 8-12 

N-myristoylation sites : 
Amino acids 50-56; 176-182; 241-247; 317-323; 341-347; 525-531; 

627-633; 631-637; 64 O - 646; 661 - 667 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 364-375 

ATP/GTP-binding site motif A (P-loop) : 
Anino acids 132-1 4 0 
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FIGURE 81 
AAAAAATACAGCAGGTGAAGGAGGTTGGAGAGTAGGGGGTGGAGGGCCCACGCAGCACTTGT 
CCTTCACCCTGGAGGGGATCTGTTACATGCCCCAGATTGCTGGTCCCCTAGAAATGTTACTG 
AGGCAGCCTCTGCATTTTTGCAGGGATTGTTTTCTACTGTTTGACATTCACGTAACCTCCTA 
ACGCTGTCTGGGGAAGATGCTACCCCCTGCTCTCCCCGTCTTTCCTGCACTCTCAGCAATGG 
GATGGGCTGACTGATGCCCTGTGGGCTGGAAAGCTGACCACAGTTGCTGCAGACCAGACCCC 
CTCACATAGTGAGTGCTGGGCTGAGGAATCCAGGAGAGCCCGAGGGGGGACACTGAAGGTGT 
ATCGTTGGCCCTGCCAGCTGCAAGTGAACTGCTTCTGATGAATTTTAATAGGGAGAAAGAAG 
TATTTGCTAAGAATGGCAATCCTGACGCTCAGCCTTCAACTCATCTTGTTATTAATACCATC 
AATATCCCATGAGGCTCATAAAACGAGTCTTTCTTCTTGGAAACATGACCAAGATTGGGCAA 
ACGTCTCCAACATGACTTTCAGCAACGGAAAACTAAGAGTCAAAGGCATTTATTACCGGAAT 
GCCGACATTT GCTCTCGACATCGCGTAACCTCAGCAGGCCTAACTCTGCAGGACCTTCAGCT 
ATGGTGTAATTTGAGGTCAGTGGCCAGAGGACAGATCCCGTCTACATTATGAGTGAAGCGGAGA 
GCTACTGCAGGGTTCTGAGCAGAGTCCTAATTTATATTTTAGAAGAATCATCATGGCTCCTA 
GATTAGGAATAAAACGAAGGGGCCCAGGGATGGAAACGATGAGTCCAGTTGGGTTACTGCAA 
AGATCCAGGCCAGAAATCCAGGCACAGTGGCACACACCTGAGTCCCAGATAATTCCACCTAC 
TGGTCCTGCTCTGTGGCCTACTGGTCCGAGTCCAGCCCCGACTGATTTCTGGGCCTGTAATG 
TCTAAAAACGCTCCCTGCTGATGTTTTGCAAGTGACTGTGTTACTTGAAGGCAGTTCCTAGG 
ATAAACTAGTCGCTTTATCATTACAGAATCATTCACTGAGCATCAACTATGTAACCAGCATT 
GGGTTGGGTGCCAGAGATCCAAAGCTAAGACACCAAAACCTGCTCTCCAGGAAACGAGAGGC 
TGAGAA 
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FIGURE 82 
></usr/seqdb2/s st/DNA/Dnas eqs. min/ss. DNAl49.995 
><subunit 1 of 1, 95 aa, 1 stop 
><MW: 10704, pI: 1 O. O.O. NX (S/T) : 2 
MAILTLSLOLILLLIPSISHEAHKTSLSSWKH DODWANVSNMTFSNGKLRVKGIYYRNAD 
ICSRHRVTSAGLTLODLOLWCNLRSVARGQIPSTL 

Important features of the protein: 
Signal peptide: 
Amino acids 1-19 

N-glycosylation sites : 
Amino acids 38-42; 4 - 4.5 

N-myristoylation site: 
Amino acids 89-95 
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FIGURE 84 
></usr/seqdb2/s st/DNA/Dna seqs. min/ss. DNA167678 
><subunit l of 1, 304 aa, 1 stop 
><MW: 32945, pI: 4. 69, NX (S/T) : 3 
MLPPPRPAAALALPVLLLLLVVLTPPPTGARPSPGPDYLRRGWMRLLAEGEGCAPCRPEE 
CAAPRGCLAGRVRDACGCCWECAN LEGOLCDLDPSAHEY GHCGEOLECRLDTGGDLSRGE 
VPEPLCACRSQSPLCGSDGHTYSQICRLQEAARARPDANLTVAHPGPCESGPQIVSHPYD 
TWNVTGODVI FGCEVFAYPMASIEWRKDGLDIQLPGDDPHISVQFRGGPQRFEVTGWLOI 
OAVRPSDEGTYRCLGRNALGOVEAPASLTVLTPDOLNSTGIPOLRSLNLVPEEEAESEEN 
DDYY 

