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Box No. I Nucleotide and/or amino acid sequence(s) (Continuation of item 1.b of the first sheet)

1. With regard to any nucleotide and/or amino acid sequence disclosed in the international application and necessary to the claimed
invention, the international search was carried out on the basis of:
a. type of material
IX a sequence listing

|__—_] table(s) related to the sequence listing

b. format of material
I:l in written format
IX] in computer readable form
c. time of filing/furnishing
|:| contained in the international application as filed

]:I filed together with the international application in computer readable form

}x‘ furnished subsequently to this Authority for the purposes of search

2. D In addition, in the case that more than one version or copy of a sequence listing and/or table relating thereto has been

filed or furnished, the required statements that the information in the subsequent or additional copies is identical to that in
the application as filed or does not go beyond the application as filed, as appropriate, were furnished.

3. Additional comments:
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Box No. II Observations where certain claims were found unsearchable (Continuation of item 2 of first sheet)

This international search report has not been established in respect of certain claims under Article 17(2)(a) for the following reasons:

1. [:l Claims Nos.:

because they relate to subject matter not required to be searched by this Authority, namely:

2. I:I Claims Nos.:
because they relate to parts of the international application that do not comply with the prescribed requirements to such
an extent that no meaningful international search can be carried out, specifically:

3. D Claims Nos.:
because they are dependent claims and are not drafted in accordance with the second and third sentences of Rule 6.4(a).

Box No. III  Observations where unity of invention is lacking (Continuation of item 3 of first sheet)

This International Searching Authority found multiple inventions in this international application, as follows:
Please See Continuation Sheet

As all required additional search fees were timely paid by the applicant, this international search report covers all
searchable claims.

As all searchable claims could be searched without effort justifying an additional fee, this Authority did not invite
payment of any additional fee.

X O O

As only some of the required additional search fees were timely paid by the applicant, this international search report
covers only those claims for which fees were paid, specifically claims Nos.: 1-12, 16-67, 69, 72-94 including SEQ ID
NO:1, 2, and 7

4. D No required additional search fees were timely paid by the applicant. Consequently, this international search report is
restricted to the invention first mentioned in the claims; it is covered by claims Nos.:

Remark on Protest D The additional search fees were accompanied by the applicant’s protest.

l:l No protest accompanied the payment of additional search fees.
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BOX III. OBSERVATIONS WHERE UNITY OF INVENTION IS LACKING
This application contains the following inventions or groups of inventions which are not so linked as to form a single general inventive
concept under PCT Rule 13.1. In order for all inventions to be examined, the appropriate additional examination fees must be paid.

Group I, claim(s) 1-12, 16-41, 85-90, drawn to an isolated nucleic acid molecule of SEQ ID NO:1, or variants thereof, from cotton,
encoding a chitinase of SEQ ID NO:2 or variants thereof, a DNA construct comprising a promoter operably linked to said nucleic acid
molecule, an expression system comprising said construct, a host cell, or plant transformed with said construct, and a method of
imparting resistance to plants against insects and fungi comprising transforming a plant with said nucleic acid molecule.

Group II, claim(s) 1-12, 16-41, 85-90, drawn to an isolated nucleic acid molecule of SEQ ID NO:3, or variants thereof, from cotton,
encoding a chitinase of SEQ ID NO:4 or variants thereof, a DNA construct comprising a promoter operably linked to said nucleic acid
molecule, an expression system comprising said construct, a host cell, or plant transformed with said construct, and a method of
imparting resistance to plants against insects and fungi comprising transforming a plant with said nucleic acid molecule.

Group III, claim(s) 1-12, 16-41, 85-90, drawn to an isolated nucleic acid molecule of SEQ ID NO:1, or variants thereof, from cotton,
encoding a chitinase of SEQ ID NO:5 or variants thereof, a DNA construct comprising a promoter operably linked to said nucleic acid
molecule, an expression system comprising said construct, a host cell, or plant transformed with said construct, and a method of
imparting resistance to plants against insects and fungi comprising transforming a plant with said nucleic acid molecule.

Group IV, claim(s) 1-12, 16-41, 85-90, drawn to an isolated nucleic acid molecule of SEQ ID NO:1, or variants thereof, from cotton,
encoding a chitinase of SEQ ID NO:6 or variants thereof, a DNA construct comprising a promoter operably linked to said nucleic acid
molecule, an expression system comprising said construct, a host cell, or plant transformed with said construct, and a method of
imparting resistance to plants against insects and fungi comprising transforming a plant with said nucleic acid molecule.

