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Heol= SMAH(PNA), 2B A9, siRNA, shRNA, miRNA T 3gEY 4= glor}, olo A|gHE= AL ofdS |

g, A 7] A o o & = Al
7] AEAREE 7] vlelentA A= T ovpelentA e Bd s SAss A 29 2 AR 1)
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AHAL 7ol A9 98), 15w HFES w2 A 108 [Lo) 5 (o) 31, Hol 294), AdA 58 (94)]
o2, Aol FH yoli= 8.24(FHA& 54 ~ Hul 124), A Hd voli= 37.6M(F A& 324 ~ FHol 444]) AT},
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= 33 WHEg 2 100% ol ImlE AYE 23] AHEGlvh. o] F £AF R 85%, 70% olEHE Imls ©]&3)
o "G 23] AT, 50 ple FFPE 9@ 5 84S H7kska 100TolA 2083 7FE s & 1000 g2
127 dAEEse] gmds FEIAY. FEF A%S Eoly] 98, 60TdA 308 Aoz B
(vortexing) 3FAA 2A17F ZoF WFSAJATE. o]F 4To|A 13,000 rpme 2 10&7F A Eg sl A=aHS I=
S}aL, BCA 7o vmas At
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FEE dWAEL 30 kDa cutoff-filter unitE digestion unitS® ARE3l= FASP(filter-aided sampl
preparation) 7|Ho=Z FEol=E  AZRFYT.  AAMEAE, ZZHoMA/EZATEle A AAA ZHH)
(protease/phosphatase inhibitor cocktail)o] F3Fe 8 Mo Q4 (urea) 100 plE =% 2% vz 13
o &3}slar, 13,000 rpmollA 10#37F 42 st WA (denaturation) AlFHTE. ]33 50 mMe] TIE| L Ed o]
(dithiothreitol)S o]&3te] 37Col|A o]33} A3 (disulfide bond)S reducing A17]aL, 13,000 rpmell A 10
T QARFE S reducingS 3T 55 mMe] &9 EolAd|Eolu = (jodoacetamide)E o] gste] W btk
oA 4738k (alkylation) W& a8 F, 13,000 rpmell Al 1087+ ARk, o] F, 50 mMe] whib
g (ammonium bicarbonate) 200 mlE H7}gF 3 13,000 rpmoll A 1083F YA, LysS/EHA &3
ZHolAl 100 ngS 72+ A8 A sta, 37ColA WA digestionS F3hsttt. = the 13,000 rpmelA 10
F ARk, 10% FAH(formic acid) o2 WHSS FAAI F (18 A4 €9 JFEZ A (reverse phase
desalting cartridge)S ©]&3to] B%(desalting) S F33Act. &d® HAEpo]=+ Speed Vacs o]-g3te] A
g 5 0.1% #FAFl &&lske]  LCMS  EAE stk MS M= Q-Exactive Plus  BioPharm
version(Thermo, USA)<S, LC W]+ UltiMate™ 3000 RSLCnano System(Thermo, USA)S& AF&3FS1om | FElo]=
AlBE 4 pl® FYse] 300 pl/E9 F4522 NanolCe d%% o] EW(ion trap) MSE EAS
FeP33irt. LCE Solution A(B% SFAIEYEZ, 0.1% #4H9F solution B(95% FAEUEH, 0.1% HiH9 &
= o) 1208 EREke] & 150% wob wElskelen, ARgE 4 AHE AQUA C18(5 um, 125M)& ST
A 75 pm, A7 360 pm, Zo] 50 cm¢] fused silica capillary columns ARR3le] FEelol= EdHA =S
gkt 28w #Melol== 2000 Vo HAAEF o] 23} (electrospray ionization; ESI) HPS o]&3&le] o
BEALel o] ou|E (ion emitter)E WA 20 pm ©]& 2~ # o] o|nE](tappered ion spray emitter)Z
) dFgEArI® Folste] 2HER dolHE 583t Orbitrap MS w41 400 ~ 2000 m/z *H<]el thal
2 E3 NMSZ 1919] survey scan(3°3%E 30,000)& 438 S HCD(higher energy collision dissociation,
256 AU @) W2 B Orbitrap MSE o]&3te] 8o MS/MS(EIE 60,000) 4 F33Tt. 539
dynamic exclusion optione F3| FT5E FEO|= o] HES HAsH Y. o] EHC Auto gain control
target setting< Full MSo| thdiAl& 3E04Z, FT MS/MSOl thajr+= 285 AREstgith. =3k RAV dlolgl&=
Sequest algorithm 7]¥Fe] dlo]Ejwo] 2 4] A EoQl Proteome Discoverer(Thermo, USA, version 2.2)E
ol &3t A A4 B Label free AYF A4S FI5QITE. HElo|l= WHS A|ZHQ ] =wd s}
(cysteine carbamidomethylation), ®E]2\ AF3}(methionine oxidation), Bo}lu]=3}(deamidation)® IAHH
Hygog 3t E-Al HAT trypsin misscleavage) & "1" #kS ARSI, A E dolEHo] A= HA
swissprot sequence DBE AFE3t0 o™ | Label free quantitations $8te] HElo]= o] AL Z o] &3 A
BAS Fstgrr. TA4E WMAES Uniprot accession numberE query® AF838}il, Database for
Annotation, Visualization and Integrated Discovery(DAVID) v6.7(http://david.abcc.nciferf.gov)S ©]-&3}
o fFHA 2E=ZX(gene ontology; GO)Z AME Al¥-(cellular component), #2} 7]%(molecular function)
o AESHA FA(biological process)d Al BofE  BAEFOW,  Pereseus(http://www.perseus—

framework.org)E ©]€3}o] heat map, clustering #41 @ Volcano plot #4418 F3&%ch.
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FAE-23 4 E2 K(ubiquitin-conjugating enzyme E2 K), 28 kDa &- % AF-¢bA ekl 2 (28 kDa heat- and
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17), HIAAPE HA JhA] 2R} 5(eukaryotic translation initiation factor 5), Y-box-ZA3gF A (Y-hox-
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EH2

UP-DEP in Patient (25) Down-DEP in Patient (27)
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EQQBRAz _:Thioredoxin d:‘)main-con.taining protein 17
;PSSOID’ Eukaryotic translation initiation factor 5
'P16989  Y-box-binding protein 3
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P45974  Ubiquitin carboxyl-terminal hydrolase 5

PO1034  Cystatin-C

1Q86VB?_-._21 Isoform 2 of Scavenger receptor cysteine-rich type 1 protein M130
P16949-2[ Isoform 2 of Stathmin

Q?YEAIG_ ~ Carboxypeptidase Q.

P16112 | Aggrecan core protein |
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