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Al A
7Y
AT 1
32t 9 gixTe] ARR5E 11H GAXS] 30001584 912, 20 GAAL] 61878038 A #A], 16¥1 A4
o] 15844420 %], 7H AAMAL 92818337HA x|, 6 AMAL] 164171638 A HX], 2H G AMA 9
71189360 A 1%, 11¥H IS 18258055 A x|, 7H AAMA|e] 555896447 X, 7H A <
052251824 %], 4H AMAQ 186961082 A x|, 5H AMAL] 145942183HA %], 5H JAA 9
50259398 A %], 6 AMA 74064365HA 9], 7H AAMA Y 24274608HA Y], TH I Q]
107301185 A 91x], 13 A=A 4866915241 <%, 1H A9 392700734 =], 3H QA<

5164134 A 912, 30 A 516412404 911, 5 AAMA| Q] 87564505 A 1A, 179 FAA 2] 5322818
HA 9%, 69 AL 53136714 21X, 150 AAAL] 102305143HA 14, 581 AAA| 9] 137577683 A
9=, 151 A 2] 283900190 A =], 150 FAMA 2] 5561144004 =], 5H G 92916779HA 9],
6 A ] 30876145% A 2], 14 AAA Y 54973820 A 2], 7 FAA| Q] 251651694 $x], 18H
AW A o] 44526743 A 12, 16WH FMA ] 67034835 A 1%, 10 FAA ] 60144800H A 1=, 7H G2

o] 148763086 A 9=, 9H FMAL] 74204396 A 912, 13H A 9] 112875476WHA 91X, 100 DA ]
30248585 A 91x], 2% QA9 24347042¥1A x|, 14W AAA ] 942528729 A 9%, 3H A<
76292157HA 91X, 9 AMA Q] 96588617 A Y|, 1H AL 168147724 A 92, 13H G4 9
70681017HA 91, 8 <AMAQ] 1458090668 A ¢, 4 FAAL] 16787824 A £, 3H AAA 9
113933083 A ], 8 A ] 600420 A 9%, 1 AAA 9] 3774766 A 912, 11 G 66007646

HA %], 591 A 1719602561 A 23], 2 AMA| 9] 37883934 A $1x], 130 AAA] 112849027H A
Y=, 60 AMA 2] 151694692 A ], 1H AMA|2] 156046378 HA] A=, 11H AAA2] 120197840H A ¢
2], 19W A 38039803HA $2], 6 A Q] 169284302HA 91X, 21 FMA| ] 44473956HA 9],
16 A8 9] 89069935 A 1=, 9H AN ] 1042223 =], 74 QA9 5111408HA] F=], 4 A
Ao 145566595 A 1%, 2 A 233251538HA X, 19 FAA ] 58071777HA x|, 11H A
o] 71948385W A x|, 158 AAA9] 98195804 A £1x|, 17 AAA] 9804347HA 9%, 28 AAH <]
3642586 A1 212, B 2% GAA 9] 233251162WA] IX R o] FoX oA HEE 3hut o]del 91X wWEs)

FES FAtE WA o

TE5 At oin], 119 A9 300015 A #1x], 20 AAA9] 61878038 A $1x], 16W AAA 9
15844424 1=, 7H A2l 92818337 9], 6 AAAL] 164171638HA §=], 29 AAA
71189360 A 9=, 11¥H QA 18258055014 %, 7H A 5558964494 ], 7H FAA 9
952251824 912, 4 AMA Q] 186961082HA X, 50 AMAL 145942183 P, 5H A9
5025939814 912, 6% Al 74064365 A X, 7H A O] 24274608 A 91, TR A
1073011854 1A, 13H AAS] 48669152HA 1%, 1 A 392700734 A, 3 A ]

5164134 A 912, 30 A 516412404 $1x], 5 AAA|Q] 87564505 A4 X, 1791 FAA 2] 5322818
HA 9%, 61 FAAL] 53136714 ], 150 AAA L] 102305143HA 14, 581 AAA| 9] 137577683 A
AR, 1591 G2 ] 283900194 %], 15 FAA|S] 556114404 %], 5% A ] 92916779H A 9],
6 AAA ] 3087614504 ], 14 QDA S] 549738294 1=, 7 FAA ] 25165169HA $1%], 18¥
A A ] 44526743 A 1], 16H A A 2] 67034835H A 1], 100 AMA Q] 60144800 A %] = 7H A4
Aol 14876308604 A2 o] Fo X To A HdEE skt o] ] R HEE FEo] EA,

&5 S diH], 9 FAA] 742043969 A $1X], 131 AAA|e] 112875476W A4 9%, 109 ]
30248585 A 91x], 2% QA9 24347042¥1A Y], 14 AAA ] 94252872 A 9%, 39 |
76292157HA 91X, 9H FAAe] 96588617 A X, 1H AMA S 163147724 A KX, 13¥ |
706810179HA A, 8 QA ] 145809066 A A=A, 4 FMA ] 16787824™A X, 3W FAAe
1139330834 =], 8 AMAe] 600429 %], 1H A Q] 37747664 91X, 111 A2 66007646
HA 9%, 59 G 171960256 A %], 21 <] 378839344 912, 139 G212 112849027 A
A2, 6 AAA 2] 151694692H 4 X, 11 AMA L] 1560463784 9], 11H FAA2 12019784004 )
2], 19 A ] 38039803 A £, 6 A Q] 169284302HA 91X, 21 FMA| ] 44473956HA 9],
16 A o] 89069935 A $1x], 9 A 1042223 A 1%, 7 A ] 5111408 HA %], 4 G
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Ao 145566595 A 1%, 2H A ] 233251538H A =], 19 A 58071777HA $X], 11H G AA
o] 7194838594 x|, 158 AAA 9] 98195894 A x|, 179 AMA 9] 9804347 A %], 281 AAA
3642586 A 91X 2 29 IAA| ] 233251162 A A= o] FolZl oA e it o] o] 91X
FFo] S AS, ARAE Vel EAstE Aoew ddEE dAS ¥Ise
gk ARAZTHH

)

A7 2
11 A 2] 3000154 9121, 208 A ] 61878038 A $1A], 16¥1 A A ] 1584442H ) $14]
Aol 92818337HA %], 6 og&,lxﬂ,] 164171638H A 1%, 2 %Mx%H 71189360 A 1], 119
1825805541 1A, 7H FAA|e] 55589644 A 91|, 7 AAMA L 95225182 A 91|, 41
1869610824 91x], 5 AAA Q] 145942183HA] 9=, 5 AMAL] 50259398 A 1%, 6¥
74064365 A 91, 7H QA Q] 242746080 A %], 7H GAA e 107301185W A %’4‘1, 13¥
48669152 A =], 1 G2 39270073HA X, 3H FAA ] 5164134HA ¢ 1, H A 9] 5164124
HA %], 5H FAAQ] 875645050 A ﬂ% 1, 170 A2 9] 5322818 A 912, 6 FAA 9] 5313671 A
9=, 156 A 9] 1023051434 =], 5 AL 137577688 A %’4‘1, 159 G2 2839001947 ¢
2, 158 @A) 556114404 9%, 59 anu 92916779 A $1%], 6 A 2] 308761458 A x|, 14
HoAAA o] 54973829 A 91|, 7 FAA| ] 2516516910 A ﬂ% 1, 18 AR o] 44526743 H Y], 16¥
A 9] 67034835 A 91, 109 FAAQ] 601448004 1], 71 FAA Q] 148763086 A 1], 9H A A <]
74204396 A 91, 13¥1 FAA 9] 112875476 A $1A], 10Hd Az ] 30248585 A YA, 2 FAA <

A o]

o]

ﬂ
rE

D TR T 14
o 1

o2 o2 o2 o2
2o o o

ET)
o o b

¢

ﬁ

2434704205 1%, 14 IMAY 94252872 A 91X, 3H AMA Q] 76292157HA 9 9H
96588617H A 1], 1 A 168147724H A %], 13H FAA 2] 70681017H A H‘ 8H A
145809066 A 91=], 4 FAA ] 16787824 A 91X, 3H AAA 9] 113933083WA 1A, 8 AMA L]
600429 A sﬂ, 19 AR o] 3774766 A 9=, 111 AL 66007646 912, 5H AWA 2] 171960256
HA 91X, 21 A ] 37883934 A 912, 13 FAHA| ] 1128490274 $14|, 61 Uﬂxu 151694692
AA, 1A DA 0] 156046378 HA 1=, 11H A 2] 120197840 A 91|, 19 AA 2] 380398034 9
2, 6 G 9 169284302 A %‘1, 219 AMA ] 44473956 A 9=, 16W AL 89069935 A A,
O A 1042223 A x|, 7H A Q] 5111408 A x|, 4H AMA ] 145566595 A 9=, 2 A
Aol 233251538 A x|, 19 AMMA 9] 58071777HA =], 11H A 71948385W A %], 15 A
o] 9819589414 91|, 17¥ AAA 9] 9804347HA 9=, 2% AAA| 9] 3642586HA] A, E 2H A4A <]
23325116204 A2 o] Fojxl oA HEE shu o]ide] A HEs FES SAHAY F Je AAE X
e, AMAIE TS dSetr] S 2AE

P

¢

7% 3

37 29 AR TFE, AMIE F5HS 53] 9% 7=,

Yo Hrg

7l & & of

A E 75 dZFAY, $eFe S o= wmi Aws 9l vlolonlA 2 ole] fxo] T
Aot}

vl F 7] &

e OBCD B QF T ALFo] 190]8], AFEL WA FEeE Aotk EAFAA AT 20159 A
ARl A AR o wEW, sk 5o AFEYRl F shtely, AA AR F 26.5%9 - v &S AR gh).
Ak digk A7 A RE FAAS %X}Oﬂﬂl E2 R dojyn, 53] 52 AIYETY =2 Aol 3
ok, Ol AAlI G3loA wralEl Agal Fofe] Huk W =4 vjF<L IV [Diagnostic and Statistical Manual
of Mental Disorders IV] (DSM IV—Branden/Hill, American Psychiatric Association, Washington D.C., 199
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of o= A Hl wiZA SR, %22 20t

AT TAES AL A% HEge] kovl, o TUAE

metabolite  5-hydroxyindoleacetic acid)¥ =371 dARIEQ]  sREHIALH(dopamine  metabolite
homovanillic acid)e] W& 25, A4 A= P47t Aol Raug v oy, 78 Foll, 2dHWE 7Fd 44l
A% B2 5 Aas AT Aol A A A o] S100B7F A o] S7bE o] do] #EEAL, o]
£ &l S100B7F A A= 7hs/d o] v R BarE T

A% AR AL 8T

ot AT WMAYST ha A

EFSHE JUABAY £ AR o}, A8 AEE Uos)t NFY W

7} RS

fod
& 0001) $+=5E5E3 A10-2002168%

w59 1§
EC R

AN E TFsAE A5, Fese BHE A5 T JAgd F e wolentr] R o9 §xE AT

of 2 %ol gitt.

A9 HE 79
d Fe2A, A " dlzare AREFE 1H A 156046378 A $1A], 1M FAAe] 168147724 A 9]
2, 10 FAA 9 37747669 A 99X, 1M AAAL] 39270073HA x|, 108 G AL 30248585 A x|, 10
HodAA 9 601448004 1A, 119 A 1201978404 912, 1191 A9 182580554 $1%], 119
AAA ] 3000150 A 1], 11H AAA ] 66007646HA =], 11¥ A 9] 71948385 A %], 13 AAA)
o] 1128490274 1=, 13H A ] 1128754764 1], 13 DA 9] 48669152 A $1%], 13H A <]
706810179 A 91|, 14¥1 GAA| o] 54973829 A 91X, 14 FAA| ] 94252872 A 1%, 150 A <]
102305143 A 912, 1509 A 9] 28390019HA] x|, 15 FAA| ] 556114407 1=, 158 A <]
98195894 A 91x], 16W <A ] 158444204 £1%], 160 FMA L] 670348358 A 91x], 16W A<
8906993514 1%, 17H AAAS] 5322818 A 1A, 17H AAA ] 9804347 A 1], 18H AMA|
44526743 A 1A, 199 A ] 38039803 A 91X, 19H FAA 9] 58071777HA Y], 2¥ A 9]
23325116204 1A, 29 AAA 9] 233251538, 2% AAA| 2] 243470429 A 91X, 29 G| 3642586 A £
2], 2 GAA Y 378839349 A 91, 2H AAWAQ] 71189360HA £1x], 200 AMA L] 61878038HA $x], 21
oG o] 44473956 A 1%, 3 FAA 2] 113933083HA 1], 3 FAA Q) 5164124 A Y], 3H G

)

o
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Ao 51641347 91X, 3" AAMA 2] 762921570 X, 40 AMA ] 145566595HA] P, 4H A AA
167878244 9=, 4 AWM 186961082 A =], 5H dMA o 137577688HA Y|, 5H GMA 9
145942183HA 1%, 5H FAAAQ] 171960256 HA 1%, 59 FAAQ] 50259398H A ], 5H FMA <
875645054 =], 5 GAA 9] 92916779HA Y=, 61 AMAL] 1516946924 X, 6 A9
164171638 A 9%, 69 AAA 9] 169284302 A %], 6% AAMA|L] 30876145¥ A X, 6 AAA <]
531367114 9%, 61 AAAY 74064365 A x|, 7TH A 107301185 A 9], 7H FAA 9
148763086 A $1x], 7¥ AAA 9] 24274608 A x|, 7H FAA ] 25165169 A x|, 7TH AAA <]

51114081347%}] 94%1, 7H QA ¢ 55589644 H A :Hi], 7TH 1A €] 928183371347%}] AR, TH DA 9] 95225182
HA 9%, 8H A2 145809066 A 1], 8H A A 9 6004291347%11 A, 9 A 1042223 HA =],
9 ?anu 74204396 A 91, 9 A AlA) <] 96588617HWH 22, 19 ?Mz%u 10969480 4 £, 1% <A
Aol 156093831HA 1%, 1¥H A 163614844 92, 19 CMZM 170125977 £, 1¥