Important features of the protein: 
Signal peptide : 
Amino acids 1-30 

N-glycosylation sites : 
Amino acids 159-163; 183-187; 277-281 

Tyrosine kinase phosphorylation site : 
Amino acids 2 A 4 - 252 

N-myristoylation sites: 
Amino acids 52-58; 66-72; 113-119; 249-255 

Kazal-type serine protease inhibitor domain : 
Amino acids 121-168 

Immunoglobulin domain : 
Amino acids 186-255 

Insulin-like growth factor binding proteins: 
Amino acids 53-90 
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FIGURE 8S 
CAAAGCGGCGGCTGTCCGCGGTGCCGGCTGGGGGCGGAGAGGCGGCGGTGGGCTCCCTGGGG 
TGTGTGAGCCCGGTGATGGAGCCGGGCCCGACAGCCGCGCAGCGGAGGTGTTCGTTGCCGCC 
GTGGCTGCCGCTGGGGCTGCTGCTGTGGTCGGGGCTGGCCCTGGGCGCGCTCCCCTTCGGCA 
GCAGTCCGCACAGGGTCTTCCACGACCTCCTGTCGGAGCAGCAGTTGCTGGAGGTGGAGGAC 
TTGTCCCTGTCCCTCCTGCAGGGTGGAGGGCTGGGGCCTCTGTCGCTGCCCCCGGACCTGCC 
GGATCTGGATCCTGAGTGCCGGGAGCTCCTGCTGGACTTCGCCAACAGCAGCGCAGAGCTGA 
CAGGGTGTCTGGTGCGCAGCGCCCGGCCCGTGCGCCTCTGTCAGACCTGCTACCCCCTCTTC 
CAACAGGTCGTCAGCAAGATGGACAACATCAGCCGAGCCGCGGGGAATACTTCAGAGAGTCAG 
AGTTGTGCCAGAAGTCTCTTAATGGCAGATAGAATGCAAATAGTTGTGATTCTCTCAGAATT 
TTTTAATACCACATGGCAGGAGGCAAATTGTGCAAATTGTTTAACAAACAACAGTGAAGAAT 
TATCAAACAGCACAGTATATTTCCTTAATCFATTTAATCACACCCTGACCTGCTTTGAACAT 
AACCTTCAGGGGAATGCACATAGTCTTTTACAGACAAAAAATTATTCAGAAGTATGCAAAAA 
CTGCCGTGAAGCATACAAAACTCTGAGTAGTCTGTACAGTGAAATGCAAAAAATGAATGAAC 
TTGAGAATAAGGCTGAACCTGGAACACATTTATGCATTGATGTGGAAGATGCAATGAACATC 
ACTCGAAAACTATGGAGTCGAACTTTCA ACTGTTCAGTCCCTTGCAGTGACACAGTGCCTGT 
AATTGCTGTTTCTGTGTTCATTCTCTTTCTACCTGTTGTCTTCTACCTTAGTAGCTTTCTTC 
ACTCAGAGCAAAAGAAACGCAAACT CATTCTGCCCAAACGTCTCAAGTCCAGTACCAGTTTT 
GCAAATATTCAGGAAAATTCAAACTGAGACCTACAAAATGGAGAATTGACATATCACGTGAA 
TGAATGGTGGAAGACACAACTTGGTTTCAGAAAGAAGATAAACTGTGATTTGACAAGTCAAG 
CTCTTAAGAAATACAAGGACTTCAGATCCATTTTTAAATAAGAATTTTCGATTTTTCTTTCC 
TTTTCCACTTCTTTCTAACAGATTTGGATATTTTTAATTTCCAC 
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FIGURE 86 

></usr/seqdb2/s st/DNA/Dna seqs. min / ss. DNA168028 
><subunit l of 1, 334 aa, l stop 
><MW: 37257, pI : 5.95, NX (S/T) : 10 
MEPGPTAAORRCSLPPWLPLGLLLWSGLAL.GAL PFGSSPHRVFHDLLSEQQLLEVEDLSL 
SLLOGGGLGPLSLPPDLPDLDPECRELLLDFANSSAELTGCLVRSARPVRLCQTCYPLFQ 
OVVSKMDNISRAAGNTSESOSCARSLLMADRMQIVVILSEFFNTTWQEANCANCLTNNSE 
ELSNSTVYFLNLFNHTLTCFEHNLQGNAHSLLQTKNYSEVCKNCREAYKTLSSLYSEMOK 
MNELENKAEPGTHLCDVE DAMNITRKLWSRTFNCSVPCSDTVPVIAVSV FIL FLPVV FY 
LSSFLHSEQKKRKLILPKRLKSSTSFANIOENSN 

Important features of the protein: 
Signal peptide : 
Amino acids 1-31 

Transmembrane domain : 
Amino acids 278-300 

N-glycosylation sites : 
Amino acids 93-97; 128-132; 135-139; 163-167; 177-181; 

