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1.—Fhfik, F.AHSEQUENCE ID NO:3494H ik .

2 ARPEAH LR LT R K, HOE 2B k.

3 ARIEAR) ER 2P R K, Hal S MBS 1 B N R AP IE M AE IR S s BB N E
RIR G/ s HAT AE A A2 A S AR F I DA R 2R H ey R s e 18
i o

4. —FBEY, A5 S a5 SRR Rl i A O ARRASUR BER 1R o

5. MR ERAFTIA R S, Hrh iR g SRRk B B O R AW oy 15
eyl e S e e

6. —MREY, HAUS 555G RUBMRE S R i A OMRIERACR ZR 2R Ak .

T AR ER 6 TR R S, b AR g S Ak B B O TR AW oy 15
eyl e S e e

8. — MG, LA S — PR PR AR 25K 1 - 3HAT— I AT R IK , SlcAUR) k4 - 7Hh AT
— TR -

9 ARIERR R8T S, TR S Ve K.

10 ARHEAUF 22K 8 sk OFTIR A A, HoB Bl &4 .

L1 ARPEACR R 10FT R 1 RS A0, HAAAE T-H50 e, B il sk B 45 oK &
P 7K A3 O B FU D At A B R F R AR S LTS (serum) P A 7K 47
R AR A S BE 22 R AT SR 5 7 A5 ) TR TR R LR BRI It 7 2
NI N N

12 AR SR LI AR (1 Jefs P AL S 4 , L r B aR > [ i 7512 A9

13 ARPEAUR R LBk 1 s R &, LA AP B S il B A A

14 ARPEACH B R LT TR B R FHAL S P, HDABEIR I B A

15 AR PEBCR ER AT (0 BB AL &, L DAE B 3T VR KB VT 7y
B S JEAAEE R A I T A A

16 AR PEBCR ER 1L AT [0 &8 4L &, L PAE B e /K FLIR K B FLIR . 2 HL
TR IK BRI K GRS A Rl 7 T A A

17 ARPEAR EER LOFTAR R REB 4 &, A& 2D — Pt I AT sz I .

18 ARPEAUF ER LT TR [ RSB G, Forh 2D — Bt b vl 32 BB e Mok
TS 2R G5 T 77 A A S 93 J 7 R 77 R 2 L BV ARk TR
FUAH TS5 PR A/ el SR TS P71 o

19— AR Sl 41 S, B S UR 22K 8 - 18 F T — T TR [ ZH &5

20 ARPEACHER 1R N AP EEA S el dl 5w, FHog vk & oK.

21 AR EK L - 3HE— TR (R IR BRI 525Kk 4 - THRAT— I BT [P 28 5 W sl A R K
8- 9T — TR A AL T 25 T TR 7 sl PBL I L sl 2 e a2 MR ZRELIM 25 i 1]

E‘H

22 AR ZOR 2Tk (1 FH e, Frak RAPEZRRL%E A Bk RVEZRAL O RIEZEAL O
I R e ML Il =0l A MR AL R EREL -
23 AUA EOR - 3 rT— T Ffr it AR AR 3R 4 - 7 — T itk O 25 15 P AR R
8- 9T — IR 2L S AL i) £ FH T AL s i) o B r 25 b ) FH e

2
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MR A ERIE

[0001] > ZEHAITh
[0002]  AHAiE A HIES201680051932. 6. Hi H 2016457 H18 H « A “Br & ik ML %
HI7 ZE S

EREA

[0003]  Jafdivh, 4t s A AT 2010 N\ B SRR 2 20E (inflammation) o #AE & —
BRIV BRI HE FRA 19095 SO I B 7 o 2O SO AT LS @ MR AT 1)
S@ VRN CERRAIY) I BT DU AAE BRI T PRS0, TCIR B AR AR N B 2 AN -
BEAN, FBRIE , ToI8 SRS IR QT , 28 BN TS0 EHAR N & AR A 2 A AT HEA
PRASEARIAIA , X EARAE AN FI T2 5 BT B AT D SAE R AR SR P A B 7 A AH ]
.

[0004] i, SAESE—Fh FSR I, W2 (EANNAE B0 05 i DR SR AR 22 s B sk T 4l i
(RN o SR T, 2 B 1 SN A TR K20, LA S AT I A AR 52 o BRI, 295
R AR AT R G R, BN 234575 o 75 5ORE SN FHITR] , S AR A i (Acits , HEmT DA
WA U HLH 5 A i R E0E M A A B S N o 1 B0 S AT SN AT N 13 250 R P A= g A
SO, TEANTE A A2 AE BB R AR N 5 | R A RN R [R5 o DRIt , AERr T O R
REZCNFATTH BB RS AR TS, TCIC 2 RN IR RSN AR, RIEEAE G
BRI A2 2R B 2 —ok B 2 13 s TR I BATT SR A 2 1B AN
[0005] 455 I K Z 3Pt R IBTT 72 250 o A3 P Rh 2 B2 28 R Bu 48 24, B Jot 2 [ i
(corticosteroids) FIAEHSRZEHT 4 25 (NSAID) o X B4« G pe il 75 (FH 2 iE e (2R
2 S FEEM A 251 (32 B TNE - o P, {E S S RE B QA S B I 7)) 5 2ufe st 24
P FOCUIRISHEAE Z5A (BTLEA) o BEAN , 184 & 1 10D R R R AE I R EBIRTT « LB 5 FLE Al
g CEESL TR RIR  ERIGTY , UnsRyNaim Ot AR 1T, ixX e 25 B A s S R s E -, 11
WE s AN S U R A T2 AT DURE S ie 3R el 21 25 53 52 H e 5 A [ 42 i
IRERE o

[0006]  [AIIt, AR BN 2 T 2 e BA BRI MR, oA S o i An /s s e H e
AR FEWEH AL, CA— 2 E R W T LU D R 5E (Kiecolt-Glaser J.K. 5
A,2010,Middleton E.%F A,2000,Chatterjee M.ZEA,2005) o525k |, X ECH R W14
TE T e IR B R sl i (Tock away) [, - H— H R B AR, il DA BRI AT
T3 SEBOR AR S R ) 258 , DRUOR AT IR0 SHIAR T Wit il oy M REEAR A A Hiix
BE0> o BRI, X B E BB 0 1 A DAL O A2 S22 THW X P a5 RGeS
58 SRS T E 99 RS o [N T PS50 22 M it ey AR5, IR BRIt RT D 2E
PR E B0 K SR VX SSRGS S U B R 254k

[0007] AL PR H g vl /D—A> B[R,
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LZRAE

[ooo8]  E B IEN A Zmhd 1AL 70, 000MANFI L 1 5T I ALK E 1 X B8 1 i i)
EA, FH R B — Mk 2 A 2 B B [RIRE R, A2 KRS 2L A4 (rice genome)
DI 60, 000 M H BTHE , A HE NS T/ Ui A o, R R — sy & A — Fhk
2T B 2 SLPSHIBI A 4RI — e B N, DUk S 16 M e 1 A Bt A B
APURENE E1E19) A2 5 A 40TE J1nlE (E20) , B A Zsgnif i &t (K
21) o WIHATA= RARIK IS & 4 A B SEQUENCE 1D NO: 1-15F1353-355 R Hi Ik, 45 il 2
K H {ESEQUENCE 1D NO: 17-69 @ (1) a5 11 51 i X 3 o MILAT AR IR 1 2 998 528 1 AL
SEQUENCE ID NO:1-5.8F19FR$2 ¢k, i W AT AE KRS & SR BT (rice protein) £E
SEQUENCE ID NO:6.7H110- 15t 33X 868 [ 51 [F] 545 SEQUENCE  ID NO:222-267H1
TR o Foc WIAE B8 25 11 TR 2 8 HO%E 8 BKAESEQUENCE. 1D NO: 71-107A1110- 111 HRH o fix
WIAE KK 1 BT 5 1R 2 I ESEQUENCE 1D NO: 108-109H1112-220 7 HH o A SR 4t
T AR WA B8 AN IOK AR A R S E R D3 AN, B a2 /F SEQUENCE 1D NO: 320,
331-3527M1356-424 M1 o A& BH IR 25 5548 B AR AT _E s IR AL K

[0009]  EWQINEK(SEQ ID 331)-SEQ ID 7IJCHKAR A Bl B

[0010]  FLPQHTD (SEQ ID 332) -SEQ ID 11 ook [ i BB

[0011]  GPQQYAEWQINEK (SEQ ID 333) -SEQ ID 7fJk KA [ Jmny A B

[0012]  PGQLQSFLLSGN(SEQ ID 334) -SEQ ID 1R o8 1o A B

[0013]  PGQLQSFLLSGNQNQQNYLSGF (SEQ ID 335) -SEQ ID 1% ¢k [ Jou /i) B

[0014]  PQQYAEWQ(SEQ ID 336) -SEQ ID 7/ A KR I B Fr B

[0015]  QLQSFLLSGNQNQQNYLSGFSK (SEQ ID 337) -SEQ ID 1[1Ji o 25 [ J It Fr B

[0016]  QNQQNYLSGFSK (SEQ ID 338) -SEQ ID 1[4 o5 A Fit e

[0017]  QSFLLSGNQNQQ (SEQ ID 339) -SEQ ID 1[{%E o2& [t

[0018]  QSFLLSGNQ (SEQ ID 340) -SEQ ID 1\t a5 [ B

[0019]  RGPQQYA (SEQ ID 341)-SEQ ID 7{R A K4E A kB,

[0020]  DALEPDNR (SEQ ID 342) -SEQ ID 35415 25 [ 5/ Fr B

[0021]  SEEGYYGEQQQQPGMTR (SEQID 343) -SEQ ID 353K A KR T X

[0022]  GYYGEQQQQPGMTR (SEQ ID 344) -SEQ ID 3531 R a5 H v B

[0023]  IDGYDTPVEGR (SEQ ID 345) -SEQ ID 15[ A KA 15T Fr B

[0024]  NGVLRPGQL (SEQ ID 346) -SEQ ID 14PJ ) K4 i Ak

[0025]  RHGEWGPSY (SEQ ID 347)

[0026]  FWM(SEQ ID 348) -SEQ ID 38t o [ ot B

[0027]  TVFDGVLRPGQL [SEQ ID 349]-SEQ ID 10 R K4 A B B

[0028]  RLQSQNDQRGEITHVK[SEQ ID 350]1-SEQ ID 10[F A K2 AT

[0029]  HGPVEMPYTLLYPSSK [SEQ ID 351]1-SEQ ID 355015 a8 [ Ji [t Fr B

[0030]  LDALEPDNR[SEQ ID 352]-SEQ ID 354185 o2 A T X

[0031]  RGPQQYAEWQINE[SEQ ID 320]-SEQ ID 7RI KZE [ Gk Fr ik

[0032] A& BHROIA = B ] T A, PRI T TR sl 76Ty 28 1ms U AERFR FL 5
YNNI 75N a5
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[0033]  FEZE—J5TH, AR IR T — K, Kl O 3850 M2 550 , I HA S A A
TFHOER BT B, I35 [ SEQUENCE. 1D NO: 1-16.3491k 3505k R F B, sk ik
PRI RS B (LR FR “AAHHRIIR) o fE—Aa0it )y S v, IR AR pRak A B B AR
WEVE A 5 S JIKE AR Rl v B A P R Ve

[0034]  fF—/NSit )y &, A K B 0 2% 14 SEQUENCE 1D NO: 17-220.268- 3521
356-4241 74

[0035]  fF— o g S8, AN R BRI IK LA F 1% | SEQUENCE 1D NO:17-220.268-352
F356 - 4241 7 H ZH A%

[0036]  FE—A~5itE /7 S v, IKHT 3- 50N SR 4 Bk o /15— ShtE 7 S8, K F 4- 5024 2
PR « 15— 90it 5 S IR R 5 - 50N S SR ALK o A5 — A 900 5 5P, IR AR 6 - 5024 5k
PRV -

[0037] S )5 S, Piridk i B R 72 3TN Sl BRI AN - 9 25 +3 2 [ FL A o

[0038]  fJtydetth, ¢ - AR e AT D ETR (O BhE TR () .

[0039] ittt , n- A el FERAS & DEEUR (O VAR () SR (P) Bi5aR (T) .
[0040]  ftydetth, Fv Bt e - A S5 A AN S 2R (©)

[0041]  fitydetth, v B MIn- A S5 A3 A S 2R (©)

[0042]  ftydetth, B S IEERR (©) -

[0043]  ffedetth, BAA SV IDEAARR (©)

[0044]  {lycdh, FrBEk A SEQUENCE 1D NO: 1- 161145 (A B IX ek, 12 X 3k fh DA N 5 AE 2
fiE:

[0045] - KFN1THE 1092 LR ;

[0046]  -HifarfE-6%+4 2 [1];

[0047]  -c- R ZIERAE REZTR (D) AR (F)
[0048]  -n- R Z SR A E R TR (D) AR (1) .
W) .

[00491  feadetth, X Ik ¢ - A S AINAN 5 L 2R (W)
[0050]  {J23deHt, SEQUENCE ID NO: 1-7{J%3E [ Bl IX Jekdt I SEQUENCE 1D NO:17-33.

[0051]  {f:5cHh, SEQUENCE ID NO: 8- 16[1J%E [ Bl X dui%k [ SEQUENCE ID NO:34-70.
[0052]  {J23deHh, SEQUENCE 1D NO: 1- 16[1%5 4 JFii X 4% [ SEQUENCE ID NO: 17-70.,
[0053]  {oydedth, FrBE ik I SEQUENCE 1D NO:71-221, 85k FrEriarfk.

[0054] {3, ok %% [ SEQUENCE 1D NO: 71- 2214 Fr Bk i Fr BEn AR R4 Ak

[0055] {3, ok F35% [ SEQUENCE 1D NO:71- 2211 A 4LAY -

[0056] 1Sy ZEFh, B 2 B AR 1 B A B, HE Az A Bk F SEQUENCE ID NO:
71-107.332.334.335.337-340.342.3487F/1351- 352,

[0057] NSy ZErh, B 2B o 2R 1 B A B, HE Az A Bk F SEQUENCE ID NO:
71-107.332.334.335.337-340.342.348H1351-352 fF— A3t /5 2, 1% Fr Bk 11339,
352.351.93.92.75.76.105.,

[0058] 1Sty 6, B 2 IR ER B A B, HE Az A Bk F SEQUENCE 1D NO:
108-109.112-220.320.331.333.336.341.343-346.349-350. L — NS /7 &0, 1% F Bk

it
)

AR (W) Btz iR (W) 5
AR () 2R (P) Bl 4 2R

I

i
%
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F1341.144.320.349.350.177.343-346.

[0059]  FE—A500E T S OE B MK « A — 505 6, KB PR 4P S AUB AT - A
— /N SNE T e, KBS TR PARG IS I e o A5 — > S0 5 26, KB A o DA BG ne~p 3
o A — AT T SR, IRIIN - R C - R S BRI B 1 o A — S0t 7 S, JIRIN- 2K
ity 1k C - A ity T SR PR BB o

[0060] A& IHATRHE TS E E4 AT K (binding partner) A K KIS
Yo AE— 5075 S, AR B RO IA R S B B M T, 12 S B SR TG R e v 5 45 S B A
HKho

[0061]  [SEQUENCE ID NO: 1 (#ig & [1)5i1) ]

[0062] {3, Bk U5 SEQUENCE 1D NO: LR M BT AEMmE e A B, sl L ) , sz
5 B AE s AR R

[0063]  fLadetth, K EJ 2 SEQUENCE 1D NO: 1fy-E/ X sk 2 — M 2B Wi B, BJSEQUENCE
ID NO:17-23, iz 1 B B AT AR

[0064]  f3detth, K fU21% [T SEQUENCE 1D NO: 71-915k 3600 A= WiG Mk Fr B, k1% 25 T
B A= PG A A

[0065]  {ydedth, I F 2y SEQUENCE 1D NO: 17// X 85015 F B, I ZNSEQUENCE 1D NO: 71, k1%
B A B BN ATE AR A

[0066] e, k04 SEQUENCE ID NO: 181 X 33k 1 A= i Mk - B, 51 4SEQUENCE 1D
NO: 72, sz B B AE s R AR R

[0067] e, K0 &5 SEQUENCE 1D NO: 191 DX 3 19 A Wi E Fr B, 9 4 SEQUENCE 1D
NO: 73k T4 [P TATT— Nk 3, sz B B AE T PR R

[0068] ek, KU &5 SEQUENCE 1D NO: 201 DX 33 119 A Wi E Fr B, 9 4SEQUENCE 1D
NO: 75k 76 R TATT— Nk 3, iz B AE s PR R

[0069] et Jk 34 SEQUENCE ID NO: 21 X I 11 A= Wi 1k B B, /91 W1SEQUENCE 1D
NO: 77-84FR[— ek Ak S, sz B AT AR

[0070] e, K0 &5 SEQUENCE 1D NO: 221 X 3 (19 A Wi E Fr B, 9 4SEQUENCE 1D
NO:85-89FH[— Nk Aok S, sz B AT AR

[0071]  flec b, K0 &5 SEQUENCE 1D NO: 231 X 3 119 A Wi E Fr B, 9l 4 SEQUENCE 1D
NO:90, sz F B AE s AR R

[0072]  {fekh, U4 SEQUENCE 1D NO:91, 5kiZ B B AL WniE MEAS

[0073] A GHAIRHR B TS AL ZE D —FIK 415, BTk £ 2 SEQUENCE 1D
NO: 1114 Bk LR « AR AR T R S A L B 2 /D2 fh, s A 3Fh, ftade Jyadt, 4
ERSH, L 6T, L A TR, Ak 8, Lt O FhEk fide L OMIK I 40 &4 , A )
TP 5 SEQUENCE 1D NO: LA [A] B Bl FL AT o e e b, IR sl 22 PRI AE i 11
Pttt , IRk 2 MCE DT R I LUt , 415 B 2 AR B IR 28— ORI L BRIV 88 K, B
A EE— A0 1 SEQUENCE 1D NO: 17-2319 48— DX Fr B, ik 48 — ik 4 vk
SEQUENCE ID NO: 17-23[1 88 —IXIlif¥) B o L, 4 S B & 55— AEWE PRI L e s
FSEQUENCE 1D NO:71-91fR 88— EWnis e i B (B B B AR iE YRR AAR) ), FEE A=)
G PRI (AU &0 5 SEQUENCE  TD NO: 71-9119 58 — A vE Fr BE (az B B A AR

6



CN 114835784 B W OB P 5/50 T

)

[0074]  §§ & 25 A 51 (SEQUENCE 1D NO: )[R @ iE#x o (Vicia fabia) . JEWE G
(Cicerarietinum) FIHT T (Lens culinaris) [F]J54 (SEQ 1D NO:222-224)

[0075]  [SEQUENCE IDNO:2 (it [1/5i2) ]

[0076]  {i3deth, K £9 27 SEQUENCE 1D NO: 2f¥J2E [ B A ik e B, sl L 5

[0077]  fitctth, JIK €05 SEQUENCE 1D NO: 2[4~ X3 > — [ AEis 1 B B, BPSEQUENCE
ID NO:241k25.,

[0078] e, k04 SEQUENCE TD NO: 24 X 35k 1 A= Wi Mk B B, 51 4nSEQUENCE 1D
NO:92, sz B B AE s R R R

[0079]  {lahb, Ik 92, SEQUENCE 1D NO: 25 DX 4 (1) A Wil M Fr R, I 41SEQUENCE 1D
NO:93, sz B B AE s AR R

[0080] A& BHIAHE L T A2 A A WH I 2 /D — M A Wid e IR A 59, Br ik KB &
SEQUENCE ID NO: 2/ A=W e Bl LRI o AL BHIR SR B T AL I 2=/ D Rl AR
WiE K 45 , A RhTK 40 8- SEQUENCE 1D NO: 21 ANl A= i 1 Fr Bk L [R5 » 12
H, 5P &4 SEQUENCE 1D NO 241 DX 3 ) A= Wi Ve i B i 28 — A PR R &
SEQUENCE 1D NO 25[¥ X3 A=Mis e i Be i o8 A Mmid VEIIR A et W &5 5
SEQUENCE ID NO 921/ -EWi 1 b B 8 — - Wi PEK R 5 45 SEQUENCE 1D NO 93[1 44
TV R B — AW R

[0081] g 745 )12 (SEQUENCE ID NO:2) [[FIJi¥tusE s (Lens culinaris) L&Y
i (Vicia narbonensis) 1K (Glycine max) (SEQ 1D NO:225-227) o

[0082]  [SEQUENCEID NO:3 (i [15i3) ]

[0083]  {lyih, A E3 2 SEQUENCE 1D NO: 31%)8K 1 B AL Woid vk A B, ok FL [R5 o

[0084] el Ik 05 SEQUENCE 1D NO: 3[{PH /N IX 3k~ — (1A= #iE 14 Fr B, BVSEQUENCE
ID NO: 26127,

[0085] {3 b, Ik U SEQUENCE 1D NO: 26K DX I (1 A= Mpim itk P B, I 4SEQUENCE 1D
NO:94, sz F B AE IS PR AR R

[0086] ek, k£ &5 SEQUENCE 1D NO: 2714 DX 33 19 A Wi E Fr B, 9 41 SEQUENCE 1D
NO:95, sz F B AE s AR R

[0087] A& WAL T — M & D & AR B A= Wi PR IK I 4 59, Tk I B 2
SEQUENCE 1D NO: 3[R ZA=i it Fr Bl LRI « AL BHIEFR A T —Fhvu S A L B 25 /D
YIRS A A, Horp A — PR B 27 SEQUENCE 1D NO: 3[1AS R AR i 1 i Bk ]
T AR, 45 W02 S 45 SEQUENCE 1D NO 2601 X 3 A= mid e P BE I 48— IR &
SEQUENCE ID NO 27(K A=W Mk Fr B a6 ik o e b, 414569 2525 45 SEQUENCE 1D NO
A A= R i B (B B AR AR A4 1 58— A= PR IR 2 25 SEQUENCE . 1D NO
951 AT IR B (ki B AR MR AR A 1 88— AR s A

[o088]  H & 45 [11)513 (SEQUENCE ID NO:3) [N[FIIRM tufh i i T (Vicia sativa) JEE#2
Eife Medicago truncatula) AT kAR (Lotus japonicas) (SEQ ID NO:228-230) .

[0089]  [SEQUENCE ID NO:4 (%t & [1)5i4) ]

[0090]  fJeyseth, A9 5 SEQUENCE 1D NO: Affas 11 B ZAE s e A B, sk L J5 o

7
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[0091] {2, K EU 75 SEQUENCE ID NO: 41 Xk 2 — A Fr B, BISEQUENCE
ID NO:28-32. i, XI5 - SEQUENCE ID NO:28, i3 HSEQUENCE ID NO:29, ikl
SEQUENCE ID NO:30,{Jt1% JSEQUENCE ID NO:31, {25 JySEQUENCE ID NO:32.

[0092] kb, Ik fu 2 SEQUENCE 1D NO: 28 X 3 (1 A Wik 1 S, I 4NSEQUENCE 1D
NO:96, 1z Fr B A A

[0093] kb, Ik fu 2 SEQUENCE 1D NO: 29 X 3 [ A Wik M Fr %, I 4NSEQUENCE 1D
NO:97-103, 51z F B AE s AR A

[0094]  {l b, Ik 92, SEQUENCE 1D NO: 30 DX 45 (1) A W dE M Fr B, I 41SEQUENCE 1D
NO: 104, 5% B A= nis AR 1k

[0095]  {fakdb, Ik fu 2 SEQUENCE 1D NO: 311 X 3 1 A Wik 1 Fr BE , I 4NSEQUENCE 1D
NO: 105, mk1z Fr B AT Az

[0096]  {fukdb, Ik fu2;SEQUENCE 1D NO: 32 X 3 (1 A Wik E %, I 4NSEQUENCE 1D
NO: 106, 5l 1% B A= nis AR 1k

[0097] A& WHIEFR ML T — R & AL B 2 /D —Fh A EE IR AL 59, BTk Ik 02
SEQUENCE 1D NO:4[JA=#pi it i Br el = Rl « AL IHIE R i T — P E S A L IR 2 /02
B e Ry 3Fh, Peade Jy A, Asask sl e 6, fLade 7, A 8, feade A oRhui i
e N 1R 4G SEQUENCE 1D NO: AFRAN R AT M A B sk H R IR VIR IR 459 - (e 1l
NP E S5 A48 F SEQUENCE 1D NO: 28- 3211 85— DX A= i e i B 86— K, Ry
6 [ SEQUENCE 1D NO:28- 32128 — XS A=W 1R v BT 28 K i ettt 5 & 28
— AEWTEVEIK (FAu4:1% 4 SEQUENCE 1D NO: 96~ 106[1 25— AEMniE e B (12 B B AE )
TEVEARAR) ), FNEE — A=W Mk (L0255 FISEQUENCE D NO: 96- 1061155 A=W B
(Bkz B AEPIE R R)) .

[0098]  ©i T %5 [ )5i4 (SEQUENCE ID NO:4) 19[a ¥ e HE R 24k L I % o (Pisum
abyssinicum) . 111# 53X (Lathyrus annuus) fIEZLERFHI T (Vicia villosa) (SEQ ID
231-233) ,

[0099]  [SEQUENCE ID NO:5 (%t & [1)5(5) ]

[0100] {36, K27 SEQUENCE 1D NO: 51EE [ B 2E Wit e B, sk FL R

[0101] {36, kU5 SEQUENCE 1D NO: 5{IX I A= ik 4 B, BISEQUENCE 1D NO 33
DX 35k, fHIANSEQUENCE 1D NO: 107, 8{ 12 P BEng A i AR i o

[0102] AL BHIEFR ML T — R & AL I 2 D —Fh A EE IR 4L 5, BTk I 02
SEQUENCE ID NO: 5[ A=iE Ve A Bk LRI o A B R B T —Fh B 2 A A AR 25 /D
K4 &9, & SEQUENCE 1D NO: 511 % /b —Fh A #pyE PE Fr Bk 3L R 54 , 61 4
SEQUENCE ID NO:107.

[0103] B 725 111 /55 (SEQUENCE 1D NO:5) [ IR FEp 22 115 (Medicago
truncatula) JFHER BT (Vicia peregrine) M rHi T (Vicia lutea) (SEQ ID NO:234-
236) .

[0104]  [SEQUENCEIDNO: 6 (K4 A4 J5i7-Q6K508)

[0105] {3, K25 SEQUENCE 1D NO: 618E [ B 2L Wit e B, sk FL R

[0106] {3, K EU 25 SEQUENCE 1D NO: 108/ A=Wk e Fr B, 5z P BRI A it PR AR 1A
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[0107] AL HHRFEME | — M S AL IR 2 /D —FhAE VS R AL 5, ik Ik 2
SEQUENCE ID NO: 6 A=WiE e A Bk LRI AL B R B T —Fh B 2 A A R 25 /D
FIKBOA A4, H 05 SEQUENCE 1D NO: 611 2= /b —Fh A= Wpif vk Fr Besl = [R5 4 , 51 4r
SEQUENCE 1D NO:108(SP1) «

[0108] A K417 517 (SEQUENCE ID NO:6) [ ¥t 4% 4 6 55 A 5% (Ory za
brachyantha) . % (Avena sativa) fll _FE%G 5L (Brachypodiumdistachyon) (SEQ ID
NO:237-239) ,

[0109]  [SEQUENCEIDNO: 7 (< KAE )78 -Q6K7K6)

[0110]  {feh, ik £9SEQUENCE ID NO: 7[5 11 Bk A= Wim ik Fr Bk LA 5 o

[0111]  {t3deHh, Ik 2;SEQUENCE ID NO: 109 (SP2) [ AEMim itk B , 5kiZ . BT AR Wi 1k
A

[0112] AL IR T | — M S AL IR 2 /D —FhAE S R L5, T ik Ik 2
SEQUENCE ID NO: 7f¥A=WiE Ve A Bk LRI AR B R B T —Fh B 2 A A R 25 /D
FIKEOA A4, H 05 SEQUENCE 1D NO: 71/ 2= /D —Fh A= Wpis vk Fr Be sl = [R5 4 , 51 4r
SEQUENCE 1D NO:109 (SP2) «

[0113] K KAE 158 (SEQUENCE 1D NO:7) [ [FEY 0 FERERE 4 K FS (Oryza sativa
Japonica Group) HIFEZH/KFH (Oryza sativa Indica Group) M AV 2587454 (Oryza
brachyantha) (SEQ ID NO:240-242) .

[0114]  [SEQUENCEID NO:8 (it & (4 )5i6-P13919) ]

[0115]  {fadeh, ik £9-SEQUENCE ID NO: 8145 11 Bk A= Mim ik Fr Bk LA I «

[0116] {3, k92 SEQUENCE 1D NO:110 (SP3) [HA=Mmid vk B, skiZ P B A Wit 1k
A

01171 AL R T | — M S AL IR 2 /D — R AE S R A5, Tk ik 2
SEQUENCE ID NO:8f¥JA=WiE Ve A Bk FL R o A B R B T —Fh B 2 A A AR 25 /D
FIKEOA A4, 05 SEQUENCE 1D NO: 81/ 2= /b —Fh A= Wpif vk Fr Be sl = [R5 4, 151 4r
SEQUENCE ID NO:110(SP3) .

[0118] g 45 )58 (SEQUENCE ID NO:8) [M[Fl I tufif i 27 A Mf (Pisum fulvum) (IR
FEARLE G (Pisum abyssinicum) MHCEERF BT (Vicia villosa) (SEQ ID NO:243-
245) ,

[0119]  [SEQUENCEIDNO: 9 (i tJ &5 )57 -P02855) ]

[0120]  {Jeydeith, K £95;SEQUENCE 1D NO: 9f¥JEE 1A BRI ik e B, il AL A5 o

[0121] et , IS SEQUENCE ID NO: 111 (SP4) [l A=Mis itk Fr B, ki Fr B A= i vk
I

[0122] AL IR T | — M E S AL IR 2D —FhAE VTG MK AL 59, BTk Ik 5
SEQUENCE ID NO: 9 A=WiE e A Bk LRI AL B R B T —Fh B 2 A A R 25 /D
FIKBOA A4, 05 SEQUENCE 1D NO: 9ff) 2= /D —Fh A= Wpis vk Fr Besl = [R5 4 , 131 4r
SEQUENCE 1D NO:111(SP4) .

[0123] B %5 1519 (SEQUENCE ID NO:9) [UFEM W5 E 11 # o (Lathyrus
hirsutus) k11 T (Lathyrus cicero) ZI|# T (Lathyrus sativus) (SEQ ID NO:

9
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246-248) .

[0124]  [SEQUENCEIDNO: 10 (AK-AE 1 J5i1-P07728) ]

[0125] {3, K E9 27 SEQUENCE 1D NO: 10//4 I B A s it Fr B, sl LR

[0126] {3, k€92, SEQUENCE 1D NO: 1074 JLANX I8 > — 19 - B, BISEQUENCE 1D NO:

34-42 A, 1Z X 358 - SEQUENCE 1D NO: 34, 1% SEQUENCE 1D NO: 35, i1 A SEQUENCE

ID NO:36, {1t HSEQUENCE 1D NO:37, {1k HSEQUENCE ID NO: 38, {Ji1% J)SEQUENCE 1D

NO: 39, {58 &/)SEQUENCE 1D NO:40, {56 ;)SEQUENCE 1D NO:41, {58 &/)SEQUENCE 1D NO:

42,

[0127]  {kb, K2 SEQUENCE 1D NO: 34 X 35 (1 A Wik 1 Fr BE , I 41SEQUENCE 1D

NO: 112k SEQUENCE ID NO: 113, k1% Fr B E Wi s ik

[0128]  {kHb, K U5 SEQUENCE 1D NO:35(K) DX I 1) A= ¥pim 1 2 B, I 1SEQUENCE 1D

NO: 114, ki v B AT AR Ak

[01291  {kHb, Ik U5 SEQUENCE 1D NO: 36K DX I 1) A= pim 1 2 B, I 1SEQUENCE 1D

NO: 1155k SEQUENCE ID NO: 116, 5k 1% Fr B E Wi s ik

[0130]  {f3kb, K U5 SEQUENCE 1D NO: 37K DI 1) A= ¥pid i 2 B, I 1SEQUENCE 1D

NO: 117k SEQUENCE ID NO: 118, k1% Fr B E Wi s ik

[0131]  {kHb, K U5 SEQUENCE 1D NO: 38[K DX I 1) A= pid i Fr B, I 1SEQUENCE 1D

NO: 119, ki v B AT AR

[0132]  {3kHb, K U5 SEQUENCE 1D NO: 39K DX I 1) A= pid 1 Fr B, I 1SEQUENCE 1D

NO:120.1215%122, iz B A s AR A

[0133] et k94 SEQUENCE ID NO: 40 X33 1 A= #3iE ME B- B , 51 4nSEQUENCE 1D

NO:123, ki v B AT AR

[0134] e, k04 SEQUENCE ID NO: 4114 X33 1 A= i M B B, 51 4nSEQUENCE 1D

NO:124.125.126.127.1285k129, 5k 1% Fr B A= pis 2R 1k

[0135]  {adeith, Ik {94 SEQUENCE ID NO:42//X 351 - B , I 4n1SEQUENCE ID NO:130.131

o132, sz B AR AR A

[0136] AL HIATR ML T — P& S A L I &2 D — P AR Wis PRI A 5, Tk I e 2

SEQUENCE 1D NO: 10\ M Beak L Rl « AR B ER i T — P S A R B 2 /02

T, e Ry 30, Peade b, e s, e e, e A7 hh, ek 8, Pk ok

e LOFIK AL & , A FTIK £ 2 SEQUENCE 1D NO: LOPASA A= Wi e B Bk FL I o 1

VeHb , 415 S A 76 1 SEQUENCE 1D NO: 34 - 4211 8 — X I i A= i 1 B B 55— ik,

A5 15 FISEQUENCE 1D NO: 34-4219 58 — DX AW e A Beru 26 — Ik o it , 59
B —AYIE K (2025 [ SEQUENCE 1D NO: 112- 1321958 —AWmidME R B (Boz A

FxE’J%%/ﬁr% SR) ) FNER AR MERK (L5 %8 I SEQUENCE 1D NO: 112-132f58 4

Wi B (ko B A A AR A )

[0137] kK& [ 5il (SEQUENCE ID NO:10) 1[5 ¥ f 55 50 16 258 4 K% (Oryza

brachyantha) fI#iK (Zizania latifolia) (SEQ ID NO:249-251) ,

[0138]  [SEQUENCEIDNO: 11 (AKAE 1 J5i2-P07728) ]

[0139] {3, K EU 2y SEQUENCE 1D NO: 11/ I B A s i Fr B, sl LR

10
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[0140]  {kh, I8 SEQUENCE 1D NO: 119 PUAN XI5k > — 1 2EWis M B B, BIISEQUENCE

ID NO:43-46. %R , %X 8 = SEQUENCE ID NO:43, {1 ;JSEQUENCE ID NO:44,{tkh

SEQUENCE ID NO:45,{Jt1% )J)SEQUENCE ID NO:46.

[0141]  flechb, K& SEQUENCE 1D NO: 431 DX 33 119 A Wi E Fr B, A 4SEQUENCE 1D

NO: 133, ki v B AT AR

[0142] et k02 SEQUENCE TD NO: 441 X33 1 A= i Mk B B, 51 4nSEQUENCE 1D

NO:134-137, okiz v B A AR

[0143] e, k04 SEQUENCE ID NO: 451 X 38 1 A= Wi Mk B B, 51 4nSEQUENCE 1D

NO:138-144, okiz v B AT AR 1Ak

[0144]  flchb, K05 SEQUENCE 1D NO: 461 DX 35 10 AE Wi E Fr B, Al 4SEQUENCE 1D

NO: 145, ki v B AT AR

[0145] AL HHRFEME | — M S AL IR 2 /D —FhAE VIS R AL 5, Tk ik 2

SEQUENCE 1D NO: 11 M Beak L Rl o AR B ER B T — P S AR B &2 /D2

T, A2 g 30, Jede A b, e A oM, i e, Jede M7 ih, ok 8hp, ok ofhuk

e N 1OFIK 4L, Horh AR (02 SEQUENCE TD NO: 111 AEMniE i Fr BEak 7 I« A

et , 4 4 1% FISEQUENCE 1D NO: 43-46[1) 86— X I AL Wi 1 Fr BYHO 26— ik

A1 47155 1 SEQUENCE 1D NO: 43-4611 88 — DXIm 1 AL Wnim i i B 88 — K et , 2059
LB AW M (B4 I SEQUENCE. ID NO: 133- 14511 85— A=W e o By (k% Fr

BEAEPIIE AR AR) ) A58 — A PG HEIK (Ftu 2% 1 SEQUENCE 1D NO: 133- 145058 — A=

Wi B (ki B A TE AR A )

[0146]  KOKZE )52 (SEQUENCE ID NO: 11) [yl a5 kliiE 4l /K A% (Oryza sativa

Indica Group) 3K (Zizania latifolia) itz (Avena sativa) (SEQ ID NO:252-254) .

[0147]  [SEQUENCEIDNO: 12 (AK-AE 1 )513-P07730) ]

[0148]  {tydeith, K E5;SEQUENCE 1D NO: 1218045 A B A= Wim e Fr B, sk L RIE ) .

[0149] {3, k92 SEQUENCE ID NO: 1201/ \ /XI5 > — 1A Mis 1 B, BIJSEQUENCE

ID NO:47-54 .l , %X 8 £ SEQUENCE ID NO:47, % JSEQUENCE ID NO:48,{Lth

SEQUENCE ID NO:49, {1 HSEQUENCE ID NO:50, {1 JySEQUENCE ID NO:51, kN

SEQUENCE ID NO:52,{Jt1% JSEQUENCE ID NO:53, {15 JySEQUENCE ID NO:54.

[0150] e, k94 SEQUENCE ID NO: 471X I8 1 A3 Mk B B, 51 4nSEQUENCE 1D

NO:146-150, kiz v B A AR 1k

[0151] e, k92 SEQUENCE TD NO: 4871 X 33k 1 A= #7151 4SEQUENCE 1D

NO:151-157.2 —, wliiz i BRI AE IS PR AR IR

[0152] et k92 SEQUENCE ID NO: 491 X 35 1 A= #03iE ME B- B , 51 4nSEQUENCE 1D

NO: 1585, SEQUENCE 1D NO: 1597 —, ik i% Fr Bk A MiE i An 4k

[0153] e, k94 SEQUENCE ID NO: 50 X 35k 1 A= #3iE ME B- B , 51 4SEQUENCE 1D

NO:160-1622 —, wiz F B AEIE PR AR R

[0154] (b, K2 SEQUENCE 1D NO: 511 X 35 1 A Wk M S, I 4NSEQUENCE 1D

NO: 16351642 —, iz B A S AR A

[0155] et k04 SEQUENCE ID NO: 52 X 33 1 A= #n3iE 1E B B , 51 4nSEQUENCE 1D
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NO: 165, k1 Fr B AW Az

[0156]  {kb, Ik U5 SEQUENCE 1D NO: 53K DX I %) A= ¥pim i Fr B, I 1SEQUENCE 1D

NO:166-171.2—, sz F B AEIE PR AR R

[0157]  {Jkdb, kU2 SEQUENCE 1D NO: 544 X 35 (1 A Wik M Fr BE , I 4NSEQUENCE 1D

NO:172-176. 2 — , iz B AE IS PR AR R

[0158]  AGHAILER A T — P S AR B 2= /D — P A iE K 45, ik KB 5

SEQUENCE 1D NO: 12[J A=W M Beak L Rl « AR B ER i T — M S A R I &2 /D2

T, Peade R 3, e i, e s, e 6T, (st TRk, At 8, ek o Fhsk

PN ORI 4L, Eorh A A F9 4 SEQUENCE 1D NO: 12f (A= Mis i B Bl L[] P o A2

VeHh , A4 3158 11 SEQUENCE 1D NO: 47 - 541 55— X 3 1 AL Wi Mk B 85— ik

A5 7126 FISEQUENCE 1D NO:47-54[1 55 X3 ¥ AR Wi Ve i B 88 IR et , 259
O LW MK (L 4% 1 SEQUENCE 1D NO: 146- 17211 85— LW e A B (k% Fr

B AIE Y EARR) ), FNEE A PRI (R 250k 1 SEQUENCE 1D NO: 146-172[1 58 Pt

KRB GOz BN EARR)) .

[0159] kK% [ 513 (SEQUENCE 1D NO:12) iAWt FE s fr 259 4 #8 (Oryza

brachyantha) . AN (Brochypodium distachyon) (SEQ ID NO:255-257) .

[0160]  [SEQUENCEIDNO: 13 CA KA A J5i4-Q0D7S0) ]

[0161] {3, K E 27 SEQUENCE 1D NO: 13[1/4 I B A s e Fr B, sl LR

[0162]  {ft3dedth, Ik f9.2;SEQUENCE 1D NO: 131 DX I ¥ A= Wit 14 Fr B, BIISEQUENCE 1D NO

55, {AI4NSEQUENCE ID NO: 177, 51 5 BRI AR Wnim A 1k

[0163]  AGHAILFR A T — P S AR B 2 /D — P A iE K I 45, ik KB 5

SEQUENCE 1D NO: 13/ Wi 1 B Bl LRI « AR BHIRFR A T — i S A K B =D

PRI H &Y, HA i 2= D— B4 SEQUENCE 1D NO: 131K AMiE 1 Fr Bk HL A I

WIUNSEQUENCE 1D NO: 177, 5% F B A= Wi PR AR 1

[0164]  J KA )54 (SEQUENCE 1D NO: 13) RIS FERIFE A KFE (Oryza sativa

Indica Group) 3K (Zizania latifolia) itz (Avena sativa) (SEQ ID NO:252-254) .

[0165]  [SEQUENCEIDNO: 14 (JCKFE 55 -P14614) ]

[0166]  feseth, D5 SEQUENCE 1D NO: 14118 [ BT Fr B, ok A5 .

[0167] Lttt I U5 SEQUENCE 1D NO: 141G/ X a2 — A=W 4 B, BUSEQUENCE

ID NO:56-62. %, 1%[X I8 = SEQUENCE ID NO:56, {15 ;JSEQUENCE ID NO:57, 1Lkl

SEQUENCE ID NO:58, 1% ;JSEQUENCE ID NO:59, {5 ASEQUENCE ID NO:60, ikl

SEQUENCE ID NO:61,{[1% JySEQUENCE ID NO:62.

[0168] I kHb, K U5 SEQUENCE 1D NO: 56K DX I 1) A= ¥pim i Fr B, I 1SEQUENCE 1D

NO:178-180.2 —, wiz v B AEIE PR AR R

[01691  {kHb, K U5 SEQUENCE 1D NO: 57K DX I IK) A= ¥pid i 2 B, I 1SEQUENCE 1D

NO:181-1822 —, wliiz v BRI AEIE PR AR IR

[0170]  {kHb, K £U 5 SEQUENCE 1D NO: 58K DX I k) A= i 1 B, I 1SEQUENCE 1D

NO: 183, mk1z Fv B A=W Az

[0171] kb, K U5 SEQUENCE 1D NO: 59K DX I %) A= i 1 Fr B, I 1SEQUENCE 1D

12
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NO:184-190.2 — , sz B AE IS PR AR R

[0172]  {kHb, K £U 5 SEQUENCE 1D NO: 601K DX I 1) A= ¥pim 1 2 B, I 1SEQUENCE 1D

NO:191, ukiz v B AT Az

[0173]  {fkb, kU2 SEQUENCE 1D NO: 611 X 351 A Wik 1 Fr e, I 4NSEQUENCE 1D

NO:192-1952 —, wiiz i B AE IS PE AR R

[0174]  { kb, K2 SEQUENCE 1D NO: 621 X 35 1 A Wik E Fr BE , I 4NSEQUENCE 1D

NO:196-197.2 —, sz B AE IS PR AR R

[0175]  AGHARER A T — P S AR BN 2 /D — P A iE K I 45, ik KB 5

SEQUENCE 1D NO: 14fJA=WE M Beak LRI « AR B ER B T — M S AR I 2 /D2

Fi, eade R 3, e A, e 5, L 6T, (st TRk, At 8, fesk yoFhsk

Ye M 10FIK A&, Horh AR 9 2; SEQUENCE 1D NO: 141 A=W e B Bk LA 500 o A1

Ve, 4504445 1% 1 SEQUENCE 1D NO: 56- 6211 55— X I 10 A= iE Ve B BR 110 26—k,

A5 47126 FISEQUENCE 1D NO:56- 621 55 X 31 AR Wi Ve i B 88 IR it , 25
LB AW M (FLf02r %6 1 SEQUENCE. ID NO: 178- 1971 4 — Wi e o By (k% Fr

BELE IS EARAAR) ) FNEE A WG PEIK (B3 2% 1 SEQUENCE 1D NO:178-197[1 58 — /=

Wi B (ko B A A AR A )

[0176] K )55 (SEQUENCE 1D NO: 14) iR s FE 4 KFE (Oryza sativa

Japonica Group) . FEFHAN . (Brochypodium distachyon) (SEQ ID NO:261-263) .

[0177]1  [SEQUENCEIDNO: 15 (A K-4E |1 )516-QODEVS5)

[0178]  {tuedh, Ik 95y SEQUENCE ID NO: 15[4)85 (At A ois i B, s = R o

[0179]  {i e, Ik U5 SEQUENCE ID NO: 15[/ — A= piG 4 B, BIJSEQUENCE

ID NO:63-67. %, %X 8 = SEQUENCE ID NO:63, {15 ;JSEQUENCE ID NO:64, ik h

SEQUENCE 1D NO:65, {1t SEQUENCE ID NO:66, {3 JySEQUENCE ID NO:67.

[0180]  {fadelth, k{94 SEQUENCE ID NO:63[K[X skt F Bk, Wl 41SEQUENCE ID NO:198-200

2, BOZ B AR AR A

[0181] (il k{94 SEQUENCE ID NO:64[K[X skt F B, , Wl 41SEQUENCE ID NO:201-203

2, BOZ BN AR AR A

[0182]  {fydeh, ik fu 2 SEQUENCE ID NO: 651 DX a1 F B, Wl 4N1SEQUENCE ID NO:204, i,

2 B TS AR A

[0183] (il k94 SEQUENCE ID NO:66[K[X skt F B, , Wl 41SEQUENCE ID NO:205-208

2, BOZ B AR AR A

[0184]  {adelth, K94 SEQUENCE ID NO: 67X skt F B, , Wl 4ISEQUENCE ID NO:209-215

2, BOZ B AR AR A

[0185]  {fadlth, Ik {4 SEQUENCE ID NO:68[F X skt F Bk , Wl 41SEQUENCE ID NO:216-219

2, BOZ B AR AR A

[0186]  {fidch, ik fu - SEQUENCE ID NO: 69/ DX 1 F B, Wl 4nSEQUENCE 1D NO:220, i,

2 B TS A A

[0187]  AGHALER A T — P S AR B 2= /D — P A iE K 45, Tk KB 5

SEQUENCE 1D NO: 15[ M Beak L Rl « AR B ER i T — M S AR I &2 /D2

13
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T, e A 3Fh, DL Attt PLade s, Lt 6, e A 7 Rh, Oede 8 HH, sk yop, s f

Yo M 1OFIK 4L, Hrh AR 92 SEQUENCE 1D NO: 151 A= MniE i Fr BEak o7 I« A

e, 415 WSy 445 1% 1 SEQUENCE 1D NO: 63- 6911 & — X I [l A= i M B 1 28— K

A5 47126 FI SEQUENCE 1D NO:63-69[1 55 X I ¥ AR Wil Mk v B 88 IR et , 259
AW MK (L 455 1 SEQUENCE 1D NO: 198- 22011 85— AL Wi vk A B (k% Fr

BH ARG EARAR) ) , A28 — A Wis R (A0 2208 11 SEQUENCE D NO: 198- 220/ 58 — A&

Wi B (ki B A A AR A )

[0188] kK %E 9 5i6 (SEQUENCE 1D NO:15) [ [rl 59 {045 & i BF £ 75 (Oryza

rufipogon) « 25 A% (Oryza officinalis) ik (Hordeum vulgare subsp.vulgare)

(SEQ ID NO:264-266) .

[0189]  [SEQUENCE ID NO: 16 (4Hp 7 ()51 -POCLUS) ]

[0190] {3, K EU 27 SEQUENCE 1D NO: 16//4 I B A s e Fr B, sl LR .

[0191] {36, Ik f9.2; SEQUENCE 1D NO: 161 DX I ¥ A= Wit 14 Fr B, BIISEQUENCE 1D NO

TOM X 35 o 35, IMOESEQUENCE D NO 221, 5k 1% P By (A i AN

[0192] AL HHRFEME | — M S AL IR 2 /D —FhAE VS R A5, Tk ik 2

SEQUENCE 1D NO: 16//)4=4i% M Fr Bk Fe R « AR WA R 38 T — R S AL IR 2= /D

PRPIK A S0, Hod g 22 /D — Rl (U 2 SEQUENCE . TD NO: 1679 v Bk He [R5 Py , 45114

SEQUENCE 1D NO:212, 5kiZ P B A MmE ME AR

[0193]  4HPE 4 1571 (SEQUENCE ID NO: 16) ([l s .

[0194]  >gi[580560623|gb|EVF84961.1| AE MM KEE (5o A ERER COAS6020]

[0195]  >gi[580687002|gb |EVH10169.1| A EMEN KA (8 (A ERER UCIM6080]

[0196]  >gi[751815683|gh|KIN24957.1| WaAMLNIKEE [ A4 BRI MRSA_

CVM43477]

[0197]  >gi|781884797|dbj|BAR08486.1| X EABeNILRERTIA [Bo 2K S

NIz

[0198]  >gi|781887762|dbj|BAR11210.1| ZEABENILRERTIA [Bo M EKE 6

]

[0199] AL HHIATRAE 785 2 /D HLAR 26 o 22 A B A= s 1 O 1) A= s 12k 4

G, FA AR B R IR 0 S AT AR [0 28 1 BT AR s 1 B A — N S T 56

85 9 51208 I SEQUENCE  ID NO: 1-16. 1% , A A B AR IR sl IRk B, sl &5 —AEWih

VER B, Tk AEiE e Fr Bk 1, SEQUENCE 1D NO: 71-220, sk ik Fr BEn AL Wnis MEAE (4

[0200] A5y S, A E WS AL IHINIK, AR Ikt 752 3 SEQUENCE 1D NO:

17-220.268-352F11356- 424174,

[0201]  fE— A5y S, HE MBS ALK, Frik IR A - H s | SEQUENCE 1D

NO:17-220.268- 352711356 - 4241 - F1 ZH .o

[0202]  Ji , AL BRI RT IR IR s AR B, s & — 2B Mis It B, BTk AR s 1 R B

e ,SEQUENCE ID NO:71-107F1110- 111, sk A B A= MniE AR A .

[0203] 3 i, A B R IR sl Bl RE B, s 88— PR B, irid i R B Bk H

SEQUENCE ID NO:108-109F1112-220, 8k i Fr BRIP4 22k .

14
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[0204]  r—NSE )7 S H A AN AR PRI AR R ek Bos B 1

[0205]  ffeadetth, 240 0 E0 S A IR 22 /D PR RS TR I

[0206]  {feafetl, 20 S S AL IR 22 /D = B AR K

[0207]  ffeadeth, 20 S 0 S A IR 22 /D DU RS TR Ko

[0208]  ffoufeth, 20 0 S AL IR 2 /D RS

[02091  ffeadeth, 20 S S AL IR 22 /D S PSR

[0210]  foufetth, 20 S S AL IR 2/ D-E AR IR

(02111 et 40 S S AL IR 2 /D \ BRI K

[0212] et 20 S S AL IR 2 DU R IR

[0213]  fieadeth, 20 S S AL IR 2 /D AR K

[0214]  E—/NS0E S S, A G WA RE—FRdL5 W, ATk 41459060 & SEQUENCE 1D NO:
T1-10THI110- 111 —Fhak 2 i, sl P BEme R Ak, sl Fr BOAZ AR T 54

[0215]  fF—ANajii )y 5, A& YA SEQUENCE 1D NO 75.91.92.93 110111 1HR[ %
DT PR = DO R 4

[0216]  fF—NSEhEy EH, AEWa 538 AR | 430 F BESEQUENCE 1D NO:71-107F1110-
111,

[0217]  FE—/NS0E 5 S A G W ARG —FPdL 5P, ATk 41459060 & SEQUENCE 1D NO:
108-109F1112- 220 —Fhak 22, sl Bemn s ik, sk BOAZ AR i 54
[0218]  ZE—ANSiiE )y i, A& 2 SEQUENCE 1D NO 108 1094111440 [ 7 /b—Fh
Fek = Fh,

[0219] A3 T R, A LRI A A 2550 -5 /N T LOKDI IR o 7 — S5t 7 56
LAY LA (depleted of) iR o

[0220]  FF—SE )T S, AL A S PE R o

[0221]  fE—/Sjify b, AR I EE—4159), A5 SEQUENCE 1D NO:108- 10971
112-220 8K P35 R B, sl BRI A2k, sl R v BEMAR AR S

[0222]  FE—ANSTjit g i, A SN N ERA 51 AE— 30 5 6, 502 209
HEW) AL — DI T P HE W MR AT — NS0T 2, A YA (B, L
B ) o AE—AN 50007 S A S Y A

[0223] AL HHATS M—Fh B E AR IR AGE D ASP R 510

[0224] AL HIATE M—Fh B S A R IR A0 S ANl > AP B S50

[0225] /ANy S, S A BRG0P IR 7 b o A5 — N S T 6, S AP R A
EWRA R T AE— N R, N AT ER L AT B T A — N S T R, A
N HEEH S AR 0 o E— NS0T SR, D SRR SR R 0 o A — 1 ST )T
S A A ERA S T A AT S, N AR S IR R A
ST S, A SRR SR IR NE R o A — N ST S N AP SR L oA
— ST R A AP S B A — N ST S, S AP SR B o A
— ST R D AR S YE R R .

[0226] A BHIATS o—Fi -1 s UM FL s 2 e A L BH IR .

(02271 AL HATE R 9657 sl BT FL Shi AR A & IR IR 4 5 o
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[0228] R A&MHTE M— P TR 7 sk P 7L sh ¥ & P 255 (inflammatory disorder)
(A BHIFIIK o

[0229] A& BHIATS Jo— RIS L sl 26 1 2 a LI A L BH IR 4S5
[0230]  f-—NSE T S H, RESEREIRTE RAE o

[0231]  fF— A0y S, RV ZALZ I I RIEZREL A — I 7 S, RIS 2
O RGN RV ZREL AL — AN S, RVEZRELE B S VERN « £ — 300 )T 56
Hh, AR ZEAL AR AN RPN o AF— N S, RYEZREL S AL A —
ST S, RYEZEBLE R R A — T T P, RIEZETLE T HIE AT — DT 5
W, R ZEBL T HR N o AE— ST S, RIESALE R PRIE T R AL — I &
R ZEAL AR O TN o A5 — DI 7 S, R ZFALZ SIS AR o 75— 5 7
Kb, RYEZEFLZ TR IR o £ — DL 7 b, RYEZRAL 2 EH KI (Graves
disease) o fF—3fE /T, KM ZEELIEASAR - FS (Guillain-Barre disease) o fF—
AT S, RUEZRELEIRIE AL — S T b, RVESRBLE A ROB IS R A
ST, RYEZEELE UG A R AL AT S, R ZEELE N o £ — 30T
T, RVEZRBLC R IELAEY AE— NS00 T Zrh , R MEZRELECOPD o £ — N30T T 58
W, R ZEEL AU AT S, RIS AR S 2R AR  AE— it
T, REZEBLE G R AL — DT i, RIEZELE RYENN .

[0232] A BHATE M— B -7 sl s 2L sh i BIm I A L BHI K .

[0233] A HHATE MR T -I08 7 sl B FL s B A L BRI 459 -
[0234]  ALHIATS Ke—Fh 13T s B L s A 2500 A A B K .

[0235] A BHIATE Me—Fi -0y sl Ui 2L sh i Ao S LI A & BRI 2154
[0236]  fF— A5 7 S AR ZAELE AT IR RIS (pre-diabetes) o fF— SN0 T EHT,
PO ZEALAEHE PRI o £ — 07 S, AR 2R AL VR IRI o £E — S50 S AR 22
AL 2B PRI o £E— A0 7 S AR BB AL S RO EE G AE A — A0ty S, ARl 2L
SENEIE o A — A0 T S v, RO ZEBL R PRI PR LR 5 o A2 — A0ty S b, RO 2L
SR BIIE o 7 — N S0HE 7 2, RO ZEBLE U o 78— 300 5 &6, RO =B LE = |
I=FR IR « AE— 30 )5 S AN 2R B2 = IR IR ILAE (hyperfattyacidemia) o fE—>
S )T S O ZE LA I IR IMLAE o 78— 90T 7 S, AR 2R AL S R R D FRIMAE « 77
—N T R AR ZEELEMODY .

[0237] A& BHATS Jo— AR el I A2 M L sh i i R R A A IR BA o

[0238] A BHIATE Mo—Fi T e sl i S T L s I R A & BRI 215
[02391 AL HHATS fe— R T dEfpal i G AL sh W LA B RE (91140, 82 PR A 2D (R
KHHIIIK

[0240] AL HHIATS fe—Fi T HEfpal i G I FLSh P LA B RE (91140, 82 P A 2R [
KRR A&

[0241] A HHATE KT S AR B IR VA K 252 T T2 (R 29 41 510 o
[0242] AL HHIRYS K — R 20 &8, LS AL IR A G DA M 2% 1 ATz 11
=AY

[0243]  XAERYIK AT F A AP BRI 25877 b LATE ST FNAERT 38N BRI R KT 1 R AE -
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AR E TN IR IR AL A P B R TR 2 B IR RS S AR 4 59 DA
AEEE S AL PRI AN 2 58 4 FEM o e S S AN S [ES F B e iz [ K B Ay B2 sl T
77 D RAE AR K AT B T 20/ S E R

[0244] A GBI IR PAAE A s 2575 A8 3000k B T A & BHI e A e sk 25 4L 50
PAE BTER R 8OR s AR T S S E &, e P80, 00000001 % (LU 1) 5220 %
(PLE R ) 5 03620.000001 % (PAEEHRTH) Z15% (CAEH) , 30,0001 % (LE &
1 E10% CALEE) , HEEELLE}H0.0001% CAEET) E5% CLERD FAH, L
P AAYIR£90.00001 %w/ w4 £)0.5%w/w[0. 1425000ppm] , H H {340, 00005w/ w4 £
0.05w/w[0.5%500ppm] , H A% #£10.0001w/wZ £]0. 01w/ wir) [ 1% 100ppm] {f A< 4 B
(K » FRAEHE , 26 DL S 2490 . 0001 % w/ w4 290 . 004 % w/wish F A< & B -

[0245]  FTACLBHROIKIN A 5, S 4 H T P20, 28 51008

[0246] A& BAIOIKANZ S Wik i) T 2 AR T PRAGEE « SOREAEIRT T MEAL R 5451
B TR AR EEYE RO , I As ) a LA RIS N I ARE -

[0247] AL HHIATRAE T B A BRI R 5 « NAZPEAR , Rl &l A2
2K BOM/ BB R o A — AN S R, SR A S 5 AR R TR AE— S0
5, RS S A T AR AL AN B AL S W A] DR T, Bk
L A AREALT 2 BRI (multiple emulsions) «JC/KZHEM) KA B0 T FL B EF
TR T BRI Bt RS LR  ZK BRI 7K B BRI TR A A AP B i KR IR 4%
FUNIMTE (sera) R M RIS AF- B4R 77 V550 M3 (serum) PEAK IR 2 VKT
FRAT e 00 T A S JBE 22 Ky AT I 55791 A5 ) T TR A 71 L) I b 7 S 20 e
771 S SR ING FH1)  Z00ET Kb AR AR T B K FL R /K I LA AR S LA P 4L

[0248]  FEACK A —AN 506 )5 S v, FLAAI S A IR Ik o FLAA AT DS AEASR 7K A3 ik
7K ZKADIHA ZKAIAERR B3 7K (0 (oil-in-water-in-silcone) ¥l L DA A PRI
7o LA AT VAL A T I QA o L7 AT LA R A AT S FRORS B o FLAA A o] 2 SR A/
ST A FLAI T R AR A R

[0249]  APREACL BB R AL A P AT I By sl o X pas il n] PLALFEAE AP
TSR VAT TR RS BTV B A A IBORE TR T RS S IR AR RS S
B A 7R RS 751 B R AR R o FE XRS5 S8 P, 25 AR 0= A0 52 Tk 1 4%
Fefih, I REIBCA & BRI o RZ R, AT LAASCER AT S BB NS S
Ban , AL I SR S ek IR T N sl sl A TR i L, sk T DR ST B
B ) 79 Bl A S SCHATATT 53 A i 770 5 ELAB N B gk sl gl T Lo sl mT LIS
I E=E) Y

[0250]  /E—NSiE )y SR, ot TOREIUIE R B AL IR AL A sl Ik o B 2 L, R4
BEAR e Br & AL S P s U T an 4 S WA Arf AL T T A B S R 2
TIFIFRFEN TR], A SRR IE ST I/ B P BRAIR O ZEILAN/ S (MR T » sivik T LA B4
G T SRR R pHER AR 1T 1 i ) A= i, el o we i S S k2 TN
PEEFE T AR o

[0251]  AEAG A —A 00 5 i, R Al S ik vl A & /b — Mt 202 F 8z
IIE A BB AT DA S DO Bk 43 sls I FL 455 11 o Bz BRI, BB SR AL BT R4 S
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AILA B, (e A R 5 et sk 29 TR A i o At sk 25751 T B2 IO 741
SEAGIE A RN, HLE AT RABE RO AT RO EE A, R B HGE A T R b 9 g
I AT 2 TR A ANt 24 35 7F (undue toxicity) ANFHAMER/ St SR N o

[0252]  {feadeitl, B 5 ARMATIRUE A IR B AL B 5 TIIREA I s B T 2 N L, 8
TR FFRNRTE 700 i 2820 R TE S0 R 1 5 SRl e A i) (o) 14 JEiiB 4 A b O M Rk
3 B R A AR/ e Jr s L A M I D gk o AT AR DT 790 P JB AR B AN AN T 352 i A A
KRR ZEAL .