Group V, claim(s) 1-12, 16-41, 85-90, drawn to an isolated nucleic acid molecule of SEQ ID NO:3, or variants thereof, from cotton,
encoding a chitinase of SEQ ID NO:5 or variants thereof, a DNA construct comprising a promoter operably linked to said nucleic acid
molecule, an expression system comprising said construct, a host cell, or plant transformed with said construct, and a method of
imparting resistance to plants against insects and fungi comprising transforming a plant with said nucleic acid molecule.

Group VI, claim(s) 1-12, 16-41, 85-90, drawn to an isolated nucleic acid molecule of SEQ ID NO:3, or variants thereof, from cotton,
encoding a chitinase of SEQ ID NO:6 or variants thereof, a DNA construct comprising a promoter operably linked to said nucleic acid
molecule, an expression system comprising said construct, a host cell, or plant transformed with said construct, and a method of
imparting resistance to plants against insects and fungi comprising transforming a plant with said nucleic acid molecule.

Group VII, claim(s) 13-15, drawn to a polypeptide of SEQ ID NO:2.

Group VIII, claim(s) 13-15, drawn to a polypeptide of SEQ ID NO:4.

Group IX, claim(s) 13-15, drawn to a polypeptide comprising the amino acid sequence of SEQ ID NO:5.

ence-of SWQ IDNQ:6-
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Group X1, claim(s) 42-67, 69, 72-84, 91-94, drawn to an isolated DNA promoter from cotton of SEQ ID NO:7, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:1 or variants
thereof, encoding SEQ ID NO:2, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall deposition in a plant comprising transforming a plant with said construct.

Group XII, claim(s) 42-67, 68, 72-84, 91-94, drawn to an isolated DNA promoter from cotton of SEQ ID NO:7, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:1 or variants
thereof, encoding SEQ ID NO:5, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall deposition in a plant comprising transforming a plant with said construct.

Group XIII, claim(s) 42-67, 68, 72-84, 91-94, drawn to an isolated DNA promoter from cotton of SEQ ID NO:7, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:1 or variants
thereof, encoding SEQ ID NO:6, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall deposition in a plant comprising transforming a plant with said construct.

Group X1V, claim(s) 42-67, 69, 72-84, 91-94, drawn to an isolated DNA promoter from cotton of SEQ ID NO:7, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:3 or variants
thereof, encoding SEQ ID NO:4, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall deposition in a plant comprising transforming a plant with said construct.

Group XV, claim(s) 42-67, 68, 72-84, 91-94, drawn to an isolated DNA promoter from cotton of SEQ ID NO:7, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:3 or variants
thereof, encoding SEQ ID NO:5, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall deposition in a plant comprising transforming a plant with said construct.

Group XVI, claim(s) 42-67, 68, 72-84, 91-94, drawn to an isolated DNA promoter from cotton of SEQ ID NO:7, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:3 or variants
thereof, encoding SEQ ID NO:6, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall deposition in a plant comprising transforming a plant with said construct.

Group XVII, claim(s) 42-67, 69, 72-84, 91-94, drawn to an isolated DNA promoter from cotton of SEQ ID NO:8, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:1 or variants
thereof, encoding SEQ ID NO:2, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall deposition in a plant comprising transforming a plant with said construct.

Group XVIII, claim(s) 42-67, 68, 72-84, 91-94, drawn to an isolated DNA promoter from cotton of SEQ ID NO:8, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:1 or variants
thereof, encoding SEQ ID NO:5, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall deposition in a plant comprising transforming a plant with said construct.

Group XIX, claim(s) 42-67, 68, 72-84, 91-94, drawn to an isolated DNA promoter from cotton of SEQ ID NO:8, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:1 or variants
thereof, encoding SEQ ID NO:6, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall deposition in a plant comprising transforming a plant with said construct.

Group XX, claim(s) 42-67, 69, 72-84, 91-94, drawn to an isolated DNA promoter from cotton of SEQ ID NO:8, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:3 or variants
thereof, encoding SEQ ID NO:4, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall deposition in a plant comprising transforming a plant with said construct.

Group XXI, claim(s) 42-67, 68, 72-84, 91-94, drawn to an isolated DNA promoter from cotton of SEQ ID NO:8, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:3 or variants
thereof, encoding SEQ ID NO:5, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall deposition in a plant comprising transforming a plant with said construct.

Group XXII, claim(s) 42-67, 68, 72-84, 91-94, drawn to an isolated DNA promoter from cotton of SEQ ID NO:8, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:3 or variants
thereof, encoding SEQ ID NO:6, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall deposition in a plant comprising transforming a plant with said construct.

Form PCT/ISA/210 (extra sheet) (January 2004)
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Group XXIII, claim(s) 42-67, 69, 72-84, 91-94, drawn to an isolated DNA promoter from cotton of SEQ ID NO:9, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:1 or variants
thereof, encoding SEQ ID NO:2, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall deposition in a plant comprising transforming a plant with said construct.

