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The invention relates to DKP-based prodrugs from which a parent drug, such as semaglutide, is liberated
upon conversion of the prodrug under in-vivo conditions. The invention also relates to the use of DKP-based

prodrugs.
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The invention relates to DKP-based prodrugs from which a parent drug, such as
semaglutide, is liberated upon conversion of the prodrug under in-vivo conditions.

The invention also relates to the use of DKP-based prodrugs.

[FEERIE ] 1
QR PSR

F1H - 1 HEHER

FCP-069448

112117140 FEHESE A0202 1123122895-0



202346324

CELERIEERSY
QBN LI 8% K HO R
[ S 32H A ) Prodrugs and uses thereof

CRREED
[0001] ASEHARARDKPZFIEELL K R AR -

[ Serikif]

[0002]  AUEERLflq o] {50 FH R 2 AR WA e E R B R B A G R B &
Yy o —BAUR I% (DKP) Z Fil 82 2 Fil EA4R0E (F150 » 72 Arnab De ~ Richard D.
DiMarchi - 2E PG4 T ERZ 2B 820 0] {T1ER5E » International Journal of Peptide
Research and Therapeutics > 2008 > 5143 > 3 » 52552628 « AT HEME
gL H AP D E MY RS th SR BB FraH R 2 B R B AP RON B
=

[0003] {KWO2010/071807 R eI R EB AR R IEIKAY AT ZERECY) » H
% A L RE 48 PR B A SR S AE 0T A RsESS T DUSE -

[0004] {KWO2010/08060555 L+ 45 Fi e P s 415 22 L B 2RI Y R B
ZMEE R RETT

[0005] {kWO2011/0892164 it it HE iR & R BEVIHY K 2 miT &% o

[0006] {KWO2011/16301255 i~ -1 R B R S R K AT AT EE SR ECY)
% A L RE 48 PR B A SR S AE 0T A RsESS T DUSE -

[0007] {KWO2013/127779F0H e AE i & 2R IR A B FiTEE

[0008] {kWO2014/1524605 it~ E A 1 EHIBZ IERHAVIK ZAi2E -

[0009] {kWO2016/049174 5t =R 5 2 R B B Z AR DY i B2 S

\
/

1 > 459 HEEHRAD)
FCP-069448

112117140 FEHESE A0202 1123122895-0



202346324

Yy Koz RS KRS RTS8 B CRIBRAZ SR IS T DU SR -

[#IHNE]

[0010] GLP-1ZRS sz FFY G MRE - HAl» D/AgHKRT
H] A Y AR GLP- 152 RS e S5k 9] - B RAREESER/ DI — B a5 2 AT 52
BENEEENE R EEREBY - DRI EGEHGERR DI —ReyO
AR GLP-1:ZBG (e BRI R R ERR A T S R BEIHAY B RTUHE « RUEERT Al B i
SEVIREE - O ERE SRR ERVGEE SR > PIHANEEGEE—X - K
SDRHA R E AP IERIATEE > Pl - RSB —ROREGEE -

[0011] FREE—RERT - ASEIHRANN ZUIRYATEE  X-Y-Z - HrpZ B[R R14e
HIEAPX-Y BDKPIEER 7T > LRI IERR N R N T (EE2E > B2 FH%E
{EDKPIZREEN I HEAL - JOSE _REtk T - AR AUEE(E A (E R Eey) - AL —1)

iR > ARHIRH R A ECNEBEGE NI (L =AYATEE - HEE
B SR Ret T - AR E AN EEGEE— A B
HYE AR IR ATEE - B s (M - fE S —(EUReretet - AR A
AR E O ARV S ERTATEE « AR A AR BR M E By a7 T A
1M 25 S #E—25 R -

)
e

5

wi'

N‘

(QEBRGLEEEED
[0012] [E1] : fEEEM R OREEEER - ARH LRV ERIEMATR
JEE (BLRSF AT AT EE D 5

(&t =]
a2 lES

B2 > 459 HETHRAD)
FCP-069448

112117140 FEHESE A0202 1123122895-0



202346324

[0013] ASFHGBIE P L PR —ifER A - PR 2 BN AR IE
PASTAZ T BEA -

[0014] P - mEFEEAFEHHE 2 GyiEiHE . S8R T LR
5% o {400 ¢ a=alpha ; B=beta : y= gamma : &= delta ; &= epsilon ; o= omega ; %
% - HE > AEFESNEIE "oy TR f170, pl=ul > SEiuM=uM - {EEE =B LA
B T fE A R S AR AR AVE o D BRIF(EERIAE R ST
EREEIPANlRE B2 EAER - IOESRE " LaY ) T HER
HEAR Ry IbtE % AsZ (eI EEERNAVFTA B EE -

[0015) ASEERGAREAFTIIZRERTAIEE - (a0 REE—X Ok
4REE o NE—RREET - ASEIRRAN EFESIHVATESE + X-Y-Z - HAPX R AR - H
RY {5 E PN RTEEAC 2 BF4H - Thz & D-Thz » DA HFZEFEGLP-120K 5 5
Fii 8 ~ B ERE2 Fulhey 2 - BRElElr - 1N AR - ARSEBHRRAIN A
HH <~ AIEEE R BBy -

—REE

(00161 figst ' by AT RANE S TER > B {EEY ) Rtk
HE S LGB EYEREATE B L/ NEILAt - AT EA A [EIGEELIT - TG
e REEE TR STRER - fiosE T (Ee L WA T

AUEE - ABHEESYAHER R TEEY > HitsE " (EEY) ) TREAGHE R

g2 EMHRA 220 o ORISR RN WA S R E R LA LV BC LR 82 o] 1%
2 88~ Bl el -

[0017] figsg " Ak, 2k " ZRRFRHT L A A e B AE AL B (2
RS G AR Aty (E e E (M BB < (B EY) - MIsB KA EiitesE ik Rty
ng | EHE ) SR -

%t

53 H o 459 H(EHRRHE)
FCP-069448

112117140 FEHESE A0202 1123122895-0



202346324

[0018]  {fisEr AL FEA S ol B 2 b - AR 2 R B e
o SRR — S BB (b - 2B (LT B BRI - R
MR - /SRR ELBRIR A, © BRRBEELA - G - RU/BCHOBR L TTHa R T 2es | -
R R > SO R ) B - AR LD O T
FRES (L TRRALRG ) S TEUR ) BEE(L - EiRE TRIE, S TREE 1
e PR A B AR BB 2 (L0 SRR M LB 1] > BT
B SRR (L - ST . BT 5T B, RE e (R
P IR (LAY > SRR 257 » I B B
L P R -

[0019) #i3E THTLEY) | IEEHS(LEREATS L » b —(Ee S (I
I (s S KT FE 1] » B0 > S Lyshe- R LI g - 75— BEHED]
T ABRLEYEELTEY - HE M A B B A — (% (F
PRI AE 3% S B Y R P -

[0020] #ii3E TRPRIE 1t | FIRASCHS (BB R (B - S HOR
HE S e AEA R L B U A AR © It TSR T i, o A —
M FEB B ET A0 EE » JRE > 25 (B RS- R 100 BIEL 4 B85 [FRE 5s
] » BTl — MRS 2385% « A SR TNT El 0y > — (RBesels F > RFF 51

(R AR TR R BT LR | R/EEE T Bk R,

10" EE¥T | 4B Needleman-WunschJE B £ - 5% H B R {4507 Needleman » S.B.
K Wunsch > C.D. > (1970) » 573FEYE2HAH] - 48: 443-453 » L) feMyers 5z W. Miller
A R P Y REEEL " CABIOS (AEYRIES A FEIHEIER) (1988) 4:11-17
i PR o SRR T AR TS SE I BLOS UMG62 R Ay R[] —J4: A -
DR S ZE B S — (R ST T3 By 12 SRR By 10 - LU 4
FEEINITREATIA-2 » SRR B0 «

54 H > 4 59 HEHRRHE)
FCP-069448

112117140 FEHESE A0202 1123122895-0



202346324

R
[0021] figsE " Wkl | FIRACSCIEE I AL - N EIEE B B TR M A
KRIFEEEFEMI ER & - ffist " E0ERIREER ) IRASOE AT
S TR Y 20(E R AR BE - fiosE | JRE O E R AR FIYASC
FHARFEFREER RV RN (E T AR - » PR RRIRA: - Bl
ARASCEZIRFPFIRY BT - alEm et - HEFEHE - R/EdH =
BT LA - B AESE 2 FRAL H AT R - T REHE
YCERRIBRGHY A SEIRIN & SRS - FERRAR R B f5L- R CRIES1TIE) - OF
AAZREEYRIFEE BRI E HIHRIR] - THENE - S
ELYI TR R R ALY T IR BRI ) BT EYRERIAL A AT A R A RIS R Y
R E AL E] > B0 > A0SR —(RE B B Lys sD-LysHy (s 25 | - RlE sz
Flle-RaBAE - AR —(FE I HER OBy I A E - Al EE R R 0-Ra A Ak
» DAURCANESR— ({8 5] o7 2 £ Dabry (s B A E - RIEEpzfly-Ra A5 E -

Rl HEASBRHEESYNIEEL BRMERERNIERHIE TS

P EL IR 24T P B 7 44 TH &EiE

|=Nd Orn HZijw‘/
(25)-2,4- R T & Dab Ng\'(
(4R)-ngemi = — fiF-4-¥4 1% | Thz (SjY

555 B o 4 59 H(EHRRHE)
FCP-069448

112117140 FEHESE A0202 1123122895-0



202346324

(4S)-MEEMA5E — Fi-4-#2F2 | D-Thz <s\_
: OH
Y
(0]
2-fr AL T R Aib HyG CHa
{_ _OH
HoN
0
Hﬂxﬂ%@g Sar OH
N
CH; O
GLP-12%}k

[0022] fig5E " GLP-1Z2fk , AR ACCfE Hgeddi & £ GLP- 1248 K /50 E 1
GLP-1Z88HY MK - #5 < » GLP-1Z K EHESER ' GLP-UEM: ) AYZ K
GLP-1Z kA& & R/ sE (AR Y 248 - RIA BB IRGE & R/2E (EGLP-1
RS EISERGLP- 12k - fgm L apE L L T2 G E AR - R T
S EGLP- V2R B (F AR E B A - GLP-1Z ik & 554 M 2 BIGLP- 152
Ao A FHI R Bl A -

[0023] fig5E " GLP-1Z8G (sl A e Hgedd & £ GLP- 1288 K/
BOE(LGLP- 12880 {E&Y) - #Rr)ahal » GLP- 13288 (e 8B EER A A " GLP-1)E
M o GLP-1-ZRS e s0i AT By 2R o TS ZRAVAR MR > B0 - /Ny 1~ Bk
PURREKEAET4H S » GLP- 15285 (e 008 AT ELis HoAE & {LGLP- 12 A8y —{[# =2
EiFa

[0024] figsE " GLP-VE{W)  RIFYASCRE A HREZR K- 1(GLP-1(7-37))
HVRRCIPICEERS) - AGLP-1(7-3D AR FPA IR B & FFIRSEQ ID NO: 1 -
GLP- {0 R B e e 5 A A GLP-1(7-37) H A — (B s (MR AL Bk - 3%
R RIS (b TR S BB IR ~ R BEmIbR ~ Ko/siia B BRI - REBIRAVRZ
E By 2 GLP- VR FEIR BB B -

56 H o 1t 59 H(EHRRHE)
FCP-069448

112117140 FEHESE A0202 1123122895-0



202346324

[0025] figsE " GLP-1£14:%) ) AP ASHEE L2 EARHIGLP-1 24k » K
—(E I E B ZEGLP- 120k - 40 > GLP-1£T4E Y il —(EE
2 EE A I E S RGLP- VALY - GLP-1{TAEVIVIEIRFINE BRI AR EE
fik

[0026] f—EHERIT - AZFHLVIEEGLP- 120K - fE—EHEHIT
GLP-1Z N RS EIRHIREEREFPF - fe—8HfT - AFH L&Y EiEGLP-1
2k > H iz GLP-1 % ik B GLP-14A (%) » H H o1 5% GLP-1VE (U AHE L
GLP-1(7-3NE A 5 2% 3{Ea B f% 2 (E(SEQ ID NO: 1) - fE—EHEHI » ASEHA{E
BYVEFEGLP-120k > HfaZ GLP-125 ik & GLP- V(B » H I3 GLP- H{EY)
MEHGLP-1(7-37) B A i 2 2z A% 2 (b(SEQ ID NO: 1) » fr—8HEfF - A
HINEEYVEFECGLP-11T4Y) - AAEREERGIT - FTAGLP- 1LY RS
K -

HAE

[0027] figsE " ERACES S RIS ASL - FE LB 2 ZRAVEL ST - filn -
i 122 22 GLP-1 22 IR BT 22 GLP-1 5 fikEY KA - SEAIFAE A E &Ry
AR > Ge R DKPR RGE T £ — Bl o7 o A5 AU 1 2 2 KK - ]
2% SRR &y | AEHUCRY ) o E UL ERTRE 22 D IR B TR ET - 24
DR RN (i Ry 1A ) AU - AURE B — 2SI A E RAVED S
s FE oy a et Ry T UREEE T

[0028] HUE Al HEEPNRIEIMES & e e (b e Emi
HTERR - WAL A R(E SR IR T Z R BRI - NEtae(beil
HEH ZSERVIERISHEELREIU BT 2 EEY) © NIE > s HUCE - A8
mE > JRHiE R TBERSeE Y HEMREIHEER T BRI -

7 H > 459 HEHRAD)
FCP-069448

112117140 FEHESE A0202 1123122895-0



202346324

WAE T EERFER A B EE &S GHYEN T HASIE R - 528070 il e &y ' i
RF B EREY o BUE ] DUB B A BB E 1 -

[0029)  HfCE: o] BRI R 73 R B 1 22 IR RE Z PRI D 7 > 8430 73 1]
fefm R AT o AT T ELFEEUE S BT - BRSSO TE Y
DU HFNE S THERIEE - fl > DMEESNEOREYARNE - 8
THIBGERY > feiiiE ik T LRIV G R BRI -

[0030] FIBCRCICE R o7 Fesfisd T e HM ST B T < a4 R i i B AT
RO AHY— - B0 > -CO-"EigHE: ~ -CH2-Ef5 A - -COOHETER
B ~ DAk T- ) Efadk @i - BUCEARETHVIRRAIME B BRI R2 -

R2 - BCE B TTHYFERREHE R B

2189 &
{EE m
Ho n ¥ Hrhn=12-18

B2 | gy
NN

B3 :
¢ j@

B2 4 oo
An
H (o)
{EE2=05 ‘ o
"1{ ~T NN
[ e
N
LY
ey o
N
LY
HO

558 H v 4t 59 H(HHRHE)
FCP-069448

112117140 FEHESE A0202 1123122895-0



202346324

(00311 s MR NSy FIFYAC ks gm0 2 30(Hi B T BB e Ry
SRERRIEHT S 9805+ (R BB TR 16 FLU720 o ASCIERAE ST £ T
SCAEFEITE TR | SEI R TR L 5 B A
HTRRRE RO (R BhURRES - BIOIEARI (L e - BRI
BAHTIR AR R0 (PO (LR BB R BIE EHS » FARBI S S F s
VLR BN e T B TN M B TR ML 5 B (RIR) 6+ (Bl (e
3 (LR ) - B IR L 53 TR B By (L | B
.