184-188; 194-198; 216-220; 263-267; 274 - 278 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids O-14 

N-myristoylation sites: 
Amino acids 27-33; 2 O6-212; 251-257 

Leucine zipper pattern: 
Amino acids 190-212 
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FIGURE 87 
ATGCTGGTAGCCGGCTTCCTGCTGGCGCTGCCGCCGAGCTGGGCCGCGGGCGCCCCCAGGGC 
GGGCAGGCGCCCCGCGCGGCCGCGGGGCTGCGCGGACCGGCCGGAGGAGCTACTGGAGCAGC 
TGTACGGGCGCCTGGCGGCCGGCGTGCTCAGTGCCTTCCACCACACGCTGCAGCTGGGGCCG 
CGTGAGCAGGCGCGCAACGCGAGCTGCCCGGCAGGGGGCAGGCCCGGCGACCGCCGCTTCCG 
GCCGCCCACCAACCTGCGCAGCGTGTCGCCCTGGGCCTACAGAATCTCCTACGACCCGGCGA 
GGTACCCCAGGTACCTGCCTGAAGCCTACTGCCTGTGCCGGGGCTGCCTGACCGGGCTGTTC 
GGCGAGGAGGACGTGCGCTTCCGCAGCGCCCCTGTCTACATGCCCACCGTCGTCCTGCGCCG 
CACCCCCGCCTGCGCCGGCGGCCGTTCCGTCTACACCGAGGCCTACGTCACCATCCCCGTGG 
GCTGCACCTGCGTCCCCGAGCCGGAGAAGGACGCAGACAGCATCAACTCCAGCATCGACAAA 
CAGGGCGCCAAGCTCCTGCTGGGCCCCAACGACGCGCCCGCTGGCCCCTGAGGCCGGTCCTG 
CCCCGGGAGGTCTCCCCGGCCCGCATCCCGAGGCGCCCAAGCTGGAGCCGCCTGGAGGGCTC 
GGTCGGCGACCTCTGAAGAGAGTGCACCGAGCAAACCAAGTGCCGGAGCACCAGCGCCGCCT 
TTCCATGGAGACTCGTAAGCAGCTTCATCTGACACGGGCATCCCTGGCTTGCTTTTAGCTAC 
AAGCAAGCAGCGTGGCTGGAAGCTGATGGGAAACGACCCGGCACGGGCATCCTGTGTGCGGC 
CCGCATGGAGGGTTTGGAAAAGTTCACGGAGGCTCCCTGAGGAGCCTCTCAGATCGGCTGCT 
GCGGGTGCAGGGCGTGACT CACCGCTGGGTGCTTGCCAAAGAGATAGGGACGCATATGCTTT 
TTAAAGCAATCTAAAAATAATAATAAGTATAGCGACTATATACCTACTTTTAAAATCAACTG 
TTTTGAATAGAGGCAGAGCTATTTTATATTATCAAATGAGAGCTACTCTGTTACATTTCTTA 
ACATATAAACATCGTTTTTTACTTCTTCTGGTAGAATTTTTTAAAGCATAATTGGAATCCTT 
GGATAAATTTTGTAGCTGGTACACTCTGGCCTGGGTCTCTGAATTCAGCCTGT CACCGATGG 
CTGACTGATGAAATGGACACGTCTCATCTGACCCACTCTTCCTTCCACTGAAGGTCTTCACG 
GGCCTCCAGGTGGACCAAAGGGATGCACAGGCGGCTCGCATGCCCCAGGGCCAGCTAAGAGT 
TCCAAAGATCTCAGATTTGGTTTTAGTCATGAATACATAAACAGTCT CAAACTCGCACAATT 
TTTTCCCCCTTTTGAAAGCCACTGGGGCCAATTTGTGGTTAAGAGGTGGTGAGATAAGAAGT 
GGAACGTGACATCTTTGCCAGTTGTCAGAAGAATCCAAGCAGGTATTGGCTTAGTTGTAAGG 
GCTTTAGGATCAGGCTGAATATGAGGACAAAGTGGGCCACGTTAGCATCTGCAGAGATCAAT 
CTGGAGGCTTCTGTTTCTGCATTCTGCCACGAGAGCTAGGTCCTTGATCTTTTCTTTAGATT 
GAAAGTCTGTCTCTGAACACAATTATTTGTAAAAGTTAGTAGTTCTTTTTTAAATCATTAAA 
AGAGGCTTGCTGAAGGAT 
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FIGURE 88 