2
lo

AA 9] 61660265 A Y], 208 FAA ] 61660275 A A,

91470154 1], 21 Ao 46239944W A 9%, 22 AMA O] 46646824 A =], 3
117221864 $1%], 3 A 197035874 %) Hx] 3H A9 197840760H A %il, 3
51741284347%]] $1x], 3H A 9 80819551H47>1H 9], 49 A9 253141953%&11 AR, 4H XA ] 8046741
HA 912, 49 ?Mxﬂq 881416394 4 Hxl H ?Mxﬂq 10689321 ) Hﬂ H ?MAM 140536062 A £
A, 6¥ ?Mziu 166580184 A 9], 6 Qgﬂzﬂ/] 168470147 A %], 69 ?Mziu 2021356 1HA 93], 6
oA o] 315447514 9], 6H ?Mzﬂ«] 32729590 A 1%, 79 ?MXM 1239857HA 912, 7H A A
o] 158751084 A 91z, 7H FAA L 2103173HA Y, 7H AAA] 8112000 A ], TH FAA 9
940144319 A 9], 8 <AAA L] 139438056 A 1], 8H AAMAL] 2628650 A YA, 9

9

¢

o3 Al
1771508184 911, 191 |AA2] 20106604 =], 1 A9 22586512144 x|, 1H FAA <
33591142 €1, 10 A9 133929736HA 9%, 10 A ] 31797524 12, 10 G AA 9
34952966 A $1x], 10 A9 66125478HA 91X, 111 GAA 27842704 912, 11 A 9
64511334 A %], 1281 AAA2] 1069748454 9%, 1290 AAMA9] 48592733 A %], 13H AAH 9
1139974995 91x], 13 39 31020407HA 91x], 14 A9 1057663554 =], 14 gAA <
106329560 A =], 14 GMA 9] 23586643HA x|, 14 AMAS] 503588544 =], 14 GMA <
6074846114 9%, 14¥ AMA|e] 650089114 =], 15 AAWAS] 27214893 A %], 15W A <
76627666 A X, 15%1 QA9 77907684 A 9%, 158 AAA| L] 934235429 A 9%, 16W A<
1695165314 €1, 1681 AAAe] 9762983HA 9%, 17H A 19627962 x|, 18H A A <]
20522652 A 91x], 18 FAA9] 77487339 A x|, 1991 FAA ] 19735042914 99X, 19 FA A 9
20149661 A 1], 19 A 9] 4614424494 $1%, 199 A9 52391116WM4 $1x], 199 A9
54600226 A =], 29H AMA S| 105473396 HA 1A, 2 AMAS] 105924524 A 94X, 2WH  AA| 9
1331050634 912, 2 A ] 2029007024 1], 2 dAA o] 202901339HA 9], 2 A9
208709951 A 91|, 2 A o] 232644931 A R, 2 FAA L] 241080369 A x|, 2¥ A
24172101494 9%, 2H GAA ] 38500727HA 9%, 2H AAA|e] 797385450 A X, 20 A <
55204574 A $1%], 20 H 200 3 A A <]
Ho A ]
A2 A ]

rErE

4
2l

ad

=] oﬂ/\ﬂjﬂ_ﬂ
1061517494 1%, 9H <AMAe] 1315888634 Y=, 9H AMAl 96067963HA KX, 1H FAA
10714679 A 9121, 1 AAAS] 11075230704 1=, 1H Aol 1625323284 4], 1 A4
2209649144 91X, 1H <IAAS] 23455034 91X, 1 FAAS 237168670HA X, 1H HAA
24151968504 91=], 1H <dAMAS] 30179865 A 1=, 1H AMAe] 3055729 A  $%], 109 A
101841262HA4 91x], 10 A S 128993126 $1x], 109 A9 133484608HA 914, 10 AXA
134807293 A 1%, 119 GAA¢ 1003070234 91X, 119 G229 202295104 9], llﬂd_ A

s
b

el 86014078 HA =], 12¥1 AAA Q] 116396444 1%, 12¥ 2
danz) o] 1185700774 912, 128 A ] 132663450 A 9], 12111 2
A ] 66275725 A 1A, 13 FAMA2] 110432848 A 91, 139 A
53869898 A x|, 13¥ QA9 743154129 A 9%, 13W G 79184520 A %], 14W A ©
102026599 5 912, 14 24z 9] 30628536 A $12], 14 Az 9] 33081536, 15 4449 60691554ﬁ4
A2, 16H FMAS 865197HA 91X, 16H A2 892279204 =], 16W1 AMA 2] 89972864 A H
179 GAA 9] 78748445 A 91X, 19 A1 9] 143768034 $12], 19 Iz 9] 167396384 914, 1

AN ] 17918998 H A x|, 19H A9 192812554 1=, 19 A 9] 19281636HA =], 19¥ ?iﬁ
Ao 197291624 2], 19H AAA Q] 36246711HA =], 190 FAA Q] 4971567HA HX], 2H AAA <
101870148 A 1=, 28 AAAe 118616012W 7 X, 2 FAA9] 131797921HA] =], 2¥ FAH <

3889218 A £14], 11
118559323 A 1], 12
137160304 9%, 12

s
b

T

rErEr
N

o o= oI _!2; _!2; _!2; _!2;

N

z&ﬁiiﬂﬁﬁﬁﬁﬁﬁﬁﬁﬁ

.Lu U.Lu U.Lu U.Lu U.\.u U.\.u U.\.u
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[0013]

[0014]
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\]

A 2] 2301369004 1A,
A 2] 235889915 A 1A,
A2 71695739 A ],
A 2] 62033454 A A,
Al e 42337207HA A,
A A ] 111804720 A 9%
o] 110413671 )
A 2] 1408119459 A
A Q] 174152973 )
A 2] 110678892 A

2

17426573350 9121, oW QA 204400704W A A, 2
9339512047 o], 29 AAlFo] 233284760W A A 2
9401531179 914, oW AAFe] 37000246W A oA, 2
H
H

T
)

T CE
\}
(=]
PO

\V]
—
24

214812909 & 1], 209 A L] 26754119HA 9], 20
45165001 H A $1%], 22¥ A o] 18531467HA 9], 22
47081874 A 9=, 3 FAMAC] 10067415HA A, 3
525140234 =], 3H A2 71636223HA YA, 5
135416249 A $1%], 5 AAAL] 13821074994 A, 5
140865191 A £1%], 5 AAAL] 17221634394 A, 5
1741533594 1=, 5 AMA ] 95298488 A 1A, 6
1636731304 $1%, 6 A2l 17281802 A A, 6H AMAY 31762442 A
35466235 A 9%, 6H A 52840469 A $1x], 6 AAAL] 90595883 H A
17337976141 912, 791 AAA 2] 2171990 A 1%, 79 AMA 2] 28449568 A %], 7 72364295
HA] 9], 7H ANA 2] 96636381HA 1], 7H A ] 98028420 A ], 8H AMA 2] 102138594 A 2
2], 8 A 17454369 A 912, 8 AAA 9] 22561547HA x|, 8 FAA ] 38856624 A 9%, 8H
A A o] 58055486 A 9121, 8 A ] 947135407 x| Z 9H G AMA| Y] 136270795 A YA 2 o] Fol
ol AelE sy ool HXY WEst ¢S FAshAY: APC2(Adenomatous polyposis coli 2),
BICD1(Bicaudal D homolog 1), L0C283314, POU2F1(POU domain, class 2, transcription factor 1),
7BTB37(Zinc Finger And BTB Domain Containing 37), ZC3H12D(Zinc Finger CCCH-Type Containing 12D) %
INF587(Zinc finger protein 587)& o]Fojxl oAl Aelg sl o]de] GildS I3t Ao &d 4
=

T SA%ks WA Eddehs ARAE TheAdE dSsiAY, 25 BHE A5 B ds 9% HrA
ar
[}

w5
[\
\e}

R
o1l W
LR R R R R R R

2 o2 o2 of o2 o2 o2 u? o? o? of a2

1’
1
2

T
(@]
N

I
N

'
o

R - R > )

o
4
2

L 2
© ool o b

e
e
L~
z

==

g R R
(@)}

ultA
=
2
1o

o

A7) 54 gaAe) 54 94 Et 54 wude aget faxe #aE FAL ArE 0E FYRad
s ABFARATLRe dolHuel s AN A FAR AR, TAHOLE hgld HAAREIE T4
Moz 548 4 e FUA Bl /e 4@ Aol

7] 'HlE st (methylation) ' DNAE FA3te 7ol wlE77t &y e AL ddct. FA402, 47 HE
3= CpG 99 AlEAl(cytosine)ollA] dojuvte wlgdstE ongict. wWdst e vddsyt dojd 49,
DNA x99 Wil e AARIAL e Wsl 5 5 fda 4dd ¢S = & IA 9ok, 2hsE

9] Al DNAYI= A(Adenine, ©}dlWl), C(Cytosine, A|EAD), G(Guanine, °}) 2 T(Thymine, ElW) £
AEZ(C) 18] A ghiel Wd 150] F&d 5-wEAEL (5-methyleytosine, 5-mC)ol2te 5¥
717y EAgeh. 5-WEAIEAY] wW'EshE CpGEta EEle G U7 Ed LB =(5'-mC6-3")2] Coll ARt dof ,
CpGe] wWiEsl= alu 5 E#¥E(transposon)s AlEel WHEAdo] HHE = AL AT, TS, A7)
CpGel 5mC7F AAA o2 Gofnleslste] HRI(T)o] & & 7] witol, (p6E Efrss AXEdA fFHgtom

=
%, FAFASHORE Wbk AF Qold 5 Qi el

71 'dEs e 542 FHEAY 6 99 HEst FEs 545 AezA, Hest 5olA<
PCR, o= E9°] W3l Eo]% PCR(methylation-specific polymerase chain reaction, MSP), AA|Z+ =€ 3}
Eo]# PCR(real time methylation-specific polymerase chain reaction), W3} DNA o]z ZAgt w=z
= o83 PR, &= A PR 55 3l SAT 5 Avk. E=, Fo]ZA A4 (pyrosequencing) H= vfo] Ay
olE Al#A (bisulfate sequencing) 5 WHo= ZA3AL, DNA HEdold wlo]mzo]go], = HES}
CpG 2% =gl e d-wEAEL A& o] &3 WYX (immunoprecipitation) & AMHEE & 3o

&
U, old Al#EE AL ot

71 Rz CpG F-9leh, fFHAke] DNA Aol EAISHE 6 F-918 Zetth. fdxke] DNAE, fHx7t Sdds)
= Zest AR ZFrksstA AZdEe] e 49 74 d9E B EfstE HdoR, dE o], X8
2y o9, d¥ld I g9 (open reading frame, ORF) = Bl do]E (terminator) 98 5& ¥}, ug}
A, rdAke] CpG F-91= e ke ZREE g9, @ 51 99 (open reading frame, ORF) Hi= B
dolel g9 ol =4 & o, vk=A] ofo Adhe A ofystar, Fxke] DNAdK A H A ofystal Al

A A DNAo &A1 4= Q).

47 Bkl AR 2 dzTd ARt ARe AR2A 47 bipsy), B, WAL, WAL, AR
o olFolzl ol HEd olx shtd & gu, PAYoRE, ¥, ¥, WAL, W

_7_



[0015]

[0016]

[0017]

[0018]

SIHS31 10-2021-0034539

TolA AuE o= shtel & glout, HWE ol AWHA ohistn, FAANN FHHOE AEHE P
oz Agstel Fuld 5 Utk

A7) WEARE SReE oA, 37 Bude aYsts fae AAREe el AR U] BE EE
4] wge] AR W FEE SR PEe 898 5 gout, ol AWHA ohisty, FAANA BFHO
2 AHgEE P Bael 29T + o

3 anr =
292 (Competitive RT-PCR), AAZF dHAAEAE F3 (Real-time RT-PCR), RNase H3& F21WH(RPA;
RNase protection assay), =% £33+l (Northern blotting) = DNA 3 (DNA chip) So] 9o}, o]o] A|gte]=

e opt},

A

71 mRNAS] Als W SRS SAsH: YoM Qs SHALWNS(RT-PR), B4 754
pu 7 t £ %
=1

T

7] &

2

o Ag W FEE Y5 PEoRA YY) Bl

(3 uy s=E 54 WAool tfste] SolH o=z Ajste FAE o] &3t
of @iide] & A% F Qrh. olE g 4 WHoEE WHEHEAAimmunoblotting), ELISA(enzyme
linked immunosorbent assay), WAMIWHSAEA(RIA: Radioimmunoassay), A WS A (radio-
immunodiffusion), 2$aHEY ™Y &2k (Ouchter lony) , 2ZAE W79 5 (rocket
immunoelectrophoresis), WY A M (immunohistochemistry), WX A  EAH (Immunoprecipitation

Assay), BA 1A E2% (Complement Fixation Assay), FACS(fluorescence-activated cell sorting) % il
2 F(protein chip) so] e, ofo] AFdH= AL ol

FAAE, &5 AT ], 11H A4A9] 300015HA %], 20 A9 618780384 1], 16W ¢

A o] 158444204 1], 7TH AMA ] 92818337HA] x|, 6W AMA ] 164171638 A YA, 20 G A <]
711893604 =], 11H <AMAe] 182580554 X, 7H AMAY] 555896444 =, 7H G4 9
95225182 A $1x], 41 A9 186961082 A x|, 5 AL 145942183 A x|, 5¥ AAA 9
50259398 A =], 6W AMA] 74064365 A YA, TH FAA|Q] 24274608 A X, 7TH A
107301185 A 912, 13 A 486691524 %], 1% AAA|L] 39270073 A %], 3W AAH <]