(00321  fE—BERERI » A-SEURT LRI 2 — IkATSERT SR (L -
(EASIR—EREHIE » RIS AR - (oA SR — BRI+ - 2
L 0 U IR B RS LE BT 57 - {E A UREy—BERER+ » A
RAETBIRS M4 (R A TORRApk B (LSt LR t2 - fE— B
0 (BERIMINREI2 ~ 14~ 165018 « fE—BFHERIE + (LB IHINE 145016 - 15
RHIBE— BRI IR EEREE L TR BRS¢ (BBt
3EEFR AL - (EAR B —BHEHIT - I BRI -
As-As-As-ArAi-* RID « FEASIEHT—EIHEHIE + SETIIHE EX I8 - (2%
HY—BERERIAE + A(ISEE FELLU T FTARAR 2 BEAR ¢+ (EERRE3 -~ {LERt4 + (LERS -
(LEFOR (BERT » SRIRAE « (EARIBIN—BHEDIF - AR A S — (AR
OB DL T FTAEA BE4 ¢ (L33 - (LERta R (LS + SURARAL - 1EA %
BRI AR EEFIT S « (EARIBHT— BRI - Al
AT B4R 2 BEAE © (EER R B2 « (e 4SRRI —BERERI & » FAEAs -
s~ s~ Ar~ AEAEREREE TG -

559 H » 4t 59 H(EHRRHE)
FCP-069448

112117140 FEHESE A0202 1123122895-0



202346324

JZIE 3

[0033) flosh " AUZE ) AIFSASGEER AR DR R M BB R B2
BT LR LA LY MEER A SRR - iosE | JRAI8E ) RNASUEE
AR LR D AT AR Y SRS M B B - flosh T EME ) ARASCR TR B
iR AR LA R R M EO R R T A b SRR A SR A A -
(B3R AERVERREE R B E ) - T EEEH] ) BTSRRI E —F
T BB LSRR AV E R o " E(E=l ) thalfe Rdn  prdt £ 45t
TR B T s R A B

[0034] SEEEHYATEE 2 BE SIRTHIIRVRE ZEELE M - B40 - HoA 3R P
M HYEEE N - (EH AT S TRIIRYIER TSR » BRSE 2 PSR Ra AR R 2
SEMEME (DT B RS H R © & TR AL AR A SR g i (i Ry 25

BRI o HUEE a] A IR Z R Y o N ER (B B R FTHTE HEAE

T az AL A (o rh B A B e > YR AU 4 B2 RO 2RI © Wit 2 53T N ER
(EAEA BRIl A B R IR OB e - B4 > & FHIRBRI(DKP)ZRL ©
S HDKPIE R AT (LAY ATEE D > [RAT SR (LR BRI IR 77 & " DKPE AL
Ty 3 o ASEIRRYRTEE AT AEDKP R 7 B IKER 77 K SR B SR R i B ] 2
HAWRHIRRR s - B b1 =l 2 2 DKPI R UGS A E T & -
40 - RS A (P T AT R 5 L FH R o BT D Y DKPAE R 73 B IR

o B(LF T A2 ZIDKPI RED 73 AT S & R AL B2 A HE e B BR RIS A B
P & - B0 - Pl S A b e R AT 5RE v (55 R L FR R o AT s Y R B B T N g
R BRI A IELS o DKPIERLED 73 m] Rl 122 22 [R B S5HY IR AL {f - DKPIERLED
oy i LR RS MY — B S BT - B > LB RE 2 REVAL(E - DKP
FORER 73 A Ry o i B i SR VARG o A SR EIEE L C B LIIRRE RS
TIETT o AEASEIH . —Ref T o A 2 gt & DKPIP RN 77

s o

_f

ml

1

l

510 B » 459 H(EEHRAEE)
FCP-069448

112117140 FEHESE A0202 1123122895-0



202346324

[0035] MINEEHADKPRAES 7 B M Ry JRAVEE 2 RIS B I Z A IH b
YRR EPIRIE AT T AL ¢ N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F& Fx-4-(17-
AT TERANE) TIREIME LS & L8 & R EIRA LR A L8 E] L
BEE]-N{e}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F& 7-4-[10-G-FR B R 24 Rl 21 T
IEEICEREIZCRE]l LR EKHE REIZLAE]I MG
E:|Lys-Thz-[Aib8,Arg34]-GLP-1-(7-37)-fik - {EAZH L&Y > DKPERGER 7 BLIE
LysPEEAMIThzF Ak © *[2-[2-[2-[[2-[2-[2-[[(4S)-4-F2F-4-[10-G-FR A E)

]E%

s
)
s

E\-

el
B THRE A L8 LSRR MR B L 8 B L 8B ZFRA ) AYER 70 4
4% 2 DKPIE R 77 By Lys B AL e B AL E] - JRAYVEEZGLP-1-(7-37 () » K
B BESH AR LA R AT B 344 Arg B » H A [2-[2-[2-[[2-[2-[2-[[(4S)-4-F& 5
A-(17-ZRETCIRERE THRE IR L SR LS LBEIREILESE1Z
S L BREL] B A AR (L B 268 Ly sTE AL A i EL AL (L S0y 45
HEAHA T

N

? o\/\°/\/NY\I j\/\/\/\/\/ \Q)L

(o]

o} [o]
H H
tﬁo (j}’_/qj/ EGTFTSDVSSYLEGQAA—N\)LEFIAWLVRGR—N\/U—OH

HCCH

\[]/\/\/\/\/\/\/\/\)‘\OTO/H}(N\/\O/\/O\)LN/\/O\/\ o /:;NH

[0036] AE—Ehafl+ - ABIULEY) HATSEe HES S22 Fa[ Rz 2
Feeilahs - fE—Ehp+ - AR EaERERAL « X-Y-Z (F) - fEAREH—
Bhaplth - ZRFEAEE - fEAEIHE—E AT - X-YRDKPEEER T « FE43%
HHE—E R » Xl AR o AR AR —E O F » XGREEE LT A
7 BE4H * Ala > Arg ~ Asn ~ Asp ~ His ~ Leu ~ Lys ~ D-Lys - Phe ~ Ser ~ OrnfzDab o
TEAZE R —E O T - XAl - FEARSHN—E AT - XREE LT

511 H o 59 HEEHRAE)

C

FCP-069448

112117140 FEHESE A0202 1123122895-0



202346324

A2 BE4E © Lys ~ D-Lys ~ OmZDab. 7EASIBMT—BREHIE + X Bt -
(EASEBRIT— BRI » X {505 DL FATALRE 2 BE4 © Asp ~ LysBD-Lys « /£
AT — BRI - Y {398 & bl T R4RAR 2 B4R © The D-Thz « {54880y
—EHEI P ZEHEGLP-1 Bk « {5 A S — MG » GLP-1 S BRHINI
S5 BRI S Y © 10 A ST — B MBI » GLP-1% BRATNITE R
His « {40807 —BEHEMIF » GLP-155 ik A GLP- V() - {EA S IRHT— BT HEp
o+ GLP- D/ ERE A GLP-1(7-37) AT 5 253 (I HE 2 L(SEQ 1D NO: 1) -
(EASIRIT—BEHERIF » GLP-EWMAEGLP-1(7-37) B 5 2 (I E
{E(SEQ ID NO: 1) « {£ AH BT — BEHERIP » ZEGLP-1674) - {5 AR — 8
HERI - ZE R AR « fE—EPHEEIT - XTTEEHE RIS - SR A X
BT » X {508 BL AT BE4R ¢ Lys ~ D-Lys ~ DabfOm « fE—
il » X4 LA T FTAR A2 BE4H © Lys ~ D-Lys ~ Dab ~ LUOm » XA
fotk -

[0037]  fE—EEHERIT » AH T (LS5 E L T F4RRE Y B4 © (22
78 « (LR + (LER10 + (LER 11~ (L2012~ (LEESR13 ~ (LEESR14 -~ (22
215+ (LER16 + (LER1T « (LBR1S - (LBR19 « (LEH20 « (LB - (k
BB22 - BEE23 « (EERTR24 ~ (LEESR2S - (LEESR26 - (LEERR2T - (LERR28 -
(L8229 « {LEER30 - (LEER31 - (LEE32 - (LEB33 « (LR AR (LERR3S
SUHSEEEER T 2 B - MESURER - BRI - AR AR AT
DUTFTAR B BEAE  (EERt8 « (B0 « (EER10 - (SR ~ (BEt12 -~ (b
BB13  EEEa14 ~ (EEBSRIS ~ (LEBSRI6 - (LEESRIT - (LEERRIS » (LEERIO -
(L8720 « (LRI « (LER0DF(LEBR23  SHEHESR AT 2 5 - Bt
W © A5 —EPRDI » AT LAY R LES -

[0038) {E—EFHERIT » ASTLAYIBILEO - fE—EHERIT - A5

o7

12 H » 459 H(EEHRAE)
FCP-069448

112117140 FEHESE A0202 1123122895-0



202346324

HLeP R{IEEP0 - AL—EHepIT - ARV RLeW1l - f2—EHH)
o KL SV RIEEN2 - fe—FHEPIT > ARGV R(EEDIN3 - 1£
—EHEHIT > AFH eV REEYI4 - AL —EHEHT - ARFLEYI RLe
YIS - AL—EHHIT - AR EEYIR(EEPI6 - fE—EHMT - ARIHEE
VIRAL PN - FE—EHEBIT > ARV RGNS - fE—FHEHIT - A
ZRLVRIEEYN - AE—FHEHT - AW EEY RILeY20 - £—8E
B - AL EYIR(LEeY21 - —EHbT - ARt eY hbay22 -
FE—EHHT > A eV R{Ea23 - Ae—EpT - ARHELEEYRIE
a4 - AL —Ehep - ARV RIEEY25 - E—EHEHT - A
VIR b EP26 - fE—EHHT - AR eV R{Lay2T - f£—EHhlT
AUV RLEY28 - fe—EHEAIT > AFH LSV REEY29 - f£—F
HEpI - ARG /LG Y30 - AL—EHERIT - APV R(EEYI3L -
HE—EHHT > AFI eV R{IEEY32 - AL—EHPIT - ARHLEYIRIE
EI33 - AL—EHeHIT - ARGV R(IEEY34 - LE—FHEHT - A
YR EEPI3S -

BB HK(Semaglutide)

[0039] ZHEEMR/GLP-10T4EY) - #HEg AGLP-1(7-37) » REBIKH AL
BEIEFAb KNI E34E A Arg » LI E26 2 LB 1% 2 Lys (5 Y HUA
B REGIRAY I A B P 5 (6 & {2 B2 51 2= o B AT 0 A SO i

" [Aib8,Arg34]-GLP-1-(7-37)-fik - REEKAYIE AN 5 RBGLP- 121k - RIEE
IR B e B B2 P 51 By GLP-1 52 7% (e UK © R BB TR AY B & B Fe 51 B B A
GLP-1(7-37)tHEE B (e AR 2 ERYGLP- VALY - RIEERHIREEBE 5
HEMEEINFYIRPA - SEQIDNO: 2 -

513 H 459 H(EEHRAE)
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[0040] REEIREILEELTE RN-e2-[2-(2-{2-[2-2-(2-[(S)-4-F& Fx-4-(17-
AT EHRREE) T REAL8E) L858 JMEEILRE ) L8E) Ll
Z1[Aib8,Arg34]GLP-1-(7-37) »

[0041] = %ﬁ' FREA DL TG

NH
=
" o
w1 N ) T o L
OHsc” “CHy
o
HOW\/\/\/\/\/\/\)LNH
Ho \)J\
o M o o~ \/\O/\H/NH
(o] o]

[0042] FREEMAVFEF AR LauF A " — e MBI 1
(GLP-1) SRS EIREYEI" - BE(LEHIT] > 58 - wIT18(2015)
7370-7380H ° ZREELIE RsOzempic® K Rybelsus®FH & » HLUGH2RIBERR A -
LUk Wegovy® LG IE MRS EE R - REBIK I EMTESE T BAEE R
RkE B A AR R - ARG WO2006/097537% -

[0043] ERESMN ARG —EEARFZ - RESIFHO0zempic®
HYETESE > H R RS AR 2B B PRI Y i E ST 7 4% - BifE & R e — el s
[ o Ozempic®HYFHESAR R EHE—K - REBIK/ERybelsus®FYEMESE > H
Fo AR A2 BB PR B I i /8 - Bt e KB g — e Al B IR © —RLASE
Bl R4G &%Rybelsus®—KX - F L R&GFHE— XAV AR R H — KOk
GEETERUENEEENNE R EEEBIE - RESRAVEEENEE—RO
IRAGEER B mER » BRI ERVATEER T > — B H SRR AL & EHY
HARELRREEIN > TEREEMEH TR —RORGENEE - 565t
R E IR EER B n B A R B IR E YIS - A —EHA T > AHHZ
BRI R BRI -

7] &

+M
wi'
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THRERFIE
[0044] ZHEUEVMHLEYZIGFEAR AR 2B A EE L8V 2 IEE
PHEEE > BIanm i EEyE DB A E ek T LeWRETIIE 2 5% - Args