[0253]  YEAE A —ANS00E 7 e Hp, OE AT LU A i ORI 8 R 351 Tl T 711
BT T AT B R R S R R S Rk L AR B A TR B R DR R FL AR A A ST
(fragrance) PRIE I F/ Bk 22 TGP o

[0254] S ORI SIS FRHA PR T-US2014 120131 5US2004132667 FH 2N HFHOATAr]
TR o S U R L% HIM K o

[0255] 5 i PO B A 1 S4B A R A AR T 700 Tk« A 2l PR 240 25 IR PR B L H =
5 1 L AL AIUS2014120131 55 US200413266 7 /AT (AT g 1 2 1k o

[0256] & i RN & AT ST A FEAEAN PR T30  BH S « R SR08 an A 2k« oK FUBE S B i
TSl FUNE B - FLBH L TR ) RARFN S A IR LB AP e « 28 RS el I PR B R FH L 4T
Ye ZMNIE DL M US201412013155US2004 132667 H1 AT A S kG 2 77 o

[0257] 53 Y 7R S A B AR AR T IR R BB R B« B IS FR 5 X FH R B . LR
RS EALA A US2014120131 8 US2004132667 H-23 RO 18 A 711 o

[0258] Ak A] DA AN ORI AT 5 Y AR B /1 US 2014120131 8 US2004 13266 7H
AT G I B A o AE—2E 5 5 26, R ] DA R AR AN TR 4K S ek 22 T
PES, CFE A S0 kA BORIR RO TREE , 59, i ante AR B Pl B RS
WL B BERE, L BUEERE (sorbitan ester) , BERIREL , BRI EL , B SE0, W, 32 2000
+, IEIGEE , TORBERE , i Ib o, RE O, R O RF A e, H e v o Nz
fifR, AR AT R o 7 AT B 32 1) o I 2 R A8 235 L1, A9 KB e s T B /K KBS T R /KR
kAR KA (0il-in-water-in-silicone) FLilo FLAR AT 25 A FLAV SRR/ Sk 4 #5751 o
[0259]  FEAK IR — 900675 S, IR ER A5 P0id AT A 2 — Pk Z2 BB I pk 43« A% B
RSB A5 P AT 5 — ek 22 FhH e B 0GR 2 1 ] - sl AR 0 s F o 2o R AT ke 4
A POE S R AL G P A 28 A s R T IS 4L A 0 T FH A 2 AR R e oA
oy T DA M sk DB M B P B A

[0260] XX b Ak 23 O S U B AR SRR T DA N B — Pk 22« 375 35 700 08 4 750 S B P )
BIORF PR 51 AR R 751 K Tk G IR s Do B 90 R & 70 s Nl 2%
45555 (chelating agent) ANTIIEIR A BB sk E 587710 S8 AW FLIRA) pH
YA 70 AR A I ) B 1 (sequestrants) « 7B 1 FIRIHR 2551 L 57 e 7] L 22
(aloe vera) B 7 EFLEF M7 2 IR ARCBRF) BT 4l AR 2R a7 250 5 )6
AU T 22 ] AR 85 W« pHR 1 7)o SRl AR AT e Bz I = T e sz R A
BT

[0261]  NIZERf#, F1H IR DAk o3 FT AR 2 T —Fh 2 Ak o A 20 AN N T
TR, AR B AEE B Ao JRFR T2 e e B ek 281
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[0262]  ATAR[ S DI 53 N 2t 5 it - S IR I 152 AN 12 24 1 85 AR A/ e B
[0263] L5 75 2, B D0 o0 A ) A Wi i T I el 2 A BT i e s T
1E B850 T S A BNk sr BT S s i VR ok B T Hu R0 VR o A5 — BR300 5 S, B sk
Sy AP E YRS B THrE (0im e AE — 20300 5 SH , B sk oy T Fa R (dRe R/
SR T R/ sl ok B, AN/ s LR VIR AN/ B B o 15 I AT DA 25
7 o XAERITEVE R E ORI BAE T2 B T3 8] AL XIS 00 N, A LRI SR AL S 9 ]
5 —Fhul 2 B e T A S [ M sl Ak e ] -

[0264]  fr 205ty S, [T Dk oy T R iR ey ([2E,6E],-3,7,11, - =H13E-2,6,10,
T TR - 1-BE) R (3,7,11, 15, DU - 75kE-1, 2,3, - =) LS TEEY) i
P AT A1 751 P 5 71 A A B S AT P B U OIS TS YR DUl SO D= e T R P
AN/ B ETE R4S 8T DR ) IR (anti-cellulite agent) JEEBFk
PRSI PG SR PR R AR S0 R A 52591 A 20 DUt sk b BB T 1A B I TS
YEVD ORI R REE ) G54 751 BEAR 7 o

[0265]  Jif Jig 3% 14 W AT DA A& 38 55 57 Tk A0 W0 sk 57 Bk a0 B 1 AT ] A ik 1 5, 9 H 4
US20141201315£US2004132667 /1 Fr AT -

[0266]  HUESETE MEYII) S W1US201412013185US2004 132667 H AT 2T, AU FETAIZE —
My KR 2155 25 B i 1 A R T

[0267] WA 1 5251 01US20141201315US200413266 7 T A THN, H HAFERIRE &
W) AR UG R R R 5 RN I e &5 2o b

[0268]  HEH I 5451 41US201412013185US200413266 7 T2 JT 1A, - HATEPRIE A1 1
JRFF I B SR B

[0269] S5 (LIS 4US2014120131 8k US200413266 7 HIFT AT, I3 A AL & W42
PR AR A BT A MR PR A

[0270] W LA AT & i I BT A= M el e s s Ve, O B Sl anus2014120131 5%
US2004132667H1HT A TF o X EETE VEMI RSB M EYD 5 1 EAE I A K sl E T - 52414
TR TB- N Bl 25 T TR 25  VUIA 3R VAL 21 VIR BE S 21 /KIR S R
i o

(02711 JHURIA R S 4 <5 Ja S A o 114 T 770 1 S 81 i e T 5] o T ST M 1) 52
FIEEL, 3- — ¥ -2- INFAAIUS20141201315KUS2004 132667 FHN T RS o F s bR 51 1)
SEBEAE R R AL A1) 22 R AR e R R DA A US20141201315US2004132667 723 IR
jIZag

[0272] Rz JPA A1) S8 B 4 ARk 2RI AEAT R A ER oA I R ATIUS 2014120131
BRUS2004132667 A T IBEE

(02731 B W3E VR I S B B 5 ATAT & 1 1 A AL JCATL B W s VR« S0 B4 4 e e b
V. 2- £ R0 3 -6 - AR L P RERG B FUS 201412013155 0S2004 132667 123 T FIREE

[0274] R A S AR 41US 201412013 155 US2004 13266 T A FFIITZ I

[0275]  FU 4 RSP B0 FE 3 0 1 JR SN S JE € sk B3 e R AR AT i), I LB AEAS B T
Jo 2 B S S A0 AT RO AL « AR B AR 0 1 S5 RN J1PE AR, DA K US2014120131 8%
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US2004132667 A T HBEE

[0276] IS il 11 <5 1) B0 4 B e i AR 28 2 I S A IO 1 2 5 A TR A W DA K
US201412013158US2004132667H1 AT (A L

[02771 i) 5SS C0 15 TR DT 25 1ty ok Sel e Sl 68 Sl e B AL G S TE AR T o e )
i FF BT R T « FH 2 O T « 175 W o T T o T4 T 1) 750) 1) S48 0 47 e 2 il 73 71 . Bowmann
B v kA1) 751 B 25 1 A0 76 51 AR B HO IS A R 2R LR DA M US 2014120131 8K,
US2004132667 FH 2N TR AREE K FLTR S o BRI 0 S 0 FE A L Q10 G2 ) « H ]
2 UNBEGR L (AR ZEANUS20141201315KUS2004132667 AT HREE K HIR S

[0278]  Ha stk bz 4a TS M S 4SS DAL Z R , K5 AN - BT A=W AN -
LT -L- PSR AR IR S R IR LA B R « R o 2 0] A2 2B, 4k AR KA
F1US201412013155US2004 132667 H1 AT AR M HIRAH .

[0279]  HUAA L/ H ARG BRI T LR T etk s S AN A b ol HL B AT R 5 [ B A7
HIPAEE I AR U], 1 4nUS20141201318US2004132667 FH2A R HREE  Hrsd e 771/ H H
FERAN S EIEPUAMER , HER AT AW (A R0) TR MR AY) A&
E) . T BRGSO SR i S R IRANGE AR TR L BRI S TR G LR
S (Lycine pidolate) JKE&EREHEE (pilolate) o H AR GIARER AL i L 2
T2 AR B 2R R 8 A S 7KK 22 R U M R A

[0280] 2% FI[Y) SL A U FEEDTA WNTA L 73 2 /1514 (hydoxamic acid) AEHER FLEk & H A
US20141201311US2004132667H1 A T AIBEE M HIR 51 255 & FEREEIE T B 59
kLGS REFHRSREE T ABRS SRV skt A2 SN R 46575 T 115
1SRN R I ok T R T B A T B PR R 2R

[02811 Wiz 3, W] DA N ZS FHEA DB o BT I on ) i v R 2H S W EE R 19 2490, 001 %
F2I50% , 1% N210.01% 22920 % , L6 NZ90.1% EZ4J10% ,£J0.5% £24I10% , 291 % &
295% , L WGP E RN 2 % o« BRI IR o I SR e TV 2 8 25, B i T ff
PR3 TR A B I o PR L SR S () i dy SRSl S M s PR sl IR )
M/ Bl SR 2 S I TIUYI T o AR ART B IR 53 (R PR SRR AN 7 A P 2 52 s 2 A BH T
I NIERY LS

[0282]  Jeydl G n] DLUE JCIASI o

[0283]  fF AR WIH—EE500E )y 2, B T ALK GEFCO A S iE e 2 46, 41
EA B —Fhk 2 MR DTS R 5] B A ek P HE , 20 ST DL S — el 2 B e f N
T PR — A Tt T o AR P BT R B DT 1 A AR A o A — B8 S T A SR ml g
ANFFAE B 0 1 741 o B0 25 RIS I PR 751 ) R IR v 22 R 25, s i PR B s 1 7510 )
IR BT VRN PR BT R BB S (Z ) sy JREB S s e sl i &= A0/
o B B T TIA8R o AR ART B I M SR PR BRSSP 2 P A A & B TR IR
ESESY L

[0284]  NIZERfA, £E— = i O AE T 543 O 20 R BB S5 — =i i g b
BE” ol “WIBAN” 0, 2 TR 1B N BRI AT , — 28 Bl o0 AR E T VR B 0 TP E R D E ik
43 BRI 53 (RO E

(02851 i Jinak 14 771 (10 S 481 15 4 o0 e a0k 259 B Jkb 78 791 B2 IR 7 A/ ko 4P
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FINTTAFNDTEA T AR A=A IR 257 38 1] o X 0 )2 AU, I Ho AT
VAERg , T AR FTAT 5 @ AR B DI P77 o 077 R/ Se P E S JER FRIBRS i 1 70 mT (0B e
JEREE B ) S AEAE BRA 25 A B I IR S 2 AR R PR 3R S R B A 5
SRS I 7 2 70 o € e =R o G =N i N o R 3 S IR e B R R

3R
[0286] ATy B DI P70 i1 A5 e FH - BBRIFT A0 AN A 2 AR A YRR/ o 8O3
Lo

[0287] N YHfR AL HH N o0 SR T IS (8, HHAE S AR s oy e )
sl I P R PR A0 HE AR e B T ek 2

[0288] {15 B LEIM) STt 7 S Hb , A A AN 5 A T S A A IR & 5 —
Tk 2 B e TE YRR (a0, T 1 RS B A KA gk 25 ok 25822 i 741) 2506
FEXIGOL N A A S Y n] 5 —Fhok 2 o e i PRSI [Nt sl ARk b6 ] o
[0289] 7 HHIP S R 1 K AT iR (A A B 1 Jg s 4 W Je s i e ) 22 75296
Ty ol PR ShP el R SR SR o RSt I e R 13808 & A B W R WG S A A/ g
FHRIE R DL EE L A R g A, 9 anilisl =G 5 il S« 38R T LA RSB
TR IR I uk T DAL B IR N sl P R 2

[0290]  DAfbtk (cosmetically) ok 2= b AR e A AL BN R &4 5 2, DA
TCAAH R AR BT RCR I & o OZ R, ARSI AR N DU e At it A & WA Je il
HEWIN G, IR 2 05 PR, BRI AR R e R DL iR Ty sl P
PRI BIPTAE LA S A PRI A R B A/ sl REAR LR A AE fpcal & T R TR S 71 o R HY
P 2PN 2 S ATR A BRSPS 1 2 A SR PO RE e AN PR TR
AEU R MR RRER L I 1) AR T 5 ORI TR] HETE 2 25 & SRR E S L )
PR R DA MO EAE B S2 IR0 1A 24 8K, W DAY B oyl BEAR A Y L2 Sl S S O,
I H X tAEAR L BAROTE N 140, nTPL0 . 012 50mg/ ke (R & , 1410 . 15 30mg/ke , BEALE
0.17%20mg/kg i, BEALEH0. 15 10mg/ kg R T, L% H0 . 1 5 bmg/kg A H [ 71 = it T 41 &
W o AE— A 7m IR ST TS 27, 1082 300mg / K sk BE %6 1028 150mg /K — ek 21 71
K45 B AR s 51 H 1Y AR S T T2, N T sl s il AR
AR, I BRI R el Ve N E: H— R B4k, Pede s i — R B kPR,
SEA ) MR R =R B R =R, 2 B e N A R — IR

[0291]  FEfdery S /5 S vp St 1 R S 2 i 11l

[0292] A3 {HANPR T B pl b BE B ApiR T ol 4P BRI AR ST 2 21 R Ikl S AR X3 7
JEEBAA G A — 285 T S AW REAE BRI DI E sl A SR X 25 A B
ST R A BN R 2 5 B ERBR T 29205 #6070 Bl 9593 Bh 2 29303 B, 11k
NEIN05 Bh 29200 PP 2 5 KBRS BT AT A7 Bl BR A5 W o AE A R B — 2L 50
J7 SR, ATl GRS A A B R AL A WA/ sl IR BE 23 1 5 TR TR A A B R 2 S i ]
TG I, B A EANER T B - S L A SN S LR I B U ) 2
2 BB RS IFENEIRTY A5 BT H JI A0 8 sl I A 3 i S0y e O, sl AT 40

pas
= o

[0293] AR BHRIIK LA s 2577 A 80 B T T AL W R i sl 25 41 54
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s B2 80 A T A S B, e/ 009000000001 % (LAEL i) 5220 %
(CAEE D) 5 86200000001 9% (PLEEHETH) %215% (CLEE R |, BEARE 40,0001 % (LAHE i
1 E10% CAFE R , HHEE B }0.0001% CAEETH 5% CLERD .

[0294]  FEACL A —2E 506 7 S8, AP DAL N IAE—RiB1% : IR Bk RS 5
JoT AR T BT T4 (niosome) HE BT MURCHE TR A R AE AR 3 PR S5 A T TR o 28k
PR TR IR 6 L JROR R 1T P AR T 5 e o 2 T 9 12 791 - R IR VR 5 TR R RlER
BRIBBTER VUKL K ER  AKSURE O [ AR RO DA M LI 3 A SRR I Y
SR EE R I EL KA LR FLIRUER TR -

(0295] L ph i m] T2 I8 AR « = W5l an, SzokaZ: A\, Ann.Rev.Biophys.Bioeng.9:
467 (1980) , =[E L F]54,186,183.4,217,344.4,235,871.4,261,975.4,485,054.4,501,
728.4,774,085.4,837,028.4,235,871.4,261,975.4,485,054.4,501,728.4,774,085.4,
837,028.4,946,787 PCTAHSW0 91/17424 ,Deamer&Bangham.Biochim.Biophys.Acta
443:629-634(1976) ;Fraley, % A ,PNAS 76:3348-3352(1979) ;HopeZ: A,
Biochim.Biophys.Acta 812:55-65(1985) ;MayerZE A ,Biochim.Biophys.Acta 858:161-
168(1986) ;Williams®: A ,PNAS 85:242-246 (1988) ;Liposomes (Ostro (4a%H) , 1983, 251
%) ;HopeZ: A\ ,Chem.Phys.Lip.40:89(1986) ;Gregoriadis,Liposome Technology (1984)
and Lasic,Liposomes:from Physics to Applications(1993)) .51y i EE0, #2
FEACEE 5 H i s/ S B aA  BEi AT E5T5 S I /IR TR A AR T ke 1 Rk e
7, AR AR SUSEARITY .

[0296]  XEE1B1R R G0 A] DA & T SCIA L BRI S 00/ SR R BE RS0 < X AT DA
RN 1 RN T o ik R R DL RS R A G, Hop AR B S Wl it —
BN [R] PN 2 BT8O T HL A 34— BSe I TRT PN EL A T RISt 32 o i o AR &0 2 R g 7%
HlE IR R G A AEFEEREIRUA o TR iR B 20 5 R B 18 BT AL AR )
FREN TR RAFIETT sl P BRAR DL oo A/ sl ZRAL I 2628

[0297] AL IR SRS S AT DA ARk B B 2 it A 2Rk sl i

(02981 SIS T P25 AR A

[02991  AHEW AT TR Ty sl 4P B R DR IATAT S « R AL SR AL, B S (EANPR T8RS 0e « B2
2L B2 A WA TR AR R K KM L B2 SRR Tt I R VI RS 2R A VI S AR AR
VE A 2L B ik Rk R PR -

[0300] R AH SRl TR 7 sl P B n] WO B R, (R AR T4 80 RSN 5
HRLPE] T HS0 E TEBE LB A B2 B N EE DA M H I 5 RS AR B 4E I 5 « B 3k 7
/AR o JRERA G Pt nT DT 1B 2% L 2% sl AT B Ik sl AR & A o T Dy s 4
AP A st 240 50 o

[0301]  JEB2H S ml T 6T sk r B FL sh W05 11 o 45 D — N 90 )y S8, JREB e &
Y67 s U AR A T 32 4001 R A sk 2H 2R, A0/ sl Sz A FOR ok b Bz 4 a4 21
(IR R o 955 ] A (HANPR THRE AN G145 o

[0302]  JEEBLH &Rl FH 60T s P BEATAT LI AR O, PABGE T FL B IO UL AR S 1
B IR IR LIPS A sl I S I AL P L PR B E (9140, 2 P AR 2R L SRk
BRI IR BB R AR TR THE S AR B B /KPR al IR o
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[0303] e A nl T et AR ot PRV bR AR e e E AR
K AR AR AR BT ARG TR R A/ 5 H e L

[0304]  JEEsel &t AT LA -0 sl P BT R PR 3R L

[0305]  AKBHMH E 5 S L—FZd a1, a5 5 —Fhsk 2 P 255 1l 82 11
MR T 77 ke 28 TR 5 AR A B T IR sl A & BRI IR R 20 5 o RV AR B IR IR AL
Pu] DL e L AE A 8 -5 2ok U ) sl MoRE R TR S e L R A T A 2808
7 o 5 S AT DAAE N ek B 2 rp i A 28 sk shn 8« T ASC Pk 11 & A [RTE X
125 4 S I X MG 1E P ETE A I SE BRI AEA Wade FIPT Weller4w#H Y “Handbook of
Pharmaceutical Excipients”, 28528k, (1994) Fp¥ 2. B B HE , FT Fmalas 24 11 ) 750 78
David Osbornef{lAntonio Aman, Taylor&Francis4i#5[JTopical drug delivery
formulations (EHEBZGYBIRGIFD HhEAT THA , RN At 5| I AASC TG
7 T8 1) AT 422 52 10 33 sl A R A2 1) 25 AU R N1, OF BLAE B4, Remington s
Pharmaceutical Sciences,Mack Publishing Co. (A.R.Gennaro%m#,1985) FREAT T Hi
W o S A BRI LI E AR FUR  TE R A 2900 L FH L 24k 2R R IB IR Bk  H i I L AV AR
Hr g AR S0 s CBE S HAIMAZK 29 i OB sl MR R i B v DAAR S T
(T P AR A 22 SR TR 29 S T DA E SV E iR OB A sl R A
R A T Sl AR 2 SN, AT 52 RO RS 5 71 S 31 A 7 71 s AR iR 7o
T ARG 7SS B4R TE R DR R SR an i i s Jo/KFLRE I FRR s U B - FLH . &
KBRS IR G BB I QBT ARURE « P e sl R e 2 AR AP A RN Ol o
A2 TR 7R R S A R A R B A TSR B K FHR AN RN SN o T AAE
2o SR BRI RS 7 RSUE R SRR 2 RIA A« B B 770 110 S0 4 R FH R s L1 Y
BRI FE LK FHR VIR o 18 T LAGE TS A A &1

[0306] AL HAMIIKE A AP n] il - REss RS Bz 1o B A8 LN S BERR A S sk < 32
SN EZ N VBZN SERIK PN < S B B N 6T T IRER 25, ek T ik Fh R 46
Jr A0 AT R 7 BRI R R A 2 7 2H B o D, iX B8 40 S 3570 5 1 - 250mg , LB
e 10- 100mg [ITE Rk 43 o e T I U R FE TR Ik N SR N S B2 1 S B2 PN R A Bk L
PSR TR el LA O L R S TR kAT KR TR IR 25 o A A BH I 25 &t il LA 2
eI NYERE R NN Y= E S T S S 51111 Vi) N7 6= 50 N2 I =50 N 1 ML 1 RECST 31 T
FIRITE 2 AR W 2H 5 o] AR T Jr it ok o Jr)ib st il il o F 5 ik & R Ik, (HA v]
DUREHREEE AT _F B An i A , I anifisl s B 11 U SR I, F T Rl
H 7 7EDavid OsborneflAntonio Aman,Taylor&FrancisZifiJTopical drug delivery
formulations (EEBZGYMBIR G rhdEAT TR, HAF A ot 5T AASC ATk
PR ENH AR R0 Riordan®E A (Respir Care,2002,Nov.47) \EP2050437 .
W02005023290.US2010098660F1US20070053845FF3E4T T Hiliid o FHT-BHE 71125 2 B ik
A i [ R A A RN 35 B AR ok Al 2 , FCrh I MR 0 B SR Ak AL EE
JERIPRIFIEE TN , 2 ORI EL UM R AH 25 1 I A (B i SE AR (35 - /FEP1072600 . 2
MEP13171757 . 1Hh iR T X Fhishir R Gl Sl 28 K 26 25110 AT T A2 1l i 1) R Ik i
7o B, FTRHEVE B 3 8\ B 58 C R sl A ) S /KL A I FL T H o a8 T LA
TR LA 10 9% H R [P FE B N B Hl ik I oa B RE JBT A S AT RE S B2 AR SR RS
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JE F AR IR I o

[0307]  RIFSHE AR 510-1000mg, L 510 - 250mg T M A7 o

[0308]  FTPAEALZ 1Y (unit dosage) JEZ, B AT B A0 771 Btk 204 sl I A3 1 BV 5
=W BB (discrete portion) IIEAALHIAH G,

[0309]  ZR&GUE A £ AR 51 AT LA 5 b e e i FH 40 AR A G IR S 2 — 56
FE, M CT L 20 S0 o, R AR focl 1 A R 1 S i, O HLsCRe
T2 R 2, RE R AR S ROTE M 2 AL A A R e PR RN (A 2 AR
U AR — MR AR L I B AR Tt T ORI TR]  HEH s 22 L 25 2 VR e RO ™
HREEE DA MOEAE B2 I0TT IR « ASCA TR S 21 DL 4R i LA A B
B, For B S el SRR A Ve e Il 1y, H X e A AL IS S 2 N o AR, AT
PL0. 017 30mg/ kg R HL, B %10 . 1% 10mg/kg , BEAR 5640 . 128 1mg/ kg VA B 1) 751 &t e FH 47« 71
— AR SE T S, O TIRTY RIS, 102 3005 e/ Kk AL dE 10 1502 78/ K
— ek 2R e s R

[0310] 5 B LEIM ST 5 S Hb , A A AN 5 A T S A A IR & 5 —
Pk 2 BhHE G TEVER (940, T3 1 ARG OB P 4 29k 20 BR 273 7)) 4145 it FH o« £E X
GO N A A G Y] S — Rl 2 PO e iE PR FE S  [F]IN H sl A Ak e 1] .
[0311]  FE A IR — A S0 7 SR, AR BRI T DAL 25 Fradk IR 8 S M0 B 2ie
I BT DT A0 B e e - AR Ay -, 91 4 1 BTN S AE B IR N 88 S I - 2%
WIRIPTR Y F o AE— 08 S, T I AT S A LA — ek 2 S SR e, Horp a3k
R T BB A sy 1 BN, Dl T S TR AR Sy 1 WIPEG Ay -1 H 1K, AT DA i B e Ak
PGSR .

[0312]  EX

[0313] TP HIW, AR BRI ATA AR & A £ R g A & 228 SCikeElm a5
F A EBHNASE, QnlA A B g H R % R sk % ) R 0t L AR R b 45 R DA
ST NIF BN S 5085 .

[0314]  FEASCHRE RIS 00, BRIE A AN BEE 5 DA N RTRRR T A A4 ] g 2
AR TE G IS X 2N BB RALL T &

[0315]  [rAE I N SR, A MR AS R R T B o e S 4%, B 2 TRk,
KT TR I ARTE “— (a) " 5 “— (an) 7 AR S Fr— Dk 220k R, KB
“—(a)” (Ek“—(an)”) A MDA ARSI A] B R .

[0316]  GuASSCRHT HI, KB “fu4% (comprise) ” s H AR 41 “fu s (comprises) ” 2“0 4%
(comprising)” N#HEMR A HE R EFRAEM 51 R IEEAR (integer) (BN, FFAE B2 28 VRFIE ME
J5T J5 T/ R AR BRI D) sl R A (B, AR 2R VR PR U R/ R R PR
) ABAHEERATAT H e FE Rl B AR L o R, AR T, RS “03 (comprising) "2 B E
PRSI, I HAHEER 7 ANOATR S WAkl 5 78/ R B

[0317] QAT Y, ARTE “Bs” F T8 S AR B D REH S5 5 i A RAT S A AR i S R
B AZATE] Iz M T s H b JCie R PR PE T (S Bm_Eoe 25 W s 1 (R 27 3t i AE
PEIHREZ WUATAR ZREL S S SR EE AR R R R A AE - TR, B s T F e Bl
5 A5 TR T R s el TR S R AR
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[0318]  WASSCAT HH, KiE “VA77 (treatment) ” ik “V&T7 (treating) " J& &1 70 (ilan, 1A 3=
Pt ), R G sl R (P IR sl PR A (el Fps IR 52 ) (9 an,
D TR R PR B) A PG O N, 1ZRE S ARE IR F7 (therapy) ” [ SCAH
Hl.

[0319] b4, KiE“YAIT (treatment)” 5k “VAIT (treating) ” &5 (BN, 1h) 52384 it
JHGRD PP sl A SR (1) A A E sl F sl B (kAR ER) AR S 7697 AR I &R 3 AF
DRI N, RERTT SHARE “Tiil (prophylaxis)” [l S

[0320] GRS, AR 380 sl 76 T A 380 E X T S5 A BRI A 25/ USS LU AR R ) AT
DA T i v A o BE O 5k R B3OS N sl B IR O e &, (2 DARE
I ER R SOR , 20N 2 AR DL K A BT IS G 7R 7 sl TRy « 12 PR 3 RS F] Tf
A, FHGR T AR AR AE AR G e T A B I 2R I, AR AT REBUE I D)
AR, (AARSTUS R AR SRR TSI AN 52 i TR ATAT MG DL N e 18 2411
B AL XTI N IR E SR O RER SRR AR B R B A IE A7
BT S RBCE N BRI T S RA—E R ST 2T

[0321] R “MHFLEDYD” RPN 48 = S AL ah Y, R AR AR ORI, AR L
AEFLBY , ol an fa

[0322] STl AR HE: K7 S il o 00 o) B 1) Fh 20 28 5O Sl B IR B A 20 R ) 28
EW IR FE AT PLE 3 E 50 2 35 TR o IR AT LB 42 50 S35 R IR R T LASE S
50N EIER IR AT LUE TS0 SR o ME AR A T AL IR IR (R is I
BOAIAZAA) W] Al il b5 i sl MAZIR AR oK 7 Az 514, FT AR AR AR &0
ERIN TS HIN (well-established) FOFRIERAR SRS J EARIIR 5 0 7 7425 2 i) o5 AR
RIARIIA T AR KRR G040, J M. Stewartf1].D.Young,Solid Phase Peptide
Synthesis, 252 ,M.Bodanzsky#l1A.BodanzskyFP[JPierce Chemical Company,Rockford,
I11linois (1984) ,The Practice of Peptide Synthesis,Springer Verlag,New York
(1984) ) o ILNEEIN , A& B R A T BATART IR RT AR A U ARSI e AT I RSUE 1R « b 748
UK S SN QAR IR AT DO RE AL 22 S 0 W, FRF AR AT TR T AR W ) 5, HAE
PPN S AR SN RSE MR/ S D38 A2 i o ARIE R SRAUIAL 72 F8 AN A ST ik RO JR R AT 2 25
FRATAEW) o AL B FAEAN PR T B 1  AE IR 5 B FEFR B N AR OR SRR/ B AT
A= AN TR IR DA M A IR sl FC AU L e AL 5 20 i 5B 5 TR AR P S i) 28 AR
W) o MIBEAS A 1) S E FE 2 S B , Qi e A , 1l S s R, B I FHINaBH i Jid
M CB R BRI s FH R C At s TR RN 2 Fedb A T2 5 e s 12,4, 6-=
AHELIRIAR (TNBS) b S B AT — B s FHBRHARRRTANDY S AR — IR AT 2 3t E A T
TR s LS TN T - 5 - IR TR N I 2 B TS A (pyridoxylation) , fifiJ= JTIINABH,
W RS R AR L A AL AT DL o SR 402, 3- 1 i oK F ik RN & — T2 I8 2 B R 4
BT WRAE i  FRIL P DL i 28 FH O - PR 3E 3 IR B VO ik 0 i 4, SR Bt e iR AT A=A 48
QRN el RAB T o S v LA (R0 T kB4, v a0 S O R sl £ e i 11 2
HRELAY ; o R A BB PN 22 5 5 L E B S W TR & e s 155 5 SR e e S
IS 5 b SRR Tk H e BRI B SR fi 5 fif 114 - SR K HHER « 4- GURATAIR KRR . 2- A
IR -4 - T EE IR B A e R A BORIT A=W s Ae e pH N P SRR R THO U b . 1254
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PR Bk 5k AT o 451 4 TN - BB FATSED Jli ok A A ik 12 - J 5 - 5 - A v S 7l At B o Sk s e
AT AR AB T - B R TR 1] DA ot DY A3 FH B SR A A AT 1l 3 - A 2 I 2R AT AE
PR PRAL o A S R TR L K PRI (B 1 T LA ot I SRR AT A= Wd A T b B ol T £ i —
CFREHATN- CRRFAC R TER o AEIK BB NAE R SR A BRI T A=W i) S B 1 H AN PR
T IE R 2R 4- 245 T TRV 4- 2 Ak - 3- 0L - 5- R AU RIR L 6 - S L LR B T A H &R 1E
AR R =R R LR 4 - 2 3L - 3-F 0L - 6 - AL PR R | 2 - Wy JL PN 2 R A/ Bk
FAIEIR D - AL A o JIK G5 A S 1 G4 7 A2 A0 75 D - S0 IR 4 A 1 IS 1) e 10 114 308 IR
(retro-inverso peptide) »

[0323]  “LHEAHIK” : AEA LI — A 7 S 2 MO B IIK . RB LB I S AR E
BRIOAT AR v] A58 ] - B IR A O 28— D a2 AT E R P IR .
BB AT VAR , B U B BN 2B A i ae 71 A BRI/ sk 40 54 . 14
&4 AT LU B IIA & I 20 S P sl IR~ R AT AT o £ — S50 T 2R, i P2
PRGBS o PRAPIL AT DUEN- R PRI L C- AR PR AP B ml B PR AP L o 2T A X e PR ik
FI— B A  ARGUS AR GRS il S SR 5 X 6 R 4P I P S R 1 5 il R o 1X 8
SEPTAT DL AU L RN A8 5 R AN, 451 4n0S2014120141 (1 By [0104] 25 [0107 ] Hp
R J5 1 o X BETE P T RROR BA 7K _E BT RRIDEER o« PRAPIE AT LAAE S i B HP N o AEA K
WY — ATy S8 b, IRRT AR 2k DA R I BE AU : — ek 24 BBk ek s sk KBk ko
BE RN, AL S0k SRR AR AR sl e P 3 P AR B, B 1529
BRI N- P AT AW B AERTAE B CIR V2SR « HAEIR N T RE IR  SE TR VAR AR B IS TR -
LLIB PR I TR PRI it SR « JRHPR St IB TR SR < 2- B LR (2-ethylhexaneic
acid) HE-F-IHNIBIIER A= BTG AL AT IR R AR IR IR « ~F R NE IR Bl 28 12
(IR o X 28R DL R sl AR BRI o M3 VI, BATIE e s e sl S i S TR, il
AT S0, SHEKS- S. £ WI935 00t MZR,-X-R,. R /B, FE P45 51 51k
Fr A ) S8 B A (N- R i) FIREE ARy (C- A &5 65 o A — AN Sty 26, OZR, - X 3k,
JUSEX-R, o et , R JEHLC, itk L R L ol — SR L I3 « X2 A A B R, A2 O
BNH, o £F— 550 7 567, R 126 F FHHFERREUR I sl BRI TR D5 i3 AT B A sl AR B
I TEERIE B SR B 2R BRI BRI AR R R 205 BB L AR sl R AR
B BRI EAR IR 5 s R T A 33, L9 - 27 B FHA L B (Fmoc) AR - CO- JE Bl I 2
, HrPR %6 [ FHH A ERREUI sl AR BRI TR 3 5 1 BRI sl R AR TR BRI AR
A U 7% 35 AR A sl AR B D5 e 35, AR sl AR B 2 A S AT 1 sl AR FUAR
IS5 ST AL s R, 1 1 -NR R, «~OR, F1-SR BB SR, HEFh AR o it
FHHFERR BRI sl AR AR A s D5 e B AT R sl AR BRI I BRI BRI sl oA B ) 2%
IAEL U sl AR BRI 205 BR T 2k L BRI sl oA BRI 95 AN AR A sl A BRI O b 25
JERRIZE AL 5 I HLASPEAER MR, AN o SRR o AR S 53— M ) 5507 56, R, 0 -NRyR -
OR, 38~ SR, , S FPR IR s Mok 1 ph DA T TG AL - H IR AT ARG, -C, o B TR
RIWBARIRINC, - C, i BT S A 3 L 9- 2 5 A AL B AL (Fmoe) BRI sl AR IR
Cy - C, FIE HUR I sl AR BRI C, - Cy FABE SRS BRI AR EURIVIC, - C, IR 35 BRI Bl
BURIAIC, -C, FRAHE JIR ISR TRIIC, -C,. 35 e BRI AR IFIC, ~C, St 310
TCHIHURI S AR BRI LA ER , DA K 2 - 24 B i - R0 - 3R I - IO B sl AR AR
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Feoy BB AL Hoh B BB B 1 - 6Bkl o ATt , RFIR , AT LA o YA AT AT Bk - ik
S, SR T IERIR  BEAL D , R/ -NR,R, 5 - OR,,, FLHAR, AR Sy 3025 15 FR UL TR IR
3L AT : H BRI sl AR BUR O C, - C B3t BRI sl AR BURIIC,, - €, M 22 BRI sl AR B
C,~C, HIE U AR BURIC, - C, AL BRI sl AR IIC, - C 5 BERN3 - 10T U
(I ERACHUR 2 BRI  FLA 32 1050 IR AL 26/ Ml S -1 B e 11 BAR 1 e A B g 2
Jy RS AL, R R 208 DA MR BE T H 3 L3 LB bl o5 bt
B HE et , RUEHHR 26 [ AL AR 238 O3+ ekl e SR k2L AT
R T A6 Sty 28 , Ry [ - OFR - NH, o AR AS 2 WA S — AN St Jy 58, R 26 1 PR
LMt - R N S e e R S B B AT, R, -NRyR, Bk - OR,,, FUHPR, FITR, Skt
a7 Mg H S 3 OV T T RN, e R, 2 - OHBk -NH, o BE AR e 1D, R 2
CEFEBAFARIEE , H HR & -NH, o 7E— M 3057 2, et Sk =D — AN A R
[FIN- ARty B o AEAK B — A 507 S, KR8 10 DA 5 M DR 4Pk o B R AP R DA
Se AR IE P Bl I TR SR 3L A S T RCT SRR P RS AL - it () SEP AN T R
FpRA (alloc) PRI —FPEk 2 Bh MIEECR P AT ARTA: BAETF SRR e E T H
SR « AETMESIER R B A BY T RS BT A3 K, ELIE A FI T A K B 18 2 15 B 28« A
e, IRIE U S BRI C - AR , L WAL AOC - A AET I ARIE AT DA o 238 7 T TR
(FREEN2ARR) o NOZFRAR , B P e e I B R 37 64 EGR T K P 21 R I it FHFON - A
PRIFEEI ST,

[0324]  “GEEW)” ALA KR — 5007 e IR S Bk & 2 25 SR, Bl
— Mk Z MR O TREREDSI e EY, W e SR IR P
TS e B TS i o0 F- e 3 DA 5 10 % 5290 % 1520 % %250 % HIAEA L 59, - H.
Al HA7200%220,000, {255 05002210, 00011153 - o 43 BE L S AT LAEPEG AR 7K
VENE (PSR PEBCRKME) REWER5 W PEGI A R Mk L 2 ¥ . PEG (mPEG) AR A L0 Hth
(POG) 1y B FHEE BRI SR A1)« SR AR IR A R iR TR A R RO AR el e LA 2
(RIRLE | ZGF oG PO 8 1 BT (145 1 S BRI IR AR 220 IR BT ad LR ANy ZRM - R &
Wy AT DA L e ek S s, HLL AT DL A5500%40000Da 5000 % 10000Da . 10000 5
5000Dafl457 1 AL G (G AR FTLUSAEM S @ iz S &, tat i 2l
K pep-1. (bW (G5 EGTARK) FIDUEDUAS T &Y EEE BRI 7T LUE SRR sy
BB AR o SR NI B AN R S P BRSNS IR E R R R E L
Fif DR WL T e sl R O B 11— 503 93 PO DR 25 A e 25 WNJE 1 OB 1 S B 1« SR IR
Sy AT PAVESE B A A 30 CIR -, s 8 = 1 24 F- 1ok . & AT DU 2R MR sk S B 1
TR ERANT RN o S B P 2P U o 8 AT DU BRGEAR B ARSI IE o 12K AT DLAEN - A
C- Ak P A BB « R Sl &9 (GG IR e 525 R ALk i i e, 7R L.
A DAl A 2 SRR AR SE I MU N - A Bk C - AR 82« R Sl b &9 (G5 A B i iR v
PLSAEAT G FRIE M BE LR 5 o SR el b S (G5 S B AR 7T DA I (R B 88 5 - TR
B R DI KSR BT E R SR A SERR  BRFAIR A2 7% 2 « R T 122« H 2k B - P 2l
y -5 T BEEE R AWk e S (G5 S EEAR) AT DA R  FEIERE B s B 28 5k R
B IR AP 8 5 o AT AR DURBE IS b S S S Ty 7

[0325]  “Fy B EFR8E 0 B, 4 146 I SEQUENCE 1D NO:1-16/1353-355, HAR &1k
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H AL 5 SEQUENCE  TD NO: 17-701¥) 85 F 5 DXIako £ — St 7y S, 1 B R i
NBEITMESI IR A — S5 2P, i B i g5 2 3T SN S I R -
—NESE T S, B I 5 3T MR LRI A SR  Fr Ol B HAT -9 = +31U HL T 5
T A AR (C) BAEEAUER () e - AR S R 5 LA Bl i A2 b s iR
(©) EHZR (H) iz (P) k7528 (T) [Mn- AR 2 IR o i fHlCameselle, J.C. ,Ribeiro,
J.M.F1Sillero,A. (1986) .Derivation and use of a formula to calculate the net

charge of acid-base compounds.Its application to amino acids,proteins and
nucleotides GESHNEE AR FLRRISA S P HLU A o FL R T 2248 25 11 DA
TR) .Biochem.Educ. 14, 131-136[A)/5 MK BEl XA FL AT -

[0326] 17 I IRAGARGE “FAR” BiA5— K, A4 (a) A 1 o B i i oy
FOK B & 2R A 0T, sl O 8 A AR/ N e . (Lent 1) SRSl B S, sl ROK S
USRI AR R RE R 2 VBT K B AR R £, 5 (b) M ER 1 i B AR 4k, BnAe 4
ST R B A 2 W ITRE Fr B R MR8 1 Joa b 43 Bl B il 65«

(03271 7 I P B “C- ARum A AL 4 P Bt ¢ - AR AL AT = A2 R

[0328] 17 I B “N- AR A5 AL 04 Fr B n - AR AL i s fa = 2 B R

(03291 NV IRl P B i) “AE i M 8 Y Tt P25 R L sh Wi B A (R4, B
AR e 1 (2 AR TR BT ik A e AR sl A ) — Bl 2 M A — AN STy 56
W RIE s SRR .

(03301 17 FH- Tkl AR fk e P By “oh g W et i ™ ke A AR Js AR M B 4 A
VA N AARSNIE A 2uM AR IR B RN, 55 AR A OGS BEARLL , BRI S INIGLUT4 5 67 2 B gL
(RDR S 2 PR B« 7110 % [IFBSFN2pe/m1 [R5 A it 11 22 HH 5 706 - GLUT 4my c 4 ifd - 41 i A=
KeA8-T2/NIN, IR JEAE24 - AL 712 % IIFBSH LA REAL 15, 000N Al T4 5245 2 i i
HAr 6 28K o L6 -GLUT4my c A M I Y UARS/ NN, SR JE43- 701 4 FH L0OnMIR) B i 22 08% 7 3047
B, 5 200,202, 0410 . 2uMSPLL K 2.1.0. 510 . 25mg/m1 I K ZH -G W00 75 37N o 25k
TR R Bz B3/ NN RO 7 3, A2 R BIAE T 0 AT S S B BRI IR 7 3/ N 3
DT LOJJLE Lt A E B B o by T B A [ — I TR AU GLUT4my ¢ S 67, R AL FRAS S A T o
WL DU e vk S AR iy e hRICHIGLUT AR i o TR B, 71537 44 1)
i 2RI 7 3093 Bhik F & TRl Ik AR S & 3/ N I, 1 86 713 9% 110 22 2R HE (PFA) B
B KB ELE -GLUT4my 4 o SR, IINO . IMPR H Sl BRIA VR LA K PRA, I 15 % ¥ L1 = I i
FEIKT 20 R B S T imy chodk, AR5 B P S R 28 5 B9 5/ NER T g GIFE 75 & 17l
B IMNIMLIF 2R i — R 2% (OPD) 17, JFal it I 250u1 /FLAI3MAHCT 25 1] 1%
Lo A T B E GLUTA v = At #2110 , 56 FH492nmA RN YRS , ZEREARN_Fald S0 e e s
I TE B — 25 A RO I 1 55 0 U o D02 b, 55 AR RE BRI IEAELEL | ik ksl v B e g Al
GLUT4 S R 3 bz /050% (E, GLUTA B R (lAERT BB B o1 % -1.5%) o

(03311 N IR El A B “Bed el ok “Bran i is " B s DA 2 T3 I AR 1 A A )
DS H BRAE AT A I A e AR Rl R B : 1T DMSOHP R R it 718 = Sme /mL o K 241 1T 422 Fif
Y& s McFarland 0. 5FRIE , HREMBASRIEE B2 UL AR, TR I LouL i &Rt &
Py (1E64pg /mL- i K MAIRE ) RARAESTC RIFE 16- 18/N o AT 173 2 10 i
(DMSO; HLHIMue ] Ter -Hintond5 7+ 5k ; DL PR RITA= 22 - BRP 70 EANPUEAZR) «
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[0332] N IR El A B B 287 s 24 T LOOuMIVI IR e B AR FELPS BT T 774 . 2 E ik
YR, AENE 0 I D B NG AR A TNFa i3 i (5 AACFR I LPS R I 774 . 25 W 4 A L)
MK B R I 774 . 2B 05 41 FH L0OpMY) &5 B I AL BE24 /N, 28 ) T (A) LPS (10ng/m1) )
5 /N (B) LPS (10ng/m1) #II5 /N, 8% 5 FHATP (5mM) 335 1/INIF o e e i v i
ELTSAIE TNFal 1) 7K~ F-

[0333] W ke B P “am it A= AR 0E” Bk “am it 2R R sl BEFH A OE i 4870 DA T e
AEtE I DN FH20uM KBk B BRI TR TR AR BRI N\ 2 B2 IR A5 4 1 7 26 el 4 i Mg R ik,
Fr B o MBS EIE TR £ B R SMELAAR o K — B M AR RS LIS AGRAT /K Rz R o X 2
IMEARAERFE LR FBioprédic International FRfLERFRE RIS R AT H A Kt
FHPRR, F AR AMEAAR L o 72 A EE PRIN, 72 PSS MEL R B FIMTT SIS 06 B, R 28 =
SN[ TE A4 % [ H T 2 ZR 2 AN e e O TRk 20 A (DLAIDS) |, EA T TR A M
A FHIARIGT AL ER R AMEAR L DMSO 0. 3 % A RN/ BRI 2H 2R 2205 A o 7 SR = IR 2
J& , 737N 1 1R FHBRL P RSB Rt 7R B vp R R IR AME R IBUTE - 37NN I, B3 B
JR ML A R T E AL BRI, IR ETIHE3TC £2°C, 5% [1C0, MFFE 1 REk5 K . £F
SELRANEE 5 AT FIMTT FHE 1% RSB AR e 1) S 3 « FH 9286 %= Gredeco UL AL 2150 AT
FHH ] — S8 25 STV B A ATK 6 T 0B Gt o F SRH6 25 Inter tek TN 22 SR 4 (I S5
gt A S e o S A e R = (ABCIR 5§ &, Vector Laboratories) PE{T9MEH (H
ByTEPUA, vofEP15502, LSBio) AN, FfaHd AEC (3-543E-9- L 3EMRME) g 7R il e
AU PSR A A TR ) S R AU A e s B A T BK i 6 THT i i e i 4l 4k
AT R AN B o o T TRl e i SR A M B R = R AT e A, 3 (DAKO 17
6 HE T AEC (3-54 3L -9- L) 1B 7R O FRIC gl (GBI ZE 151 BUE R 4n i) 1%k
EEAT T R AR A I ) S BT RIS A b T e SR A
(ABCIA & , Fisher) MEAT 22 B8 85 1 I RF MR A £ o RN 08 1R B R 0 (K 2k DMS 0
0.3%) PR Fh R UL A RIC I R

[0334] N AL A SN “E & B A /N 10KDR 4 B I Bfedl &g &
/INT1OKDIIIA IR T2 9% KT oy -1 LOKDEl B = TR 2 IR /4 ) T % o

[0335] 255 oI “[FHA” g PR B ek B 525 E E A 2060 % 41 H)
TR VR ASFIAE A & 5T R, 91040, B 8 19 B P 1 39 1811 (R ) 47 -

[0336]  >gi|137584|sp|P08438.1|VCL VICFA RecName: 5838 =i & BREE [ brids s A
[# ]

[0337]  >gi 22057 |emb|CAA68559.1 | B EREE (vicilin) [/NEE 2] >gi [383931031 |gb |
AFH56916. 1 | g T Bk [ [Zr ]

[0338]  >gi[502105533|ref |XP 004492829 . 1 | Tl « B o Bk a5 (AR AUX1 [ o
(Cicer arietinum) ] &S (ChickPea)

[0339]  >gi|29539109|emb|CAD87730.1 |1 )5iLen ¢ 1.0101[[=T (Lens culinaris)]
/N (Lentil)

[0340] 58 B i) “Be k™ Mg U iR B St B B AR O = R R T A1 B
FEH R B OhTRIENE R, B0, ZARTE RN Z A R —A ik 2 e AR i
SR PR AR 1) Fr B oA, X RSP0 R AN S DN BRI/ ke B 5l B/ DI A B PR, B
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et Al B /D R AR 3 sl B /D B et AN 1k 2 B R o AR TR SRR B
AR S BB N R DA I o AR ] HA RSP TR AR, FHP gl 5 NI R LR AE 451
e e IhEE AR TR R S AR 1, AR SR A TR FECE D T0% %4
SRR e IR , ot S 252080 % 1 Fr M RN , BEAL L 22090 % 1 Fr AR ME , 7 H PR
AEHD A ZE /D95 % .96 % 97 % 98 % 599 % [ 7 41 [ 2k

[0341] e ARUEH A H, R “Fr AR —1E” R AR 5 e 1 [ —PERAR L — 44 Bl S
S HILET0% 1 7 2[R —PE AR R (S F1RY)) A& H AR kR AR 70 % ¥
LU EREEAE BN TP A I 55275 e A1 A AR N R EAE R sl L PRS0 AR 1 (el [R5
V) o A — 1 AR 41 2 TR 52 2 VERCHI 75T (character) BT« (R, SR CTASTHEL
FEN, FEEH IS S5 P 21 R A — AHSC 0 “ e AN R 110 5, 2R R A B
F5 244k BRI BIEE X ER AL 1 E 20 LB 5 225 7 A Fh A R R BEEAR [R] slo2 LR S 5
NI HAER R SRR 5225 7 AR R DRG0 N, 5257/ ERE
43 FEARRAAE Bk R — P AR A GRIRITRD) o 12 EER R 43 Bl R Bl A7) ) — 14 ] DA AR
QPR LRI AL 7 R E , AN, — SO R 2 i TR A S EBLAST o X SO /3 (1
Mz DR DIZEPL N Internet 3% :http: //www.ncbi.nlm.nih.gov/blast/Blast.cgi.
[0342]  SEQUENCE ID NO:109[925{& (i 28 ik (I 37)

[0343] DL MHEESEQUENCE ID NO: 109 (RGPQQYAEWQINEK) AR A, 045 A5 1. 283/ MR AT
AR, 1. 25 3NN EORF R SRR I, 1- 2SRRI, 1. 28k 3 ARk A 1) AR
[0344]  —AMIRAFERER

[0345]  RGPQQYAEWQINER, RGPQQYAEWQINDK, RGPQQFAEWQINEK,KGPQQYAEWQINEK,
RGPEQYAEWQINEK, RGPQEYAEWQINEK,RGPQQYADWQINEK,RGPQQYAEYQINEK (SEQ ID N0268-
275)

[0346] PR PRAFRETR

[0347]  KGPEQYAEWQINEK, KGPQEYAEWQNEK, KGPQQFAEWQINEK,

[0348]  RGPEQFAEWQINEK, KGPQQYAEWQINER, RGPQQYAEWQINDR,

[0349]  RGPQQYADWQINDK,RGPQQFAEWQINER (SEQ ID N0276-283)

[0350]  —MIRAFEETR

[0351]  RGPQQYAEWQVNEK, RGPQQFAEWQINEK, KGPQQFAEWQNER,

[0352]  KGPQQFAEWQVNEK, RGPQQFAEWQVNDK, RGPQQYADWQINDR,

[0353]  KGPQQYADWQINDK,RGPQQFADYQINEK (SEQ ID N0284-291)

[0354]  —NECRSFERETR 0

[0355]  RGPQQYARWQINEK, RGPQQYAEWQINEE, HGPQQYAEWQINEK,,

[0356]  RGPYQYAEWQINEK, RGPQQYMEWQINEK, RGPQQYAEWCINEK,

[0357]  RGPQPYAEWQINEK (SEQ ID N0292-298)

[0358] Py NAEPR TR TR

[0359]  RGGQQYAEWQINED, RGPQQYARWKINEK, RGGQQYAETQINEK,

[0360]  RGPLQYAEWQNNEK, EGPQQYAEWQINED, RGPQQYAEWQINLL,

[0361]  RGPQQGGEWQINEK (SEQ ID NO 299-305)

[0362] = ECRSFERETR 0
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[0363]  RGPQQYAEWQIGGG, RGPQQKYEWQINEK, RGPQAQYEWQINEK,

[0364]  RPHQQYAEWQINEK, RGPQHHHEWQINEK, RGPPQYAPPQINEK,

[0365]  RGPQCYYEWCINEK,RGPTQYAEGQINEG (SEQ ID NO 306-313)

[0366] Al ETR NI

[0367]  RGPQQYAEWQINEKG, RGPQQYAEWQINEKY , RGPQQYAFTEWQINEK ,

[0368]  RGPQSQYAEWQINEKPM,RGPQQYAEWQINEKKK , RRRRGPQQYAEWQINEK (SEQ 1D NO314-
319) ..

[0369]  IRGE “AR ™ 18 I e A A AR B o “A R BHIOIIR IR B al IR B R A
HE/P3.4.5.6.7.8.9.10.11.12.13.14.15.16.17.18.19.20. 215k 22 NS FL R I Hal i HL
AEWIEIE , B0 2 I VE A AR sl B (e IS VR A A M s (e g MR s oA R e
AR IR Z — ) P B o AE—AN 5507 56 12 BOH 227030 % 140 9% .50 % 60 % .70 %
80% 590 % [\ = 741 (reference sequence) ZH % - 7ESEQUENCE ID NO 320-330H 42 1
AR B i

[0370]  RGPQQYAEWQINE,RGPQQYAEWQIN, RGPQQYAEWQT , GPQQYAEWQINEK , PQQYAEWQINEK
QQYAEWQINEK , QQYAEWQT , PQQYAEWQINE, PQQYAEWQTIN, RGPQQYA , EWNQINEK (SEQ ID NO 320-
330)

[0371]  “HPEZREL” BARSE M A S RIEEA 10 R A L HLl 5 AR T — Fhiok 2 i
YR 7R i ik (dysregulated expression) o 81 ZXELIY S CUHE Rk 7 MR 2R EL %
I RMEZEL VO ARG RN ZEL L B By oo A = 2 MR AL hiE R EEL.
B Jok 498 14 2L SIAFI U 1B 7 98, A9 Anies I M Bz 48 RN e B2 4 35 s FIAR s o 1 T 42
PEZEBLI I I8 2 R ST R o DML 2 e % 14 Z5AL I S0 O B N B KGR A
A o I B T R85 1 S 0 i LRI DR A o U AR - B R05 IR AR o1 %
Rtz 45 1 %6 o BRI 18 %8 14 Z5ELI S (0 FEIEERS  Je PR T 4E(L  COPD il UM AN S T
W F R 2R 5 AIE il 2 VR ZRBLIV LB B AE S5 1A RN 5 VR  H B R S B AR VA 5T
P T 98 ARSI BSOS 1L FTPABAE 4 SRR &AL G RAEAN S % .

[0372]  FEACUEIHAS R, RIE RS ZEEL” N A 0 GO FE T PR PRI B PR 5 1RRR PR 5
2B PRI 5 RO ZE A AIE 5 DEJHE s B PRpS ILTR S 8 5 v B TUE 5 v MM 5 v H =8 10U 5 = JIB
WHRRIILAE 5 =i AT RE AT 5 =i i 50 ZRUMLAEAIMODY .

[0373]  “HeRFul ik G IHIE R S AR DA/ ol g rh HoE ELA RN Rz 4ni b i
5N (R P A0S AR R B 2 AN R 1 — B RO OR 47, LA e I AE LA
SISFA TR RGN FE . TN X B4 B 0] DS A R AR sk SRR 1015 5 1
HSR, X 8455 AT DAl ARSI K, FERI T R EA 89 B0 35 R - 5 2ok 0 sl »
HLA D 980 SR FEF 90 SN AR5 A (HERE /K SE (IR 17, AT DASS BD AP B e 40 B o T4 40 )
R FEAL IS Sk SRR R EUT AF R AT BE AU I R B o e R A IR I — A T TR 4R
YR RANZE R T -

[0374]  “HEfrlc Ik G ALNEERE BB B IR Fral Ik 2z ghad A2 H HR B 461475 Bir 5 1 &2 (1o
FLeh WL RR 18 D 20E , IR UEiE b RE R B I A, TR L A ER Ja / B Al
BRI o EA IR AT LA RO A8 IE AL ZE I se vE LR ZE e i & o 9=
AR A N 55 O R/l AR P BN s BT o 1 /D 2 I Bl T D L
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I , A BT U5 7L 2h i o UL B e , (e dhia 2hid B s TR 2, BRI AR
S/ 15 EAE IR AN o E A1 1A AT LTSIk D AR 1R UL | I Se v ML A 25 Pkt
VI I AR V] RE AR FH AR RIS U R B JSORT / i 4 M A 4405 s B o 15 el D R E
KA BO TR DLW , 145 Bh T T 2L sh LR D

[0375]  ZE A, ARG “4H A" N R B f F AT Ll Z- i, IF BoRHERR
FIRAFAE AL S R BIER HA P FE A A\ B SR 2 &) -

[0376]  FEAUAHA A, B TR A B i PR R TR LR b 408 B PR AR sk ek
FrEHZE/060% 70% 80 % 90 % 5795 %

[0377]  FEARUEIAA , RIE N A BRGS0 Nl BE AR A i FR it il FH T A0 T ekt
LA AR R U 8 AN S A A5 o SIS HE D LKk 2= B IR AN FL
TR T RIS R B FLAE ~ ST JBR RFR 715750

B =] 35 BR

[0378]  [&1 718 A K BN/ e B O THP L 4R FINE - 2390 7 1 o 6 =AM H 38
P Hb (6FL/ 5510 MRS AT A S8 o i S tudent s tA&IE 114 0 25k (4556 MRAHLEL #p<0. 05,
50 FEAHEE#kp<0.. 01, 5554 BARLL #:p<0. 001)

[0379]  [&[19. G AR R T 774 . 2E NG AR T /)« AE B4 TP /R 3515 (alamar blue)
TE Z T, FHL00pMI & SR I 774 . 2 E R 4 AL 24 /N o B0 e 7~ Jyn = 3+/ - SEMIF) -1
IE

[0380]  [&20. BRI 4TG0 52 et f Talamar bluefll & 2 B, H (A) Img/m1 5k
(B) 0. 5mg/ml IR AR T 774 2B NG A AL R 24/ NI o 25008 i o (A) n=1+/-SEMAT (B)n
=3+/-SEM,

[0381]  [&]21 : DMSOZANS K [H J 774 . 2B NG AN TNFa I IL- 1343 WA sEM o K5 J 774 . 25
1 T2 M0 . 3% F111 % [IDMSO CRE Y - T IARIKI &) A 24/ NI, A e U= %)
TNFa N IL- 1B BE 2 on=3+/- SEM{A) -2 o (etekp<0.001w. 1.t LPS) .

[0382]  [&]22 . AL WA S AIIKOG K J774 . 2 0 4O I TNF o TL - 143 WA I B2 o Ff
J774 . 25 AR A 100uMiP) 5 SO AL R 24/ NI, 2R )5 T (A) LPS (10ng/m1) I35/ N 5k (B)
LPS (10ng/m1) FPE5/INS, SR FTATP (5mM) FREL /NS S T35 0 18 ELTSATIZE (A) TNF
a1 (B) IL-1BMI/KFo (F"p<0.001w.r.t LPS, ™ p<0.0lw.r.t LPS,*p<0.05, " p<
0.001w.r.t.LPS/ATP,*p<0.01w. 7.t LPS/ATPHI"p<0.05w.r.t LPS/ATP) . LH1f{IDMSOR fr
IREE:SP1-0.3% ,SP2-0% ,SP3-0.3%,SP4 -1% ,SP5-1% ,SP6-0.3% , BHIAGI T -0% %k
PEFR An=3+/-SEMIE3E -

[0383]  [&]23 . A& IR IK L AW INFafTL - 1B WA SEMN o K5 T 774 . 25 g 411 it 1O . 5mg/
m1 IR EH S AL R 24/ N, SR 05 T (A) LPS (10ng/m1) Hli8%5/NA 5% (B) LPS (10ng/m1) Hllik5/)N
N, SR 5 TATP (5mM) L /NS o We B iR Tl ELTSAJUE (A) TNFokl (B) IL- 1B[I7KF-.
("*p<0.001w. 1. t AALFRIG+LPS, ¥ p<0.001w. 1. t . AALFRK+LPS/ATP) P F5 7~ n=3
+/ - SEMFRJ S

[0384]  [X]24 . & I S DMSOZAM TNFal P 5N o K J 774 . 2B R AT T L 0OpMIT) A AL 3
24/, SR J FHLPS (10ng/m1) A0PES /NI o W B F 37 i 1 ELTS A E TNFaft) 7K o #tp<
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0.001w.r.t 0.3% DMSO+LPS,##p<0.01w.r.t.0.3% DMSO+LPS,+++p<0.001lw.r.t 1%
DMSO+LPS, ++p<0.01w.r.t 1% DMSO+LPS/ATP) . FLH [ DMSO) fi 20k i« BHM R FR -0 %
SP1-0.3%,SP2-0% ,SP3 -0.3% ,SP4-1% ,SP5-1%,SP6-0.3% .