5164134 A 912, 3 A 51641240 911, 5 AAA| Q] 87564505 A4 X, 1791 FAA 2] 5322818
HA =], 69 FAA 53136714 1], 15 AAAQ] 102305143HA 1], 5 A2 A 2] 137577688 H A
A2, 15 A9 28390019HA] =], 15H A 2] 5561144004 H=], 58 FAA2] 929167790 9=,
6 A ] 30876145W A 912, 14 AAA Y 549738290 A 912, 7 FAA| Q] 251651694 $x], 18H
) o] 44526743 A 91X, 16W A 2] 67034835 A 91X, 108 A 9] 60144800 A x| B 7H A
Aol 148763086 A A= o] Foj X oA HEE Bhit o] fiXlelA Wds}t o] vV, S5 A

= tiH], 9 AR 74204396 A 2], 13 AAA L] 112875476 A 1], 10 AAA| 2] 30248585 A
Q=] 2 GAA Y] 243470429 A 91X, 14 AMA Q] 942528729 A %], 3w AAA| 9 76292157HA ],
O AMA Y 96588617HA Y, 1H QA 168147724HA =], 13 AAMA Y 70681017HA x|, 84

o

A A o] 145809066 A 91X, 4 IS 16787824 91X, 3H A 113933083HA 9], 8H MA
o] 600429WHA A, 1H FAA 3774766 A X, 11 AAAS] 66007646HA X, 5 AMA ]
171960256 A 9121, 2 G2 o] 37883934 A 1A, 13H FAA o] 112849027HA ], 6H A9
151694692 A 1%, 1H GAA <] 156046378 HA 1%, 11 GAAS] 1201978404 2], 19 A <]
38039803 A ], 6 AMAL] 169284302 A 91X, 21 G| L] 44473956 A 9%, 16W A<
89069935 A =], 9 AMA|L] 1042223 H A H=], 7 FAA ] 5111408 HA 9], 40 A 2] 145566595
HA] 91x], 2 A 2] 233251538 HA 91X, 19 AAA 2] 58071777HA x|, 11 FMA 2] 71948385H A
=, 15 A ] 98195894 A $1x], 17H AWA Q] 9804347HA 9%, 2 A MAe] 3642586 HA %] L
2H Gl 233251162 A A2 o] Foi FollA] Hdeld sl o]k AolA wEsl 5o ALY, A
o ], 8 FAA 9] 58055486 A YA, 5% AAAQ] 110413671HA KX, 6% AAA|Q] 52840469 A
A=, 20 AL 214812904 Y], 29 AMAL] 233284760 A X, 2H AMAL] 240153117HA
1A, 1 AAA ] 162532328 H A 1], 1H A 2345503 A ], 21 AAA ] 45165001H A 9],
2 A o] 118616012 A 91x], 8H AAA| 9] 947135404 x|, 5H AAMA Y] 17415335907 €], 129
A ] 118559323 A 1], 5 A ] 95298488 A 1], 141 A 9] 330815364 =], 63 GAA
o] 3176244294 91X, 3H A 71636223HA A, 19U FAA] 17918998 HA X, 7TH A4 A <]
173379764 9%, 13H AAMAQ] 110432848HA %], 2H AMA|e] 71695739H# Y=, 5H FMA 2
138210749 A 91|, 5H AAMA|e] 1354162499 A 91, 1H AMAQ] 237168670 A 1A, 9H AAA <]
1362707954 1A, 13H A 79184529 A 91X, 6 AMA S 90595883 A A, TH AMA ]

(R R

_8_



[0019]

SIHS31 10-2021-0034539

98028420  $1x], 8H FAA 9] 17454369 A x|, 14¥H AMAS] 30628536HA =], 1H A
2209649144 1%, 2W A 9] 235889915 A ¢1x], 20 AMA Q] 62033454 A )%, 10 A9
101841262 A 9=, 10 A1) 1348072937 A, 128 A9 132663450 A %], 2281 A <
1853146797 1], 11 AAAY 86014078 A 1A, 22 FAAQ] 42337207HA 91X, 199 FAA <
1972916240 9], 2 dMA ] 174265733 A 9], 1H A9 110752307HA 91X, 11 IAA Y
107146794 4=, 8H FMA ] 38856624 A x|, 2W AAMAL 131797921HA HH], 2H G AMA 9
37000246 WA 912, 16 GAA] 89227920 A 9=, 12 FAA 9] 11639644HA X, 8H A 9
1021385944 9= = 129 A 9] 662757250 A X = o] Fo 7 FollA e sl o] o] 9ol HWE
3} o] AW, BT o], 7H G 9] 72364205 A 9], 2H A Q] 101870148 A $1x], 7TH I
Aol 96636381AA x|, 7H AMA ] 28449568HA 91X, 1H FMA 30179865 A £, 1H Ao
3055729 A 9%, 129 A9 13716030HA X, 6H Al 17281802 A ¥, 14W A
102026599 A %], 1791 GAMA 9] 78748445 A x|, 19 AAA ] 16739638 A H A, 10W A
1334846084 91x], 7H AAAS 2171990WHA A, 11 FAA] 202295104 $1%], 59 A
140865191 A €1%, 1H IAAe 24151968504 <%, 69 SAMA 2 1636731307 2], 8H A
22561547HA 1A, 16" FAA ] 89972864 A =], 5 GAA|e] 174152973 A $X], 5W A
172216343HA  $1%], 13¥ 169

L

o

A o] 7431541204 x|, 11H AAMA|e] 3889218 A 9],
865197 A 12, 2¥H FAA e 230136900HA X, 19 GAAe] 19281255 A YA,
1118047204 $1x], 13 A 9] 53869898H 4 %], 19H dMA9] 14376803H A 3],
60691554 A €], 1281 dAA el 118570077914 91X, 200 GAAY 2675411HA %],
1006741597 $1x], 6H QAAA Y 3546623504 9], 3H A 52514023 A ],
470818744 2], 2 <AMAL] 204400704HA 91X, 10H IMAS] 1289931264 9=,
36246711HA 91x], 19 <FAA2]l 192816364 1%, 11H AAMA L] 100307023HA 914,
1408119454 $1x], 19 A 497156704 A, 6H A4A ] 1106788924 A= 2 2
2332512247 X2 o] Rl oA AEE Sl o] fIAUA HWEI FFo] EFALL,
APC2(Adenomatous polyposis coli 2), BICD1(Bicaudal D homolog 1), LOC283314, POU2F1(POU domain, c
2, transcription factor 1), ZBIB37(Zinc Finger And BTB Domain Containing 37), ZC3H12D(Zinc Finger
CCCH-Type Containing 12D) % ZNF587(Zinc finger protein 587)& o]Fo]x oA Aeig 3} o|ake] vl

42 ;Yske FAA0) BH £E B A, AUAE Feyol EASE AoR BUT & dnh,

H
o1 W
e R

M o2 o2 2 02 02 o2 o® R o2 u® o2 o oR oR

ro
2N w
e

(@2}
(2R T
i—"‘

2

e - R - R " " )

)
© oo o

9

¥

ol
o,

SSp )
=

ass

TAASR, GAT iy, 16 FAAS 9762983 A $1X], 11 GAA ] 156093881HA] 9%, 791 GAA] 2
94014431HA 91, 14 A 50358854HA 1], 1H QAL 17012597HA Y], 22 FAH 9
46646824 A ], 9 AMA 2] 96067963 HA =], 9H FAMA ]l 10615174HA =], 8H A ] 2628650
HA) %], 28 QA 1059245244 =], 6 FAA ] 32729590H A =], 17H G ] 19627962 H A
A, 149 A ] 23586643 A Y], 15W FAA|Q] 27214893W A 12|, 10W JAMAL] 66125478 A
1], 8 FAA 9] 1394380564 x|, 3 AMA ] 80819551 A A, 10 dAMAQ] 34952966 A 9],
6 A ] 31544751 A 91X, 13H A 31020407HA 91X, 21H A 46239944 A %], 1H
AA ] 10969480HA 1], 18 AAA ] 77487339 A X, 13 FAA ] 1139974994 912, 6H A4
Aol 20213561HA 9=, 1H A 16861484 HA 91x], 3H A9 11722186HA Y=, 12 gAA 9
48592733HA x|, 29 GAAY 241721014HA x|, 9H AAMAY] 131588863HA x|, TH A 9
1239857HA  $1x], 12 IMAS] 106974845H A $1x], 10 FMAS] 3179752HA 9%, 1H dAA <
33591142H A 91x], 11 AAA 2 2010660HA] =], 7H FAMAQ] 2103173HA S, 6H A2 A ] 168470147
HA 21X, 199 dAA 9] 19735042904 1%, 29 AMA 2 38500727HA] 2], 200 A L] 55204574 A
1A, 199 FAA 2] 20149661H A 9 x] H 10 FAA 2] 133929736 HA] YA 2 o] FolR oA MelE 3t
ool AelA wYEst FFEo] WY, AT b, 14¥ AAS] 60748461 A X, 11 A
645113344 42, 1H AA ] 177150818HA 1A, 44 AMAS] 2531419584 12, 11 A4 <
27842704 A 91, 5 FAMAL] 1068932 A 1], 2 AAAL] 105473396HA 1], 19H FAA 9
46144244 H7 9%, 156 A 77907684HA x|, 3H AAAL] 197035874HA] x|, 1H FAA 9
2258651214 9%, 15 AMAe] 76627666HA Y, 160 Al 169516530 A A

166580184 A ¢, 18 QA 9] 29522652 A 9%, 15W G 9342354287 9%, 7H AAH <]
1587510844 912, 14 A9 65008911HA =], 58 GMA ] 140536062HA 9=

2410803694 9%, 2H AAMA|L] 232644931 A x|, 4W GAA 9 8046741 A x|, 4



[0020]

SIHS31 10-2021-0034539

88141639 9%, 7H AAMAL 811290 A 91, 3H FAAL 197840760HA x|, 2H AAA 9
1331050634 €], 20 A9 91470154 =], 19H AAWAQ] 52391116WHA $1%], 14H A4 A <]
105766355 4] 1%, 2W AMAQ] 79738545 A x|, 3H A9l 517412844 Y|, 141 AAA Y
106329560H A 91x], 2H A ] 20870995H A L1, 20 AAA L] 202901339HA x|, 19 FMA <
54600226 H A 912, 20 FAA 2] 61660275 A Y], 2H AAAL] 202900702HA ] L 200 A 2
61660265 A X = o] Fojxl oAl MEE shit o] o] 9|l WMEs)t ¢l 2 A, 5ol st
AL 7HeAel EAse Aow Bkt 4 ),

A FEHIEA, 1 A9 156046378 A 1A, 181 A 9] 168147724 A 1%, 181 A=A 9] 3774766 A
A=A, 19 G 39270073 A X1, 100 AL 30248585 A 1], 108 FAAN] 60144800 A 1],
119 A2 1201978404 9%, 11 FAA 2] 18258055 A %], 11¥H G A9 3000154 9%, 11¥
A e 66007646 A 99X, 11H GAA e 71948385 A 912, 139 GAAS] 11284902794 X, 13¥
Aol 112875476 WA 1%, 13 FAA ] 48669152 A %], 13 FAA|9] 706810174 =], 14H I
AlQ] 54973829 A 912, 14¥ G| ] 94252872 A 9%, 15 AAA 9] 102305143HA x|, 158 A

o] 28390019 A 9=, 15 FAA 9 556114407 A, 15 AAA 2 98195894 A =], 16W 4
1584442 A 91, 16¥H AMA 2 67034835HA] 9], 16H AAMA L]l 89069935HA 1], 17H G
53228184 91X, 179 <AMA2] 9804347 A X, 189 AMA ] 44526743HA 91, 19H A4
38039803 A =], 19¥1 @Al 58071777HA A, 29 AMA|Q] 233251162 A ], 2 AAA|
233251538, 2W <AAA|9] 243470424 A, 2 FAA| Q] 3642586 A x|, 2 A Q] 37883934 A
2, 2 GAA 9] 71189360 A A, 200 A 61878038 A X, 21 AAA ] 44473956 A %],
oA o] 113933083HA 912, 3H A9 51641244 912, 3 A 9] 5164134HA $1%], 3

ol
=
AN
A

2
>
o o o o 1o o 2 ., 0 10 o {0 fo 2

H AN
o] 76292157HA] x|, 4 QAL 145566595H A ], 4H AAA| L] 16787824 A ], 4H FMA
186961082 A 912, 58 QA 137577688 A x|, 5H FAMAQ] 145942183 A Y], 58 FAA
171960256 A 1%, 5 A 50259398 A 1A, 5 AMA|S] 87564505 A x|, 5 AAA
92016779 A 1A, 6 AAA ] 151694692 A X, 6W AAMA|L] 164171638 A x|, 6H A
1692843024 91x], 6 GAA 308761454 $1x], 6 AMAC] 531367TIHA 9%, 6H AMA
74064365 A x|, 7 A9 107301185HA x|, 7H AMAS] 148763086 A x|, TH A

24274608 HA) =], 7 AMAY 251651694 91X, 7H WAL 511140804 4], 7H AMA L 55589644
Ha 912, 70 AAA2] 92818337HA 9=, 7H AMAL] 952251824 §1=], 8H I A1) 145809066 # A
2, 8 dAAe 600429HA X, 9H GMA 9] 1042223HA Y], 9H GAA Q] 74204396HA YA, 9H <
A o] 96588617 A 1A, 1H A 9] 109694804 ], 1H A4AS] 1560938814 =], 1H
168614844 $1%], 1H QA 17012597HA] %], A ] 177150818~ X, 1
20106607 1=, 1H AAA ] 2258651214 14, A o] 33591142¥A 9%, 10W
133929736 A 91, 100 GAA 3179752 A $14], A ] 34952966 A Y], 109
66125478 HA 1A, 11¥1 FAAe] 278427044 1], AA ] 645113344 $1%], 129

H

H

£

9

1
1
109
114
1069748454 %], 12W1 A S 48592733HA X, 13W AMAS] 1139974994 914, 13
31020407 A ], 14 AL 105766355 A 1], 141
23586643 HA 912, 14¥ AAAS] 50358854 A X, 14W FAAS] 60748461 A 1A, 14
650089114 9], 15 A2 9] 272148934 4=, 15 FAA 766276664 X, 15
77907684 R Y], 15%1 QA 9] 934235429 A 9%, 16W G 16951653 A A, 16
189
199
199
29
29
29
209
209