Group XXIV, claim(s) 42-67, 68, 72-84, 91-94, drawn to an isolated DNA promoter from cotton of SEQ ID NO:9, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:1 or variants
thereof, encoding SEQ ID NO:5, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall depesition ina plant comprising transforming a plant with said construct.

Group XXV, claim(s) 42-67, 68, 72-84, 91-94, drawn to an isolated DNA promoter from cotton of SEQ ID NO:9, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:1 or variants
thereof, encoding SEQ ID NO:6, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall deposition in a plant comprising transforming a plant with said construct.

Group XXVI, claim(s) 42-67, 69, 72-84, 91-94, drawn to an isolated DNA promoter from cotton of SEQ ID NO:9, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:3 or variants
thereof, encoding SEQ ID NO:4, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall deposition in a plant comprising transforming a plant with said construct.

Group XXVII, claim(s) 42-67, 68, 72-84, 91-94, drawn to an isolated DNA promoter from cotton of SEQ ID NO:9, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:3 or variants
thereof, encoding SEQ ID NO:5, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall deposition in a plant comprising transforming a plant with said construct.

Group XXVIII, claim(s) 42-67, 68, 72-84, 91-94, drawn to an isolated DNA promoter from cotton of SEQ ID NO:9, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:3 or variants
thereof, encoding SEQ ID NO:6, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall deposition in a plant comprising transforming a plant with said construct,

Group XXIX, claim(s) 42-67, 69, 72-84, 91-94, drawn to an. isolated DNA promoter from cotton of SEQ ID NO:10, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:1 or variants
thereof, encoding SEQ ID NO:2, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall deposition in a plant comprising transforming a plant with said construct.

Group XXX, claim(s) 42-67, 68, 72-84, 91-94, drawn to an isolated DNA promoter from cotton of SEQ ID NO:10, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:1 or variants
thereof, encoding SEQ ID NO:5, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall deposition in a plant comprising transforming a plant with said construct.

Group XXXI, claim(s) 42-67, 68, 72-84, 91-94, drawn to an isolated DNA promoter from cotton of SEQ ID NO:10, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:1 or variants
thereof, encoding SEQ ID NO:6, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall deposition in a plant comprising transforming a plant with said construct.

Group XXXII, claim(s) 42-67, 69, 72-84, 91-94, drawn to an isolated DNA promoter from cotton of SEQ ID NO:10, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:3 or variants
thereof, encoding SEQ ID NO:4, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall deposition ina plant comprising transforming a plant with said construct.

Group XXXIII, claim(s) 42-67, 68, 72-84, 91-94, drawn to an isolated DNA promoter from cotton of SEQ ID NO:10, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:3 or variants
thereof, encoding SEQ ID NO:5, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall deposition in a plant comprising transforming a plant with said construct.

Group XXXIV, claim(s) 42-67, 68, 72-84, 91-94, drawn to an isolated DNA promoter from cotton of SEQ ID NO:10, a DNA construct
comprising said promoter operably linked to a DNA encoding a protein or polypeptide or operably linked to SEQ ID NO:3 or variants
thereof, encoding SEQ ID NO:6, host cell or plant transformed with said construct and method of expressing a gene preferentially in
secondary walled cells during secondary wall deposition in a plant comprising transforming a plant with said construct.

Group XXXV, claim(s) 42, 50, 70-71, drawn to a DNA construct comprising a promoter operably linked to a DNA encoding a protein
or polypeptide wherein the DNA encodes any of the proteins in claims 70 or 71.
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The inventions listed as Groups I-XXXV do not relate to a single general inventive concept under PCT Rule 13.1 because, under PCT
Rule 13.2, they lack the same or corresponding special technical features for the following reasons: an isolated nucleic acid molecule
from cotton encoding an endogenous cotton chitinase is taught in the prior art. Hudspeth et al (1996, Plant Molecular Biology 31(4):911-
916) teach an isolated cDNA clone from cotton that encodes a chitinase.

Applicants' chemical compounds, i.e., different DNA sequences encoding different polypeptides, each have different properties and
different core structures that elicit different activities; and as such, the Groups I-XVI are not linked by, or share, a single special
technical feature.

In addition, the claims are not linked by or share a single technical feature because they are each drawn to products not required by the
other. The isolated nucleic acids and encoded proteins of groups I-VI do not share a technical feature, as the polypeptides of groups VII-
X do not share a technical feature, as the constructs comprising a promoter sequence operably linked to a nucleic acid encoding a protein
of groups XI to XXXIV do not share a technical feature. Lastly, each of the products in groups I to XXXV do not share a technical
feature..
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