[0385]  [X]25. fELPSHIEZ 1 , 5 FHAS A BN JOK KW ZH 54 (12 HR) AbFH24/ NI [R) THP -
Lo I E R AN S A PR AN bb s SSAAC PR 4nieAHEE , T 2 HRACHH AN Fh ) TN -
a2 AP T 92% o £E100ug/m1 F1500ug/ml 3 DT 2 HR N R3] E 4, R IHT 2 HR
T

[0386]  [£]267228 . A & WK =5 o JHORT THP 140 fitg H A TNF - 43 AR 5200 o £F =AM | —
I HE (6FL/ 55 1F) HEAS TG 928 o i S tudents tA B P15 0 25 (50 IR AT L #p<
0.05, 55X B L *%p<0. 01, 54 FEAHEE s*kkp<0. 001) -

BRsies =R

[0387]  SJEhl1 - RAE SN

[0388]  Milf7 TP 2 WIS o (LPS) FOMUSE, WM 23 WATNF - oo TNF -0l A 54 B P
RIEAT I, HLINF -o AR [T 79 A 5 VF 295800 41 5% . Biolegend il E S —F kel
ELTSAUR &, Hoptde o T M Aniass o= i i s sl i 28 Hiors i e = A TNF -

[0389]  {E & A710 % MG (FCS) 1% [N a3 /45 2 (Pen/strep) 1% [HJL- 22
[ 100nMEIPMATKIRPMI H 1 THP - 1 A4 DL 10, 000N 4R /AL RHAE 96 FLAR L FAE 525
Z AT T2/ N

[0390]  Z3{vJ, 4350 F100ng/ml 10ng/ml 5k Ing/ml 175 B ICKF 40T 75 247N

[0391]  AbFRJS, FH110ng/ml R LPSHIiE4mitus /NS, {4 FIBiolegend i E ELTSATR ] SrifiE
T INE - ol &

[0392] 5 SRPIAACIRIS AT 1 43 LB 2 o D658 BE 1 34 N e B BE K B[R TNF -
g e ahas i MR Pl

[0393] S5 SURMEAEPI 21 B E5 T PRI A =AM e — X b (64L/ 2520 HESS
AT 52565 o FiStudent  th 46 THR I 214 (S50 AL *p<0. 05, 50 HAHEL*+#p<0. 01, 5
Sof FEAHEL ##p<0 . 001) &

[0394] L1

[0395] [z SEQ 1D TNF-ail/)
1 339 26%
%12 352 239
%13 341 219%
&4 351 18%
%5 144 16%
%6 93 14%
&7 320 13%
%8 92 13%
&9 75 1%
%110 76 99%
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B11 349 6%
12 350

13 105 9%
K14 177

15 345 23%
K16 353 20%
B17 344 20%
18 346 18%
126 85 80 %
27 91 80%
28 420 80%

[0396]  SjEfhl2 - R NE SN

[0397] WA & W) /S P4 Ik SP1 %2 SP6 (SEQUENCE 1D NO:108.109.110.111.85191)
FIPUAPR AL APt P AR AR AR I 2 M SR R 52 o

[0398] k&1 1 HR (k) &7 DA Ik GESEQ IDHAE) :116.197.207.112.211
158.201.203.114.,183.130.113.182.167.166.152.220,213.215.154.219.218.165.123.
185.190.209.181.198.200.147.172.184.124.153.205.115.196.151.161.160.216.210.
208.146.133.204.212.206

[0399] R4S HT 2 HR KoK &F DL MK GEZSEQ IDAfE) :189.177.174.129.176,
202.193.195.194.192.182.128.220.127.134,136.135.180.179.178.219.218.145.120.
175.190.149.126.187.191.121.122.159.132.162.137.150.186.188.164.118.125.163
157,156,117,

[0400]  JKZHGWE 1 HR @) &AL MK GEZSEQ IDHAE) :74.76.106.102,101.100.
92.96.83.89.90.104.82.75.79.78.77.99.103.72.86.105.94.93.81.97.80.88.85.87 .
71.107.73.84.98.95.

[0401]  FRAIHWIE 2 HR (BE5) S AL HIIKIIE TR .

[0402]  JH100pMIEFATEG B K (Sp) 110 . Smg/m1 FIAFFRIIK AL S AL BRI 774 . 2/ NG I m it
AR, IR 20 (LPS) 7E28 R M RIBE5 S 2OE e e 6 P ATE 2 FEAR G4 - YR EA AL
Al -f-a (TNFo) F11H 4122 - 1B (IL- 1B) FUSEMn R R 2K T 220 At 5 2 B Lb ) dunne tAS:
¥ (], IR A S B I E A TR

[0403]  SZjitEA53 -5 Bk - RS 7

[0404] Pyt A AR 5 G AR TR PP AR RE » — FROTEAA (DMSO) & 16 2 T Fu /KA M 22 1
JR TR 51 AN FLHR R DMS O fr 243 B : SP1 (1155 HR) -0.3% .SP2 (1 374 HR) -0% .SP3
(E 155 HR) -0.3% .SP4 (E 54 HR) -1%.SP5(E 41 HR) -1% SP6 (E 788 HR) -0.3% JHM: Xt
H1-0% ofEitfTalamar bluelE 2 [, 14 5 H100pMP) B FRSPACFE A I 24/ N o FATAT IR &R
A KB TTR) .

[0405]  SCjitfh4-IRALEH) - il & AN

[0406] 3k K pHI 5 256 - TR I o B8 K il 25 R AL 5 « 0 7 IR 28 S ks i 1M 5
Mo J774 . 25 WG 40 FH 1mg /m 1110 . 5mg/m1 FIEERIR AL S A0 BE L F o SA AL E AL BE DA 40
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e T E BRI, LS —E R G & IR E BV IR AR, 4 Talamar blueil]
SE, IF ARSI 19 o AR FR (100 %) 1 E 23 e o T 1mg/m 1 (R R A5 25 4 it 77
I, R0 . Smg/mL KL &P F T-dE—2P e

[0407]  SJiafh5 - R MEFREH)

[0408]  JIlJ5E DMSOXS TNFafITIL - B4 WARKI SEMI o 1 % FUDMS O % HITNFal 7K1 (B 3A, #skskp
<0.001w.r.t LPS) ,Ff HAE/ MK TNFal g SEMa R 225 FEAE N o 4 T-DMSOFNIL - 1B 43 3A
AMEL R L TIBOR

[04091  Sitaf516 - 2 14 S

[04101 R & WA AKMR IR 2H S (12 HR) A0FF 24/ N THP - 145 (K B I 4, SR
FHLPSHIEL , SAACERRI 4 TEE B« SAKCER 4R, T2 HRASH 4R TNF -a
SR> 792 % o ££100ug/m1A1500ug/mI R FET 2 HR N AEE 8] 204500, R IT 2 1R
(1387 o

(04111 7R & WIANBE T~ 1 TR 1 S5 58, AE A B A R I PRSP s e 1, R DAAE
SERANGETT R TR
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Pl

Wi 1:P13918-1~
MAATTMKASFPLLMLMGISFLASVCVSSRSDPQNPFIFKSNKFQTLFENENGHIRLLQKFDQRSKIFENLOQNYRLLEYKSKPHTIFLPQHTDA
DYILVVLSGKAILTVLKPDDRNSFNLERGDTIKLPAGTIAYLVNRDDNEELRVLDLAIPVNRPGQLQSFLLSGNQNQQNYLSGFSKNILEASFN
TDYEEIEKVLLEEHEKETQHRRSLKDKRQQSQEENVIVKLSRGQIEELSKNAKSTSKKSVSSESEPFNLRSRGPIYSNEFGKFFEITPEKNPQLQ
DLDIFVNSVEIKEGSLLLPHYNSRAIVIVTVNEGKGDFELVGQRNENQQEQRKEDDEEEEQGEEEINKQVQNYKAKLSSGDVFVIPAGHPVA
VKASSNLDLLGFGINAENNQRNFLAGDEDNVISQIQRPVKELAFPGSAQEVDRILENQKQSHFADAQPQQRERGSRETRDRLSSV [SEQ
ID1]

[X 5k : 253 % 274 — PENLRSRGPIYSNEFGKFFEIT [SEQID 17 ]
il : SRGPIYSNEFGK [SEQID 71]
[ 1 : 110% 126 - KPDDRNSFNLERGDTIK [SEQID 18 |
fll : NSFNLER [SEQID 72]
[X 5% : 134 % 160 - YLVNRDDNEELRVLDLAIPVNRPGQLQ [SEQ D 19]
fii: : VLDLAIPVNR [SEQ ID 73]
iil; - DDNEELR [SEQ ID 74)
[X 4% : 331% 381 - QEQRKEDDEEEEQGEEEINKQVQNYKAKLSSGDVFVIPAGHPVAVKASSNL [SEQ ID 20]
fk : LSSGDVFVIPAGHPVAVK [SEQ ID 75]
JIt;: EDDEEEEQGEEEINK [SEQ ID 76)
[X4# : 175% 242 - SGFSKNILEASFNTDYEEIEKVLLEEHEKETQHRRSLKDKRQQSQEENVIVKLSRGQIEELSKNAKST [SEQ
ID 21]
ik : NILEASFNTDYEEIEKVLLEEHEKETQHR [SEQ ID 77]
Ik : NILEASFNTDYEEIEKVLLEEHEK [SEQ ID 78]
ik : NILEASFNTDYEEIEK [SEQ ID 79]
I : RQQSQEENVIVK [SEQ ID 80]
Il : QQSQEENVIVK [SEQ ID 81])
fif; : LSRGQIEELSK [SEQ ID 82]
fik : GQIEELSK [SEQ ID 83]
ik : VLLEEHEK [SEQ ID 84]
[0412] [X $i: 35 % 108 - PFIFKSNKFQTLFENENGHIRLLQKFDQRSKIFENLQNYRLLEYKSKPHTIFLPQHTDADYILVVLSGKAILTV
[SEQID 22]
JIk: : SKPHTIFLPQHTDADYILVVLSGK [SEQ ID 85]
JIk : PHTIFLPQHTDADYILVVLSGK [SEQ ID 86]
I : SNKFQTLFENENGHIR [SEQ ID 87]
I : SKIFENLQNYR [SEQ ID 88]
JIK : IFENLQNYR [SEQ ID 89]
[X #i: 423 7% 450 - QEVDRILENQKQSHFADAQPQQRERGSR [SEQ ID 23]
il : ILENQKQSHFADAQPQQR [SEQ ID 90]

JI. PGQLQSFLLSGNQNQQNYLSGFSK [SEQID 91]

Bi L H 1M 2: P02856 -2 -
DRRQELSNENVLVKVSRRQLEELSKNAKSSSRRSVSSESGPFNLRSEDPLYSNNSGKFFELTPEKNQQLQDLDLFVNSVDLKEGSLLLPNYNS
RALLVLVLVVNEGKGDFELVGQRNENQGKEN [SEQ ID 2]
[X 1 : 53 %2 87 - NNSGKFFELTPEKNQQLQDLDLFVNSVDLKEGSLL [SEQ ID 24]
Itk : FFELTPEKNQQLQDLDLFVNSVDLK [SEQ ID 92]
[X 5k : 14 % 30 - KVSRRQLEELSKNAKSS [SEQ ID 25]
fIk: : QLEELSK [SEQ 1D 93]

Bi T 2 1% 3:P15838-3-
MATKLLALSLSFCFLLLGGCFALREQPEQNECQLERLNALEPDNRIESEGGLIETWNPNNKQFRCAGVALSRATLQHNALRRPYYSNAPQEI
FIQQGNGYFGMVFPGCPETFEEPQESEQGEGRRYRDRHQKVNRFREGDIIAVPTGIVFWMYNDQDTPVIAVSLTDIRSSNNQLDQMPRR
FYLAGNHEQEFLRYQHQQGGKQEQENEGNNIFSGFKRDFLEDAFNVNRHIVDRLQGRNEDEEKGAIVKVKGGLSIISPPEKQARHQRGSR
QEEDEDEDEERQPRHQRGSRQEEEEDEDEERQPRHQRRRGEEEEEDKKERRGSQKGKSRRQGDNGLEETVCTAKLRLNIGPSSSPDIYNPE
AGRIKTVTSLDLPVLRWLKLSAEHGSLHKNAMFVPHYNLNANSIIYALKGRARLQVVNCNGNTVFDGELEAGRALTVPQNYAVAAKSLSD
RFSYVAFKTNDRAGIARLAGTSSVINNLPLDVVAATFNLQRNEARQLKSNNPFKFLVPARQSENRASA [SEQ ID 3]
[X f#: 267 7 287 - QRGSRQEEDEDEDEERQPRHQ [SEQ ID 26]
fit: : QEEDEDEDEER [SEQ ID 94]
[X f#: 190 % 222 - QEFLRYQHQQGGKQEQENEGNNIFSGFKRDFLE [SEQ ID 27]
fit: : YQHQQGGKQEQENEGNNIFSGFK [SEQ ID 95)
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WU HEEAM 4:Q9M3X6-4-
MATTIKSRFPLLLLLGIIFLASVVCVTYANYDEGSEPRVPAQRERGRQEGEKEEKRHGEWRPSYEKEEDEEEGQRERGRQEGEKEEKRHGE
WRPSYEKQEDEEEKQKYRYQREKEDEEEKQKYQYQREKKEQKEVQPGRERWEREEDEEQVDEEWRGSQRREDPEERARLRHREERTKR
DRRHQREGEEEERSSESQERRNPFLFKSNKFLTLFENENGHIRLLQRFDKRSDLFENLQNYRLVEYRAKPHTIFLPQHIDADLILVVLSGKAILT
VLSPNDRNSYNLERGDTIKLPAGTTSYLVNQDDEEDLRLVDLVIPVNGPGKFEAFDLAKNKNQYLRGFSKNILEASYNTRYETIEKVLLEEQE
KDRKRRQQGEETDAIVKVSREQIEELKKLAKSSSKKSLPSEFEPINLRSHKPEYSNKFGKLFEITPEKKYPQLQDLDLFVSCVEINEGALMLPHY
NSRAIVVLLVNEGKGNLELLGLKNEQQEREDRKERNNEVQRYEARLSPGDVVIIPAGHPVAITASSNLNLLGFGINAENNERNFLSGSDDNV
ISQIENPVKELTFPGSVQEINRLIKNQKQSHFANAEPEQKEQGSQGKRSPLSSILGTFY [SEQ ID 4]
[X ¥ : 284 4% 317 - YNLERGDTIKLPAGTTSYLVNQDDEEDLRLVDLY [SEQID 28]
Ik : GDTIKLPAGTTSYLVNQDDEEDLR [SEQ ID 96]
X1k : 321 % 400-
NGPGKFEAFDLAKNKNQYLRGFSKNILEASYNTRYETIEKVLLEEQEKDRKRRQQGEETDAIVKVSREQIEELKKLAKSS [SEQ ID 29]
Ik : RQQGEETDAIVK [SEQ ID 97]
Ik : VLLEEQEKDRK [SEQ ID 98]
Itk : NILEASYNTR [SEQID 99]
Ik : FEAFDLAK [SEQID 100]
Itk : EQIEELKK [SEQ ID 101]
ik : EQIEELK [SEQID 102]
Ik : NKNQYLR [SEQ ID 103]
[X I : 503 %3 549 - RYEARLSPGDVVIIPAGHPVAITASSNLNLLGFGINAENNERNFLSG [SEQ ID 30]
ik : LSPGDVVIIPAGHPVAITASSNLNLLGFGINAENNER [SEQ ID 104]
[X #i% : 89 4% 112 - HGEWRPSYEKQEDEEEKQKYRYQR [SEQ ID 31]
ik : PSYEKQEDEEEKQK [SEQ ID 105]
[X 1% : 62 4% 80 - PSYEKEEDEEEGQRERGRQ [SEQ ID 32]
ik : EEDEEEGQR [SEQ ID 106]

BisiH A 5:D3VNE1-5-
MAATPIKPLMLLAIAFLASVCVSSRSDQENPFIFKSNRFQTLYENENGHIRLLQKFDKRSKIFENLQNYRLLEYKSKPRTLFLPQYTDADFILVV
LSGKATLTVLKSNDRNSFNLERGDTIKLPAGTIAYLANRDDNEDLRVLDLTIPVNKPGQLQSFLLSGTQNQPSLLSGFSKNILEAAFNTNYEEI
EKVLLEQQEQEPQHRRSLKDRRQEINEENVIVKVSREQIEELSKNAKSSSKKSVSSESGPFNLRSRNPIYSNKFGKFFEITPEKNQQLQDLDIF
VNSVDIKEGSLLLPNYNSRAIVIVTVTEGKGDFELVGQRNENQGKENDKEEEQEEETSKQVQLYRAKLSPGDVFVIPAGHPVAINASSDLNLI
GFGINAENNERNFLAGEEDNVISQVERPVKELAFPGSSHEVDRLLKNQKQSYFANAQPLQRE [SEQ ID 5]

ik : 75 4* 104 - KSKPRTLFLPQYTDADFILVVLSGKATLTV [SEQ ID 33]

Jik : TLFLPQYTDADFILVVLSGK [SEQ ID 107]

FKHEAM 7: Q6K508
MATTTSLLSSCLCALLLAPLFSQGVDAWESRQGASRQCRFDRLQAFEPLRKVRSEAGDTE
YFDERNEQFRCAGVFVIRRVIEPQGLVVPRYSNTPALAYIIQGKGYVGLTFPGCPATHQQ
QFQLFEQRQSDQAHKFRDEHQKIHEFRQGDVVALPASVAHWFYNGGDTPAVVVYVYDIKS
FANQLEPRQKEFLLAGNNQRGQQIFEHSIFQHSGQNIFSGFNTEVLSEALGINTEASKRL
QSQNDQRGDIIRVKHGLQLLKPTLTQRQEEHRQYQQVQYREGQYNGLDENFCTIKARVNI
ENPSRADYYNPRAGRITLLNNQKFPILNLIGMGAARVNLYQNALLSPFWNINAHSVVYII
QGSVRVQVANNQGRSVFNGVLHQGQLLIIPQNHAVIKKAEHNGCQYVAIKTISDPTVSWV
AGKNSILRALPVDVIANAYRISRDEARRLKNNRADEIGPFTPRFPQKSQRGYQFLTEGLS
LIGM [SEQID 6]

ik : GYVGLTFPGCPATHQQQFQLFEQR [SEQ ID 108]

KAKHEAM 8: Q6K7K6
MASMSTILPLCLGLLLFFQVSMAQFSFGGSPLQSPRGFRGDQDSRHQCRFEHLTALEATH
QQRSEAGFTEYYNIEARNEFRCAGVSVRRLVVESKGLVLPMYANAHKLVYIVQGRGVFGM
ALPGCPETFQSVRSPFEQEVATAGEAQSSIQKMRDEHQQLHQFHQGDVIAVPAGVAHWLY
NNGDSPVVAFTVIDTSNNANQLDPKRREFFLAGKPRSSWQQQSYSYQTEQLSRNQNIFAG
FSPDLLSEALSVSKQTVLRLQGLSDPRGAIIRVENGLQALQPSLQVEPVKEEQTQAYLPT
KQLOQPTWLRSGGACGQQNVLDEIMCAFKLRKNIDNPQSSDIFNPHGGRITRANSQNFPIL
NIIQMSATRIVLQNNALLTPHWTVNAHTVMYVTAGQGHIQVVDHRGRSVFDGELHQQQIL
LIPQNFAVVVKARREGFAWVSFKTNHNAVDSQIAGKASILRALPVDVVANAYRLSREDSR
HVKFNRGDEMAVFAPRRGPQQYAEWQINEK [SEQID 7]

Jik : RGPQQYAEWQINEK [SEQ ID 109]
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B V.4 (4 6: P13919
MATTIKSRFPLLLLLGIIFLASVVSVTYANYDEGSEPRVPAQRERGRQEGEKEEKRHGEW
RPSYEKEEDEEEGQRERGRQEGEKEEKRHGEWGPSYEKQEDEEEKQKYRYQREKEDEEEK
QKYQYQREKKEQKEVQPGRERWEREEDEEQVDEEWRGSQRREDPEERARLRHREERTKRD
RRHQREGEEEERSSESQERRNPFLFKSNKFLTLFENENGHIRLLQRFDKRSDLFENLQNY
RLVEYRAKPHTIFLPQHIDADLILVVLSGKAILTVLSPNDRNSYNLERGDTIKLPAGTTS
YLVNQDDEEDLRLVDLVIPVNGPGKFEAFDLAKNKNQYLRGFSKNILEASYNTRYETIEK
VLLEEQEKDRKRRQQGEETDAIVKVS [SEQ ID 8]

fik : LVDLVIPVNGPGKFEAFDLAK [SEQ ID 110]

i . 1) 7: P02855
MATTIKSRFPLLLLLGIIFLASVVSVTYANYDEGSEPRVPAQRERGRQEGEKEEKRHGEW
RPSYEKEEDEEEGQRERGRQEGEKEEKRHGEWGPSYEKQEDEEEKQKYRYQREKEDEEEK
QKYQYQREKKEQKEVQPGRERWEREEDEEQVDEEWRGSQRREDPEERARLRHREERTKRD
RRHQREGEEEERSSESQERRNPFLFKSNKFLTLFENENGHIRLLQRFDKRSDLFENLQNY
RLVEYRAKPHTIFLPQHIDADLILVVLSGKAILTVLSPNDRNSYNLERGDTIKLPAGTTS
YLVNQDDEEDLRLVDLVIPVNGPGKFEAFDLAKNKNQYLRGFSKNILEASYNTRYETIEK
VLLEEQEKDRKRRQQGEETDAIVKVS [SEQ ID 9]

Jil, : KNPQLQDLDIFVNYVEIK [SEQ ID 111]

KAHFEAM 1:P14323-1-
MASSVFSRFSIYFCVLLLCHGSMAQLFNPSTNPWHSPRQGSFRECRFDRLQAFEPLRKVRSEAGVTEYFDEKNELFQCTGTFVIRRVIQPQG
LLVPRYTNIPGVVYIIQGRGSMGLTFPGCPATYQQQFQQFSSQGQSQSQKFRDEHQKIHQFRQGDIVALPAGVAHWFYNDGDAPIVAVY
VYDVNNNANQLEPRQKEFLLAGNNNRAQQQQVYGSSIEQHSGQNIFSGFGVEMLSEALGINAVAAKRLQSQNDQRGEIIHVKNGLQLLK
PTLTQQQEQAQAQDQYQQVQYSERQQTSSRWNGLEENFCTIKVRVNIENPSRADSYNPRAGRITSVNSQKFPILNLIQMSATRVNLYQN
AILSPFWNVNAHSLVYMIQGRSRVQVVSNFGKTVFDGVLRPGQLLIIPQHYAVLKKAEREGCQYIAIKTNANAFVSHLAGKNSVFRALPVD
VVANAYRISREQARSLKNNRGEEHGAFTPRFQQQYYPGLSNESESETSE [SEQ ID 10]

[ 1k

[X £k

[X £k

[X K

X Fik

[ $5k

[X £:%

[X 1k

[X &k

: 138 42159 - SQSQKFRDEHQKIHQFRQGDIV [SEQ ID 34]

fil; : DEHQKIHQFR [SEQ ID 112]
fil; : FRDEHQK [SEQ D 113]

: 336 %2358 - VNSQKFPILNLIQMSATRVNLYQ [SEQ ID 35]

fil. : FPILNLIQMSATR [SEQID 114]

: 423 7462 - YIAIKTNANAFVSHLAGKNSVFRALPVDVVANAYRISREQ [SEQ ID 36)

ik, : TNANAFVSHLAGK [SEQID 115]
ik : ALPVDVVANAYR [SEQID 116]

: 175 %3205 - APIVAVYVYDVNNNANQLEPRQKEFLLAGNN [SEQ D 37]

fik : YVYDVNNNANQLEPRQKEFL [SEQ ID 117]
fik : VYVYDVNNNANQLEPRQKEFL [SEQ ID 118]

: 318 43334 - ENPSRADSYNPRAGRIT [SEQ ID 38]

Jik; : ADSYNPR [SEQ ID 119]

: 265 %3 296 - GLQLLKPTLTQQQEQAQAQDQYQQVQYSERQQ [SEQ ID 39]

fIk : KPTLTQQQEQAQAQDQ [SEQ ID 120]
ik : acAQDQYQQVQY [SEQ ID 121]
fik : aaqDQYQQVQY [SEQ ID 122]

: 45 %% 62 - CRFDRLQAFEPLRKVRSE [SEQ ID 40]

Il : LQAFEPLR [SEQID 123]

:361 % 408 - ILSPFWNVNAHSLVYMIQGRSRVQVVSNFGKTVFDGVLRPGQLLIIPQ [SEQ ID 41]

fIk : SRVQVVSNFGK [SEQ ID 124]

Mk - WNVNAHSLVY [SEQID 125]

fIk - NVNAHSLVY [SEQ ID 126]

fIk : IQGRSRVQVVSNFGK [SEQ ID 127]
fik : GKTVFDGVLRPGQL [SEQ ID 128)
fIk : FGKTVFDGVLRPGAQL [SEQ ID 129]

1476 43499 - AFTPRFQQQYYPGLSNESESETSE [SEQ ID 42]

fIk : FQQQYYPGLSNESESETSE [SEQ ID 130]
fil. : QQYYPGLSN [SEQ ID 131]
fik : QQQYYPGLSN [SEQ ID 132]

KHKE A 2:P07728-2-
MASINRPIVFFTVCLFLLCNGSLAQQLLGQSTSQWQSSRRGSPRECRFDRLQAFEPIRSVRSQAGTTEFFDVSNEQFQCTGVSVVRRVIEPR
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GLLLPHYTNGASLVYIIQGRGITGPTFPGCPESYQQQFQQSGQAQLTESQSQSQKFKDEHQKIHRFRQGDVIALPAGVAHW CYNDGEVPV
VAIYVTDLNNGANQLDPRQRDFLLAGNKRNPQAYRREVEERSQNIFSGFSTELLSEALGVSSQVARQLQCQNDQRGEIVRVEHGLSLLQPY
ASLQEQEQGQVQSRERYQEGQYQQSQYGSGCSNGLDETFCTLRVRQNIDNPNRADTYNPRAGRVTNLNTQNFPILSLVQMSAVKVNLY
QNALLSPFWNINAHSVVYITQGRARVQVVNNNGKTVFNGELRRGQLLIIPQHYAVVKKAQREGCAYIAFKTNPNSMVSHIAGKSSIFRAL
PNDVLANAYRISREEAQRLKHNRGDEFGAFTPIQYKSYQDVYNAAESS [SEQ ID 11]
[X § : 332% 362 - PRAGRVTNLNTQNFPILSLVQMSAVKVNLYQ [SEQ ID 43]
il : VTNLNTQNFPILSLVQMSAVK [SEQID 133]
X1k : 375% 406 - HSVVYITQGRARVQVVNNNGKTVFNGELRRGQ [SEQ ID 44]
il : ITQGRARVQVVNNNGKTVF [SEQ ID 134]
ik : ITQGRARVQVVNNNGKTVFNGE [SEQ ID 135]
it : ITQGRARVQVVNNNGKTVFNG [SEQID 136]
fit; : RVQVVNNNGKTVF [SEQ ID 137]
[X 1, : 440 % 471 - HIAGKSSIFRALPNDVLANAYRISREEAQRLK [SEQ ID 45]
fil. : RALPNDVLANAYRISREE [SEQ ID 138]
ik : SIFRALPNDVLANAYR [SEQ ID 139]
fIk : SIFRALPNDVLANAY [SEQ ID 140]
Ik : SIFRALPNDVLAN [SEQ ID 141]
ik : SSIFRALPNDVLANAYR [SEQ ID 142]
fil : SIFRALPNDVLANAYRISREE [SEQ ID 143]
Ik : SIFRALPND [SEQD 144]
[X 1 : 180 %5 208 - VPVVAIYVTDLNNGANQLDPRQRDFLLAG [SEQ ID 46]
ik : IYVTDLNNGANQLDPRQRD [SEQ ID 145]

KAKEAMR 3:P07730-2-
MASINRPIVFFTVCLFLLCDGSLAQQLLGQSTSQWQSSRRGSPRGCRFDRLQAFEPIRSVRSQAGTTEFFDVSNELFQCTGVSVVRRVIEPR
GLLLPHYTNGASLVYIIQGRGITGPTFPGCPETYQQQFQQSGQAQLTESQSQSHKFKDEHQKIHRFRQGDVIALPAGVAHWCYNDGEVPV
VAIYVTDINNGANQLDPRQRDFLLAGNKRNPQAYRREVEEWSQNIFSGFSTELLSEAFGISNQVARQLQCQNDQRGEIVRVERGLSLLQPY
ASLQEQEQGQMQSREHYQEGGYQQSQYGSGCPNGLDETFCTMRVRQNIDNPNRADTYNPRAGRVTNLNSQNFPILNLVQMSAVKVN
LYQNALLSPFWNINAHSIVYITQGRAQVQVVNNNGKTVFNGELRRGQLLIVPQHYVVVKKAQREGCAYIAFKTNPNSMVSHIAGKSSIFR
ALPTDVLANAYRISREEAQRLKHNRGDEFGAFTPLQYKSYQDVYNVAESS [SEQ ID 12]

[X#£ : 311 % 362 - TFCTMRVRQNIDNPNRADTYNPRAGRVTNLNSQNFPILNLVQMSAVKVNLYQ [SEQ ID 47)
fil; : VTNLNSQNFPILNLVQMSAVK [SEQID 146]
Ik : QNIDNPNR [SEQ ID 147]
il : ADTYNPR [SEQ ID 148]
fil; : NIDNPNRADTYNPRAGRVTNL [SEQ ID 149]
ik : RVRQNIDNPNRADTYNPRAGRVTNL [SEQ ID 150]
[X 4k : 427 %5499 -
YIAFKTNPNSMVSHIAGKSSIFRALPTDVLANAYRISREEAQRLKHNRGDEFGAFTPLQYKSYQDVYNVAESS[SEQ ID 48]
fI. : TNPNSMVSHIAGKSSIFR [SEQ ID 151]
fIl; : HNRGDEFGAFTPLQYK [SEQID 152]
ik : SYQDVYNVAESS [SEQID 153]
fil; : ISREEAQR [SEQ ID 154]
il : SIFRALPTDVLANAYRISREE [SEQ ID 155]
il : YRISREEAQRLKHNRGDEF [SEQ ID 156)
fil; : YRISREEAQRLKHNRGDE [SEQ ID 157]
[X 1 : 143 % 178 - SQSHKFKDEHQKIHRFRQGDVIALPAGVAHWCYNDG [SEQ ID 49]
fif; : FKDEHQKIHR [SEQ ID 158]
fif: : QGDVIALPAGVAHW [SEQ ID 159]
[X 5 : 381 % 409 - TQGRAQVQVVNNNGKTVFNGELRRGQLLI [SEQ ID 50]
Ak : TVENGELRR [SEQ ID 160]
Ik : TVENGELR [SEQID 161)
Ik : QvQVVNNNGKTVF [SEQ ID 162]
(X154 : 101% 124 - NGASLVYIIQGRGITGPTFPGCPE [SEQ ID 51]
fIk : YIIQGRGITGPTF [SEQ ID 163]
Ik : VYIIQGRGITGPTF [SEQ ID 164]
[X 1k : 46% 66 - CRFDRLQAFEPIRSVRSQAGT [SEQ ID 52]
il : LQAFEPIRSVR [SEQ ID 165]
[X %% : 253 % 292 - QNDQRGEIVRVERGLSLLQPYASLQEQEQGQMAQSREHYQE [SEQ ID 53]
Il : GLSLLQPYASLQEQEQGQMAQSR [SEQ ID 166]
il : GEIVRVER [SEQID 167]
Ik : RGLSLLQPYASLQ [SEQID 168]
Il : RGLSLLQPYASLQEQ [SEQ ID 169]
Ik : RGLSLLQPYASLQEQE [SEQ ID 170]
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fif : RGLSLLQPYASLQE [SEQ ID 171]
[%hf :199 % 233 - PRORDFLLAGNKRNPQAYRREVEEWSQNIFSGFST [SEQ ID 54]
fif; : RNPQAYR [SEQ ID 172]
fif : FLLAGNKRNPQAY [SEQ ID 173]
fif : EVEEWSQNIF [SEQ ID 174]
fif; : LAGNKRNPQAYR [SEQ ID 175]
fif : FLLAGNKRNPQA [SEQ ID 176]

JAKHE AN 4:Q0D750 -3~
MASNKVVFSVLLLAVVSVLAATATMAEYHHQDQVVYTPGPLCQPGMGYPMYPLPRCRALVKRQCVGRGTAAAAEQVRRDCCRQLAAV
DDSWCRCEAISHMLGGIYRELGAPDVGHPMSEVFRGCRRGDLERAAASLPAFCNVDIPNGGGGVCYWLARSGY [SEQ ID 13]

X 4% : 102 %% 124 - GGIYRELGAPDVGHPMSEVFRGC [SEQ ID 55]
[tk : ELGAPDVGHPMSE [SEQ ID 177]

KAKEAN 5:P14614-4 -
MATIAFSRLSIYFCVLLLCHGSMAQLFGPNVNPWHNPRQGGFRECRFDRLQAFEPLRRVRSEAGVTEYFDEKNEQFQCTGTFVIRRVIEPQ
GLLVPRYSNTPGMVYIIQGRGSMGLTFPGCPATYQQQFQQFLPEGQSQSQKFRDEHQKIHQFRQGDIVALPAGVAHWFYNEGDAPVVA
LYVFDLNNNANQLEPRQKEFLLAGNNNREQQMYGRSIEQHSGQNIFSGFNNELLSEALGVNALVAKRLQGQNDQRGEIIRVKNGLKLLRP
AFAQQQEQAQQQEQAQAQYQVQYSEEQQPSTRCNGLDENFCTIKARLNIENPSHADTYNPRAGRITRLNSQKFPILNLVQLSATRVNLY
QNAILSPFWNVNAHSLVYIVQGHARVQVVSNLGKTVFNGVLRPGQLLIPQHYVVLKKAEHEGCQYISFKTNANSMVSHLAGKNSIFRAM
PVDVIANAYRISREQARSLKNNRGEELGAFTPRYQQQTYPGFSNESENEALE [SEQ ID 14]

X34 :372 %397 - HSLVYIVQGHARVQVVSNLGKTVFNG [SEQ ID 56]
fik : IVQGHARVQVVSNLGK [SEQ ID 178]
il : IVQGHARVQVVSNL [SEQID 179]
il : IVQGHARVQVVSN [SEQ ID 180]

[X#4 :464 % 486 - ARSLKNNRGEELGAFTPRYQQQT [SEQ ID 57]
JIk : NNRGEELGAFTPR [SEQ ID 181]
Iik : GEELGAFTPR [SEQ ID 182]

X34 :337 % 359 - LNSQKFPILNLVQLSATRVNLYQ [SEQ ID 58]
fikk : FPILNLVQLSATR [SEQ ID 183)

[XHK :210% 203-

[0416] QMYGRSIEQHSGQNIFSGFNNELLSEALGVNALVAKRLQGQNDQRGEIIRVKNGLKLLRPAFAQQQEQAQQQEQAQAQYQVQYS [SEQ ID
59]

I : SIEQHSGQNIFSGFNNELLSEALGVNALVAK [SEQ ID 184]
I : LQGQNDQR [SEQ ID 185]
I : SGFNNELLSEALGVNALVAK [SEQID 186]

J : PAFAQQQEQAQQQEQAQAQY [SEQ ID 187]
| : VAKRLQGQNDQRGEI [SEQ ID 188]
| : ALVAKRLQGQNDQRGEI [SEQ ID 189]
Jik : LQGQNDQRGEIIR [SEQ ID 190]
[ :24 % 47 - AQLFGPNVNPWHNPRQGGFRECRF [SEQ ID 60)
fi; : PNVNPWHNPRQGGF [SEQ ID 191]
[X 1 :164 % 186 - GVAHWFYNEGDAPVVALYVEDLN [SEQ ID 61]
fik : FYNEGDAPVVALY [SEQ ID 192]
fik : FYNEGDAPVV [SEQ ID 193]
fik : FYNEGDAPVVAL [SEQ ID 194]
fik : FYNEGDAPVVA [SEQ ID 195]
[X# :424 % 463 - YISFKTNANSMVSHLAGKNSIFRAMPVDVIANAYRISREQ [SEQ ID 62]
fil : TNANSMVSHLAGK [SEQ ID 196]
fil: : AMPVDVIANAYR [SEQ ID 197]

KKHE A 6: QODEVS - 5-
MSALTTSQLATSATGFGIADRSAPSSLLRHGFQGLKPRSPAGGDATSLSVTTSARATPKQQRSVQRGSRRFPSVVVYATGAGMNVVFVGA
EMAPWSKTGGLGDVLGGLPPAMAANGHRVMVISPRYDQYKDAWDTSVVAEIKVADRYERVRFFHCYKRGVDRVFIDHPSFLEKVWGK
TGEKIYGPDTGVDYKDNQMRFSLLCQAALEAPRILNLNNNPYFKGTYGEDVVFVCNDWHTGPLASYLKNNYQPNGIYRNAKVAFCIHNIS
YQGRFAFEDYPELNLSERFRSSFDFIDGYDTPVEGRKINWMKAGILEADRVLTVSPYYAEELISGIARGCELDNIMRLTGITGIVNGMDVSE
WDPSKDKYITAKYDATTAIEAKALNKEALQAEAGLPVDRKIPLIAFIGRLEEQKGPDVMAAAIPELMQEDVQIVLLGTGKKKFEKLLKSMEE
KYPGKVRAVVKFNAPLAHLIMAGADVLAVPSRFEPCGLIQLQGMRYGTPCACASTGGLVDTVIEGKTGFHMGRLSVD CKVVEPSDVKKV
AATLKRAIKVVGTPAYEEMVRNCMNQDLSWKGPAKNWENVLLGLGVAGSAPGIEGDEIAPLAKENVAAP [SEQ ID 15]

[X 4§ :571% 608 - KGPAKNWENVLLGLGVAGSAPGIEGDEIAPLAKENVAA [SEQ ID 63]
fik : NWENVLLGLGVAGSAPGIEGDEIAPLAK [SEQ ID 198]
fik : NVLLGLGVAGSAPGIEGDE [SEQ ID 199]
fik: : NWENVLLGLGVAGSAPGIEGDEIAPLAK [SEQ ID 200]
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[X 14 :458 4: 488 - RAVVKFNAPLAHLIMAGADVLAVPSRFEPCG [SEQ ID 64]
Itk : FNAPLAHLIMAGADVLAVPSR [SEQ ID 201]
HE : FNAPLAHLIM [SEQ ID 202]
Ik : FNAPLAHLIMAGADVLAVPSR [SEQ ID 203]
[X34 : 545 4% 566 - KRAIKVWGTPAYEEMVRNCMNQ [SEQ ID 65]
JIt : VWGTPAYEEMVR [SEQ ID 204]
[X1# :93 4 147 - APWSKTGGLGDVLGGLPPAMAANGHRVMVISPRYDQYKDAWDTSVVAEIKVADRY [SEQ ID 66]
JIK : TGGLGDVLGGLPPAMAANGHR [SEQ ID 205]
JIk : YDQYKDAWDTSVVAEIK [SEQ ID 206]
JIk : DAWDTSVVAEIK [SEQ ID 207]
JIK : vmVISPR [SEQ ID 208]

X5 305 43 413-
INWMKAGILEADRVLTVSPYYAEELISGIARGCELDNIMRLTGITGIVNGMDVSEWDPSKDKYITAKYDATTAIEAKALNKEALQAEAGLPVDR
KIPLIAFIGRLEEQK [SEQID 67]

it : LTGITGIVNGMDVSEWDPSKDK [SEQ ID 209]
it : VLTVSPYYAEELISGIAR [SEQ ID 210]
Jit: : EALQAEAGLPVDRK [SEQ ID 211]
fik : YDATTAIEAK [SEQ ID 212]
ik : IPLIAFIGR [SEQ D 213]
ik : AGILEADR [SEQ D 214]
ik : IPLIAFIGR [SEQ D 215]
[X % : 158 4% 202 - RGVDRVFIDHPSFLEKVWGKTGEKIYGPDTGVDYKDNQMRFSLLC [SEQ ID 68]
JIt : VFIDHPSFLEK [SEQ ID 216]
JI : GPDTGVDYKDNQM [SEQ ID 217]
it : IYGPDTGVDYKDNQMR [SEQ ID 218]
Jit: : IYGPDTGVDYK [SEQ ID 219]
[X % : 206 %% 226 - LEAPRILNLNNNPYFKGTYGE [SEQ ID 69]
Jit : ILNLNNNPYFK [SEQ 1D 220]

%) Po2855
fik : KNPQLQDLDI [SEQ ID 356]

HEAMN PO7730
Jif : GQSTSQWAQSSR [SEQ ID 357]
ik : QSTSQWQSSR [SEQ ID 358]

HAMN P0o7728
fik : QsTsQwassR ( tZTEPOTT3094 ) [SEQ ID 359]

WM P13918
ik : EEEEQGEEEINK [SEQ ID 360]

H|AM P14323
fil; : PSTNPWHSPR [SEQ ID 361]
fik : AQAQDQYQQVQYSE [SEQ ID 362]
[k : SEAGVTEYFDEKNELFQCTGTFVIRR [SEQ ID 363]
fi : QAQAQDQYQQVQYSE [SEQ ID 363]
fit: : GSMGLTFPGCPAT ({1 #EP14614h ) [SEQID 365]
fik : GSMGLTFPGCPATY (i 7EP14614 ) [SEQ ID 366]

WA P14614
ik : LGAFTPRY [SEQID 367]
fik : LGAFTPRYQQ [SEQID 368]
Jik : ALGVNALVAKRLQGQN [SEQ ID 369]
fit: : LGAFTPRYQ [SEQID 370]
fik : GSMGLTFPGCPAT ({1 7£P14323th ) [SEQID 371]
fik : GSMGLTFPGCPATY ({h7EP14323 ) [SEQID 372]

HANMN P15838
it : SNNPFKFLVPARQS [SEQ ID 373]

HF Q6K508
fik : CAGVFVIRR [SEQ ID 374]
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H% Q6K7K6
il : GSPLQSPRGF [SEQ ID 375]
ik : RSSWQQQSY [SEQID 376]
fik; : SFGGSPLQSPR [SEQID 377]
ik : YLPTKQLQPTW [SEQ ID 378]
i : GKPRSSWQQQ [SEQ ID 379]
ik : FGGSPLQSPRG [SEQID 380]

HIE QIM3X6
ik : LNLLGFGINAENNE [SEQ ID 381]

WSk [SEQID 381 -417)

LRGFSK [381]

GALMLPHYN

GALMLPHYNSR

VFDGVLRPG

LQSQND

LQSQNDQRGEI
QSQNDQRGEIIHVK

RGEIHVK

RLQSQNDQ

RLQSQNDQRG [SEQ ID 390]
RLQSQNDQRGEIIH

MPMP

PMPL

LEPDNR

GIARLAGTSSVIN

RSQNIF

PNSM

GHPM

HPMS

FLPQHTD [SEQ ID 400]
EWQINEK

GPQQYAEWQINEK

PQQYAEWQ

RGPQQYA

HNPR

WHN

WDP

HPSF
PGQLQSFLLSGNQNQQNYLSGF
QLQSFLLSGNQNQQNYLSGFSK [SEQ ID 410)
QSFLLSGNQNQQ.
PGQLQSFLLSGN

QSFLLSGNQ

QNQQNYLSGFSK

YLRGFS

PVEMPTLLYPS
RGPQQYAEWQINE [SEQID 417)
TVEDGVLRPGQL

LDALEPDNR
RLQSQNDQRGEIIHVK [SEQ ID 420]
VLDLAIPVNRPGQL
HGPVEMPYTLLYPSSK [SEQ ID 422]
GYYGEQQQQPGMTR [SEQ ID 423] K [1/fi : P29835 - § — JoK

SEEGYYGEQQQQPGMTR [SEQ ID 424] H1[1)fi : P29835-5— JOK

HIE :P29835-5- Ak

MASKVVFFAAALMAAMVAISGAQLSESEMRFRDRQCQREVQDSPLDACRQVLDRQLTGRERFQPMFRRPGALGLRMQCCQQLQDVSRE
CRCAAIRRMVRSYEESMPMPLEQGWSSSSSEYYGGEGSSSEQGYYGEGSSEEGYYGEQQQQPGMTRVRLTRARQYAAQLPSMCRVEPQQC

SIFAAGQY [SEQ ID 353]
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I :PO2857-1- BT (Pea)
MAKLLALSLSFCFLLLGGCFALREQPQQNECQLERLDALEPDNRIESEGGLIETWNPNNKQFRCAGVALSRATLQRNALRRPYYSNAPQEIFIQ
QGNGYFGMVFPGCPETFEEPQESEQGEGRRYRDRHQKVNRFREGDIIAVPTGIVFWMYNDQDTPVIAVSLTDIRSSNNQLDQMPRRFYLAG
NHEQEFLQYQHQQGGKQEQENEGNNIFSGFKRDYLEDAFNVNRHIVDRLQGRNEDEEKGAIVKVKGGLSIISPPEKQARHQRGSRQEEDED
EEKQPRHQRGSRQEEEEDEDEERQPRHQRRRGEEEEEDKKERGGSQKGKSRRQGDNGLEETVCTAKLRLNIGPSSSPDIYNPEAGRIKTVTSL
DLPVLRWLKLSAEHGSLHKNAMFVPHYNLNANSIIYALKGRARLQVVNCNGNTVFDGELEAGRALTVPQNYAVAAKSLSDRFSYVAFKTNDR
AGIARLAGTSSVINNLPLDVVAATFNLQRNEARQLKSNNPFKFLVPARESENRASA [SEQ ID 354]

HI :P09918- 14 -Bi . (Pisum sativum)
MFSGVTGILNRGHKIKGTVVLMRKNVLDINSLTTVGGVIGQGFDILGSTVDNLTAFLGRSVSLQLISATKPDATGKGKLGKATFLEGIISSLPTLG
AGQSAFKIHFEWDDDMGIPGAFYIKNFMQTEFFLVSLTLDDIPNHGSIYFVCNSWIYNAKHHKIDRIFFANQTYLPSETPAPLVHYREEELNNLR
GDGTGERKEWERIYDYDVYNDLGNPDSGENHARPVLGGSETYPYPRRGRTGRKPTRKDPNSESRSDYVYLPRDEAFGHLKSSDFLTYGLKAVS
QNVVPALESVFFDLNFTPNEFDSFDEVHGLYEGGIKLPTNILSQISPLPVLKEIFRTDGENTLKYPPPKVIQVSRSGWMTDEEFAREMLAGVNPN
VICCLQEFPPRSKLDSQIYGDHTSKISKEHLEPNLEGLTVEEAIQNKKLFLLDHHDSIMPYLRRINSTSTKAYATRTILFLNNNQNLKPLAIELSLPHP
QGDEHGAVSYVYQPALEGVESSIWLLAKAYVIVNDSCYHQLVSHWLNTHAVVEPFVIATNRHLSCLHPIYKLLYPHYRDTMMNINSLARLSLVND
GGIEKTFLWGRYSMEMSSKVYKNWVFTEQALPADLIKRGMAIEDPSSPCGVKLVVEDYPYAVDGLEIWAIIKTWVQDYVSLYYTSDEKLRQD
SELQAWWKELVEVGHGDKKNEPWWPKMQTREDLIEVCSIVIWTASALHAAVNFGQYSYGGLILNRPTLSRRFMPEKGSAEFEELVKSPQKA
YLKTITPKFQTLIDLSVIEILSRHASDELYLGERDNPNWTSDKRALEAFKKFGNKLAEIEKKLTQRNNDEKLRNRHGPVEMPYTLLYPSSKEGLTFR
GIPNSISI [SEQ ID 355]

MEHE A 1:POCIUB-5-
MKGKFLKVSSLFVATLTTATLVSSPAANALSSKAMDNHPQQTQSSKQQTPKIQKGGNLKPLEQREHANVILPNNDRHQITDTTNGHYAPV
TYIQVEAPTGTFIASGVVVGKDTLLTNKHVVDATHGDPHALKAFPSAINQDNYPNGGFTAEQITKYSGEGDLAIVKFSPNEQNKHIGEVVK
PATMSNNAETQVNQNITVTGYPGDKPVATMWESKGKITYLKGEAMQYDLSTTGGNSGSPVFNEKNEVIGIHWGGVPNEFNGAVFINEN
VRNFLKQNIEDIHFANDDQPNNPDNPDNPNNPDNPNNPDEPNNPDNPNNPDNPDNGDNNNSDNPDAA [SEQ ID 16]

[X1% :92 %117 - YIQVEAPTGTFIASGVVVGKDTLLTN [SEQ ID 70]
ik : APTGTFIASGVVVGKD [SEQ ID 221]

g HE AN (SEQ ID 1) HIFEVEY
>gi| 137584 |sp| P08438.1|VCL_VICFA RecName: Sc#t=ii i B [1: biak: fifk[ %]  >gi|22057|emb|CAA68559.1|
i HE 1[G G >gi] 383931031 | gb | AFHS6916.1 | i o7 1 2 11 [ 5]

MAATTLKDSFPLLTLLGIAFLASVCLSSRSDQDNPFVFESNRFQTLFENENGHIRLLQKFDQHSKLLENLQNYRLLEYKSKPHTIFLPQQTDADFIL
VVLSGKAILTVLLPNDRNSFSLERGDTIKLPAGTIGYLYNRDDEEDLRVLDLVIPVNRPGEPQSFLLSGNQNQPSILSGFSKNILEASFNTDYKEIEK
VLLEEHGKEKYHRRGLKDRRQRGQEENVIVKISRKQIEELNKNAKSSSKKSTSSESEPFNLRSREPIYSNKFGKFFEITPKRNPQLQDLNIFVNYVEI
NEGSLLLPHYNSRAIVIVTVNEGKGDFELVGQRNENQQGLREEYDEEKEQGEEEIRKQVQNYKAKLSPGDVLVIPAGYPVAIKASSNLNLVGFGI
NAENNQRYFLAGEEDNVISQIHKPVKELAFPGSAQEVDTLLENQKQSHFANAQPRERERGSQEIKDHLYSILGSF [SEQ ID 222]

>gi| 502105533 | ref| XP_004492829.1 | i 1. #iti sk (1H W AX1[MMES (Cicer arietinum) JMBES (ChickPea)

MAIKARFPLLVLLGIVFLASVCAKSDKENPFFFKSNNCQTLFENENGHVRLLQRFDKRSQLFENLQNYRLMEYNSKPHTLFLPQHNDADFILVVL
RGRAILTVLNPNDRNTFKLERGDTIKLPAGTIAYLANRDDNEDLRVLDLAIPVNRPGQFQSFSLSGNENQQSYFQGFSKKILEASFNSDYEEIERV
LLEEQEQKPEQRRGHKGRQQSQETDVIVKISREQIEELSKNAKSNCKKSVSSESEPFNLRSRSPIYSNRFGNFFEITPEKNPQLKDLDIFVNSVEIK
EGSLLLPHFNSRATVILVVNEGKGEVELVGLRNENEQENKKEDEEEEEDRNVQVQRFQSKLSSGDVVVIPASHPFSINASSDLFLLGFGINAQN
NQRNFLAGEEDNVISQIQRPVKEVAFPGSAEEVDRLLKNQRQSHFANAQPQQKRKGSQRIRSPF [SEQ ID 223]

>gi| 29539109 |emb| CAD87730.1| ilff/5i Lenc1.0101 [k (Lens culinaris) ]/hfis (Lentil)

SRSDQENPFIFKSNRFQTIYENENGHIRLLQRFDKRSKIFENLQNYRLLEYKSKPHTIFLPQFTDADFILVVLSGKAILTVLNSNDRNSFNLERGDTI
KLPAGTIAYLANRDDNEDLRVLDLAIPVNRPGQLQSFLLSGTQNQPSFLSGFSKNILEAAFNTEYEEIEKVLLEEQEQKSQHRRSLRDKRQEITNE
DVIVKVSREQIEELSKNAKSSSKKSVSSESEPFNLRSRNPIYSNKFGKFFEITPEKNPQLQDLDIFVNSVEIKEGSLLLPNYNSRAIVIVTVNEGKGDF
ELVGQRNENQQEQREENDEEEGQEEETTKQVQRYRARLSPGDVLVIPAGHPVAINASSDLNLIGFGINAKNNQRNFLAGEEDNVISQIQRPV

KELAFPGSSREVDRLLTNQKQSHFANAQPLQIE [SEQ ID 224]
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PG HEE2 (SEQ ID 2) RIFEIEY

>gi| 29539111 |emb|CAD87731.1| i /5 Lenc1.0102 [f&§]

SRSDQENPFIFKSNRFQTIYENENGHIRLLQKFDKRSKIFENLQNYRLLEYKSKPHTLFLPQYTDADFILVVLSGKAVLTVLNSNDRNSFNLERGDT
IKLPAGTIAYLANRDDNEDLRVLDLAIPVNNPGQLESFLLSGTQNQPSFLSGFNKSILEAAFNTDYEEIEKVLLEDQEQEPQHRRSLRDRRQEINK
ENVIVKVSREQIKELSKNAKSSSKKSVSSESEPFNLRSRNPIYSNKFGKFFEITPEKNPQLQDLDIFVNSVEIKEGSLLLPNYNSRAIVIVTVNEGKGY
FELVGQRNENQREENDDEEEQEEETSTQVQRYRAKLSPGDVFVVPAGHPVAINASSDLNLIGFGINAKNNQRNFLAGEEDNVISQIQRPVKEL
AFPGSSREVDRLLTNQKQSHFANAQPLQIE [SEQ ID 225]

>gi| 1297072 |emb| CAA96514.1 |3 &7 1kt 1 i {4 [ R ¥F B ]

MAAITMKVSFPLLMLLGISFLASVCVSSRSDQENPFIFKSNKFQTLFENDNGHIRLLQKFDERSKILENLONYRLLEYKSKPRTIFLPQQTNADFIL
VVLSGKAILTVLKPDDRNSFNLERGDTIKLPAGTIAYLVNKDDNEDLRVLDLAIPYVNGPDQLQSFLLSGSENQQSILSGFSKSVLEASFNTGYEEIE
KVLLEEREKETQHRRSLRDKRQHSQDEDVIVKLSRGQIEELSRNAKSSSKKSVSSESEPFNLRSRNPIYSNKFGKFFEITPEKNPQLQDLDVLVNSY
EIKEGSLLLPHYNSRAIVIVTVNDGKGDFEIVGQRNENRQGQRKEDDEEEEQGDENTNTQVQNYKAKLSRGDVFVIPAGHPVSIKASSNLDLLG
FGINAKNNQRNFLAGEEDNVISQIDRPVKELAFPGSAQEVDRLLENQKQSHFANAQPQQRERGSHETRDHLSSILDAF [SEQ ID 226]

>gi| 28629838 |gb|AAOAS103.1| f —ff: L TRk (1 a " WA [ KT (Glycine max) ]

QYGHVRVLQRFNKRSQQLQNLRDYRILEFNSKPNTLLLPHHADADYLIVILNGTAILTLVNNDDRDSYNLQSGDALRVPAGTTYYVVNPDNDE

NLRMITLAIPVNKPGRFESFFLSSTQAQQSYLQGFSKNILEASYDTKFEEINKVLFGREEGQQQGEERLQESVIVEISKKQIRELSKHAKSSSRKTIS
SEDKPFNLRSRDPIYSNKLGKLFEITPEKNPQLRDLDVFLSVVDMNEGALFLPHFNSKAIVVLVINEGEANIELVGIKEQQQRQQQEEQPLEVRK

YRAELSEQDIFVIPAGYPVVVNATSDLNFFAFGINAENNQRNFLAGSKDNVISQIPSQVQELAFPGSAKDIENLIKSQSESYFVDAQPQQKEEGN
KGRKGPLSSILRAFY [SEQ ID 227]

i A (3 (SEQ 1D 3) (R JEY

>gi| 483449]|emb| CAA83677.1| G ER HR (A i E®i e (Vicia sativa) ]

MAKLLALSLSFCFLLFSSCFALREQSQQNECQLERINALEPDNRIESEGGLIETWNPNNRQFRCARVALSRATLORNALRRPYYSNAPQEIYIQQ
GNGYFGMVFPGCPETHEEPQQSEQGEGRRYRDSHQKVNRFREGDIIAVPTGIAFWMYNDQDTPVIAISLTDTGSSNNQLDQMPRRFYLAG
NQEQEFLRYQHQQGGKQEQDNDGNNIFSGFKRDFLEDAFNVNRHIVDRLQGRNEDEEKGAIVKVKGGLSIIAPPERQARHERGSRQEEDED
EKEERQPSHHKSRRDEDEDDKEKRHSQKGQSRRQGDNGLEETVCTAKLRANIGSSPSPDIYNPQAGRIKTVTSLDLPVLRWLKLSAEHGSLHK
NAMFVPHYNLNANSVIYALKGRARLQVVNCNGNTVFDGELEAGRALTVPQNYAVAAKSLSERFTYVAFKTDDRASIARLAGTSSVIDDLPLDV
VAATFNMQRNEARQLKSNNPFKFLVPPRQSEMRASA [SEQ ID 228]

>gi| 657379551 |gb| KEH23931.1| & 5k K (A2 [ #2115 (Medicago truncatula) ]

MAKLLALSLSLCFLLFSGCFAIREHQPHQKQQPQQNECQLEQLNALEPDNRIESEGGIETWNPNNRQFRCAGVALSRCTLQRNSLRRPFYSNA
PQEIFIQQGSGYFGMVFPGCPETFEEPQESEQRESRRIRESEQGESRRIRESEQGEGRRFRDSHQKVNRFREGDLIAVPTGTVFWMYNDQDTP
VIAVSLIDTGSFQNQLDEMPRRFYLAGNQEQEFLQYQQQQVRGRGEQRRGREQQENEGGNIFSGFKRDFLEDALNVNRHIVDRLQGRNEDE
EKGAIVKVRGGLSFVTPPERQSRHQGGSIIEEDEDEEDEWRRPHHQKSRRGEEEERPCRRGQKCERSNGLEETICTARLRQNIGSSSSPDIYNPE
AGRIKTVTSFDLPALRWLRLSAEHGTLHRNAMFVPHYNLNANSAIYALRGRARLQVVNCNGNTVFDGELEAGRVLIVPQNFAVAAKSMSDRF
QYVSFKTNDNAAIARLAGTQSTLSGVPMDVLAATYNMDRNEARQLKNNNLYKFLVPPRESERRAAA [SEQ ID 229]

>gi| 206712292 |emb | CAR78996.1 | S7.ER 7 (Wi Ht (15 [ kL]

MAYKLFALSLSFCFLLFGGCFAIRQQSQQQNECQLERLNALKPDNRIESEAGYIETWNPTNNQFRCAGVALSRCTLRRNGLKRPSYSNAPQEIFI
QQGSGIFGMIFPGCPETVEEPFESDQQGRRDRHQKVNRFREGDVIAVPPGVVFWMYNEEETPVIAVSLIDTGSYLNQLDQMPRRFYLSGNQ
EQEFLQYQRQEVRGREEENQGGNIFSGFGGEFLEDALNIDRNIVHKLQGRDEEQDKGAIVRVKGGLSVITPPERQSHRRGSEEEEDEEEDRPS

RHQSRGGSRRNGLEETICTVRLRMNIGKSSSPDIFNPQAGRIKTATGFDFPALRFLKLSAEHGSLNRNAMVVPHYNLNANSIIYALRGRAWIQV
VNCKGNRIFDGELEEGQVLIVPQNFVVAARSMSDKFNYVAFKTNDMPTMAKLAGATSEIQAMPLEVIQNAFNLEREQAKQVKFNNRFNFLY
PPREQSQRRASA [SEQ ID 230]
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i 8 )54 (SEQ 1D 4) W[ R4
>gi| 164512526 |emb|CAP06312.1| cve [IRFEMLIL I T (Pisum abyssinicum) ]

MATTVESRFPLLLFPGIIFLASVCVTYANYDEGSETRVPGQRERGRQEGEKEEKRHGEWRPSYEKEEDEEEKQKYRYQREKEDEEEKQKYRYQR
EKKEEKEVQPGRERWEREEDEEQVDEEWRGSQRRQDPEERARLRHREERTKRDRRHKREGEEEERSSESQEQRNPFLFKSNKFLTLFENENG

HIRRLQRFDKRSDLFENLQNYRLVEYRAKPHTIFLPQHIDADLILVVLNGKAILTVLSPNDRNSYNLERGDTIKIPAGTTSYLVNQDDEEDLRVVD

FVIPVNRPGKFEAFGLSENKNQYLRGFSKNILEASLNTKYETIEKVLLEEQEKKPQQLRDRKRRQQGGERDAIIKVSREQIEELRKLAKSSSKKSLPS
EFEPFNLRSHKPEYSNKFGKLFEITPEKKYPQLQDLDILVSCVEINKGALMLPHYNSRAIVVLLVNEGKGNLELLGLKNEQQEREDRKERNNEVQ
RYEARLSPGDVVIIPAGHPVAISASSNLNLLGFGTNAENNQRNFLSGSDDN [SEQ ID 231]

>gi| 164512538 |emb|CAP06318.1| cve [ ]| fii 17 %% (Lathyrus annuus) ]