9

A A e 106329560 # 914, 14

9762983 A 91, 1790 AAMA|9] 196279624 A, A o] 2952265204 $%], 18
77487339 A 1], 199 dAMAe] 19735042% A A,
4614424414 1%, 199 AA4A9 52391116HA  $14],
105473396 A £1%], 2H AAA L] 105924524 A A,
2029007024 1=, 2% G2 202901339 A A,
2326449314 1%, 2% A9 241080369HA A A,
38500727HA A, 29W AMA ] 797385450 A 1A,
616602654 91|, 208 XA 61660275HA  $1A], QA ] 91470154 A=A, 21
462399447 X, 22 A 466468244 Y], 3H G 11722186WHA Yx], 3
197035874 A 1%, 3H FAMAe] 197840760HA $1x], 3W FAA|L] 51741284 A Y], 3H G e
80819551 A 91x], 4 A 9] 253141957 X, 4H A ] 8046741HA x|, 4H A2 88141639

9

A ] 20149661 A A, 19

9

A
A
A
A
A
A Q] 5460022604 $1x], 2WH
oA el 133105063HA 9%, 2W
A
A
A
A
il
A
9]

FONY

AANA ] 20870995 A 1A, 2
QA Q] 241721014 A 1A, 2
A 9] 55204574 R 1], 20

e R R N - T R > >~

3
o o 1o 1o o 6 1o 1o 1o 6 o 1o 1o 1o o o o o o 1o

2 o2 o? uf o2 0?2 o2 p? u? of df o2 o2 uR o2 of df 02 o0 of

.
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[0021]

SIHS31 10-2021-0034539

HA 91, 5 A2 1063932H A —,47(] W A 9] 140536062 A -‘Hi] 6 A9 166580184 9
=, 6¥ FAA 2 168470147 A Hx] H ?MAM 20213561 A $1%], 6 A Q] 31544751 A 91X, 6
H oA ] 32720590 A %], 7H ?MAH 1239857 A %], 7H ?Mxiu 158751084 H A ¢x], 7H A
Ao 21031734 9=, 74 ?MAM 8112004 1%, 7H A9 940144314 1=, 8H FAA 9
139438056 A 1%, 8 AA] 26286504 A, 9 FAAS] 10615174HA  $1%], 99
1315888634 £1x], 9H A 9] 96067963HA x|, 1H FAA S 10714679HA x|, 1
11075230794 912, 1H AAe] 1625323284 912, 1H dAA9] 2209649144 912, 1¥H
23455034 1%, 1H FAA 9] 237168670 A ], 1 AL 241519685HA 9], 19
30179865 A Y=, 1 AL 3055729 A YA, 10 ALl 1018412624 91X, 109
128993126 A £1x], 10WH <A A|e] 133484608HA $1x], 1001 A9 134807293HA 912, 11
100307023 A =], 11H Aol 202205104 %], 11H A2 38892184 9%, 11¥
86014078 A 9], 12 A9 11639644HA =], 12 Ao 118559323HA] 9], 129
1185700779 A 91|, 12% <JAA| ] 132663450 A 1%, 12W Aol 13716030 A ¢, 12w

;

oﬂ Pl A ) ©

P

oﬂ Pl A 3]

.

¢
o2 o
&
éé__

.

2

:\QEEBEEEBEEEL

;

o2 o2 o2 ©0® o2 of of o2
2

¢

2

¢

2

p

=

Al

2

_I?: _I?: o oo

[e2]
A A A

66275725 A 91x], 13W A 110432848 A 912, 13 ] 53869898 A $1x], 13¥ A

7431541294 912, 139 AAA ] 79184529W A4 91X, 14 AAA| 9] 102026599 A 913, 149 A

30628536 A $1%], 14 AAA|9] 33081536, 15% AAMA 2] 60691554HA $1x], 16 A< 865197H A

2], 169 AAA ] 89227929 A 911, 16W @A A o] 89972864 A 91|, 179 A A ] 78748445W A 9],
199 A 14376803H A 9121, 19 A 9] 16739638 A 912, 19 FAA 9] 17918998 A 1=, 199
A o] 192812550 A A1, 199 GA A ] 19281636 A 1A, 199 AAA ] 1972916294 9121, 199 44
Ao 36246711 9%, 19 AAA Q] 4971567HA x|, 2H A 9] 101870148HA X, 2H G A e
1186160124 9], 2 AAMAS] 1317979214 4], 2H WA Q] 1742657334 91X, 2H AAA <
2044007044 1=, 2¥ dAA2] 230136900 A YA, 2 A 233251224 A %], 2W AAA| <
2332847604 912, 2¥ A o] 235889915 A x|, 2 AL 240153117HA 9], 2 A 9
3700024614 1], 29 A9l 71695739 A 1A, 20 FAA L] 21481200 A K], 200 AAA| <]
267541104 92, 200 A 62033454 A Y], 210 AAMAY] 45165001HA Y], 228 A=A 9
1853146794 $1x], 2291 AMA9] 42337207 A 1R, 2291 AMA|L] 47081874”1A 1A, 3W AMA <]
1006741594 $1%], 3H Ao 111804720¥ 4 %], 3W G 9] 525140234 9%, 33 A <]
716362234 91|, 5W fFAAe] 110413671HA 91, 5 FAAAC] 135416249W A $1x], 5 AAA| €
1382107494 91|, 5 A S 140811945% 4 1%, 5H AMAC] 1408651914 1A, 5H A4 A <]
172216343HA 912, 5H AAA| L] 174152973 A $1%], 5H AMAQ] 174153359HA] %], 54 FAA <
952984884 1=, 6 AMA L] 110678892HA X, 61 AMAL 163673130HA HX, 6H G4 9
17281802914 913, 6‘{1 A A o] 31762442 A %i] 6 AAAS] 35466235 A H] 6 A<

52840469HWH AR, 6 FAA ] 90595883 A 91A], TH AAA| L] 17337976 WA 2], TH FA4A €] 2171990
HA 91, 7H ‘?3*—‘%]4 28449568 H A A, 7TH ‘?3*-'%]4 72364295 A HX] 7 ‘?3*-'1”4]4 96636381 H A ]
2, 9 AﬂxﬂA 98028420 %i} 8 AMANe] 102138594 A 9], 8 A A S| 174543694 14|, 8
WA o] 22561547 A x|, 8 A A e] 38856624 A 914, 8% ?MXM 58055486 A 91|, 8H A
A o] 94713540 A 9= 2L 9 03&‘11]«] 136270795 A QA& o] Fo| Xl ol A MdEld skt o] 4ol £1x]¢] |
g3l 55 534S 4 v AAl; =5 APC2(Adenomatous polyposis coli 2), BICD1(Bicaudal D homolog 1),
L0C283314, POU2F1(POU domain, class 2, transcription factor 1), ZBIB37(Zinc Finger And BTB Domain
Containing 37), ZC3H12D(Zinc Finger CCCH-Type Containing 12D) % ZNF587(Zinc finger protein 587)= ©]
Fozl oA MEE s oo @A S IYEE FEAke] HE FES SAHAT £ e AAE Xdee

AN e S dSsiAY, &5 BHE o5 B JAdsh] A% 2A4ES Aed.

FAHoE 111 FAA 2 300015 A Hx] ¥ Az o] 61878038 A HX] 16 A 9] 15844427 £
], 7 A 9] 92818337H A Hxl H ?Mxﬂ«] 1641716384 1], 2% A 9] 71189360 A £1%], 11
ool A o] 18258055 A $1%], 7H "é*ﬂ”zau 55589644 R 9%, 79 ?éAMH 952251824 =], 4 g
Ao 186961082H A 9], 5H %*ﬂzﬂA 1459421834 1%, 5 AMA L] 50259398 HA ], 6 A9
740643654 1%, 7 AAMA Q] 24274608 A HX], 7TH AMA L 107301185 A 9], 13H G4 9
48669152 A =], 1 A2 39270073HA Y=, 3H AMA| Q] 5164134HA Y], 3H AMA| Q] 5164124
HA) 9], 5 Al 875645054 x|, 17H FAAS] 53228184 X, 6 Al 5313671HA
AR, 159 A9 1023051434 9], 5 AAe] 137577688 H A 9%, 150 GAIA|S] 283900194 ¢

mlo

_11_



SIHS31 10-2021-0034539

2, 15 AAA Y 5561144004 2], 5 AL 92016779HA =], 61 FMA|e] 30876145 A x|, 14
WAl o] 54973820 A x|, 7H dAA|e 25165169 A 9X], 18 M9 44526743HA 91X, 161 <

AR e] 67034835 A 9=, 10H A ] 601448004 =], 7H A2 148763086 A 9%, 9H A<
74204396 WA $1x], 13 A 9] 112875476WHA x|, 10 AMAe] 30248585W A x|, 2 A 9
2434704214 Y], 14H AMA] 9425287294 x|, 3H GAAY] 76292157HA x|, 9H A=A 9
96588617H A 1=, 1H AAA 9] 168147724 A 9%, 13H A9 70681017HA x|, 8 A

145809066 A =], 4H dAAe] 16787824 A =], 3H A9 1139330834 Y|, &8H gMA <
6004294 912, 191 A2 3774766 A 214, 11 A2 9] 66007646 A $1x], 58 AAAA 2] 171960256
HA 9%, 2 AR 2] 37883934 A %], 13 AAAL] 1128490274 914, 61 A 2] 151694692 A
A, 1 GAA2] 156046378 A =], 111 FAA] 1201978404 911, 1991 A 2] 38039803H A ¢
2, 6H A 2] 169284302 A 2], 21H G MA Q] 44473956 A A, 16 A MA L] 89069935H A =],
9 A9 1042223 A x|, 7H GAAS] 5111408HA x|, 4H AN ] 145566595 A =], 2 A
Ao 233251538HA 1%, 19 AAA Q] 58071777HA X, 11H FAA ] 71948385HA %], 15 A
o] 98195894 A |, 17H AAMAL] 9804347HA 91X, 2H AMAQ] 3642586HA 9%, 29
2332511624 €%, 8H AA 58055486HA 1%, 5H A9 110413671HA x|, 69
52840469 A 9], 20 FMAL] 21481200HA x|, 2 AMA|Q] 233284760HA 9], 2WH
24015311794 91, 19 QA 1625323284 =], 1H FAA|9] 2345503H4 2], 219
45165001 R €1%], 29 QA9 118616012W 4 1%, 8 AAAS] 947135404 9%, 59
1741533594 912, 12 A 9] 118559323 A $1x], 5H A ] 95208488 A $x], 14W
33081536 & x|, 6¥ AAA|Q] 31762442 A ], 3H A 71636223 A Y], 199
17918998 A 9%, 7¥H AMA 2] 17337976 WHA x|, 13H Al 110432848 HA] X H
71695739 A 9%, 5H A 9] 138210749 A x|, 5 AAMAL] 135416249 A $X Eil
2371686704 912, 9 GAA 9] 136270795 A 9%, 13H AMAQ] 79184529HA $x], 6w
‘ H

H

H

H

H

H

H

H

H

ol Jolo ol folllloldlblddillllllhlblbidlollllllo

1
1

ultA
i—";

PO

90595883 A £1x], 7H A 98028420 A x|, 8H FAA S 17454369HA  $1x], 14
30628536 A 9%, 1 AMA] 220964914 A x|, 2 AAMA|e] 235889915HA £, 20
62033454 R 9], A A o] 1018412624 £1%], 10 A 134807293 A 9%, 12
132663450 A $1x], 22091 <FAMA2] 18531467HA x|, 11¥ A 86014078 A x|, 22
42337207HA 91X, 19 AAAS] 19729162HA X, 2W AMAL 174265733HA JXA, 1
110752307HA  $1%, 11 A2l 10714679HA A=), 8H IS 38856624 HA x|, 2
131797921HA 1=, 2H QA 37000246H4 A=A, 16 GAAAS] 892279294 ], 12
116396444 9=, 8H <dAMA e 1021385944 x|, 12 AMAY 66275725HA X, 7
72364295 A 1A, 2% JAMALl 101870148 A H x|, 7T FAA| 9] 96636381HA H A, 7
28449568 A 91X, 1 QA ] 30179865 A $1x], 1 QA ] 3055729 A A, 12
1371603014 912, 6 A9 172818024 91|, 14
787484454 9, 1 A ] 16739638HA $x], 10
21719904 91x], 111 gAA 9 2022951084 9=, 54 9
241519685 A ¢ 4], AA A ] 163673130 A 9], AMA ] 22561547HA 1A, 16
89972864 A 912, 5 AAA Y 174152973 A x|, 5H FAMA|Q] 172216343HA] X, 13
743154129 A 912, 119 AAA9] 3889218 Al $1x], 16W A 865197RIA $1#], 2W
230136900 4 %], 199 A o] 19281255 A $1x], 3H FAA| 9l 11180472084 $1x], 139H
53869898 A $1x], 19 A 9] 14376803HA 1=, 15 FAAL 60691554 A 1=, 129
118570077H A A, 20 AAAY 26754114 12, 391 FAA S 100674154 X, 69
354662350 A $1x], 3W Al 52514023 A 912, 22W A A e] 47081874W A 9%, 2W
2044007047 $1=], 10 A 2] 128993126WHA 1%, 19 FMAS] 36246711HA 9%, 199
19281636941 91, 11¥ AAA|e] 100307023HA] 91x], 58 AAA| <] 140811945%1 4 $12], 199
49715674 9, 6 A 110678892H A 91X = 2 A=A 9] 233251224 A YA 2 o] FoJFW Tl A
Add sy o] A9 wWEst & SAHT & Jd& AA, & APC2(Adenomatous polyposis coli 2),
BICD1(Bicaudal D homolog 1), L0C283314, POU2F1(POU domain, class 2, transcription factor 1),
7BTB37(Zinc Finger And BTB Domain Containing 37), ZC3H12D(Zinc Finger CCCH-Type Containing 12D) %
INF587(Zinc finger protein 587)& o]Fojxl oA Aely 3sfu} oo GildS IY3h= FdAte] &d 4

