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The Search Division considers that the present European patent application does not comply with the
requirements of unity of invention and relates to several inventions or groups of inventions, namely:

1. claims: 1-10, 17

An isolated polynucleotide comprising an engineered chimeric nucleic acid guided Cas12a-like nuclease
construct wherein the chimeric construct comprises at least two polynucleotide segments derived from at least
two naturally occurring Casl12a-type nucleases, wherein the chimeric construct demonstrates at least one of
reduced off-targeting rates and expanded genome editing compared to the naturally occurring Casl2a-type
nucleases, and wherein the chimeric nucleic acid nuclease construct encodes a polypeptide comprising an
amino acid sequence as shown in SEQ ID NO: 126.

1.1. claims: 1-10, 17(all partially)

An isolated polynucleotide comprising an engineered chimeric nucleic acid guided Cas12a-like nuclease
construct wherein the chimeric construct comprises at least two polynucleotide segments derived from at least
two naturally occurring Casl12a-type nucleases, wherein the chimeric construct demonstrates at least one of
reduced off-targeting rates and expanded genome editing compared to the naturally occurring Casl2a-type
nucleases, and wherein the chimeric nucleic acid nuclease construct encodes a polypeptide comprising an
amino acid sequence as shown in SEQ ID NO: 127.

1.2. claims: 1-10, 17(all partially)

An isolated polynucleotide comprising an engineered chimeric nucleic acid guided Cas12a-like nuclease
construct wherein the chimeric construct comprises at least two polynucleotide segments derived from at least
two naturally occurring Casl12a-type nucleases, wherein the chimeric construct demonstrates at least one of
reduced off-targeting rates and expanded genome editing compared to the naturally occurring Casl2a-type
nucleases, and wherein the chimeric nucleic acid nuclease construct encodes a polypeptide comprising an
amino acid sequence as shown in SEQ ID NO: 128.

1.3. claims: 1-10, 17(all partially)

An isolated polynucleotide comprising an engineered chimeric nucleic acid guided Cas12a-like nuclease
construct wherein the chimeric construct comprises at least two polynucleotide segments derived from at least
two naturally occurring Casl12a-type nucleases, wherein the chimeric construct demonstrates at least one of
reduced off-targeting rates and expanded genome editing compared to the naturally occurring Casl2a-type
nucleases, and wherein the chimeric nucleic acid nuclease construct encodes a polypeptide comprising an
amino acid sequence as shown in SEQ ID NO: 124.

1.4. claims: 1-10, 17(all partially)

An isolated polynucleotide comprising an engineered chimeric nucleic acid guided Cas12a-like nuclease
construct wherein the chimeric construct comprises at least two polynucleotide segments derived from at least
two naturally occurring Casl12a-type nucleases, wherein the chimeric construct demonstrates at least one of
reduced off-targeting rates and expanded genome editing compared to the naturally occurring Casl2a-type
nucleases, and wherein the chimeric nucleic acid nuclease construct encodes a polypeptide comprising an
amino acid sequence as shown in SEQ ID NO: 123.

1.5. claims: 1-10, 17(all partially)

An isolated polynucleotide comprising an engineered chimeric nucleic acid guided Cas12a-like nuclease
construct wherein the chimeric construct comprises at least two polynucleotide segments derived from at least
two naturally occurring Casl12a-type nucleases, wherein the chimeric construct demonstrates at least one of
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reduced off-targeting rates and expanded genome editing compared to the naturally occurring Casl2a-type
nucleases, and wherein the chimeric nucleic acid nuclease construct encodes a polypeptide comprising an
amino acid sequence as shown in SEQ ID NO: 125.

1.6. claims: 1-10, 17(all partially)

An isolated polynucleotide comprising an engineered chimeric nucleic acid guided Cas12a-like nuclease
construct wherein the chimeric construct comprises at least two polynucleotide segments derived from at least
two naturally occurring Casl12a-type nucleases, wherein the chimeric construct demonstrates at least one of
reduced off-targeting rates and expanded genome editing compared to the naturally occurring Casl2a-type
nucleases, and wherein the chimeric nucleic acid nuclease construct encodes a polypeptide comprising an
amino acid sequence as shown in SEQ ID NO: 130.

1.7. claims: 1-10, 17(all partially)

An isolated polynucleotide comprising an engineered chimeric nucleic acid guided Cas12a-like nuclease
construct wherein the chimeric construct comprises at least two polynucleotide segments derived from at least
two naturally occurring Cas12a-type nucleases, wherein the chimeric construct demonstrates at least one of
reduced off-targeting rates and expanded genome editing compared to the naturally occurring Cas12a-type
nucleases, and wherein the chimeric nucleic acid nuclease construct encodes a polypeptide comprising an
amino acid sequence as shown in SEQ ID NO: 129.

1.8. claims: 1-10, 17(all partially)

An isolated polynucleotide comprising an engineered chimeric nucleic acid guided Cas12a-like nuclease
construct wherein the chimeric construct comprises at least two polynucleotide segments derived from at least
two naturally occurring Casl12a-type nucleases, wherein the chimeric construct demonstrates at least one of
reduced off-targeting rates and expanded genome editing compared to the naturally occurring Casl2a-type
nucleases, and wherein the chimeric nucleic acid nuclease construct encodes a polypeptide comprising an
amino acid sequence as shown in SEQ ID NO: 122.

2. claims: 11-16

A method for creating a non-naturally occurring gene editing Cas12a nuclease library comprising, combining
two or more naturally-occurring Cas12a-type nucleases; allowing crossover of the two or more Casl2a-type
nucleases for one or more crossovers; and creating a mixed chimera Casl12a-like nuclease library of non-
naturally occurring chimera Cas12a-like nucleases; and analyzing one or more of the chimera Cas12a-like
nucleases of the mixed chimera Cas-12a-like nuclease library for at least one of reduced off-targeting rates
and expanded genome editing compared to the two or more naturally-occurring Cas12a-type nucleases.

Please note that all inventions mentioned under item 1, although not necessarily linked by a common inventive
concept, could be searched without effort justifying an additional fee.
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