MATTIKSRFPLLLLLGIIFLASVCVTWANYDEGSEPRVPGQRERGRQEGEKEEKRHGEWRPSYEEEYDEGLEPKVPGKRERGRQEGEKEEKRHE
EWRPSYEKEEDEEEKQKYNYQREKKEHKEVQPGRERWERKQDEKQVEEDEEPGEEQWRGSKRHEDPEERARLRHREEKTKSYVEDNEETSS
KEGRNPFLFKSNKFLTLFENENGHIRRLQRFDERSDIFENLQNYRLVEYRAKPHTMFLPQHIDADLILVVLNGKAILTVLSPNDRNSYNLERGDT
VKLPAGTTSYLVNQDDEEDLRVVDLAIPVNRPGKFEAFGLSANKNQYLRGFSKNILEASLNTKYETIEKVLLEERRDQKGRQQGQETNAIVKVSR
EQIEELRKLAKSSSKKSLLSESEPLNLRSQNPKYSNKFGKFFEITPQKKYPQLQDLDVSISCVEINKGALLLPHYNSRSIGILLVNEGKGNLELVGFKN
EQQRQRENEETNKKLQRYEARLSSGDVVVIPEGHPVAISASSNLNLLGFGINAANNQRNFLTGSDDN [SEQID 232]

>gi| 164512558 |emb | CAPO6328.1 | cve 1< 217 o7

MATTIKSRFPVLLLLGIIFLTSVCVTYANYDEGREPSVPGQRERGRQEGEKEEKRHGEWRPSEEDEEEKYKYEEGRVPGQRERGRQEGEKEEKR

HGKWRPSEEEDEEEKYRYEEGSEPRGPGQRETGRQEGEKEKQRPEREPSYEKEEDEEEKQKYQYHREKKEQREVRPGRERFERHEDEEQWRG
IQRHEDPEERARERYRAEIAKRQVEEEREERDIPHEREQRNPFLFKSNKFQTLFQNENGYIRRLQRFDKRSDLFENLOQNYRLVEYRAKPHTIFLPQ
HIDADLIIVVLSGRAILTVLSPDDRNSYNLERGDTIKLPAGTTSYLVNQDDEEDLRVVDLAIPYVNRPGKVESFLLSGNKNQYLRGFSKNILEASFNT
NYETIERVLLEEQDKESQQSIGQKRRSQRQETNALVKVSREQLEDLKRLAKSSSQEGLSSQFEPINLRSQNPKYSNKFGKVFEITPEKKYPQLQDL
DLFVSSVDIKEGALMLPHYNSRAIVVLLVNEGRGNLELVGLKNEQQEQREKEDEQQERNNQVQRYEARLSPGDVVIIPAGHPVAVRASSDLNL
LAFGINAENNQRNFLAGSDDN [SEQ ID 233]

Bi S 55 (SEQ 1D 5) i [RIVE4
>gi| 357507721 | ref | XP_003624149.1 | HI# 75 H 1 (provicilin) [#% 11151 >gi| 87162569 |gb|ABD28364.1| Cupin, RmIC- /i
[ pedspyrs ] >gi| 355499164 | gb| AES80367.1| i 7 2 (1 47kDa 2 (17 [ 48 17 ]

MAIKAPFQLLMLLGIFFLASVCVSSRDDRHDQENPFFFNANHFQTLFENENGHIRLLQRFDKRSKIFENLONYRLLEYHSKPHTLFLPQHNDAD
FILAVLSGKAILTVLNPDNRNSFNLERGDTIKLPAGSIAYLANRDDNEDLRVLDLAIPVNRPGKFQSFSLSGSQNQQSFFSGFSKNILEAAFNANY
EEIERVLIEEHEQEPQHRRGLRKDRRQQSQDSNVIVKVSREQIEELSRHAKSSSRRSGSSESAPFNLRSREPIYSNEFGNFFEITPEKNPQLKDLDIL
VNYAEIREGSLLLPHFNSRATVIVVVDEGKGEFELVGQRNENQQEQREEDEQQEEERSQQVQRYRARLSPGDVYVIPAGHPTVVSASSDLSLL
GFGINAENNERNFLAGEEDNVISQIERPVKEVAFPGSAQDVESLLKNQRQSYFANAQPQQREREEGRSQRQRELISSILGVF [SEQID 234]

>gi|164512560|emb | CAP06329.1| 4t 3 7 Bk Ht (1 (convicilin) [P BT (Vicia peregrine) ]

MATTFKSRFSLLLLLGIIFLAFVCVTCANYDEGSEPRVPGQRERGRQEGEKEEQSRERHPQREPSREKEEDEEEKQKYDEGTEPRVPGQRERGR

QEGEKEEQRRERHPGQREPSQEEDEEREESDRRQEGSSKSEEQRNPFLFKSNKFLTLFQNGNGHIRLLQRFDKRSDLFENLONYRLLEYRAKPH
TIFLPQHIDADLILVVLSGRAILTVLSPDDRNSYNLERGDTIKLPAGTTSYPLNQDDEEDLRVVDLAISVNRPGKVESFNLSGNKNQYLRGFSENIL

EASFNTKYETIEKVLLEEQDKESQQPRGQRLQRQETNALVKVSREQVEELKRLARTSSKKGVSSEFEPFNLRSHGPKYSNKFGKFFEITPEKKYPQ
LQDLDISVSSVEINEGALFLPHYNSRAIVVVLVDEGKGNLELVGFKNEQQEQREKEDEQEERNKQVQRYEAKLSPGDVVIIPAGHPVAVSASSN

LNLLGFGINAENNQRNFLTGSDDN [SEQ ID 235]
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>gi| 164512562 |emb | CAP06330.1| Jtiii 7 3R 2 (4 [ {EBi T (Vicia lutea) )

MATTIKLRFPLLLLLGVILLASVCVTCANYDEGSEPRVPGRPEGEKEEKHRGKLRPSYEKEEDEGEKQRYHYEKKEQKEAQPRREKKEQKEEEKQ
VEEESRESQRYEDPGERARERYRAEIIKRQVEKEREERDRRHQREGEEEEGSSKSRNPFLFKSNNFLTLFENENGHIRLLQRFDKRSDLFENLQNY
RLVEYRAKPHTIFLPQHIDADLILVVLSGKAILTVLSPNNRNSYNLKRGDTIKLPAGTTSYLLNSDDEEDLRMVDLAISVNRPGKVESFNLSGNKN
QYLRGFSKNILEASFNTKYETIEKVLLEEQDKESQQSIGQKRISQRQETNALVKVSREQIEEPKRLARSSSRKGVSSEFEPINLRSQRPKYSNKFGKF
YEISPEKKYPQLQDLDVSVSSVEINEGALLLPHYNSRAIVTVLVNEGKGNLELIGFONEQQGQREKEDEQQHERNKQVQRYDARLSSGDVVIIP
AGHPVAVSASSNLDLLGFGINAENSQRNFLTGSDDN [SEQ ID 236]

FAKE AR (SEQ 1D 6) [

>gi|573919041 |ref|XP_006647142.1| Tl 1): 7% 1 H-Ba—Ff (516 2587443

MATTTFSRFSIYFCVLLLCHGSMAQLFSPTLNPWHSSRRGGSRDCRFDRLQAFEPLRRVRSEAGVTEYFDERNEQFQCTGTFVIRRVIEPQGLL
VPRYTNTPGVVYIMQGRGSMGLTFPGCPATYQQQFQQFLPEGQSQSQKFRDEHQKIHQFRQGDIVALPAGVAHWFYNEGDTPVVALYVFD
INNSANQLEPRQKDFLLAGNNNREQQVYGRSIEKHSGQNIFSGFNHELLSEALGISTLAAKRLQGQNDHRGEIIRVRNGLQLLKPTFTQQQEQ
AQSQYQVQYSEKQQESTRCNGLDENFCTINARLNIENPSRADTYNPRAGRITHLNNQKFPILNLVOMSATRVNLYQNAILSPYWNVNAHSLY
YMVQGHARVQVVSNLGKTVFNSVLRPGQLLIIPQHYVVLKKAEREGCQYIAFKTNANSIVSQLAGKNSILRAMPVDVVANAYRISREQARDLK
NNRGEELGAFTPKFEQQSYPGLSNESESEASE [SEQ ID 237]

>gi| 2764800|emb| CAA54153.1| 12sFR & 1 [ 47 ]

MATTSFPSVLFYSCIFLLYNGSMAQLFGQSFTPWQSSRQGGLKGCKFDRLQAFEPLRQVRSQAGVTEYFDEQNEQFRCTGVFVIRRVIEPQGL
LLPQYHNAPGLVYILQGRGYTGLTFPGCPATFQQQFQPFDQAQDQSQSHLKDEHQRVHRFKQGDVIALPAGIVHWGYNDGDAPVVAIYVF
DVNNNANQLEPRQKEFLLAGNNKEDQQFGQNIFSGFNIQLLSEALGISQQAAQRIQSQKEQRGEIIRVTQALQFLKPTMSQQELVEHQAYQP
IQSQEGQSTQYQVGQSTQYQEGQSTQYQAGQSQDRSFNGLEENFCSLEARQNIGNPKRADTHNPRAGRITRLHGQNFPILNLVQMSATRY
NLYQNAILSPFWNINAHSYVYMIQGHAQVQVVNNNGQTVFNDRLRQGQLLIVPQHYVVLKKAEREGCQYISFKTNPNSMVSHIAGKSSILRA
LPVDVLANAYRISRQEARNLKNNRGQESGVFTPKFTQTSFQPYPEGEDESSLTNKASE [SEQ ID 238]

>gi| 357130026 |ref| XP_003566659.1 Fiil|(1): 125k s TR & (1 1-FF [ fUE 8]
>gi| 357130028 |ref| XP_003566660.1| Fifll(1): 12SFh -0 s ER & (4 1-FF [ Rl 5]

MAHTSFSSVLSYFCIFLLFHGSMAQVPGQGSTWQSPRQGGSRECSFDRLQTIEPLTQVRSQAGLTEYFDEQNEQFRCAGVSVIRRVIEPRGLLL
PRYHNTPGLVYILEGSGFVGLAFPGCPETFLEQFQQSRQTQSTLGQSQCQSQSQKLGDVHAQRVHQFTQGDVVALPAGVAHWFYNGGDAPV
VAVYVFDVNNNANQLEPRQKEFLLAGNYNGVLQSGRNILNGLNAQLLSQAFGINEQTSRIIQNQNDGRGEIVRVEYGLQFLTPVVTQQQQK
QPFLPIEPQEGQSSRNGLEENFCSLEPRQNIEDPNRADTYNPRAGSIARLNGQNFPILNLVQMSATRVNLQKNAIVSPFWNINAHSVVYVIQG
QASVQVVNNQGRNVFNGLLRRGQLLIIPONYVVLKKAESEGYQYIAFKTNANSMVYSHIAGKNSILRALPVDVIANAYRISRQEAQNLKNNRGE
EIGVLTPNFPQSSCQSYPIGDVDSSSTPKAQE [SEQ ID 239]

KAEET2 (SEQ 1D 7) [E IR
>gi| 222622792 |gb| EEES6924.1]  fFUEEFI  0s)_06602 [HEFTALART)

MAQFSFGGSPLQSPRGFRGDQDSRHQCRFEHLTALEATHQQRSEAGFTEYYNIEARNEFRCAGVSVRRLVVESKGLVLPMYANAHKLVYIVQ
GRGVFGMALPGCPETFQSVRSPFEQEVATAGEAQSSIQKMRDEHQQLHQFHQGDVIAVPAGVAHWLYNNGDSPVVAFTVIDTSNNANQL
DPKRREFFLAGKPRSSWQQQSYSYQTEQLSRNQNIFAGFSPDLLSEALSVSKQTVLRLQGLSDPRGAIIRVENGLQALQPSLQVEPVKEEQTQA
YLPTKQLOQPTWLRSGGACGQQNVLDEIMCAFKLRKNIDNPQSSDIFNPHGGRITRANSQNFPILNIIQMSATRIVLONNALLTPHWTVNAHT

VMYVTAGQGHIQVVDHRGRSVFDGELHQQQILLIPQNFAVVVKARREGFAWVSFKTNHNAVDSQIAGKASILRALPVDVVANAYRLSREDS

RHVKFNRGDEMAVFAPRRGPQQYAEWQINEK [SEQ ID 240]
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>gi| 218190679 |gb | EEC73106.1| LEHRMFE 0sl_07091 [HIRGLL K]

MAQFSFGGSPLQSPRGFRGDQDSRHQCRFEHLTALEATHQQRSEAGFTEYYNIEARNEFRCAGVSVRRLVVESKGLVLPMYANAHKLVYIVQ
GRGVFGMALPGCPETFQSVRSPFEQEVATAGEAQSSMQKMRDEHQQLHQFHQGDVIAVPAGVAHWLYNNGDSPVVAFTVIDTSNNANQ
LDPKRREFFLAGKPRSSWQQQSYSYQTEQLSRNQNIFAGFNPDLLSEALSVSKQTVLRLQGLSDPRGAIIRVENGLQALQPSLQVEPVKEEQTQ
AYLPTKQLOQPTWSRSGGACGQQNGLDEIMCAFKLRKNIDNPQSSDIFNPHGGRITRANSQNFPILNIIQMSATRIVLQNNALLTPHWTVNAH

TVMYVTAGQGRIQVVDHRGRSVFDGELHQQQILLIPQNFAVVVKARREGFAWVSFKTNHNAVDSQIAGKASILRALPVDVVANAYRLSREDS
RRVKFNRGDEMAVFAPRRGPQQYAEWQINEK [SEQ ID 241]

>gi| 573922051 |ref|XP_006648611.1| Fidllf): # I M-ALFE [Ri{EL5 ¥ ERT)

MVDMSIVVPVCLTIFLLSQVCIAQVSFDGSPLYSSRGFRGGSASQQQCRFEHLAALEVTHQEKSEAGSIEYYNTEARDEFRCARVSARRLVIESR

GLVLPVYANAHKLLYIVOQGRGVFGMALPGCPETFQSVRSAFEMATGDAESSTRKLRDEHQKIHQFRQGDVIAVPPGVAHWLYNNGDSPVVA
FSVIDFGNNANQLDPKPREFFLAGKPWGWQQVQYSYQSEQQSKHQNIFAGFNPDLLAEALSVSRQTAMRLQELNDQRGAIIRVEQGLQLAL
DPSFQAEQEQEEQPQEYLSSQQQQPTWSQRSGACVONNGLDEIMCAFKVSKNINSAQSTDIFNPRGGRITRANSQNFPVLNIIQMSATRTV

LOQNNALLTPHWTVNAHTVMYVTAGQGRIQVVDHRGRTVFDGELRQQQILLIPQNFAVAVKARHEGFSWVSFKTSHNAIDSQIAGKGSILRA

LPVDVLAKAYMLSREESRTLKYNRADETLVFAPRPEIQLYAESEK [SEQ ID 242]

@il 2 85 )56 (SEQ 1D 8) i [F]¥54
>gi| 164512534|emb|c‘AP063151| cve -5% UHIFJI‘H' (Pisum fulvum) ]

MATTTKSRFPLLLLLGIIFLASVVCVTYANYDEGSEPRVPGRRERGRQEGEKEEKRHGEWRPSYEKEEDEEEGQRERGRQEGEKEEKRHGEWG
PSYEKQEDEEEKQKYRYQREKEDEEEKQKYRYQREKKEQKEVQPGRERWEREEDEEHVDEEWRGSQRHEDPEERARLRYREERTKRDRRHQ
REGEEEERSSESQERRNPFLFKSNKFQTLFENENGHIRLLQRFDKRSDLFENLQNYRLVEYRAKPHTIFLPQHIDADLILVVLSGKAILTVLSPNAR

NSYNLERGDTIKLPAGTTSYLVNQDDEEDLRLVDLVIPVNGPGKFEAFDLSKNKNQYLRGFSKNILEASYNTKYETIEKVLLEEQEKTDAIVKVSRE
QIEELRKHAKSSSKKIFPSEFEPINLRNHKPEYSNKFGKLFEITPEKKYPQLQDLDIFVSCVEINEGALMLPHYNSRAIVVLLVNEGKGNLELLGLEN

EQQEREDRKERNNEVQRYEARLSPGDVVIIPAGHPVAITASSNLNLLAFGINAENNQRNFLSGSDDN [SEQ ID 243]

>gi| 164512526 |emb|CAP06312.1| cve [MeIEfiLL W @is )

MATTVESRFPLLLFPGIIFLASVCVTYANYDEGSETRVPGQRERGRQEGEKEEKRHGEWRPSYEKEEDEEEKQKYRYQREKEDEEEKQKYRYQR
EKKEEKEVQPGRERWEREEDEEQVDEEWRGSQRRQDPEERARLRHREERTKRDRRHKREGEEEERSSESQEQRNPFLFKSNKFLTLFENENG

HIRRLQRFDKRSDLFENLONYRLVEYRAKPHTIFLPQHIDADLILVVLNGKAILTVLSPNDRNSYNLERGDTIKIPAGTTSYLVNQDDEEDLRVVD

FVIPVNRPGKFEAFGLSENKNQYLRGFSKNILEASLNTKYETIEKVLLEEQEKKPQQLRDRKRRQQGGERDAIIKVSREQIEELRKLAKSSSKKSLPS
EFEPFNLRSHKPEYSNKFGKLFEITPEKKYPQLQDLDILVSCVEINKGALMLPHYNSRAIVVLLVNEGKGNLELLGLKNEQQEREDRKERNNEVQ
RYEARLSPGDVVIIPAGHPVAISASSNLNLLGFGTNAENNQRNFLSGSDDN [SEQ ID 244]

>gi| 164512558 |emb | CAP06328.1| cve [ F2 M 7 ]

MATTIKSRFPVLLLLGIIFLTSVCVTYANYDEGREPSVPGQRERGRQEGEKEEKRHGEWRPSEEDEEEKYKYEEGRVPGQRERGRQEGEKEEKR
HGKWRPSEEEDEEEKYRYEEGSEPRGPGQRETGRQEGEKEKQRPEREPSYEKEEDEEEKQKYQYHREKKEQREVRPGRERFERHEDEEQWRG
IQRHEDPEERARERYRAEIAKRQVEEEREERDIPHEREQRNPFLFKSNKFQTLFQNENGYIRRLQRFDKRSDLFENLQNYRLVEYRAKPHTIFLPQ
HIDADLIIVVLSGRAILTVLSPDDRNSYNLERGDTIKLPAGTTSYLVNQDDEEDLRVVDLAIPVNRPGKVESFLLSGNKNQYLRGFSKNILEASFNT
NYETIERVLLEEQDKESQQSIGQKRRSQRQETNALVKVSREQLEDLKRLAKSSSQEGLSSQFEPINLRSQNPKYSNKFGKVFEITPEKKYPQLQDL
DLFVSSVDIKEGALMLPHYNSRAIVVLLVNEGRGNLELVGLKNEQQEQREKEDEQQERNNQVQRYEARLSPGDVVIIPAGHPVAVRASSDLNL
LAFGINAENNQRNFLAGSDDN [SEQ ID 245]
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B G R (M7 (SEQ 1D 9) [ A5

>gi| 164512536 |emb | CAP06317.1| cve [T 1l 85 ]

MAIIIKSRFPLLLLLGIIFLASVCATWANYDEGSEPRVPGQRERGRQEGEKAEKSHEKWRPSYEEEYDEGSEPRVPGKRERGRQEGEKEEKRHGE
WRPSHEEEYDEGSEPRVPTHGERGRQEGEKEEKRHEEWRPSYEKEEDEEEKEKYKYQREKKEQKEVQPGREKWERKQDEKHVEEDEDQEEE
QWRGSKRREDPEERARLRYREERTKSNVEEETEERRNPFLFKSNKFLTLFENENGHIRRLQRFDERSDIFENLQNYRLVEYKAKPHTMFLPQHID
ADLIVVLNGKAILTVLSPNDRNSYNLERGDTIKLPAGTTSYLVNQDDEEDLRVVDLAIPVNRPGKFEAFGLSANKNQYLRGFSKNILEAFLNTKY
ETIEKVLLEEQERRDRKGRQQGQETNAIVKVSREQIEELRKLAKSSSKKSLLSESEPINLRSQNPKYSNKFGKLFEITPEKKYPQLQDLDVSISCVEI
NEGAPLLPHYNSRAIVLLLVNEGKGNLELVGFKNEQQRQRENEERNKKVQRYEARLSPGDVVVIPAGHPVAISASLNLNLVGFGVNAENNQR
NFLTGSDDN [SEQ ID 246]

>gi| 164512542 |emb|CAP06320.1| cve [ fi £ 111/ 52 ]

MATIIKSRFPLLLLLGIIFLASVCVTLANYDEGSEPRVPAQRERGRQEGEKEEKRHGEWRPSHEKEYDEGSEPRVPGRRERGRQEGEKEEKRHGE
WRPSYEKEYDEGSEPRVPGRRERGRQEGEKEEKRHGEWRPSYEKEYDEEEKQKYQYEREKEEQKEVQPGRERWERKEDEEKEEDQWRGSQ
RHEDPEERARLRYRKERTKKYVEEDTEETSSESQGRRNPFLFKSNKFLTLFENENGYIRRLQRFDERSDIFENLQNYRLVEYRAKPHTIFLPQHIDA
DLILVILNGKAILTVLSPNDRNSYNLERGDTIKLPAGTTSYLVNEDDEEDLRVVDLVIPVNRPGKFEAFDLNQYLGGFSKSVLEASLNTKYETIEKVL
LEEQQKQGQETNAIVKVSREQIEELRKLAKSSSKKSLLSELEPVNLRSHSPKYSNKFGKFFEITPEKKYPQLQDLDVSISCVEINEGALLLPHYNSRA
IVVVLVNEGKGNLELLGVQNEDEQQERKERNKEVQRYEARLSPGDVVIIPSGHPVAVSASSNLNLLGFGINAENNQRNFLSGSDDN [SEQ ID
247]

>gi| 164512544 |emb|CAP06321.1| 3t i BR IR (1 [ S0l M5 )

MATIIKSRFPLLLLLGIIFLASVCVTYANYDEGSEPRVPAQRERGRQEGEKEEKRHGEWRPSSEKEYDEGSEPRVPGRRERGRQEGEKEEKRHGE
WRPSYEKEYDEEEKQKYQYEREKKEQKEVEPGRERWERKEDEEKEEDQWRGSQRHEDPEERARLRYRKERTKKYVEEDTEETSSESQGRRNP
FLFKSNKFLTLFENENGYIRRLQRFDERSDLFENLQNYRLVEYRAKPHTIFLPQHIDADLILVILNGKAILTVLSPNDRNSYNLERGDTIKLPAGTTS
YLVNEDDEEDLRVVDLVIPVNRPGKFEAFDLNQYLGGFSKSVLKASLNTKYETIEKVLLEEQQKQGQETNAIVKVSREQIEELRKLAKSSSKKSLLS
ELEPVNLRSHSPKYSNKFGKFFEITPEKKYPQLQDLDVSISCVEINEGALLLPHYNSRAIVVLLVNEGKGNLELLGVQDEDEQQERKKRNKEVQRY
EARLSPSDVVIIPAGHPVAVSASSNLNLLGFGINAENNERNFLSGSDDN [SEQ ID 248]

FKE A3 (SEQ 1D 10) [ [R5

>gi| 573918992 | ref|XP_006647120.1| Fildll(t): A R-B2-Ff [KifE2%F /)

MATTVFSRFSTYFCVLLLCHGSMAQLFNPSTNPWHNPRQGSSRECRFDRLQPFEPLRKVRSEAGVTEYFDEKNELFQCTGTFVIRRVIQPQGLL
VPRYTNAPGLVYIIQGRGSIGLTFPGCPATYQQQFQQFLPQEQSQSQKFRDEHQKIHQFRQGDIVALPAGVAHWFYNDGDAPVVAVYVYDV

KNSANQLEPRQREFLLGGNNMRAQQVYGSSAEQHSRANIFSGFGVEILSEALGISTVTTKRLQSQNDQRGEIIHVKNGLQFLKPTLTQQQEQA
QAQYQEVQYSEQQQTSSRWNGLDENFCTIKARMNIENTSRADTYNPRAGRTTSLNSQKFPILNLVOMSATRVNLYQNAILSTFWNVNAHSL

VYTIQGRARVQVVSNFGKTVFDGELRPGQLLIIPQHYVVLKKAQREGFRYIAIKTNANAFVSQLVGKNSVFRSLPVDVIANVYRISREQARSLKN

NRGEEHGAFAPRSQQQSYPGFSNQSESETSE [SEQ ID 249]

>gi| 573919041 |ref|XP_006647142.1| FfllfY): % EAR-BAFE [H 16258 5]

MATTTFSRFSIYFCVLLLCHGSMAQLFSPTLNPWHSSRRGGSRDCRFDRLQAFEPLRRVRSEAGVTEYFDERNEQFQCTGTFVIRRVIEPQGLL
VPRYTNTPGVVYIMQGRGSMGLTFPGCPATYQQQFQQFLPEGQSQSQKFRDEHQKIHQFRQGDIVALPAGVAHWFYNEGDTPVVALYVFD
INNSANQLEPRQKDFLLAGNNNREQQVYGRSIEKHSGQNIFSGFNHELLSEALGISTLAAKRLQGQNDHRGEIIRVRNGLQLLKPTFTQQQEQ
AQSQYQVQYSEKQQESTRCNGLDENFCTINARLNIENPSRADTYNPRAGRITHLNNQKFPILNLVQMSATRVNLYQNAILSPYWNVNAHSLV
YMVQGHARVQVVSNLGKTVFNSVLRPGQLLIIPQHYVVLKKAEREGCQYIAFKTNANSIVSQLAGKNSILRAMPVDVVANAYRISREQARDLK
NNRGEELGAFTPKFEQQSYPGLSNESESEASE [SEQ ID 250]

>gi| 109894635 | gb| ABG47337.1| 73 7 (1 1A [ 4]
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MNMATINGPTIFFTVCLFLLCHGSLAQLLGQSTSQWQSSHRGSSRQCRFDRLOAFEPVRSVRSQAGTTEFFDASNELFQCAGVSIVRRIIEPRG
LLLPQYTNGATIMYIIQGRGITGQTFPGCPESYQQQFQQSMQAQLTGSQSQSQKFKDEHQKINRFRQGDVIALPAGVAHWCYNDGEVPVVA
IYVIDINNAANQLDPRQRDFLLAGNMRSPQAYRREVENQSQNIFSGFSAELLSEALGISTGVARQLQCQNDQRGEIVRVEHGLSLLQPYASLQE
QEQKQEQPRERYQVTQHQQSQYGGGCSNGLDETFCAMRIWQNIDNPNLADTYNPRAGRVTNLNSQKFPILNLIQMSAVKVNLYQNALLSP
FWNINSHSVVYVTQGCARVQVVNNNGKTVFNGELRRGQLLIIPQHYVVVKKAQREGCAYIAFKTNPNSMVSHIVGKSSIFRALPTDVLANAY
RISREDAQRLKHNRGDELGAFTPLQYKSYQDVSSVAASS [SEQ 1D 251]

FKH 1 )#4 (SEQ ID 11) HIREIVES

>gi| 531874314 |gb| AGTS9174.1| #r (1, s DHIARGALACHT ]

CRFDRLQAFEPIRSVRSQAGTTEFFDVSNEQFQCTGVSAVRRVIEPRGLLLPHYTNGASLVYIIQGRGITGPTFPGCPESYQQQFQQSGQAQLT
ESQSQSHKFKDEHQKIHRFRQGDVIALPAGVAHWCYNDGEVPVVAIYVTDLNNGANQLDPRQRDFLLAGNKRNPQAYRREVEERSQNIFSG
FSTELLSEALGVSSQVARQLQCQNDQRGEIVRVEHGLSLLQPYASLQEQEQGQVQSRERYQEGQYQQSQYGSGCSNGLDETFCTMKVRQNI
DNPNRADTYNPRAGRVTNLNTQNFPILNLVQMSAVKVNLYQNALLSPFWNINAHSVVYITQGRARVQVVNNNGKTVFNGELRRGQLLIIPQ
HYAVVKKAQREGCAYIAFKTNPNSMVSHIAGKSSIFRALPNDVLANAYRISREEAQRLKHNRGDEFGAFTPIQYKSYQDVYNAAESS [SEQ ID
252]

>gi| 109894635 | gh | ABGA7337.1| 7+ i (11 1A [Fi]

MNMATINGPTIFFTVCLFLLCHGSLAQLLGQSTSQWQSSHRGSSRQCRFDRLQAFEPVRSVRSQAGTTEFFDASNELFQCAGVSIVRRIIEPRG
LLLPQYTNGATIMYIIQGRGITGQTFPGCPESYQQQFQQSMQAQLTGSQSQSQKFKDEHQKINRFRQGDVIALPAGVAHWCYNDGEVPVVA
IYVIDINNAANQLDPRQRDFLLAGNMRSPQAYRREVENQSQNIFSGFSAELLSEALGISTGVARQLQCQNDQRGEIVRVEHGLSLLQPYASLQE
QEQKQEQPRERYQVTQHQQSQYGGGCSNGLDETFCAMRIWQNIDNPNLADTYNPRAGRVTNLNSQKFPILNLIQMSAVKVNLYQNALLSP
FWNINSHSVVYVTQGCARVQVVNNNGKTVFNGELRRGQLLIIPQHYVVVKKAQREGCAYIAFKTNPNSMVSHIVGKSSIFRALPTDVLANAY
RISREDAQRLKHNRGDELGAFTPLQYKSYQDVSSVAASS [SEQ 1D 253]

>gi| 472867 |emb|CAAS2764.1| 115 FRIEIT [ ]

MATTSFPSMLFYFCIFLLFHGSMAQLFGQSSTPWQSSRQGGLRGCRFDRLQAFEPLRQVRSQAGITEYFDEQNEQFRCTGVSVIRRVIEPQGL
VLPQYHNAPALVYILQGRGFTGLTFPGCPATFQQQFQPFDQSQFAQGQRQSQTIKDEHQRVQRFKQGDVVALPAGIVHWCYNDGDAPIVA
IYVFDVNNNANQLEPRQKEFLLAGNNKREQQSGNNIFSGLSVQLLSEALGISQQAAQRIQSQNDQRGEIRVSQGLQFLKPIVSQQVPGEQQV
YQPIQTQEGQATQYQVGQSTQYQVGKSTPYQGGQSSQYQAGQSWDQSFNGLEENFCSLEARKNIENPQHADTYNPRAGRITRLNSKNFPIL
NIVQMSATRVNLYQNAILSPFWNINAHSVIYMIQGHARVQVVNNNGQTVFNDILRRGQLLIVPQHFVVLKKAEREGCQYISFKTNPNSMVSH
IAGKSSILRALPIDVLANAYRISRQEARNLKNNRGEEFGAFTPKLTQKGFQSYQDIEEGSSSPVRASE [SEQ ID 254]

KK E 55 (SEQ 1D 12) /Y [F 54
>g11225959 | prf| | 1404367A 73 2 [

MASTNRPIVFFTVCLFLLCDGSLAQQLLGQSTSQWQSSRRGSPRGCRFDRLQAFEPIRSVRSQAGTTEFFDVSNELFQCTGVSVVRRVIEPRGL
LLPHYTNGASLVYIIQGRGITGPTFPGCPETYQQQFQQSGQAGLTESQSQSHKFKDEHQKIHRFRQGDVIALPAGVAHWCYNDCEVPVVAIYV
TDINNGANQLDPRQRDFLLAGNKRNPQAYRREVEEWSQNIFSGFSTELLSEAFGISNQVARQLQCONDQKGEIVRVERGLSLLQPYASLQEQ

EQGQMAQSREHYQEGGYQQSQYGSGCPNGLDETFCVNKVRQNIDNPNRADTYNPRAGRVTNLSQNFPILNLVOMSAVKVNLYQNTDTWIS
MGQEENALLSPFWNINAHSIVYITQGRAQVQVLRRGQLLIVPQHYVVVKKAQREGCAYIAFKTNPNSMVSHIAGKSSIFRALPTDVLANAYRIS
REEAQRLKHNRGDEFGAFTPLQYKSYQDVYNVAESS [SEQ ID 255]

>gi| 573943558 | ref|XP_006654150.1| filill f1y: 7+ (17-A3KE [RafE 285 4]

MKSSIVFSTICLVLLCHGSLAQLLSQSTSQWQSSRRGSPRQCRFDQLQAFEPIRTVRSQAGVTEFYDVSNELFQCTGVSVVRRVIEPRGLLLPHY
SNGATLVYIIQGRGITGPTFPGCPETYQQQFQQSGEAQPFEGQSHKFRDEHQKIHRFRQGDVVALPAGVAHWCYNDGEVPIVAIYVTDIYNS
ANQLDPRHRDFFLAGNNKVAQQLYRSEARENSKNIFGGFSVELLSEALGISRGVARQLQCQNDQRGEIVRVEHGLALLQPYASVQEQQQEQV
QSRDYEQTQYQQKQPQGSCSNGLDETFCTMRLRONIDNPNLADTYNPKAGRITYLNGQKFPILNLVQMSAVKVNLYQNAVLSPFWNINAHS
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VVYITQGRARVQVVNNNGKTVFDGELRQGQLLIIPQHHVVLKKAQREGCSYIALKTNPNSIVSHIAGKNSIFRALPGDVVTNAYRISREEAKRIK
HNRGDESGVFAPSHAYRSYQDMSVAA [SEQ ID 256]

>gi| 721641733 |ref|XP_010231907.1| Fil(17: 12SFh— 0 sER 4% (1 1-FF [ flik fi 55

MAHTSFSSFLSYFCLFLLFHGSMAQVLGQVSTWQSSRQGGSRDCSFDRLQAIEPVTQVRSQAGLTEYFDEQNEQFRCAGVFVIRRVIEPRGLL
LPRYHNTPGLVYILQGNGFVGLTFPGCPETFREQFQQFRQTQSTLGQSQCAQSQKLGDVHAQRVHQFTQGDVVALPTGVAHWIYNGGDAPVV
IVYVFDVNNNANQLEPRQKEFLLGGNYNGVLQYGQNIFSGFNAQLLSQAFGINEQTSQRIQNQNDGRGDIIRVDNGLQFLKPVVTQQQPEQ
PFMPIQHQTGQSSRNGLEENFCSLEPRQNIEDPNRADTYNPRAGSITRLNGQNFPILNLVQMSATRVNLQKNAILSPFWNINAHSVVYVIQG

HALVQVVNNQGHNVFNGLLHRGQLLIIPONYVVLKKAESEGYQYIAFKTNANSMVSHIAGKNSILRALPVDVIANAYRISRQEAQNLKNNRGE
ETGVLTPNFSQSTCQSYQTEDVQSLRPMSHWSE [SEQ ID 257]

KK EH 56 (SEQ 1D 13) K [RIEH
>g1| 169244463 | gh| ACAS0505.1| -1 i 4 2t (1RAG2 [ K A £41 7K RS

MASNKVVFSALLLIVSVLAATATMADHHKDQVVYSLGERCQPGMGYPMYSLPRCRAVVKRQCVGHGAPGGAVDEQLRQDCCRQLAAVD
DSWCRCSALNHMVGGIYRELGATDVGHPMAXVFPGCRRGDLERAAASLPAFCNVDIPNGTGGVCYWLGYPRTPRTGH [SEQ ID 258]

>gi| 5777592 |emb| CAA44001.1| {4 it EREE 1 [/KEG (Oryza sativa) ]

MASNKVVFSALLLIVSVLRRDGTMADHHKDQVVYSLGERCQPGMGYPMYSLPRCRAVVKRQCVGHGAPGAVDEQLRQDCCRQLAAVDD
SWCRCSALNHMVGGIYRELGATDVGHPMAEVFPGCRRGDLERAAASLPAFCNVDIPNGTGGVCYWLGYPRTPRTGH [SEQ 1D 259]

>gi[ 115471175 | ref|NP_001059186.1| 0s07g0214600 | FERALK RS | >gi| 23616954 | dbj| BAC20657.1]
IR ra16 [ HERSALKES ] >gi|113610722|dbj| BAF21100.1| 0s07g0214600 [ K Fi41 /K F3
] >gi| 125557687 |gb|EAZ03223.1|  fRsE 1A Osl_25372| ARG AKFE ]

MASNKVVISALLVVVVSVLAATTTMADHHQEQVVYTPGQLCQPGIGYPTYPLPRCRAFVKRQCVAPGTVDEQVRRGCCRQLAAIDSSWCRC
DALNHMLRIIYRESGAADAGHPMAEVFRGCRRGDIERAAASLPAFCNVDIPNGVGGVCYWLPGTGY [SEQID 260]

KKEART (SEQ ID 14) H[EIEY)

>gi[ 115445309 | ref|NP_001046434.1| 0s02g0248800 | RS ALK | >gi|37993738| gb| AAR06952.1 |
wnErBs WR4AUKE 1 >gi|47497729|dbj|BAD19794.1| 7B [ FEFEALKHE
] >gi| 113535965 | dbj| BAFO8348.1| 0s02g0248800 [ RS ALK RS ] >gi| 215768942 | dbj| BAHO1171.1 |
PIEA ] /I FEfR4L KT | >gi| 284431772 |gb | ADB84627.1| 735 (1 HHRIALKES

MTISVFSRFSIYFCVLLLCNGSMAQLFDPATNQWQTHRQGSFRECRFERLQAFEPLQNVRSEAGVTEYFDETNELFQCTGTFVIRRVIQPQGLL
IPRYANTPGMVYIIQGRGSMGLTFPGCPATYQQQSQQFLFQGESQSQKFIDEHQKIHQFRQGDIVVLPTGYVAHWFYNDGDTPVVALYVYDI
NNSANQLEPRHREFLLAGKNNRVQQVYGRSIQQHSGQNIFNGFSVEPLSEALNINTVTTKRLQSQNDQRGEIIHVKNGLQLLKPTLTQRQEQE
QAQYQEVQYSEKPQTSSRWNGLEENLCTIKTRLNIENPSRADSYDPRAGRITSLDSQKFPILNIIQMSATRVNLYQNAILTPFWNVNAHSLMYV
IRGRARVQVVSNFGKTVFDGVLRPEQLLIIPQNYVVLKKAQHEGCQYIAINTNANAFVSHLAGVDSVFHALPVDVIANAYCISREEARRLKNNR
GDEYGPFPPRLQQQIYPEFSNESKGETSE [SEQ ID 261]

>gi[428674402|gb| AFZ41188.1| 73411, sy DEERRAL KR

50



CN 114835784 B iﬂ' HH :I:; 49/50 BT

[0427]

LLCHGSMAQIFSLGINPWQNPRQGGSRECRFDRLQAFEPLRKVRHEAGVTEYFDEKNEQFQCTGTLVIRRIIEPQGLLLPRYSNTPGLVYIIQGT
GVLGLTFPGCPATYQKQFRHFGLEGGSQRQGKKLRDENQKIHQFRQGDVVALPSGIPHWFYNEGDTPVVALFVFDVNNNANQLEPRQKEFL
LAGNNIEQQVSNPSINKHSGQNIFNGFNTKLLSEALGVNIEVTRRLQSQNDRRGDIIRVKNGLRLIKPTITQQQEQTQDQYQQIQYHREQRSTS
KYNGLDENFCAIRARLNIENPNHADTYNPRAGRITNLNSQKFSILNLVQMSATRVNLYQNAILSPFWNINAHSLVYTIQGRARVQVVSNHGKA
VFNGVLRPGQLLIIPQNYVVMKKAELEGFQFIAFKTNPNAMVNHIAGKNSVLRAMPVDVIANAYRISRQEARSLKNNRGEEIGAFTPRYQQQ
KIHQEYSNPNESETQ [SEQ ID 262]

>gi| 226510| prf| | 1515394A Fifi I Ek H

MATTRFPSLLFYSCIFLLCNGSMAQLFGQSFTPWQSSRQGGLRGCRFDRLQAFEPLRQVRSQAGITEYFDEQNEQFRCAGVSVIRRVIEPQGLL
LPQYHNAPGLVYILQGRGFTGLTFPGCPATFQQQFQPFDQARFAQGQSKSQNLKDEHQRVHHIKQGDVVALPAGIVHWCYNDGDAPIVAV

YVFDVNNNANQLEPRQKEFLLAGNNKREQQFGQNIFSGFSVQLLSEALGISQQAAQKIQSQNDQRGEIRVSQGLAFLKPFVSQQGPVEHQA
YQPIQSQQEQSTQYQVGQSPAQYQEGQSTQYQSGQSWDQSFNGLEENFCSLEARQNIENPKRADTYNPRAGRITHLNSKNFPTLNLVQMSA

TRVNLYQNAILSPYWNINAHSVMHMIQGRARVQVVNNHGQTVFNDILRRGQLLIPQHYVVLKKAEREGCQYISFKTTPNSMVSYIAGKTSIL

RALPVDVLANAYRISRQESQNLKNNRGEEFGAFTPKFAQTGSQSYQDEGESSSTEKASE [SEQ ID 263]

KAKEEN8 (SEQ ID 15) (1A
>gi| 83375868 |gb| ABC17777.1 | IR [ i 7 A= £

MSALTTSQLATSATGFGIADRSAPSSLLRHGFQGLKPRSPAGGDATSLSVTTSARATPKQQRSVQRGSRRFPSVVVYATGAGMNVVFVGAEM
APWSKTGGLGDVLGGLPPAMAANGHRVMVISPRYDQYKDAWDTSVVAEIKVADRYERVRFFHCYKRGVDRVFVDHPSFLEKVWGKTGEKI

YGPDTGVDYKDNQMRFSLLCQAPRILNLNNNPYFKGTYGEDVVFVCNDWHTGPLASYLKNNYQPNGIYRNAKVAFCIHNISYQGRFAFEDYP
ELNLSERFRSSFDFIDGYDTPVEGRKINWMKAGILEADRVLTVSPYYAEELISGIARGCELDNIMRLTGITGIVNGMDVSEWDPSKDKYITAKYD

ATTAIEAKALNKEALQAEAGLPVDRKIPLIAFIGRLEEQKGPDVMAAAIPELMQEDVQIVLLGTGKKKFEKLLKSMEEKYPGKVRAVVKFNAPLA
HLIMAGADVLAVPSRFEPCGLIQLOGMRYGTPCACASTGGLVDTVIEGKTGFHMGRLSVDCKVVEPSDVKKVAATLKRAIKVVGTPAYEEMV

RNCMNQDLSWKGPAKNWENVLLGLGVAGSAPGIEGDEIAPLAKENVAAP [SEQ ID 264]

>gi| 297614332 | gh | ADI4BS0A.1 [k 5 A el [ 24 FHIBF /445

MSALTTSQLATSATGFGIADRSAPSSLLRHGFQGLKPRSPAGGDASSLSVTTSARATPKQQRSVQRGSRRFPSVVVYATGAGMNVVFVGAEM
APWSKTGGLGDVLGGLPPAMAANGHRVMVISPRHDQYKDAWDTSVVAEIKVADRYERVRFFHCYKRGVDRVFIDHPSFLEKVWGKTGEKI
YGPDTGVDYKDNQMRFSLLCQAALEAPRILNLNNNPYFKGTYGEDVVFVCNDWHTGPLPSYLKNNYQPNGIYRNAKVAFCIHNISYQGRFAF
EDYPELNLSERFRSSFDFIDGYDTPVEGRKINWMEKAGILESDRVLTVSPYYAEELISGIARGCELDNIMRLTGITGIVNGMDVSEWDPSKDKYIA
AKYDATTAIEAKALNKEALQAEAGLPVDRKIPLIAFIGRLEEQKGPDVMAAAIPELMQENVQIVLLGTGKKKFEKLLKSMEEKYPGKVRAVVKF
NAPLAHLIMAGADVLAVPSRFEPCGLIQLOGMRYGTPCACASTGGLVDTVIEGKTGFHMGRLSVDCKVVEPSDVQKVATTLKRAIKIVGTPAY
NEMVRNCMNQDLSWKGPAKNWENVLLGLGVAGSAPGVEGEEIAPLAKENVAAP [SEQ ID 265]

>gi| 389620054 | gb| AFK93486.1| fiiki &k /i by 5 nk il [

MAALATSQLATSGTVLGVTDRFRRPGFQGLRPRNPADAALGMRTIGASAAPKQSRKAHRGSRRCLSVVVRATGSGMNLVFVGAEMAPWS
KTGGLGDVLGGLPPAMAANGHRVMVVSPRYDQYKDAWDTSVISEIKVADEYERVRFFHCYKRGVDRVFIDHPWFLEKVRGKTKEKIYGPDA
GTDYEDNQQRFSLLCQAALEAPRILNLNNNPYFSGPYGEDVVFVCNDWHTGLLACYLKSNYQSNGIYRTAKVAFCIHNISYQGRFSFDDFAQL
NLPDRFKSSFDFIDGYDKPVEGRKINWMEKAGILQADKVLTVSPYYAEELISDEARGCELDNIMRLTGITGIVNGMDVSEWDPTKDKFLAVNYDI
TTALEAKALNKEALQAEVGLPVDRKVPLVAFIGRLEEQKGPDVMIAAIPEILKEEDVQIILLGTGKKKFEKLLKSMEEKFPGKVRAVVRFNAPLAH
QMMAGADLLAVTSRFEPCGLIQLQGMRYGTPCVCASTGGLVDTIVEGKTGFHMGRLSVDCNVVEPADVKKVATTLKRAVKVVGTPAYQEM
VKNCMIQDLSWKGPAKNWEDVLLELGVEGSEPGIVGEEIAPLAMENVAAP [SEQ ID 266]
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[0428]

GLUC (& W|MOMEEKF) FAJHE1 (SEQ ID 16) [H[HJE

>gi| 446599182 | ref| WP_000676528.1| BEMENILEE [ SO AIERE ] >gi| 253729369 |gb| EES98098.1 |

W el [ G AR 4k ) TCH130] >gi| 341844549 |gb | EGS85761.1| 75 ik A fik il

[ &WEEEHREaNElf  21259] >gi| 537390486 | gb | AGU61109.1| 75 %0k P4 I Fi i 14

[ &WEMEIRESITEER  CN1)>gi|564714561|gb|ETD14665.1 7%k M ik H [ 400 5 & ER
GBI KPL1845) >gi| 577466329 |gb|EUG79766.1| 4k P kA [ &WMEHERE  mo139)

>gi| 580560623 | gb | EVF84961.1| 734 fi ph fikc fli [ 4ifiainki COAS6020]

>gi| 580687002 |gb | EVH10169.1 | 75 % filk A fik e [ &i@uisiskE  UCIME080]

>gi| 751815683 | gb| KIN24957.1 | 73 %L ik 14 Jik fify [ &iEEEEKE  MRSA_CVMA3477]

>gi| 781884797 |dbj| BAROSAS6.1| 73 % fik 4 Ak T 14 [ &WMEusRESmarh

>gi| 781887762 | dbj| BAR11210.1| & W Al 1A [ &WMEHEGREENETH ]

MKGKFLKVSSLFVATLTTATLVSSPAANALSSKAMDNHPQQSQSSKQQTPKIQKGGNLKPLEQREHANVILPNNDRHQITDTTNGHYAPVTYI
QVEAPTGTFIASGVVVGKDTLLTNKHVVDATHGDPHALKAFPSAINQDNYPNGGFTAEQITKYSGEGDLAIVKFSPNEQNKHIGEVVKPATMS
NNAETQVNQNITVTGYPGDKPVATMWESKGKITYLKGEAMQYDLSTTGGNSGSPVFNEKNEVIGIHWGGVPNEFNGAVFINENVRNFLKQ

NIEDIHFANDDQPNNPDNPDNPNNPDNPNNPDEPNNPDNPNNPDNPDNGDNNNSDNPDAA [SEQ ID 267]
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[0001]  FAIEk

[0002]  <110> ZHEHTAHPR ]

[0003]  <120> HrAMK A H

[0004] <130> P11683EPDIV1

[0005] <140> EP20165063.7

[0006] <141> 2016-07-18

[0007]  <150> 15177013.8

[0008] <151> 2015-07-16

[0009]  <160> 425

[0010]  <170> PatentIn version 3.5

[0011] <210> 1

[0012] <211> 459

[0013]  <212> PRT

[0014]  <213> WiT

[0015]  <400> 1

[0016] Met Ala Ala Thr Thr Met Lys Ala Ser Phe Pro Leu Leu Met Leu Met
[00171 1 5 10 15
[0018] Gly Ile Ser Phe Leu Ala Ser Val Cys Val Ser Ser Arg Ser Asp Pro
[0019] 20 25 30

[0020]  Gln Asn Pro Phe Ile Phe Lys Ser Asn Lys Phe Gln Thr Leu Phe Glu
[0021] 35 40 45

[0022] Asn Glu Asn Gly His Ile Arg Leu Leu Gln Lys Phe Asp Gln Arg Ser
[0023] 50 5h 60

[0024] Lys Ile Phe Glu Asn Leu Gln Asn Tyr Arg Leu Leu Glu Tyr Lys Ser
[0025] 65 70 75 80
[0026] Lys Pro His Thr Ile Phe Leu Pro Gln His Thr Asp Ala Asp Tyr Ile
[0027] 85 90 95
[0028] Leu Val Val Leu Ser Gly Lys Ala Ile Leu Thr Val Leu Lys Pro Asp
[0029] 100 105 110

[0030] Asp Arg Asn Ser Phe Asn Leu Glu Arg Gly Asp Thr Ile Lys Leu Pro
[0031] 115 120 125

[0032] Ala Gly Thr Ile Ala Tyr Leu Val Asn Arg Asp Asp Asn Glu Glu Leu
[0033] 130 135 140

[0034] Arg Val Leu Asp Leu Ala Ile Pro Val Asn Arg Pro Gly Gln Leu Gln
[0035] 145 150 155 160
[0036] Ser Phe Leu Leu Ser Gly Asn Gln Asn Gln Gln Asn Tyr Leu Ser Gly
[0037] 165 170 175
[0038] Phe Ser Lys Asn Ile Leu Glu Ala Ser Phe Asn Thr Asp Tyr Glu Glu
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[0039] 180 185 190

[0040] Tle Glu Lys Val Leu Leu Glu Glu His Glu Lys Glu Thr Gln His Arg
[0041] 195 200 205

[0042] Arg Ser Leu Lys Asp Lys Arg Gln Gln Ser Gln Glu Glu Asn Val Ile
[0043] 210 215 220

[0044] Val Lys Leu Ser Arg Gly Gln Ile Glu Glu Leu Ser Lys Asn Ala Lys
[0045] 225 230 235 240
[0046] Ser Thr Ser Lys Lys Ser Val Ser Ser Glu Ser Glu Pro Phe Asn Leu
[0047] 245 250 255
[0048] Arg Ser Arg Gly Pro Ile Tyr Ser Asn Glu Phe Gly Lys Phe Phe Glu
[0049] 260 265 270

[0050] Tle Thr Pro Glu Lys Asn Pro Gln Leu Gln Asp Leu Asp Ile Phe Val
[0051] 275 280 285

[0052] Asn Ser Val Glu Ile Lys Glu Gly Ser Leu Leu Leu Pro His Tyr Asn
[0053] 290 295 300

[0054] Ser Arg Ala Ile Val Ile Val Thr Val Asn Glu Gly Lys Gly Asp Phe
[0055] 305 310 315 320
[0056] Glu Leu Val Gly Gln Arg Asn Glu Asn Gln Gln Glu Gln Arg Lys Glu
[0057] 325 330 335
[0058] Asp Asp Glu Glu Glu Glu Gln Gly Glu Glu Glu Ile Asn Lys Gln Val
[0059] 340 345 350

[0060]  Gln Asn Tyr Lys Ala Lys Leu Ser Ser Gly Asp Val Phe Val Ile Pro
[0061] 355 360 365

[0062] Ala Gly His Pro Val Ala Val Lys Ala Ser Ser Asn Leu Asp Leu Leu
[0063] 370 375 380

[0064] Gly Phe Gly Ile Asn Ala Glu Asn Asn Gln Arg Asn Phe Leu Ala Gly
[0065] 385 390 395 400
[0066]  Asp Glu Asp Asn Val Ile Ser Gln Ile Gln Arg Pro Val Lys Glu Leu
[0067] 405 410 415
[0068] Ala Phe Pro Gly Ser Ala Gln Glu Val Asp Arg Ile Leu Glu Asn Gln
[0069] 420 425 430

[0070] Lys Gln Ser His Phe Ala Asp Ala Gln Pro Gln Gln Arg Glu Arg Gly
[0071] 435 440 445

[0072] Ser Arg Glu Thr Arg Asp Arg Leu Ser Ser Val

[0073] 450 455

[0074]  <210> 2

[0075]  <211> 124

[0076] <212> PRT

[0077]  <213> WiT.
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[0078]  <400> 2

[0079] Asp Arg Arg Gln Glu Leu Ser Asn Glu Asn Val Leu Val Lys Val Ser
[0080] 1 5 10 15
[0081] Arg Arg Gln Leu Glu Glu Leu Ser Lys Asn Ala Lys Ser Ser Ser Arg
[0082] 20 25 30

[0083] Arg Ser Val Ser Ser Glu Ser Gly Pro Phe Asn Leu Arg Ser Glu Asp
[0084] 35 40 45

[0085] Pro Leu Tyr Ser Asn Asn Ser Gly Lys Phe Phe Glu Leu Thr Pro Glu
[0086] 50 55 60

[0087] Lys Asn Gln Gln Leu Gln Asp Leu Asp Leu Phe Val Asn Ser Val Asp
[0088] 65 70 75 80
[0089] Leu Lys Glu Gly Ser Leu Leu Leu Pro Asn Tyr Asn Ser Arg Ala Leu
[0090] 85 90 95
[0091] Leu Val Leu Val Leu Val Val Asn Glu Gly Lys Gly Asp Phe Glu Leu
[0092] 100 105 110

[0093] Val Gly Gln Arg Asn Glu Asn Gln Gly Lys Glu Asn

[0094] 115 120

[0095]  <210> 3

[0096]  <211> 520

[0097] <212> PRT

[0098]  <213> WiT.

[0099]  <400> 3

[0100] Met Ala Thr Lys Leu Leu Ala Leu Ser Leu Ser Phe Cys Phe Leu Leu
[o101] 1 5 10 15
[0102] Leu Gly Gly Cys Phe Ala Leu Arg Glu Gln Pro Glu Gln Asn Glu Cys
[0103] 20 25 30

[0104] Gln Leu Glu Arg Leu Asn Ala Leu Glu Pro Asp Asn Arg Ile Glu Ser
[0105] 35 40 45

[0106] Glu Gly Gly Leu Ile Glu Thr Trp Asn Pro Asn Asn Lys Gln Phe Arg
[0107] 50 55 60

[0108] Cys Ala Gly Val Ala Leu Ser Arg Ala Thr Leu Gln His Asn Ala Leu
[0109] 65 70 75 80
[0110]  Arg Arg Pro Tyr Tyr Ser Asn Ala Pro Gln Glu Ile Phe Ile Gln Gln
[0111] 85 90 95
[0112]  Gly Asn Gly Tyr Phe Gly Met Val Phe Pro Gly Cys Pro Glu Thr Phe
[0113] 100 105 110

[0114]  Glu Glu Pro Gln Glu Ser Glu Gln Gly Glu Gly Arg Arg Tyr Arg Asp
[0115] 115 120 125

[0116] Arg His Gln Lys Val Asn Arg Phe Arg Glu Gly Asp Ile Ile Ala Val
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[0117] 130 135 140

[0118] Pro Thr Gly Ile Val Phe Trp Met Tyr Asn Asp Gln Asp Thr Pro Val
[0119] 145 150 155 160
[0120] Tle Ala Val Ser Leu Thr Asp Ile Arg Ser Ser Asn Asn Gln Leu Asp
[0121] 165 170 175
[0122]  Gln Met Pro Arg Arg Phe Tyr Leu Ala Gly Asn His Glu Gln Glu Phe
[0123] 180 185 190

[0124] Leu Arg Tyr Gln His Gln Gln Gly Gly Lys Gln Glu Gln Glu Asn Glu
[0125] 195 200 205

[0126]  Gly Asn Asn Ile Phe Ser Gly Phe Lys Arg Asp Phe Leu Glu Asp Ala
[0127] 210 215 220

[0128] Phe Asn Val Asn Arg His Ile Val Asp Arg Leu Gln Gly Arg Asn Glu
[0129] 225 230 235 240
[0130] Asp Glu Glu Lys Gly Ala Ile Val Lys Val Lys Gly Gly Leu Ser Ile
[0131] 245 250 255
[0132] Tle Ser Pro Pro Glu Lys Gln Ala Arg His Gln Arg Gly Ser Arg Gln
[0133] 260 265 270

[0134]  Glu Glu Asp Glu Asp Glu Asp Glu Glu Arg Gln Pro Arg His Gln Arg
[0135] 275 280 285

[0136] Gly Ser Arg Gln Glu Glu Glu Glu Asp Glu Asp Glu Glu Arg Gln Pro
[0137] 290 295 300

[0138] Arg His Gln Arg Arg Arg Gly Glu Glu Glu Glu Glu Asp Lys Lys Glu
[0139] 305 310 315 320
[0140] Arg Arg Gly Ser Gln Lys Gly Lys Ser Arg Arg Gln Gly Asp Asn Gly
[0141] 325 330 335
[0142] Leu Glu Glu Thr Val Cys Thr Ala Lys Leu Arg Leu Asn Ile Gly Pro
[0143] 340 345 350

[0144]  Ser Ser Ser Pro Asp Ile Tyr Asn Pro Glu Ala Gly Arg Ile Lys Thr
[0145] 355 360 365

[0146]  Val Thr Ser Leu Asp Leu Pro Val Leu Arg Trp Leu Lys Leu Ser Ala
[0147] 370 375 380

[0148] Glu His Gly Ser Leu His Lys Asn Ala Met Phe Val Pro His Tyr Asn
[0149] 385 390 395 400
[0150] Leu Asn Ala Asn Ser Ile Ile Tyr Ala Leu Lys Gly Arg Ala Arg Leu
[0151] 405 410 415
[0152]  Gln Val Val Asn Cys Asn Gly Asn Thr Val Phe Asp Gly Glu Leu Glu
[0153] 420 425 430

[0154] Ala Gly Arg Ala Leu Thr Val Pro Gln Asn Tyr Ala Val Ala Ala Lys
[0155] 435 440 445
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[0156] Ser Leu Ser Asp Arg Phe Ser Tyr Val Ala Phe Lys Thr Asn Asp Arg
[0157] 450 455 460

[0158] Ala Gly Ile Ala Arg Leu Ala Gly Thr Ser Ser Val Ile Asn Asn Leu
[0159] 465 470 475 480
[0160] Pro Leu Asp Val Val Ala Ala Thr Phe Asn Leu Gln Arg Asn Glu Ala
[0161] 485 490 495
[0162] Arg Gln Leu Lys Ser Asn Asn Pro Phe Lys Phe Leu Val Pro Ala Arg
[0163] 500 505 510

[0164]  Gln Ser Glu Asn Arg Ala Ser Ala

[0165] 515 520

[0166] <210> 4

[0167] <211> 613

[0168]  <212> PRT

[0169]  <213> WiT.