& 2T F AL AANE THHE A, AR A5 A3 A% 24T B8PS,

S

s
(RI)
i—";

s
2

s
2

(E
rErErErEFE

s
s
N

(L

A el 102026599 A 9, 17
A A S 133484608 HA A=, 7
AA Aol 1408651914 A, 1

9

©
= E
s
__>|“‘_’,‘

s
2

rE@
2R &
oo

-

9

o2 o2 o2 o® o2 o? of o2 of ou? o? o? of df o2 o2 u? n? o? of o2 of o? uR o? of df o2 o2 nR n? of
e R R N " R " N R > R > N T R - R >~
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[0022]

[0023]

[0024]

[0025]

[0026]

[0027]

ZIHSd 10-2021-0034539

TFAACR, 160 A L] 9762983HUA 1=, 1H DA 9] 156093881HA 9%, 7 AMA L] 94014431 A
A, 1490 A ] 50358854 A x|, 1 AMA ] 17012597 A 912, 229 A MA 9] 46646324 A 9],
9 A 9] 96067963 A ﬁ A, 9 AL 10615174 A 912, 8 A 9] 2628650 A 1], 2 A
Ale] 105924524 A 91x], 6 QA 9] 327295904 x|, 17H AAA 9] 19627962 A $1%], 14H A <]
23586643H A 9], 15W Oé*—'.‘xﬂ,] 272148939 A 2], 1091 GAA9] 66125478HA Hx], 8 A=A
139438056 A 91=], 3 AAA ] 80819551 A $1x], 10W FAA|L] 34952966™ A 91, 6 AA <]
3154475104 €1x], 13 A9 31020407HA 99X, 21H GAA ] 46239944H4 9=, 1H AAH 9
109694801 7] 9%, 189 <AlA|e] 774873399 A 9%, 13H AAAe] 113997499W1 A 9%, 6H A<
20213561R1A 912, 19 A 168614844 1A, 3W A 11722186 A 1A, 129 AAA| 9
485927334 912, 2W AAA Q] 241721014HA] X, 9 AMAS] 131588863HA A, 7TH A9
12398574 =], 1291 AAA ] 106974845 A %’4‘] 10 GAAe] 31797524 1%, 1WH  GAA 9

335911429 &) 21x], 19 A 2] 20106604 =], 791 AL 2103173HA $1x], 61 GAA| 2] 168470147

HA =], 19U FAA 2] 1973504204 91=], 29 %&xﬂ_ﬂ 38500727HA x|, 200 FHA ] 55204574 A
1A, 19 AMA 9] 2014966104 9], 10tH AAA ] 133929736HA 91|, 14 A ] 60748461 A 9]
2, 111 GAAQ 645113347 o 1, oA o] 177150818 A é’%ﬂ, WA e 25314195 A X,
110 Gz 2784270404 %], 59 ?Mxﬂgl 1068932 A %’4‘1, WAz o] 105473396 A %’4‘1, 199
A ] 461442444 212, 15 A 2] 77907684 A 1], 3H ?MXM 197035874 A $1x, 1H G AA
o] 2258651214 91|, 15W FAA|e] 76627666 A ], 16WH FAAL] 16951653 A 91|, 6% A4 A <]
166580184 A 91|, 18 AAA|o] 2952265204 91|, 150 JAA| ] 934235420 A 91x], 7TH A <]
158751084 A 91|, 14¥ AAA o] 650089114 <)%, 5H A ] 14053606204 91x, 2H AHA <]
241080369 A 9%, 28 AAA| L] 232644931HA ], 41 AAA ] 8046741 §X], 4H FAA 9
88141639 A £, 7H AAAY 81120094 1A, 3W FAA 197840760 A H A, 2 AAA
133105063 A 91|, 208 QAAA o] 9147015 A £1x], 19H DAAC] 52391116WMA $1%], 14H A <]
105766355 A 1%, 2H A 79738545 A 1%, 3H AAA 9] 51741284 A x|, 14H FAA 9
106329560 7 9]x], 2w AAAS] 20870995H A 9]x] . 2 AAAL] 202901339HA  9]x], 19H A <]
54600226 HA] 91x], 2091 A 9] 61660275 A $1x], 2% A ] 202900702HA 1= L 200 FAA <
61660265 A SIX|Z o] Fol FellA MEE sl o]4fe] x| WEs S SAY F e AAE x2F3}
= A4S, 9835 WS A5 e Jds] A 2R dEbEs

A7 WMEst FEE S8 5 A AARA, vEEst A EX QVE HEAYE SE e ddgst 9zt

A, AR Wdstd dEPd gl Eolz¢l Zatolw (primer), HWEIE HEFE Ao &
olz¢l Zgloln wE3Y Cp¢ A E=dW¢l, = wE3 DNAY Solxoz Aggst= wE3 DNA A ()
of Eojzow Agtsle 3HA) TS FFTE 4 Ut

A7) AHEst A EA 971E WEHATE SFES vlo]duo]E(bisulfite) EE o]e] AU F o o]
AR ko  wmlEASAE AF Hlo]dulo]E(sodium bisulfite)d 4= AT, wlo]dbo]E WHIPFHE DNA =
AL == wEs SolF PR T thdd WS Fote WEsE AT g ow, oy g nio]d o]
EE o|&sfo] nvdsl AEA IVE HMIPAA FHAe] HEs oFE HAEFdE PHS 7 GAdd -
FA =0l Atk

Tgk, A7l dgEst WA Agass O F9el WEstE Bolor HEY ¢ e AdaihEA AT
aao AAEAR (GE FHete Adatrd 4 dvk. odF 59, Smal, Sacll, Eagl, Hpall, Mspl,
BssHII, BstUl, Notl ol o™ olo] AR et A7) Agas <23 Colde wdst =&
Hw| st whel AgF ol oF Ak oiRrp dekx i o]F PR EE AHE3E(Southern Blot) #4123 53|
HES & A . 7] Agdas o9 tE West A Adass 9 dAdd & dHA

L

>HU

o,

gholm ' = FS A 3 wH FAEIE VA= A4 AER FRARJ] FE (template) T VIS 3
3 FF It BANE A A AHoR VSE s AL A AES ofudt). Eefolne A
&Y B RN FHWNES(S, DNA TFES B AHAER)S AT Ak B dolgt 47FA] 73 #H Ao

E 299l E (nucleoside trlphosphate)«] ZAsH A DNA 88 MAIE 4 Aok, =3, ZEkolw =, 77
50719 wEHLElel= MES 71F Adli(sense) ¥ OFEJAlX~(antisense) AFSZ A, DNA 3HA 9 7MAlAE
|3l Zetolr o] VB AAES BsAIIA e FUte] EAES 298 5 o

A7) meolmy s o3 EAshe il Bt 54 o6 B9 Aol we migdas dad &

-

)
pas
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[0028]

[0029]

[0030]

[0031]

[0032]

[0033]

[0034]

[0035]

lom, 747t WusiEe] vloldstelEo] ols] WHHA gkl AEANES Helqow 2EY ol Zejeln]
A, % wlEss A gol ulol Aol Eo] o) MAE AEAS SolHow FEY & = Zeloln4d F 9
o,

s, sl DNA @A, DNA B WgsE @76l Heldom Agshs FAS ok PAMozE, o
dAEAG] W@ A dol, DNA A F MEsE AEAS Adsel Ass 442 M dAE B 5
Slch., ma, Awsa ol WPE DNA BA FolA, Belol A® WEs v DME Selgow 914

o}
o Bolfow AW & gt FAY & AU,
13|

235l DNA A= wEstdE 7], vWEs DNA 52 Yoz slo] Fe Wl s At 4~ k. 4
HE A EA S A zs7] Y, 5-HEAo] el (5-methylceytidine), S-HEAEAL,

EIE
NA 5& F9om sto] FAE A= § DNA T WErEN R o]l Ags A

HAEAS EZF3= D D

BE2A AEE 4 9l

wek, HE3lE Cp6G 2% =H<A(CpG binding domain: MBD) ¥+ wE3} DNA AS o] &3l wEst
S SAHTE A, oS ol&ste dWHEHsE DNA & HARZA F, MUESE, PCR, vlelazolyo], &

[e]
o}, w3k, Ao Wodely HE E

o
o o 6 o

O =2 B RS B |
st 714, A 5N, HN g4 e JFED ZA, EA 54 B JFEHER 34" 23 FA
2 gl y)d 55 AFEE 4 . Al 71He UERAERQ M(nitrocellulose) T, ZEH]d 4]
FAE 96 4 FHolE, EYsddl FAR 49 96 4 EHolE B fER ¥ &hol= FEk S| o] §E
T Qa, HAghE FEA Tl (peroxidase), €ZeFel E~TtElolAl(alkaline phosphatase) &°] AH&E
A1, FF B FITC, RITC Fol AFEE 4 dar, 7] - AL ABTS(2,2'-o}A| =-H] 2~ (3-o| Dl = E] o} & &
-6-AEAH)) T OPD(o-#lddtjeldl), MMB(HEZHE HAH)7F A-8d & o, 7 9 A s994 &

= jB
A, ees s B4, 2R A, W8 BA 5 AET 5 Qou, oo ARHE Qe ok,

A7) S Il S SAY ¢ e AARA, FAFeR A d¥ds 3dsies EELHE
(nucleotide) AM<E, 7] WU LEIE MEo] ArRAH ME, 7] FEULE=S T3 T A7 7
= M od ZPEE g So|ygor Agets XA § 9o}, WEA] oo AFEA = gt

A7) G o) Folxow Adsts B =

AlHE BolAgl WY SE2ELS gugte Ao 2ZA, A7l A= A7) dlde] i3] Soldow Agste
IFAE oguisiy, 7] 9ildS Qe FHAAE @ dEd 295t 7] FHAbe o ZdEE 9
As da, @zl AR Ry 93 7leiord AR Wel met FAE AT & vk A7l F3AY
el = Z29F 29 (polyclonal) 83 TE BxFZY(monoclonal) AE ¥xdlsly, RE WAFZEH I
A7 23T, A7 A= 2709 AA dole] A B 2 e HA Holo THE zie st FejEnt of
yeb, 2719 ZA & 27 FHE e &3 FEH 24 FA Y FxE A e AT, U FHo
al ANEE 5ol FAARFAAT =D E 7H4 I3 A 7leS Bfsta e, A 229 T
ZS I R S i

271 FEULEHE AY, 7] wEULEHE Aol FEAR ME, A7 wEEH =S wye Solxow 4
ol BHe FAYoR TR k= Iglojnd = gt

7] ZEEE pRNA F9 FEULEEY SolHow AR olE F v #Ae F &7 uiA dAE 9 ¢
71 dakis RNA Hx= DNA 59 wEEQEE WS ousin, WA 94 FoR HAE] glojx 5F
mRNAS] =4 F5, FF(LAL) S AT = Avk. AV TP SfagEd el =(oligonucleotide)
Z2Z8 @Y 7} DNA(single strand DNA) X 2H  o]= 7}=t DNA(double strand DNA)ZEH  RNA ZEH

o] ez A%E 4 g, A7) Pk ALY mRNAS R Al EZRHE o]fsle £43tE
= o o
)

1=, I1:_]——1 A
Akl 245 AEE Fa mRNAS LY SATCEN AINE THeAdS ASsAY, 2T EEE
9% wr Auw 5 gk 449 meno J8 WS4 2Ae 9a JeRekl 2AH s ue 24
A qug 5 g

AFsl7] (free 3' hydroxyl group)E 7HA& WEHQLHE= AMER AH A9
= T8 7tY HAME 93 AR Ao mA FEshe @ wEIL
= Age wilth, Zgolms HAd gl W Lnoa FgubSS 93k A k(S DNA EZEH A/ F
:é: T

= H
T gras) B/ ol a7kx o] pEUleAE EfEade]ES] A stelld DNA e THAE ¢

J
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[0047]

[0048]

[0049]

[0050]

[0051]

[0052]

ZIHSd 10-2021-0034539

Wy A7 Hek FAF g
oeh, TAH MHE A AAAE Fo) FAs AP E Bk, ol WPS ek Ao elaAsH] st
ABEHE AL B, ol o8] wye] o] FYHE AL oht,

A A oql

Helgold w7 (Methylation marker)e] XS 98], Mo ZHE] DNeasy Blood & Tissue Kit2} Agilent
SureSelectXT Human Methyl-Seq Kit 84M& Fall 2 L&A (sequencing) A &E7F FHIH AT, HDEA 2
HiSeq2500 ZHAES &3l AU, 7] AEEAS FPste] dojd A dolH (raw data)E NGSQcToolKitE
Abgstel dE et 7] JEPE Methyl-seq readsE BismarkE ©]-&3&to] hgloel wis] deIWE
(alignment)E F3ATH. A7 AW E A2 HEE MethylExtractS o]&3lo] zF Al 9] HEsle] &S
0~1009] #& 7FA & beta value® AZFstslit. d=std wddg ol R SVA package®] Combats &3 43
H, o], 123l sequencing batch®] @aFe] AAWAT. ZF wWgHold nir=, AR A=A A
A, B 25 Aol AAelvte] wdst 4239 Ao]7} 1 beta value® Ut 3, Benjamini-Hochberg
adjusted P value< 0.05%1 wl€3a} 917} AA =S}

O

U8 wl7 (Expression marker) WS &, dNozRE TruSeq RNA Sample Prep Kit v2E E3a RNA-Seq Al
27F #HE e, HiSeq2500 platforms &3 A AEAle] FaHATE. DA S Faste] dojxl o dloly
(raw data)E NGSQcToolKitE AMgste]l LE 3. 7] HE R E RNA-seq readsE MapSpliced ©]-&3}¢]
hgl9o] s delHEES =35 d. 7] delHE A2 HE RSEM toolsE o]&3te] ZF Ag9 §-4dx
HAS AFsedlv. AFstd fFAdzke] ddY FH= SVA package®] Combats E3l A8, o], 1zja
sequencing batch®| gaFo] AALAJT. 2 FHA L v = v WGAE T3 BE P JAAPHYT. 44
o= AFAEAS A, e T TE5 A AT A dAd %ol DESeq2 ZEIAHE o] &E| A H
WE AL, A7) BAAA A1 W& o] 1.28] xFo]ubal Benjamini-Hochberg adjusted P value< 0.05%1 53
Zko] wE ko] MA T,

370¢] binary classifier R (AAA LA} vs., &5 (3 1), 95 vs. AR 2), AAAEA vs. A3
3))< in scikit-learn (ver 0.19.1) =213 ¢] RandomForestClassifier ¥duE|&FS ZalA THHAGY. 7+
S s o AN 1AHez AdbE wWEHold mANESE 9] Zol7t 1 beta valueRUT A1,
Benjamini-Hochberg adjusted P value< 0.05 1 wEdst $1x)e & wpA(RHA ddFo] 1.20] Zfolvtar
Benjamini-Hochberg adjusted P value< 0.05%1 f##})7}F o] 8=, 7+ vlAY F84S YEE feature
importances= tree-based feature selectiong® E3] ANEAJTE. =Y F=HE Fo]7] 93l feature
importanceZ} 021 "}AEL A|AsINTE. Zde] A5 leave-one-out AAAFS Ed AEFHYow, 1 A
= 371 & 49 Eoh.