ORI T g a8 - PIERE SN B O RGEE—X - |
TRIFAISEHREE EHEN RIS 2 YRV b=l > HiER 28
(E-FEHTIR T LGB BN ESREE T RGN EER T —20) - AIEL TR
RIS 2 FE B (O R EE 2 PRI BIRVEOR =1 > R a I
AR T BB SR eSS T E(GINEERA T —20 DR TA]

HY 7 P PE(ORE T  HAE B B e R R 2 BURS IEER AR )T > H R 2B &I
TRAEYASMETR T LaEE T ORIE T (nEsAORET—X) -

[0045] HRIZSB—THREREE: > AU EEYIEA AT R (-2 - B
MBS A AR ER TR - RIES _Daefetk - AR boY B R ZE ]
BN EIRE AP =IIAR - fluEs R R ABREER TR - IREE=
LHREREEE - ARR{LaEAMEN ORAEYIA R - BB ST A Ok

=
&
K

D>
&
—H
i

7T -
{5

(0046 BT Lk By Sy 3 A R T FE L SE A T LU (- 1530
TR, A SRR I (LIRS E AR TR BRI E -

E1EpH 7.4 K 37°C T EHIF - B RS EIRATEE NREE O a2 —XayEE(b

PEHITHEIR3.0221H - EfepH 7T4K37°CTEME - REEIATEEN NEE
AR EE— R 2 (BB - =T /3.0 141 -

[0047) A &% a] A1 Ui IR B L e ey o3 P BR (B 1% 22 s B S /Y 4

b TETTEZ LR (i R e - B R AU B B2 R I 2RI 4t o3 1

515 H o 459 H(EEHRAE)
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NERALA AR BRI T ] 364 B 2R IR AR - B0 > & FHIRERH(DKP)
ok - ALK DKPIEER M B b ArgEny - R i R Al Ry Bl 7 1
DKPIERER 7 » - CHARE T DKPIERE 77 < A > BT E-F5=
W TS - SRS AL RIS T —20 » FIaEBDKPIAER 77 2 77
Takat o (EATEE VBB AR EGEE S RGN - AREEORET—20 -
[0048) E(b-FE=HIAIAERRINAIE - Pt pH 7.4 37°C TS E © HiSE
Z ) 2 B AbF R R AT AR i A I E B8 B = IR — i A T LUATE © f£
— BRI T > ALV RATEE - ALARIPF—FHEH T - ERVERRIMEpH 7.4
K37°CT > pgEE A g 2 RS (L 2 /D 3.0 0 - AL A IA—F 1
ETVERRSMEPH 7.4K37°CT » g E A pss £ R s (b P Ei13.0221H »

BEER3.0%14H -

I

Bk ]

(0049 375 e Ees h et P 4 B 460 - LI WDt - FL B
RGN« SBIEAIISE TTRG B T SCKIRES |« A0ACSIRRFE » 8 T 4ok- 1588
B R LRIS E (b A A e 25— TR R - i DAL BT 0
T B BB I B TS TR R - BB (B AT SRR TS
B A (T 3 2 L AR ) - PR AR A
F » BEVErD B NDTRAL - 2 (E B ATEEL T0S » [EARUEESA L SE At TR 5 T
BEHEI AR B | - ERRAR > 0SRAERTEEN LT B RE T sy
SR ) B o e A (R [ A SR IS4 SR

(0050 5k frpgeE IR » 8 &7 AP DU IR T — 2 Fr
S ST >80/ NS SRIEEE SO0/ NS SR EE B> 100/NIF « &1
PROTFED R B ALE T LA O RIS T — BB 4 A B o]
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Fy<250/Nf > BUEHER] Ry <180/Nf o EAEREIRFETAER; - WEH NP LUE
HH— RO T Z PRI R AR - 2 & [E 0] 902250/ NRF > BB ki E 1]
510042 180/ \HF -

[0051]  FPEAIRIRS AP R R ORFE SOl E - BN EIRVE AR 2=
ST AN s F B E &8 AR P Ry — i 5 A T LUAE - AEA S0 —E B
B A ATER AR BRSO A T E AL R R AE T HIE RS By >80/ N - A4S
W —EHa I - AT RSB IS H AP E AL R (58 T HIE B By >90/N
R o ALASFIH—EHEBIT > ASFIHRTEERT B IR R - = E A 2R R FE oMl
TEF B> 100/NKf » AEARFFIH—EHEHIT - ASZIHATEEpE 2RI A= E
FERRURFE T E R B> LLO/NEY © FEASEIA—EHEHIT - A FIagpe Iz Y
BRI E LR IRFE HORIE RS Fo> 120/NEF « (EAZIA—EHafI+ - AZE0EH]
SR R HY AR P B E AR RO FE FRIE T Ry <200/ Ny » A A —E )
B ARSI TR SR = E AL R IR FE e 2 <190/ » AR
S —EHE B - A 5% Al S e 2 By SR = B B AL R R FE T A E IR
<I80/NEf o AEASEIH—EHEGIT - AR BRI A= E LR R
FE TP HERS Ry <UT0/NE  AEASZIH—FHEFI T > ASEIHRTEERr B IRy e R
THAIE AL TGS T HIE RS Ry <160/ o AEASFIF—EHEHIT - ASEIHRETEEFTE
AR AP E AL (FE TP HIERF Ry 802200/ N o AEASFIH—EHEHIT -
AT AR BRI AP T E AL R A8 TP HIE RS 90 £ 180/ N » AL ASE
HH—EHa I - AT AT MR B oA = A E AR R 5 A e Ry 1202
160/\iF -

O Rt
[0052] LISV EEYIDNREHE AT g 2 FHE A A BRI TH BE - fla
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me AR ) BERTERICAYES 2B UIEENE T 0 AETE(EAAT
" RESI2GMEER A LEYRIEN T EIEE - © AHTZEAE - AR ORE
T2 B BA & O E (JRRD » CARIE T 1205 5 E 2 S RIETE R » HRE
ARV EFIFEYITEI 2 B MORE TR ZBIE - (e eIk sem Ko e Biank
zlg o

[0053] WOIACSCRRA - flosE " OfREYARNM: ) B ORE T RIbaYE
F 2B MEERNEE ST - OREYA MR IEORIE T2 &L S 5 E F
WIHIRERE » $m)ehsh - = ORI A O E G S IR UEAHRR - 220y S O
RAEVIA SN RBL O RIE T8 2 = a8 R R o ATEEny S DRI %
FAFTEE R WUEAERT  BEU RSN ERNE LR A SRR - O
AR AR 0 A T R LT SN - (8- [ 2- RO AT HH B AR It B =B s (SNAC) LU
ACYIREERS R HUHIE - 03y WO2019/149880 -

[0054) CORRAEYIA S T angoicys RS RIE O AR A=A i By — R 5
ETLUAE - fE—Ehaf+ - R baYEAsOREYARNME - fE—8i
B AR EYEFRUNZEEROREYAWNE - f£—E A
REEPLEYEAF N EEEINOREY AR - AE—FHHIF > A0
{LeEMERRREER 2 P —BEESWOREYARME: - f£—FHHIF > A0
EEYEAFOREYARME » HEGENFAFEE—ROMRSGSE - f£—FHH)
& AR EMEAOREYA NN » HA LA R HHIE 1HE FyCmax/Dose
[kg/L] - fE—EHiHIF » R EROREYARME » R RFRIE
3f73HI 8 AyCmax/Dose [kg/L] ; H:AFCmax/Dose [kg/L1%>0.10 » (B8 5>0.15 » (Bt
E>0.20 0 (BEER>0.25 0 HEEREE>0.30 « F—8HH+F » AHELLEYES
CIRAEYA M - N EEAE R FHIE I I E FyAUC/Dose [kg*hr/L] « fE—&iti 1
& REIEEYREAOREY AR - HRLAERFHE I E S AUC/EE
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[kg*hr/L] ; ELHHAUC/E|& [kg*hr/L]5&>2.0 » {B#EE5>5.0 > (B3 2>10.0 » (B

>15.0 » BE{EE5>20.0 °

GLP-13E M
[0055] g8 " GLP-UEM: ; FANASHE(LEYNE(LGLP-1ZE3HIEE

Rt - GLP-UE M aT #6548 £ " GLP-1350/7 | - GLP-UE M ]IE R BRI -
JRRIEEE MEGLP- 152 Beta MR AV PERE - BERFRIAYE I RIR AL AT AGLP- 152
BEAAERETE S AMPIE R AVAE 1) - GLP-UE M AT 2 L BECE - (L& WsES
GLP-1:Z 88 0IAE Tt v] {5 F(E BGLP- UEMEAHIE - IEiER S > GLP-1EM: 5
5 T GLP-UZESHIAINE | » Rk E M rT R BICs{E - A AZEGLP- UEMERY 7
AP BRMT I ERIRY > S AR BRI W02011/073328 ~ W0O2011/080102
K W02012/062803 -

BEHEE/ REAR

[0056] AZEIHIRBHHSASEIR 2 BHpE Ve B2y - flash ' IaH ) AR
AHEH R EEA NREAEHY SR - Jaktn] RFabitE - Piibt: - gt -
PHENE R/ BCE RN - BRI EIEL K Y R ASHIAERIAN - ATRER
ARG

[0057) fe—EHEFIT > AFH LW ERBYERE K/EFEORTAT
TZHEFRIA ~ GDACHERE ~ Gii)IEE RS PERE A AT 75 (NAFLD) K2 J T RS M AR AT AT 3%
(NASH) ~ (v).LIERA ~ WEERIEMERE ~ (vi)1g M B BsIH (CKD) ~ (vii)
T PRIF BHR 2 (DKD) ~ (viil) 2 FhHREIR (PAD) K2/2(ix ) Ui =1& (HF) -

[0058) HE—EHEBIT - ASFIARFFIEHREG) ~ (i) ~ (i) ~ (v) > (v) ~ (vi) >
(vii) ~ (vil) R (i) Z —BENEZEHY 7L > EEHEENEER T ARHANER
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(L&) » BN (FE S BT SIS L S S -

[0059] E—BEHEHIT o (LE IR R GRS T AT 2t fR
55+ DI HIHAE  2BURERRI - TR B - VEURERRS - JERE B R
HUREFR % - MODY (S A i o 0 S R PR ) R A AR R ~ SRR S HDALC
FyiaiE BB - 15— BEREHIE » (L EYIAERRSAROL MR - BIAIXE
3BE - BIRIBHEEE(L - LFVAESE - A0 - FREIE - PR - ISk - 5
S0 R B R O PR ~ R0 ERBEA ~ REREINRNS - R - MRS
BE - S AT AU - LIUEER 2  EEREZ - SR/sB 5
8 LR OV R - LR - BRI RS ZE PR  RTRE
55 1 (REAEMEINRRE (1)  £73R TR R /SR T et © /B (S AL
BT EIAREE « £ BEREBIE - (ESYRER TGRS B R/ T3 —(H
o5 (B RS S B R E A0 ¢ W AR RS S AIHDL 5 (/N i
FLDL 3 [#EVLDL 5 (I = s © [ EAEmEE ; FEEA 2 ASE Ha (Lp)
FIIAE AR, © HIEIRAS T 1A (apo(ADAILERY « 15— BEREDID » (b&WyaTE R
BRI RS MR (NAFLD) B3 EHE L AS BAT 3 (NASH) © 5 —BFHE i+
KLY ARR/ ST FTAT 2 2 HE » I » (SUE 5.0 08
(HFrEF) ~ o & 3 tH 43 5200, 5508 (HPmeEF) « R /5% 1F 3 U4 53 5 B 0, 5208
(HFpEF) ©

[0060] 1E—EFHEIE » AEETE (bW hlE R A ROEREE R/ 5 —
Ik 2 (B R T e E AR © DA AR Bt ~ R
(A8 - IEHIAAS - SFEMER - fE— BB » (LeAE R E RO
(EEREE -

[0061]  FIFAE (L &Rt 0T —(FEl % (AR N E My
S > BB O] « BRI « RS REREE - I HE Y
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IR - IEMEALDEE - B ERR R A ZAGPHERR] - HMG-CoAl [REEIHIR ~
BEWERRIZ AR - mMEWE = CheIHIR - $5EEHETR - W RTE
B~ SR FIFRE ~ BeEEE 2 A PHETR] ~ N R R 2 AGTHENR - BEREIEH S
B - CETPHIHIRE] - F25t 2 - PCSKOHMIHIR] - BNP K NEPHIIHIH] ~ GLP-1
B~ IREZER ~ il ~ BV - 18YZRE - s SR e ie sl - FHiE R
U ~ DPP-IVHIIHIE] ~ SGLT2HIIHIE o A A SIS Y0y S AT L LB

flrdl &

BEHERY

[0062] ASEIHRHI EAE AT b GV 2 B8 FE4H iV (L 1 o B SR
) - AL—EHERIT - BiEAbEY L RERE Y B eV — RS f 2
W -

[0063] ‘& AZIHEEYEHESSE R 280 - Bahasilis - LR BEas
TR IR IR B BEAE B AT NPT B il < E Ry T U

[0064] figse " MR, Bz ETEbR UM SRR LN RIEE S -
RIPEI] Bt ~ JEEMME ~ R/IEBEEEYE - IRIPEI N &1E
HEY > BIATE s ~ SR8 ~ FRRERT ~ Sem B K/ Bl RIEMEE 21T ~ K/
SR o B SRR R B E R AT RECY BRI P RO s - 25
WA EBRTE: (2Rl EIE ) ) (Remington: The Science and Practice of
Pharmacy) (401 > S5 19k (19955F) LRAZ AR EERUA) - B& S 2 BRI ~ 151
TRV B S - Bl > RAEE ~ ALK - e E - EER - BT -
M - EEE - PREFERFIEE B « 758~ R - & - Ve -
SROTARETH] - BEEH - FEIETER] - R ER] -

[0065] HfEALEYIZBEEENRY ] REREREL 0 PIER - BF
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K ER - KBS - BEEN . BFEA ARSI LAYV E SR ECY) i A Y O AR
T Pl — I EE AT - BEAASH L E YRR SRR LASER TP =
Blfhg - HA LAY REIR UG SR IIN-(8-[2-FC A R A I A BE P (SNAC) 3L
SHAD o BIAIHGIAWO02019/1498805;W02019/215063

[0066] AE—uEEHHIT BEAZRH L&Y B EEHNRYIR RN W%
{EEYIFER < ABE B S BN E -

BliEaE

[0067) AEHLEVIEHEF E) » nTEE IR & pom 8 - Bl
FIt-BocE(Fmoc{LERAYEIEIIL & R AR HoAth 5 & T AUl - 2 FL X0 Greene
K Wuts > “FG i Hk AL > John Wiley & Sons > 1999 ~ Florencio Zaragoza
Dorwald > “BEHA SR » Wiley-VCH Verlag GmbH > 20001 K “Fmoc  EIFHRK
&rhk” » W.C. Chan ZP.D. White4z#8 > Oxford University Press » 2000 - F Za&{t:
st ALEYIEE R B P2 #E B AR 7 A KB - B FE iR Gy e
BREEAPE NIRRT B8 & A REZE Y BRIz kY
DNAFFIATTE F40RE - R NRIE I 2 B T 4REaTIEIR I E 6 5 © KI5
PRE -~ IR RIS DR H 7L B BHK ECCHOMAR I - B & A IRRSIEED ~ A
S RELTAY) BT ORCA B BT o T LA o 52 RN HodgsonZE
N B EFHIFRAREBEHIILR B EE"  Chemical Society Reviews » 55334
SE7H(2004) > E5422-430F -

[0068) EEAZFTAY  HENERE GOSN ER D -

[0069] &7

1. —HEEERIEEY)

X-Y-Z ()

522 H o 459 H(HEHRAE)
FCP-069448

112117140 FEHESE A0202 1123122895-0



202346324

10.
11.
12.