[0170]  <400> 4

[0171]  Met Ala Thr Thr Ile Lys Ser Arg Phe Pro Leu Leu Leu Leu Leu Gly
[01721 1 5 10 15
[0173] Tle Ile Phe Leu Ala Ser Val Val Cys Val Thr Tyr Ala Asn Tyr Asp
[0174] 20 25 30

[0175]  Glu Gly Ser Glu Pro Arg Val Pro Ala Gln Arg Glu Arg Gly Arg Gln
[0176] 35 40 45

[0177]  Glu Gly Glu Lys Glu Glu Lys Arg His Gly Glu Trp Arg Pro Ser Tyr
[0178] 50 55 60

[0179]  Glu Lys Glu Glu Asp Glu Glu Glu Gly Gln Arg Glu Arg Gly Arg Gln
[0180] 65 70 75 80
[0181]  Glu Gly Glu Lys Glu Glu Lys Arg His Gly Glu Trp Arg Pro Ser Tyr
[0182] 85 90 95
[0183]  Glu Lys Gln Glu Asp Glu Glu Glu Lys Gln Lys Tyr Arg Tyr Gln Arg
[0184] 100 105 110

[0185]  Glu Lys Glu Asp Glu Glu Glu Lys Gln Lys Tyr Gln Tyr Gln Arg Glu
[0186] 115 120 125

[0187] Lys Lys Glu Gln Lys Glu Val Gln Pro Gly Arg Glu Arg Trp Glu Arg
[0188] 130 135 140

[0189]  Glu Glu Asp Glu Glu Gln Val Asp Glu Glu Trp Arg Gly Ser Gln Arg
[0190] 145 150 155 160
[0191]  Arg Glu Asp Pro Glu Glu Arg Ala Arg Leu Arg His Arg Glu Glu Arg
[0192] 165 170 175
[0193] Thr Lys Arg Asp Arg Arg His Gln Arg Glu Gly Glu Glu Glu Glu Arg
[0194] 180 185 190
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[0195] Ser Ser Glu Ser Gln Glu Arg Arg Asn Pro Phe Leu Phe Lys Ser Asn
[0196] 195 200 205

[0197] Lys Phe Leu Thr Leu Phe Glu Asn Glu Asn Gly His Ile Arg Leu Leu
[0198] 210 215 220

[0199]  Gln Arg Phe Asp Lys Arg Ser Asp Leu Phe Glu Asn Leu Gln Asn Tyr
[0200] 225 230 235 240
[0201] Arg Leu Val Glu Tyr Arg Ala Lys Pro His Thr Ile Phe Leu Pro Gln
[0202] 245 250 255
[0203] His Ile Asp Ala Asp Leu Ile Leu Val Val Leu Ser Gly Lys Ala Ile
[0204] 260 265 270

[0205] Leu Thr Val Leu Ser Pro Asn Asp Arg Asn Ser Tyr Asn Leu Glu Arg
[0206] 275 280 285

[0207] Gly Asp Thr Ile Lys Leu Pro Ala Gly Thr Thr Ser Tyr Leu Val Asn
[0208] 290 295 300

[0209]  Gln Asp Asp Glu Glu Asp Leu Arg Leu Val Asp Leu Val Ile Pro Val
[0210] 305 310 315 320
[0211]  Asn Gly Pro Gly Lys Phe Glu Ala Phe Asp Leu Ala Lys Asn Lys Asn
[0212] 325 330 335
[0213]  Gln Tyr Leu Arg Gly Phe Ser Lys Asn Ile Leu Glu Ala Ser Tyr Asn
[0214] 340 345 350

[0215]  Thr Arg Tyr Glu Thr Ile Glu Lys Val Leu Leu Glu Glu Gln Glu Lys
[0216] 355 360 365

[0217]  Asp Arg Lys Arg Arg Gln Gln Gly Glu Glu Thr Asp Ala Ile Val Lys
[0218] 370 375 380

[0219]  Val Ser Arg Glu Gln Ile Glu Glu Leu Lys Lys Leu Ala Lys Ser Ser
[0220] 385 390 395 400
[0221]  Ser Lys Lys Ser Leu Pro Ser Glu Phe Glu Pro Ile Asn Leu Arg Ser
[0222] 405 410 415
[0223] His Lys Pro Glu Tyr Ser Asn Lys Phe Gly Lys Leu Phe Glu Ile Thr
[0224] 420 425 430

[0225] Pro Glu Lys Lys Tyr Pro Gln Leu Gln Asp Leu Asp Leu Phe Val Ser
[0226] 435 440 445

[0227] Cys Val Glu Ile Asn Glu Gly Ala Leu Met Leu Pro His Tyr Asn Ser
[0228] 450 455 460

[0229] Arg Ala Ile Val Val Leu Leu Val Asn Glu Gly Lys Gly Asn Leu Glu
[0230] 465 470 475 480
[0231] Leu Leu Gly Leu Lys Asn Glu Gln Gln Glu Arg Glu Asp Arg Lys Glu
[0232] 485 490 495
[0233] Arg Asn Asn Glu Val Gln Arg Tyr Glu Ala Arg Leu Ser Pro Gly Asp
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[0234] 500 505 510

[0235] Val Val Ile Ile Pro Ala Gly His Pro Val Ala Ile Thr Ala Ser Ser
[0236] 515 520 525

[0237]  Asn Leu Asn Leu Leu Gly Phe Gly Ile Asn Ala Glu Asn Asn Glu Arg
[0238] 530 535 540

[0239] Asn Phe Leu Ser Gly Ser Asp Asp Asn Val Ile Ser Gln Ile Glu Asn
[0240] 545 550 555 560
[0241]  Pro Val Lys Glu Leu Thr Phe Pro Gly Ser Val Gln Glu Ile Asn Arg
[0242] 565 570 575
[0243] Leu Ile Lys Asn Gln Lys Gln Ser His Phe Ala Asn Ala Glu Pro Glu
[0244] 580 585 590

[0245] Gln Lys Glu Gln Gly Ser Gln Gly Lys Arg Ser Pro Leu Ser Ser Ile
[0246] 595 600 605

[0247] Leu Gly Thr Phe Tyr

[0248] 610

[0249] <210> 5

[0250]  <211> 438

[0251] <212> PRT

[0252]  <213> WiT.

[0253]  <400> 5

[0254] Met Ala Ala Thr Pro Ile Lys Pro Leu Met Leu Leu Ala Ile Ala Phe
[0255] 1 5 10 15
[0256] Leu Ala Ser Val Cys Val Ser Ser Arg Ser Asp Gln Glu Asn Pro Phe
[0257] 20 25 30

[0258] Tle Phe Lys Ser Asn Arg Phe Gln Thr Leu Tyr Glu Asn Glu Asn Gly
[0259] 35 40 45

[0260] His Ile Arg Leu Leu Gln Lys Phe Asp Lys Arg Ser Lys Ile Phe Glu
[0261] 50 55 60

[0262] Asn Leu Gln Asn Tyr Arg Leu Leu Glu Tyr Lys Ser Lys Pro Arg Thr
[0263] 65 70 75 80
[0264] Leu Phe Leu Pro Gln Tyr Thr Asp Ala Asp Phe Ile Leu Val Val Leu
[0265] 85 90 95
[0266] Ser Gly Lys Ala Thr Leu Thr Val Leu Lys Ser Asn Asp Arg Asn Ser
[0267] 100 105 110

[0268] Phe Asn Leu Glu Arg Gly Asp Thr Ile Lys Leu Pro Ala Gly Thr Ile
[0269] 115 120 125

[0270] Ala Tyr Leu Ala Asn Arg Asp Asp Asn Glu Asp Leu Arg Val Leu Asp
[0271] 130 135 140

[0272] Leu Thr Ile Pro Val Asn Lys Pro Gly Gln Leu Gln Ser Phe Leu Leu
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[0273] 145 150 155 160
[0274] Ser Gly Thr Gln Asn Gln Pro Ser Leu Leu Ser Gly Phe Ser Lys Asn
[0275] 165 170 175
[0276] Tle Leu Glu Ala Ala Phe Asn Thr Asn Tyr Glu Glu Ile Glu Lys Val
[0277] 180 185 190

[0278] Leu Leu Glu Gln Gln Glu Gln Glu Pro Gln His Arg Arg Ser Leu Lys
[0279] 195 200 205

[0280] Asp Arg Arg Gln Glu Ile Asn Glu Glu Asn Val Ile Val Lys Val Ser
[0281] 210 215 220

[0282] Arg Glu Gln Ile Glu Glu Leu Ser Lys Asn Ala Lys Ser Ser Ser Lys
[0283] 225 230 235 240
[0284] Lys Ser Val Ser Ser Glu Ser Gly Pro Phe Asn Leu Arg Ser Arg Asn
[0285] 245 250 255
[0286] Pro Ile Tyr Ser Asn Lys Phe Gly Lys Phe Phe Glu Ile Thr Pro Glu
[0287] 260 265 270

[0288] Lys Asn Gln Gln Leu Gln Asp Leu Asp Ile Phe Val Asn Ser Val Asp
[0289] 275 280 285

[0290] Tle Lys Glu Gly Ser Leu Leu Leu Pro Asn Tyr Asn Ser Arg Ala Ile
[0291] 290 295 300

[0292] Val Ile Val Thr Val Thr Glu Gly Lys Gly Asp Phe Glu Leu Val Gly
[0293] 305 310 315 320
[0294]  Gln Arg Asn Glu Asn Gln Gly Lys Glu Asn Asp Lys Glu Glu Glu Gln
[0295] 325 330 335
[0296]  Glu Glu Glu Thr Ser Lys Gln Val Gln Leu Tyr Arg Ala Lys Leu Ser
[0297] 340 345 350

[0298] Pro Gly Asp Val Phe Val Ile Pro Ala Gly His Pro Val Ala Ile Asn
[0299] 355 360 365

[0300] Ala Ser Ser Asp Leu Asn Leu Ile Gly Phe Gly Ile Asn Ala Glu Asn
[0301] 370 375 380

[0302] Asn Glu Arg Asn Phe Leu Ala Gly Glu Glu Asp Asn Val Ile Ser Gln
[0303] 385 390 395 400
[0304] Val Glu Arg Pro Val Lys Glu Leu Ala Phe Pro Gly Ser Ser His Glu
[0305] 405 410 415
[0306] Val Asp Arg Leu Leu Lys Asn Gln Lys Gln Ser Tyr Phe Ala Asn Ala
[0307] 420 425 430

[0308] Gln Pro Leu Gln Arg Glu

[0309] 435

[0310]  <210> 6

[0311]  <211> 484
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[0312] <212> PRT

[0313]  <213> JKFH

[0314]  <400> 6

[0315] Met Ala Thr Thr Thr Ser Leu Leu Ser Ser Cys Leu Cys Ala Leu Leu
[0316] 1 5 10 15
[0317] Leu Ala Pro Leu Phe Ser Gln Gly Val Asp Ala Trp Glu Ser Arg Gln
[0318] 20 25 30

[0319] Gly Ala Ser Arg Gln Cys Arg Phe Asp Arg Leu Gln Ala Phe Glu Pro
[0320] 35 40 45

[0321] Leu Arg Lys Val Arg Ser Glu Ala Gly Asp Thr Glu Tyr Phe Asp Glu
[0322] 50 55 60

[0323] Arg Asn Glu Gln Phe Arg Cys Ala Gly Val Phe Val Ile Arg Arg Val
[0324] 65 70 75 80
[0325] Tle Glu Pro Gln Gly Leu Val Val Pro Arg Tyr Ser Asn Thr Pro Ala
[0326] 85 90 95
[0327] Leu Ala Tyr Ile Ile Gln Gly Lys Gly Tyr Val Gly Leu Thr Phe Pro
[0328] 100 105 110

[0329] Gly Cys Pro Ala Thr His Gln Gln Gln Phe Gln Leu Phe Glu Gln Arg
[0330] 115 120 125

[0331]  Gln Ser Asp Gln Ala His Lys Phe Arg Asp Glu His Gln Lys Ile His
[0332] 130 135 140

[0333] Glu Phe Arg Gln Gly Asp Val Val Ala Leu Pro Ala Ser Val Ala His
[0334] 145 150 155 160
[0335] Trp Phe Tyr Asn Gly Gly Asp Thr Pro Ala Val Val Val Tyr Val Tyr
[0336] 165 170 175
[0337] Asp Ile Lys Ser Phe Ala Asn Gln Leu Glu Pro Arg Gln Lys Glu Phe
[0338] 180 185 190

[0339] Leu Leu Ala Gly Asn Asn Gln Arg Gly Gln Gln Ile Phe Glu His Ser
[0340] 195 200 205

[0341] Tle Phe Gln His Ser Gly Gln Asn Ile Phe Ser Gly Phe Asn Thr Glu
[0342] 210 215 220

[0343] Val Leu Ser Glu Ala Leu Gly Ile Asn Thr Glu Ala Ser Lys Arg Leu
[0344] 225 230 235 240
[0345]  Gln Ser Gln Asn Asp Gln Arg Gly Asp Ile Ile Arg Val Lys His Gly
[0346] 245 250 255
[0347] Leu Gln Leu Leu Lys Pro Thr Leu Thr Gln Arg Gln Glu Glu His Arg
[0348] 260 265 270

[0349]  Gln Tyr Gln Gln Val Gln Tyr Arg Glu Gly Gln Tyr Asn Gly Leu Asp
[0350] 275 280 285
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[0351]  Glu Asn Phe Cys Thr Ile Lys Ala Arg Val Asn Ile Glu Asn Pro Ser
[0352] 290 295 300

[0353] Arg Ala Asp Tyr Tyr Asn Pro Arg Ala Gly Arg Ile Thr Leu Leu Asn
[0354] 305 310 315 320
[0355] Asn Gln Lys Phe Pro Ile Leu Asn Leu Ile Gly Met Gly Ala Ala Arg
[0356] 325 330 335
[0357]  Val Asn Leu Tyr Gln Asn Ala Leu Leu Ser Pro Phe Trp Asn Ile Asn
[0358] 340 345 350

[0359] Ala His Ser Val Val Tyr Ile Ile Gln Gly Ser Val Arg Val Gln Val
[0360] 355 360 365

[0361] Ala Asn Asn Gln Gly Arg Ser Val Phe Asn Gly Val Leu His Gln Gly
[0362] 370 375 380

[0363] Gln Leu Leu Ile Ile Pro Gln Asn His Ala Val Tle Lys Lys Ala Glu
[0364] 385 390 395 400
[0365] His Asn Gly Cys Gln Tyr Val Ala Ile Lys Thr Ile Ser Asp Pro Thr
[0366] 405 410 415
[0367] Val Ser Trp Val Ala Gly Lys Asn Ser Ile Leu Arg Ala Leu Pro Val
[0368] 420 425 430

[0369] Asp Val Ile Ala Asn Ala Tyr Arg Ile Ser Arg Asp Glu Ala Arg Arg
[0370] 435 440 445

[0371] Leu Lys Asn Asn Arg Ala Asp Glu Ile Gly Pro Phe Thr Pro Arg Phe
[0372] 450 455 460

[0373]  Pro Gln Lys Ser Gln Arg Gly Tyr Gln Phe Leu Thr Glu Gly Leu Ser
[0374] 465 470 475 480
[0375] Leu Ile Gly Met

[0376]  <210> 7

[0377]  <211> 510

[0378] <212> PRT

[0379]  <213> JKHH

[0380] <400> 7

[0381] Met Ala Ser Met Ser Thr Ile Leu Pro Leu Cys Leu Gly Leu Leu Leu
[0382] 1 5 10 15
[0383] Phe Phe Gln Val Ser Met Ala Gln Phe Ser Phe Gly Gly Ser Pro Leu
[0384] 20 25 30

[0385] Gln Ser Pro Arg Gly Phe Arg Gly Asp Gln Asp Ser Arg His Gln Cys
[0386] 35 40 45

[0387] Arg Phe Glu His Leu Thr Ala Leu Glu Ala Thr His Gln Gln Arg Ser
[0388] 50 55 60

[0389] Glu Ala Gly Phe Thr Glu Tyr Tyr Asn Ile Glu Ala Arg Asn Glu Phe
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[0390] 65 70 75 80
[0391] Arg Cys Ala Gly Val Ser Val Arg Arg Leu Val Val Glu Ser Lys Gly
[0392] 85 90 95
[0393] Leu Val Leu Pro Met Tyr Ala Asn Ala His Lys Leu Val Tyr Ile Val
[0394] 100 105 110

[0395] Gln Gly Arg Gly Val Phe Gly Met Ala Leu Pro Gly Cys Pro Glu Thr
[0396] 115 120 125

[0397]  Phe Gln Ser Val Arg Ser Pro Phe Glu Gln Glu Val Ala Thr Ala Gly
[0398] 130 135 140

[0399] Glu Ala Gln Ser Ser Ile Gln Lys Met Arg Asp Glu His Gln Gln Leu
[0400] 145 150 155 160
[0401] His Gln Phe His Gln Gly Asp Val Ile Ala Val Pro Ala Gly Val Ala
[0402] 165 170 175
[0403] His Trp Leu Tyr Asn Asn Gly Asp Ser Pro Val Val Ala Phe Thr Val
[0404] 180 185 190

[0405] Tle Asp Thr Ser Asn Asn Ala Asn Gln Leu Asp Pro Lys Arg Arg Glu
[0406] 195 200 205

[0407]  Phe Phe Leu Ala Gly Lys Pro Arg Ser Ser Trp Gln Gln Gln Ser Tyr
[0408] 210 215 220

[0409] Ser Tyr Gln Thr Glu Gln Leu Ser Arg Asn Gln Asn Ile Phe Ala Gly
[0410] 225 230 235 240
[0411]  Phe Ser Pro Asp Leu Leu Ser Glu Ala Leu Ser Val Ser Lys Gln Thr
[0412] 245 250 255
[0413] Val Leu Arg Leu Gln Gly Leu Ser Asp Pro Arg Gly Ala Ile Ile Arg
[0414] 260 265 270

[0415]  Val Glu Asn Gly Leu Gln Ala Leu Gln Pro Ser Leu Gln Val Glu Pro
[0416] 275 280 285

[0417]  Val Lys Glu Glu Gln Thr Gln Ala Tyr Leu Pro Thr Lys Gln Leu Gln
[0418] 290 295 300

[0419]  Pro Thr Trp Leu Arg Ser Gly Gly Ala Cys Gly Gln Gln Asn Val Leu
[0420] 305 310 315 320
[0421] Asp Glu Ile Met Cys Ala Phe Lys Leu Arg Lys Asn Ile Asp Asn Pro
[0422] 325 330 335
[0423]  Gln Ser Ser Asp Ile Phe Asn Pro His Gly Gly Arg Ile Thr Arg Ala
[0424] 340 345 350

[0425] Asn Ser Gln Asn Phe Pro Ile Leu Asn Ile Ile Gln Met Ser Ala Thr
[0426] 355 360 365

[0427] Arg Ile Val Leu Gln Asn Asn Ala Leu Leu Thr Pro His Trp Thr Val
[0428] 370 375 380
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[0429] Asn Ala His Thr Val Met Tyr Val Thr Ala Gly Gln Gly His Ile Gln
[0430] 385 390 395 400
[0431]  Val Val Asp His Arg Gly Arg Ser Val Phe Asp Gly Glu Leu His Gln
[0432] 405 410 415
[0433] Gln Gln Ile Leu Leu Ile Pro Gln Asn Phe Ala Val Val Val Lys Ala
[0434] 420 425 430

[0435] Arg Arg Glu Gly Phe Ala Trp Val Ser Phe Lys Thr Asn His Asn Ala
[0436] 435 440 445

[0437]  Val Asp Ser Gln Ile Ala Gly Lys Ala Ser Ile Leu Arg Ala Leu Pro
[0438] 450 455 460

[0439] Val Asp Val Val Ala Asn Ala Tyr Arg Leu Ser Arg Glu Asp Ser Arg
[0440] 465 470 475 480
[0441] His Val Lys Phe Asn Arg Gly Asp Glu Met Ala Val Phe Ala Pro Arg
[0442] 485 490 495
[0443] Arg Gly Pro Gln Gln Tyr Ala Glu Trp Gln Ile Asn Glu Lys

[0444] 500 505 510

[0445]  <210> 8

[0446] <211> 386

[0447]  <212> PRT

[0448]  <213> WiT.

[0449]  <400> 8

[0450] Met Ala Thr Thr Ile Lys Ser Arg Phe Pro Leu Leu Leu Leu Leu Gly
[0451] 1 5 10 15
[0452] Tle Ile Phe Leu Ala Ser Val Val Ser Val Thr Tyr Ala Asn Tyr Asp
[0453] 20 25 30

[0454]  Glu Gly Ser Glu Pro Arg Val Pro Ala Gln Arg Glu Arg Gly Arg Gln
[0455] 35 40 45

[0456]  Glu Gly Glu Lys Glu Glu Lys Arg His Gly Glu Trp Arg Pro Ser Tyr
[0457] 50 55 60

[0458] Glu Lys Glu Glu Asp Glu Glu Glu Gly Gln Arg Glu Arg Gly Arg Gln
[0459] 65 70 75 80
[0460] Glu Gly Glu Lys Glu Glu Lys Arg His Gly Glu Trp Gly Pro Ser Tyr
[0461] 85 90 95
[0462] Glu Lys Gln Glu Asp Glu Glu Glu Lys Gln Lys Tyr Arg Tyr Gln Arg
[0463] 100 105 110

[0464]  Glu Lys Glu Asp Glu Glu Glu Lys Gln Lys Tyr Gln Tyr Gln Arg Glu
[0465] 115 120 125

[0466] Lys Lys Glu Gln Lys Glu Val Gln Pro Gly Arg Glu Arg Trp Glu Arg
[0467] 130 135 140
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[0468] Glu Glu Asp Glu Glu Gln Val Asp Glu Glu Trp Arg Gly Ser Gln Arg
[0469] 145 150 155 160
[0470] Arg Glu Asp Pro Glu Glu Arg Ala Arg Leu Arg His Arg Glu Glu Arg
[0471] 165 170 175
[0472] Thr Lys Arg Asp Arg Arg His Gln Arg Glu Gly Glu Glu Glu Glu Arg
[0473] 180 185 190

[0474]  Ser Ser Glu Ser Gln Glu Arg Arg Asn Pro Phe Leu Phe Lys Ser Asn
[0475] 195 200 205

[0476] Lys Phe Leu Thr Leu Phe Glu Asn Glu Asn Gly His Ile Arg Leu Leu
[0477] 210 215 220

[0478]  Gln Arg Phe Asp Lys Arg Ser Asp Leu Phe Glu Asn Leu Gln Asn Tyr
[0479] 225 230 235 240
[0480] Arg Leu Val Glu Tyr Arg Ala Lys Pro His Thr Ile Phe Leu Pro Gln
[0481] 245 250 255
[0482] His Ile Asp Ala Asp Leu Ile Leu Val Val Leu Ser Gly Lys Ala Ile
[0483] 260 265 270

[0484] Leu Thr Val Leu Ser Pro Asn Asp Arg Asn Ser Tyr Asn Leu Glu Arg
[0485] 275 280 285

[0486] Gly Asp Thr Ile Lys Leu Pro Ala Gly Thr Thr Ser Tyr Leu Val Asn
[0487] 290 295 300

[0488] Gln Asp Asp Glu Glu Asp Leu Arg Leu Val Asp Leu Val Ile Pro Val
[0489] 305 310 315 320
[0490] Asn Gly Pro Gly Lys Phe Glu Ala Phe Asp Leu Ala Lys Asn Lys Asn
[0491] 325 330 335
[0492] Gln Tyr Leu Arg Gly Phe Ser Lys Asn Ile Leu Glu Ala Ser Tyr Asn
[0493] 340 345 350

[0494]  Thr Arg Tyr Glu Thr Ile Glu Lys Val Leu Leu Glu Glu Gln Glu Lys
[0495] 355 360 365

[0496]  Asp Arg Lys Arg Arg Gln Gln Gly Glu Glu Thr Asp Ala Ile Val Lys
[0497] 370 375 380

[0498]  Val Ser

[0499] 385

[0500]  <210> 9

[0501]  <211> 386

[0502] <212> PRT

[0503]  <213> WiT

[0504]  <400> 9

[0505] Met Ala Thr Thr Ile Lys Ser Arg Phe Pro Leu Leu Leu Leu Leu Gly
[0506] 1 5 10 15
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[0507] Tle Ile Phe Leu Ala Ser Val Val Ser Val Thr Tyr Ala Asn Tyr Asp
[0508] 20 25 30

[0509] Glu Gly Ser Glu Pro Arg Val Pro Ala Gln Arg Glu Arg Gly Arg Gln
[0510] 35 40 45

[0511]  Glu Gly Glu Lys Glu Glu Lys Arg His Gly Glu Trp Arg Pro Ser Tyr
[0512] 50 55 60

[0513]  Glu Lys Glu Glu Asp Glu Glu Glu Gly Gln Arg Glu Arg Gly Arg Gln
[0514] 65 70 75 80
[0515]  Glu Gly Glu Lys Glu Glu Lys Arg His Gly Glu Trp Gly Pro Ser Tyr
[0516] 85 90 95
[0517]  Glu Lys Gln Glu Asp Glu Glu Glu Lys Gln Lys Tyr Arg Tyr Gln Arg
[0518] 100 105 110

[0519]  Glu Lys Glu Asp Glu Glu Glu Lys Gln Lys Tyr Gln Tyr Gln Arg Glu
[0520] 115 120 125

[0521] Lys Lys Glu Gln Lys Glu Val Gln Pro Gly Arg Glu Arg Trp Glu Arg
[0522] 130 135 140

[0523]  Glu Glu Asp Glu Glu Gln Val Asp Glu Glu Trp Arg Gly Ser Gln Arg
[0524] 145 150 155 160
[0525] Arg Glu Asp Pro Glu Glu Arg Ala Arg Leu Arg His Arg Glu Glu Arg
[0526] 165 170 175
[0527] Thr Lys Arg Asp Arg Arg His Gln Arg Glu Gly Glu Glu Glu Glu Arg
[0528] 180 185 190

[0529] Ser Ser Glu Ser Gln Glu Arg Arg Asn Pro Phe Leu Phe Lys Ser Asn
[0530] 195 200 205

[0531] Lys Phe Leu Thr Leu Phe Glu Asn Glu Asn Gly His Ile Arg Leu Leu
[0532] 210 215 220

[0533] Gln Arg Phe Asp Lys Arg Ser Asp Leu Phe Glu Asn Leu Gln Asn Tyr
[0534] 225 230 235 240
[0535] Arg Leu Val Glu Tyr Arg Ala Lys Pro His Thr Ile Phe Leu Pro Gln
[0536] 245 250 255
[0537] His Ile Asp Ala Asp Leu Ile Leu Val Val Leu Ser Gly Lys Ala Ile
[0538] 260 265 270

[0539] Leu Thr Val Leu Ser Pro Asn Asp Arg Asn Ser Tyr Asn Leu Glu Arg
[0540] 275 280 285

[0541] Gly Asp Thr Ile Lys Leu Pro Ala Gly Thr Thr Ser Tyr Leu Val Asn
[0542] 290 295 300

[0543]  Gln Asp Asp Glu Glu Asp Leu Arg Leu Val Asp Leu Val Ile Pro Val
[0544] 305 310 315 320
[0545] Asn Gly Pro Gly Lys Phe Glu Ala Phe Asp Leu Ala Lys Asn Lys Asn
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[0546] 325 330 335
[0547]  Gln Tyr Leu Arg Gly Phe Ser Lys Asn Ile Leu Glu Ala Ser Tyr Asn
[0548] 340 345 350

[0549]  Thr Arg Tyr Glu Thr Ile Glu Lys Val Leu Leu Glu Glu Gln Glu Lys
[0550] 355 360 365

[0551]  Asp Arg Lys Arg Arg Gln Gln Gly Glu Glu Thr Asp Ala Ile Val Lys
[0552] 370 375 380

[0553] Val Ser

[0554] 385

[0555]  <210> 10

[0556]  <211> 499

[0557]  <212> PRT

[0558]  <213> JKHH

[0559]  <400> 10

[0560] Met Ala Ser Ser Val Phe Ser Arg Phe Ser Ile Tyr Phe Cys Val Leu
[0561] 1 5 10 15
[0562] Leu Leu Cys His Gly Ser Met Ala Gln Leu Phe Asn Pro Ser Thr Asn
[0563] 20 25 30

[0564] Pro Trp His Ser Pro Arg Gln Gly Ser Phe Arg Glu Cys Arg Phe Asp
[0565] 35 40 45

[0566] Arg Leu Gln Ala Phe Glu Pro Leu Arg Lys Val Arg Ser Glu Ala Gly
[0567] 50 55 60

[0568] Val Thr Glu Tyr Phe Asp Glu Lys Asn Glu Leu Phe Gln Cys Thr Gly
[0569] 65 70 75 80
[0570] Thr Phe Val Ile Arg Arg Val Ile Gln Pro Gln Gly Leu Leu Val Pro
[0571] 85 90 95
[0572] Arg Tyr Thr Asn Ile Pro Gly Val Val Tyr Ile Ile Gln Gly Arg Gly
[0573] 100 105 110

[0574] Ser Met Gly Leu Thr Phe Pro Gly Cys Pro Ala Thr Tyr Gln Gln Gln
[0575] 115 120 125

[0576] Phe Gln Gln Phe Ser Ser Gln Gly Gln Ser Gln Ser Gln Lys Phe Arg
[0577] 130 135 140

[0578] Asp Glu His Gln Lys Ile His Gln Phe Arg Gln Gly Asp Ile Val Ala
[0579] 145 150 155 160
[0580] Leu Pro Ala Gly Val Ala His Trp Phe Tyr Asn Asp Gly Asp Ala Pro
[0581] 165 170 175
[0582] Tle Val Ala Val Tyr Val Tyr Asp Val Asn Asn Asn Ala Asn Gln Leu
[0583] 180 185 190

[0584] Glu Pro Arg Gln Lys Glu Phe Leu Leu Ala Gly Asn Asn Asn Arg Ala
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[0585] 195 200 205

[0586] Gln Gln Gln Gln Val Tyr Gly Ser Ser Ile Glu Gln His Ser Gly Gln
[0587] 210 215 220

[0588] Asn Ile Phe Ser Gly Phe Gly Val Glu Met Leu Ser Glu Ala Leu Gly
[0589] 225 230 235 240
[0590] Tle Asn Ala Val Ala Ala Lys Arg Leu Gln Ser Gln Asn Asp Gln Arg
[0591] 245 250 255
[0592] Gly Glu Ile Ile His Val Lys Asn Gly Leu Gln Leu Leu Lys Pro Thr
[0593] 260 265 270

[0594] Leu Thr Gln Gln Gln Glu Gln Ala Gln Ala Gln Asp Gln Tyr Gln Gln
[0595] 275 280 285

[0596] Val Gln Tyr Ser Glu Arg Gln Gln Thr Ser Ser Arg Trp Asn Gly Leu
[0597] 290 295 300

[0598] Glu Glu Asn Phe Cys Thr Ile Lys Val Arg Val Asn Ile Glu Asn Pro
[0599] 305 310 315 320
[0600] Ser Arg Ala Asp Ser Tyr Asn Pro Arg Ala Gly Arg Ile Thr Ser Val
[0601] 325 330 335
[0602] Asn Ser Gln Lys Phe Pro Ile Leu Asn Leu Ile Gln Met Ser Ala Thr
[0603] 340 345 350

[0604] Arg Val Asn Leu Tyr Gln Asn Ala Ile Leu Ser Pro Phe Trp Asn Val
[0605] 355 360 365

[0606] Asn Ala His Ser Leu Val Tyr Met Ile Gln Gly Arg Ser Arg Val Gln
[0607] 370 375 380

[0608] Val Val Ser Asn Phe Gly Lys Thr Val Phe Asp Gly Val Leu Arg Pro
[0609] 385 390 395 400
[0610] Gly Gln Leu Leu Ile Ile Pro Gln His Tyr Ala Val Leu Lys Lys Ala
[0611] 405 410 415
[0612]  Glu Arg Glu Gly Cys Gln Tyr Ile Ala Ile Lys Thr Asn Ala Asn Ala
[0613] 420 425 430

[0614]  Phe Val Ser His Leu Ala Gly Lys Asn Ser Val Phe Arg Ala Leu Pro
[0615] 435 440 445

[0616] Val Asp Val Val Ala Asn Ala Tyr Arg Ile Ser Arg Glu Gln Ala Arg
[0617] 450 455 460

[0618] Ser Leu Lys Asn Asn Arg Gly Glu Glu His Gly Ala Phe Thr Pro Arg
[0619] 465 470 475 480
[0620] Phe Gln Gln Gln Tyr Tyr Pro Gly Leu Ser Asn Glu Ser Glu Ser Glu
[0621] 485 490 495
[0622]  Thr Ser Glu

[0623]  <210> 11
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[0624]  <211> 499

[0625] <212> PRT

[0626]  <213> JKHH

[0627]  <400> 11

[0628] Met Ala Ser Ile Asn Arg Pro Ile Val Phe Phe Thr Val Cys Leu Phe
[0629] 1 5 10 15
[0630] Leu Leu Cys Asn Gly Ser Leu Ala Gln Gln Leu Leu Gly Gln Ser Thr
[0631] 20 25 30

[0632] Ser Gln Trp Gln Ser Ser Arg Arg Gly Ser Pro Arg Glu Cys Arg Phe
[0633] 35 40 45

[0634] Asp Arg Leu Gln Ala Phe Glu Pro Ile Arg Ser Val Arg Ser Gln Ala
[0635] 50 55 60

[0636] Gly Thr Thr Glu Phe Phe Asp Val Ser Asn Glu Gln Phe Gln Cys Thr
[0637] 65 70 75 80
[0638] Gly Val Ser Val Val Arg Arg Val Ile Glu Pro Arg Gly Leu Leu Leu
[0639] 85 90 95
[0640] Pro His Tyr Thr Asn Gly Ala Ser Leu Val Tyr Ile Ile Gln Gly Arg
[0641] 100 105 110

[0642] Gly Ile Thr Gly Pro Thr Phe Pro Gly Cys Pro Glu Ser Tyr Gln Gln
[0643] 115 120 125

[0644]  Gln Phe Gln Gln Ser Gly Gln Ala Gln Leu Thr Glu Ser Gln Ser Gln
[0645] 130 135 140

[0646] Ser Gln Lys Phe Lys Asp Glu His Gln Lys Ile His Arg Phe Arg Gln
[0647] 145 150 155 160
[0648] Gly Asp Val Ile Ala Leu Pro Ala Gly Val Ala His Trp Cys Tyr Asn
[0649] 165 170 175
[0650] Asp Gly Glu Val Pro Val Val Ala Ile Tyr Val Thr Asp Leu Asn Asn
[0651] 180 185 190

[0652] Gly Ala Asn Gln Leu Asp Pro Arg Gln Arg Asp Phe Leu Leu Ala Gly
[0653] 195 200 205

[0654] Asn Lys Arg Asn Pro Gln Ala Tyr Arg Arg Glu Val Glu Glu Arg Ser
[0655] 210 215 220

[0656]  Gln Asn Ile Phe Ser Gly Phe Ser Thr Glu Leu Leu Ser Glu Ala Leu
[0657] 225 230 235 240
[0658] Gly Val Ser Ser Gln Val Ala Arg Gln Leu Gln Cys Gln Asn Asp Gln
[0659] 245 250 255
[0660] Arg Gly Glu Ile Val Arg Val Glu His Gly Leu Ser Leu Leu Gln Pro
[0661] 260 265 270

[0662] Tyr Ala Ser Leu Gln Glu Gln Glu Gln Gly Gln Val Gln Ser Arg Glu
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[0663] 275 280 285

[0664] Arg Tyr Gln Glu Gly Gln Tyr Gln Gln Ser Gln Tyr Gly Ser Gly Cys
[0665] 290 295 300

[0666] Ser Asn Gly Leu Asp Glu Thr Phe Cys Thr Leu Arg Val Arg Gln Asn
[0667] 305 310 315 320
[0668] Tle Asp Asn Pro Asn Arg Ala Asp Thr Tyr Asn Pro Arg Ala Gly Arg
[0669] 325 330 335
[0670]  Val Thr Asn Leu Asn Thr Gln Asn Phe Pro Ile Leu Ser Leu Val Gln
[0671] 340 345 350

[0672] Met Ser Ala Val Lys Val Asn Leu Tyr Gln Asn Ala Leu Leu Ser Pro
[0673] 355 360 365

[0674]  Phe Trp Asn Ile Asn Ala His Ser Val Val Tyr Ile Thr Gln Gly Arg
[0675] 370 375 380

[0676] Ala Arg Val Gln Val Val Asn Asn Asn Gly Lys Thr Val Phe Asn Gly
[0677] 385 390 395 400
[0678] Glu Leu Arg Arg Gly Gln Leu Leu Ile Ile Pro Gln His Tyr Ala Val
[0679] 405 410 415
[0680] Val Lys Lys Ala Gln Arg Glu Gly Cys Ala Tyr Ile Ala Phe Lys Thr
[0681] 420 425 430

[0682] Asn Pro Asn Ser Met Val Ser His Ile Ala Gly Lys Ser Ser Ile Phe
[0683] 435 440 445

[0684] Arg Ala Leu Pro Asn Asp Val Leu Ala Asn Ala Tyr Arg Ile Ser Arg
[0685] 450 455 460

[0686] Glu Glu Ala Gln Arg Leu Lys His Asn Arg Gly Asp Glu Phe Gly Ala
[0687] 465 470 475 480
[0688] Phe Thr Pro Ile Gln Tyr Lys Ser Tyr Gln Asp Val Tyr Asn Ala Ala
[0689] 485 490 495
[0690]  Glu Ser Ser

[0691]  <210> 12

[0692]  <211> 499

[0693] <212> PRT

[0694]  <213> JKFH

[0695]  <400> 12

[0696] Met Ala Ser Ile Asn Arg Pro Ile Val Phe Phe Thr Val Cys Leu Phe
[0697] 1 5 10 15
[0698] Leu Leu Cys Asp Gly Ser Leu Ala Gln Gln Leu Leu Gly Gln Ser Thr
[0699] 20 25 30

[0700] Ser Gln Trp Gln Ser Ser Arg Arg Gly Ser Pro Arg Gly Cys Arg Phe
[0701] 35 40 45
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[0702] Asp Arg Leu Gln Ala Phe Glu Pro Ile Arg Ser Val Arg Ser Gln Ala
[0703] 50 55 60

[0704] Gly Thr Thr Glu Phe Phe Asp Val Ser Asn Glu Leu Phe Gln Cys Thr
[0705] 65 70 75 80
[0706] Gly Val Ser Val Val Arg Arg Val Ile Glu Pro Arg Gly Leu Leu Leu
[0707] 85 90 95
[0708] Pro His Tyr Thr Asn Gly Ala Ser Leu Val Tyr Ile Ile Gln Gly Arg
[0709] 100 105 110

[0710] Gly Ile Thr Gly Pro Thr Phe Pro Gly Cys Pro Glu Thr Tyr Gln Gln
[0711] 115 120 125

[0712]  Gln Phe Gln Gln Ser Gly Gln Ala Gln Leu Thr Glu Ser Gln Ser Gln
[0713] 130 135 140

[0714]  Ser His Lys Phe Lys Asp Glu His Gln Lys Ile His Arg Phe Arg Gln
[0715] 145 150 155 160
[0716] Gly Asp Val Ile Ala Leu Pro Ala Gly Val Ala His Trp Cys Tyr Asn
[0717] 165 170 175
[0718]  Asp Gly Glu Val Pro Val Val Ala Ile Tyr Val Thr Asp Ile Asn Asn
[0719] 180 185 190

[0720] Gly Ala Asn Gln Leu Asp Pro Arg Gln Arg Asp Phe Leu Leu Ala Gly
[0721] 195 200 205

[0722] Asn Lys Arg Asn Pro Gln Ala Tyr Arg Arg Glu Val Glu Glu Trp Ser
[0723] 210 215 220

[0724]  Gln Asn Ile Phe Ser Gly Phe Ser Thr Glu Leu Leu Ser Glu Ala Phe
[0725] 225 230 235 240
[0726] Gly Ile Ser Asn Gln Val Ala Arg Gln Leu Gln Cys Gln Asn Asp Gln
[0727] 245 250 255
[0728] Arg Gly Glu Ile Val Arg Val Glu Arg Gly Leu Ser Leu Leu Gln Pro
[0729] 260 265 270

[0730] Tyr Ala Ser Leu Gln Glu Gln Glu Gln Gly Gln Met Gln Ser Arg Glu
[0731] 275 280 285

[0732] His Tyr Gln Glu Gly Gly Tyr Gln Gln Ser Gln Tyr Gly Ser Gly Cys
[0733] 290 295 300

[0734]  Pro Asn Gly Leu Asp Glu Thr Phe Cys Thr Met Arg Val Arg Gln Asn
[0735] 305 310 315 320
[0736] Tle Asp Asn Pro Asn Arg Ala Asp Thr Tyr Asn Pro Arg Ala Gly Arg
[0737] 325 330 335
[0738] Val Thr Asn Leu Asn Ser Gln Asn Phe Pro Ile Leu Asn Leu Val Gln
[0739] 340 345 350

[0740] Met Ser Ala Val Lys Val Asn Leu Tyr Gln Asn Ala Leu Leu Ser Pro
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[0741] 355 360 365

[0742]  Phe Trp Asn Ile Asn Ala His Ser Ile Val Tyr Ile Thr Gln Gly Arg
[0743] 370 375 380

[0744] Ala Gln Val Gln Val Val Asn Asn Asn Gly Lys Thr Val Phe Asn Gly
[0745] 385 390 395 400
[0746] Glu Leu Arg Arg Gly Gln Leu Leu Ile Val Pro Gln His Tyr Val Val
[0747] 405 410 415
[0748] Val Lys Lys Ala Gln Arg Glu Gly Cys Ala Tyr Ile Ala Phe Lys Thr
[0749] 420 425 430

[0750] Asn Pro Asn Ser Met Val Ser His Ile Ala Gly Lys Ser Ser Ile Phe
[0751] 435 440 445

[0752] Arg Ala Leu Pro Thr Asp Val Leu Ala Asn Ala Tyr Arg Ile Ser Arg
[0753] 450 455 460

[0754]  Glu Glu Ala Gln Arg Leu Lys His Asn Arg Gly Asp Glu Phe Gly Ala
[0755] 465 470 475 480
[0756]  Phe Thr Pro Leu Gln Tyr Lys Ser Tyr Gln Asp Val Tyr Asn Val Ala
[0757] 485 490 495
[0758] Glu Ser Ser

[0759]  <210> 13

[0760] <211> 160

[0761] <212> PRT

[0762]  <213> JKFH

[0763]  <400> 13

[0764] Met Ala Ser Asn Lys Val Val Phe Ser Val Leu Leu Leu Ala Val Val
[0765] 1 5 10 15
[0766] Ser Val Leu Ala Ala Thr Ala Thr Met Ala Glu Tyr His His Gln Asp
[0767] 20 25 30

[0768] Gln Val Val Tyr Thr Pro Gly Pro Leu Cys Gln Pro Gly Met Gly Tyr
[0769] 35 40 45

[0770]  Pro Met Tyr Pro Leu Pro Arg Cys Arg Ala Leu Val Lys Arg Gln Cys
[0771] 50 55 60

[0772] Val Gly Arg Gly Thr Ala Ala Ala Ala Glu Gln Val Arg Arg Asp Cys
[0773] 65 70 75 80
[0774]  Cys Arg Gln Leu Ala Ala Val Asp Asp Ser Trp Cys Arg Cys Glu Ala
[0775] 85 90 95
[0776] Tle Ser His Met Leu Gly Gly Ile Tyr Arg Glu Leu Gly Ala Pro Asp
[0777] 100 105 110

[0778] Val Gly His Pro Met Ser Glu Val Phe Arg Gly Cys Arg Arg Gly Asp
[0779] 115 120 125
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[0780] Leu Glu Arg Ala Ala Ala Ser Leu Pro Ala Phe Cys Asn Val Asp Ile
[0781] 130 135 140

[0782] Pro Asn Gly Gly Gly Gly Val Cys Tyr Trp Leu Ala Arg Ser Gly Tyr
[0783] 145 150 155 160
[0784] <210> 14

[0785]  <211> 500

[0786] <212> PRT

[0787]  <213> JKHH

[0788]  <400> 14

[0789] Met Ala Thr Ile Ala Phe Ser Arg Leu Ser Ile Tyr Phe Cys Val Leu
[0790] 1 5 10 15
[0791] Leu Leu Cys His Gly Ser Met Ala Gln Leu Phe Gly Pro Asn Val Asn
[0792] 20 25 30

[0793]  Pro Trp His Asn Pro Arg Gln Gly Gly Phe Arg Glu Cys Arg Phe Asp
[0794] 35 40 45

[0795] Arg Leu Gln Ala Phe Glu Pro Leu Arg Arg Val Arg Ser Glu Ala Gly
[0796] 50 55 60

[0797]  Val Thr Glu Tyr Phe Asp Glu Lys Asn Glu Gln Phe Gln Cys Thr Gly
[0798] 65 70 75 80
[0799]  Thr Phe Val Ile Arg Arg Val Ile Glu Pro Gln Gly Leu Leu Val Pro
[0800] 85 90 95
[0801] Arg Tyr Ser Asn Thr Pro Gly Met Val Tyr Ile Ile Gln Gly Arg Gly
[0802] 100 105 110

[0803] Ser Met Gly Leu Thr Phe Pro Gly Cys Pro Ala Thr Tyr Gln Gln Gln
[0804] 115 120 125

[0805] Phe Gln Gln Phe Leu Pro Glu Gly Gln Ser Gln Ser Gln Lys Phe Arg
[0806] 130 135 140

[0807] Asp Glu His Gln Lys Ile His Gln Phe Arg Gln Gly Asp Ile Val Ala
[0808] 145 150 155 160
[0809] Leu Pro Ala Gly Val Ala His Trp Phe Tyr Asn Glu Gly Asp Ala Pro
[0810] 165 170 175
[0811] Val Val Ala Leu Tyr Val Phe Asp Leu Asn Asn Asn Ala Asn Gln Leu
[0812] 180 185 190

[0813]  Glu Pro Arg Gln Lys Glu Phe Leu Leu Ala Gly Asn Asn Asn Arg Glu
[0814] 195 200 205

[0815]  Gln Gln Met Tyr Gly Arg Ser Ile Glu Gln His Ser Gly Gln Asn Ile
[0816] 210 215 220

[0817]  Phe Ser Gly Phe Asn Asn Glu Leu Leu Ser Glu Ala Leu Gly Val Asn
[0818] 225 230 235 240
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[0819] Ala Leu Val Ala Lys Arg Leu Gln Gly Gln Asn Asp Gln Arg Gly Glu
[0820] 245 250 255
[0821] Tle Ile Arg Val Lys Asn Gly Leu Lys Leu Leu Arg Pro Ala Phe Ala
[0822] 260 265 270

[0823] Gln Gln GIn Glu Gln Ala Gln Gln Gln Glu Gln Ala Gln Ala Gln Tyr
[0824] 275 280 285

[0825] Gln Val Gln Tyr Ser Glu Glu Gln Gln Pro Ser Thr Arg Cys Asn Gly
[0826] 290 295 300

[0827] Leu Asp Glu Asn Phe Cys Thr Ile Lys Ala Arg Leu Asn Ile Glu Asn
[0828] 305 310 315 320
[0829] Pro Ser His Ala Asp Thr Tyr Asn Pro Arg Ala Gly Arg Ile Thr Arg
[0830] 325 330 335
[0831] Leu Asn Ser Gln Lys Phe Pro Ile Leu Asn Leu Val Gln Leu Ser Ala
[0832] 340 345 350

[0833] Thr Arg Val Asn Leu Tyr Gln Asn Ala Ile Leu Ser Pro Phe Trp Asn
[0834] 355 360 365

[0835] Val Asn Ala His Ser Leu Val Tyr Ile Val Gln Gly His Ala Arg Val
[0836] 370 375 380

[0837]  Gln Val Val Ser Asn Leu Gly Lys Thr Val Phe Asn Gly Val Leu Arg
[0838] 385 390 395 400
[0839] Pro Gly Gln Leu Leu Ile Ile Pro Gln His Tyr Val Val Leu Lys Lys
[0840] 405 410 415
[0841] Ala Glu His Glu Gly Cys Gln Tyr Ile Ser Phe Lys Thr Asn Ala Asn
[0842] 420 425 430

[0843] Ser Met Val Ser His Leu Ala Gly Lys Asn Ser Ile Phe Arg Ala Met
[0844] 435 440 445

[0845] Pro Val Asp Val Ile Ala Asn Ala Tyr Arg Ile Ser Arg Glu Gln Ala
[0846] 450 455 460

[0847] Arg Ser Leu Lys Asn Asn Arg Gly Glu Glu Leu Gly Ala Phe Thr Pro
[0848] 465 470 475 480
[0849] Arg Tyr Gln Gln Gln Thr Tyr Pro Gly Phe Ser Asn Glu Ser Glu Asn
[0850] 485 490 495
[0851] Glu Ala Leu Glu

[0852] 500

[0853] <210> 15

[0854]  <211> 609

[0855]  <212> PRT

[0856]  <213> JKHH

[0857]  <400> 15
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[0858] Met Ser Ala Leu Thr Thr Ser Gln Leu Ala Thr Ser Ala Thr Gly Phe
[0859] 1 5 10 15
[0860] Gly Ile Ala Asp Arg Ser Ala Pro Ser Ser Leu Leu Arg His Gly Phe
[0861] 20 25 30

[0862] Gln Gly Leu Lys Pro Arg Ser Pro Ala Gly Gly Asp Ala Thr Ser Leu
[0863] 35 40 45

[0864] Ser Val Thr Thr Ser Ala Arg Ala Thr Pro Lys Gln Gln Arg Ser Val
[0865] 50 55 60

[0866] Gln Arg Gly Ser Arg Arg Phe Pro Ser Val Val Val Tyr Ala Thr Gly
[0867] 65 70 75 80
[0868] Ala Gly Met Asn Val Val Phe Val Gly Ala Glu Met Ala Pro Trp Ser
[0869] 85 90 95
[0870] Lys Thr Gly Gly Leu Gly Asp Val Leu Gly Gly Leu Pro Pro Ala Met
[0871] 100 105 110

[0872] Ala Ala Asn Gly His Arg Val Met Val Ile Ser Pro Arg Tyr Asp Gln
[0873] 115 120 125

[0874] Tyr Lys Asp Ala Trp Asp Thr Ser Val Val Ala Glu Ile Lys Val Ala
[0875] 130 135 140

[0876] Asp Arg Tyr Glu Arg Val Arg Phe Phe His Cys Tyr Lys Arg Gly Val
[0877] 145 150 155 160
[0878] Asp Arg Val Phe Ile Asp His Pro Ser Phe Leu Glu Lys Val Trp Gly
[0879] 165 170 175
[0880] Lys Thr Gly Glu Lys Ile Tyr Gly Pro Asp Thr Gly Val Asp Tyr Lys
[0881] 180 185 190

[0882] Asp Asn Gln Met Arg Phe Ser Leu Leu Cys Gln Ala Ala Leu Glu Ala
[0883] 195 200 205

[0884] Pro Arg Ile Leu Asn Leu Asn Asn Asn Pro Tyr Phe Lys Gly Thr Tyr
[0885] 210 215 220

[0886] Gly Glu Asp Val Val Phe Val Cys Asn Asp Trp His Thr Gly Pro Leu
[0887] 225 230 235 240
[0888] Ala Ser Tyr Leu Lys Asn Asn Tyr Gln Pro Asn Gly Ile Tyr Arg Asn
[0889] 245 250 255
[0890] Ala Lys Val Ala Phe Cys Ile His Asn Ile Ser Tyr Gln Gly Arg Phe
[0891] 260 265 270

[0892] Ala Phe Glu Asp Tyr Pro Glu Leu Asn Leu Ser Glu Arg Phe Arg Ser
[0893] 275 280 285

[0894] Ser Phe Asp Phe Ile Asp Gly Tyr Asp Thr Pro Val Glu Gly Arg Lys
[0895] 290 295 300

[0896] Tle Asn Trp Met Lys Ala Gly Ile Leu Glu Ala Asp Arg Val Leu Thr
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[0897] 305 310 315 320
[0898] Val Ser Pro Tyr Tyr Ala Glu Glu Leu Ile Ser Gly Ile Ala Arg Gly
[0899] 325 330 335
[0900] Cys Glu Leu Asp Asn Ile Met Arg Leu Thr Gly Ile Thr Gly Ile Val
[0901] 340 345 350

[0902] Asn Gly Met Asp Val Ser Glu Trp Asp Pro Ser Lys Asp Lys Tyr Ile
[0903] 355 360 365

[0904] Thr Ala Lys Tyr Asp Ala Thr Thr Ala Ile Glu Ala Lys Ala Leu Asn
[0905] 370 375 380

[0906] Lys Glu Ala Leu Gln Ala Glu Ala Gly Leu Pro Val Asp Arg Lys Ile
[0907] 385 390 395 400
[0908] Pro Leu Ile Ala Phe Ile Gly Arg Leu Glu Glu Gln Lys Gly Pro Asp
[0909] 405 410 415
[0910] Val Met Ala Ala Ala Ile Pro Glu Leu Met Gln Glu Asp Val Gln Ile
[0911] 420 425 430

[0912] Val Leu Leu Gly Thr Gly Lys Lys Lys Phe Glu Lys Leu Leu Lys Ser
[0913] 435 440 445

[0914] Met Glu Glu Lys Tyr Pro Gly Lys Val Arg Ala Val Val Lys Phe Asn
[0915] 450 455 460

[0916] Ala Pro Leu Ala His Leu Ile Met Ala Gly Ala Asp Val Leu Ala Val
[0917] 465 470 475 480
[0918] Pro Ser Arg Phe Glu Pro Cys Gly Leu Ile Gln Leu Gln Gly Met Arg
[0919] 485 490 495
[0920] Tyr Gly Thr Pro Cys Ala Cys Ala Ser Thr Gly Gly Leu Val Asp Thr
[0921] 500 505 510

[0922] Val Ile Glu Gly Lys Thr Gly Phe His Met Gly Arg Leu Ser Val Asp
[0923] 515 520 525

[0924] Cys Lys Val Val Glu Pro Ser Asp Val Lys Lys Val Ala Ala Thr Leu
[0925] 530 535 540

[0926] Lys Arg Ala Ile Lys Val Val Gly Thr Pro Ala Tyr Glu Glu Met Val
[0927] 545 550 555 560
[0928] Arg Asn Cys Met Asn Gln Asp Leu Ser Trp Lys Gly Pro Ala Lys Asn
[0929] 565 570 575
[0930] Trp Glu Asn Val Leu Leu Gly Leu Gly Val Ala Gly Ser Ala Pro Gly
[0931] 580 585 590

[0932] Tle Glu Gly Asp Glu Ile Ala Pro Leu Ala Lys Glu Asn Val Ala Ala
[0933] 595 600 605

[0934]  Pro

[0935] <210> 16
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[0936] <211> 336

[0937] <212> PRT

[0938]  <213> 4 (a2 Bk

[0939]  <400> 16

[0940] Met Lys Gly Lys Phe Leu Lys Val Ser Ser Leu Phe Val Ala Thr Leu
(09411 1 5 10 15
[0942] Thr Thr Ala Thr Leu Val Ser Ser Pro Ala Ala Asn Ala Leu Ser Ser
[0943] 20 25 30

[0944] Lys Ala Met Asp Asn His Pro Gln Gln Thr Gln Ser Ser Lys Gln Gln
[0945] 35 40 45

[0946] Thr Pro Lys Ile Gln Lys Gly Gly Asn Leu Lys Pro Leu Glu Gln Arg
[0947] 50 55 60

[0948] Glu His Ala Asn Val Ile Leu Pro Asn Asn Asp Arg His Gln Ile Thr
[0949] 65 70 75 80
[0950] Asp Thr Thr Asn Gly His Tyr Ala Pro Val Thr Tyr Ile Gln Val Glu
[0951] 85 90 95
[0952] Ala Pro Thr Gly Thr Phe Ile Ala Ser Gly Val Val Val Gly Lys Asp
[0953] 100 105 110

[0954] Thr Leu Leu Thr Asn Lys His Val Val Asp Ala Thr His Gly Asp Pro
[0955] 115 120 125

[0956] His Ala Leu Lys Ala Phe Pro Ser Ala Ile Asn Gln Asp Asn Tyr Pro
[0957] 130 135 140

[0958] Asn Gly Gly Phe Thr Ala Glu Gln Ile Thr Lys Tyr Ser Gly Glu Gly
[0959] 145 150 155 160
[0960] Asp Leu Ala Ile Val Lys Phe Ser Pro Asn Glu Gln Asn Lys His Ile
[0961] 165 170 175
[0962] Gly Glu Val Val Lys Pro Ala Thr Met Ser Asn Asn Ala Glu Thr Gln
[0963] 180 185 190

[0964]  Val Asn Gln Asn Ile Thr Val Thr Gly Tyr Pro Gly Asp Lys Pro Val
[0965] 195 200 205

[0966] Ala Thr Met Trp Glu Ser Lys Gly Lys Ile Thr Tyr Leu Lys Gly Glu
[0967] 210 215 220

[0968] Ala Met Gln Tyr Asp Leu Ser Thr Thr Gly Gly Asn Ser Gly Ser Pro
[0969] 225 230 235 240
[0970]  Val Phe Asn Glu Lys Asn Glu Val Ile Gly Ile His Trp Gly Gly Val
[0971] 245 250 255
[0972]  Pro Asn Glu Phe Asn Gly Ala Val Phe Ile Asn Glu Asn Val Arg Asn
[0973] 260 265 270

[0974]  Phe Leu Lys Gln Asn Ile Glu Asp Ile His Phe Ala Asn Asp Asp Gln
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[0975]
[0976]
[0977]
[0978]
[0979]
[0980]
[0981]
[0982]
[0983]
[0984]
[0985]
[0986]
[0987]
[0988]
[0989]
[0990]
[0991]
[0992]
[0993]
[0994]
[0995]
[0996]
[0997]
[0998]
[0999]
[1000]
[1001]
[1002]
[1003]
[1004]
[1005]
[1006]
[1007]
[1008]
[1009]
[1010]
[1011]
[1012]
[1013]

275 280 285
Pro Asn Asn Pro Asp Asn Pro Asp Asn Pro Asn Asn Pro Asp Asn Pro
290 295 300
Asn Asn Pro Asp Glu Pro Asn Asn Pro Asp Asn Pro Asn Asn Pro Asp
305 310 315 320
Asn Pro Asp Asn Gly Asp Asn Asn Asn Ser Asp Asn Pro Asp Ala Ala
325 330 335

<210> 17
211> 22
<212> PRT
213> NTFA
<220>
<223> SEQ D 1f{JFFL
<400> 17
Pro Phe Asn Leu Arg Ser Arg Gly Pro Ile Tyr Ser Asn Glu Phe Gly
1 5 10 15
Lys Phe Phe Glu Ile Thr

20
<210> 18
211> 17
<212> PRT
213> NTA
<220>
<223> SEQ 1D 1M EX
<400> 18
Lys Pro Asp Asp Arg Asn Ser Phe Asn Leu Glu Arg Gly Asp Thr Ile
1 5 10 15
Lys
<210> 19
211> 27
<212> PRT
213> N4
220>
<223> SEQ D 1f{JFL
<400> 19
Tyr Leu Val Asn Arg Asp Asp Asn Glu Glu Leu Arg Val Leu Asp Leu
1 5 10 15
Ala Ile Pro Val Asn Arg Pro Gly Gln Leu Gln

20 25
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[1014]  <210> 20

[1015]  <211> 51

[1016]  <212> PRT

[1017]  <213> AT 74

[1018] <220>

[1019]  <223> SEQ ID 1/} Ek

[1020]  <400> 20

[1021]  Gln Glu Gln Arg Lys Glu Asp Asp Glu Glu Glu Glu Gln Gly Glu Glu
[1022] 1 5 10 15
[1023]  Glu Ile Asn Lys Gln Val Gln Asn Tyr Lys Ala Lys Leu Ser Ser Gly
[1024] 20 25 30

[1025] Asp Val Phe Val Ile Pro Ala Gly His Pro Val Ala Val Lys Ala Ser
[1026] 35 40 45

[1027]  Ser Asn Leu

[1028] 50

[1029] <210> 21

[1030] <211> 68

[1031]  <212> PRT

[1032]  <213> AT F#4

[1033] <220>

[1034]  <223> SEQ ID 1/} Ek

[1035]  <400> 21

[1036] Ser Gly Phe Ser Lys Asn Ile Leu Glu Ala Ser Phe Asn Thr Asp Tyr
[1037] 1 5 10 15
[1038] Glu Glu Tle Glu Lys Val Leu Leu Glu Glu His Glu Lys Glu Thr Gln
[1039] 20 25 30

[1040] His Arg Arg Ser Leu Lys Asp Lys Arg Gln Gln Ser Gln Glu Glu Asn
[1041] 35 40 45

[1042] Val Ile Val Lys Leu Ser Arg Gly Gln Ile Glu Glu Leu Ser Lys Asn
[1043] 50 55 60

[1044] Ala Lys Ser Thr

[1045] 05

[1046] <210> 22

[1047]  <211> 74

[1048]  <212> PRT

[1049]  <213> AT ¢4

[1050]  <220>

[1051]  <223> SEQ ID 1/} Ek

[1052]  <400> 22
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[1053]
[1054]
[1055]
[1056]
[1057]
[1058]
[1059]
[1060]
[1061]
[1062]
[1063]
[1064]
[1065]
[1066]
[1067]
[1068]
[1069]
[1070]
[1071]
[1072]
[1073]
[1074]
[1075]
[1076]
[1077]
[1078]
[1079]
[1080]
[1081]
[1082]
[1083]
[1084]
[1085]
[1086]
[1087]
[1088]
[1089]
[1090]
[1091]

Pro Phe Ile Phe Lys Ser Asn Lys Phe Gln Thr Leu Phe Glu Asn Glu

1 5 10 15
Asn Gly His Ile Arg Leu Leu Gln Lys Phe Asp Gln Arg Ser Lys Ile
20 25 30
Phe Glu Asn Leu Gln Asn Tyr Arg Leu Leu Glu Tyr Lys Ser Lys Pro
35 40 45
His Thr Ile Phe Leu Pro Gln His Thr Asp Ala Asp Tyr Ile Leu Val
50 55 60
Val Leu Ser Gly Lys Ala Ile Leu Thr Val
65 70
<210> 23
211> 28
<212> PRT
213> NTFA
<220>
<223> SEQ ID 1/} E
<400> 23
GIn Glu Val Asp Arg Ile Leu Glu Asn Gln Lys Gln Ser His Phe Ala
1 5 10 15
Asp Ala Gln Pro Gln Gln Arg Glu Arg Gly Ser Arg
20 25
<210> 24
211> 35
<212> PRT
213> NTA
220>
<223> SEQ ID 2/} Bk
<400> 24
Asn Asn Ser Gly Lys Phe Phe Glu Leu Thr Pro Glu Lys Asn Gln Gln
1 5 10 15
Leu GIn Asp Leu Asp Leu Phe Val Asn Ser Val Asp Leu Lys Glu Gly
20 25 30
Ser Leu Leu
35
<210> 25
211> 17
<212> PRT
213> NTFA
220>
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[1092]
[1093]
[1094]
[1095]
[1096]
[1097]
[1098]
[1099]
[1100]
[1101]
[1102]
[1103]
[1104]
[1105]
[1106]
[1107]
[1108]
[1109]
[1110]
[1111]
[1112]
[1113]
[1114]
[1115]
[1116]
[1117]
[1118]
[1119]
[1120]
[1121]
[1122]
[1123]
[1124]
[1125]
[1126]
[1127]
[1128]
[1129]
[1130]