=1

F 1
Feature |Feature wlA A F|$eF AT e Wd |[vAH FR
rank importance 3 3t F 2ol (%) (gene_EntrezID_genic
position)
9| 0.031399508| chr11_3000 |Methyla =7.111232003| ATHL1_80162_Downstream
15 tion
9| 0.031399508| chr11_3000 |Methyla =7.111232003| IFITM5_387733_Upstream
15 tion
18| 0.019683045|chr20_6187 |Methyla -6.789167101| NKAIN4_128414_Intron—4,Exon—4
8038 tion
36 0.011276212| chr16_1584 |Methyla -6.713902112| IFT140_9742_Intron-10, Intron—
442 tion 19
36| 0.011276212|chr16_1584 |Methyla -6.713902112| TMEM204_79652_Exon-1,Exon-2
442 tion
23| 0.01826388| chr7_92818 [Methyla -5.994820737| HEPACAM2_253012_Exon—-9,Exon-1
337 tion 0,Exon-8,Exon-11
46| 0.007820415|chr6_16417 |Methyla -5.122532656|NA
1638 tion
28| 0.015405456| chr2_71189 [Methyla -5.091324387| ATP6V1B1_525_Exon—-8, Intron-8,
360 tion Intron-9
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43| 0.008115874| chr11_1825 |Methyla -3.974346826| SAA2_6289_Downstream
8055 tion
43| 0.008115874|chr11_1825 |Methyla -3.974346826| SAA4_6291_Intron-1
8055 tion
6| 0.034705428| chr7_55589 |Methyla -3.796300557| VOPP1_81552_Intron-1
644 tion
17] 0.019938052| chr7_95225 [Methyla -3.446766259|PDK4_5166_Upstream, Intron-1
182 tion
3| 0.03674785|chr4_18696 |Methyla -3.268175978|NA
1082 tion
68| 0.003158245| chr5_14594 |Methyla -3.159205351| NA
2183 tion
32| 0.014094258| chr5_50259 |Methyla -3.133516914|NA
398 tion
45| 0.007968963| chr6_74064 |Methyla -2.908660615| DPPA5_340168_Upstream
365 tion
21| 0.018409071| chr7_24274 |Methyla -2.801665784|NA
608 tion
5| 0.034788859| chr7_10730 |Methyla -2.78477055| SLC26A4_5172_Exon-1
1185 tion
5| 0.034788859|chr7_10730 |Methyla -2.78477055|L0C286002_286002_Intron-1
1185 tion
42| 0.008117874|chr13_4866 |Methyla -2.348131663|MED4_29079_Intron-1,Exon-1
9152 tion
54| 0.004168174| chr1_39270 |Methyla -2.100754821|NA
073 tion
7| 0.032365653| chr3_51641 |Methyla -2.085288275| ARL8B_55207_Exon-1
34 tion
38| 0.009093915| chr3_51641 |Methyla -2.04454617| ARL8B_55207_Exon-1
24 tion
61| 0.003984157|chr5_87564 |Methyla -1.919298236| TMEM161B_153396_Intron-1
505 tion
15| 0.021744107| chr17_5322 |Methyla -1.699259491| RPAIN_84268_Upstream
818 tion
15 0.021744107|chr17_5322 |Methyla -1.699259491|NUP88_4927_Exon-1
818 tion
60| 0.004021164|chr6_53136 |Methyla -1.508735389| FARS2_10667_Intron-1
71 tion
41| 0.008166774|chr15_1023 |Methyla -1.497478294|NA
05143 tion
48| 0.007132619| chr5_13757 |Methyla -1.32766583|NA
7688 tion
26| 0.018097243| chr15_2839 [Methyla -1.318263556| HERC2_8924_Intron-71
0019 tion
53| 0.004195523| chr15_5561 |Methyla -1.279046508| PIGB_9488_Exon-1
1440 tion
33| 0.011680719|chr5_92916 |Methyla -1.227696541|FLJ42709_441094_Intron-1,Upst
779 tion ream
33| 0.011680719| chr5_92916 |Methyla -1.227696541|NR2F1_7025_Upstream
779 tion
2| 0.039510236( chr6_30876 |Methyla -1.206379711| GTF2H4_2968_Exon-1
145 tion
52| 0.004249767| chr14_5497 |Methyla -1.191570824| CGRRF1_10668_Upstream
3829 tion
56| 0.004161051| chr7_25165 |Methyla -1.121937261| CYCS_54205_Upstream
169 tion
47| 0.007355788| chr18_4452 |Methyla -1.0534255|KATNAL2_83473_Upstream, Intron
6743 tion -2
12| 0.024441251|chr16_6703 |Methyla -1.048006802| CES8_283848_Upstream,Exon-4,E
4835 tion xon—2
4| 0.034831186|chr10_6014 |Methyla -1.04487022| TFAM_7019_Upstream
4800 tion
1{ 0.047371913| chr7_14876 |Methyla -1.02691943| ZNF786_136051_Downstream
3086 tion
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19| 0.019663374|chr9_74204 |Methyla .482028576|NA
396 tion
34| 0.011578262|chr13_1128 [Methyla .498945713|NA
75476 tion
51| 0.004338304| chr10_3024 |Methyla .575280863| NA
8585 tion
39| 0.00901084|chr2_24347 |Methyla .384540387| PFN4_375189_Upstream
042 tion
39| 0.00901084| chr2_24347 |Methyla .384540387|L0C375190_375190_Intron-3,Ups
042 tion tream, Intron-1
64| 0.003684619|chr14_9425 [Methyla .391389144|PRIMA1_145270_Intron-2
2872 tion
57 0.004147847| chr3_76292 |Methyla .607322891|NA
157 tion
49| 0.007082945| chr9_96588 |Methyla .786950845| NA
617 tion
27/ 0.016934046| chr1_16814 |Methyla .834479351| TIPRL_261726_Upstream
7724 tion
40 0.008685714|chr13_7068 |Methyla .875390052| KLHL1_57626_Intron-1
1017 tion
401 0.008685714| chr13_7068 |Methyla .875390052| ATXN80S_6315_Upstream
1017 tion
69| 0.002951227| chr8_14580 [Methyla .903132007| ARHGAP39_80728_Intron-3, Intro
9066 tion n-2
14| 0.022431784|chr4_16787 |Methyla .937077026|LDB2_9079_Intron-1
824 tion
58| 0.004116712|chr3_11393 [Methyla .209623497|NA
3083 tion
66| 0.003556454| chr8_60042 |Methyla .326747595|ERICH1_157697_Intron-3, Intron
9 tion -5
8| 0.031465866| chr1_37747 |Methyla .642359917| KIAA0562_9731_Upstream
66 tion
8| 0.031465866|chr1_37747 |Methyla .642359917|DFFB_1677_Intron-1
66 tion
11| 0.024622276| chr11_6600 |Methyla 727729873 PACS1_55690_Intron-21, Intron-
7646 tion 10
37| 0.009424603| chr5_17196 |Methyla .779213665|NA
0256 tion
24| 0.01822801| chr2_37883 [Methyla .809802495| CDC42EP3_10602_Intron-1
934 tion
29 0.015079365| chr13_1128 |Methyla .894374991|NA
49027 tion
20| 0.018619338| chr6_15169 [Methyla .988286061| ZBTB2_57621_Exon-2
4692 tion
31| 0.01461039| chr1_15604 |Methyla .128394544|MEX3A_92312_Exon-2
6378 tion
30| 0.014975369|chr11_1201 [Methyla .404113969| TMEM136_219902_Intron-1,Exon-
97840 tion 2
62| 0.003828175|chr19_3803 |Methyla .509246566| ZNF540_163255_Upstream
9803 tion
67| 0.003432701| chr6_16928 [Methyla .595435836| NA
4302 tion
63| 0.003814112|chr21_4447 |Methyla .659606395| CBS_875_Downstream, Exon-14,Ex
3956 tion on—17,Intron-17
50| 0.005591799| chr16_8906 |Methyla .227547362|NA
9935 tion
65 0.003628724| chr9_10422 |Methyla .328394882|NA
23 tion
16| 0.020508716|chr7_51114 |Methyla 742878077 RBAK_57786_Downstream
08 tion
16| 0.020508716|chr7_51114 |Methyla .742878077|L0C389458_389458_Intron-6,Ups
08 tion tream
221 0.018382464| chr4_14556 |Methyla .916767375|HHIP_64399_Upstream
6595 tion
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35| 0.011506175| chr2_23325 |Methyla 6.357449167| ALPP_250_Downstream
1538 tion
25| 0.018146751| chr19_5807 |Methyla 6.411429626| ZNF549_256051_Downstream
1777 tion
25| 0.018146751| chr19_5807 [Methyla 6.411429626| ZNF547_284306_Intron-1
1777 tion
25| 0.018146751| chr19_5807 |Methyla 6.411429626| ZNF550_162972_Upstream
1777 tion
59| 0.004115289|chr11_7194 (Methyla 6.539114568| PHOX2A_401_Downstream
8385 tion
59| 0.004115289|chr11_7194 |Methyla 6.539114568| INPPL1_3636_Exon—-26,Exon-25
8385 tion
10 0.030635623|chr15_9819 |Methyla 6.98822098| NA
5894 tion
55 0.004164674| chr17_9804 |Methyla 7.362127087{RCVRN_5957_Downstream, Exon—2
347 tion
44| 0.008018187| chr2_36425 |Methyla 7.755783496{ COLEC11_78989_Upstream
86 tion
13| 0.022555031|chr2_23325 [Methyla 8.017865277| ALPP_250_Downstream
1162 tion
#£ 2
Feature |Feature wl-A oA & [AAE gy Wgs |[vFA ZR
rank importance K 7T 2ol (%) (gene_EntrezID_genic
position)
39 0.010249013 | chr16_97629| Methyla -5.95 NA
83 tion
60 0.004137746 | chr1_156093| Methyla -5.63 LMNA_4000_Intron-4, Intron-1,U
881 tion pstream
27 0.015501579 | chr7_940144| Methyla -5.42 NA
31 tion
74 0.003202614 |chr14_50358| Methyla -4.62 ARF6_382_Upstream
854 tion
67 0.00352071 |[chr1_170125| Methyla -4.22 NA
97 tion
2 0.035042967 | chr22_46646| Methyla -4.22 C220rf40_150383_Upstream
824 tion
2 0.035042967 | chr22_46646| Methyla -4.22 NA
824 tion
2 0.035042967 |chr22_46646| Methyla -4.22 PKDREJ_10343_Downstream
824 tion
1 0.035578947 | chr9_960679| Methyla -4.22 WNK2_65268_Intron-20, Intron-2
63 tion 6, Intron-25
56 0.005102041 |chr9_106151| Methyla -4.12 PTPRD_5789_Upstream
74 tion
57 0.004910416 | chr8_262865| Methyla -4.07 NA
0 tion
49 0.00627907 | chr2_105924| Methyla -4.02 TGFBRAP1_9392_Exon-2
524 tion
69 0.003490691 | chr6_327295| Methyla -3.66 HLA-DQB2_3120_Exon-2
90 tion
68 0.003515625 | chr17_19627| Methyla -3.60 NA
962 tion
65 0.003614596 | chr14_23586| Methyla -3.51 CEBPE_1053_Exon-2
643 tion
40 0.009662745 |chr15_27214| Methyla -3.48 GABRG3_2567_Upstream
893 tion
41 0.009566327 | chr10_66125| Methyla -3.42 NA
478 tion
48 0.006722689 | chr8_139438| Methyla -3.35 FAM135B_51059_Intron-1
056 tion
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34 .012244186 | chr3_808195| Methyla -3.33 NA
51 tion
19 .019784525 | chr10_34952| Methyla -3.30 PARD3_56288_Intron-2
966 tion
43 .009183673 | chr6_315447| Methyla -3.30 TNF_7124_Intron-3, Intron-2
51 tion
43 .009183673 | chr6_315447| Methyla -3.30 LTB_4050_Downstream
51 tion
43 .009183673 | chr6_315447| Methyla -3.30 LTA_4049_Downstream
51 tion
53 .005494186 | chr13_31020| Methyla -3.25 NA
407 tion
11 .025304813 | chr21_46239| Methyla -3.04 SUMO03_6612_Upstream
944 tion
52 .005979113 | chr1_109694| Methyla -3.01 NA
80 tion
20 .019520854 | chr18_77487| Methyla -2.90 CTDP1_9150_Intron-10
339 tion
76 .003111111 | chr13_11399| Methyla -2.88 GRTP1_79774_Intron-5, Intron—3
7499 tion
62 .004038042 | chr6_202135| Methyla -2.85 MBOAT1_154141_Upstream
61 tion
9 .026544106 | chr1_168614| Methyla -2.75 NA
34 tion
55 .005124183 | chr3_117221| Methyla -2.45 VGLL4_9686_Intron-2
86 tion
58 .004899703 | chr12_48592| Methyla -2.39 OR10AD1_121275_Downstream
733 tion
42 .009527602 | chr2_241721| Methyla -2.37 KIF1A_547_Intron-10
014 tion
71 .003383241 | chr9_131588| Methyla -2.28 C9orf114_51490_Exon-5
863 tion
71 .003383241 | chr9_131588| Methyla -2.28 ENDOG_2021_Downstream