></usr/seddb2/s st/DNA / Dna seqs. min / ss. DNA173894 
><subunit 1 of 1, 202 aa, 1 stop 
><MW: 21879, pI: 9.30, NX (S/T) : 2 
MLVAGFLLALPPSWAAGAPRAGRRPARPRGCADRPEELLEQLY GRLAAGVLSAFHHTLQL 
GPREQARNASCPAGGRPGDRRFRPPTNLRSVSPWAYRISYDPARY PRYLPEAYCLCRGCL 
TGLFGEEDVRFRSAPVYMPTVVLRRTPACAGGRSVYTEAYVTI. PVGCTCVPEPEKDADSI 
NSSIDKQGAKLLLGPNDAPAGP 

Important features of the protein: 
Signal peptide: 
Amino acids 1 -l 5 

N-glycosylation sites: 
Amino acids 68-72; 181-185 

Tyrosine kinase phosphorylation site: - 
Amino acids 97 - 1 O 6 

N-myristoylation sites : 
Amino acids 17-23; 49-55; 7 4-80; 118-124 

Amidation site: 
Amino acids 21-25 
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FIGURE 89 
CCGGGGCCTCCGGAGAACGCTGTCCCATGAACGTGCGGGGAGCGGCCCCCGGCGTCCGCGCG 
TCCCCGCGTCCCTGGCAATTCCCGACTTCCCAACGGCTTCCCGCTGGCAGCCCCGAAGCCGC 
ACCATGTTCCGCCTCTGGTTGCTGCTGGCCGGGCTCTGCGGCCTCCTGGCGTCAAGACCCGGT 
TTTCAAAATTCACTTCTACAGATCGTAATTCCAGAGAAAATCCAAACAAATACAAATGACAG 
TTCAGAAATAGAATATGAACAAATATCCTATATTATTCCAAT AGATGAGAAACTGTACACTG 
TGCACCTTAAACAAAGATATTTTTTAGCAGATAATTTTATGATCTATTTGTACAATCAAGGA 
TCTATGAATACTTATTCTTCAGATATTCAGACT CAATGCTACTATCAAGGAAATATTGAAGG 
ATATCCAGATTCCATGGTCACACTCAGCACGTGCTCTGGACTAAGAGGAATACTGCAATTTG 
AAAATGTTTCTTATGGAATTGAGCCTCTGGAATCTGCAGTTGAATTTCAGCATGTTCTTTAC 
AAATTAAAGAATGAAGACAATGATATTGCAATTTTTATTGACAGAAGCCTGAAAGAACAACC 
AATGGATGACAACATTTTTATAAGTGAAAAATCAGAACCAGCTGTTCCAGATTTATTTCCTC 
TTTATCTAGAAATGCATATTGTGGTGGACAAAACTTT GTATGATTACTGGGGCTCTGATAGC 
ATGATAGTAACAAATAAAGTCATCGAAATTGTTGGCCTTGCAAATTCAATGTTCACCCAATT 
TAAAGTTACTATTGTGCTGTCATCATTGGAGTTATGGTCAGATGAAAATAAGATTTCTACAG 
TTGGTGAGGCAGATGAATTATTGCAAAAATTTTTAGAATGGAAACAATCTTATCTTAACCTA 
AGGCCTCATGATATTGCATATCTACTAATTTATATGGATTATCCTCGTTATTTGGGAGCAGT 
GTTTCCTGGAACAATGTGTATTACTCGTTATTCTGCAGGAGTTGCATTGTACCCCAAGGAGA 
TAACTCTGGAGGCATTTGCAGTTATTGTCACCCAGATGCTGGCACTCAGTCTGGGAATATCA 
TATGACGACCCAAAGAAATGTCAATGTTCAGAATCCACCTGTATAATGAATCCAGAACTTGT 
GCAATCCAATGGTGTGAAGACTTTTAGCAGTTGCAGTTTGAGGAGCTTTCAAAATTTCATTT 
CAAATGTGGGTGTCAAATGTCTTCAGAATAAGCCACAAATGCAAAAAAAATCTCCGAAACCA 
GTCTGTGGCAATGGCAGATTGGAGGGAAATGAAATCTGTGATTGTGGTACTGAGGCT CAATG 
TGGACCTGCAAGCTGTTGTGATTTTCGAACTTGTGTACTGAAAGACGGAGCAAAATGT TATA 
AAGGACTGTGCTGCAAAGACTGT CAAATTTTACAATCAGGCGTTGAATGTAGGCCGAAAGCA 
CATCCTGAATGTGACATCGCTGAAAATTGTAATGGAAGCTCACCAGAATGTGGTCCTGACAT 
AACTT'TAATCAATGGACTTTCATGCAAAAATAATAAGTTTATTTGTTATGACGGAGACTGCC 
ATGATCTCGATGCACGTTGTGAGAGTGTATTTGGAAAAGGTTCAAGAAATGCTCCATTTGCC 
TGCTATGAAGAAATACAATCT CAATCAGACAGATTTGGGAACTGTGGTAGGGATAGAAATAA 