13.

FCP-069448

112117140

ﬁi

Al

%385 5 M Thz &t D-ThzFr4A R0~ BE4H

BFEGLP-1Z01K

HESEEEE FulRez 2 - Beeiliahs

R E R E i FIHEEY) - HoX (%58 h LU NATaHp s BE4A
Ala~ Arg ~ Asn ~ Asp ~ His ~ Leu ~ Lys ~ D-Lys * Phe ~ Ser + Orn,Dab ©
B EA R EOHY b a1 HpX (%8 E DU NATaaR 2 B84H © Lys
D-Lys ~ Orn&zDab o

B EA R EOHY b a1 HpX (%8 E DU NATaaR 2 B84H © Lys
OrnJ%Dab

BRI EEAIH B &Y - Hor GLP-12 IR Nz 2 A B 5 AR
MriEsE 2 Y

R EA R EOHE &Y - HAGLP-12iRHYNG5 A FsHis -

R EA R EOHEEY) - A GLP-120ik ByGLP-1ER{LY) -

R EA R EEOHY b &Y - HFRGLP-1Z2 L EGLP- ALY - E1E
IR GLP-1(7-37)(SEQ ID NO: 1)EFGLP- VR B A 5 2 3 (o e Al 52
-

R EA R EEOHY b &Y - HFRGLP-1Z2 L EGLP- ALY - E1E
IR GLP-1(7-37)(SEQ ID NO: 1)EFGLP- ViR B i 2 2 e Bl 52
-

R EAREmOE EEY) - P ZEGLP-11744) -

R EA R EROE EaY)  HhZEREREEI -

B AR EmOE EEY) - KX A& RS 2 Y

R EA R EROH EEY) - Hrp X SEig i B A » HR RS

\

Ry
%

PFm

\

LHX
Lhy
Lh7

\

SE‘L

EE

EE

EE
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14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

FCP-069448

112117140

XiEr BUCA - RIXAREEE AT ATaHp 2 B84 ¢ Lys ~ D-Lys ~ DabJ
Orn °

BRI E A EEY) L XEwAUE - HRERE XiEw
A - BIX{REEE LA N ATl BF4H © Lys ~ D-Lys ~ Dab K Orn -
B EA R EOHY b a1 HpX (%8 E DU NATaaR 2 B84H © Lys
D-Lys » Dab ~ &Orn - H HAXFERAUTE -

RIBETACE AN EEY) - B GiE Ay A A E R 2
Lys ~ iliheh BAE 1% £ D-Lys ~ iliByR AR 1 £ Dab ~ 2E

OfE A B E 2% Om -

R E AR EROE EaY) - R EEE A ERIIR -

R E AR EmOEEaY - HhRAEEEERE 7Y

R AR EOH b &Y HR B E GRS — ARk g iR 2 XAy
R i AL A

RBERFLE R AHEEY) - AR B A Bl AR
{5z

B ERFE R AHEEY) » KR EE RS h Ll T
BRAHAVEN T B2 R 2R A2 -

R E AR EEOH b - H B2 E12 ~ 14 ~ 162018 -
R EA R E R AEEEY) » (L2 1HInF 145016 -

B ERFE R AHEEY) » KR EE RS h Ll T
BRAHAVEN 7 AEEEFB R 2R R4 -

TRIBEFRTACE A L&) - AR A ST

As-Ag-As-Ax-A,-* (FX1D)

H A RoRiE 2 XAVE

EE

EE

$} W} WEE
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26.

27.

28.

29.
30.

31.

FCP-069448

112117140

oA (38 DL TR B ¢ (EEERR3 + BB ~ (RS ~ (LE2
6 (L85 » SR FAAE

o Ao T A3 (IR L TRTARA 2 BEAH © B33 ~ (L
24 RALERS - SR

b AR (LB LA |

b AsfRIB E R TRTARR Y BEA © (R (E802 -

RIBEA AT E R SRIEEY) > HFEEEAs ~ As > A~ A~ AVARKERR
R ik G AHEAT
R E AT EE S LG > (L EPRBEE LU T Ardi R 2 B

dH : (BEEE8 ~ (BEEA9 ~ {EE25(10 ~ ABEEAIL ~ (EEEF12 ~ (EE25013

{EE2=(14
{EE25020 »
{EE25026

{EE2=01S
{EE2=(21
{EE2=027

- (BER22 ~ {BERE23

(LR 16 - (LE2R1T -
{REER4 © (LRS-
{LEB#28 -~ {LE#29 -

{EE2=18 ~ {EEE19

{EE25(30 ~ {EEE31 ~

{EE25032 ~ (BEEA33 ~ (LR34 R (BERF35 ¢ B EEEE Pz 2
=B

R E AT EE S LG > (L EPRBEE LU T Ardi R 2 B
dH : (BEEE8 ~ (BEEA9 ~ {EE25(10 ~ ABEEAIL ~ (EEEF12 ~ (EE25013
{EE2z014 ~ (BEEAS ~ (BTG ~ {EER5(17 ~ (EEEE18 ~ (EEEE(19
{EE25020 ~ (EEREF21 ~ {BEEF22 ~ {BERS23 ¢ B EE%E Rl 7 28
EE i

R EAAEEHIHHEEY) - R baV) RATEE K Z R R AIEE -

R A ATE AR L&Y Ho b EY) RargE K X-Y /DKPERE

EE

EE

R EAAEREHI LY i baV Rangs  ZRFEEE HX-Y
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32.
33.

34.
35.

36.

37.

38.

39.

40.

41.

42.

43.

44,

45.

46.

47.

FCP-069448

112117140

FDKPZ kR 77 o
R ATE AR L&) -
IR A A A E eI (b &)
YR b -
R ATE AR L&) -

HibaY EAE (= -

HbeEABEENEEG%E—X

>R

HibeY EA RavE(E= -

IR A Ar E AR b &) H o b-F =l R 37°C RepH 7.44£0E

AEINHIE -

IR A A A E eI (b &)

AP IR — R TR AHE -

TRAR A AL
TRAR A AL
TRAR A AL
TRAR A AL
TRAR A AL
TRAR A AL
ARIR AT Hip e

MEHEBIRIEEY) -
MEHEBIRIEEY) -
KB EEY) -

ﬁ
E
ﬁ
E

MEREHEEY)

KB EEY) -
MEHEBIRIEEY) -
MEHEBIRIEEY) -

HE b= R ey A HIE

B b= e /03.08 -
Hig b Ry 2 /04.0H -
B b= e /05.08 -
HiE( b R 2 /06.0H -
HE LA R3.0%21H -
HE L P R3.0214H -
Hrp (B A 37°CRepH 7.4 I

E > HE b E R3.02E21H -

IR A A A E eI (b &)

H g bR 37°CRepH 7.4 T

E > Hi b= R3.0£14H -

ARIR AT Hip e
PR
IR A A A E eI (b &)
FIVEEAC = -
IR A A A E eI (b &)

MEREHEEY)

Hrpig bl Ry g 2 YRk

1] 25

HA R

i
=
i
5
K

TRIZER BARTEH

)
T

By

g

Hor A A

7
B
=

T AR B A EE T
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ERRAS T BRI HTA R 2] -

48. HHEIERIATRE BN (LG » Horb AR T Al B A B P
BEHE A ] -

49. HREIERIATREHEBINI(EEY) - Horb 7040 T ASEaS PR B
SUIE AT N E T EERGE T -

50. ARIE(ERIFTRE BN L EY) » b ek RRE b1 T RS - M
AU E A BT B > 8O/ B

SI. AR (T RIATRE BN (L&Y - b e RRE b T AEEES -
A PRI E A BT B > 00/ N

52, ARIB(ERIFTRE BN L EY) - Horb ek RRE b % A EEES - M
U T IR AT T B> 100/ )\BS

53, ARIB(ERIFTRE BN L EY) - b e RRE b T AEEES » ME
R HIE A T B> 11O/ -

54, AREB(ERIFTREEBINI LAY - b e RRE b T AIEEES - M
U T MR AT T B> 1 20/)\B5

55, ARIB(ERIFTRE BN LAY » b e RRE % T AIEEES -
B T MR AT BT By <200/ )\BS

56. ARIE(ERIFTRE BN LAY » b ek RRE b T AEEES -
A 5 P B A R T B < 190/ B

57, AT RIFTRE BN L EY) » b ek RRE b T RS - M
B T MR AT BT By <1 80/\BS

58, ARIB(TRIFTRE BN (L EY) - Horb 7E R RRE o 1% T AEEES - e
B T MR A BT By < 1 70/

59. ARIB(ERIFTRE BN LAY » b e RRE b 1% T AEEES - e

o7

o7

527 H » 459 H(EEHRAE)
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60.

61.

62.

63.

64.

65.

66.

67.

68.

69.

70.

71.

72.

FCP-069448

112117140

A 5 P AU E A B T B <1 60/ B

R AT E eI &P KA AE A IRFE T Al

BT HIE 4 1 525 B 8075200/ N -

R AT E eI &P KA AE A IRFE T Al

RS IS 52 B 007 180/ 1N -

R AT E eI &P KA AE A IRFE T Al

BRI XA L 225 5 1205 160/ NI -
HRLE (ATt

L
L

o7

aeny > HIER

gl HE R

gl HE R

FEBIRIEEY) > K baYEA OREYALE -

"
R EAFEREGIEEY - HibeBasnkEyAlE -
"

ARIR AT Hip e
IR -

FepIEEe?)  HbeEARUNRESERE O

R AR E A EEe?) K beV EA P ERNREERE O

IR -

R A E A EeY) K be EARREEREV—i%

=IO RAEYIA R -

R A E eI &) - Ko OiREYA R E

EREE—X

TRIRE R FIACE A b &Y H DRV SR B K HRIE -
IR E R E RO EE?) - Ko OREYASE B TR R &
THEEA3 mg{ba?) » 300 mgiiN-(8-2-F 87 A B ) FHZ(SNAC)

LUK 7.7 mghERaBE sy $ER] < 12HIE -

R AT E AR L&) > Ko O rAEYA 8 E R Cmax/H &

[kg/L] °

R A A EEAEEEY) - Hh OiREYASIENE HAUC/H E

5528 H o 459 H(HEAHERAE)
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73.

74.

75.

76.

7.

78.

79.

80.

81.

82.

83.

84.

FCP-069448

112117140

[kg*hr/L] -

R ERATCE PR EEY) » H O AYA S ORI E ORI
FHFHIE O R AR SR — R 70k -

B ERATLE R AHEEY) - Hh ORRAEYIA S ER EER R R E
ByCmax/f| & [kg/L] ; H A Cmax/Fl& [kg/L15>0.10 «

B ERATLE R AHEEY) - Hh ORRAEYIA S ER EER R R E
ByCmax/f| S [kg/L] ; HH A Cmax/Fl & [kg/L15>0.15 «

B ERATLE R AHEEY) - Hh ORRAEYIA S ER EER R R E
BEyCmax/f| & [kg/L] ; H A Cmax/F& [kg/L15>0.20

B ERATLE R AHEEY) - Hh ORRAEYIA S ER EER R R E
ByCmax/f| & [kg/L] ; H H A Cmax/F& [kg/L15>0.25 «

B ERATLE R AHEEY) - Hh ORRAEYIA S ER EER R R E
ByCmax/f| & [kg/L] ; H A Cmax/F& [kg/L15>0.30 «

B ERATLE R AHEEY) - Hh ORRAEYIA S ER EER R R E
B AUC/H & kg hr/L] 5 HH A AUC/H|E kg hr/L] 5>2.0 -

B ERATLE R AHEEY) - Hh ORRAEYIA S ER EER R R E
B AUC/H & [kg'hr/L] ; HH A AUC/H|E kg hr/L] 5>5.0 -

B ERATLE R AHEEY) - Hh ORRAEYIA S ER EER R R E
B AUC/H & kg hr/L] 5 HH A AUC/HE kg hr/L] 5>10.0 -

B ERATLE R AHEEY) - Hh ORRAEYIA S ER EER R R E
B AUC/H & kg hr/L] 5 HHAAUC/H|E kg hr/L] 5>15.0 -

B ERATLE R AHEEY) - Hh ORRAEYIA S ER EER R R E
B AUC/H & kg hr/L] 5 HH A AUC/H|E kg hr/L] 55>20.0 -

R EAAREREAEEEY) - HPRESIKR

5529 H » 459 H(HEHRAE)

FEHESE A0202 1123122895-0
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85.

86.