<223> SEQ 1D 2/ B

<400> 25

Lys Val Ser Arg Arg Gln Leu Glu Glu Leu Ser Lys Asn Ala Lys Ser

1 5 10 15

Ser

<210> 26

211> 21

<212> PRT

213> NTA

220>

<223> SEQ 1D 3HFEX

<400> 26

Gln Arg Gly Ser Arg Gln Glu Glu Asp Glu Asp Glu Asp Glu Glu Arg

1 5 10 15

Gln Pro Arg His Gln
20

<210> 27

211> 33

<212> PRT

213> NTA

220>

<223> SEQ 1D 3HFEX

<400> 27

GIn Glu Phe Leu Arg Tyr Gln His Gln Gln Gly Gly Lys Gln Glu Gln

1 5 10 15

Glu Asn Glu Gly Asn Asn Ile Phe Ser Gly Phe Lys Arg Asp Phe Leu
20 25 30

Glu

<210> 28

211> 34

<212> PRT

213> NTA

220>

<223> SEQ ID 4/} Ek

<400> 28

Tyr Asn Leu Glu Arg Gly Asp Thr Ile Lys Leu Pro Ala Gly Thr Thr

1 5 10 15

Ser Tyr Leu Val Asn Gln Asp Asp Glu Glu Asp Leu Arg Leu Val Asp
20 25 30
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[1131]  Leu Val

[1132]  <210> 29

[1133]  <211> 80

[1134]  <212> PRT

[1135]  <213> AT 4

[1136] <220>

[1137]  <223> SEQ ID 4f9FEL

[1138]  <400> 29

[1139]  Asn Gly Pro Gly Lys Phe Glu Ala Phe Asp Leu Ala Lys Asn Lys Asn
[1140] 1 5 10 15
[1141]  Gln Tyr Leu Arg Gly Phe Ser Lys Asn Ile Leu Glu Ala Ser Tyr Asn
[1142] 20 25 30

[1143]  Thr Arg Tyr Glu Thr Ile Glu Lys Val Leu Leu Glu Glu Gln Glu Lys
[1144] 35 40 45

[1145]  Asp Arg Lys Arg Arg Gln Gln Gly Glu Glu Thr Asp Ala Ile Val Lys
[1146] 50 55 60

[1147]  Val Ser Arg Glu Gln Ile Glu Glu Leu Lys Lys Leu Ala Lys Ser Ser
[1148] 65 70 75 80
[1149]  <210> 30

[1150]  <211> 47

[1151]  <212> PRT

[1152]  <213> A T4

[1153]  <220>

[1154]  <223> SEQ ID 4/} Ek

[1155]  <400> 30

[1156] Arg Tyr Glu Ala Arg Leu Ser Pro Gly Asp Val Val Ile Ile Pro Ala
(11571 1 5 10 15
[1158] Gly His Pro Val Ala Ile Thr Ala Ser Ser Asn Leu Asn Leu Leu Gly
[1159] 20 25 30

[1160]  Phe Gly Ile Asn Ala Glu Asn Asn Glu Arg Asn Phe Leu Ser Gly
[1161] 35 40 45

[1162]  <210> 31

[1163]  <211> 24

[1164]  <212> PRT

[1165]  <213> AT F#H

[1166] <220>

[1167]  <223> SEQ ID 4fFEL

[1168]  <400> 31

[1169]

His Gly Glu Trp Arg Pro Ser Tyr Glu Lys Gln Glu Asp Glu Glu Glu
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[1170]
[1171]
[1172]
[1173]
[1174]
[1175]
[1176]
[1177]
[1178]
[1179]
[1180]
[1181]
[1182]
[1183]
[1184]
[1185]
[1186]
[1187]
[1188]
[1189]
[1190]
[1191]
[1192]
[1193]
[1194]
[1195]
[1196]
[1197]
[1198]
[1199]
[1200]
[1201]
[1202]
[1203]
[1204]
[1205]
[1206]
[1207]
[1208]

1 5 10 15
Lys Gln Lys Tyr Arg Tyr Gln Arg
20
<210> 32
211> 19
<212> PRT
213> NTFA
220>
<223> SEQ ID 4/} Ek
<400> 32
Pro Ser Tyr Glu Lys Glu Glu Asp Glu Glu Glu Gly Gln Arg Glu Arg
1 5 10 15
Gly Arg Gln
<210> 33
<211> 30
<212> PRT
213> N4
220>
<223> SEQ ID 4/} Ek
<400> 33
Lys Ser Lys Pro Arg Thr Leu Phe Leu Pro Gln Tyr Thr Asp Ala Asp
1 5 10 15
Phe Ile Leu Val Val Leu Ser Gly Lys Ala Thr Leu Thr Val
20 25 30
<210> 34
211> 22
<212> PRT
213> NTA
220>
<223> SEQ ID 10/} Bk
<400> 34
Ser Gln Ser Gln Lys Phe Arg Asp Glu His GIln Lys Ile His Gln Phe
1 5 10 15
Arg GIln Gly Asp Ile Val
20
<210> 35
211> 23
<212> PRT

213> ALK
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[1209]
[1210]
[1211]
[1212]
[1213]
[1214]
[1215]
[1216]
[1217]
[1218]
[1219]
[1220]
[1221]
[1222]
[1223]
[1224]
[1225]
[1226]
[1227]
[1228]
[1229]
[1230]
[1231]
[1232]
[1233]
[1234]
[1235]
[1236]
[1237]
[1238]
[1239]
[1240]
[1241]
[1242]
[1243]
[1244]
[1245]
[1246]
[1247]

220>
<223> SEQ ID 10/ EX
<400> 35
Val Asn Ser Gln Lys Phe Pro Ile Leu Asn Leu Ile Gln Met Ser Ala
1 5 10 15
Thr Arg Val Asn Leu Tyr Gln
20
<210> 36
211> 40
<212> PRT
213> NTFA
<220>
<223> SEQ ID 10/ E%
<400> 36
Tyr Ile Ala Ile Lys Thr Asn Ala Asn Ala Phe Val Ser His Leu Ala
1 5 10 15
Gly Lys Asn Ser Val Phe Arg Ala Leu Pro Val Asp Val Val Ala Asn
20 25 30
Ala Tyr Arg Ile Ser Arg Glu Gln
35 40
<210> 37
211> 31
<212> PRT
213> NTA
220>
<223> SEQ ID 10/ E%
<400> 37
Ala Pro Ile Val Ala Val Tyr Val Tyr Asp Val Asn Asn Asn Ala Asn
1 5 10 15
GIn Leu Glu Pro Arg Gln Lys Glu Phe Leu Leu Ala Gly Asn Asn
20 25 30
<210> 38
211> 17
<212> PRT
213> NTFA
220>
<223> SEQ ID 10/ EX
<400> 38

Glu Asn Pro Ser Arg Ala Asp Ser Tyr Asn Pro Arg Ala Gly Arg Ile
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[1248]
[1249]
[1250]
[1251]
[1252]
[1253]
[1254]
[1255]
[1256]
[1257]
[1258]
[1259]
[1260]
[1261]
[1262]
[1263]
[1264]
[1265]
[1266]
[1267]
[1268]
[1269]
[1270]
[1271]
[1272]
[1273]
[1274]
[1275]
[1276]
[1277]
[1278]
[1279]
[1280]
[1281]
[1282]
[1283]
[1284]
[1285]
[1286]

1 5 10 15

Thr

<210> 39

211> 32

<212> PRT

213> NTFA

220>

<223> SEQ ID 10/} Rk

<400> 39

Gly Leu Gln Leu Leu Lys Pro Thr Leu Thr Gln Gln Gln Glu Gln Ala

1 5 10 15

GIn Ala GIn Asp Gln Tyr Gln Gln Val Gln Tyr Ser Glu Arg Gln Gln
20 25 30

<210> 40

211> 18

<212> PRT

213> NTFA

220>

<223> SEQ ID 10/} Bk

<400> 40

Cys Arg Phe Asp Arg Leu Gln Ala Phe Glu Pro Leu Arg Lys Val Arg

1 5 10 15

Ser Glu

<210> 41

<211> 48

<212> PRT

213> NTA

220>

<223> SEQ ID 10/} Rk

<400> 41

Ile Leu Ser Pro Phe Trp Asn Val Asn Ala His Ser Leu Val Tyr Met

1 5 10 15

Ile Gln Gly Arg Ser Arg Val Gln Val Val Ser Asn Phe Gly Lys Thr
20 25 30

Val Phe Asp Gly Val Leu Arg Pro Gly Gln Leu Leu Ile Ile Pro Gln

35 40 45

<210> 42

211> 24

<212> PRT
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[1287]
[1288]
[1289]
[1290]
[1291]
[1292]
[1293]
[1294]
[1295]
[1296]
[1297]
[1298]
[1299]
[1300]
[1301]
[1302]
[1303]
[1304]
[1305]
[1306]
[1307]
[1308]
[1309]
[1310]
[1311]
[1312]
[1313]
[1314]
[1315]
[1316]
[1317]
[1318]
[1319]
[1320]
[1321]
[1322]
[1323]
[1324]
[1325]

213> N LR

220>
<223> SEQ ID 10/ EX
<400> 42
Ala Phe Thr Pro Arg Phe Gln Gln Gln Tyr Tyr Pro Gly Leu Ser Asn
1 5 10 15
Glu Ser Glu Ser Glu Thr Ser Glu
20
<210> 43
211> 31
<212> PRT
213> NTFA
220>
<223> SEQ 1D 11H9HEX
<400> 43
Pro Arg Ala Gly Arg Val Thr Asn Leu Asn Thr Gln Asn Phe Pro Ile
1 5 10 15
Leu Ser Leu Val Gln Met Ser Ala Val Lys Val Asn Leu Tyr Gln
20 25 30
<210> 44
211> 32
<212> PRT
213> NTA
220>
<223> SEQ ID 11H9HEX
<400> 44
His Ser Val Val Tyr Ile Thr Gln Gly Arg Ala Arg Val Gln Val Val
1 5 10 15
Asn Asn Asn Gly Lys Thr Val Phe Asn Gly Glu Leu Arg Arg Gly Gln
20 25 30
<210> 45
211> 32
<212> PRT
213> NTFA
<220>
<223> SEQ ID 11H9HEX
<400> 45
His Ile Ala Gly Lys Ser Ser Ile Phe Arg Ala Leu Pro Asn Asp Val
1 5 10 15
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[1326]
[1327]
[1328]
[1329]
[1330]
[1331]
[1332]
[1333]
[1334]
[1335]
[1336]
[1337]
[1338]
[1339]
[1340]
[1341]
[1342]
[1343]
[1344]
[1345]
[1346]
[1347]
[1348]
[1349]
[1350]
[1351]
[1352]
[1353]
[1354]
[1355]
[1356]
[1357]
[1358]
[1359]
[1360]
[1361]
[1362]
[1363]
[1364]

Leu Ala Asn Ala Tyr Arg Ile Ser Arg Glu Glu Ala Gln Arg Leu Lys

20 25 30

<210> 46

211> 29

<212> PRT

213> N4

220>

<223> SEQ ID 11H9HEX

<400> 46

Val Pro Val Val Ala Ile Tyr Val Thr Asp Leu Asn Asn Gly Ala Asn

1 5 10 15

Gln Leu Asp Pro Arg Gln Arg Asp Phe Leu Leu Ala Gly
20 25

<210> 47

211> 52

<212> PRT

213> NTA

<220>

<223> SEQ ID 12/ E%

<400> 47

Thr Phe Cys Thr Met Arg Val Arg Gln Asn Ile Asp Asn Pro Asn Arg

1 5 10 15

Ala Asp Thr Tyr Asn Pro Arg Ala Gly Arg Val Thr Asn Leu Asn Ser
20 25 30

Gln Asn Phe Pro Ile Leu Asn Leu Val Gln Met Ser Ala Val Lys Val

35 40 45
Asn Leu Tyr Gln
50

<210> 48

211> 73

<212> PRT

213> N T4

220>

<223> SEQ ID 12/ E%

<400> 48

Tyr Ile Ala Phe Lys Thr Asn Pro Asn Ser Met Val Ser His Ile Ala

1 5 10 15

Gly Lys Ser Ser Ile Phe Arg Ala Leu Pro Thr Asp Val Leu Ala Asn
20 25 30
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[1365]
[1366]
[1367]
[1368]
[1369]
[1370]
[1371]
[1372]
[1373]
[1374]
[1375]
[1376]
[1377]
[1378]
[1379]
[1380]
[1381]
[1382]
[1383]
[1384]
[1385]
[1386]
[1387]
[1388]
[1389]
[1390]
[1391]
[1392]
[1393]
[1394]
[1395]
[1396]
[1397]
[1398]
[1399]
[1400]
[1401]
[1402]
[1403]

Ala Tyr Arg Ile Ser Arg Glu Glu Ala Gln Arg Leu Lys His Asn Arg

35 40 45

Gly Asp Glu Phe Gly Ala Phe Thr Pro Leu Gln Tyr Lys Ser Tyr Gln
50 55 60
Asp Val Tyr Asn Val Ala Glu Ser Ser
65 70
<210> 49
211> 36
<212> PRT
213> NTFA
<220>
<223> SEQ ID 12/ E%
<400> 49
Ser Gln Ser His Lys Phe Lys Asp Glu His GIln Lys Ile His Arg Phe
1 5 10 15
Arg Gln Gly Asp Val Ile Ala Leu Pro Ala Gly Val Ala His Trp Cys
20 25 30

Tyr Asn Asp Gly

35
<210> 50
211> 29
<212> PRT
213> NTA
220>
<223> SEQ ID 12/ E%
<400> 50
Thr Gln Gly Arg Ala Gln Val Gln Val Val Asn Asn Asn Gly Lys Thr
1 5 10 15
Val Phe Asn Gly Glu Leu Arg Arg Gly Gln Leu Leu Ile

20 25

<210> 51
211> 24
<212> PRT
213> NTA
<220>
<223> SEQ 1D 12/ E%
<400> 51
Asn Gly Ala Ser Leu Val Tyr Ile Ile Gln Gly Arg Gly Ile Thr Gly
1 5 10 15
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[1404]
[1405]
[1406]
[1407]
[1408]
[1409]
[1410]
[1411]
[1412]
[1413]
[1414]
[1415]
[1416]
[1417]
[1418]
[1419]
[1420]
[1421]
[1422]
[1423]
[1424]
[1425]
[1426]
[1427]
[1428]
[1429]
[1430]
[1431]
[1432]
[1433]
[1434]
[1435]
[1436]
[1437]
[1438]
[1439]
[1440]
[1441]
[1442]

Pro Thr Phe Pro Gly Cys Pro Glu

20
<210> 52
211> 21
<212> PRT
213> NTFA
220>
<223> SEQ 1D 12/ E%
<400> 52
Cys Arg Phe Asp Arg Leu Gln Ala Phe Glu Pro Ile Arg Ser Val Arg
1 5 10 15
Ser Gln Ala Gly Thr
20
<210> 53
<211> 40
<212> PRT
213> NTA
220>
<223> SEQ ID 12/ E%
<400> 53
GIn Asn Asp Gln Arg Gly Glu Ile Val Arg Val Glu Arg Gly Leu Ser
1 5 10 15
Leu Leu Gln Pro Tyr Ala Ser Leu Gln Glu Gln Glu Gln Gly Gln Met
20 25 30
Gln Ser Arg Glu His Tyr Gln Glu
35 40
<210> 54
211> 35
<212> PRT
213> NTFA
220>
<223> SEQ ID 12/ E%
<400> 54
Pro Arg Gln Arg Asp Phe Leu Leu Ala Gly Asn Lys Arg Asn Pro Gln
1 5 10 15
Ala Tyr Arg Arg Glu Val Glu Glu Trp Ser Gln Asn Ile Phe Ser Gly
20 25 30
Phe Ser Thr
35
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[1443]
[1444]
[1445]
[1446]
[1447]
[1448]
[1449]
[1450]
[1451]
[1452]
[1453]
[1454]
[1455]
[1456]
[1457]
[1458]
[1459]
[1460]
[1461]
[1462]
[1463]
[1464]
[1465]
[1466]
[1467]
[1468]
[1469]
[1470]
[1471]
[1472]
[1473]
[1474]
[1475]
[1476]
[1477]
[1478]
[1479]
[1480]
[1481]

<210> 55
211> 23
<212> PRT
213> NTFA
<220>
<223> SEQ ID 130 EX
<400> 55
Gly Gly Ile Tyr Arg Glu Leu Gly Ala Pro Asp Val Gly His Pro Met
1 5 10 15
Ser Glu Val Phe Arg Gly Cys
20
<210> 56
211> 26
<212> PRT
213> N4
<220>
<223> SEQ ID 1419 E%
<400> 56
His Ser Leu Val Tyr Ile Val Gln Gly His Ala Arg Val Gln Val Val
1 5 10 15
Ser Asn Leu Gly Lys Thr Val Phe Asn Gly
20 25
<210> b7
211> 23
<212> PRT
213> N T4
<220>
<223> SEQ ID 1419 E%
<400> 57
Ala Arg Ser Leu Lys Asn Asn Arg Gly Glu Glu Leu Gly Ala Phe Thr
1 5 10 15
Pro Arg Tyr Gln Gln Gln Thr
20
<210> 58
211> 23
<212> PRT
213> NTA
220>

<223> SEQ ID 141 B}
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[1482]
[1483]
[1484]
[1485]
[1486]
[1487]
[1488]
[1489]
[1490]
[1491]
[1492]
[1493]
[1494]
[1495]
[1496]
[1497]
[1498]
[1499]
[1500]
[1501]
[1502]
[1503]
[1504]
[1505]
[1506]
[1507]
[1508]
[1509]
[1510]
[1511]
[1512]
[1513]
[1514]
[1515]
[1516]
[1517]
[1518]
[1519]
[1520]

<400> 58
Leu Asn Ser Gln Lys Phe Pro Ile Leu Asn Leu Val Gln Leu Ser Ala
1 5 10 15
Thr Arg Val Asn Leu Tyr Gln
20
<210> 59
211> 84
<212> PRT
213> NTA
<220>
<223> SEQ ID 14/} Ek
<400> 59
GIn Met Tyr Gly Arg Ser Ile Glu Gln His Ser Gly Gln Asn Ile Phe
1 5 10 15
Ser Gly Phe Asn Asn Glu Leu Leu Ser Glu Ala Leu Gly Val Asn Ala
20 25 30
Leu Val Ala Lys Arg Leu Gln Gly Gln Asn Asp Gln Arg Gly Glu Ile
35 40 45
Ile Arg Val Lys Asn Gly Leu Lys Leu Leu Arg Pro Ala Phe Ala Gln
50 55 60
GIn Gln Glu Gln Ala Gln Gln Gln Glu Gln Ala Gln Ala Gln Tyr Gln
65 70 75 80
Val Gln Tyr Ser
<210> 60
211> 24
<212> PRT
213> NTA
220>
<223> SEQ ID 14/} Ek
<400> 60
Ala GIn Leu Phe Gly Pro Asn Val Asn Pro Trp His Asn Pro Arg Gln
1 5 10 15
Gly Gly Phe Arg Glu Cys Arg Phe
20
<210> 61
211> 23
<212> PRT
213> NTFA
<220>
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[1521]
[1522]
[1523]
[1524]
[1525]
[1526]
[1527]
[1528]
[1529]
[1530]
[1531]
[1532]
[1533]
[1534]
[1535]
[1536]
[1537]
[1538]
[1539]
[1540]
[1541]
[1542]
[1543]
[1544]
[1545]
[1546]
[1547]
[1548]
[1549]
[1550]
[1551]
[1552]
[1553]
[1554]
[1555]
[1556]
[1557]
[1558]
[1559]

<223> SEQ ID 147 FrE:

<400> 61
Gly Val Ala His Trp Phe Tyr Asn Glu Gly Asp Ala Pro Val Val Ala
1 5 10 15
Leu Tyr Val Phe Asp Leu Asn
20
<210> 62
211> 40
<212> PRT
213> NTA
<220>
<223> SEQ ID 1419 E%
<400> 62
Tyr Ile Ser Phe Lys Thr Asn Ala Asn Ser Met Val Ser His Leu Ala
1 5 10 15
Gly Lys Asn Ser Ile Phe Arg Ala Met Pro Val Asp Val Ile Ala Asn
20 25 30
Ala Tyr Arg Ile Ser Arg Glu Gln
35 40
<210> 63
211> 38
<212> PRT
213> NTA
220>
<223> SEQ ID 15/ EX
<400> 63
Lys Gly Pro Ala Lys Asn Trp Glu Asn Val Leu Leu Gly Leu Gly Val
1 5 10 15
Ala Gly Ser Ala Pro Gly Ile Glu Gly Asp Glu Ile Ala Pro Leu Ala
20 25 30
Lys Glu Asn Val Ala Ala
35
<210> 64
211> 31
<212> PRT
213> NTA
<220>
<223> SEQ ID 15/ EX
<400> 64
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[1560]
[1561]
[1562]
[1563]
[1564]
[1565]
[1566]
[1567]
[1568]
[1569]
[1570]
[1571]
[1572]
[1573]
[1574]
[1575]
[1576]
[1577]
[1578]
[1579]
[1580]
[1581]
[1582]
[1583]
[1584]
[1585]
[1586]
[1587]
[1588]
[1589]
[1590]
[1591]
[1592]
[1593]
[1594]
[1595]
[1596]
[1597]
[1598]

Arg Ala Val Val Lys Phe Asn Ala Pro Leu Ala His Leu Ile Met Ala

1 5 10 15
Gly Ala Asp Val Leu Ala Val Pro Ser Arg Phe Glu Pro Cys Gly
20 25 30
<210> 65
211> 22
<212> PRT
213> NTFA
220>
<223> SEQ ID 151 E%
<400> 65
Lys Arg Ala Ile Lys Val Val Gly Thr Pro Ala Tyr Glu Glu Met Val
1 5 10 15
Arg Asn Cys Met Asn Gln
20
<210> 66
<211> 55
<212> PRT
213> NTFA
220>
<223> SEQ ID 151 E%
<400> 66
Ala Pro Trp Ser Lys Thr Gly Gly Leu Gly Asp Val Leu Gly Gly Leu
1 5 10 15
Pro Pro Ala Met Ala Ala Asn Gly His Arg Val Met Val Ile Ser Pro
20 25 30
Arg Tyr Asp Gln Tyr Lys Asp Ala Trp Asp Thr Ser Val Val Ala Glu
35 40 45
Ile Lys Val Ala Asp Arg Tyr
50 55
<210> 67
<211> 109
<212> PRT
213> NTFA
220>
<223> SEQ ID 151 E%
<400> 67
Ile Asn Trp Met Lys Ala Gly Ile Leu Glu Ala Asp Arg Val Leu Thr
1 5 10 15
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[1599]
[1600]
[1601]
[1602]
[1603]
[1604]
[1605]
[1606]
[1607]
[1608]
[1609]
[1610]
[1611]
[1612]
[1613]
[1614]
[1615]
[1616]
[1617]
[1618]
[1619]
[1620]
[1621]
[1622]
[1623]
[1624]
[1625]
[1626]
[1627]
[1628]
[1629]
[1630]
[1631]
[1632]
[1633]
[1634]
[1635]
[1636]
[1637]

Val Ser Pro Tyr Tyr Ala Glu Glu

20

Cys Glu Leu Asp Asn Ile Met Arg

35 40

Asn Gly Met Asp Val Ser Glu Trp

50

95

Thr Ala Lys Tyr Asp Ala Thr Thr

65

70

Lys Glu Ala Leu Gln Ala Glu Ala

85

Pro Leu Ile Ala Phe Ile Gly Arg

<210>
211>
212>
213>
220>
223>
<400>

100
68
45
PRT
NI 41

SEQ 1D 15/ Ek
68

Arg Gly Val Asp Arg Val Phe Ile

1

5

Val Trp Gly Lys Thr Gly Glu Lys

<210>
211>
212>

20
Asp Tyr Lys Asp Asn Gln Met Arg
35 40
69
21
PRT
NT 74

213>
220>
223>
<400>

SEQ ID 15[ R

Leu Ile Ser Gly
25
Leu Thr Gly Ile

Asp Pro Ser Lys
60
Ala Ile Glu Ala
75
Gly Leu Pro Val
90

Leu Glu Glu Gln
105

Asp His Pro Ser
10

Ile Tyr Gly Pro

25

Phe Ser Leu Leu

Ile Ala Arg Gly
30

Thr Gly Ile Val

45

Asp Lys Tyr Ile

Lys Ala Leu Asn
80
Asp Arg Lys Ile
95
Lys

Phe Leu Glu Lys
15
Asp Thr Gly Val
30
Cys
45

Leu Glu Ala Pro Arg Ile Leu Asn Leu Asn Asn Asn Pro Tyr Phe Lys

1

<210>
211>

69
5
Gly Thr Tyr Gly Glu
20
70
26
PRT

212>

94

10

15
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[1638]  <213> AT F#4

[1639] <220>

[1640]  <223> SEQ ID 16/} E¢

[1641]  <400> 70

[1642] Tyr Ile Gln Val Glu Ala Pro Thr Gly Thr Phe Ile Ala Ser Gly Val

[1643] 1 5 10 15
[1644] Val Val Gly Lys Asp Thr Leu Leu Thr Asn
[1645] 20 25

[1646] <210> 71

[1647] <211> 12

[1648]  <212> PRT

[1649]  <213> A T4

[1650]  <220>

[1651]  <223> SEQ ID 1/} Rk

[1652]  <400> 71

[1653] Ser Arg Gly Pro Ile Tyr Ser Asn Glu Phe Gly Lys
[1654] 1 5 10
[1655]  <210> 72

[1656] <211> 7

[1657]  <212> PRT

[1658] <213> A T4

[1659]  <220>

[1660]  <223> SEQ ID 1/} Ek

[1661]  <400> 72

[1662]  Asn Ser Phe Asn Leu Glu Arg

[1663] 1 5

[1664]  <210> 73

[1665] <211> 10

[1666] <212> PRT

[1667]1  <213> AN T4

[1668] <220>

[1669]  <223> SEQ ID 11 E%

[1670]  <400> 73

[1671]  Val Leu Asp Leu Ala Ile Pro Val Asn Arg
(16721 1 5 10
[1673]  <210> 74

[1674]  <211> 7

[1675]  <212> PRT

[1676]  <213> AN T4
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[1677]  <220>

[1678]  <223> SEQ ID 1/} Rk

[1679]  <400> 74

[1680] Asp Asp Asn Glu Glu Leu Arg

(16811 1 5

[1682] <210> 75

[1683] <211> 18

[1684]  <212> PRT

[1685]  <213> AT ¢4

[1686] <220>

[1687]  <223> SEQ ID 1B

[1688] <400> 75

[1689] Leu Ser Ser Gly Asp Val Phe Val Ile Pro Ala Gly His Pro Val Ala
[1690] 1 5 10 15
[1691] Val Lys

[1692] <210> 76

[1693] <211> 15

[1694]  <212> PRT

[1695]  <213> AT F#4

[1696]  <220>

[1697]  <223> SEQ ID 1R EL

[1698]  <400> 76

[1699]  Glu Asp Asp Glu Glu Glu Glu Gln Gly Glu Glu Glu Ile Asn Lys
[1700] 1 5 10 15
[1701]  <210> 77

[1702] <211> 29

[1703]  <212> PRT

[1704]  <213> A T4

[1705]  <220>

[1706]  <223> SEQ ID 1/} Bk

[1707]  <400> 77

[1708] Asn Ile Leu Glu Ala Ser Phe Asn Thr Asp Tyr Glu Glu Ile Glu Lys

[1709]1 1 5 10 15
[1710]  Val Leu Leu Glu Glu His Glu Lys Glu Thr Gln His Arg
[1711] 20 25

[1712]  <210> 78
[1713]  <211> 24
[1714]  <212> PRT
[1715]1  <213> AT &4
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[1716]
[1717]
[1718]
[1719]
[1720]
[1721]
[1722]
[1723]
[1724]
[1725]
[1726]
[1727]
[1728]
[1729]
[1730]
[1731]
[1732]
[1733]
[1734]
[1735]
[1736]
[1737]
[1738]
[1739]
[1740]
[1741]
[1742]
[1743]
[1744]
[1745]
[1746]
[1747]
[1748]
[1749]
[1750]
[1751]
[1752]
[1753]
[1754]

220>
<223> SEQ 1D 1M EX
<400> 78
Asn Ile Leu Glu Ala Ser Phe Asn Thr Asp Tyr Glu Glu Ile Glu Lys
1 5 10 15
Val Leu Leu Glu Glu His Glu Lys
20
<210> 79
211> 16
<212> PRT
213> NTA
220>
<223> SEQ D 1f{JFFL
<400> 79
Asn Ile Leu Glu Ala Ser Phe Asn Thr Asp Tyr Glu Glu Ile Glu Lys
1 5 10 15
<210> 80
211> 12
<212> PRT
213> NTFA
220>
<223> SEQ D 1f{JFFL
<400> 80
Arg Gln Gln Ser Gln Glu Glu Asn Val Ile Val Lys
1 5 10
<210> 81
211> 11
<212> PRT
213> NTA
220>
<223> SEQ 1D 1f{JFL
<400> 81
Gln Gln Ser Gln Glu Glu Asn Val Ile Val Lys
1 5 10
<210> 82
211> 11
<212> PRT
213> NTA
220>
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[1755]  <223> SEQ ID 1fy)7EX

[1756]  <400> 82

[1757] Leu Ser Arg Gly Gln Ile Glu Glu Leu Ser Lys
[1758] 1 5 10
[1759]  <210> 83

[1760] <211> 8

[1761]1  <212> PRT

[1762]1  <213> AT &4

[1763]  <220>

[1764]  <223> SEQ ID 1f)EX

[1765]  <400> 83

[1766]  Gly Gln Ile Glu Glu Leu Ser Lys

(17671 1 5

[1768] <210> 84

[1769] <211> 8

[1770] <212> PRT

(17711 <213> AT 4

[1772]  <220>

[1773]1  <223> SEQ ID 19 EX

[1774]  <400> 84

[1775] Val Leu Leu Glu Glu His Glu Lys

(17761 1 5

[1777]  <210> 85

[1778] <211> 24

[1779]  <212> PRT

[1780]1 <213> AT &4

[1781]  <220>

[1782] <223> SEQ ID 1B

[1783]  <400> 85

[1784] Ser Lys Pro His Thr Ile Phe Leu Pro Gln His Thr Asp Ala Asp Tyr

[1785] 1 5 10 15
[1786] Tle Leu Val Val Leu Ser Gly Lys
[1787] 20

[1788] <210> 86

[1789] <211> 22

[1790]  <212> PRT

[17911  <213> A T34

[1792] <220>

[1793]  <223> SEQ ID 1fK}r Bk
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[1794]
[1795]
[1796]
[1797]
[1798]
[1799]
[1800]
[1801]
[1802]
[1803]
[1804]
[1805]
[1806]
[1807]
[1808]
[1809]
[1810]
[1811]
[1812]
[1813]
[1814]
[1815]
[1816]
[1817]
[1818]
[1819]
[1820]
[1821]
[1822]
[1823]
[1824]
[1825]
[1826]
[1827]
[1828]
[1829]
[1830]
[1831]
[1832]

<400> 86
Pro His Thr Ile Phe Leu Pro Gln His Thr Asp Ala Asp Tyr Ile Leu
1 5 10 15
Val Val Leu Ser Gly Lys
20
<210> 87
211> 16
<212> PRT
213> NTFA
220>
<223> SEQ ID 1Bk
<400> 87
Ser Asn Lys Phe Gln Thr Leu Phe Glu Asn Glu Asn Gly His Ile Arg
1 5 10 15
<210> 88
211> 11
<212> PRT
213> N4
<220>
<223> SEQ ID 1/} Ek
<400> 88
Ser Lys Ile Phe Glu Asn Leu Gln Asn Tyr Arg
1 5 10
<210> 89
211> 9
<212> PRT
213> N T4
220>
<223> SEQ ID 11} E
<400> 89
Ile Phe Glu Asn Leu Gln Asn Tyr Arg
1 5
<210> 90
211> 18
<212> PRT
213> NTFA
220>
<223> SEQ ID 1Rk
<400> 90
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[1833]
[1834]
[1835]
[1836]
[1837]
[1838]
[1839]
[1840]
[1841]
[1842]
[1843]
[1844]
[1845]
[1846]
[1847]
[1848]
[1849]
[1850]
[1851]
[1852]
[1853]
[1854]
[1855]
[1856]
[1857]
[1858]
[1859]
[1860]
[1861]
[1862]
[1863]
[1864]
[1865]
[1866]
[1867]
[1868]
[1869]
[1870]
[1871]

Ile Leu Glu Asn Gln Lys Gln Ser His Phe Ala Asp Ala Gln Pro Gln
1 5 10 15
Gln Arg
<210> 91
211> 24
<212> PRT
213> NT4
220>
<223> SEQ 1D 1M EX
<400> 91
Pro Gly Gln Leu Gln Ser Phe Leu Leu Ser Gly Asn Gln Asn Gln Gln
1 5 10 15
Asn Tyr Leu Ser Gly Phe Ser Lys

20
<210> 92
211> 25
<212> PRT
213> NTA
220>
<223> SEQ 1D 2k Bt
<400> 92
Phe Phe Glu Leu Thr Pro Glu Lys Asn Gln Gln Leu Gln Asp Leu Asp
1 5 10 15
Leu Phe Val Asn Ser Val Asp Leu Lys

20 25
<210> 93
Q211> 7
<212> PRT
213> N T4
220>
<223> SEQ 1D 2k Bt
<400> 93
Gln Leu Glu Glu Leu Ser Lys
1 5
<210> 94
211> 11
<212> PRT
213> NTFA
220>

100



N 114835784 B F 5 * 49/199 T

[1872]
[1873]
[1874]
[1875]
[1876]
[1877]
[1878]
[1879]
[1880]
[1881]
[1882]
[1883]
[1884]
[1885]
[1886]
[1887]
[1888]
[1889]
[1890]
[1891]
[1892]
[1893]
[1894]
[1895]
[1896]
[1897]
[1898]
[1899]
[1900]
[1901]
[1902]
[1903]
[1904]
[1905]
[1906]
[1907]
[1908]
[1909]
[1910]

<223> SE QID 3fh
<400> 94
Gln Glu Glu Asp Glu Asp Glu Asp Glu Glu Arg
1 5 10
<210> 95
211> 23
<212> PRT
213> NTFA
<220>
<223> SEQ 3R
<400> 95
Tyr Gln His Gln Gln Gly Gly Lys Gln Glu Gln Glu Asn Glu Gly Asn
1 5 10 15
Asn Ile Phe Ser Gly Phe Lys
20
<210> 96
211> 24
<212> PRT
213> NTFA
<220>
<223> SEQ 1D 41 EX
<400> 96
Gly Asp Thr Ile Lys Leu Pro Ala Gly Thr Thr Ser Tyr Leu Val Asn
1 5 10 15
Gln Asp Asp Glu Glu Asp Leu Arg
20
<210> 97
211> 12
<212> PRT
213> NTA
220>
<223> SEQ 1D 41 EX
<400> 97
Arg Gln Gln Gly Glu Glu Thr Asp Ala Ile Val Lys
1 5 10
<210> 98
211> 11
<212> PRT

213> N LR
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(19111  <220>

[1912]  <223> SEQ ID 4ff)/ B¢

[1913]  <400> 98

[1914]  Val Leu Leu Glu Glu Gln Glu Lys Asp Arg Lys
[1915] 1 5 10
[1916]  <210> 99

(19171  <211> 10

[1918]  <212> PRT

[19191  <213> AT ¥4

[1920] <220>

[19211  <223> SEQ ID 4ff)/ B

[1922]  <400> 99

[1923] Asn Ile Leu Glu Ala Ser Tyr Asn Thr Arg
[1924] 1 5 10
[1925] <210> 100

[1926] <211> 8

[1927]  <212> PRT

[1928]  <213> AT ¥4

[1929] <220>

[1930]  <223> SEQ ID 4ff)/ B

(19311  <400> 100

[1932]  Phe Glu Ala Phe Asp Leu Ala Lys

[1933] 1 5

[1934] <210> 101

[1935] <211> 8

[1936] <212> PRT

[1937]1  <213> AT )54

[1938] <220>

[19391  <223> SEQ ID 4ff/ B

[1940]  <400> 101

[1941]  Glu Gln Ile Glu Glu Leu Lys Lys

[1942] | 5

[1943] <210> 102

[1944] <211> 7

[1945]  <212> PRT

[1946]  <213> AT ¥4

[1947]  <220>

[1948]  <223> SEQ ID 4ff/ B¢

[1949]  <400> 102
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[1950]
[1951]
[1952]
[1953]
[1954]
[1955]
[1956]
[1957]
[1958]
[1959]
[1960]
[1961]
[1962]
[1963]
[1964]
[1965]
[1966]
[1967]
[1968]
[1969]
[1970]
[1971]
[1972]
[1973]
[1974]
[1975]
[1976]
[1977]
[1978]
[1979]
[1980]
[1981]
[1982]
[1983]
[1984]
[1985]
[1986]
[1987]
[1988]

Glu Gln Ile Glu Glu Leu Lys
1 5

<210> 103

Q211> 7

<212> PRT

213> NTFA

<220>

<223> SEQ ID 4/} Ek

<400> 103

Asn Lys Asn Gln Tyr Leu Arg
1 5

<210> 104

211> 37

<212> PRT

213> N T4

<220>

<223> SEQ ID 4/} Ek

<400> 104

Leu Ser Pro Gly Asp Val Val Ile Ile Pro Ala Gly His Pro Val Ala

1 5 10

Ile Thr Ala Ser Ser Asn Leu Asn Leu Leu Gly Phe Gly Ile Asn Ala

20 25 30

Glu Asn Asn Glu Arg

35
<210> 105
211> 14
<212> PRT
213> NTA
220>
<223> SEQ ID 4/} Ek
<400> 105
Pro Ser Tyr Glu Lys Gln Glu Asp Glu Glu Glu Lys Gln Lys
1 5) 10
<210> 106
211> 9
<212> PRT
213> NTA
220>
<223> SEQ ID 4/} Ek
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[1989]
[1990]
[1991]
[1992]
[1993]
[1994]
[1995]
[1996]
[1997]
[1998]
[1999]
[2000]
[2001]
[2002]
[2003]
[2004]
[2005]
[2006]
[2007]
[2008]
[2009]
[2010]
[2011]
[2012]
[2013]
[2014]
[2015]
[2016]
[2017]
[2018]
[2019]
[2020]
[2021]
[2022]
[2023]
[2024]
[2025]
[2026]
[2027]

<400> 106
Glu Glu Asp Glu Glu Glu Gly Gln Arg
1 5
<210> 107
<211> 20
<212> PRT
213> NTFA
220>
<223> SEQ 1D 51 EX
<400> 107
Thr Leu Phe Leu Pro Gln Tyr Thr Asp Ala Asp Phe Ile Leu Val Val
1 5 10 15
Leu Ser Gly Lys
20
<210> 108
211> 24
<212> PRT
213> NTA
220>
<223> SEQ 1D 6k
<400> 108
Gly Tyr Val Gly Leu Thr Phe Pro Gly Cys Pro Ala Thr His Gln Gln
1 5 10 15
Gln Phe Gln Leu Phe Glu Gln Arg
20
<210> 109
211> 14
<212> PRT
213> NTA
220>
<223> SEQ ID T
<400> 109
Arg Gly Pro Gln Gln Tyr Ala Glu Trp Gln Ile Asn Glu Lys
1 5 10
<210> 110
211> 21
<212> PRT
213> NTA
220>
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[2028]
[2029]
[2030]
[2031]
[2032]
[2033]
[2034]
[2035]
[2036]
[2037]
[2038]
[2039]
[2040]
[2041]
[2042]
[2043]
[2044]
[2045]
[2046]
[2047]
[2048]
[2049]
[2050]
[2051]
[2052]
[2053]
[2054]
[2055]
[2056]
[2057]
[2058]
[2059]
[2060]
[2061]
[2062]
[2063]
[2064]
[2065]
[2066]

<223> SEQ 1D 81 FrE:
<400> 110

Leu Val Asp Leu Val Ile Pro Val Asn Gly Pro Gly Lys Phe Glu Ala

1 5 10
Phe Asp Leu Ala Lys
20
210> 111
211> 18
<212> PRT
213> NTLJ7H)
220>
<223> SEQ ID 9T B
<400> 111

15

Lys Asn Pro Gln Leu Gln Asp Leu Asp Ile Phe Val Asn Tyr Val Glu

1 5 10
Ile Lys

<210> 112

211> 10

<212> PRT

213> NTA

220>

<223> SEQ ID 10/ EX

<400> 112

Asp Glu His Gln Lys Ile His GIn Phe Arg
1 5 10
<210> 113

Q211> 7

<212> PRT

213> NTA

220>

<223> SEQ ID 10/ EX

<400> 113

Phe Arg Asp Glu His GIn Lys

1 5

<210> 114

211> 13

<212> PRT

213> NTA

220>
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[2067]  <223> SEQ ID 10fJ}7E¢

[2068]  <400> 114

[2069]  Phe Pro Ile Leu Asn Leu Ile Gln Met Ser Ala Thr Arg
[2070] 1 5 10

[2071]  <210> 115

[2072]  <211> 13

[2073]  <212> PRT

[2074]  <213> AN T4

[2075]  <220>

[2076]  <223> SEQ 1D 10/ Bk

[2077]  <400> 115

[2078]  Thr Asn Ala Asn Ala Phe Val Ser His Leu Ala Gly Lys
[2079] 1 5 10

[2080] <210> 116

[2081] <211> 12

[2082] <212> PRT

[2083] <213> AT ¢4

[2084] <220>

[2085]  <223> SEQ ID 10111 R&

[2086]  <400> 116

[2087] Ala Leu Pro Val Asp Val Val Ala Asn Ala Tyr Arg
[2088] 1 5 10

[2089] <210> 117

[2090] <211> 20

[2091]  <212> PRT

[2092]  <213> AT 74

[2093] <220>

[2094]  <223> SEQ 1D 10117 R&

[2095]  <400> 117

[2096] Tyr Val Tyr Asp Val Asn Asn Asn Ala Asn Gln Leu Glu Pro Arg Gln

[2097] 1 5 10 15
[2098] Lys Glu Phe Leu
[2099] 20

[2100]  <210> 118

[2101]  <211> 21

[2102]  <212> PRT

[2103]  <213> AT )54

[2104]  <220>

[2105]  <223> SEQ ID 10/
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[2106]
[2107]
[2108]
[2109]
[2110]
[2111]
[2112]
[2113]
[2114]
[2115]
[2116]
[2117]
[2118]
[2119]
[2120]
[2121]
[2122]
[2123]
[2124]
[2125]
[2126]
[2127]
[2128]
[2129]
[2130]
[2131]
[2132]
[2133]
[2134]
[2135]
[2136]
[2137]
[2138]
[2139]
[2140]
[2141]
[2142]
[2143]
[2144]

<400> 118

Val Tyr Val Tyr Asp Val Asn Asn Asn Ala Asn Gln Leu Glu Pro Arg

1 5 10 15
GIn Lys Glu Phe Leu
20
<210> 119
Q21> 7
<212> PRT
213> N T4
<220>
<223> SEQ ID 10015 B
<400> 119
Ala Asp Ser Tyr Asn Pro Arg
1 5
<210> 120
211> 16
<212> PRT
213> N T4
<220>
<223> SEQ ID 100195 B
<400> 120

Lys Pro Thr Leu Thr Gln Gln Gln Glu Gln Ala Gln Ala Gln Asp Gln

1 5 10 15
<210> 121

211> 13

<212> PRT

213> N T4

<220>

<223> SEQ ID 100195 B

<400> 121

GIn Ala GIn Ala Gln Asp Gln Tyr Gln Gln Val Gln Tyr
1 5 10

<210> 122

211> 11

<212> PRT

213> N T4

<220>

<223> SEQ ID 100195 B

<400> 122

107



CN 114835784 B F % *

56/199 1T

[2145]
[2146]
[2147]
[2148]
[2149]
[2150]
[2151]
[2152]
[2153]
[2154]
[2155]
[2156]
[2157]
[2158]
[2159]
[2160]
[2161]
[2162]
[2163]
[2164]
[2165]
[2166]
[2167]
[2168]
[2169]
[2170]
[2171]
[2172]
[2173]
[2174]
[2175]
[2176]
[2177]
[2178]
[2179]
[2180]
[2181]
[2182]
[2183]

GIn Ala GIn Asp GIn Tyr Gln Gln Val Gln Tyr
1 5 10
<210> 123

211> 8

<212> PRT

213> NTFA

<220>

<223> SEQ ID 10/ EX

<400> 123

Leu Gln Ala Phe Glu Pro Leu Arg

1 5

<210> 124

211> 11

<212> PRT

213> N T4

<220>

<223> SEQ ID 10/ EX

<400> 124

Ser Arg Val Gln Val Val Ser Asn Phe Gly Lys
1 5 10
<210> 125

211> 10

<212> PRT

213> NTA

220>

<223> SEQ ID 10/ EX

<400> 125

Trp Asn Val Asn Ala His Ser Leu Val Tyr
1 5 10
<210> 126

211> 9

<212> PRT

213> NTA

220>

<223> SEQ ID 10/ EX

<400> 126

Asn Val Asn Ala His Ser Leu Val Tyr

1 5

<210> 127
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[2184] <211> 15

[2185] <212> PRT

[2186]  <213> AT ¥4

[2187] <220>

[2188]  <223> SEQ ID 10/ R

[2189]  <400> 127

[2190] Tle Gln Gly Arg Ser Arg Val Gln Val Val Ser Asn Phe Gly Lys
(21911 1 5 10 15
[2192]  <210> 128

[2193]  <211> 14

[2194]  <212> PRT

[2195]  <213> AT 74

[2196] <220>

[2197]1  <223> SEQ 1D 10/ Bk

[2198]  <400> 128

[2199]  Gly Lys Thr Val Phe Asp Gly Val Leu Arg Pro Gly Gln Leu
[2200] 1 5 10

[2201]  <210> 129

[2202] <211> 15

[2203] <212> PRT

[2204]  <213> AT 74

[2205] <220>

[2206]  <223> SEQ ID 10FJHE%

[2207]  <400> 129

[2208] Phe Gly Lys Thr Val Phe Asp Gly Val Leu Arg Pro Gly Gln Leu
[2209] 1 5 10 15
[2210]  <210> 130

[2211]  <211> 19

[2212] <212> PRT

[2213]  <213> AT F#H)

[2214]  <220>

[2215]  <223> SEQ ID 10fJ}7 B¢

[2216]  <400> 130

[2217]  Phe Gln Gln Gln Tyr Tyr Pro Gly Leu Ser Asn Glu Ser Glu Ser Glu
[2218] 1 5 10 15
[2219]  Thr Ser Glu

[2220] <210> 131

[2221]  <211> 9

[2222] <212> PRT
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[2223]  <213> AT 74

[2224] <220>

[2225]  <223> SEQ ID 10FJHE%

[2226]  <400> 131

[2227]  Gln Gln Tyr Tyr Pro Gly Leu Ser Asn
[2228] 1 5

[2229] <210> 132

[2230] <211> 10

[2231]  <212> PRT

[2232] <213> AT 4

[2233] <220>

[2234]  <223> SEQ ID 10fJE%

[2235]  <400> 132

[2236]  Gln Gln Gln Tyr Tyr Pro Gly Leu Ser Asn
[2237] 1 5) 10
[2238] <210> 133

[2239]  <211> 21

[2240]  <212> PRT

[2241]  <213> AT 74

[2242] <220>

[2243]  <223> SEQ ID 11[M} Rk

[2244]  <400> 133

[2245] Val Thr Asn Leu Asn Thr Gln Asn Phe Pro Ile Leu Ser Leu Val Gln

[2246] 1 5) 10 15
[2247] Met Ser Ala Val Lys
[2248] 20

[2249] <210> 134

[2250]  <211> 19

[2251]  <212> PRT

[2252] <213> A T4

[2253]  <220>

[2254]  <223> SEQ ID 11/ EX

[2255]  <400> 134

[2256] Tle Thr Gln Gly Arg Ala Arg Val Gln Val Val Asn Asn Asn Gly Lys
[2257] 1 5 10 15
[2258] Thr Val Phe

[2259] <210> 135

[2260]  <211> 22

[2261]  <212> PRT
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[2262]
[2263]
[2264]
[2265]
[2266]
[2267]
[2268]
[2269]
[2270]
[2271]
[2272]
[2273]
[2274]
[2275]
[2276]
[2277]
[2278]
[2279]
[2280]
[2281]
[2282]
[2283]
[2284]
[2285]
[2286]
[2287]
[2288]
[2289]
[2290]
[2291]
[2292]
[2293]
[2294]
[2295]
[2296]
[2297]
[2298]
[2299]
[2300]

213> NTA
220>
<223> SEQ ID 11H9HEX
<400> 135
Ile Thr Gln Gly Arg Ala Arg Val Gln Val Val Asn Asn Asn Gly Lys
1 5 10 15
Thr Val Phe Asn Gly Glu
20
<210> 136
211> 21
<212> PRT
213> NTFA
<220>
<223> SEQ 1D 11H9HEX
<400> 136
Ile Thr Gln Gly Arg Ala Arg Val Gln Val Val Asn Asn Asn Gly Lys
1 5 10 15
Thr Val Phe Asn Gly
20
<210> 137
211> 13
<212> PRT
213> NTFA
220>
<223> SEQ ID 11H9HEX
<400> 137
Arg Val Gln Val Val Asn Asn Asn Gly Lys Thr Val Phe
1 5 10
<210> 138
211> 18
<212> PRT
213> NTA
220>
<223> SEQ ID 11H9HEX
<400> 138
Arg Ala Leu Pro Asn Asp Val Leu Ala Asn Ala Tyr Arg Ile Ser Arg
1 5 10 15
Glu Glu
<210> 139
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[2301]  <211> 16

[2302] <212> PRT

[2303] <213> AT 74

[2304] <220>

[2305]  <223> SEQ ID 11/ 7Rk

[2306]  <400> 139

[2307] Ser Ile Phe Arg Ala Leu Pro Asn Asp Val Leu Ala Asn Ala Tyr Arg
[2308] 1 5 10 15
[2309] <210> 140

[2310] <211> 15

[2311]  <212> PRT

[2312]  <213> AT 74

[2313] <220>

[2314]  <223> SEQ ID 11/} Rk

[2315]  <400> 140

[2316] Ser Ile Phe Arg Ala Leu Pro Asn Asp Val Leu Ala Asn Ala Tyr
[2317] 1 5) 10 15
[2318] <210> 141

[2319]  <211> 13

[2320] <212> PRT

[2321]  <213> AT 4

[2322] <220>

[2323] <223> SEQ ID 11/} Rk

[2324]  <400> 141

[2325] Ser Ile Phe Arg Ala Leu Pro Asn Asp Val Leu Ala Asn

[2326] 1 5 10

[2327] <210> 142

[2328] <211> 17

[2329] <212> PRT

[2330] <213> AT 74

[2331]  <220>

[2332] <223> SEQ ID 11/} Ek

[2333]  <400> 142

[2334] Ser Ser Ile Phe Arg Ala Leu Pro Asn Asp Val Leu Ala Asn Ala Tyr
[2335] 1 5) 10 15
[2336]  Arg

[2337]  <210> 143

[2338] <211> 21

[2339] <212> PRT
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[2340]  <213> AT 4

[2341]  <220>

[2342] <223> SEQ ID 11/} Rk

[2343]  <400> 143

[2344] Ser Ile Phe Arg Ala Leu Pro Asn Asp Val Leu Ala Asn Ala Tyr Arg

[2345] 1 5) 10 15
[2346] Tle Ser Arg Glu Glu
[2347] 20

[2348] <210> 144

[2349] <211> 9

[2350] <212> PRT

[2351]  <213> A T4

[2352] <220

[2353]  <223> SEQ ID 11[M} Rk

[2354]  <400> 144

[2355] Ser Ile Phe Arg Ala Leu Pro Asn Asp

[2356] 1 5

[2357]  <210> 145

[2358] <211> 19

[2359] <212> PRT

[2360]  <213> AT 74

[2361]  <220>

[2362] <223> SEQ ID 11/} Rk

[2363]  <400> 145

[2364] Tle Tyr Val Thr Asp Leu Asn Asn Gly Ala Asn Gln Leu Asp Pro Arg
[2365] 1 5) 10 15
[2366]  Gln Arg Asp

[2367] <210> 146

[2368] <211> 21

[2369] <212> PRT

[2370] <213> A T4

[2371] <220

[2372] <223> SEQ ID 12[/)}Ek

[2373]  <400> 146

[2374]  Val Thr Asn Leu Asn Ser Gln Asn Phe Pro Ile Leu Asn Leu Val Gln

[2375] 1 5 10 15
[2376] Met Ser Ala Val Lys
[2377] 20

[2378]  <210> 147
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[2379]
[2380]
[2381]
[2382]
[2383]
[2384]
[2385]
[2386]
[2387]
[2388]
[2389]
[2390]
[2391]
[2392]
[2393]
[2394]
[2395]
[2396]
[2397]
[2398]
[2399]
[2400]
[2401]
[2402]
[2403]
[2404]
[2405]
[2406]
[2407]
[2408]
[2409]
[2410]
[2411]
[2412]
[2413]
[2414]
[2415]
[2416]
[2417]

211> 8

<212> PRT

213> N T4

<220>

<223> SEQ ID 12195 B
<400> 147

GIn Asn Ile Asp Asn Pro Asn Arg
1 5
<210> 148

Q211> 7

<212> PRT

213> N T4

<220>

<223> SEQ ID 12195 B
<400> 148

Ala Asp Thr Tyr Asn Pro Arg
1 5
<210> 149

211> 21

<212> PRT

213> N T4

<220>

<223> SEQ 1D 1219
<400> 149

Asn Ile Asp Asn Pro Asn Arg Ala Asp Thr Tyr Asn Pro Arg Ala Gly

1 5 10

Arg Val Thr Asn Leu
20

<210> 150

<211> 25

<212> PRT

213> N T4

<220>

<223> SEQ 1D 1219 B

<400> 150

15

Arg Val Arg Gln Asn Ile Asp Asn Pro Asn Arg Ala Asp Thr Tyr Asn

1 5 10

Pro Arg Ala Gly Arg Val Thr Asn Leu
20 25
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[2418]
[2419]
[2420]
[2421]
[2422]
[2423]
[2424]
[2425]
[2426]
[2427]
[2428]
[2429]
[2430]
[2431]
[2432]
[2433]
[2434]
[2435]
[2436]
[2437]
[2438]
[2439]
[2440]
[2441]
[2442]
[2443]
[2444]
[2445]
[2446]
[2447]
[2448]
[2449]
[2450]
[2451]
[2452]
[2453]
[2454]
[2455]
[2456]

<210> 151

211> 18

<212> PRT

213> N4

<220>

<223> SEQ ID 12/ E%

<400> 151

Thr Asn Pro Asn Ser Met Val Ser His Ile Ala Gly Lys Ser Ser Ile
1 5 10 15
Phe Arg

<210> 152

211> 16

<212> PRT

213> NTA

<220>

<223> SEQ ID 12/ E%

<400> 152

His Asn Arg Gly Asp Glu Phe Gly Ala Phe Thr Pro Leu Gln Tyr Lys
1 5 10 15
<210> 153

211> 12

<212> PRT

213> NTA

220>

<223> SEQ ID 12/ E%

<400> 153

Ser Tyr Gln Asp Val Tyr Asn Val Ala Glu Ser Ser

1 5 10

<210> 154

211> 8

<212> PRT

213> NTA

220>

<223> SEQ ID 12/ E%

<400> 154

Ile Ser Arg Glu Glu Ala Gln Arg

1 5

<210> 155

211> 21
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[2457]
[2458]
[2459]
[2460]
[2461]
[2462]
[2463]
[2464]
[2465]
[2466]
[2467]
[2468]
[2469]
[2470]
[2471]
[2472]
[2473]
[2474]
[2475]
[2476]
[2477]
[2478]
[2479]
[2480]
[2481]
[2482]
[2483]
[2484]
[2485]
[2486]
[2487]
[2488]
[2489]
[2490]
[2491]
[2492]
[2493]
[2494]
[2495]

<212> PRT
213> NTFA
220>
<223> SEQ 1D 12/ E%
<400> 155
Ser Ile Phe Arg Ala Leu Pro Thr Asp Val Leu Ala Asn Ala Tyr Arg
1 5 10 15
Ile Ser Arg Glu Glu
20
<210> 156
211> 19
<212> PRT
213> NTA
<220>
<223> SEQ ID 12/ E%
<400> 156
Tyr Arg Ile Ser Arg Glu Glu Ala Gln Arg Leu Lys His Asn Arg Gly
1 5 10 15
Asp Glu Phe
<210> 157
211> 18
<212> PRT
213> NTA
220>
<223> SEQ ID 12/ E%
<400> 157
Tyr Arg Ile Ser Arg Glu Glu Ala Gln Arg Leu Lys His Asn Arg Gly
1 5 10 15
Asp Glu
<210> 158
211> 10
<212> PRT
213> NTA
220>
<223> SEQ ID 12/ E%
<400> 158
Phe Lys Asp Glu His Gln Lys Ile His Arg
1 5 10
<210> 159
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[2496] <211> 14

[2497] <212> PRT

[2498] <213> A T4

[2499] <220>

[2500]  <223> SEQ ID 12/} Ek

[2501]  <400> 159

[2502]  Gln Gly Asp Val Ile Ala Leu Pro Ala Gly Val Ala His Trp
[2503] 1 5 10
[2504]  <210> 160

[2505] <211> 9

[2506] <212> PRT

[2507]  <213> A T4

[2508]  <220>

[2509]  <223> SEQ ID 12[/}Ek

[2510]  <400> 160

[2511]  Thr Val Phe Asn Gly Glu Leu Arg Arg
[2512] 1 5

[2513] <210> 161

[2514] <211> 8

[2515]  <212> PRT

[2516]  <213> A T4

[2517]  <220>

[2518]  <223> SEQ ID 12/} Ek

[2519]  <400> 161

[2520] Thr Val Phe Asn Gly Glu Leu Arg

[2521] 1 5

[2522] <210> 162

[2523] <211> 13

[2524]  <212> PRT

[2525] <213> A T4

[2526]  <220>

[2527]  <223> SEQ ID 12[/)}Ek

[2528]  <400> 162

[2529] Gln Val GIn Val Val Asn Asn Asn Gly Lys Thr Val Phe
[2530] 1 5 10
[2531]  <210> 163

[2532] <211> 13

[2533] <212> PRT

[2534]  <213> AN T4
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[2535] <220

[2536] <223> SEQ ID 12/} Ek

[2537]  <400> 163

[2538] Tyr Ile Ile Gln Gly Arg Gly Ile Thr Gly Pro Thr Phe
[2539] 1 5 10
[2540] <210> 164

[2541]  <211> 14

[2542]  <212> PRT

[2543] <213> AN T4

[2544]  <220>

[2545]  <223> SEQ ID 12/} Ek

[2546]  <400> 164

[2547] Val Tyr Ile Ile Gln Gly Arg Gly Ile Thr Gly Pro Thr Phe
[2548] 1 5 10
[2549] <210> 165

[2550]  <211> 11

[2551]  <212> PRT

[2552]  <213> A T4

[2553]  <220>

[2554]  <223> SEQ ID 12[1}Ek

[2555]  <400> 165

[2556] Leu Gln Ala Phe Glu Pro Ile Arg Ser Val Arg
[2557] 1 5 10
[2558]  <210> 166

[2559] <211> 22

[2560] <212> PRT

[2561]  <213> A T4

[2562]  <220>

[2563]  <223> SEQ ID 12[1)}Ek

[2564]  <400> 166

[2565] Gly Leu Ser Leu Leu Gln Pro Tyr Ala Ser Leu Gln Glu Gln Glu Gln

[2566] 1 5) 10 15
[2567] Gly Gln Met Gln Ser Arg
[2568] 20

[2569] <210> 167
[2570] <211> 8

[2571]  <212> PRT
[2572]1 <213> AT &4
[2573] <220>
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[2574]
[2575]
[2576]
[2577]
[2578]
[2579]
[2580]
[2581]
[2582]
[2583]
[2584]
[2585]
[2586]
[2587]
[2588]
[2589]
[2590]
[2591]
[2592]
[2593]
[2594]
[2595]
[2596]
[2597]
[2598]
[2599]
[2600]
[2601]
[2602]
[2603]
[2604]
[2605]
[2606]
[2607]
[2608]
[2609]
[2610]
[2611]
[2612]

<223> SEQ ID 1214 B
<400> 167

Gly Glu Ile Val Arg Val Glu Arg
1 5
<210> 168

211> 13

<212> PRT

213> N T4

<220>

<223> SEQ ID 1215 B
<400> 168

Arg Gly Leu Ser Leu Leu Gln Pro Tyr Ala Ser Leu Gln
1 5 10

<210> 169

Q11> 15

<212> PRT

213> N T4

220>

<223> SEQ 1D 12195 B
<400> 169

Arg Gly Leu Ser Leu Leu Gln Pro Tyr Ala Ser Leu Gln Glu Gln
1 5 10

<210> 170

211> 16

<212> PRT

213> N T4

220>

<223> SEQ 1D 1219
<400> 170

Arg Gly Leu Ser Leu Leu Gln Pro Tyr Ala Ser Leu Gln Glu Gln Glu

1 5 10

210> 171
Q11> 14

<212> PRT

213> N T4

220>

<223> SEQ 1D 12195
<400> 171

Arg Gly Leu Ser Leu Leu Gln Pro Tyr Ala Ser Leu Gln Glu
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[2613] 1 5 10
[2614]  <210> 172