CAAATATGTGTTCTGTGGATGGAGGAATCTTATATGTGGAAGATTAGTTTGTACCTACCCTA 
CTCGAAAGCCTTTCCATCAAGAAAATGGTGATGTGATTTATGCTTTCGTACGAGATTCTGTA 
TGCATAACTGTAGACTACAAATTGCCTCGAACAGTTCCAGATCCACTGGCTGTCAAAAATGG 
CTCTCAGTGTGATATTGGGAGGGTTTGTGTAAATCGTGAATGTGTAGAATCAAGGATAATTAAG 
GCTTCAGCACATGTTTGTTCACAACAGTGTTCTGGACATGGAGTGTGTGATTCCAGAAACAA 
GTGCCATTGTTCGCCAGGCTATAAGCCTCCAAACTGCCAAATACGTTCCAAAGGATTTTCCA 
TATTTCCTGAGGAAGATATGGGTTCAATCATGGAAAGAGCATCTGGGAAGACTGAAAACACC 
TGGCTTCTAGGTTTCCTCATTGCTCT"'CCTATTCTCATTGTAACAACCGCAATAGTTTTGGC 
AAGGAAACAGTTGAAAAAGTGGTTCGCCAAGGAAGAGGAATTCCCAAGTAGCGAATCTAAAT 
CGGAAGGTAGCACACAGACATATGCCAGCCAATCCAGCTCAGAAGGCAGCACTCAGACATAT 
GCCAGCCAAACCAGATCAGAAAGCAGCAGTCAAGCTGATACTAGCAAATCCAAATCAGAAGA 
TAGTGCTGAAGCATATACTAGCAGATCCAAATCACAGGACAGTACCCAAACACAAAGCAGTA 
GTAACTAGTGATTCCTTCAGAAGGCAACGGATAACATCGAGAGTCTCGCTAAGAAATGAAAA 
TTCTGTCTTTCCTTCCGTGGT CACAGCTGAAAGAAACAATAAATTGAGTGTGGATC 
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FIGURE 90 
></usr/seqdb2/s st/DNA/Dna seqS. min/ss. DNA176775 
><subunit l of l, 787 aa, l stop 
><MW: 87934, pI : 5. 49, NX (S/T) : 4 
MFRLWLLLAGLCGLLASRPGFONSLLOIVIPEKIOTNTNDSSEIEYEQISYII PIDEKLY 
TVHLKQRY FLADNFMIYLYNQGSMNTYSSEIQTQCYYOGNIEGYPDSMVTLSTCSGLRGI 
LOFENVSYGIEPLESAVE FOHVI,YKLKNEDNDIAIFIDRSLKEQPMDDNIFISEKSEPAV 
PDLFPLYLEMHIVVDKTLYDYWGSDSM IVTNKVIEIVGLANSMFTOFKVTIVISSLELWS 
DENKISTVGEADELLQKFLEWKQSYLNLRPHDTAYLLIYMDY PRYLGAVFPGTMCITRYS 
AGVALYPKEITLEAFAVIVTOMLALSLGISYDDPKKCQCSESTCIMNPEVVOSNGVKTFS 
SCSLRSFONFISNVGVKCLONKPOMOKKS PKPVCGNGRLEGNEICDCGTEAOCGPASCCD 
FRTCVLKDGAKCYKGLCCKDCOILOSGWECRPKAHPECDIAENCNGSSPECGPDITLING 
LSCKNNKFICYDGDCHDLDARCESVFGKGSRNAPFACYEEIQSQSDRFGNCGRDRNNKYV 
FCGWRNLICGRLVCTYPTRKPFHQENGDVIYAFVRDSVCITVDYKLPRTVPDPLAVKNGS 
QCDIGRVCVNRECVESRIIKASAHVCSQQCSGHGVCDSRN KCHCSPGYKPPNCQIRSKGF 
SIFPEEDMGSIMERASGKTENTWLLGFLIALPII, IVTTAIVLARKOLKKWFAKEEEEPSS 
ESKSEGSTOTYASQSSSEGSTOTYASOTRSESSSOADTSKSKSEDSAEAYTSRSKSQDST 
QTOSSSN 

Important features of the protein: 
Signal peptide : 
Amino acids 1-16 

Transmembrane domain : 
Amino acids 309-326; 681 - 7 O 5 

N-glycosylation sites : 
Amino acids 39-43; 125-129; 4 65 - 4 69; 598 - 6 O2 

Glycosaminoglycan attachment site: 
Amino acids 631 - 635 

Tyrosine kinase phosphorylation site: 
Amino acids 269-276 

N-myristoylation sites : 
Amino acids 13-19; 82-88; 99-105; 218-224; 401 - 4 O7; 634-640; 

726-732; 739 -745 

EGF-like domain proteins : 
Amino acids 642 - 654 

Disintegrins proteins : 
Amino acids 4 OO - 4 O7; 422 - 472; 4 O3-4 53; 4 67 - 57; 634 - 684 