87

88
89

FCP-069448

112117140

N-£20-[2-(2- {2-[2-(2- (2-[(S)-4- 8 H-A-(17-F B T fe R ) T WM 2
LEREVZABVLEBEEIZAK)ZAR) L
Z[Aib8,Arg34]GLP-1-(7-37) -

(S

HHHHHHH

i

RS > HERERE (I AT B R HIAT (L &Y R /) — T

S8R |- T HE 2 SR -

—EESHAA YY) > FERESEE DL T BRI E S ¢ (R

8+ {EE22t0 ~ (EE2RI0 ~ (BERIL ~ (EER12 + (EEK13 - (B4 -

{EERIS ~ (BE2t16 ~ (BE17 ~ (BE2R18 ~ (EERR19 ~ (EEE20 -

{BER21 ~ (222022 + (BE2t23 - (BERat24 ~ (RERRRDS - (REER26 -

{BER2T + (22228 + (22220 - (BER2E30 ~ (EEER3I ~ (REEa32 -

(BER7033 « (LER034 » T (LERTt3S » B HESEEES [ 0 B - fEK

B > BULSREREE TR B - BN R )RR L

BRI -

| REEEEY) SR DL R RRALR Y BRI (S ¢ (L
8+ {EE22t0 ~ (EE2RI0 ~ (BERIL ~ (EER12 + (EEK13 - (B4 -
{EERIS ~ (BE2t16 ~ (BE17 ~ (BE2R18 ~ (EERR19 ~ (EEE20 -
(EER21 - (BE22022 » R(BEER3 S HEREEEs [T HET B - sk
il 5 DUR %/ FESREEES [ T R -

AR ERTLERBIE LY o PR E BEE -

AR ATLE I LY - FIFSAROMER « GORRBHE - i)

il

o

)
T

By

g

i

il

i

il
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JEERE M RER AT BIR (NAFLD) K IR 5 MERE AT AT 32 (NASH) ~ (iv) LI
BA ~ (MHEER(EMRE - (vIEMEE BIK(CKD) ~ (v FRIB & A
% (DKD) ~ (viii) 32 kP (PAD) K/ 2(ix) g IE(HF)

90. MRIZ(EMATALETEHIRVES SR - A ERE A58 -

Ol IR EREIEFEHIRIESEEHRT) - AREROMERRA - (ACHIE
(iih) I B RS PE AR AT AT 52 (NAFLD) K2 IR TR VAR AT Sk (NASH) ~ (v).0
MERF ~ WMMEREMERE ~ (vDIRIEERZRRCKD) ~ (viDFERRIR
B2 (DKD) ~ (vii) HEEIKZ IR (PAD) 52/24(x) L g 2 I& (HF) -

92. —FEM USROS « GDAERHEE ~ (i) IEBEFEMEAEALATFRI%H (NAFLD)
K AREAFIERRRTAT 3R (NASH) ~ (iv), CVERIR ~ (VIR MRS ~ (v
&5 Bel =% (CKD) ~ (vi) i FRIA B 2 (DKD) ~ (viid) B E B AR ERA
(PAD) /2 (ix) Lo i (HF)HY 172 - RS A TR ZAI RS T B 5AH
& E B AR EEGe L a?) -

93. —fEESERHY) - HEEIRB At E AR b k2 /D 88
BEEL b ARz ZERIP R o

94. —FEESEEHY) - HEEIRBEA AL E R Ea?) k2 /b —1EEs
GeE2 b2 ZERIPR] > FI/EREEE B M LU T PR BRH AR | ()
HEFRIRA ~ GDACHHE ~ (i) IEEFE TERRRGAT 220" (NAFLD) K 5 14 AE T
FFR(NASH) ~ (V) LIERR ~ WHEEREERE - VDRIEERRR
(CKD) ~ (viD)#EFRIA B 722 (DKD) ~ (viii) 2 B EI% (PAD) Ko /2 (ix)
LR IE(HF) -

95. MRBERAIE AR E SRR RE GRS E 2L T TR 2 B4
HYBIRIY SR AR - OFEFRIR ~ GDRERHE ~ Qi) EERSMERERGRTHRIR
(NAFLD) e FEEAF MERRRGAT SR (NASH) ~ (v) LIIERIF ~ (WHER(E

i

il
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MRE - (VDTS MER BERIB(CKD) ~ (viDHEFRIF B R 2 (DKD) ~ (viil) 512
BIARRIR (PAD) Ko/ (%), Lol & (HF)

=il

(0070 AEEER RN GERESIZ B BN EEYIRE < — i A/
oy U A I E B i s MR MR E 2 7 ARIE or » ST 2 ERENIEa S
FERE—El 7y i LRI AR T - FTA B b S VA IRIE A SRl . — e 7R -

R

Aib : o-FEEEE T L

Boc : =T BRI

CAD : 1 B SRUB I E s
Dab : 2,4- R T
DIPEA CRNENE

DCM : _EHE

DIC : RN AR b o
DKP : — R A

DMF : B
D-PBS T DX ok P B 4 1T BB /K
DTT i

EDTA : L REH £ %

Fmoc : 9-3f FLHH A B AL
Ado 8-HiA-3,6- R FEERA
HFIP : 1,1,1,3,3,3- N -2-NEREO N @R N R
HPLC : = ROR A ET

532 H 0 359 HEVEHS)
FCP-069448

112117140 FEHESE A0202 1123122895-0
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LC:
LCMS
MeCN
MQ :
MS :
Mtt -
Orn :

OtBu :

Oxyma Pure®

Pbf :
PBS
RP :
RP-HPLC :
RT :
Sar :
SEC
SNAC :
SPPS :
tBu :
TCEP :
TFA :
Thz :
TIPS :

Trt -

FCP-069448

T
e AT
25

SRR R - L LB
2,2,4,6,7- 71 F R R R IR 5- R AL
Tk EB 4 TR K
LR E|

AR = RO AT
=08

ARl

RoTHERR 2T
PAN-[8-(2-FA H il
EARRA AR

e
ZQR-FRLEHE
=5 L
WEEMALYE-4- R 1%

= RNE T
=ORHE (ZFHE)

@
it
i
D
=
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UPLC : B SURAEREMT
UV : BRI

ARSI AZP ez —IT7E

[0071]) AfE—RekEd » AFERLTAEY AT OA S E BRI T LAELE - fi—FR8
B ARERCTEY TR B R i tH i E R 7 B - IR B TS
BARK &R ZE AR > B0 {5 FA Boc EFmoc LA B HA L 58 2 i T BYHlT < [EFERR &
A% > 2 B SIE0Greene ke Wuts » “Hi&E kR AV reERLE" > John Wiley & Sons -
1999 « Florencio Zaragoza Dorwald » “FEFI 45 » Wiley-VCH Verlag GmbH >
2000 > DL “Fmoc[EfHIN&E” » W.C. ChanZP.D. White4g > Oxford University

Press » 2000 -

HE RIS - e Py R R A 1 i

[0072] #0WO2010102886(5527-28 BRI #E 1T &k 1/ ik % B L
TERE - NI R FECI4 -~ Cl6- R C2O0 B HIERS =T £ - 40
WO2011080103(55 131 ED)FUL 2 9-(4- =& - T | AT +— BT &R 10-G3-
=& T RIEATE) R, -

[0073] Fmoc-Aib-OH * Boc-Dab(Fmoc)-OH - Fmoc-Glu(OH)-OtBu -

Boc-Lys(Fmoc)-OH ~ Boc-Orn(Fmoc)-OH ~ Fmoc-Thz-OH ~ Fmoc-D-Thz-OH =] ;¢

Iris BiotechEi(Sigma-Aldrichj&#& o

ILEEK
[0074] Kk < %4 % % £ F Fmoc % (L £ J* Prelude 2¢ %K B Protein
TechnologiesHySymphony X[EAHIA & i EELASPPSEi - (1Y)77 F HYFmoc-f&

534 H - 359 HEVEHSE)
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R WY M Ak BE K HE B AV I % & ¢ Fmoc-Ala-OH - Fmoc-Arg(Pbf)-OH -
Fmoc-Asp(OtBu)-OH ~ Fmoc-GlIn(Trt)-OH ~ Fmoc-Glu(OtBu)-OH + Fmoc-Gly-OH -
Fmoc-His(Trt)-OH ~ Fmoc-Tle-OH ~ Fmoc-Leu-OH ~ Fmoc-Phe-OH + Fmoc-Pro-OH -
Fmoc-Ser(tBu)-OH + Fmoc-Thr(tBu)-OH + Fmoc-Trp(Boc)-OH + Fmoc-Tyr(tBu)-OH
Fmoc-Val-OH & Fmoc-Lys(Mit)-OH [ {§1 1 Anaspec ~ Bachem - Iris Biotech 5
NovabioChem/\ 5] it [

[0075] &% ey e A 8L - (5 1 o-Boc Or 78 HY B A BE -
Boc-Arg(Pbf)-OH ~ Boc-Asn(Trt)-OH ~ Boc-Asp(OtBu)-OH + Boc-His(Trt)-OH -
Boc-Leu-OH -+ Boc-Lys(Ac)-OH ~ Boc-Lys(Boc)-OH -~ Boc-D-Lys(Boc)-OH
Boc-Phe-OH ~ Boc-Ser(tBu)-OH [ {§1] 4] Bachem - Novabiochem - Iris BiotechZ{
Sigma-Aldrich{f:fE

[0076] {E FH7E & & Fmoc-{raEHY T B4 (Fmoc-Gly-Wang)#Y Wang fifH5 -
1% (B B B (5 (KB SPPS 22 RI[ 35 i Prelude B Symphony Xk & g it B 2 /e o
= YN

[0077] Fmoc-fi (re& & A H20%0KEEFSDMF 2 x 10738 2R - Nifiifz
Bl o- i B Y BUE B AR R ZE Fmoc- fra8 B A B 52 5k - KGR & AT
DIC/Oxyma PureiE{T « 12 BB R IIFERA/Oxyma Pure&%(0.3 M/0.3 M
DMFH DI EH i 8 3-4-{5) - 7A(% » A IIEE = HEEAYDIC(0.6 MjDMFH) -
EEHFE & 1L.5/NE; - POMEIEEN - SIS S E s E A S B L ZEFmEHY
AR - &P BRI IMZEEET /S DMF K DIPEA U Ji{T -

[0078] TARFP %] Z Ny B BE AV e- B AU BV E ARG H
Boc-Lys(Fmoc)-OHZERY © 241 2 Nt Y e e i 1 0- 8 < U AV E A
Boc-Orn(Fmoc)-OHZERY, A FFoIl.Z NiwHy2,4- B T BEHYy- 2. BURERVE A
{#%{5 Fi Boc-Dab(Fmoc)-OHZER -

5535 H - 359 HEVEHSE)
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[0079) FH B* fir B 26 HY it fx B 0y e | < AU AR BT E A & H
Fmoc-Lys(Mtt)-OH - Mtt4f 513 #HFIP/DCM/TIPS (75:22.5:2.5) (2 x 20 min)zH

Bhr > HBERERES| ALysie- 8 2 FILIDCMEIDMEE T -

— AR T
[0080] FHTFA/TIPS/H20/DTT (95:2:2: D)k U@/ [\ » SR1&E ARk
2 SEEIAEC - BITHE > REPCA ZBR RN -

HRUITAYI Sb R E BT —R A

[0081] HHBIRK(HIBAZF I MQK FFEYS0% LB HLFE H 7 AH B fg A HPLC
(Waters Delta Prep 4000) /A E$5H C18-1Y RV B4 (L < iR A H FIMeCN YL &
0.1%TFARYMQI/K 1 2 B AV R REHETT  MHRA IR HHIFUPLC 24 - & 4HHY
EEIRHY 73 T LATEEE © AT AT (UPLC » LCMS) K IKET A9 %ERICAD
4% 21 HPLC/{E:H 2% (Vanquish Thermo-Fischer HPLC-CAD)TE & < BE V)4 £ £ 8%
i/ NE o /NEH FIMillipore By FEGRAETH AR 25 & - /2 -2 SRV CTAEYI 2
=HALEEE O TEERE -

—fELCMS )i 7£
ENXA LC- %47 © Waters Acquity UPLC H &t

BE1F : Waters Acquity BEH ~ C-18 ~ 1.7um, 2.1mm x 50mm
{EHIZS © Waters Xevo G2-XS QTof

FOHESEE (R )T% ¢ ES

i EiE ¢ 50 % 4000 amu

PRERET - MS fEfTIE

1F/& IR

AT - BHHE 3.00kV

fEmdE - 40V

AR - 80V

5536 H - 359 HEVERHSE)
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RFE L 2RR 150°C
FIBRIE - 500°C
FEREISRS 1 0.500 s
f i LR ¢ 0.014 s
358 SRR 1 5 %% 95 % B
PRI TR ¢ 4.0 368
CRUE TSR] ¢ 7.0
/)IL% O 4 mL/mm
ETRE © 40°C
NarErid AT A 1 99.90 % MQ-7K 0 0.1 % H %
AT B 1 99.90 % /g 0 0.1 %HR
578 C ¢ 99.90 % MQ 7K 0.1% TFA
REE ¢ A90-0% > B 5-95% > C 5%
&5 AT ARV E B2 (LR ERU ZE E(M+2)/z) ©
st BB 22 (LeYFETENEE REEM+2)z

=vgl!