863 tion
17 .021116139 | chr7_123985| Methyla -2.13 NA
7 tion
75 .003139535 | chr12_10697| Methyla -2.10 RFX4_5992_Upstream
4845 tion
70 .003461538 | chr10_31797| Methyla -2.00 PITRM1_10531_Downstream, Exon-
52 tion 25
70 .003461538 | chr10_31797| Methyla -2.00 NA
52 tion
70 .003461538 | chr10_31797| Methyla -2.00 PFKP_5214_Downstream
52 tion
29 .015215162 | chr1_335911| Methyla -2.00 NA
42 tion
15 .022276958 | chr1_201066| Methyla -1.92 PRKCZ_5590_Intron-4, Intron-1
0 tion
54 .005185185 | chr7_210317| Methyla -1.81 MADIL1_8379_Intron-4,Intron-1
3 tion 2, Intron-10, Intron-11
79 .002635294 | chr6_168470| Methyla -1.78 FRMD1_79981_Upstream, Intron-2
147 tion
61 .004049725 | chr19_19735| Methyla -1.64 LPAR2_9170_Exon-3,Exon-6
042 tion
77 .002637363 | chr2_385007| Methyla -1.53 NA
27 tion
24 .017829674 | chr20_55204| Methyla -1.44 TFAP2C_7022_Upstream,Exon-1
574 tion
35 .011956427 | chr19_20149| Methyla -1.43 ZNF682_91120_Intron-1
661 tion
23 .018625134 | chr10_13392| Methyla -1.19 JAKMIP3_282973_Intron-1
9736 tion
44 .008622423 | chr14_60748| Methyla 1.05 PPM1A_5494_Intron-1,Intron-2
461 tion
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8 0.026875 |chr11_64511| Methyla .19 RASGRP2_10235_Upstream, Exon-
334 tion 1,Intron-1
8 0.026875 |chr11_64511| Methyla .19 PYGM_5837_Downstream
334 tion
14 0.024051563 | chr1_177150| Methyla .19 FAMSB_57795_Intron-1
818 tion
63 0.003907204 |chr4_253141| Methyla .56 ZCCHC4_29063_Upstream
95 tion
26 0.016235455 | chr11_27842| Methyla .76 NA
704 tion
36 0.011626298 | chr5_106893| Methyla .80 SLC12A7_10723_Intron-17
2 tion
30 0.013524589 | chr2_105473| Methyla .81 POU3F3_5455_Exon-1
396 tion
6 0.02923123 |[chr19_46144| Methyla .84 uc002pcs.2_Upstream_uc002pcs.
244 tion 2,uc002pcr.1
6 0.02923123 |[chr19_46144| Methyla .84 uc010ek!.2_Exon-2_uc010ekl .2
244 tion
6 0.02923123 |[chr19_46144| Methyla .84 EML2_24139_Intron—4,Upstream
244 tion
73 0.003213773 | chr15_77907| Methyla .88 LINGO1_84894_Exon-2,Exon—4
684 tion
7 0.028097826 | chr3_197035| Methyla .00 NA
874 tion
78 0.002635294 | chr1_225865| Methyla .02 NA
121 tion
12 0.024693878 | chr15_76627| Methyla .04 ISL2_64843_Upstream
666 tion
50 0.00625 chr16_16951| Methyla .05 NA
653 tion
16 0.02139435 |[chr6_166580| Methyla .05 T_6862_Exon-2,Exon-3
184 tion
66 0.003592469 | chr18_29522| Methyla .06 KIAA1012_22878_Intron—1,Exon-
652 tion 2,Exon—-1
47 0.006938776 | chr15_93423| Methyla .10 NA
542 tion
64 0.003784042 | chr7_158751| Methyla .27 NA
084 tion
28 0.015432531 | chr14_65008| Methyla .94 HSPA2_3306_Exon-1,Exon-2
911 tion
72 0.00333759 |[chr5_140536| Methyla .96 PCDHB6_56130_Downstream
062 tion
72 0.00333759 |[chr5_140536| Methyla .96 PCDHB17_54661_Exon-1
062 tion
5 0.029285883 | chr2_241080| Methyla .99 MYEOV2_150678_Upstream
369 tion
5 0.029285883 | chr2_241080| Methyla .99 0TOS_150677_Upstream
369 tion
3 0.031347438 | chr2_232644| Methyla .41 PDE6D_5147_Intron-1
931 tion
3 0.031347438 |chr2_232644| Methyla 41 COPS7B_64708_Upstream
931 tion
18 0.020829023 | chr4_804674| Methyla .46 ABLIM2_84448 Intron-9, Intron-
1 tion 4
46 0.0069926 |chr4_881416( Methyla .54 KLHL8_57563_Upstream, Exon-1
39 tion
38 0.010431644 | chr7_811290| Methyla .55 HEATR2_54919_Exon-2, Intron-9,
tion Intron—2
22 0.018979654 | chr3_197840| Methyla .69 NA
760 tion
33 0.012319262 | chr2_133105| Methyla .85 NA
063 tion
80 0.002550865 | chr20_91470| Methyla .85 PLCB4_5332_Intron-1
15 tion
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51 0.006153846 | chr19_52391| Methyla 3.89 ZNF649_65251_Downstream
116 tion
51 0.006153846 | chr19_52391| Methyla 3.89 ZNF577_84765_Intron-1,Exon-1
116 tion
37 0.011550678 | chr14_10576| Methyla 4.60 PACS2_23241_Upstream
6355 tion
37 0.011550678 |chr14_10576| Methyla 4.60 BRF1_2972_Intron-1
6355 tion
31 0.013031915 | chr2_797385| Methyla 4.74 CTNNA2_1496_Intron-5,Upstream
45 tion
4 0.030977832 | chr3_517412| Methyla 5.43 TEX264_51368_Downstream
34 tion
4 0.030977832 | chr3_517412| Methyla 5.43 GRM2_2912_Intron-1
34 tion
10 0.025884454 | chr14_10632| Methyla 5.69 NA
9560 tion
10 0.025884454 | chr14_10632| Methyla 5.69 ADAM6_8755_Intron-3586
9560 tion
45 0.007185937 | chr2_208709| Methyla 6.02 GDF7_151449_Exon-2
95 tion
25 0.016691945 | chr2_202901| Methyla 7.76 FZD7_8324_Exon-1
339 tion
59 0.004141764 | chr19_54600| Methyla 8.00 OSCAR_126014_Exon—4,Exon-3,Ex
226 tion on—2
32 0.012444444 | chr20_61660| Methyla 8.42 NA
275 tion
21 0.019255635 | chr2_202900| Methyla 8.90 F7ZD7_8324_Exon-1
702 tion
13 0.024135638 | chr20_61660| Methyla 11.34 NA
265 tion
F 3
[0054] Featur |Feature |v}l# a5 [ AAL gy o |[FAE db]) 98 5 (elA AR
e rank | importanc +3 |23 =& = #o](Fold (gene_EntrezID_genic
e 2}o] (%) change) position)
24 0.0137739 | chr8_580| Methy -6.36 NA NA
81 55486 | latio
n
102 |0.0018915| chr5_110| Methy -5.72 NA TSLP_85480_Exon-5,Exon-
34 413671 | latio 4 Exon—2
n
70 0.0051384 | chr6_528| Methy -5.48 NA GSTA4_2941_Downstream
49 40469 | latio
n
79 0.0030131| chr20_21| Methy -5.44 NA NA
07 481290 | latio
n
46 0.0079893 | chr2_233| Methy -4.88 NA NA
43 284760 | latio
n
74 0.0039513 | chr2_240| Methy -4.61 NA HDAC4_9759_Intron-3, Int
68 153117 | latio ron-2, Intron-1
n
20 0.0163579 | chr1_162| Methy -4.12 NA UAP1_6675_Intron-1
84 532328 | latio
n
61 0.0060071 | chr1_234| Methy -4.12 NA PEX10_5192_Upstream
63 5503 latio
n
84 0.0028608 | chr21_45| Methy -4.06 NA PDXK_8566_Intron-3, Intr
74 165001 | latio on—4
n
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95 .0025354 | chr2_118 | Methy -3.96 NA NA
61 616012 | latio
n
26 .0132490 | chr8_947| Methy -3.67 NA FAM92A1_137392_Exon-2
47 13540 latio
n
8 .0239821| chr5_174 | Methy -3.59 NA MSX2_4488_Intron-1
93 153359 | latio
n
47 .0079790 | chr12_11| Methy -3.58 NA NA
52 8559323 | latio
n
72 .0048717 | chr5_952 | Methy -3.52 NA ELL2_22936_Upstream
4 98488 | latio
n
23 .0143299 | chr14_33| Methy -3.51 NA AKAP6_9472_Intron-7
59 081536 | latio
n
37 .0102507 | chr6_317 | Methy -3.35 NA LSM2_57819_Downstream
33 62442 latio
n
37 .0102507 | chr6_317| Methy -3.35 NA VARS_7407_Intron-1, Intr
33 62442 latio on—2
n
64 .0058253 | chr3_716| Methy -3.27 NA FOXP1_27086_Upstream
41 36223 latio
n
53 .0077566 | chr19_17| Methy -3.26 NA B3GNT3_10331_Exon-2
78 918998 | latio
n
100 .0021754 | chr7_173| Methy -3.17 NA AHR_196_Upstream
56 37976 | latio
n
22 .0149489 | chr13_11| Methy -3.12 NA [IRS2_8660_Intron-1
0432848 | latio
n
1 .0313815| chr2_716 | Methy -3.12 NA DYSF_8291_Intron-1
64 95739 | latio
n
18 .0169348 | chr5_138| Methy -3.11 NA LRRTM2_26045_Exon-1
66 210749 | latio
n
18 .0169348 | chr5_138 | Methy -3.11 NA CTNNA1_1495_Intron-7,In
66 210749 | latio tron—4,Intron-6,Upstrea
n m
82 .0029524 | chr5_135| Methy -3.07 NA NA
81 416249 | latio
n
101 .0020697 | chr1_237| Methy -3.06 NA NA
64 168670 | latio
n
81 .0029630 | chr9_136| Methy -3.01 NA REX04_57109_Downstream
81 270795 | latio
n
81 .0029630 | chr9_136| Methy -3.01 NA C9or £96_169436_Exon-18,
81 270795 | latio Exon-14
n
31 .0123943 | chr13_79| Methy -3.01 NA NA
43 184529 | latio
n
31 .0123943 | chr13_79| Methy -3.01 NA RNF219_79596_Downstream
43 184529 | latio
n
7 .0249936 | chr6_905| Methy -2.96 NA NA
22 95883 latio
n
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65 .0056729 | chr7_980 | Methy -2.89 NA BAIAP2L1_55971_Intron-1
49 28420 latio
n
75 .0035605 | chr8_174| Methy -2.89 NA PDGFRL_5157_Intron-2
35 54369 | latio
n
56 .0072346 | chr14_30| Methy -2.83 NA NA
17 628536 | latio
n
36 .0103217 | chr1_220| Methy -2.81 NA MOSC1_64757_Exon-2
59 964914 | latio
n
97 .0024381 | chr2_235| Methy -2.77 NA SH3BP4_23677_Intron-1
93 889915 | latio
n
5 .0265816 | chr20_62| Methy -2.70 NA KCNQ2_3785_Downstream
27 033454 | latio
n
5 .0265816 | chr20_62 | Methy -2.70 NA NA
27 033454 | latio
n
39 .0097020 | chr10_10| Methy -2.69 NA CPN1_1369_Exon-1
19 1841262 | latio
n
3 .0268935 | chr10_13 | Methy -2.64 NA NA
79 4807293 | latio
n
43 .0085488 | chr12_13| Methy -2.63 NA NA_NA
41 2663450 | latio
n
58 .0071004 | chr22_18| Methy -2.54 NA NA
02 531467 | latio
n
38 .0097145| chr11_86| Methy -2.41 NA Cllorf73_51501_Upstrea
97 014078 | latio m, Intron-1
n
89 .0027335 | chr22_42| Methy -2.34 NA CENPM_79019_Downstrean,
29 337207 | latio Intron—4, Intron-5,Upstr
n eam
89 .0027335 | chr22_42| Methy -2.34 NA WBP2NL_164684_Intron-1
29 337207 | latio
n
89 .0027335| chr22_42| Methy -2.34 NA L0C339674_339674_Intron
29 337207 | latio -1
n
45 .0080112 | chr19_19| Methy -2.32 NA PBX4_80714_Intron-1
04 729162 | latio
n
99 .0022971| chr2_174 | Methy -2.28 NA NA_NA
89 265733 | latio
n
52 .0078237 | chr1_110| Methy -2.03 NA KCNC4_3749_Upstream
08 752307 | latio
n
66 .0055220 | chr1_107| Methy -1.89 NA CASZ1_54897_Downstream,
38 14679 latio Intron-9, Intron-7
n
98 .0024381 | chr8_388| Methy -1.87 NA ADAMO_8754_Intron-1
93 56624 | latio
n
98 .0024381 | chr8_388| Methy -1.87 NA TM2D2_83877_Upstream
93 56624 | latio
n
88 .0028090 | chr2_131| Methy -1.57 NA ARHGEF4_50649_Intron-3,
62 797921 | latio Intron-5,Exon-8,Exon-2
n
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49 .0079518 | chr2_370| Methy -1.57 NA VIT_5212_Intron-6, Intro
07 00246 latio n-7
n
21 .0160648 | chr16_89| Methy -1.54 NA Cl6or£81_283860_Exon-3
99 227929 | latio
n
93 .0025872 | chr12_11| Methy -1.44 NA NA
05 639644 | latio
n