Reprolysin (M12B) family zinc metalloprotease: 
Amino acids 186-383 

Reprolysin family propeptide : 
Amino acids 63-176 
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FIGURE 91 
CACCAGACAGCACTCCAGCACTCTGTTTGGGGGGCATTCGAAACAGCAAAATCACTCATAAA 
AGGCAAAAAATTGCAAAAAAAAATAGTAATAACCAGCATGGCACTAAATAGACCATGAAAAG 
ACATGTGTGTGCAGTATGAAAATTGAGACAGGAAGGCAGAGTGTCAGCTTGTTCCACCTCAG 
CTGGGAATGTGCATCAGGCAACTCAAGTTTTTCACCACGGCATGTGTCTGTGAATGTCCGCA 
AAACATTCTCTCTCCCCAGCCTTCATGTGTTAACCTGGGGATGATGTGGACCTGGGCACTGTGG 
ATGCTCCCTTCACTCTGCAAATTCAGCCTGGCAGCTCTGCCAGCTAAGCCTGAGAACATTTC 
CTGTGTCTACT ACTATAGGAAAAATTTAACCTGCACTTGGAGTCCAGGAAAGGAAACCAGTT 
ATACCCAGTACACAGTTAAGAGAACTTACGCTTTTGGAGAAAAACATGATAATTGTACAACC 
AATAGTTCTACAAGTGAAAATCGTGCTTCGTGCTCTTTTTTCCTTCCAAGAATAACGATCCC 
AGATAATTATACCATTGAGGTGGAAGCTGAAAATGGAGATGGTGTAATTAAATCTCATATGA 
CATACTGGAGATTAGAGAACATAGCGAAAACTGAACCACCTAAGATTTTCCGTGTGAAACCA 
GTTTTGGGCATCAAACGAATGATTCAAATTGAATGGATAAAGCCTGAGTTGGCGCCTGTTTC 
ATCTGATTTAAAATACACACTTCGATTCAGGACAGTCAACAGTACCAGCTGGATGGAAGTCA 
ACTTCGCTAAGAACCGTAAGGATAAAAACCAAACGTACAACCTCACGGGGCTGCAGCCTTTT 
ACAGAATATGTCATAGCTCTGCGATGTGCGGTCAAGGAGTCAAAGTTCTGGAGTGACTGGAG 
CCAAGAAAAAATGGGAATGACTGAGGAAGAAGCTCCATGTGGCCTGGAACTGTGGAGAGTCC 
TGAAACCAGCTGAGGCGGATGGAAGAAGGCCAGTGCGGTTGTTATGGAAGAAGGCAAGAGGA 
GCCCCAGTCCTAGAGAAAACACTTGGCTACAACATATGGTACTATCCAGAAAGCAACACTAA 
CCT CACAGAAACAATGAACACTACTAACCAGCAGCTTGAACTGCATCTGGGAGGCGAGAGCT 
TTTGGGTGTCTATGATTTCTTATAATTCTCTTGGGAAGTCTCCAGTGGCCACCCTGAGGATT 
CCAGCTATTCAAGAAAAATCATTTCAGTGCATTGAGGTCATGCAGGCCTGCGTTGCTGAGGA 
CCAGCTAGTGGTGAAGTGGCAAAGCTCTGCTCTAGACGTGAACACTTGGATGATTGAATGGT 
TTCCGGATGTGGACT CAGAGCCCACCACCCTTTCCTGGGAATCTGTGTCTCAGGCCACGAAC 
TGGACGATCCAGCAAGATAAATTAAAACCTTTCTGGTGCTATAACATCTCTGTGTATCCAAT 
GTTGCATGACAAAGTTGGCGAGCCATATTCCATCCAGGCTTATGCCAAAGAAGGCGTTCCAT 
CAGAAGGTCCTGAGACCAAGGTGGAGAACATTGGCGTGAAGACGGTCACGATCACATGGAAA 
GAGATTCCCAAGAGTGAGAGAAAGGGTATCATCTGCAACTACACCATCTTTTACCAAGCTGA 
AGGTGGAAAAGGATTCTGTAAGCACGCCCATAGCGAAGTGGAAAAAAACCCCAAGCCCCAGA 
TAGATGCTATGGATAGACCTGTTGTAGGCATGGCTCCCCCATCTCATTGTGACTTGCAACCT 
GGCATGAATCACTTAGCTTCTTTAAATCTCTCTGAAAATGGGGCCAAGAGCACCCACCTTTT 
GGGGTTTTGGGGGTTAAATGAGAGTGAAGTGACAGTACCTGAGAGGAGAGTCCTGAGGAAAT 
GGAAGGAGTTGTTATAATTTGTCCTGGTTAGGCCCTGAATTGACCTCCCGGGAGCTCCCCGA 
CCATCATTCCCAGGAATGGCGTGCCTGGCTTAAAGAGTGAGGAGGAACAGACCCTGT CACCA 
TGACTTCTACTGCCCCTGCCAAATCATGCTTTTGTTTTTCAGTCCACCTTATCTCCTGACATCT 
TAAATACTGGGCAAGGCTTGGATTCTTGCTTAGGCTAAATAATTTTTTCTTATGGTAAAATA 
CACGTAAAATATTTTTCCAGTTTAAACATTTGAAAGTGTACAATTTAGTGGCATTAGAAGCA 
TTCACAATATTGTGCAACCAT CACCACTATTTCCAGAACTCTTCTATTTCTGCCCAAATAGA 
AGCCCTATACCCATTCATTAGT CACTCCCCATTCCTCTCCTCCCACAGCCCCTGGCAACTAC 
CAAACTGCTTTGTGTCTCTATGGATTGCCTATTTTGGATATTTCATATACATAGAATCATAA 
ANTAAAAAAAAAAAAAAAAAAAA 
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FIGURE 92 
></usr/seqdb2/s st/DNA/Dna seqS. min/ss. DNA177313 
><subunit 1 of 1, 582 aa 1 Stop 
><MW: 66605, pI : 8 - 14, NX (S/T) : 15 
MCIROLKFFTTACVCECPONILSPQPSCVNLGMMWTWALWMLPSLCKFSLAALPAKPENI 
SCVYYYRKNLTCTWSPGKETSYTQYTVKRTYAFGEKHDNCTTNSSTSENRASCSFFLPRI 
TIPDNYTIEVEAENGDGVIKSHMTYWRLENIAKTEPPKIFRVKPVLG IKRMIOIEWIKIPE 
LAPVSSDLKYTLRFRTVNSTSWMEVNFAKNRKDKNQTYNLT GLOPFTEYVTALRCAVKES 
KFWSDWSQEKMGMTEEEAPCGLELWRVLKPAEADGRRPVRLLWKKARGAPVLEKTLGYNI 
WYYPESNTNLTETMNTTNQQLELHLGGESFWVSMISYNSLGKSPVATLRIPAIOEKSFOC 
IEVMQACVAEDOLVVKWOSSALDVNTWMIEWFPDVDSEPTTLSWESVSQATNWTIQQDKL 
KPFWCYNISVY PMLHDKVGEPYSIOAYAKEGVPSEGPETKVENIGVKTVTITWKEIPKSE 
RKGIICNYTIFYQAEGGKGFCKHAHSEVEKNPKPQIDAMDRPVVGMAPPSHCDLOPGMNH 
LASLNLSENGAKSTHLIGFWGLNESEWTVPERRVLRKWKELL 