[0082]  N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S -4-Fi2-4-(17-F - E AL A
THEIREIZABIZAEZBEREIZAEI 28520
SN () -[2-[2-[2-[[2-[2-[2-[[(4S)-4-F H-4-(10-(3-F H 0 1) S5k ) T )
BEIZEAEZIZABIZHBEIREIZAR 1282120
F|Lys-Thz-[Aib8,Arg34]-GLP-1-(7-37)-fik

PJ@ woMYJE Jons ©i

G

o ( o § H
EGTFTSDVSSYLEGQAA—N\)J—EFIAWLVRGR—N OH

\n/\/\/\/\/\/\/\/\)l\ LYN\/\O/\/O N/\/°\/\o/}r"“
{EE2(8 ; SEQ ID NO:3

LCMS
BTt ERE & © M/3 = 1688.85; M/4 = 1266.89; M/5 = 1013.71

5537 H - 359 HEVERHSE)
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AR E & © M/3 = 1688.86; M/4 = 1266.90; M/5 = 1013.72

ﬁlz

[0083]  N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F&EL-4-(17-FR B+ TR RN E)
TREE R LR RN LRENLREE G R LR BN L FEN LBEE-N{y} -[(45)-4-
i E-4-(15- ¥ B+ TR L) T ik | Dab-Thz-[Aib8, Arg34]-GLP-1-(7-37)-fik

OH
m
HN
0 o
H H
mo <jﬁr/¢/ EGTFTSDVSSYLEGQAA—N\)LEFIAWLVRGR—N\)LOH

HsC cn3

\n/\/\/\/\/\/\/\/\)]\ §l/\/ﬁr"\/\o/\ﬂ\)l\ /\/°\/\o/\l\15'“
{EEt 9 ; SEQ ID NO:4
LCMS
FrstBERVE & - M/2 =2362.72; M/3 = 1575.48; M/4 = 1181.86
FragitfyE & - M/2 =2362.71; M/3 = 1575.48; M/4 = 1181.87

HH3

[0084] N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F&F&-4-(1T-FFE TR A E)
T EREIE A LR LR LFRA A LR B LR A LA ]-N{B}-[(45)-4-
FRE-A-(15-HE T iR T & 10m-Thz-[Aib8, Arg34]-GLP-1-(7-37)-fik

[o]
OH
0

HO
J\S\ <jﬁ'— EGTFTSDVSSYLEGQAA—N\)LEFIAWLVRGRN\/U—OH

HCCH;

\n/\/\/\/\/\/\/\/\)L LYN\/\O/\/O\/U\N/\/O\/\ /:Hl/un
{E2=(10 ; SEQ ID NO:5

38 H - 359 HEVERHE)
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LCMS
At EEVE
FTEssRE & + M/2 = 2369.70; M/3 = 1580.15; M/4 = 1185.37

t M/2=2369.73; M/3 = 1580.15; M/4 = 1185.36

HHIIH

ﬁ]4

(00851  N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F&BL-4-(17-FR B+ T REE AT E)
TREE R L8R LR BN LR R L 8B LB LBEES-N (e} -[(45)-4-
- 4-(15-$ Tl EE) T B ILys-D-Thz-[Aib8, Arg34]-GLP-1-(7-37)-fif -

OH
/{\/\/\/\/\/T
HN” Y0 N=\

NH

o] SN 0N

OH < 9 T TR

/\“—N %E G TFTSDVSSYLEGQQA A—N\)LE FIAWLVRG R—N\)LOH
HNW OH C CHj H

\[‘/\/\/\/\/\/\/\/\)‘\ i/YN\/\o/\/O\)LN/\/O\/\O/:I/HNH
{EE2211 ; SEQ ID NO:6
LCMS
FrstERVE &= - M/3=1584.82; M/4 = 1188.87; M/5 =951.29
Fragit Vs &= - M/3 =1584.82; M/4 = 1188.87; M/5 =951.29

ﬁls

[0086] N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F&F&-4-(1T-FFE TR A E)

THREIEEIZEEICEAILBEIREEIZEAIZAE]I LR
ELI-N{e}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F2 F-4-(15- B+ A b 2 T B A A 2
fEILCAREILMEBIREEIZCAEILAE] T B

it

]Lys-Thz-[Aib8,Arg34]-GLP-1-(7-37)-fik

539 H - 359 HEVERHSE)
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o . HO O
HNJ\/O\/\O/\/N HJ‘\/\/\/\/\/\/\/\[ro H
H o

(o]

o 0
H H
?\fo <j\ﬂ—¢ EGTFTSDVSSYLEGQAA—N\/U—EFIAWLVRGR—N\)I—OH

Ou,c CH3

\n/\/\/\/\/\/\/\/\)‘\ MNV\O/\/°\)LN/\/°\/\O/}1)‘“
{EE2£12 ; SEQ ID NO:7
LCMS
FrstERYVE &= - M/3 = 1681.54; M/4 = 1261.40; M/5 = 1009.32
FrEgIHAYE &= - M/3 = 1681.62; M/4 = 1261.46; M/5 = 1009.55

ﬁ]6

[0087]  N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F&F&-4-(1T-FFE TR A E)
T BRI A LR E LR LA R LS A LR A JFEE:]-N{e}-[(45)-4-
-4-[[(4S)-4-F8 F-4-[[(4S)-4-F2 F-4-(15- 5 B T el 2) T B AL I A1 T
ELW AL T Ak ILys-Thz-[Aib8,Arg34]-GLP-1-(7-37)-fK -

HO___O
o]

?vaﬂvvwww

RAE

( Q [o]
OH [} H H
EGTFTSDVSSYLEGQAA—N E FIAWLVRG RN OH

\n/\/\/\/\/\/\/\/\)l\ L\’(NV\O/VO\)LN/\/O\/\O/;HJH
{E2=(13 ; SEQ ID NO:8
LCMS

ATEtERE =  M/3 = 1670.85; M/4 = 1253.39; M/5 = 1002.91
ATV E & © M/3 = 1670.85; M/4 = 1253.40; M/5 = 1002.92
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ﬁ]7

[0088] N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-FREL-4-(1 T-FR A TR A G ED)
TR MR LSR8 LBEIE LR R L8] JBEE-N{e}-[(45)-4-
4-

FHE-A-(15-F2 B Dbl &) T BigBs Lys-Thz-[Aib8,Arg34]-GLP-1-(7-37)-fik -

OH
/{WW\/\{)(
HN” ™0
(o] [o]
H H
T)ﬂ\kfo <jﬁ'7/¢/ EGTFTSDVSSYLEGQAA—N\)LEFlAWLVRGR—N\)l—OH

HCCH,

\n/\/\/\/\/\/\/\/\)l\ L\(N\/\o/\ﬂ\)\ /\/0\/\0/;5"“
{EE2z(14 ; SEQ ID NO:9
LCMS
FTEtREEVEE - M/3 = 1584.82; M/4 = 1188.87; M/5 =951.29
Frasdi Ve & « M/3 = 1584.82; M/4 = 1188.87; M/5 =951.30

B8

[0089)] N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4- 7R EL-4-(1 T-FR AR A G ED)
THEEEE LS8R L RE LA WA L8R LR E AHEE-N{e)-[(45)-4-
REANES4-FZEA4NS- R E T OAGBEE) THBEIEE]T B
H:]Lys-Thz-[Aib8, Arg34]-GLP-1-(7-37)-fi -

JEO,Y\AN\/\/VQL

=,

aQ Q
H H
T):H\fo <jﬁ'— EGTFTSDVSSYLEGQAA—N\)LEFIAWLVRGR—N\)LOH

\I‘/\/\/\/\/\/\/\/\)l\ T/YN\/\O/\/O\)LN/\/O\/\O/;HNH
{EE2=(15 ; SEQ ID NO:10

LCMS
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ATEtERVE = © M/3 =1627.84; M/4 = 1221.13; M/5 =977.10
AR E & @ M/3 = 1628.09; M/4 = 1221.07; M/5 =977.28

ﬁlg

[0090]  N{€26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-Fis H-d-(17-F BT BL R L)
TR 2 S5 2 S5 2B R I R 2 E 5 2 B Z R LN (e)-[(4S)-4-
B - 4-(17-$ B BRREED) T REAS ILys-Thz-[Aib8, Arg34]-GLP-1-(7-37)-fik -

o o
H H
ja)u\kfo <-)\N' EGTFTSDVSSYLEGQAA—N\)LEFIAWLVRGR—N\/U—OH

HCCH

j(\/\/\/\/\/\/\/\)\ i/\’(N\/\o/\ﬂ\)LN/\/O\/\O/}rNH
{EE16 ; SEQ ID NO:11
LCMS
FrstBEryE &= - M/3=1594.17; M/4 = 1195.87; M/5 =956.90
FrEsIipyE & - M/3 =1594.17; M/4 = 1195.88; M/5 =956.91

/10
[0091]  N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F Ha-4-(17- -l L e A
THEIREIZEEIZEARIZHBEIREIZEAEIZ8 K127
FEN (e} -[2-[2-[2-[[2-[2-[2-[[(4S)-4- #4524 (17-Fa B+ T M) T i et
S E 1281 0BE BREIZEFE1Z28 E)2F
F|Lys-Thz-[Aib8,Arg34]-GLP-1-(7-37)-fik °

N’

iy

1

—
=,

B

=)
(N

iy

—
=,

1

il
s

B

42 H 0 359 HEHRHE
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o " HO__O o
HNJ\/O\/\Q/\/N HJ‘\/\/\/\N\/\A/YO H
H o

(o]

o o
H H
?\(0 <j\"—/¢/ EGTFTSDVSSYLEGQAA—N\)I—EFIAWLVRGR—N\/U—OH

H,c CM3

\n/\/\/\/\/\/\/\/\)l\ L\’(N\/\o/\ﬂ\)l\,«\ﬂ\/\o/:b"“

{E22=(17 ; SEQ ID NO:121

C

LCMS
ATETERVE = © M/3 = 1690.88; M/4 = 1268.41; M/5 = 1014.93
ATV E & © M/3 = 1690.92; M/4 = 1268.43; M/5 = 1014.94

=011
[0092]  N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F H-d-(17- 5 K 1R AL
TERAIBREICERIZCERIZBREIBREIZEREIZEETILE
HET-N{e}-[(25)-2-[[(48)-4- e H-d-(17-He Ho - RERE ) TG AL 13- F AL
F|Lys-Thz-[Aib8,Arg34]-GLP-1-(7-37)-fik °
AN

HN"0
0 0
HO. o H H
e EGTFTSDVSSYLEGQAA—N E FIAWLVR G R-N OH

HccH3

\n/\/\/\/\/\/\/\/\)l\of/rl\("\/\o/\/°\)l\ /\/°\/\o/:15"”

{22218 ; SEQ ID NO:13

N’

iy

—
=,

1

B

=,

LCMS
BTt ERE & © M/3 = 1623.18; M/4 = 1217.63; M/5 = 974.31
sty & © M/3 = 1623.18; M/4 = 1217.63; M/5 =974.32

ZH2
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[0093]  N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F&EL-4-(17-FR B+ T REE AT )
TEREE AR L8R L8R LA AR L8R L8R LA -N e} -[(45)-4-
A AAS)4- R EANT-BRETTHRERE) THREIEE] TR
HLys-Thz-[Aib8,Arg34]-GLP-1-(7-37)-fif -

JE,\"/\AA/\/WV\)L

ihYO <jﬁr¢ EGTFTSDVSSYLEGQAA-N\)LEFIAWLVRGR—N\/U—OH

\l‘/\/\/\/\/\/\/\/\/“\ i/ﬁ("\/\o/\)\)LN/\ﬂ\/\o/},NH
{EE19 ; SEQ ID NO:14

LCMS
et ERVE =  M/3 =1637.18; M/4 = 1228.13; M/5 =982.71

HHI

ATV E & @ M/3 = 1637.19; M/4 = 1228.14; M/5 = 982.72

13

[0094)  N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F He-4-(17-Fa - Tl LA )
THREIREIZEEIZERIZBEIREIZEEIZE8512
B IN{e}-[2-[[494- 3 E-4-0T- B ETTtHERE) THREIEEIZ
F|Lys-Thz-[Aib8,Arg34]-GLP-1-(7-37)-fik °

Y\/\/\/\/W\/\)L
g

< H ¢ Hw 9
EGTFTSDVSSYLEGQAA—N\)LEFIAWLVRGR—N\/U—OH

O CH,

\l‘/\/\/\/\/\/\/\/\/‘LOf/Hﬁ("\/\o/\ﬂ\)LN/\ﬂ\/\o/}(" H

{22220 ; SEQ ID NO:15
LCMS
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ATEtERVE =  M/3=1613.17; M/4 = 1210.13; M/5 = 968.30
ATV E & © M/3 = 1613.18; M/4 = 1210.13; M/5 = 968.31

{514
[0095]  N{e26}-[2-[2-[2-[[2-[2-[2-[[(45)-4- ¥ -4-(1 7- 5 He - HREHE D)
THEIREIZAEIZARIZBEIREIZEEIZ28512
FETN{e}-[2-[[2-[2-[2-[[2-[2-[2-[[(4S)-4- F -4-(17- H T C MR R L) T
HIZEHIZARIZHEIREIZALIZEE 1 2BE L1260
F|Lys-Thz-[Aib8,Arg34]-GLP-1-(7-37)-fik °

H ' H 2
o/\/N\n/\o/\/o\/\HJ\/IN\'(\/\/\/\/\/\/\/\)LO H
o

o o
H H
° <j\"—/¢/ EGTFTSDVSSYLEGQAA—N\/ILEFIAWLVRGR—N\/U—OH

HCCH

\n/\/\/\/\/\/\/\/\)l\ r/\’("\/\o/\ﬂ\)j\p,/\ﬁ\/\o/:b"“
{EE2221 ; SEQ ID NO:16
LCMS
FretERyE & © M/3 = 1709.89; M/4 = 1282.67; M/5 = 1026.33
Bt HpyE & © M/3 = 1709.89; M/4 = 1282.66; M/5 = 1026.34

15

[0096]  N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F He-4-(17-Fa T -l LR )
THEEEE LS8R L RE LA WA L8R LR E AHEE-N{e)-[(45)-4-
B - 4-(19- T UBERE L) T AL ILys-Thz-[Aib8, Arg34]-GLP-1-(7-37)-fik «
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OH

/{W\/\/\/\/\/I

HN

OH o ( w0 -
EGTFTSDVSSYLEGQAA—N\)LEFIAWLVRGR—N\/H—OH

\'(\/\/\/\/\/\/\/\)J\ j\/\/\'(N\/\o/\/o\)l\N/\/o\/\ 0/}]/NH
{EE2522 ; SEQ ID NO:17
LCMS
sl ERVE & © M/3 = 1603.51; M/4 = 1202.88; M/5 = 962.51

l

AT E & @ M/3 = 1603.43; M/4 = 1202.84; M/5 = 962.48

16

[0097)  N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F He-4-(17-Fa T Tl LA )
THREIEE LRI LS LA L8R LR A LREE]-N{e}-([(2S)-4-
B - 2-(13-F 5+ = W5l ) T AL ILys-Thz-[Aib8, Arg34]-GLP-1-(7-37)-fik «