25 .0134899 | chr8_102| Methy -1.20 NA NA
11 138594 | latio
n
14 .0199194 | chr12_66| Methy -1.10 NA HMGA2_8091_Intron—-3,Dow
94 275725 | latio nstream
n
14 .0199194 | chr12_66| Methy -1.10 NA NA
94 275725 | latio
n
10 .0214464 | chr7_723| Methy 1.00 NA POM121_9883_Intron-3
52 64295 | latio
n
17 .0184665 | chr2_101| Methy 1.06 NA C20rf29_55571_Intron-1
05 870148 | latio
n
30 .0127325| chr7_966 | Methy 1.12 NA DLX6AS_285987_Intron-1,
41 36381 | latio Upstream
n
30 .0127325| chr7_966 | Methy 1.12 NA DLX6_1750_Intron-2
41 36381 latio
n
48 .0079685 | chr7_284 | Methy 1.30 NA CREB5_9586_Intron-1,Ups
92 49568 | latio tream
n
48 .0079685 | chr7_284| Methy 1.30 NA NA
92 49568 | latio
n
34 .0109371| chr1_301| Methy 1.32 NA NA
36 79865 | latio
n
41 .0093185 | chr1_305| Methy 1.50 NA PRDM16_63976_Intron-1
24 5729 latio
n
16 .0197246 | chr12_13| Methy 1.57 NA GRIN2B_2904_Exon-13
76 716030 | latio
n
44 .0081907 | chr6_172| Methy 1.58 NA RBM24_221662_Upstream
96 81802 | latio
n
67 .0054958 | chr14_10| Methy 1.60 NA NA
9 2026599 | latio
n
67 .0054958 | chr14_10| Methy 1.60 NA DIO30S_64150_Upstream,E
9 2026599 | latio xon—1
n
67 .0054958 | chr14_10| Methy 1.60 NA DI03_1735_Upstream
9 2026599 | latio
n
28 .0130395 | chr17_78| Methy 1.62 NA RPTOR_57521_Intron-6, In
14 748445 | latio tron-5
n
13 .0200963 | chr19_16 | Methy 1.68 NA MED26_9441_Upstream
07 739638 | latio
n
13 .0200963 | chr19_16| Methy 1.68 NA C19orf42_79086_Downstre
07 739638 | latio am
n
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51 .0078554 | chr10_13 | Methy .73 NA NA
69 3484608 | latio
n
19 .0166617 | chr7_217| Methy .88 NA MAD1L1_8379_Intron-3, In
86 1990 latio tron-11, Intron-9, Intron
n -10
73 .0047966 | chr11_20| Methy .92 NA NA
46 229510 | latio
n
32 .0123237 | chr5_140| Methy .92 NA PCDHGC4_56098_Exon-1
25 865191 | latio
n
32 .0123237 | chr5_140 | Methy .92 NA PCDHGA11_56105_Intron-1
25 865191 | latio
n
32 .0123237 | chr5_140| Methy .92 NA PCDHGB4_8641_Intron-1
25 865191 | latio
n
32 .0123237 | chr5_140 | Methy .92 NA PCDHGA8_9708_Intron-1
25 865191 | latio
n
32 .0123237 | chr5_140| Methy .92 NA PCDHGB7_56099_Intron-1
25 865191 | latio
n
32 .0123237 | chr5_140 | Methy .92 NA PCDHGB1_56104_Intron-1
25 865191 | latio
n
32 .0123237 | chr5_140| Methy .92 NA PCDHGA2_56113_Intron-1
25 865191 | latio
n
32 .0123237 | chr5_140 | Methy .92 NA PCDHGA3_56112_Intron-1,
25 865191 | latio Intron—2
n
32 .0123237 | chr5_140| Methy .92 NA PCDHGA6_56109_Intron-1
25 865191 | latio
n
32 .0123237 | chr5_140 | Methy .92 NA PCDHGC5_56097_Upstream
25 865191 | latio
n
32 .0123237 | chr5_140| Methy .92 NA PCDHGA10_56106_Intron-1
25 865191 | latio
n
32 .0123237 | chr5_140 | Methy .92 NA PCDHGA7_56108_Intron-1
25 865191 | latio
n
32 .0123237 | chr5_140| Methy .92 NA PCDHGC3_5098_Intron-1
25 865191 | latio
n
32 .0123237 | chr5_140 | Methy .92 NA PCDHGB6_56100_Intron-1
25 865191 | latio
n
32 .0123237 | chr5_140| Methy .92 NA PCDHGA4_56111_Intron-1
25 865191 | latio
n
32 .0123237 | chr5_140 | Methy .92 NA PCDHGB3_56102_Intron-1
25 865191 | latio
n
32 .0123237 | chr5_140| Methy .92 NA PCDHGA5_56110_Intron-1
25 865191 | latio
n
32 .0123237 | chr5_140 | Methy .92 NA PCDHGA1_56114_Intron-1
25 865191 | latio
n
32 .0123237 | chr5_140| Methy .92 NA PCDHGA9_56107_Intron-1
25 865191 | latio
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32 .0123237 | chr5_140 | Methy .92 NA PCDHGB5_56101_Intron-1
25 865191 | latio
n
32 .0123237 | chr5_140| Methy .92 NA PCDHGA12_26025_Intron-1
25 865191 | latio
n
32 .0123237 | chr5_140 | Methy .92 NA PCDHGB2_56103_Intron-1
25 865191 | latio
n
15 .0197273 | chr1_241| Methy .01 NA RGS7_6000_Intron-1,Upst
38 519685 | latio ream
n
78 .0030425| chr6_163 | Methy .23 NA PACRG_135138_Intron-5, 1
53 673130 | latio ntron—4
n
85 .0028572 | chr8_225| Methy .26 NA NA
57 61547 | latio
n
69 .0052669 | chr16_89| Methy .31 NA TCF25_22980_Intron-15,1
92 972864 | latio ntron-13,Downstream
n
50 .0079348 | chr5_174| Methy .31 NA MSX2_4488_Intron—-1
26 152973 | latio
n
60 .0063286 | chr5_172 | Methy .31 NA NA
216343 | latio
n
91 .0026667 | chr13_74| Methy .32 NA KLF12_11278_Intron-6
73 315412 | latio
n
71 .0049056 | chr11_38| Methy .36 NA STIM1_6786_Intron-1
6 89218 | latio
n
42 .0085634 | chr16_86| Methy .37 NA PRR25_388199_Downstream
08 5197 latio
n
83 .0028908 | chr2_230| Methy .65 NA PID1_55022_Upstream
36 136900 | latio
n
80 .0030071 | chr19_19| Methy .82 NA MEF2B_100271849_Upstrea
04 281255 | latio m
n
80 .0030071| chr19_19 | Methy .82 NA LOC729991-MEF2B_4207_In
04 281255 | latio tron-5, Intron-3, Intron-
n 1
6 .0259144 | chr3_111]| Methy .84 NA TMPRSS7_344805_Downstre
25 804720 | latio am
n
6 .0259144 | chr3_111| Methy .84 NA C3orf52_79669_Upstream
25 804720 | latio
n
4 .0267104 | chr13_53| Methy .13 NA NA
59 869898 | latio
n
11 .0208295 | chr19_14 | Methy .35 NA NA
16 376803 | latio
n
77 .0030561 | chr15_60| Methy .49 NA ANXA2_302_Upstream
36 691554 | latio
n
62 .0059925| chr12_11| Methy .52 NA PEBP1_5037_Upstream
52 8570077 | latio
n
94 .0025524 | chr20_26| Methy .56 NA EBF4_57593_Intron-2
32 75411 latio
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2 .0279719 | chr3_100 | Methy .62 NA CIDEC_63924_Intron-1
06 67415 | latio
n
2 .0279719| chr3_100| Methy .62 NA CIDECP_152302_Intron-1
06 67415 | latio
n
2 .0279719 | chr3_100 | Methy .62 NA FANCD2_2177_Upstream
06 67415 | latio
n
57 .0071645| chr6_354| Methy .64 NA TEAD3_7005_Upstream
68 66235 | latio
n
57 .0071645| chr6_354 | Methy .64 NA TULP1_7287_Exon-15,Exon
68 66235 | latio -14
n
59 .0070123 | chr3_525| Methy .68 NA NISCH_11188_Upstream, In
61 14023 | latio tron-13, Intron-12
n
40 .0095958 | chr22_47| Methy .20 NA CERK_64781_Exon—13,Exon
52 081874 | latio -9
n
35 .0109070 | chr2_204| Methy .44 NA RAPH1_65059_Upstream
21 400704 | latio
n
92 .0026369 | chr10_12 | Methy .61 NA FAM196A_642938_Intron-1
17 8993126 | latio
n
92 .0026369 | chr10_12| Methy .61 NA DOCK1_1793_Intron-27
17 8993126 | latio
n
76 .0031246 | chr19_36| Methy .73 NA NA
88 246711 | latio
n
76 .0031246 | chr19_36| Methy .73 NA LIN37_55957_Downstream
88 246711 | latio
n
76 .0031246 | chr19_36| Methy .73 NA C190r{55_148137_Upstrea
88 246711 | latio m
n
76 .0031246 | chr19_36| Methy .73 NA HSPB6_126393_Exon-2
88 246711 | latio
n
76 .0031246 | chr19_36| Methy .73 NA PSENEN_55851_Downstream
88 246711 | latio
n
90 .0027281 | chr19_19| Methy .75 NA MEF2B_100271849_Upstrea
75 281636 | latio m
n
90 .0027281| chr19_19 | Methy .75 NA LOC729991-MEF2B_4207_In
75 281636 | latio tron-5, Intron-3, Intron-
n 1
54 .0074229 | chr11_10| Methy .87 NA NA
09 0307023 | latio
n
12 .0207425| chr5_140 | Methy .19 NA PCDHGB1_56104_Intron-1
65 811945 | latio
n
12 .0207425 | chr5_140| Methy .19 NA PCDHGB7_56099_Intron-1
65 811945 | latio
n
12 .0207425| chr5_140 | Methy .19 NA PCDHGA8_9708_Intron-1
65 811945 | latio
n
12 .0207425 | chr5_140| Methy .19 NA PCDHGA11_56105_Intron-1
65 811945 | latio
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12 .0207425| chr5_140 | Methy 5.19 NA PCDHGB4_8641_Intron-1
65 811945 | latio
n
12 .0207425 | chr5_140| Methy 5.19 NA PCDHGA3_56112_Intron-1,
65 811945 | latio Intron—2
n
12 .0207425| chr5_140 | Methy 5.19 NA PCDHGA2_56113_Intron-1
65 811945 | latio
n
12 .0207425 | chr5_140| Methy 5.19 NA PCDHGA5_56110_Intron-1
65 811945 | latio
n
12 .0207425| chr5_140 | Methy 5.19 NA PCDHGB3_56102_Intron-1
65 811945 | latio
n
12 .0207425 | chr5_140| Methy 5.19 NA PCDHGA4_56111_Intron-1
65 811945 | latio
n
12 .0207425| chr5_140 | Methy 5.19 NA PCDHGB2_56103_Intron-1
65 811945 | latio
n
12 .0207425 | chr5_140| Methy 5.19 NA PCDHGA12_26025_Exon-1
65 811945 | latio
n
12 .0207425| chr5_140 | Methy 5.19 NA PCDHGB5_56101_Intron-1
65 811945 | latio
n
12 .0207425 | chr5_140| Methy 5.19 NA PCDHGA9_56107_Intron-1
65 811945 | latio
n
12 .0207425| chr5_140 | Methy 5.19 NA PCDHGA1_56114_Intron-1
65 811945 | latio
n
12 .0207425 | chr5_140| Methy 5.19 NA PCDHGA10_56106_Intron-1
65 811945 | latio
n
12 .0207425| chr5_140 | Methy 5.19 NA PCDHGB8P_56120_Downstre
65 811945 | latio am
n
12 .0207425 | chr5_140| Methy 5.19 NA PCDHGA6_56109_Intron-1
65 811945 | latio
n
12 .0207425| chr5_140 | Methy 5.19 NA PCDHGB6_56100_Intron-1
65 811945 | latio
n
12 .0207425 | chr5_140| Methy 5.19 NA PCDHGA7_56108_Intron-1
65 811945 | latio
n
55 .0074065 | chr19_49 | Methy 5.41 NA KDM4B_23030_Intron-1
85 71567 | latio
n
96 .0024837 | chr6_110| Methy 5.87 NA Cbor186_728464_Intron—
17 678892 | latio 1, Intron-2
n
86 .0028150 | chr2_233| Methy .15 NA ALPP_250_Downstream
16 251224 | latio
n
87 .0028103| APC2 Expre NA 1.355 APC2_10297
9 ssion
33 .0121544| BICD1 | Expre NA 1.205 BICD1_636
94 ssion
27 .0131052 | LOC28331 | Expre NA 1.269 L0C283314_283314
6 4 ssion
68 .0054748 | POU2F1 | Expre NA 1.424 POU2F1|5451
45 ssion
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63 0.0059633| ZBTB37 | Expre NA 1.406 7BTB37_84614
8 ssion
29 0.0127670| ZC3H12D | Expre NA 1.239 ZC3H12D| 340152
68 ssion
9 0.0224153| ZNF587 | Expre NA 1.227 ZNF587_84914
61 ssion
I 4
[0055] md A i Eol= A dS= SAdESE
(Accuracy) (Sensitivity) (Specificity) (Positive (Negative
predicted predicted
value) value)
AAAEA vs.|0.926 0.982 0.846 0.902 0.971
$2%
| 9-&%5 vs. A4H0.873 0.59 1 1 0.845
A=A} vs.[0.867 0.679 0.989 0.974 0.827
xg)g—
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