Important features of the protein: 
Signal peptide : 
Amino acids 1-4 6 

N-glycosylation sites : 
Amino acids 59-63; 69-73; 99 - 1 O3; 1 O3-107; 125-129; 198-2O2; 

2.5-29; 219-223; 309-313; 315-319; 4 12-4 16; 
427 - 431; 487 - 491; 5 4 5 - 549; 563 - 567 

N-myristoylation sites: 
Amino acids 32-38; 137-1 4 3; 483-489; 550-556; 561 - 567 

Amidation site: 
Amino acids 274 - 278 

Growth factor and cytokines receptors family signature 1 : 
Amino acids 62-75 

Fibronectin type III domain : 
Amino acids 54 - 14 A ; 154-247 
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FIGURE 93 
ATTCTCCTAGAGCATCTTTGGAAGCATGAGGCCACGATGCTGCATCTTGGCTCTTGTCTGCT 
GGATAACAGTCTTCCTCCTCCAGTGTTCAAAAGGAACTACAGACGCTCCTGTTGGCTCAGGA 
CTGTGGCTGTGCCAGCCGACACCCAGGTGTGGGAACAAGATCTACAACCCTTCAGAGCAGTG 
CTGTTATGATGATGCCATCTTATCCTTAAAGGAGACCCGCCGCTGTGGCTCCACCTGCACCT 
TCTGGCCCTGCTTTGAGCTCTGCTGTCCCGAGTCTTTTGGCCCCCAGCAGAAGTTTCTTGTG 
AAGTTGAGGGTTCTGGGTATGAAGTCTCAGTGTCACTTATCTCCCATCTCCCGGAGCTGTAC 
CAGGAACAGGAGGCACGTCCTGTACCCATAAAAACCCCAGGCTCCACTGGCAGACGGCAGAC 
AAGGGGAGAAGAGACGAAGCAGCTGGACATCGGAGACTACAGTTGAACTTCGGAGAGAAGCA 
ACTTGACTTCAGAGGGATGGCTCAATGACATAGCTTTGGAGAGGAGCCCAGCTGGGGATGGC 
CAGACTTCAGGGGAAGAATGCCTTCCTGCTTCA'ICCCCTTTCCAGCTCCCCTTCCCGCTGAG 
AGCCACTTTCATCGGCAATAAAATCCCCCACATTTACCATCT 
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FIGURE 94 