OH
IH/\/\/\/E

z o o
H H
-)\"— EGTFTSDVSSYLEGQAA—N\/U—EFIAWLVRGR—N\/U—OH

\'(\/\/\/\/\/\/\/\)\ L\y(N\/\O/\/O\)LN/\/O\/\O/}I/NH
{22223 ; SEQ ID NO:18
LCMS

FTEtERVE =  M/3 =1575.48; M/4 = 1181.86; M/5 = 945.69
ATEEIR AV E & @ M/3 = 1575.40; M/4 = 1181.82; M/5 = 945.67

ZH7
[0098]  N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F&F&-4-(1T-FFE TR A B

5546 H 0 3£ 59 HEWHRHE)
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S

L

BILAEILE

il
il

THREIREIZCEEIZCEEILMEIRE]IZ %
£:]-Asp-Thz-[Aib8,Arg34]-GLP-1-(7-37)-fik -

B

N=\
NH

s
o o o
N N N EGTFTSDVSSYLEGQAAH\)LEFIAWLVRGRH\/U—OH
H 72_ ;

0
HO 0 © H;C CH;j3
O NH,

\VI/\/\/\/W\/\/\)L LW(N\/\“\/O\)L"/\/O\/\“\}NH
{EE24 ; SEQ ID NO:19
LCMS
FrstERVE = - M/2 =2171.58; M/3 = 1448.05; M/4 = 1086.29
Fragit B & - M/2 =2171.56; M/3 = 1448.06; M/4 = 1086.30

HH8

(0099  N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F&B:-4-(17-FR B+ T REE AT E)
THREAIEEIZAEIZAEIAMAEIREIZREILRE]ILR
H]-Lys-Thz-[Aibs, Arg34] -GLP-1-(7-37)-fik -

iy

1

r‘
—
=,

B

( Hw ¢ T
EGTFTSDVSSYLEGQAA—N\)LEFIAWLVRGR—N\/U—OH

\“/\/\/\/\/\/\/\/\)L 1/\("\/\0/\/°\)LN/\/°\/\0/\}‘”
{EE2£25 ; SEQ ID NO:20
LCMS
FrstBERVE = - M/3 =1452.41; M/4 = 1089.55; M/5 =871.84
FragitfyE & - M/3 = 1452.34; M/4 = 1089.53; M/5 = 871.83

Z1119
[0100]  N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F&F&-4-(1T-FFE T TR A B
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S

L

BEI1LH

il

THEEIBREICEAZEIZCE|EICZBEIREIZE&E]IS
;__%]—Lys—D—ThZ—[AibS,Arg34]—GLP—1—(7—37)—Hj( 0

N=A
NH

B

S— 2,

( Q H ¢ H
N EGTFTSDVSSYLEGQAA—N\)LEFIAWLVRGR—N\/“—OH

H°\n/\/\/\/\/\/\/\/\)ku1/\’(n\/\o/\/°\jxn/\/°\/\o/:b"“
{EE226 ; SEQ ID NO:21

LCMS

et REVEE - M/3 = 1452.41; M/4 = 1089.55; M/5 = 871.84
FragifVE & « M/3 = 1452.34; M/4 = 1089.53; M/5 = 871.84

Z {20
[0101] N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F&E-4-(17-FR AT E R AR E)

THREIEEIZEEICEAEICBEINEIZREIZEEILE

E:]-D-Lys-Thz-[Aib8,Arg34]-GLP-1-(7-37)-fik; -

iy

—
=,

1

B

N=\
NH
2,

S
o] [o] Q
H H H
N N N>(u—E GTFTSDVSSY LEGOQA A—N\)LE FIAWLVRG R—N\/H—OH
H i

b ® S I,
{EE27;SEQ ID NO:22
LCMS
Frst e
FrEsIdpVE & - M/3 = 1452.34; M/4 = 1089.53; M/5 =871.83

: M/3 =1452.41; M/4 = 1089.55; M/5 =871.84

HHIIH

HHI

Z121
[0102]  N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F&F&-4-(1T-FFE TR A B

5548 H 0 3£ 59 HEHWHRHE
FCP-069448

112117140 FEHESE A0202 1123122895-0



202346324

TR ZRE| LR B LA LS E LR &) LHaE]-Niel-( Lk
H)Lys-Thz-[Aib8,Arg34]-GLP-1-(7-37)-fif -

N=A
NH
o

o}
H H
N N N EGTFTSDVSSYLEGQAA—N\)LEFIAWLVRGR—N\/H—OH

{ TN
"3‘:\[]/"\/\/\/&0 0 Ou,c CH,
0

{EE25(28 ; SEQ ID NO:23

LCMS

FretERVE & : M/3 = 1466.41; M/4 = 1100.06; M/5 = 880.25
FREIRAVE & © M/3 = 1466.34; M/4 = 1100.02; M/5 = 880.24

22

[0103)  N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F He-4-(17-Fa T -l LA )
THEIREIZEEIZEARIZHBEIREIZEAEIZ8 K127
#]-Ala-Thz-[Aib8,Arg34]-GLP-1-(7-37)-fk °

iy

—
=,

1

B

N=\
NH
2,

Q
H H
N N N EGTFTSDVSSYLEGQAA—N\)LEFIAWLVRGR—N\)LOH

Ho\rI/\/\/\/\/\/\/\/\)iuI/\’(n\/\ O,\/o\j\n O \/\o’:b"”
{EE25$29 ; SEQ ID NO:24

LCMS
Frat&EaVE
FTEsFRAYE & © M/3 = 1433.33; M/4 = 1075.27; M/5 = 860.42

: M/3 =1433.39; M/4 = 1075.29; M/5 = 860.43

HHIIH

HHI

Z15123
[0104]  N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F&F&-4-(1T-FFE TR A E)
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S

L

BILAEILE

il
il

THEEIEREIZCERICERICERIBEREIZ 4
#]-Arg-Thz-[Aib8,Arg34]-GLP-1-(7-37)-fif -

N=A
NH

B

2,

[o]

ny MA Ty S
\n/\/\/\/\/\/\/\/\)k i/\’("\/\o/\ﬂ\)l\,‘/\ﬂ\/\o/\n/"“

{22230 ; SEQ ID NO:25

[o}
H H
EGTFTSDVSSYLEGQAA—N\)LEFIAWLVRGR—N\)LOH

LCMS
ATEtERVE = © M/3 = 1461.74; M/4 = 1096.56; M/5 = 877.45
ATV E & @ M/3 = 1461.67; M/4 = 1096.52; M/5 = 877.43

Fi24

[0105] N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F&E-4-(17-FR AT E R AR E)
THEEIBEICRAREICEREICBEIBEREICEEIZEETILE
#]-Asn-Thz-[Aib8,Arg34]-GLP-1-(7-37)-fif -

iy

1

r‘
—
=,

B

N=A
NH

S
o] [o] Q
H H H
N N N, EGTFTSDVSSY LEGAQA A—N\)LE FIAWLVRG R—N\/H—OH
H o i

HaN o ° H3C CHjy
O NH,

\n/\/\/\/\/\/\/\/\)k T/\’(N\/\o/\/o\)l\" O~ /:I:NH
{EE =331 ; SEQ ID NO:26
LCMS
FrEtEeyE
FrEgIHpYE & © M/3 = 1447.67; M/4 = 1086.02; M/5 = 869.03

- M/3 =1447.72; M/4 = 1086.04; M/5 = 869.03

HHIIH

HHI

Z125
[0106]  N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F&F&-4-(1T-FFE TR A E)
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S

L

BILAEILE

il
il

THEEIEREIZCERICERICERIBEREIZ 4
#£]-His-Thz-[Aib8,Arg34]-GLP-1-(7-37)-fik =

B

N=\

S
o] [o] Q
H H H
N N N>(u—E GTFTSDVSSY LEGOQA A—N\)LE FIAWLVRG R—N\/H—OH
H i

~ 0% “nien,
\/N NH, \H
W i/\’("\/\o/\/°\)l\"/\/°\/\o/\n/"”

{EE2(32 ; SEQ ID NO:27

LCMS

FratERVE S - M/3 = 1455.39; M/4 = 1091.80; M/5 = 873.64
FREIRAVE & © M/3 = 1455.32; M/4 = 1091.77; M/5 = 873.63

26

[0107)  N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F Fe-4-(17-Fa - -l LA )
THEIREIZEEIZEARIZHBEIREIZEAEIZ8 K127
#]-Leu-Thz-[Aib8,Arg34]-GLP-1-(7-37)-fk °

iy

1

r‘
—
=,

B

N=A
NH

S
o] [o] Q
H H H
N N N, EGTFTSDVSSY LEGAQA A—N\)LE FIAWLVRG R—N\/H—OH
H o i

H3C o ° H3C CHjy
CH; NH,

\n/\/\/\/\/\/\/\/\)k T/\’(N\/\o/\/o\)l\" O~ /:I:NH
{EE33 ; SEQ ID NO:28
LCMS
FrEtEeyE
FrEgIHpyE & - M/3 = 1447.34; M/4 = 1085.77; M/5 = 868.83

: M/3 =1447.40; M/4 = 1085.80; M/5 = 868.84

HHIIH

HHI

ZH127
[0108]  N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F&F&-4-(1T-FFE TR A EY)
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S

L

MMEIERICERBICERIZCEBEIREILS

T x4
#]-Phe-Thz-[Aib8, Arg34] -GLP-1-(7-37)-fik; -

BEI1LH

il
il

B

[o}
H H
< EGTFTSDVSSYLEGQAA—N\)LEFIAWLVRGR—N\)LOH

0. _OH

o N o\)cl’\ o \H‘IH
H \n/\/\/\/\/\/\/\/\)kw\“ ~ N0 NN
H H o

{EE2(34 ; SEQ ID NO:29

LCMS

FratERVE S - M/3 = 1458.73; M/4 = 1094.30; M/5 = 875.64
FREERAVE & © M/3 = 1458.68; M/4 = 1094.27; M/5 = 875.63

=28

[0109] N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F&E-4-(17-FR AT R AR E)
THREIEEIZEEICEAEICBEINEIZREIZEEILE
F]-Ser-Thz-[Aib8,Arg34]-GLP-1-(7-37)-fIk °

iy
iy

—
=,

1

—
=,

1

E
E

N=A
NH

S
o] [o] Q
H H H
N N N>(u—E GTFTSDVSSY LEGOQA A—N\)LE FIAWLVRG R—N\/H—OH
H i

HOY\/\N\/\N\JHI/\V(H\/\V\/O\)?\H/\/O\/\V;HW
{EE27(35 ; SEQ ID NO:30

LCMS
FatEIVE
FrasifVE & « M/3 = 1438.66; M/4 = 1079.27; M/5 = 863.62

- M/3 =1438.72; M/4 = 1079.29; M/5 = 863.63

HHIIH

HHI

FHR29-2Z(LEY)
[0110]  N{e26}-[2-[2-[2-[[2-[2-[2-[[(4S)-4-F&F&-4-(1T-FFE TR A B

552 H - 359 HEVEHSE)
FCP-069448

112117140 FEHESE A0202 1123122895-0



202346324

TERE A LR B LR WA L8 ER L8R LA -N{e} (/e
fiAL)D-Lys-Sar-[Aib8,Arg34]-GLP-1-(7-37)-fik -

3
NN
/H NH
S
7 CHs 0 0 o o

H 3
E H H H
; N\)l—N N EGTFTSDVSSYLEGQAA—N\)I—EFIAWLVRGR—N\/U-OH
HZN/\n/ H T ;
le) H

HaC” “CHy

“OWVWWV\)(LHL\’(H\/\O/\/OJL”/\/O\/\O/}I/NH
{EE2£:36 ; SEQ ID NO:31
LCMS
FretERVE &  M/3 =1526.50 ; M/4 =1145.13 ; M/5 =916.30
FTEsIHpVE & - M/3=1526.76 ; M/4 =1145.32 ; M/5 =916.46

IR A e bR — 774

(0111]) EfTazadBn  LAUHFEA S~ FirgE i pidsid (L R ey (b
HY - 2 b= AR pH 7 44£37°C NE B G RRI NAR -

[0112] JREEFE R AFE MR 2 SREZ i AR A s PBS 4% 870K T LA 1k
H 2200 uM - PBS4E (8% B34 # CaCl, B MgCl, 1y - FC Bk % B8 48 f#1)%% » gibco
14190-09458%2 %5 pH=7.4 - F§0.02 M HCIE(0.02 M NaOH¥ Ik 7 AR iy pHE %L
£7.4 - FIFEAHTE 2% A B E il AV ZREMHPLC/ N © K/ Mifias F&EFLA
{7 1R % « HPLC/ AL 37°C N8 - HAL2BA YA GRS R BERER A  ££-80°C
THRIESHR » DURAE-20°C N RITFE 2 01

[0113] {EFIUPLCH&EI215 nmAIMS(UPLC-UV-MS)HY %44 g Rl e
TTEEAT » B —(EWAVEA LR B A B U E 5T R %A Waters Acquity
UPLCLL K ¥ 5F & Waters Acquity CSH C18% F:(17150mm)_F » $Ekr A /N By 1.7
um > AGERFFAESSCR o (oA RIS ER e EUR LU R 100 pl/mingfE % » HyA /K
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TEH01%HEE(ERIERIA - LRI ZIEFEH0.1%H B (ERIEHEB - 02457
$EEFH15%32% B - A& (454788 (HHI32 248 % BHETTIRE AR

[0114] iEEMSHETATEERYE—E - HAFE215 nmAYUVISSRAYIELE -
H 58 %48 2Ry FIF FETHY B AW B AR QO RER R EE =TS =
TY2 = Ln(2)/k

E {130

[0115) ALY AiIEE 2 YRy L1 =R R HEYAE
PRI R VAT LUAE - SRR EIRFRIT - ARWFTALEYIEA
33HEE SR =R - ARIH(E eV AR S b = HIHE -

P

R3 BB

n=xZ BLF=HH]
{EEEF 8 7.3
B2 9 3.5
B2 10 5.6
B2 11 3.6
(B 12 6.8
(B2 13 7.1
B2 14 6.2
B 15 6.4
{EE={ 16 6.1
B2 17 7.9
B2 18 7.0
(B2 19 5.5
{EE2= 20 6.7
(B2 21 7.1
(B2 22 5.0
{25 23 6.4
(B2 24 9.8
{EEE= 25 9.7
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(BB 26 3.7
(EEES 27 8.3
(R 28 11.1
{EEEE 29 11.9
{EE= 30 7.8
{EE=C 31 3.3
{EE= 32 6.3
{EEEZ 33 9.5
(B2 34 11.2
{EE2F 35 9.1
(B2 36 (2 E (LAY 2.5