[2615]  <211> 7

[2616]  <212> PRT

[2617]  <213> AT 74

[2618] <220>

[2619]  <223> SEQ ID 12[/)}Ek

[2620]  <400> 172

[2621]  Arg Asn Pro Gln Ala Tyr Arg

[2622] 1 5

[2623] <210> 173

[2624] <211> 13

[2625] <212> PRT

[2626]  <213> AT ¥4

[2627] <220>

[2628] <223> SEQ ID 12/} Ek

[2629]  <400> 173

[2630] Phe Leu Leu Ala Gly Asn Lys Arg Asn Pro Gln Ala Tyr
[2631] 1 5 10
[2632] <210> 174

[2633] <211> 10

[2634]  <212> PRT

[2635]  <213> AT ¥4

[2636] <220>

[2637]  <223> SEQ ID 12[/)}Ek

[2638]  <400> 174

[2639]  Glu Val Glu Glu Trp Ser Gln Asn Ile Phe
[2640] 1 5 10
[2641]  <210> 175

[2642]  <211> 12

[2643]  <212> PRT

[2644]  <213> AT 75

[2645] <220>

[2646]  <223> SEQ ID 12f( ) E%

[2647]  <400> 175

[2648] Leu Ala Gly Asn Lys Arg Asn Pro Gln Ala Tyr Arg
[2649] 1 5 10
[2650] <210> 176

[2651] <211> 12
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[2652] <212> PRT

[2653] <213> A T4

[2654]  <220>

[2655]  <223> SEQ ID 12[1)}Ek

[2656]  <400> 176

[2657]  Phe Leu Leu Ala Gly Asn Lys Arg Asn Pro Gln Ala
[2658] 1 5 10

[2659]  <210> 177

[2660]  <211> 13

[2661] <212> PRT

[2662]  <213> AT ¥4

[2663] <220>

[2664]  <223> SEQ 1D 13/ Rk

[2665]  <400> 177

[2666]  Glu Leu Gly Ala Pro Asp Val Gly His Pro Met Ser Glu
[2667] 1 5) 10

[2668] <210> 178

[2669] <211> 16

[2670] <212> PRT

[2671]  <213> AN T4

[2672]  <220>

[2673]  <223> SEQ ID 14/} Ek

[2674]  <400> 178

[2675] Tle Val Gln Gly His Ala Arg Val Gln Val Val Ser Asn Leu Gly Lys
[2676] 1 5 10 15
[2677]  <210> 179

[2678] <211> 14

[2679] <212> PRT

[2680]  <213> AT ¥4

[2681] <220>

[2682]  <223> SEQ ID 14/} Ek

[2683]  <400> 179

[2684] Tle Val Gln Gly His Ala Arg Val Gln Val Val Ser Asn Leu
[2685] 1 5) 10

[2686]  <210> 180

[2687]  <211> 13

[2688] <212> PRT

[2689]  <213> AT ¢4

[2690]  <220>
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[2691]
[2692]
[2693]
[2694]
[2695]
[2696]
[2697]
[2698]
[2699]
[2700]
[2701]
[2702]
[2703]
[2704]
[2705]
[2706]
[2707]
[2708]
[2709]
[2710]
[2711]
[2712]
[2713]
[2714]
[2715]
[2716]
[2717]
[2718]
[2719]
[2720]
[2721]
[2722]
[2723]
[2724]
[2725]
[2726]
[2727]
[2728]
[2729]

<223> SEQ ID 141 B
<400> 180

Ile Val Gln Gly His Ala Arg Val Gln Val Val Ser Asn

1 5
<210> 181

211> 13

<212> PRT

213> N T4

<220>

<223> SEQ ID 14195 B
<400> 181

Asn Asn Arg Gly Glu Glu Leu Gly Ala Phe Thr Pro Arg

1 5
<210> 182

211> 10

<212> PRT

213> N T4

220>

<223> SEQ 1D 14195
<400> 182

Gly Glu Glu Leu Gly Ala Phe Thr Pro Arg

1 5
<210> 183

Q11> 13

<212> PRT

213> N T4

220>

<223> SEQ 1D 1419F B
<400> 183

Phe Pro Ile Leu Asn Leu Val Gln Leu Ser Ala Thr Arg

1 5
<210> 184

<211> 31

<212> PRT

213> N T4

<220>

<223> SE QID 141 TE%
<400> 184

10

10

10

10

Ser Ile Glu Gln His Ser Gly Gln Asn Ile Phe Ser Gly Phe Asn Asn
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[2730] 1 5 10 15
[2731]  Glu Leu Leu Ser Glu Ala Leu Gly Val Asn Ala Leu Val Ala Lys
[2732] 20 25 30

[2733] <210> 185

[2734] <211> 8

[2735]  <212> PRT

[2736] <213> A T4

[2737] <220

[2738]  <223> SEQ ID 14[FEX

[2739]  <400> 185

[2740] Leu Gln Gly Gln Asn Asp Gln Arg
[2741] 1 5

[2742] <210> 186

[2743] <211> 20

[2744]  <212> PRT

[2745]  <213> AN T4

[2746]  <220>

[2747]  <223> SEQ ID 14[\}Ek

[2748]  <400> 186

[2749]  Ser Gly Phe Asn Asn Glu Leu Leu Ser Glu Ala Leu Gly Val Asn Ala

[2750] 1 5 10 15
[2751] Leu Val Ala Lys
[2752] 20

[2753]  <210> 187

[2754]  <211> 20

[2755] <212> PRT

[2756]  <213> AT &4

[2757]  <220>

[2758]  <223> SEQ 1D 14 E%

[2759]  <400> 187

[2760]  Pro Ala Phe Ala Gln Gln Gln Glu Gln Ala Gln Gln Gln Glu Gln Ala

[27611 1 5) 10 15
[2762]  Gln Ala Gln Tyr
[2763] 20

[2764] <210> 188
[2765] <211> 15
[2766] <212> PRT
[2767]1 <213> AT &4
[2768] <220>
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[2769]
[2770]
[2771]
[2772]
[2773]
[2774]
[2775]
[2776]
[2777]
[2778]
[2779]
[2780]
[2781]
[2782]
[2783]
[2784]
[2785]
[2786]
[2787]
[2788]
[2789]
[2790]
[2791]
[2792]
[2793]
[2794]
[2795]
[2796]
[2797]
[2798]
[2799]
[2800]
[2801]
[2802]
[2803]
[2804]
[2805]
[2806]
[2807]

<223> SEQ ID 1419} EL

<400> 188

Val Ala Lys Arg Leu Gln Gly Gln Asn Asp Gln Arg Gly Glu Ile
1 5 10 15
<210> 189

211> 17

<212> PRT

213> N T4

220>

<223> SEQ ID 1419} EL

<400> 189

Ala Leu Val Ala Lys Arg Leu Gln Gly GIn Asn Asp Gln Arg Gly Glu
1 5 10 15
Ile

<210> 190

211> 13

<212> PRT

213> N L4

220>

<223> SEQ 1D 1419}

<400> 190

Leu Gln Gly Gln Asn Asp Gln Arg Gly Glu Ile Ile Arg

1 5 10

<210> 191

211> 14

<212> PRT

213> N T4

220>

<223> SEQ 1D 1419}

<400> 191

Pro Asn Val Asn Pro Trp His Asn Pro Arg Gln Gly Gly Phe

1 5 10

<210> 192

211> 13

<212> PRT

213> N L4

220>

<223> SEQ 1D 1419}

<400> 192
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[2808]
[2809]
[2810]
[2811]
[2812]
[2813]
[2814]
[2815]
[2816]
[2817]
[2818]
[2819]
[2820]
[2821]
[2822]
[2823]
[2824]
[2825]
[2826]
[2827]
[2828]
[2829]
[2830]
[2831]
[2832]
[2833]
[2834]
[2835]
[2836]
[2837]
[2838]
[2839]
[2840]
[2841]
[2842]
[2843]
[2844]
[2845]
[2846]

Phe Tyr Asn Glu Gly Asp Ala Pro Val Val Ala Leu Tyr
1 5 10
<210> 193

211> 10

<212> PRT

213> NTFA

<220>

<223> SEQ ID 1419 EX

<400> 193

Phe Tyr Asn Glu Gly Asp Ala Pro Val Val

1 5 10
<210> 194

211> 12

<212> PRT

213> N T4

<220>

<223> SEQ ID 1419 E%

<400> 194

Phe Tyr Asn Glu Gly Asp Ala Pro Val Val Ala Leu
1 5 10
<210> 195

211> 11

<212> PRT

213> NTA

220>

<223> SEQ ID 1419 E%

<400> 195

Phe Tyr Asn Glu Gly Asp Ala Pro Val Val Ala
1 5 10
<210> 196

211> 13

<212> PRT

213> NTA

220>

<223> SEQ ID 1419 E%

<400> 196

Thr Asn Ala Asn Ser Met Val Ser His Leu Ala Gly Lys
1 5 10
<210> 197
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[2847]
[2848]
[2849]
[2850]
[2851]
[2852]
[2853]
[2854]
[2855]
[2856]
[2857]
[2858]
[2859]
[2860]
[2861]
[2862]
[2863]
[2864]
[2865]
[2866]
[2867]
[2868]
[2869]
[2870]
[2871]
[2872]
[2873]
[2874]
[2875]
[2876]
[2877]
[2878]
[2879]
[2880]
[2881]
[2882]
[2883]
[2884]
[2885]

211> 12
<212> PRT
213> N4
<220>
<223> SEQ ID 1419 E%
<400> 197
Ala Met Pro Val Asp Val Ile Ala Asn Ala Tyr Arg
1 5 10
<210> 198
211> 28
<212> PRT
213> NTA
<220>
<223> SEQ ID 15/ E%
<400> 198
Asn Trp Glu Asn Val Leu Leu Gly Leu Gly Val Ala Gly Ser Ala Pro
1 5 10 15
Gly Ile Glu Gly Asp Glu Ile Ala Pro Leu Ala Lys
20 25
<210> 199
211> 19
<212> PRT
213> NTFA
220>
<223> SEQ ID 15/ EX
<400> 199
Asn Val Leu Leu Gly Leu Gly Val Ala Gly Ser Ala Pro Gly Ile Glu
1 5 10 15
Gly Asp Glu
<210> 200
211> 28
<212> PRT
213> NTA
<220>
<223> SEQ ID 151 EX
<400> 200
Asn Trp Glu Asn Val Leu Leu Gly Leu Gly Val Ala Gly Ser Ala Pro
1 5 10 15
Gly Ile Glu Gly Asp Glu Ile Ala Pro Leu Ala Lys
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[2886] 20 25

[2887]  <210> 201

[2888] <211> 21

[2889] <212> PRT

[2890]  <213> AT 74

[2891] <220>

[2892]  <223> SEQ ID 15[ EX

[2893]  <400> 201

[2894]  Phe Asn Ala Pro Leu Ala His Leu Ile Met Ala Gly Ala Asp Val Leu

[2895] 1 5) 10 15
[2896] Ala Val Pro Ser Arg
[2897] 20

[2898]  <210> 202

[2899] <211> 10

[2900] <212> PRT

[2901]  <213> AT 74

[2902] <220>

[2903]  <223> SEQ 1D 15/ Rk

[2904]  <400> 202

[2905]  Phe Asn Ala Pro Leu Ala His Leu Ile Met
[2906] 1 5 10
[2907]  <210> 203

[2908]  <211> 21

[2909] <212> PRT

[2910]  <213> AT 4

[2911]  <220>

[2912]  <223> SEQ 1D 15/ R

[2913]  <400> 203

[2914]  Phe Asn Ala Pro Leu Ala His Leu Ile Met Ala Gly Ala Asp Val Leu

[2915] 1 5) 10 15
[2916] Ala Val Pro Ser Arg
[2917] 20

[2918]  <210> 204

[2919]  <211> 12

[2920]  <212> PRT

[2921]1  <213> AT )54

[2922]  <220>

[2923]  <223> SEQ ID 15[/
[2924]  <400> 204
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[2925]
[2926]
[2927]
[2928]
[2929]
[2930]
[2931]
[2932]
[2933]
[2934]
[2935]
[2936]
[2937]
[2938]
[2939]
[2940]
[2941]
[2942]
[2943]
[2944]
[2945]
[2946]
[2947]
[2948]
[2949]
[2950]
[2951]
[2952]
[2953]
[2954]
[2955]
[2956]
[2957]
[2958]
[2959]
[2960]
[2961]
[2962]
[2963]

Val Val Gly Thr Pro Ala Tyr Glu Glu Met Val Arg
1 5 10
<210> 205
211> 21
<212> PRT
213> NTFA
<220>
<223> SEQ ID 15/ E%
<400> 205
Thr Gly Gly Leu Gly Asp Val Leu Gly Gly Leu Pro Pro Ala Met Ala
1 5 10 15
Ala Asn Gly His Arg
20
<210> 206
211> 17
<212> PRT
213> N4
<220>
<223> SEQ ID 151 E%
<400> 206
Tyr Asp Gln Tyr Lys Asp Ala Trp Asp Thr Ser Val Val Ala Glu Ile
1 5 10 15
Lys
<210> 207
211> 12
<212> PRT
213> NTFA
220>
<223> SEQ ID 15/ E%
<400> 207
Asp Ala Trp Asp Thr Ser Val Val Ala Glu Ile Lys
1 5 10
<210> 208
Q211> 7
<212> PRT
213> NTA
220>
<223> SEQ ID 151 E%
<400> 208
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[2964] Val Met Val Ile Ser Pro Arg

[2965] 1 5

[2966]  <210> 209

[2967] <211> 22

[2968] <212> PRT

[2969]  <213> AT 74

[2970]  <220>

[29711  <223> SEQ ID 15[ EL

[2972]  <400> 209

[2973] Leu Thr Gly Ile Thr Gly Ile Val Asn Gly Met Asp Val Ser Glu Trp

[2974] 1 5 10 15
[2975]  Asp Pro Ser Lys Asp Lys
[2976] 20

(29771  <210> 210

[2978] <211> 18

[2979] <212> PRT

[2980]  <213> AT ¥4

[2981]  <220>

[2982]  <223> SEQ ID 15[/ %

[2983]  <400> 210

[2984] Val Leu Thr Val Ser Pro Tyr Tyr Ala Glu Glu Leu Ile Ser Gly Ile
[2985] 1| 5 10 15
[2986] Ala Arg

[2987] <210> 211

[2988] <211> 14

[2989] <212> PRT

[2990]  <213> AT ¥4

[2991]  <220>

[2992]  <223> SEQ ID 15[/ %

[2993]  <400> 211

[2994]  Glu Ala Leu Gln Ala Glu Ala Gly Leu Pro Val Asp Arg Lys
[2995] 1 5 10

[2996] <210> 212

[2997] <211> 10

[2998]  <212> PRT

[29991  <213> AT ¥4

[3000] <220>

[30011  <223> SEQ ID 15[/ %

[3002]  <400> 212
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[3003]
[3004]
[3005]
[3006]
[3007]
[3008]
[3009]
[3010]
[3011]
[3012]
[3013]
[3014]
[3015]
[3016]
[3017]
[3018]
[3019]
[3020]
[3021]
[3022]
[3023]
[3024]
[3025]
[3026]
[3027]
[3028]
[3029]
[3030]
[3031]
[3032]
[3033]
[3034]
[3035]
[3036]
[3037]
[3038]
[3039]
[3040]
[3041]

Tyr Asp Ala Thr Thr Ala Ile Glu Ala Lys
1 5 10
<210> 213

211> 9

<212> PRT

213> NTFA

<220>

<223> SEQ ID 15/ E%

<400> 213

Ile Pro Leu Ile Ala Phe Ile Gly Arg
1 5

<210> 214

211> 8

<212> PRT

213> NTFA

<220>

<223> SEQ ID 15/ E%

<400> 214

Ala Gly Ile Leu Glu Ala Asp Arg

1 5

<210> 215

211> 9

<212> PRT

213> N T4

220>

<223> SEQ ID 15/ EX

<400> 215

Ile Pro Leu Ile Ala Phe Ile Gly Arg
1 5

<210> 216

211> 11

<212> PRT

213> NTA

220>

<223> SEQ ID 15/ EX

<400> 216

Val Phe Ile Asp His Pro Ser Phe Leu Glu Lys

1 5 10
210> 217
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[3042] <211> 13

[3043]  <212> PRT

[3044] <213> AT 74

[3045] <220>

[3046]  <223> SEQ ID 15/ R

[3047]  <400> 217

[3048] Gly Pro Asp Thr Gly Val Asp Tyr Lys Asp Asn Gln Met
[3049] 1 5 10
[3050] <210> 218

[3051]  <211> 16

[3052] <212> PRT

[3053] <213> A T4

[3054]  <220>

[3055]  <223> SEQ ID 15[ EX

[3056]  <400> 218

[3057] Tle Tyr Gly Pro Asp Thr Gly Val Asp Tyr Lys Asp Asn Gln Met Arg
[3058] 1 5 10 15
[3059] <210> 219

[3060]  <211> 11

[3061] <212> PRT

[3062] <213> AT ¢4

[3063] <220>

[3064]  <223> SEQ ID 15/ Rk

[3065]  <400> 219

[3066] Tle Tyr Gly Pro Asp Thr Gly Val Asp Tyr Lys
[3067] 1 5) 10
[3068] <210> 220

[3069]  <211> 11

[3070] <212> PRT

[30711  <213> A T4

[3072]  <220>

[3073]  <223> SEQ ID 15[ EX

[3074]  <400> 220

[3075] Tle Leu Asn Leu Asn Asn Asn Pro Tyr Phe Lys
[3076] 1 5 10
[3077]  <210> 221

[3078]  <211> 16

[3079] <212> PRT

[3080] <213> AT ¢4
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[3081] <220>

[3082]  <223> SEQ ID 1617 F&

[3083]  <400> 221

[3084] Ala Pro Thr Gly Thr Phe Ile Ala Ser Gly Val Val Val Gly Lys Asp
[3085] 1 5 10 15
[3086] <210> 222

[3087]  <211> 463

[3088] <212> PRT

[3089] <213> #x

[3090]  <400> 222

[3091] Met Ala Ala Thr Thr Leu Lys Asp Ser Phe Pro Leu Leu Thr Leu Leu
[3092] 1 5 10 15
[3093] Gly Ile Ala Phe Leu Ala Ser Val Cys Leu Ser Ser Arg Ser Asp Gln
[3094] 20 25 30

[3095] Asp Asn Pro Phe Val Phe Glu Ser Asn Arg Phe Gln Thr Leu Phe Glu
[3096] 35 40 45

[3097]  Asn Glu Asn Gly His Ile Arg Leu Leu Gln Lys Phe Asp Gln His Ser
[3098] 50 55 60

[3099] Lys Leu Leu Glu Asn Leu Gln Asn Tyr Arg Leu Leu Glu Tyr Lys Ser
[3100] 65 70 75 80
[3101] Lys Pro His Thr Ile Phe Leu Pro Gln Gln Thr Asp Ala Asp Phe Ile
[3102] 85 90 95
[3103] Leu Val Val Leu Ser Gly Lys Ala Ile Leu Thr Val Leu Leu Pro Asn
[3104] 100 105 110

[3105] Asp Arg Asn Ser Phe Ser Leu Glu Arg Gly Asp Thr Ile Lys Leu Pro
[3106] 115 120 125

[3107] Ala Gly Thr Ile Gly Tyr Leu Val Asn Arg Asp Asp Glu Glu Asp Leu
[3108] 130 135 140

[3109] Arg Val Leu Asp Leu Val Ile Pro Val Asn Arg Pro Gly Glu Pro Gln
[3110] 145 150 155 160
[3111]  Ser Phe Leu Leu Ser Gly Asn Gln Asn Gln Pro Ser Ile Leu Ser Gly
[3112] 165 170 175
[3113]  Phe Ser Lys Asn Ile Leu Glu Ala Ser Phe Asn Thr Asp Tyr Lys Glu
[3114] 180 185 190

[3115] Tle Glu Lys Val Leu Leu Glu Glu His Gly Lys Glu Lys Tyr His Arg
[3116] 195 200 205

[3117]  Arg Gly Leu Lys Asp Arg Arg Gln Arg Gly Gln Glu Glu Asn Val Ile
[3118] 210 215 220

[3119]  Val Lys Ile Ser Arg Lys Gln Ile Glu Glu Leu Asn Lys Asn Ala Lys
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[3120] 225 230 235 240
[3121]  Ser Ser Ser Lys Lys Ser Thr Ser Ser Glu Ser Glu Pro Phe Asn Leu
[3122] 245 250 255
[3123] Arg Ser Arg Glu Pro Ile Tyr Ser Asn Lys Phe Gly Lys Phe Phe Glu
[3124] 260 265 270

[3125] Tle Thr Pro Lys Arg Asn Pro Gln Leu Gln Asp Leu Asn Ile Phe Val
[3126] 275 280 285

[3127]  Asn Tyr Val Glu Ile Asn Glu Gly Ser Leu Leu Leu Pro His Tyr Asn
[3128] 290 295 300

[3129] Ser Arg Ala Ile Val Ile Val Thr Val Asn Glu Gly Lys Gly Asp Phe
[3130] 305 310 315 320
[3131]  Glu Leu Val Gly Gln Arg Asn Glu Asn Gln Gln Gly Leu Arg Glu Glu
[3132] 325 330 335
[3133]  Tyr Asp Glu Glu Lys Glu Gln Gly Glu Glu Glu Ile Arg Lys Gln Val
[3134] 340 345 350

[3135] Gln Asn Tyr Lys Ala Lys Leu Ser Pro Gly Asp Val Leu Val Ile Pro
[3136] 355 360 365

[3137] Ala Gly Tyr Pro Val Ala Ile Lys Ala Ser Ser Asn Leu Asn Leu Val
[3138] 370 375 380

[3139]  Gly Phe Gly Ile Asn Ala Glu Asn Asn Gln Arg Tyr Phe Leu Ala Gly
[3140] 385 390 395 400
[3141]  Glu Glu Asp Asn Val Ile Ser Gln Ile His Lys Pro Val Lys Glu Leu
[3142] 405 410 415
[3143] Ala Phe Pro Gly Ser Ala Gln Glu Val Asp Thr Leu Leu Glu Asn Gln
[3144] 420 425 430

[3145] Lys Gln Ser His Phe Ala Asn Ala Gln Pro Arg Glu Arg Glu Arg Gly
[3146] 435 440 445

[3147]  Ser Gln Glu Ile Lys Asp His Leu Tyr Ser Ile Leu Gly Ser Phe
[3148] 450 455 460

[3149]  <210> 223

[3150] <211> 446

[3151]  <212> PRT

[3152] <213> [EEME

[3153]  <400> 223

[3154] Met Ala Ile Lys Ala Arg Phe Pro Leu Leu Val Leu Leu Gly Ile Val
[3155] 1 5 10 15
[3156] Phe Leu Ala Ser Val Cys Ala Lys Ser Asp Lys Glu Asn Pro Phe Phe
[3157] 20 25 30

[3158]  Phe Lys Ser Asn Asn Cys Gln Thr Leu Phe Glu Asn Glu Asn Gly His
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[3159] 35 40 45

[3160] Val Arg Leu Leu Gln Arg Phe Asp Lys Arg Ser Gln Leu Phe Glu Asn
[3161] 50 55 60

[3162] Leu Gln Asn Tyr Arg Leu Met Glu Tyr Asn Ser Lys Pro His Thr Leu
[3163] 65 70 75 80
[3164]  Phe Leu Pro Gln His Asn Asp Ala Asp Phe Ile Leu Val Val Leu Arg
[3165] 85 90 95
[3166] Gly Arg Ala Ile Leu Thr Val Leu Asn Pro Asn Asp Arg Asn Thr Phe
[3167] 100 105 110

[3168] Lys Leu Glu Arg Gly Asp Thr Ile Lys Leu Pro Ala Gly Thr Ile Ala
[3169] 115 120 125

[3170] Tyr Leu Ala Asn Arg Asp Asp Asn Glu Asp Leu Arg Val Leu Asp Leu
[3171] 130 135 140

[3172] Ala Ile Pro Val Asn Arg Pro Gly Gln Phe Gln Ser Phe Ser Leu Ser
[3173] 145 150 155 160
[3174]  Gly Asn Glu Asn Gln Gln Ser Tyr Phe Gln Gly Phe Ser Lys Lys Ile
[3175] 165 170 175
[3176] Leu Glu Ala Ser Phe Asn Ser Asp Tyr Glu Glu Ile Glu Arg Val Leu
[3177] 180 185 190

[3178] Leu Glu Glu Gln Glu Gln Lys Pro Glu Gln Arg Arg Gly His Lys Gly
[3179] 195 200 205

[3180] Arg Gln Gln Ser Gln Glu Thr Asp Val Ile Val Lys Ile Ser Arg Glu
[3181] 210 215 220

[3182] Gln Ile Glu Glu Leu Ser Lys Asn Ala Lys Ser Asn Cys Lys Lys Ser
[3183] 225 230 235 240
[3184] Val Ser Ser Glu Ser Glu Pro Phe Asn Leu Arg Ser Arg Ser Pro Ile
[3185] 245 250 255
[3186] Tyr Ser Asn Arg Phe Gly Asn Phe Phe Glu Ile Thr Pro Glu Lys Asn
[3187] 260 265 270

[3188] Pro Gln Leu Lys Asp Leu Asp Ile Phe Val Asn Ser Val Glu Ile Lys
[3189] 275 280 285

[3190] Glu Gly Ser Leu Leu Leu Pro His Phe Asn Ser Arg Ala Thr Val Ile
[3191] 290 295 300

[3192] Leu Val Val Asn Glu Gly Lys Gly Glu Val Glu Leu Val Gly Leu Arg
[3193] 305 310 315 320
[3194]  Asn Glu Asn Glu Gln Glu Asn Lys Lys Glu Asp Glu Glu Glu Glu Glu
[3195] 325 330 335
[3196] Asp Arg Asn Val Gln Val Gln Arg Phe Gln Ser Lys Leu Ser Ser Gly
[3197] 340 345 350
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[3198] Asp Val Val Val Ile Pro Ala Ser His Pro Phe Ser Ile Asn Ala Ser
[3199] 355 360 365

[3200] Ser Asp Leu Phe Leu Leu Gly Phe Gly Ile Asn Ala Gln Asn Asn Gln
[3201] 370 375 380

[3202] Arg Asn Phe Leu Ala Gly Glu Glu Asp Asn Val Ile Ser Gln Ile Gln
[3203] 385 390 395 400
[3204] Arg Pro Val Lys Glu Val Ala Phe Pro Gly Ser Ala Glu Glu Val Asp
[3205] 405 410 415
[3206] Arg Leu Leu Lys Asn Gln Arg Gln Ser His Phe Ala Asn Ala Gln Pro
[3207] 420 425 430

[3208] Gln Gln Lys Arg Lys Gly Ser Gln Arg Ile Arg Ser Pro Phe

[3209] 435 440 445

[3210] <210> 224

[3211]  <211> 418

[3212] <212> PRT

[3213] <213> T &

[3214]  <400> 224

[3215] Ser Arg Ser Asp Gln Glu Asn Pro Phe Ile Phe Lys Ser Asn Arg Phe
[3216] 1 5 10 15
[3217]  Gln Thr Ile Tyr Glu Asn Glu Asn Gly His Ile Arg Leu Leu Gln Arg
[3218] 20 25 30

[3219]  Phe Asp Lys Arg Ser Lys Ile Phe Glu Asn Leu Gln Asn Tyr Arg Leu
[3220] 35 40 45

[3221] Leu Glu Tyr Lys Ser Lys Pro His Thr Ile Phe Leu Pro Gln Phe Thr
[3222] 50 55 60

[3223] Asp Ala Asp Phe Ile Leu Val Val Leu Ser Gly Lys Ala Ile Leu Thr
[3224] 65 70 75 80
[3225] Val Leu Asn Ser Asn Asp Arg Asn Ser Phe Asn Leu Glu Arg Gly Asp
[3226] 85 90 95
[3227] Thr Ile Lys Leu Pro Ala Gly Thr Ile Ala Tyr Leu Ala Asn Arg Asp
[3228] 100 105 110

[3229] Asp Asn Glu Asp Leu Arg Val Leu Asp Leu Ala Ile Pro Val Asn Arg
[3230] 115 120 125

[3231]  Pro Gly Gln Leu Gln Ser Phe Leu Leu Ser Gly Thr Gln Asn Gln Pro
[3232] 130 135 140

[3233] Ser Phe Leu Ser Gly Phe Ser Lys Asn Ile Leu Glu Ala Ala Phe Asn
[3234] 145 150 155 160
[3235] Thr Glu Tyr Glu Glu Ile Glu Lys Val Leu Leu Glu Glu Gln Glu Gln
[3236] 165 170 175
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[3237] Lys Ser Gln His Arg Arg Ser Leu Arg Asp Lys Arg Gln Glu Ile Thr
[3238] 180 185 190

[3239]  Asn Glu Asp Val Ile Val Lys Val Ser Arg Glu Gln Ile Glu Glu Leu
[3240] 195 200 205

[3241] Ser Lys Asn Ala Lys Ser Ser Ser Lys Lys Ser Val Ser Ser Glu Ser
[3242] 210 215 220

[3243] Glu Pro Phe Asn Leu Arg Ser Arg Asn Pro Ile Tyr Ser Asn Lys Phe
[3244] 225 230 235 240
[3245] Gly Lys Phe Phe Glu Ile Thr Pro Glu Lys Asn Pro Gln Leu Gln Asp
[3246] 245 250 255
[3247] Leu Asp Ile Phe Val Asn Ser Val Glu Ile Lys Glu Gly Ser Leu Leu
[3248] 260 265 270

[3249] Leu Pro Asn Tyr Asn Ser Arg Ala Ile Val Ile Val Thr Val Asn Glu
[3250] 275 280 285

[3251] Gly Lys Gly Asp Phe Glu Leu Val Gly Gln Arg Asn Glu Asn Gln Gln
[3252] 290 295 300

[3253] Glu Gln Arg Glu Glu Asn Asp Glu Glu Glu Gly Gln Glu Glu Glu Thr
[3254] 305 310 315 320
[3255] Thr Lys Gln Val Gln Arg Tyr Arg Ala Arg Leu Ser Pro Gly Asp Val
[3256] 325 330 335
[3257] Leu Val Ile Pro Ala Gly His Pro Val Ala Ile Asn Ala Ser Ser Asp
[3258] 340 345 350

[3259] Leu Asn Leu Ile Gly Phe Gly Ile Asn Ala Lys Asn Asn Gln Arg Asn
[3260] 355 360 365

[3261]  Phe Leu Ala Gly Glu Glu Asp Asn Val Ile Ser Gln Ile Gln Arg Pro
[3262] 370 375 380

[3263] Val Lys Glu Leu Ala Phe Pro Gly Ser Ser Arg Glu Val Asp Arg Leu
[3264] 385 390 395 400
[3265] Leu Thr Asn Gln Lys Gln Ser His Phe Ala Asn Ala Gln Pro Leu Gln
[3266] 405 410 415
[3267]  Tle Glu

[3268] <210> 225

[3269] <211> 415

[3270] <212> PRT

[3271] <213> T &

[3272]  <400> 225

[3273] Ser Arg Ser Asp Gln Glu Asn Pro Phe Ile Phe Lys Ser Asn Arg Phe
[3274] 1 5 10 15
[3275]  Gln Thr Ile Tyr Glu Asn Glu Asn Gly His Ile Arg Leu Leu Gln Lys
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[3276] 20 25 30

[3277]  Phe Asp Lys Arg Ser Lys Ile Phe Glu Asn Leu Gln Asn Tyr Arg Leu
[3278] 35 40 45

[3279] Leu Glu Tyr Lys Ser Lys Pro His Thr Leu Phe Leu Pro Gln Tyr Thr
[3280] 50 55 60

[3281] Asp Ala Asp Phe Ile Leu Val Val Leu Ser Gly Lys Ala Val Leu Thr
[3282] 65 70 75 80
[3283] Val Leu Asn Ser Asn Asp Arg Asn Ser Phe Asn Leu Glu Arg Gly Asp
[3284] 85 90 95
[3285] Thr Ile Lys Leu Pro Ala Gly Thr Ile Ala Tyr Leu Ala Asn Arg Asp
[3286] 100 105 110

[3287] Asp Asn Glu Asp Leu Arg Val Leu Asp Leu Ala Ile Pro Val Asn Asn
[3288] 115 120 125

[3289] Pro Gly Gln Leu Glu Ser Phe Leu Leu Ser Gly Thr Gln Asn Gln Pro
[3290] 130 135 140

[3291]  Ser Phe Leu Ser Gly Phe Asn Lys Ser Ile Leu Glu Ala Ala Phe Asn
[3292] 145 150 155 160
[3293] Thr Asp Tyr Glu Glu Ile Glu Lys Val Leu Leu Glu Asp Gln Glu Gln
[3294] 165 170 175
[3295] Glu Pro Gln His Arg Arg Ser Leu Arg Asp Arg Arg Gln Glu Ile Asn
[3296] 180 185 190

[3297] Lys Glu Asn Val Ile Val Lys Val Ser Arg Glu Gln Ile Lys Glu Leu
[3298] 195 200 205

[3299] Ser Lys Asn Ala Lys Ser Ser Ser Lys Lys Ser Val Ser Ser Glu Ser
[3300] 210 215 220

[3301] Glu Pro Phe Asn Leu Arg Ser Arg Asn Pro Ile Tyr Ser Asn Lys Phe
[3302] 225 230 235 240
[3303] Gly Lys Phe Phe Glu Ile Thr Pro Glu Lys Asn Pro Gln Leu Gln Asp
[3304] 245 250 255
[3305] Leu Asp Ile Phe Val Asn Ser Val Glu Ile Lys Glu Gly Ser Leu Leu
[3306] 260 265 270

[3307] Leu Pro Asn Tyr Asn Ser Arg Ala Ile Val Ile Val Thr Val Asn Glu
[3308] 275 280 285

[3309] Gly Lys Gly Tyr Phe Glu Leu Val Gly Gln Arg Asn Glu Asn Gln Arg
[3310] 290 295 300

[3311]  Glu Glu Asn Asp Asp Glu Glu Glu Gln Glu Glu Glu Thr Ser Thr Gln
[3312] 305 310 315 320
[3313] Val Gln Arg Tyr Arg Ala Lys Leu Ser Pro Gly Asp Val Phe Val Val
[3314] 325 330 335
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[3315] Pro Ala Gly His Pro Val Ala Ile Asn Ala Ser Ser Asp Leu Asn Leu
[3316] 340 345 350

[3317] Tle Gly Phe Gly Ile Asn Ala Lys Asn Asn Gln Arg Asn Phe Leu Ala
[3318] 355 360 365

[3319]  Gly Glu Glu Asp Asn Val Ile Ser Gln Ile Gln Arg Pro Val Lys Glu
[3320] 370 375 380

[3321] Leu Ala Phe Pro Gly Ser Ser Arg Glu Val Asp Arg Leu Leu Thr Asn
[3322] 385 390 395 400
[3323] Gln Lys Gln Ser His Phe Ala Asn Ala Gln Pro Leu Gln Ile Glu
[3324] 405 410 415
[3325] <210> 226

[3326] <211> 463

[3327] <212> PRT

[3328] <213> JL[EEFHIT

[3329]  <400> 226

[3330] Met Ala Ala Ile Thr Met Lys Val Ser Phe Pro Leu Leu Met Leu Leu
[3331] 1 5 10 15
[3332] Gly Ile Ser Phe Leu Ala Ser Val Cys Val Ser Ser Arg Ser Asp Gln
[3333] 20 25 30

[3334] Glu Asn Pro Phe Ile Phe Lys Ser Asn Lys Phe GIln Thr Leu Phe Glu
[3335] 35 40 45

[3336] Asn Asp Asn Gly His Ile Arg Leu Leu Gln Lys Phe Asp Glu Arg Ser
[3337] 50 5h 60

[3338] Lys Ile Leu Glu Asn Leu Gln Asn Tyr Arg Leu Leu Glu Tyr Lys Ser
[3339] 65 70 75 80
[3340] Lys Pro Arg Thr Ile Phe Leu Pro Gln Gln Thr Asn Ala Asp Phe Ile
[3341] 85 90 95
[3342] Leu Val Val Leu Ser Gly Lys Ala Ile Leu Thr Val Leu Lys Pro Asp
[3343] 100 105 110

[3344] Asp Arg Asn Ser Phe Asn Leu Glu Arg Gly Asp Thr Ile Lys Leu Pro
[3345] 115 120 125

[3346] Ala Gly Thr Ile Ala Tyr Leu Val Asn Lys Asp Asp Asn Glu Asp Leu
[3347] 130 135 140

[3348] Arg Val Leu Asp Leu Ala Ile Pro Val Asn Gly Pro Asp Gln Leu Gln
[3349] 145 150 155 160
[3350] Ser Phe Leu Leu Ser Gly Ser Glu Asn Gln Gln Ser Ile Leu Ser Gly
[3351] 165 170 175
[3352] Phe Ser Lys Ser Val Leu Glu Ala Ser Phe Asn Thr Gly Tyr Glu Glu
[3353] 180 185 190
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[3354] Tle Glu Lys Val Leu Leu Glu Glu Arg Glu Lys Glu Thr Gln His Arg
[3355] 195 200 205

[3356] Arg Ser Leu Arg Asp Lys Arg Gln His Ser Gln Asp Glu Asp Val Ile
[3357] 210 215 220

[3358] Val Lys Leu Ser Arg Gly Gln Ile Glu Glu Leu Ser Arg Asn Ala Lys
[3359] 225 230 235 240
[3360] Ser Ser Ser Lys Lys Ser Val Ser Ser Glu Ser Glu Pro Phe Asn Leu
[3361] 245 250 255
[3362] Arg Ser Arg Asn Pro Ile Tyr Ser Asn Lys Phe Gly Lys Phe Phe Glu
[3363] 260 265 270

[3364] Tle Thr Pro Glu Lys Asn Pro Gln Leu Gln Asp Leu Asp Val Leu Val
[3365] 275 280 285

[3366] Asn Ser Val Glu Ile Lys Glu Gly Ser Leu Leu Leu Pro His Tyr Asn
[3367] 290 295 300

[3368] Ser Arg Ala Ile Val Ile Val Thr Val Asn Asp Gly Lys Gly Asp Phe
[3369] 305 310 315 320
[3370] Glu Ile Val Gly Gln Arg Asn Glu Asn Arg Gln Gly Gln Arg Lys Glu
[3371] 325 330 335
[3372]  Asp Asp Glu Glu Glu Glu Gln Gly Asp Glu Asn Thr Asn Thr Gln Val
[3373] 340 345 350

[3374]  Gln Asn Tyr Lys Ala Lys Leu Ser Arg Gly Asp Val Phe Val Ile Pro
[3375] 355 360 365

[3376] Ala Gly His Pro Val Ser Ile Lys Ala Ser Ser Asn Leu Asp Leu Leu
[3377] 370 375 380

[3378] Gly Phe Gly Ile Asn Ala Lys Asn Asn Gln Arg Asn Phe Leu Ala Gly
[3379] 385 390 395 400
[3380] Glu Glu Asp Asn Val Ile Ser Gln Ile Asp Arg Pro Val Lys Glu Leu
[3381] 405 410 415
[3382] Ala Phe Pro Gly Ser Ala Gln Glu Val Asp Arg Leu Leu Glu Asn Gln
[3383] 420 425 430

[3384] Lys Gln Ser His Phe Ala Asn Ala Gln Pro Gln Gln Arg Glu Arg Gly
[3385] 435 440 445

[3386] Ser His Glu Thr Arg Asp His Leu Ser Ser Ile Leu Asp Ala Phe
[3387] 450 455 460

[3388] <210> 227

[3389] <211> 396

[3390] <212> PRT

[3391] <213> K&

[3392]  <400> 227
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[3393] Gln Tyr Gly His Val Arg Val Leu Gln Arg Phe Asn Lys Arg Ser Gln
[3394] 1 5 10 15
[3395] Gln Leu Gln Asn Leu Arg Asp Tyr Arg Ile Leu Glu Phe Asn Ser Lys
[3396] 20 25 30

[3397] Pro Asn Thr Leu Leu Leu Pro His His Ala Asp Ala Asp Tyr Leu Ile
[3398] 35 40 45

[3399] Val Ile Leu Asn Gly Thr Ala Ile Leu Thr Leu Val Asn Asn Asp Asp
[3400] 50 55 60

[3401] Arg Asp Ser Tyr Asn Leu Gln Ser Gly Asp Ala Leu Arg Val Pro Ala
[3402] 65 70 75 80
[3403] Gly Thr Thr Tyr Tyr Val Val Asn Pro Asp Asn Asp Glu Asn Leu Arg
[3404] 85 90 95
[3405] Met Ile Thr Leu Ala Ile Pro Val Asn Lys Pro Gly Arg Phe Glu Ser
[3406] 100 105 110

[3407]  Phe Phe Leu Ser Ser Thr Gln Ala Gln Gln Ser Tyr Leu Gln Gly Phe
[3408] 115 120 125

[3409] Ser Lys Asn Ile Leu Glu Ala Ser Tyr Asp Thr Lys Phe Glu Glu Ile
[3410] 130 135 140

[3411] Asn Lys Val Leu Phe Gly Arg Glu Glu Gly Gln Gln Gln Gly Glu Glu
[3412] 145 150 155 160
[3413] Arg Leu Gln Glu Ser Val Ile Val Glu Ile Ser Lys Lys Gln Ile Arg
[3414] 165 170 175
[3415]  Glu Leu Ser Lys His Ala Lys Ser Ser Ser Arg Lys Thr Ile Ser Ser
[3416] 180 185 190

[3417]  Glu Asp Lys Pro Phe Asn Leu Arg Ser Arg Asp Pro Ile Tyr Ser Asn
[3418] 195 200 205

[3419] Lys Leu Gly Lys Leu Phe Glu Ile Thr Pro Glu Lys Asn Pro Gln Leu
[3420] 210 215 220

[3421] Arg Asp Leu Asp Val Phe Leu Ser Val Val Asp Met Asn Glu Gly Ala
[3422] 225 230 235 240
[3423] Leu Phe Leu Pro His Phe Asn Ser Lys Ala Ile Val Val Leu Val Ile
[3424] 245 250 255
[3425] Asn Glu Gly Glu Ala Asn Ile Glu Leu Val Gly Ile Lys Glu Gln Gln
[3426] 260 265 270

[3427]  Gln Arg Gln Gln Gln Glu Glu Gln Pro Leu Glu Val Arg Lys Tyr Arg
[3428] 275 280 285

[3429] Ala Glu Leu Ser Glu Gln Asp Ile Phe Val Ile Pro Ala Gly Tyr Pro
[3430] 290 295 300

[3431] Val Val Val Asn Ala Thr Ser Asp Leu Asn Phe Phe Ala Phe Gly Ile
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[3432] 305 310 315 320
[3433] Asn Ala Glu Asn Asn Gln Arg Asn Phe Leu Ala Gly Ser Lys Asp Asn
[3434] 325 330 335
[3435] Val Ile Ser Gln Ile Pro Ser Gln Val Gln Glu Leu Ala Phe Pro Gly
[3436] 340 345 350

[3437] Ser Ala Lys Asp Ile Glu Asn Leu Ile Lys Ser Gln Ser Glu Ser Tyr
[3438] 355 360 365

[3439]  Phe Val Asp Ala Gln Pro Gln Gln Lys Glu Glu Gly Asn Lys Gly Arg
[3440] 370 375 380

[3441] Lys Gly Pro Leu Ser Ser Ile Leu Arg Ala Phe Tyr

[3442] 385 390 395

[3443] <210> 228

[3444]  <211> 498

[3445] <212> PRT

[3446]  <213> HitHWE T

[3447]  <400> 228

[3448] Met Ala Lys Leu Leu Ala Leu Ser Leu Ser Phe Cys Phe Leu Leu Phe
[3449] 1 5 10 15
[3450] Ser Ser Cys Phe Ala Leu Arg Glu Gln Ser Gln Gln Asn Glu Cys Gln
[3451] 20 25 30

[3452] Leu Glu Arg Ile Asn Ala Leu Glu Pro Asp Asn Arg Ile Glu Ser Glu
[3453] 35 40 45

[3454] Gly Gly Leu Ile Glu Thr Trp Asn Pro Asn Asn Arg Gln Phe Arg Cys
[3455] 50 55 60

[3456] Ala Arg Val Ala Leu Ser Arg Ala Thr Leu Gln Arg Asn Ala Leu Arg
[3457] 65 70 75 80
[3458] Arg Pro Tyr Tyr Ser Asn Ala Pro Gln Glu Ile Tyr Ile Gln Gln Gly
[3459] 85 90 95
[3460] Asn Gly Tyr Phe Gly Met Val Phe Pro Gly Cys Pro Glu Thr His Glu
[3461] 100 105 110

[3462] Glu Pro Gln Gln Ser Glu Gln Gly Glu Gly Arg Arg Tyr Arg Asp Ser
[3463] 115 120 125

[3464] His Gln Lys Val Asn Arg Phe Arg Glu Gly Asp Ile Ile Ala Val Pro
[3465] 130 135 140

[3466] Thr Gly Ile Ala Phe Trp Met Tyr Asn Asp Gln Asp Thr Pro Val Ile
[3467] 145 150 155 160
[3468] Ala Ile Ser Leu Thr Asp Thr Gly Ser Ser Asn Asn Gln Leu Asp Gln
[3469] 165 170 175
[3470] Met Pro Arg Arg Phe Tyr Leu Ala Gly Asn Gln Glu Gln Glu Phe Leu
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[3471] 180 185 190

[3472] Arg Tyr Gln His Gln Gln Gly Gly Lys Gln Glu Gln Asp Asn Asp Gly
[3473] 195 200 205

[3474]  Asn Asn Ile Phe Ser Gly Phe Lys Arg Asp Phe Leu Glu Asp Ala Phe
[3475] 210 215 220

[3476] Asn Val Asn Arg His Ile Val Asp Arg Leu Gln Gly Arg Asn Glu Asp
[3477] 225 230 235 240
[3478] Glu Glu Lys Gly Ala Ile Val Lys Val Lys Gly Gly Leu Ser Ile Ile
[3479] 245 250 255
[3480] Ala Pro Pro Glu Arg Gln Ala Arg His Glu Arg Gly Ser Arg Gln Glu
[3481] 260 265 270

[3482] Glu Asp Glu Asp Glu Lys Glu Glu Arg Gln Pro Ser His His Lys Ser
[3483] 275 280 285

[3484] Arg Arg Asp Glu Asp Glu Asp Asp Lys Glu Lys Arg His Ser Gln Lys
[3485] 290 295 300

[3486] Gly Gln Ser Arg Arg Gln Gly Asp Asn Gly Leu Glu Glu Thr Val Cys
[3487] 305 310 315 320
[3488] Thr Ala Lys Leu Arg Ala Asn Ile Gly Ser Ser Pro Ser Pro Asp Ile
[3489] 325 330 335
[3490] Tyr Asn Pro Gln Ala Gly Arg Ile Lys Thr Val Thr Ser Leu Asp Leu
[3491] 340 345 350

[3492] Pro Val Leu Arg Trp Leu Lys Leu Ser Ala Glu His Gly Ser Leu His
[3493] 355 360 365

[3494] Lys Asn Ala Met Phe Val Pro His Tyr Asn Leu Asn Ala Asn Ser Val
[3495] 370 375 380

[3496] Tle Tyr Ala Leu Lys Gly Arg Ala Arg Leu Gln Val Val Asn Cys Asn
[3497] 385 390 395 400
[3498] Gly Asn Thr Val Phe Asp Gly Glu Leu Glu Ala Gly Arg Ala Leu Thr
[3499] 405 410 415
[3500] Val Pro Gln Asn Tyr Ala Val Ala Ala Lys Ser Leu Ser Glu Arg Phe
[3501] 420 425 430

[3502] Thr Tyr Val Ala Phe Lys Thr Asp Asp Arg Ala Ser Ile Ala Arg Leu
[3503] 435 440 445

[3504] Ala Gly Thr Ser Ser Val Ile Asp Asp Leu Pro Leu Asp Val Val Ala
[3505] 450 455 460

[3506] Ala Thr Phe Asn Met Gln Arg Asn Glu Ala Arg Gln Leu Lys Ser Asn
[3507] 465 470 475 480
[3508] Asn Pro Phe Lys Phe Leu Val Pro Pro Arg Gln Ser Glu Met Arg Ala
[3509] 485 490 495
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[3510] Ser Ala

[3511]  <210> 229

[3512] <211> 531

[3513] <212> PRT

[3514]  <213> PEAE 7R

[3515]  <400> 229

[3516] Met Ala Lys Leu Leu Ala Leu Ser Leu Ser Leu Cys Phe Leu Leu Phe
35171 1 5 10 15
[3518] Ser Gly Cys Phe Ala Ile Arg Glu His Gln Pro His Gln Lys Gln Gln
[3519] 20 25 30

[3520] Pro Gln Gln Asn Glu Cys Gln Leu Glu Gln Leu Asn Ala Leu Glu Pro
[3521] 35 40 45

[3522] Asp Asn Arg Ile Glu Ser Glu Gly Gly Ile Ile Glu Thr Trp Asn Pro
[3523] 50 55 60

[3524] Asn Asn Arg Gln Phe Arg Cys Ala Gly Val Ala Leu Ser Arg Cys Thr
[3525] 65 70 75 80
[3526] Leu Gln Arg Asn Ser Leu Arg Arg Pro Phe Tyr Ser Asn Ala Pro Gln
[3527] 85 90 95
[3528] Glu Ile Phe Tle Gln Gln Gly Ser Gly Tyr Phe Gly Met Val Phe Pro
[3529] 100 105 110

[3530] Gly Cys Pro Glu Thr Phe Glu Glu Pro Gln Glu Ser Glu Gln Arg Glu
[3531] 115 120 125

[3532] Ser Arg Arg Ile Arg Glu Ser Glu Gln Gly Glu Ser Arg Arg Ile Arg
[3533] 130 135 140

[3534] Glu Ser Glu Gln Gly Glu Gly Arg Arg Phe Arg Asp Ser His Gln Lys
[3535] 145 150 155 160
[3536] Val Asn Arg Phe Arg Glu Gly Asp Leu Ile Ala Val Pro Thr Gly Thr
[3537] 165 170 175
[3538] Val Phe Trp Met Tyr Asn Asp Gln Asp Thr Pro Val Ile Ala Val Ser
[3539] 180 185 190

[3540] Leu Ile Asp Thr Gly Ser Phe Gln Asn Gln Leu Asp Glu Met Pro Arg
[3541] 195 200 205

[3542] Arg Phe Tyr Leu Ala Gly Asn Gln Glu Gln Glu Phe Leu Gln Tyr Gln
[3543] 210 215 220

[3544]  Gln Gln Gln Val Arg Gly Arg Gly Glu Gln Arg Arg Gly Arg Glu Gln
[3545] 225 230 235 240
[3546]  Gln Glu Asn Glu Gly Gly Asn Ile Phe Ser Gly Phe Lys Arg Asp Phe
[3547] 245 250 255
[3548] Leu Glu Asp Ala Leu Asn Val Asn Arg His Ile Val Asp Arg Leu Gln
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[3549] 260 265 270

[3550] Gly Arg Asn Glu Asp Glu Glu Lys Gly Ala Ile Val Lys Val Arg Gly
[3551] 275 280 285

[3552] Gly Leu Ser Phe Val Thr Pro Pro Glu Arg Gln Ser Arg His Gln Gly
[3553] 290 295 300

[3554] Gly Ser Ile Ile Glu Glu Asp Glu Asp Glu Glu Asp Glu Trp Arg Arg
[3555] 305 310 315 320
[3556] Pro His His Gln Lys Ser Arg Arg Gly Glu Glu Glu Glu Arg Pro Cys
[3557] 325 330 335
[3558] Arg Arg Gly Gln Lys Cys Glu Arg Ser Asn Gly Leu Glu Glu Thr Ile
[3559] 340 345 350

[3560] Cys Thr Ala Arg Leu Arg Gln Asn Ile Gly Ser Ser Ser Ser Pro Asp
[3561] 355 360 365

[3562] Tle Tyr Asn Pro Glu Ala Gly Arg Ile Lys Thr Val Thr Ser Phe Asp
[3563] 370 375 380

[3564] Leu Pro Ala Leu Arg Trp Leu Arg Leu Ser Ala Glu His Gly Thr Leu
[3565] 385 390 395 400
[3566] His Arg Asn Ala Met Phe Val Pro His Tyr Asn Leu Asn Ala Asn Ser
[3567] 405 410 415
[3568] Ala Ile Tyr Ala Leu Arg Gly Arg Ala Arg Leu Gln Val Val Asn Cys
[3569] 420 425 430

[3570] Asn Gly Asn Thr Val Phe Asp Gly Glu Leu Glu Ala Gly Arg Val Leu
[3571] 435 440 445

[3572] Tle Val Pro Gln Asn Phe Ala Val Ala Ala Lys Ser Met Ser Asp Arg
[3573] 450 455 460

[3574]  Phe Gln Tyr Val Ser Phe Lys Thr Asn Asp Asn Ala Ala Ile Ala Arg
[3575] 465 470 475 480
[3576] Leu Ala Gly Thr Gln Ser Thr Leu Ser Gly Val Pro Met Asp Val Leu
[3577] 485 490 495
[3578] Ala Ala Thr Tyr Asn Met Asp Arg Asn Glu Ala Arg Gln Leu Lys Asn
[3579] 500 505 510

[3580] Asn Asn Leu Tyr Lys Phe Leu Val Pro Pro Arg Glu Ser Glu Arg Arg
[3581] 515 520 525

[3582] Ala Ala Ala

[3583] 530

[3584]  <210> 230

[3585] <211> 476

[3586] <212> PRT

[3587]  <213> FHKAR
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[3588]  <400> 230

[3589] Met Ala Tyr Lys Leu Phe Ala Leu Ser Leu Ser Phe Cys Phe Leu Leu
[3590] 1 5 10 15
[3591]  Phe Gly Gly Cys Phe Ala Ile Arg Gln Gln Ser Gln Gln Gln Asn Glu
[3592] 20 25 30

[3593] Cys Gln Leu Glu Arg Leu Asn Ala Leu Lys Pro Asp Asn Arg Ile Glu
[3594] 35 40 45

[3595] Ser Glu Ala Gly Tyr Ile Glu Thr Trp Asn Pro Thr Asn Asn Gln Phe
[3596] 50 55 60

[3597] Arg Cys Ala Gly Val Ala Leu Ser Arg Cys Thr Leu Arg Arg Asn Gly
[3598] 65 70 75 80
[3599] Leu Lys Arg Pro Ser Tyr Ser Asn Ala Pro Gln Glu Ile Phe Ile Gln
[3600] 85 90 95
[3601]  Gln Gly Ser Gly Ile Phe Gly Met Ile Phe Pro Gly Cys Pro Glu Thr
[3602] 100 105 110

[3603] Val Glu Glu Pro Phe Glu Ser Asp Gln Gln Gly Arg Arg Asp Arg His
[3604] 115 120 125

[3605] Gln Lys Val Asn Arg Phe Arg Glu Gly Asp Val Ile Ala Val Pro Pro
[3606] 130 135 140

[3607] Gly Val Val Phe Trp Met Tyr Asn Glu Glu Glu Thr Pro Val Ile Ala
[3608] 145 150 155 160
[3609] Val Ser Leu Ile Asp Thr Gly Ser Tyr Leu Asn Gln Leu Asp Gln Met
[3610] 165 170 175
[3611]  Pro Arg Arg Phe Tyr Leu Ser Gly Asn Gln Glu Gln Glu Phe Leu Gln
[3612] 180 185 190

[3613] Tyr Gln Arg Gln Glu Val Arg Gly Arg Glu Glu Glu Asn Gln Gly Gly
[3614] 195 200 205

[3615] Asn Ile Phe Ser Gly Phe Gly Gly Glu Phe Leu Glu Asp Ala Leu Asn
[3616] 210 215 220

[3617]  Tle Asp Arg Asn Ile Val His Lys Leu Gln Gly Arg Asp Glu Glu Gln
[3618] 225 230 235 240
[3619] Asp Lys Gly Ala Ile Val Arg Val Lys Gly Gly Leu Ser Val Ile Thr
[3620] 245 250 255
[3621]  Pro Pro Glu Arg Gln Ser His Arg Arg Gly Ser Glu Glu Glu Glu Asp
[3622] 260 265 270

[3623] Glu Glu Glu Asp Arg Pro Ser Arg His Gln Ser Arg Gly Gly Ser Arg
[3624] 275 280 285

[3625] Arg Asn Gly Leu Glu Glu Thr Ile Cys Thr Val Arg Leu Arg Met Asn
[3626] 290 295 300
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[3627] Tle Gly Lys Ser Ser Ser Pro Asp Ile Phe Asn Pro Gln Ala Gly Arg
[3628] 305 310 315 320
[3629] Tle Lys Thr Ala Thr Gly Phe Asp Phe Pro Ala Leu Arg Phe Leu Lys
[3630] 325 330 335
[3631] Leu Ser Ala Glu His Gly Ser Leu Asn Arg Asn Ala Met Val Val Pro
[3632] 340 345 350

[3633] His Tyr Asn Leu Asn Ala Asn Ser Ile Ile Tyr Ala Leu Arg Gly Arg
[3634] 355 360 365

[3635] Ala Trp Ile Gln Val Val Asn Cys Lys Gly Asn Arg Ile Phe Asp Gly
[3636] 370 375 380

[3637]  Glu Leu Glu Glu Gly Gln Val Leu Ile Val Pro Gln Asn Phe Val Val
[3638] 385 390 395 400
[3639] Ala Ala Arg Ser Met Ser Asp Lys Phe Asn Tyr Val Ala Phe Lys Thr
[3640] 405 410 415
[3641]  Asn Asp Met Pro Thr Met Ala Lys Leu Ala Gly Ala Thr Ser Glu Ile
[3642] 420 425 430

[3643]  Gln Ala Met Pro Leu Glu Val Ile Gln Asn Ala Phe Asn Leu Glu Arg
[3644] 435 440 445

[3645] Glu Gln Ala Lys Gln Val Lys Phe Asn Asn Arg Phe Asn Phe Leu Val
[3646] 450 455 460

[3647]  Pro Pro Arg Glu Gln Ser Gln Arg Arg Ala Ser Ala

[3648] 465 470 475

[3649]  <210> 231

[3650] <211> 526

[3651] <212> PRT

[3652]  <213> MRIEMLLVHBE T

[3653]  <400> 231

[3654] Met Ala Thr Thr Val Glu Ser Arg Phe Pro Leu Leu Leu Phe Pro Gly
[3655] 1 5 10 15
[3656] Tle Ile Phe Leu Ala Ser Val Cys Val Thr Tyr Ala Asn Tyr Asp Glu
[3657] 20 25 30

[3658] Gly Ser Glu Thr Arg Val Pro Gly Gln Arg Glu Arg Gly Arg Gln Glu
[3659] 35 40 45

[3660] Gly Glu Lys Glu Glu Lys Arg His Gly Glu Trp Arg Pro Ser Tyr Glu
[3661] 50 55 60

[3662] Lys Glu Glu Asp Glu Glu Glu Lys Gln Lys Tyr Arg Tyr Gln Arg Glu
[3663] 65 70 75 80
[3664] Lys Glu Asp Glu Glu Glu Lys Gln Lys Tyr Arg Tyr Gln Arg Glu Lys
[3665] 85 90 95
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[3666] Lys Glu Glu Lys Glu Val Gln Pro Gly Arg Glu Arg Trp Glu Arg Glu
[3667] 100 105 110

[3668] Glu Asp Glu Glu Gln Val Asp Glu Glu Trp Arg Gly Ser Gln Arg Arg
[3669] 115 120 125

[3670] Gln Asp Pro Glu Glu Arg Ala Arg Leu Arg His Arg Glu Glu Arg Thr
[3671] 130 135 140

[3672] Lys Arg Asp Arg Arg His Lys Arg Glu Gly Glu Glu Glu Glu Arg Ser
[3673] 145 150 155 160
[3674]  Ser Glu Ser Gln Glu Gln Arg Asn Pro Phe Leu Phe Lys Ser Asn Lys
[3675] 165 170 175
[3676]  Phe Leu Thr Leu Phe Glu Asn Glu Asn Gly His Ile Arg Arg Leu Gln
[3677] 180 185 190

[3678] Arg Phe Asp Lys Arg Ser Asp Leu Phe Glu Asn Leu Gln Asn Tyr Arg
[3679] 195 200 205

[3680] Leu Val Glu Tyr Arg Ala Lys Pro His Thr Ile Phe Leu Pro Gln His
[3681] 210 215 220

[3682] Tle Asp Ala Asp Leu Ile Leu Val Val Leu Asn Gly Lys Ala Ile Leu
[3683] 225 230 235 240
[3684] Thr Val Leu Ser Pro Asn Asp Arg Asn Ser Tyr Asn Leu Glu Arg Gly
[3685] 245 250 255
[3686] Asp Thr Ile Lys Ile Pro Ala Gly Thr Thr Ser Tyr Leu Val Asn Gln
[3687] 260 265 270

[3688] Asp Asp Glu Glu Asp Leu Arg Val Val Asp Phe Val Ile Pro Val Asn
[3689] 275 280 285

[3690] Arg Pro Gly Lys Phe Glu Ala Phe Gly Leu Ser Glu Asn Lys Asn Gln
[3691] 290 295 300