</usr/seqdb2/s st/DNA/Dnas eds. min/ss. DNA57700 
<subunit l of l, 125 aa, 1 stop 
<MW: 14 198, pI: 9. 01, NX (S/T) : 1 
MRPRCCILALVCWITVFLLQCSKGTTDAPWGSGLWLCOPTPRCGNKIYNPSEQCCYDDAI 
LSLKETRRCGSTCTFWPCFELCCPESFGPQQKFLVKLRVLGMKSQCHLSPISRSCTRNRR 
HVLYP 

Important features : 
Signal peptide: 
Amino acids 1-21 

N-myristoylation sites: 
Amino acids 33-39; 7 O-76 

Anaphylatoxin domain proteins : 
Amino acids 50-60 
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FIGURE 95 
GCATTTTTGTCTGTGCTCCCTGATCTTCAGGTCACCACCATGAAGTTCTTAGCAGTCCTGGT 
ACTCTTGGGAGTTTCCATCTTTCTGGTCTCTGCCCAGAATCCGACAACAGCTGCTCCAGCTG 
ACACGTATCCAGCTACTGGTCCTGCTGATGATGAAGCCCCTGATGCTGAAACCACTGCTGCT 
GCAACCACTGCGACCACTGCTGCTCCTACCACTGCAACCACCGCTGCTTCTACCACTGCTCG 
TAAAGACATTCCAGTTTTACCCAAATGGGTTGGGGATCTCCCGAATGGTAGAGTGTGTCCCT 
GAGATGGAATCAGCTTGAGTCTTCTGCAATTGGTCACAACTATTCATGCTTCCTGTGATTTC 
ATCCAACTACTTACCTTGCCTACGATATCCCCTTTATCTCTAATCAGTTTATITTCTTTCAA 
ATAAAAAATAACTATGAGCAACATAAAAAAAAAAAAA 
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FIGURE 96. 
</usr/seqdb2/s st/DNA/Dna seqs. min / ss. DNA62872 
<subunit 1 of 1, 90 aa, l stop 
KMW: 9039, pI: 4.37, NX (S/T) : 1 
MKFLAVLVLLGVSIFLVSAONPTTAAPADTYPATGPADDEAPDAETTAAATTATTAAPTT 
ATTAASTTARKDIPVLPKWVGDLPNGRVCP 

Important features : 
Signal peptide : 
Amino acids 1-19 
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FIGURE 97 
GGACTCTGAAGGTCCCAAGCAGCTGCTGAGGCCCCCAAGGAAGTGGTTCCAACCTTGGACCC 
CTAGGGGTCTGGATTTGCTGGTTAACAAGATAACCTGAGGGCAGGACCCCATAGGGGAATGC 
TACCTCCTGCCCTTCCACCTGCCCTGGTGTTCACGGTGGCCTGGTCCCTCCTTGCCGAGAGA 
GTGTCCTGGGTCAGGGACGCAGAGGACGCTCACAGACTCCAGCCCTTTGTTACCGAGAGGAC 
ACTTGGCAAGGTCCAGCGATGGTCCGGAGTCCACACACAGACTGGCGGCAGGGCAGGAGGGG 
GACAGTTCTGTTGTGCTTGGTTGGACAGTAAGAGGGTCTTGGCCAGTCCAGGGTGGGGGGCG 
GCAAACTCCATAAAGAACCAGAGGGTCTGGGCCCCGGCCACAGAGTCATCTGCCCAGCTCCT 
CTGCTGCTGGCCAGTGGGAGTGGCACGAGGTGGGGCTTTGTGCCAGTAAAACCACAGGCTGG 
ATTTGCCTGCGGGCCATGGTCCCTGTCTAGGGCAGCAATTCTCAACCTTCTTGCTCTCAGGA 
CCCCAAAGAGCTTTCATTGTATCTATTGATTTTTACCACATTAGCAATTAAAACTGAGAAAT 
GGGCCGGGCACGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGTGGAT 
CACCTGAGATCAGGAGTTCAAGACCAGCCTGGCCAACATGGTGAAACCTTGTCTACTAAAAA 
TACAAAAAATTAGCCAGGCACAGTGGTGTGCACTGGTAGTCCCAGTTACTCGGGAGGCTGAG 
GCAGGAAAATCGCTTGAACCCAGGAGGCGGACGTTGCGGTGAGCCGAGATCGCGCCGCTGAT 
TCCAGCCTGGGCGACAAGAGTGAGACTCCATCT CACACA 
















































































































































































































































































































































































































