RN A& RFHEIAN— R IT75

[0116] HE(TEXRIEZ A FE AL BRI S T VB SR 1 = HA 5
THFCrE BT EE THVEEY) (R R B E5 AP BU I B B4 A 2l « Aok ORFE 30
R

[0117] =FQ)FEMRIRFE(EI2S ki 7 liETLEE - —HEE
IR FFAREE S > (50010 nmol/kg (0.05 ml/kg) Z G EEY) > HECRA L ERIEC
o BIAIGEEREE - N BELAR IR LLBUASRS - pH 7.4 > i HEACHE © 45851 - 48
58 BT THE R ARG (02 38 S R HUEE (0.8 ml) « KA ASHE L3l FH0.2 miffn
AT EY) 3T -

[0118) AWl NEEST ¢« AR AR E Q80U A v R AR
LCMSHELT o3 « (E UGV L&Y EAE BV SN2 5 0B R R R
T AE0.5%2500 nMAYEIEIA « R M2 0 4HARIAFERR AR 3SR &
BE)0B » 218 A14°CT L6300 rpmife (2307788 « BT Save st TEAVEE
F o T AREEERIN ¢ IRYEE 0K - FIEEH 1% HERRY K AR OB - ERB
B51:2 (801:1) - {#iF Cyclone}& /i fF:(TurboFlow Cyclone 0.5 x 50 mm > Thermo

Fischer Scientific)H 785 iR LCMSHE = )BT DL Kz Aerisfik3.6 pm XB-C1853#71F: (2.1
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x 50 mm > JEEEFDIL60°C T e o ERUREIMEAT &7 1% HH EE EL5 % FH s/
ZHE(SOS0)EYmilli-Q7K AT R LA R R EMEB(H & A 1 % HEL B15% milli-Q7/KHYH
A5/ Z B (S0/50) TR ) HEFTRRRE R AR - KFQExactive Plus 35 I (F (HU M5 {1 B Bt
BN T (O « R RS (EEIX2) StEMATEAFRRE -

[0119] FEE MG L&A M A28 FE (B aS R B Eh) dm er > B (5 A
WinNonlin Phoenix 64 (f774:8.10 - CERTARA ) JEiBIEE 2= M (NCA) Ak
REEER B IR 2H o (TR EEEIB LR USSR P = /BT I HY
SORCEZEHA o BT RS LR & {8 A NMLE 7 /il 2] Phoenix 64 ( AR A< 8.10
CERTARA) HYEiE o

31

[0120] &R P R/siRTE B AR P IR Y A I E 4 K
FEH] Z — AT LUAE o AR =% TR BE N R R FE 2 40K
PR R09/ N« ASFHWIE{LEYILL R SZ bal) 2 FrEllE V&R - =1
EHNFR - REFHEEY) 2 FrEU I EIRE AR PR R BB K20 100
INES o ARFFH b YBIE A\ S TR0V SR = EAMERE - Bk 74

AT T TR -

R4 | FERIREE T AR RV ER R

Am=x| A RIHISE R T HA/NRF ]
HIE 1 154

HIE 2 121

{BE2 36 (2FLEaY) 78

RIS D IR YA R — R 774
[0121] EITRZHIEZERE R T AE LGV O REYIA RN - 22 M A R
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TE M R AP B ) B2 S B LT A% R fhl SR i I A GE AL EE AR K T e TR
{LEYIRR=EE -

[0122] EfFEARORETHISER - B &H R4S Ay iE b &
VIHISER 2y SNACHY ZRRESEH - NSV LSV o e BT I eH 7 -
8) o F IS (4B 4B /E Gerteis MINI-PACTOR _F#E{THEEE AT © B33 mgfilE
{E&%) ~ 300 mg#AN-(8-(2-FE7 FHERED IR (SNAC) LUK 7.7 mghi AslE #EHY
SER|{Kilian Style Onef{sf F37.2x12 mmi# T Fi&HEE

[0123] [CIfRIE FREVIRUCHTE * AEPTFEEMRE - (/4 (@)
Ko HFRIESHARENI0EL2 kg - RESHEEBERERF (12/0N\Feld -
12/NRp RS ) » AR 1] H PR A Lt Al A — X Royal Canin /P BIp R &) (F B 7>
23H] ZRoyal Caninj ity » B(F3%¢ 2 Brogaarden A/S) » ‘& BERT » SueT i H S K
BRELAT - B RERNCEEGEE  H B R B SR UNEEEEY ) 120

° AEBHIGSE — REEY BN NS H > 46 T E RV EIER] - 1Y) 2 P R B
SR EE e MU UG (5 R AEEN SR 2 Rl N BT » AERTFE AT > (ERERRBRE
WA EHRIEBOEANE « 1AL - (RS TRIER VN E 245 TRIER /N
REMPRH S BERIOK - [BERIEZAME R BT AT B A K -

[0124] HLITN K& TEANEEEY Z5ER - & T38| ZAT1057 88
R T RERLI3 nmol/kgHISEQ ID NO:32 » fEFERII K E 2% 7 EAVI I
UHPES - REE & B o WA RS ST 10 mLEGS0 mLE KK » LUe G BEFERT -
TR E R R T MR U B 22 1 2512 336/ NRF LATE 0 B AT EE 2 58 R MATRE -
Hef Fe] 52 WAL i 8 © 3017 25 LA USRS DR - ARFAC& 1.2 mLZ = U SR A 1.5 mL
ZZEMHEDTARYE 7~ > HESESHE B S T DUE TR A BEDTAR & © 24 >
MR BA PRI /K E E 28045788 > 4°C > 4000 rpm) © REIAEER EFZ7K EHY
AMEE T WIRFFE-20°CE £ 73047 « MR AR TV E 2T TERER - BIA0AT2
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/INEFIE TR FEAFAR - < venflon » H35{1 HARAFREEE A ST 2R SHARAR (R
JeaFiévenflonfit » DU S0 2K 5 R A1 venflon 2 FFZREIK) -

[0125] AWt T AT AL EYH MR SR M A E AU E
AETTHIE - AR Eel-E e A(LC-MS) AT AR « JB R s nzE 3
RIUEREUEIEAER] - LUEZFEE #iE 522200 nMEYHYRREORE © aERn3
FSTRHY LS » ZMEAE4°C N LA4000 rpmife (0 1N - #ErH 2 BB UK B A
i~ mAE2E QAR FEEE AR FALC-MS « ¥ FIBIRFEALC-MS 247 < /i » 288
TEHYE 1% H EERIMIll-Q/KFRFE FIBR A AV £ %2 K E Thermo Scientific

( Waltham - Jifif#ZEZE M » 3£ ) AYTranscend IFECIFHEAHSRD3200 %47 » H 2K
E Thermo ScientificfJOrbitrap Exploris 2408 3% #8 & - LCEL{# T Cyclonef¥
(CH-953288 > Thermo Scientific){E &—4Eif&+}: » H Poroshell 120 SB-C18 2.7 um
TE B riE(2.1 x 50 mm{ELeE iR » BERESedudl - iiAEE e » 26D - 458
SHEVREMEER T REMHAR95% milli-Q/K ~ 2.5% ZHE ~ 2.5 %HEELAK
0.1% H 405 5 FREMEBH47.5% 285 - 47.5%HEE ~ 5% milli-Q7K LA 0.1%H %
AR o 1 RREEERAY 73 M) PA30% BHY R ST A #E Ao it - (AR ENE
A(95% milli-Q7K ~ 2.5%Z.FE ~ 2.5 %HE R 0.1% B ) DL K SREIMEB@A7.5% 5% ~
47.5%HBE ~ 5% milli-Q7K 52 0.1% HH EE) A1 R B HAEfTRREE VAR » 1£0.25 788
ANTE0% R EIMEB £ 70% A BIFEB » HAE1.17 7388 N1 70% 57 B AHB 22 80% 7 B4
B > SREIEL 175788 NTE80% R EHB £95% 7 BfHB - Orbitrap Exploris 2401E B
AT RIEE HI(PRM)FRHATE LAY IR 20T AT « (R MRty (FEE
1/x2) EHEMAE AT AR LA YRR R LUE oA MAE R (Cmax) « 53170
BRI AT A SN o R R EEEA R R E R RRE
RIA R R 15% - HLLOQRE A{KA20% - {#FfWinNonlin Phoenix 64 (R4
8.10 » CERTARA ) #iBIE 55 2 75 Hr (NCA)SHE RGN b &P SR i (B FT ¥ EE)
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L (LRI ZE(CE) IR 28 - SR B HE EN IR MATRE R REE D)
i 27 LUK TR B AR IR B K I AR P (Cnax/ | B AR EAC IR HR 4R T PR (AUCTH

)o

fell

2532

[0126] CIARAEYARMEFOFEI ASAE OREVA L —/ T
ETLUMIE - ASFEHWHE{LEYILL R SFH LEYRIEREERE TE22 B EHN
25 o REFLEYHLTE ARV S Cmax/FIEHEREE - ABRHWELEYARSEL
EYIHBIER EMADRE GFE DR 230E 1 - AR LS Y BRI EE
LM BDORE IR AERVE AN S R EMEM - XS La g Anvs Oik4E
VAR -

&S | IR ARORGEKRVERE RS H

==xZ Cmax/Bi&[ke/L] AUC/HEI& [kg*hr/L]
HIE 1 0.35 24.0
HIE 2 0.32 242
{EEE 36 (2 H{LaY) |0.10 1.6
[F5Rain ]
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<?xml version="1.0" encoding="UTF-8"7>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
"ST26SequenceListing V1_3.dtd">
<ST26SequenceListing dtdVersion="V1_3" fileName="FCP069448. SEQ. xml"
sof twareName="WIPO Sequence" softwareVersion="2.3.0" productionDate="2023-05-
12">
<{Applicationldentification>
<IPOfficeCode>TW</IPOfficeCode>
<ApplicationNumberText>112117140</ApplicationNumberText>
<FilingDate>2023-05-09</FilingDate>
</Applicationldentification>
<ApplicantFileReference>210092W001</ApplicantFileReference>
<EarliestPriorityApplicationldentification>
<IPOfficeCode>EP</IPOfficeCode>
<ApplicationNumberText>22172545. 0</ApplicationNumberText>
<FilingDate>2022-05-10</FilingDate>
</EarliestPriorityApplicationldentification>
<ApplicantName languageCode="zh" >4 4k - 1B % &y A Mk 8] </ApplicantName>
<ApplicantNameLatin>Novo Nordisk A/S</ApplicantNameLatin>
<InventionTitle languageCode="zh">#T # & H A i </InventionTitle>
<SequenceTotalQuantity>31</SequenceTotalQuantity>
<{SequenceData sequencelDNumber="1">
<INSDSeq>
<INSDSeq_length>31</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 31</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>HAEGTFTSDVSSYLEGQAAKEF IAWLVKGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="2">
<INSDSeq>
<INSDSeq_length>31</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 31</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q2">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q4">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 31</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="gb">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>HXEGTFTSDVSSYLEGQAAXEF IAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="3">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q6">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
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<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q8">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql0">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="4">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql2">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql3">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>MISC_FEATURE - Substituted Dab</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql4">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql5">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql6">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql7">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="5">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql8">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Substituted Orn</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q20">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q21">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q22">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q23">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="6">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q24">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q25">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="q26">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - D-Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q27">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q28">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q29">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="7">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q30">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q3l">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@32">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@33">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q34">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@35%">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="8">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q36">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q37">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q38">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
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<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@39">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q40">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q4l">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="9">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q42">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q43">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q44">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q45">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q46">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q47">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="10">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q48">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q49">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qgb0">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gbl">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@b2">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@b3">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="11">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qgb4">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="@bb5">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qgb6">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qgb7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="q@b8">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@b9">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="12">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg60">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg6l1">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q62">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg63">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q64">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg65">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="13">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qb6">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier id="qb67">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q68">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg69">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q70">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q7l1">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="14">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q72">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q73">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q74">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q75">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q76">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q77">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="15">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q78">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q79">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q80">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q81">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q82">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q83">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="16">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q84">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q85">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q86">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q87">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q88">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q89">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>

112117140 FEH5E A0202 5298  H56BH(RIR) 1123122895-0



202346324

</INSDSeq_feature-table>
<INSDSeq_sequence>XXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="17">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q90">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q91">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q92">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q93">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q9%4">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q95">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="18">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q96">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q97">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q98">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier id="q99">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql00">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql01">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="19">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql02">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql03">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql04">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql0b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql06">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="20">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql07">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
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<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql08">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql09">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll0">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qlll">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KXHXEGTFTSDVSSYLEGQAAXEF IAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="21">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll2">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - D-Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll4">
<INSDQualifier_name>note</INSDQualifier_name>

112117140 FEH5E A0202 378 H56BH(RIR) 1123122895-0



202346324

<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qllb">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>KXHXEGTFTSDVSSYLEGQAAXEF IAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="22">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll8">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - D-Lys</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql20">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql21">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql22">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="23">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql23">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql24">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql2b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql26">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="ql27">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="ql28">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="24">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql29">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql30">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql31">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql32">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="ql33">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="25">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql34">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql3b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier id="ql36">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql37">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql38">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="26">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql39">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql40">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql41">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql42">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql43">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="27">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql44">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
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<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql4b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql46">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql47">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql48">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>HXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="28">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql49">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql50">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql51">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql52">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql53">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LXHXEGTFTSDVSSYLEGQAAXEF IAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="29">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql54">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql5h">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql56">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql57">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql58">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>FXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="30">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql59">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql60">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Thz</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql61">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql62">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql63">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>SXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="31">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql64">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>polypeptide</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>1</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql6b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Substituted D-
Lys</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>2</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql66">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Sar</INSDQualifier value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>4</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql67">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>MISC_FEATURE - Aib</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql68">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Substituted Lys</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="ql69">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>XXHXEGTFTSDVSSYLEGQAAXEF TAWLVRGRG</ INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
</ST26SequenceListing>
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