[3692] Tyr Leu Arg Gly Phe Ser Lys Asn Ile Leu Glu Ala Ser Leu Asn Thr
[3693] 305 310 315 320
[3694] Lys Tyr Glu Thr Ile Glu Lys Val Leu Leu Glu Glu Gln Glu Lys Lys
[3695] 325 330 335
[3696] Pro Gln Gln Leu Arg Asp Arg Lys Arg Arg Gln Gln Gly Gly Glu Arg
[3697] 340 345 350

[3698] Asp Ala Ile Ile Lys Val Ser Arg Glu Gln Ile Glu Glu Leu Arg Lys
[3699] 355 360 365

[3700] Leu Ala Lys Ser Ser Ser Lys Lys Ser Leu Pro Ser Glu Phe Glu Pro
[3701] 370 375 380

[3702]  Phe Asn Leu Arg Ser His Lys Pro Glu Tyr Ser Asn Lys Phe Gly Lys
[3703] 385 390 395 400
[3704] Leu Phe Glu Ile Thr Pro Glu Lys Lys Tyr Pro Gln Leu Gln Asp Leu
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[3705] 405 410 415
[3706] Asp Ile Leu Val Ser Cys Val Glu Ile Asn Lys Gly Ala Leu Met Leu
[3707] 420 425 430

[3708] Pro His Tyr Asn Ser Arg Ala Ile Val Val Leu Leu Val Asn Glu Gly
[3709] 435 440 445

[3710] Lys Gly Asn Leu Glu Leu Leu Gly Leu Lys Asn Glu Gln Gln Glu Arg
[3711] 450 455 460

[3712]  Glu Asp Arg Lys Glu Arg Asn Asn Glu Val Gln Arg Tyr Glu Ala Arg
[3713] 465 470 475 480
[3714] Leu Ser Pro Gly Asp Val Val Ile Ile Pro Ala Gly His Pro Val Ala
[3715] 485 490 495
[3716] Tle Ser Ala Ser Ser Asn Leu Asn Leu Leu Gly Phe Gly Thr Asn Ala
[3717] 500 505 510

[3718]  Glu Asn Asn Gln Arg Asn Phe Leu Ser Gly Ser Asp Asp Asn

[3719] 515 520 525

[3720] <210> 232

[3721]  <211> 541

[3722] <212> PRT

[3723] <213> [ g3k

[3724]  <400> 232

[3725] Met Ala Thr Thr Ile Lys Ser Arg Phe Pro Leu Leu Leu Leu Leu Gly
[3726] 1 5 10 15
[3727] Tle Ile Phe Leu Ala Ser Val Cys Val Thr Trp Ala Asn Tyr Asp Glu
[3728] 20 25 30

[3729] Gly Ser Glu Pro Arg Val Pro Gly Gln Arg Glu Arg Gly Arg Gln Glu
[3730] 35 40 45

[3731]  Gly Glu Lys Glu Glu Lys Arg His Gly Glu Trp Arg Pro Ser Tyr Glu
[3732] 50 55 60

[3733]  Glu Glu Tyr Asp Glu Gly Leu Glu Pro Lys Val Pro Gly Lys Arg Glu
[3734] 65 70 75 80
[3735] Arg Gly Arg Gln Glu Gly Glu Lys Glu Glu Lys Arg His Glu Glu Trp
[3736] 85 90 95
[3737]  Arg Pro Ser Tyr Glu Lys Glu Glu Asp Glu Glu Glu Lys Gln Lys Tyr
[3738] 100 105 110

[3739]  Asn Tyr Gln Arg Glu Lys Lys Glu His Lys Glu Val Gln Pro Gly Arg
[3740] 115 120 125

[3741]  Glu Arg Trp Glu Arg Lys Gln Asp Glu Lys Gln Val Glu Glu Asp Glu
[3742] 130 135 140

[3743]  Glu Pro Gly Glu Glu Gln Trp Arg Gly Ser Lys Arg His Glu Asp Pro
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[3744] 145 150 155 160
[3745] Glu Glu Arg Ala Arg Leu Arg His Arg Glu Glu Lys Thr Lys Ser Tyr
[3746] 165 170 175
[3747]  Val Glu Asp Asn Glu Glu Thr Ser Ser Lys Glu Gly Arg Asn Pro Phe
[3748] 180 185 190

[3749] Leu Phe Lys Ser Asn Lys Phe Leu Thr Leu Phe Glu Asn Glu Asn Gly
[3750] 195 200 205

[3751] His Ile Arg Arg Leu Gln Arg Phe Asp Glu Arg Ser Asp Ile Phe Glu
[3752] 210 215 220

[3753]  Asn Leu Gln Asn Tyr Arg Leu Val Glu Tyr Arg Ala Lys Pro His Thr
[3754] 225 230 235 240
[3755] Met Phe Leu Pro Gln His Ile Asp Ala Asp Leu Ile Leu Val Val Leu
[3756] 245 250 255
[3757]  Asn Gly Lys Ala Ile Leu Thr Val Leu Ser Pro Asn Asp Arg Asn Ser
[3758] 260 265 270

[3759]  Tyr Asn Leu Glu Arg Gly Asp Thr Val Lys Leu Pro Ala Gly Thr Thr
[3760] 275 280 285

[3761]  Ser Tyr Leu Val Asn Gln Asp Asp Glu Glu Asp Leu Arg Val Val Asp
[3762] 290 295 300

[3763] Leu Ala Ile Pro Val Asn Arg Pro Gly Lys Phe Glu Ala Phe Gly Leu
[3764] 305 310 315 320
[3765] Ser Ala Asn Lys Asn Gln Tyr Leu Arg Gly Phe Ser Lys Asn Ile Leu
[3766] 325 330 335
[3767]  Glu Ala Ser Leu Asn Thr Lys Tyr Glu Thr Ile Glu Lys Val Leu Leu
[3768] 340 345 350

[3769]  Glu Glu Arg Arg Asp Gln Lys Gly Arg Gln Gln Gly Gln Glu Thr Asn
[3770] 355 360 365

[3771] Ala Ile Val Lys Val Ser Arg Glu Gln Ile Glu Glu Leu Arg Lys Leu
[3772] 370 375 380

[3773] Ala Lys Ser Ser Ser Lys Lys Ser Leu Leu Ser Glu Ser Glu Pro Leu
[3774] 385 390 395 400
[3775]  Asn Leu Arg Ser Gln Asn Pro Lys Tyr Ser Asn Lys Phe Gly Lys Phe
[3776] 405 410 415
[3777]  Phe Glu Ile Thr Pro Gln Lys Lys Tyr Pro Gln Leu Gln Asp Leu Asp
[3778] 420 425 430

[3779] Val Ser Ile Ser Cys Val Glu Ile Asn Lys Gly Ala Leu Leu Leu Pro
[3780] 435 440 445

[3781] His Tyr Asn Ser Arg Ser Ile Gly Ile Leu Leu Val Asn Glu Gly Lys
[3782] 450 455 460
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[3783]  Gly Asn Leu Glu Leu Val Gly Phe Lys Asn Glu Gln Gln Arg Gln Arg
[3784] 465 470 475 480
[3785]  Glu Asn Glu Glu Thr Asn Lys Lys Leu Gln Arg Tyr Glu Ala Arg Leu
[3786] 485 490 495
[3787]  Ser Ser Gly Asp Val Val Val Ile Pro Glu Gly His Pro Val Ala Ile
[3788] 500 505 510

[3789] Ser Ala Ser Ser Asn Leu Asn Leu Leu Gly Phe Gly Ile Asn Ala Ala
[3790] 515 520 525

[3791]  Asn Asn Gln Arg Asn Phe Leu Thr Gly Ser Asp Asp Asn

[3792] 530 535 540

[3793]  <210> 233

[3794]  <211> 589

[3795]  <212> PRT

[3796]  <213> KFHFHiE

[3797]1  <400> 233

[3798] Met Ala Thr Thr Ile Lys Ser Arg Phe Pro Val Leu Leu Leu Leu Gly
[37991 1 5 10 15
[3800] Tle Ile Phe Leu Thr Ser Val Cys Val Thr Tyr Ala Asn Tyr Asp Glu
[3801] 20 25 30

[3802] Gly Arg Glu Pro Ser Val Pro Gly Gln Arg Glu Arg Gly Arg Gln Glu
[3803] 35 40 45

[3804] Gly Glu Lys Glu Glu Lys Arg His Gly Glu Trp Arg Pro Ser Glu Glu
[3805] 50 55 60

[3806] Asp Glu Glu Glu Lys Tyr Lys Tyr Glu Glu Gly Arg Val Pro Gly Gln
[3807] 65 70 75 80
[3808] Arg Glu Arg Gly Arg Gln Glu Gly Glu Lys Glu Glu Lys Arg His Gly
[3809] 85 90 95
[3810] Lys Trp Arg Pro Ser Glu Glu Glu Asp Glu Glu Glu Lys Tyr Arg Tyr
[3811] 100 105 110

[3812] Glu Glu Gly Ser Glu Pro Arg Gly Pro Gly Gln Arg Glu Thr Gly Arg
[3813] 115 120 125

[3814]  Gln Glu Gly Glu Lys Glu Lys Gln Arg Pro Glu Arg Glu Pro Ser Tyr
[3815] 130 135 140

[3816] Glu Lys Glu Glu Asp Glu Glu Glu Lys Gln Lys Tyr Gln Tyr His Arg
[3817] 145 150 155 160
[3818] Glu Lys Lys Glu Gln Arg Glu Val Arg Pro Gly Arg Glu Arg Phe Glu
[3819] 165 170 175
[3820] Arg His Glu Asp Glu Glu Gln Trp Arg Gly Ile Gln Arg His Glu Asp
[3821] 180 185 190
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[3822] Pro Glu Glu Arg Ala Arg Glu Arg Tyr Arg Ala Glu Ile Ala Lys Arg
[3823] 195 200 205

[3824] Gln Val Glu Glu Glu Arg Glu Glu Arg Asp Ile Pro His Glu Arg Glu
[3825] 210 215 220

[3826] Gln Arg Asn Pro Phe Leu Phe Lys Ser Asn Lys Phe Gln Thr Leu Phe
[3827] 225 230 235 240
[3828] Gln Asn Glu Asn Gly Tyr Ile Arg Arg Leu Gln Arg Phe Asp Lys Arg
[3829] 245 250 255
[3830] Ser Asp Leu Phe Glu Asn Leu Gln Asn Tyr Arg Leu Val Glu Tyr Arg
[3831] 260 265 270

[3832] Ala Lys Pro His Thr Ile Phe Leu Pro Gln His Ile Asp Ala Asp Leu
[3833] 275 280 285

[3834] Tle Ile Val Val Leu Ser Gly Arg Ala Ile Leu Thr Val Leu Ser Pro
[3835] 290 295 300

[3836] Asp Asp Arg Asn Ser Tyr Asn Leu Glu Arg Gly Asp Thr Ile Lys Leu
[3837] 305 310 315 320
[3838] Pro Ala Gly Thr Thr Ser Tyr Leu Val Asn Gln Asp Asp Glu Glu Asp
[3839] 325 330 335
[3840] Leu Arg Val Val Asp Leu Ala Ile Pro Val Asn Arg Pro Gly Lys Val
[3841] 340 345 350

[3842] Glu Ser Phe Leu Leu Ser Gly Asn Lys Asn Gln Tyr Leu Arg Gly Phe
[3843] 355 360 365

[3844] Ser Lys Asn Ile Leu Glu Ala Ser Phe Asn Thr Asn Tyr Glu Thr Ile
[3845] 370 375 380

[3846] Glu Arg Val Leu Leu Glu Glu Gln Asp Lys Glu Ser Gln Gln Ser Ile
[3847] 385 390 395 400
[3848] Gly Gln Lys Arg Arg Ser Gln Arg Gln Glu Thr Asn Ala Leu Val Lys
[3849] 405 410 415
[3850] Val Ser Arg Glu Gln Leu Glu Asp Leu Lys Arg Leu Ala Lys Ser Ser
[3851] 420 425 430

[3852] Ser Gln Glu Gly Leu Ser Ser Gln Phe Glu Pro Ile Asn Leu Arg Ser
[3853] 435 440 445

[3854] Gln Asn Pro Lys Tyr Ser Asn Lys Phe Gly Lys Val Phe Glu Ile Thr
[3855] 450 455 460

[3856] Pro Glu Lys Lys Tyr Pro Gln Leu Gln Asp Leu Asp Leu Phe Val Ser
[3857] 465 470 475 480
[3858] Ser Val Asp Ile Lys Glu Gly Ala Leu Met Leu Pro His Tyr Asn Ser
[3859] 485 490 495
[3860] Arg Ala Ile Val Val Leu Leu Val Asn Glu Gly Arg Gly Asn Leu Glu
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[3861] 500 505 510

[3862] Leu Val Gly Leu Lys Asn Glu Gln Gln Glu Gln Arg Glu Lys Glu Asp
[3863] 515 520 525

[3864] Glu Gln Gln Glu Arg Asn Asn Gln Val Gln Arg Tyr Glu Ala Arg Leu
[3865] 530 535 540

[3866] Ser Pro Gly Asp Val Val Ile Ile Pro Ala Gly His Pro Val Ala Val
[3867] 545 550 555 560
[3868] Arg Ala Ser Ser Asp Leu Asn Leu Leu Ala Phe Gly Ile Asn Ala Glu
[3869] 565 570 575
[3870] Asn Asn Gln Arg Asn Phe Leu Ala Gly Ser Asp Asp Asn

[3871] 580 585

[3872] <210> 234

[3873] <211> 463

[3874] <212> PRT

[3875]  <213> PR HTH

[3876]  <400> 234

[3877] Met Ala Ile Lys Ala Pro Phe Gln Leu Leu Met Leu Leu Gly Ile Phe
[3878] 1 5 10 15
[3879] Phe Leu Ala Ser Val Cys Val Ser Ser Arg Asp Asp Arg His Asp Gln
[3880] 20 25 30

[3881] Glu Asn Pro Phe Phe Phe Asn Ala Asn His Phe Gln Thr Leu Phe Glu
[3882] 35 40 45

[3883] Asn Glu Asn Gly His Ile Arg Leu Leu Gln Arg Phe Asp Lys Arg Ser
[3884] 50 55 60

[3885] Lys Ile Phe Glu Asn Leu Gln Asn Tyr Arg Leu Leu Glu Tyr His Ser
[3886] 65 70 75 80
[3887] Lys Pro His Thr Leu Phe Leu Pro Gln His Asn Asp Ala Asp Phe Ile
[3888] 85 90 95
[3889] Leu Ala Val Leu Ser Gly Lys Ala Ile Leu Thr Val Leu Asn Pro Asp
[3890] 100 105 110

[3891] Asn Arg Asn Ser Phe Asn Leu Glu Arg Gly Asp Thr Ile Lys Leu Pro
[3892] 115 120 125

[3893] Ala Gly Ser Ile Ala Tyr Leu Ala Asn Arg Asp Asp Asn Glu Asp Leu
[3894] 130 135 140

[3895] Arg Val Leu Asp Leu Ala Ile Pro Val Asn Arg Pro Gly Lys Phe Gln
[3896] 145 150 155 160
[3897] Ser Phe Ser Leu Ser Gly Ser Gln Asn Gln Gln Ser Phe Phe Ser Gly
[3898] 165 170 175
[3899] Phe Ser Lys Asn Ile Leu Glu Ala Ala Phe Asn Ala Asn Tyr Glu Glu
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[3900] 180 185 190

[3901] Tle Glu Arg Val Leu Ile Glu Glu His Glu Gln Glu Pro Gln His Arg
[3902] 195 200 205

[3903] Arg Gly Leu Arg Lys Asp Arg Arg Gln Gln Ser Gln Asp Ser Asn Val
[3904] 210 215 220

[3905] Tle Val Lys Val Ser Arg Glu Gln Ile Glu Glu Leu Ser Arg His Ala
[3906] 225 230 235 240
[3907] Lys Ser Ser Ser Arg Arg Ser Gly Ser Ser Glu Ser Ala Pro Phe Asn
[3908] 245 250 255
[3909] Leu Arg Ser Arg Glu Pro Ile Tyr Ser Asn Glu Phe Gly Asn Phe Phe
[3910] 260 265 270

[3911]  Glu Ile Thr Pro Glu Lys Asn Pro Gln Leu Lys Asp Leu Asp Ile Leu
[3912] 275 280 285

[3913]  Val Asn Tyr Ala Glu Ile Arg Glu Gly Ser Leu Leu Leu Pro His Phe
[3914] 290 295 300

[3915]  Asn Ser Arg Ala Thr Val Ile Val Val Val Asp Glu Gly Lys Gly Glu
[3916] 305 310 315 320
[3917]  Phe Glu Leu Val Gly Gln Arg Asn Glu Asn Gln Gln Glu Gln Arg Glu
[3918] 325 330 335
[3919]  Glu Asp Glu Gln Gln Glu Glu Glu Arg Ser Gln Gln Val Gln Arg Tyr
[3920] 340 345 350

[3921] Arg Ala Arg Leu Ser Pro Gly Asp Val Tyr Val Ile Pro Ala Gly His
[3922] 355 360 365

[3923] Pro Thr Val Val Ser Ala Ser Ser Asp Leu Ser Leu Leu Gly Phe Gly
[3924] 370 375 380

[3925] Tle Asn Ala Glu Asn Asn Glu Arg Asn Phe Leu Ala Gly Glu Glu Asp
[3926] 385 390 395 400
[3927] Asn Val Ile Ser Gln Ile Glu Arg Pro Val Lys Glu Val Ala Phe Pro
[3928] 405 410 415
[3929] Gly Ser Ala Gln Asp Val Glu Ser Leu Leu Lys Asn Gln Arg Gln Ser
[3930] 420 425 430

[3931]  Tyr Phe Ala Asn Ala Gln Pro Gln Gln Arg Glu Arg Glu Glu Gly Arg
[3932] 435 440 445

[3933] Ser Gln Arg Gln Arg Glu Leu Ile Ser Ser Ile Leu Gly Val Phe
[3934] 450 455 460

[3935] <210> 235

[3936] <211> 499

[3937] <212> PRT

[3938]  <213> PR mi T
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[3939]  <400> 235

[3940] Met Ala Thr Thr Phe Lys Ser Arg Phe Ser Leu Leu Leu Leu Leu Gly
[3941] 1 5 10 15
[3942] Tle Ile Phe Leu Ala Phe Val Cys Val Thr Cys Ala Asn Tyr Asp Glu
[3943] 20 25 30

[3944] Gly Ser Glu Pro Arg Val Pro Gly Gln Arg Glu Arg Gly Arg Gln Glu
[3945] 35 40 45

[3946] Gly Glu Lys Glu Glu Gln Ser Arg Glu Arg His Pro Gln Arg Glu Pro
[3947] 50 55 60

[3948] Ser Arg Glu Lys Glu Glu Asp Glu Glu Glu Lys Gln Lys Tyr Asp Glu
[3949] 65 70 75 80
[3950] Gly Thr Glu Pro Arg Val Pro Gly Gln Arg Glu Arg Gly Arg Gln Glu
[3951] 85 90 95
[3952] Gly Glu Lys Glu Glu Gln Arg Arg Glu Arg His Pro Gly Gln Arg Glu
[3953] 100 105 110

[3954] Pro Ser Gln Glu Glu Asp Glu Glu Arg Glu Glu Ser Asp Arg Arg Gln
[3955] 115 120 125

[3956] Glu Gly Ser Ser Lys Ser Glu Glu Gln Arg Asn Pro Phe Leu Phe Lys
[3957] 130 135 140

[3958] Ser Asn Lys Phe Leu Thr Leu Phe Gln Asn Gly Asn Gly His Ile Arg
[3959] 145 150 155 160
[3960] Leu Leu Gln Arg Phe Asp Lys Arg Ser Asp Leu Phe Glu Asn Leu Gln
[3961] 165 170 175
[3962] Asn Tyr Arg Leu Leu Glu Tyr Arg Ala Lys Pro His Thr Ile Phe Leu
[3963] 180 185 190

[3964] Pro Gln His Ile Asp Ala Asp Leu Ile Leu Val Val Leu Ser Gly Arg
[3965] 195 200 205

[3966] Ala Ile Leu Thr Val Leu Ser Pro Asp Asp Arg Asn Ser Tyr Asn Leu
[3967] 210 215 220

[3968] Glu Arg Gly Asp Thr Ile Lys Leu Pro Ala Gly Thr Thr Ser Tyr Pro
[3969] 225 230 235 240
[3970] Leu Asn Gln Asp Asp Glu Glu Asp Leu Arg Val Val Asp Leu Ala Ile
[3971] 245 250 255
[3972] Ser Val Asn Arg Pro Gly Lys Val Glu Ser Phe Asn Leu Ser Gly Asn
[3973] 260 265 270

[3974] Lys Asn Gln Tyr Leu Arg Gly Phe Ser Glu Asn Ile Leu Glu Ala Ser
[3975] 275 280 285

[3976]  Phe Asn Thr Lys Tyr Glu Thr Ile Glu Lys Val Leu Leu Glu Glu Gln
[3977] 290 295 300
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[3978] Asp Lys Glu Ser Gln Gln Pro Arg Gly Gln Arg Leu Gln Arg Gln Glu
[3979] 305 310 315 320
[3980] Thr Asn Ala Leu Val Lys Val Ser Arg Glu Gln Val Glu Glu Leu Lys
[3981] 325 330 335
[3982] Arg Leu Ala Arg Thr Ser Ser Lys Lys Gly Val Ser Ser Glu Phe Glu
[3983] 340 345 350

[3984] Pro Phe Asn Leu Arg Ser His Gly Pro Lys Tyr Ser Asn Lys Phe Gly
[3985] 355 360 365

[3986] Lys Phe Phe Glu Ile Thr Pro Glu Lys Lys Tyr Pro Gln Leu Gln Asp
[3987] 370 375 380

[3988] Leu Asp Ile Ser Val Ser Ser Val Glu Ile Asn Glu Gly Ala Leu Phe
[3989] 385 390 395 400
[3990] Leu Pro His Tyr Asn Ser Arg Ala Ile Val Val Val Leu Val Asp Glu
[3991] 405 410 415
[3992] Gly Lys Gly Asn Leu Glu Leu Val Gly Phe Lys Asn Glu Gln Gln Glu
[3993] 420 425 430

[3994] Gln Arg Glu Lys Glu Asp Glu Gln Glu Glu Arg Asn Lys Gln Val Gln
[3995] 435 440 445

[3996] Arg Tyr Glu Ala Lys Leu Ser Pro Gly Asp Val Val Ile Ile Pro Ala
[3997] 450 455 460

[3998] Gly His Pro Val Ala Val Ser Ala Ser Ser Asn Leu Asn Leu Leu Gly
[3999] 465 470 475 480
[4000] Phe Gly Ile Asn Ala Glu Asn Asn Gln Arg Asn Phe Leu Thr Gly Ser
[4001] 485 490 495
[4002] Asp Asp Asn

[4003] <210> 236

[4004] <211> 515

[4005] <212> PRT

[4006]  <213> BT

[4007]  <400> 236

[4008] Met Ala Thr Thr Ile Lys Leu Arg Phe Pro Leu Leu Leu Leu Leu Gly
[4009] 1 5 10 15
[4010] Val Ile Leu Leu Ala Ser Val Cys Val Thr Cys Ala Asn Tyr Asp Glu
[4011] 20 25 30

[4012]  Gly Ser Glu Pro Arg Val Pro Gly Arg Pro Glu Gly Glu Lys Glu Glu
[4013] 35 40 45

[4014] Lys His Arg Gly Lys Leu Arg Pro Ser Tyr Glu Lys Glu Glu Asp Glu
[4015] 50 55 60

[4016]  Gly Glu Lys Gln Arg Tyr His Tyr Glu Lys Lys Glu Gln Lys Glu Ala
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[4017] 65 70 75 80
[4018] Gln Pro Arg Arg Glu Lys Lys Glu Gln Lys Glu Glu Glu Lys Gln Val
[4019] 85 90 95
[4020] Glu Glu Glu Ser Arg Glu Ser Gln Arg Tyr Glu Asp Pro Gly Glu Arg
[4021] 100 105 110

[4022] Ala Arg Glu Arg Tyr Arg Ala Glu Ile Ile Lys Arg Gln Val Glu Lys
[4023] 115 120 125

[4024]  Glu Arg Glu Glu Arg Asp Arg Arg His Gln Arg Glu Gly Glu Glu Glu
[4025] 130 135 140

[4026]  Glu Gly Ser Ser Lys Ser Arg Asn Pro Phe Leu Phe Lys Ser Asn Asn
[4027] 145 150 155 160
[4028] Phe Leu Thr Leu Phe Glu Asn Glu Asn Gly His Ile Arg Leu Leu Gln
[4029] 165 170 175
[4030] Arg Phe Asp Lys Arg Ser Asp Leu Phe Glu Asn Leu Gln Asn Tyr Arg
[4031] 180 185 190

[4032] Leu Val Glu Tyr Arg Ala Lys Pro His Thr Ile Phe Leu Pro Gln His
[4033] 195 200 205

[4034] Tle Asp Ala Asp Leu Ile Leu Val Val Leu Ser Gly Lys Ala Ile Leu
[4035] 210 215 220

[4036] Thr Val Leu Ser Pro Asn Asn Arg Asn Ser Tyr Asn Leu Lys Arg Gly
[4037] 225 230 235 240
[4038] Asp Thr Ile Lys Leu Pro Ala Gly Thr Thr Ser Tyr Leu Leu Asn Ser
[4039] 245 250 255
[4040] Asp Asp Glu Glu Asp Leu Arg Met Val Asp Leu Ala Ile Ser Val Asn
[4041] 260 265 270

[4042] Arg Pro Gly Lys Val Glu Ser Phe Asn Leu Ser Gly Asn Lys Asn Gln
[4043] 275 280 285

[4044]  Tyr Leu Arg Gly Phe Ser Lys Asn Ile Leu Glu Ala Ser Phe Asn Thr
[4045] 290 295 300

[4046] Lys Tyr Glu Thr Ile Glu Lys Val Leu Leu Glu Glu Gln Asp Lys Glu
[4047] 305 310 315 320
[4048] Ser Gln Gln Ser Ile Gly Gln Lys Arg Ile Ser Gln Arg Gln Glu Thr
[4049] 325 330 335
[4050] Asn Ala Leu Val Lys Val Ser Arg Glu Gln Ile Glu Glu Pro Lys Arg
[4051] 340 345 350

[4052] Leu Ala Arg Ser Ser Ser Arg Lys Gly Val Ser Ser Glu Phe Glu Pro
[4053] 355 360 365

[4054] Tle Asn Leu Arg Ser Gln Arg Pro Lys Tyr Ser Asn Lys Phe Gly Lys
[4055] 370 375 380
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[4056]
[4057]
[4058]
[4059]
[4060]
[4061]
[4062]
[4063]
[4064]
[4065]
[4066]
[4067]
[4068]
[4069]
[4070]
[4071]
[4072]
[4073]
[4074]
[4075]
[4076]
[4077]
[4078]
[4079]
[4080]
[4081]
[4082]
[4083]
[4084]
[4085]
[4086]
[4087]
[4088]
[4089]
[4090]
[4091]
[4092]
[4093]
[4094]

Phe
385
Asp
Pro
Lys
Arg
Arg
465
Gly

Phe

Asp

Tyr

Val

His

Gly

Glu

450

Tyr

His

Gly

Asp

Glu

Ser

Tyr

Asn

435

Lys

Asp

Pro

Ile

Asn
515

<210> 237
211> 494
<212> PRT
213> FEALZET AR
<400> 237
Met Ala Thr Thr Thr

1

Leu
Pro
Arg
Val
65

Thr

Arg

Ser

Leu
Trp
Leu
50

Thr
Phe

Tyr

Met

Cys
His
35

Gln
Glu
Val

Thr

Gly
115

Ile

Val

Asn

420

Leu

Glu

Ala

Val

Asn
500

His
20

Ser

Ala

Ile

Asn
100
Leu

Ser
Ser
405

Ser

Glu

Ala
485
Ala

5
Gly

Ser
Phe
Phe
Arg
85

Thr

Thr

Pro
390
Ser
Arg
Leu
Glu
Leu
470

Val

Glu

Phe

Ser

Arg

Glu

Asp

70

Arg

Pro

Phe

Glu Lys Lys Tyr

Val Glu
Ala Ile
Ile Gly

440
Gln Gln
455

Ser Ser

Ser Ala

Asn Ser

Ser Arg
Met Ala
Arg Gly
40

Pro Leu
55

Glu Arg
Val Ile

Gly Val

Pro Gly
120

Ile
Val
425
Phe
His
Gly

Ser

Gln
505

Phe

Gln
25
Gly

Asn

Glu

Val
105
Cys

157

Asn
410
Thr
Gln
Glu
Asp
Ser

490
Arg

Ser
10

Leu
Ser
Arg
Glu
Pro
90

Tyr

Pro

Pro
395
Glu
Val

Asn

Val
475

Asn

Asn

Ile

Phe

Arg

Val

Gln

75

Gln

Ile

Ala

Gln

Gly

Leu

Glu

Asn

460

Val

Leu

Phe

Tyr

Ser

Asp

Arg

60

Phe

Gly

Met

Thr

Leu

Ala

Val

Gln

445

Lys

Ile

Asp

Leu

Phe
Pro
Cys

45

Ser

Gln

Leu

Gln

Tyr
125

Gln

Leu

Asn

430

Gln

Gln

Ile

Leu

Thr
510

Cys

Thr
30
Arg

Glu

Cys

Leu

Gly

110
Gln

Asp
Leu
415
Glu
Gly
Val
Pro
Leu

495
Gly

Val
15

Leu
Phe
Ala

Thr

Val
95
Arg

Gln

Leu
400
Leu
Gly
Gln
Gln
Ala
480

Gly

Ser

Leu

Asn

Asp

Gly

Gly

80

Pro

Gly

Gln
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[4095] Phe Gln Gln Phe Leu Pro Glu Gly Gln Ser Gln Ser Gln Lys Phe Arg
[4096] 130 135 140

[4097]  Asp Glu His Gln Lys Ile His Gln Phe Arg Gln Gly Asp Ile Val Ala
[4098] 145 150 155 160
[4099] Leu Pro Ala Gly Val Ala His Trp Phe Tyr Asn Glu Gly Asp Thr Pro
[4100] 165 170 175
[4101] Val Val Ala Leu Tyr Val Phe Asp Ile Asn Asn Ser Ala Asn Gln Leu
[4102] 180 185 190

[4103] Glu Pro Arg Gln Lys Asp Phe Leu Leu Ala Gly Asn Asn Asn Arg Glu
[4104] 195 200 205

[4105] Gln Gln Val Tyr Gly Arg Ser Ile Glu Lys His Ser Gly Gln Asn Ile
[4106] 210 215 220

[4107]  Phe Ser Gly Phe Asn His Glu Leu Leu Ser Glu Ala Leu Gly Ile Ser
[4108] 225 230 235 240
[4109] Thr Leu Ala Ala Lys Arg Leu Gln Gly Gln Asn Asp His Arg Gly Glu
[4110] 245 250 255
[4111]  Tle Ile Arg Val Arg Asn Gly Leu Gln Leu Leu Lys Pro Thr Phe Thr
[4112] 260 265 270

[4113]  Gln Gln GIn Glu Gln Ala Gln Ser Gln Tyr Gln Val Gln Tyr Ser Glu
[4114] 275 280 285

[4115]  Lys Gln Gln Glu Ser Thr Arg Cys Asn Gly Leu Asp Glu Asn Phe Cys
[4116] 290 295 300

[4117]  Thr Ile Asn Ala Arg Leu Asn Ile Glu Asn Pro Ser Arg Ala Asp Thr
[4118] 305 310 315 320
[4119]  Tyr Asn Pro Arg Ala Gly Arg Ile Thr His Leu Asn Asn Gln Lys Phe
[4120] 325 330 335
[4121]  Pro Ile Leu Asn Leu Val Gln Met Ser Ala Thr Arg Val Asn Leu Tyr
[4122] 340 345 350

[4123]  Gln Asn Ala Ile Leu Ser Pro Tyr Trp Asn Val Asn Ala His Ser Leu
[4124] 355 360 365

[4125] Val Tyr Met Val Gln Gly His Ala Arg Val Gln Val Val Ser Asn Leu
[4126] 370 375 380

[4127]  Gly Lys Thr Val Phe Asn Ser Val Leu Arg Pro Gly Gln Leu Leu Ile
[4128] 385 390 395 400
[4129] Tle Pro Gln His Tyr Val Val Leu Lys Lys Ala Glu Arg Glu Gly Cys
[4130] 405 410 415
[4131]  Gln Tyr Ile Ala Phe Lys Thr Asn Ala Asn Ser Ile Val Ser Gln Leu
[4132] 420 425 430

[4133] Ala Gly Lys Asn Ser Ile Leu Arg Ala Met Pro Val Asp Val Val Ala
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[4134] 435 440 445

[4135] Asn Ala Tyr Arg Ile Ser Arg Glu Gln Ala Arg Asp Leu Lys Asn Asn
[4136] 450 455 460

[4137]  Arg Gly Glu Glu Leu Gly Ala Phe Thr Pro Lys Phe Glu Gln Gln Ser
[4138] 465 470 475 480
[4139]  Tyr Pro Gly Leu Ser Asn Glu Ser Glu Ser Glu Ala Ser Glu

[4140] 485 490

[4141]  <210> 238

[4142]  <211> 515

[4143]  <212> PRT

[4144]  <213> k&

[4145]  <400> 238

[4146] Met Ala Thr Thr Ser Phe Pro Ser Val Leu Phe Tyr Ser Cys Ile Phe
[4147] 1 5) 10 15
[4148] Leu Leu Tyr Asn Gly Ser Met Ala Gln Leu Phe Gly Gln Ser Phe Thr
[4149] 20 25 30

[4150] Pro Trp Gln Ser Ser Arg Gln Gly Gly Leu Lys Gly Cys Lys Phe Asp
[4151] 35 40 45

[4152] Arg Leu Gln Ala Phe Glu Pro Leu Arg Gln Val Arg Ser Gln Ala Gly
[4153] 50 55 60

[4154]  Val Thr Glu Tyr Phe Asp Glu Gln Asn Glu Gln Phe Arg Cys Thr Gly
[4155] 65 70 75 80
[4156] Val Phe Val Ile Arg Arg Val Ile Glu Pro Gln Gly Leu Leu Leu Pro
[4157] 85 90 95
[4158]  Gln Tyr His Asn Ala Pro Gly Leu Val Tyr Ile Leu Gln Gly Arg Gly
[4159] 100 105 110

[4160]  Tyr Thr Gly Leu Thr Phe Pro Gly Cys Pro Ala Thr Phe Gln Gln Gln
[4161] 115 120 125

[4162]  Phe Gln Pro Phe Asp Gln Ala Gln Asp Gln Ser Gln Ser His Leu Lys
[4163] 130 135 140

[4164] Asp Glu His Gln Arg Val His Arg Phe Lys Gln Gly Asp Val Ile Ala
[4165] 145 150 155 160
[4166] Leu Pro Ala Gly Ile Val His Trp Gly Tyr Asn Asp Gly Asp Ala Pro
[4167] 165 170 175
[4168] Val Val Ala Ile Tyr Val Phe Asp Val Asn Asn Asn Ala Asn Gln Leu
[4169] 180 185 190

[4170]  Glu Pro Arg Gln Lys Glu Phe Leu Leu Ala Gly Asn Asn Lys Glu Asp
[4171] 195 200 205

[4172]  Gln Gln Phe Gly Gln Asn Ile Phe Ser Gly Phe Asn Ile Gln Leu Leu
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[4173] 210 215 220

[4174]  Ser Glu Ala Leu Gly Ile Ser Gln Gln Ala Ala Gln Arg Ile Gln Ser
[4175] 225 230 235 240
[4176] Gln Lys Glu Gln Arg Gly Glu Ile Ile Arg Val Thr Gln Ala Leu Gln
[4177] 245 250 255
[4178]  Phe Leu Lys Pro Thr Met Ser Gln Gln Glu Leu Val Glu His Gln Ala
[4179] 260 265 270

[4180] Tyr Gln Pro Ile Gln Ser Gln Glu Gly Gln Ser Thr Gln Tyr Gln Val
[4181] 275 280 285

[4182] Gly Gln Ser Thr Gln Tyr Gln Glu Gly Gln Ser Thr Gln Tyr Gln Ala
[4183] 290 295 300

[4184] Gly Gln Ser Gln Asp Arg Ser Phe Asn Gly Leu Glu Glu Asn Phe Cys
[4185] 305 310 315 320
[4186] Ser Leu Glu Ala Arg Gln Asn Ile Gly Asn Pro Lys Arg Ala Asp Thr
[4187] 325 330 335
[4188] His Asn Pro Arg Ala Gly Arg Ile Thr Arg Leu His Gly Gln Asn Phe
[4189] 340 345 350

[4190] Pro Ile Leu Asn Leu Val Gln Met Ser Ala Thr Arg Val Asn Leu Tyr
[4191] 355 360 365

[4192]  Gln Asn Ala Ile Leu Ser Pro Phe Trp Asn Ile Asn Ala His Ser Val
[4193] 370 375 380

[4194]  Val Tyr Met Ile Gln Gly His Ala Gln Val Gln Val Val Asn Asn Asn
[4195] 385 390 395 400
[4196] Gly Gln Thr Val Phe Asn Asp Arg Leu Arg Gln Gly Gln Leu Leu Ile
[4197] 405 410 415
[4198]  Val Pro Gln His Tyr Val Val Leu Lys Lys Ala Glu Arg Glu Gly Cys
[4199] 420 425 430

[4200] Gln Tyr Ile Ser Phe Lys Thr Asn Pro Asn Ser Met Val Ser His Ile
[4201] 435 440 445

[4202] Ala Gly Lys Ser Ser Ile Leu Arg Ala Leu Pro Val Asp Val Leu Ala
[4203] 450 455 460

[4204] Asn Ala Tyr Arg Ile Ser Arg Gln Glu Ala Arg Asn Leu Lys Asn Asn
[4205] 465 470 475 480
[4206] Arg Gly Gln Glu Ser Gly Val Phe Thr Pro Lys Phe Thr Gln Thr Ser
[4207] 485 490 495
[4208]  Phe Gln Pro Tyr Pro Glu Gly Glu Asp Glu Ser Ser Leu Thr Asn Lys
[4209] 500 505 510

[4210]  Ala Ser Glu

[4211] 515
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[4212]  <210> 239

[4213]  <211> 493

[4214]  <212> PRT

[4215]  <213> —FJGAALT

[4216]  <400> 239

[4217]  Met Ala His Thr Ser Phe Ser Ser Val Leu Ser Tyr Phe Cys Ile Phe
[4218] 1 5 10 15
[4219] Leu Leu Phe His Gly Ser Met Ala Gln Val Pro Gly Gln Gly Ser Thr
[4220] 20 25 30

[4221]  Trp Gln Ser Pro Arg Gln Gly Gly Ser Arg Glu Cys Ser Phe Asp Arg
[4222] 35 40 45

[4223] Leu Gln Thr Ile Glu Pro Leu Thr Gln Val Arg Ser Gln Ala Gly Leu
[4224] 50 55 60

[4225]  Thr Glu Tyr Phe Asp Glu Gln Asn Glu Gln Phe Arg Cys Ala Gly Val
[4226] 65 70 75 80
[4227] Ser Val Ile Arg Arg Val Ile Glu Pro Arg Gly Leu Leu Leu Pro Arg
[4228] 85 90 95
[4229]  Tyr His Asn Thr Pro Gly Leu Val Tyr Ile Leu Glu Gly Ser Gly Phe
[4230] 100 105 110

[4231] Val Gly Leu Ala Phe Pro Gly Cys Pro Glu Thr Phe Leu Glu Gln Phe
[4232] 115 120 125

[4233]  Gln Gln Ser Arg Gln Thr Gln Ser Thr Leu Gly Gln Ser Gln Cys Gln
[4234] 130 135 140

[4235] Ser Gln Ser Gln Lys Leu Gly Asp Val His Gln Arg Val His Gln Phe
[4236] 145 150 155 160
[4237]  Thr Gln Gly Asp Val Val Ala Leu Pro Ala Gly Val Ala His Trp Phe
[4238] 165 170 175
[4239]  Tyr Asn Gly Gly Asp Ala Pro Val Val Ala Val Tyr Val Phe Asp Val
[4240] 180 185 190

[4241]  Asn Asn Asn Ala Asn Gln Leu Glu Pro Arg Gln Lys Glu Phe Leu Leu
[4242] 195 200 205

[4243] Ala Gly Asn Tyr Asn Gly Val Leu Gln Ser Gly Arg Asn Ile Leu Asn
[4244] 210 215 220

[4245] Gly Leu Asn Ala Gln Leu Leu Ser Gln Ala Phe Gly Ile Asn Glu Gln
[4246] 225 230 235 240
[4247]  Thr Ser Arg Ile Ile Gln Asn Gln Asn Asp Gly Arg Gly Glu Ile Val
[4248] 245 250 255
[4249] Arg Val Glu Tyr Gly Leu Gln Phe Leu Thr Pro Val Val Thr Gln Gln
[4250] 260 265 270
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[4251]  Gln Gln Lys Gln Pro Phe Leu Pro Ile Glu Pro Gln Glu Gly Gln Ser
[4252] 275 280 285

[4253] Ser Arg Asn Gly Leu Glu Glu Asn Phe Cys Ser Leu Glu Pro Arg Gln
[4254] 290 295 300

[4255] Asn Ile Glu Asp Pro Asn Arg Ala Asp Thr Tyr Asn Pro Arg Ala Gly
[4256] 305 310 315 320
[4257] Ser Ile Ala Arg Leu Asn Gly Gln Asn Phe Pro Ile Leu Asn Leu Val
[4258] 325 330 335
[4259]  Gln Met Ser Ala Thr Arg Val Asn Leu Gln Lys Asn Ala Ile Val Ser
[4260] 340 345 350

[4261]  Pro Phe Trp Asn Ile Asn Ala His Ser Val Val Tyr Val Ile Gln Gly
[4262] 355 360 365

[4263]  Gln Ala Ser Val Gln Val Val Asn Asn Gln Gly Arg Asn Val Phe Asn
[4264] 370 375 380

[4265] Gly Leu Leu Arg Arg Gly Gln Leu Leu Ile Ile Pro Gln Asn Tyr Val
[4266] 385 390 395 400
[4267] Val Leu Lys Lys Ala Glu Ser Glu Gly Tyr Gln Tyr Ile Ala Phe Lys
[4268] 405 410 415
[4269] Thr Asn Ala Asn Ser Met Val Ser His Ile Ala Gly Lys Asn Ser Ile
[4270] 420 425 430

[4271]  Leu Arg Ala Leu Pro Val Asp Val Ile Ala Asn Ala Tyr Arg Ile Ser
[4272] 435 440 445

[4273] Arg Gln Glu Ala Gln Asn Leu Lys Asn Asn Arg Gly Glu Glu Ile Gly
[4274] 450 455 460

[4275] Val Leu Thr Pro Asn Phe Pro Gln Ser Ser Cys Gln Ser Tyr Pro Ile
[4276] 465 470 475 480
[4277]  Gly Asp Val Asp Ser Ser Ser Thr Pro Lys Ala Gln Glu

[4278] 485 490

[4279]  <210> 240

[4280] <211> 489

[4281]  <212> PRT

[4282]  <213> JKHH

[4283]  <400> 240

[4284] Met Ala Gln Phe Ser Phe Gly Gly Ser Pro Leu Gln Ser Pro Arg Gly
[4285] 1 5) 10 15
[4286] Phe Arg Gly Asp Gln Asp Ser Arg His Gln Cys Arg Phe Glu His Leu
[4287] 20 25 30

[4288] Thr Ala Leu Glu Ala Thr His Gln Gln Arg Ser Glu Ala Gly Phe Thr
[4289] 35 40 45
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[4290]  Glu Tyr Tyr Asn Ile Glu Ala Arg Asn Glu Phe Arg Cys Ala Gly Val
[4291] 50 55 60

[4292] Ser Val Arg Arg Leu Val Val Glu Ser Lys Gly Leu Val Leu Pro Met
[4293] 65 70 75 80
[4294]  Tyr Ala Asn Ala His Lys Leu Val Tyr Ile Val Gln Gly Arg Gly Val
[4295] 85 90 95
[4296]  Phe Gly Met Ala Leu Pro Gly Cys Pro Glu Thr Phe Gln Ser Val Arg
[4297] 100 105 110

[4298] Ser Pro Phe Glu Gln Glu Val Ala Thr Ala Gly Glu Ala Gln Ser Ser
[4299] 115 120 125

[4300] Tle Gln Lys Met Arg Asp Glu His Gln Gln Leu His Gln Phe His Gln
[4301] 130 135 140

[4302] Gly Asp Val Ile Ala Val Pro Ala Gly Val Ala His Trp Leu Tyr Asn
[4303] 145 150 155 160
[4304] Asn Gly Asp Ser Pro Val Val Ala Phe Thr Val Ile Asp Thr Ser Asn
[4305] 165 170 175
[4306] Asn Ala Asn Gln Leu Asp Pro Lys Arg Arg Glu Phe Phe Leu Ala Gly
[4307] 180 185 190

[4308] Lys Pro Arg Ser Ser Trp Gln Gln Gln Ser Tyr Ser Tyr Gln Thr Glu
[4309] 195 200 205

[4310] Gln Leu Ser Arg Asn Gln Asn Ile Phe Ala Gly Phe Ser Pro Asp Leu
[4311] 210 215 220

[4312] Leu Ser Glu Ala Leu Ser Val Ser Lys Gln Thr Val Leu Arg Leu Gln
[4313] 225 230 235 240
[4314]  Gly Leu Ser Asp Pro Arg Gly Ala Ile Ile Arg Val Glu Asn Gly Leu
[4315] 245 250 255
[4316] Gln Ala Leu Gln Pro Ser Leu Gln Val Glu Pro Val Lys Glu Glu Gln
[4317] 260 265 270

[4318] Thr Gln Ala Tyr Leu Pro Thr Lys Gln Leu Gln Pro Thr Trp Leu Arg
[4319] 275 280 285

[4320] Ser Gly Gly Ala Cys Gly Gln Gln Asn Val Leu Asp Glu Ile Met Cys
[4321] 290 295 300

[4322] Ala Phe Lys Leu Arg Lys Asn Ile Asp Asn Pro Gln Ser Ser Asp Ile
[4323] 305 310 315 320
[4324]  Phe Asn Pro His Gly Gly Arg Ile Thr Arg Ala Asn Ser Gln Asn Phe
[4325] 325 330 335
[4326] Pro Ile Leu Asn Ile Ile Gln Met Ser Ala Thr Arg Ile Val Leu Gln
[4327] 340 345 350

[4328] Asn Asn Ala Leu Leu Thr Pro His Trp Thr Val Asn Ala His Thr Val
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[4329] 355 360 365

[4330] Met Tyr Val Thr Ala Gly Gln Gly His Ile Gln Val Val Asp His Arg
[4331] 370 375 380

[4332] Gly Arg Ser Val Phe Asp Gly Glu Leu His Gln Gln Gln Ile Leu Leu
[4333] 385 390 395 400
[4334] Tle Pro Gln Asn Phe Ala Val Val Val Lys Ala Arg Arg Glu Gly Phe
[4335] 405 410 415
[4336] Ala Trp Val Ser Phe Lys Thr Asn His Asn Ala Val Asp Ser Gln Ile
[4337] 420 425 430

[4338] Ala Gly Lys Ala Ser Ile Leu Arg Ala Leu Pro Val Asp Val Val Ala
[4339] 435 440 445

[4340] Asn Ala Tyr Arg Leu Ser Arg Glu Asp Ser Arg His Val Lys Phe Asn
[4341] 450 455 460

[4342] Arg Gly Asp Glu Met Ala Val Phe Ala Pro Arg Arg Gly Pro Gln Gln
[4343] 465 470 475 480
[4344]  Tyr Ala Glu Trp Gln Ile Asn Glu Lys

[4345] 485

[4346]  <210> 241

[4347]  <211> 489

[4348]  <212> PRT

[4349]  <213> JKHH

[4350]  <400> 241

[4351] Met Ala Gln Phe Ser Phe Gly Gly Ser Pro Leu Gln Ser Pro Arg Gly
[4352] 1 5 10 15
[4353] Phe Arg Gly Asp Gln Asp Ser Arg His Gln Cys Arg Phe Glu His Leu
[4354] 20 25 30

[4355] Thr Ala Leu Glu Ala Thr His Gln Gln Arg Ser Glu Ala Gly Phe Thr
[4356] 35 40 45

[4357]  Glu Tyr Tyr Asn Ile Glu Ala Arg Asn Glu Phe Arg Cys Ala Gly Val
[4358] 50 55 60

[4359]  Ser Val Arg Arg Leu Val Val Glu Ser Lys Gly Leu Val Leu Pro Met
[4360] 65 70 75 80
[4361]  Tyr Ala Asn Ala His Lys Leu Val Tyr Ile Val Gln Gly Arg Gly Val
[4362] 85 90 95
[4363]  Phe Gly Met Ala Leu Pro Gly Cys Pro Glu Thr Phe Gln Ser Val Arg
[4364] 100 105 110

[4365] Ser Pro Phe Glu Gln Glu Val Ala Thr Ala Gly Glu Ala Gln Ser Ser
[4366] 115 120 125

[4367] Met Gln Lys Met Arg Asp Glu His Gln Gln Leu His Gln Phe His Gln
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[4368] 130 135 140

[4369] Gly Asp Val Ile Ala Val Pro Ala Gly Val Ala His Trp Leu Tyr Asn
[4370] 145 150 155 160
[4371]  Asn Gly Asp Ser Pro Val Val Ala Phe Thr Val Ile Asp Thr Ser Asn
[4372] 165 170 175
[4373]  Asn Ala Asn Gln Leu Asp Pro Lys Arg Arg Glu Phe Phe Leu Ala Gly
[4374] 180 185 190

[4375] Lys Pro Arg Ser Ser Trp Gln Gln Gln Ser Tyr Ser Tyr Gln Thr Glu
[4376] 195 200 205

[4377]  Gln Leu Ser Arg Asn Gln Asn Ile Phe Ala Gly Phe Asn Pro Asp Leu
[4378] 210 215 220

[4379] Leu Ser Glu Ala Leu Ser Val Ser Lys Gln Thr Val Leu Arg Leu Gln
[4380] 225 230 235 240
[4381] Gly Leu Ser Asp Pro Arg Gly Ala Ile Ile Arg Val Glu Asn Gly Leu
[4382] 245 250 255
[4383] Gln Ala Leu Gln Pro Ser Leu Gln Val Glu Pro Val Lys Glu Glu Gln
[4384] 260 265 270

[4385] Thr Gln Ala Tyr Leu Pro Thr Lys Gln Leu Gln Pro Thr Trp Ser Arg
[4386] 275 280 285

[4387] Ser Gly Gly Ala Cys Gly Gln Gln Asn Gly Leu Asp Glu Ile Met Cys
[4388] 290 295 300

[4389] Ala Phe Lys Leu Arg Lys Asn Ile Asp Asn Pro Gln Ser Ser Asp Ile
[4390] 305 310 315 320
[4391]  Phe Asn Pro His Gly Gly Arg Ile Thr Arg Ala Asn Ser Gln Asn Phe
[4392] 325 330 335
[4393] Pro Ile Leu Asn Ile Ile Gln Met Ser Ala Thr Arg Ile Val Leu Gln
[4394] 340 345 350

[4395] Asn Asn Ala Leu Leu Thr Pro His Trp Thr Val Asn Ala His Thr Val
[4396] 355 360 365

[4397] Met Tyr Val Thr Ala Gly Gln Gly Arg Ile Gln Val Val Asp His Arg
[4398] 370 375 380

[4399] Gly Arg Ser Val Phe Asp Gly Glu Leu His Gln Gln Gln Ile Leu Leu
[4400] 385 390 395 400
[4401] Tle Pro Gln Asn Phe Ala Val Val Val Lys Ala Arg Arg Glu Gly Phe
[4402] 405 410 415
[4403] Ala Trp Val Ser Phe Lys Thr Asn His Asn Ala Val Asp Ser Gln Ile
[4404] 420 425 430

[4405] Ala Gly Lys Ala Ser Ile Leu Arg Ala Leu Pro Val Asp Val Val Ala
[4406] 435 440 445
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[4407]
[4408]
[4409]
[4410]
[4411]
[4412]
[4413]
[4414]
[4415]
[4416]
[4417]
[4418]
[4419]
[4420]
[4421]
[4422]
[4423]
[4424]
[4425]
[4426]
[4427]
[4428]
[4429]
[4430]
[4431]
[4432]
[4433]
[4434]
[4435]
[4436]
[4437]
[4438]
[4439]
[4440]
[4441]
[4442]
[4443]
[4444]
[4445]

Asn Ala Tyr Arg Leu

450

Arg Gly Asp Glu Met

465

Tyr Ala Glu Trp Gln

<210> 242
<211> 504
<212> PRT
<213> FEAL 28y A AH
<400> 242

Met Val Asp

1

Leu
Tyr
Arg
Glu
65

Arg
Leu
Gln
Phe
Ser
145
Arg
Tyr

Gly

Ala

Ser
Ser
Phe
50

Ala
Cys
Val
Gly
Gln

130

Ser

Gln

Asn

Asn

Gly
210

Gln
Ser
35

Glu
Gly
Ala
Leu
Arg
115
Ser
Thr
Gly
Asn
Asn

195
Lys

Met
Val
20

Arg
His
Ser
Arg
Pro
100

Gly

Val

Asp
Gly

180
Ala

Pro

485

Ser
5
Cys
Gly
Leu
Ile
Val
85
Val
Val
Arg
Lys
Val
165
Asp

Asn

Trp

Ser

Ala
470
Ile

Ile

Ile

Phe

Ala

Glu

70

Ser

Tyr

Phe

Ser

Leu

150

Ile

Ser

Gln

Gly

Arg Glu Asp Ser Arg Arg Val Lys Phe Asn

455
Val

Asn

Val

Ala

Arg

Ala

95

Tyr

Ala

Ala

Gly

Ala

135

Ala

Pro

Leu

215

Phe

Glu

Val
Gln
Gly

40
Leu

Arg

Asn

Met

120

Phe

Asp

Val

Val

200
Gln

460

Ala Pro Arg Arg Gly Pro Gln Gln

Lys

Pro
Val
25

Gly
Glu
Asn
Arg
Ala
105
Ala
Glu
Glu
Pro
Val

185

Pro

Gln

166

Val
10

Ser
Ser
Val
Thr
Leu
90

His
Leu
Met
His
Pro
170
Ala

Lys

Val

475

Cys

Phe

Ala

Thr

Glu

75

Val

Lys

Pro

Ala

Gln

155

Gly

Phe

Pro

Gln

Leu
Asp
Ser
His
60

Ala
Ile
Leu
Gly
Thr
140
Lys

Val

Ser

Thr
Gly
Gln

45
Gln

Glu
Leu
Cys
125
Gly
Ile
Ala
Val
Glu

205

Ser

Ile
Ser
30

Gln
Glu
Asp
Ser
Tyr
110
Pro
Asp
His
His
Ile
190

Phe

Tyr

Phe
15

Pro
Gln
Lys
Glu
Arg
95

Ile
Glu
Ala
Gln
Trp
175
Asp

Phe

Gln

480

Leu

Leu

Cys

Ser

Phe

80

Gly

Val

Thr

Glu

Phe

160

Leu

Phe

Leu

Ser
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[4446]
[4447]
[4448]
[4449]
[4450]
[4451]
[4452]
[4453]
[4454]
[4455]
[4456]
[4457]
[4458]
[4459]
[4460]
[4461]
[4462]
[4463]
[4464]
[4465]
[4466]
[4467]
[4468]
[4469]
[4470]
[4471]
[4472]
[4473]
[4474]
[4475]
[4476]
[4477]
[4478]
[4479]
[4480]
[4481]
[4482]
[4483]
[4484]

Glu
225
Leu
Gln
Leu
Glu
Ser
305
Met
Asp
Asn
Leu
Thr
385
His
Leu
Gly
Gln
Leu
465

Tyr

Gln

Gln
Leu
Glu
Gln
Gln
290
Gln
Cys
Ile
Phe
Gln
370
Val
Arg
Leu
Phe
Ile
450
Ala

Asn

Leu

Gln
Ala
Leu
Leu
275
Pro
Arg
Ala
Phe
Pro
355
Asn
Met
Gly
Ile
Ser
435
Ala
Lys

Arg

Tyr

<210> 243
211> 543
<212> PRT

Ser
Glu
Asn
260
Ala
Gln
Ser
Phe
Asn
340
Val

Asn

Tyr

Pro
420
Trp
Gly
Ala

Ala

Ala
500

Lys

Ala

245

Asp

Leu

Glu

Gly

Lys

325

Pro

Leu

Ala

Val

Thr

405

Gln

Val

Lys

Tyr

485
Glu

His
230
Leu
Gln
Asp
Tyr
Ala
310
Val
Arg
Asn
Leu
Thr
390
Val
Asn
Ser
Gly
Met
470

Glu

Ser

Gln Asn Ile Phe

Ser Val

Arg Gly

Pro Ser
280

Leu Ser

295

Cys Val

Ser Lys

Gly Gly

Ile Ile
360

Leu Thr

375

Ala Gly

Phe Asp

Phe Ala

Phe Lys
440

Ser Ile

455

Leu Ser

Thr Leu

Glu Lys

Ser

Ala
265
Phe
Ser
Gln
Asn
Arg
345
Gln
Pro
Gln
Gly
Val
425
Thr
Leu

Arg

Val

167

Arg
250
Ile
Gln
Gln
Asn
Ile
330
Ile
Met
His
Gly
Glu
410

Ala

Ser

Glu

Phe
490

Ala
235
Gln
Ile
Ala
Gln
Asn
315
Asn
Thr
Ser
Trp
Arg
395
Leu
Val
His
Ala
Glu

475
Ala

Gly
Thr
Arg
Glu
Gln
300
Gly
Ser
Arg
Ala
Thr
380
Ile
Arg
Lys
Asn
Leu
460

Ser

Pro

Phe
Ala
Val
Gln
285
Gln
Leu
Ala
Ala
Thr
365
Val
Gln
Gln
Ala
Ala
445
Pro

Arg

Arg

Asn

Met

Glu

270

Glu

Pro

Asp

Gln

Asn

350

Asn

Val

Gln

Arg

430

Ile

Val

Thr

Pro

Pro
Arg
255
Gln
Gln
Thr
Glu
Ser
335
Ser
Thr
Ala
Val
Gln
415
His
Asp
Asp

Leu

Glu
495

Asp
240
Leu

Gly

Glu

Ile
320
Thr
Gln
Val
His
Asp
400
Ile
Glu
Ser
Val
Lys

480
Ile
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[4485]  <213> i AR

[4486]  <400> 243

[4487] Met Ala Thr Thr Thr Lys Ser Arg Phe Pro Leu Leu Leu Leu Leu Gly
[4488] 1 5 10 15
[4489] Tle Ile Phe Leu Ala Ser Val Val Cys Val Thr Tyr Ala Asn Tyr Asp
[4490] 20 25 30

[4491]  Glu Gly Ser Glu Pro Arg Val Pro Gly Arg Arg Glu Arg Gly Arg Gln
[4492] 35 40 45

[4493]  Glu Gly Glu Lys Glu Glu Lys Arg His Gly Glu Trp Arg Pro Ser Tyr
[4494] 50 55 60

[4495]  Glu Lys Glu Glu Asp Glu Glu Glu Gly Gln Arg Glu Arg Gly Arg Gln
[4496] 65 70 75 80
[4497]  Glu Gly Glu Lys Glu Glu Lys Arg His Gly Glu Trp Gly Pro Ser Tyr
[4498] 85 90 95
[4499]  Glu Lys Gln Glu Asp Glu Glu Glu Lys Gln Lys Tyr Arg Tyr Gln Arg
[4500] 100 105 110

[4501]  Glu Lys Glu Asp Glu Glu Glu Lys Gln Lys Tyr Arg Tyr Gln Arg Glu
[4502] 115 120 125

[4503] Lys Lys Glu Gln Lys Glu Val Gln Pro Gly Arg Glu Arg Trp Glu Arg
[4504] 130 135 140

[4505] Glu Glu Asp Glu Glu His Val Asp Glu Glu Trp Arg Gly Ser Gln Arg
[4506] 145 150 155 160
[4507] His Glu Asp Pro Glu Glu Arg Ala Arg Leu Arg Tyr Arg Glu Glu Arg
[4508] 165 170 175
[4509] Thr Lys Arg Asp Arg Arg His Gln Arg Glu Gly Glu Glu Glu Glu Arg
[4510] 180 185 190

[4511]  Ser Ser Glu Ser Gln Glu Arg Arg Asn Pro Phe Leu Phe Lys Ser Asn
[4512] 195 200 205

[4513] Lys Phe Gln Thr Leu Phe Glu Asn Glu Asn Gly His Ile Arg Leu Leu
[4514] 210 215 220

[4515]  Gln Arg Phe Asp Lys Arg Ser Asp Leu Phe Glu Asn Leu Gln Asn Tyr
[4516] 225 230 235 240
[4517] Arg Leu Val Glu Tyr Arg Ala Lys Pro His Thr Ile Phe Leu Pro Gln
[4518] 245 250 255
[4519] His Ile Asp Ala Asp Leu Ile Leu Val Val Leu Ser Gly Lys Ala Ile
[4520] 260 265 270

[4521] Leu Thr Val Leu Ser Pro Asn Ala Arg Asn Ser Tyr Asn Leu Glu Arg
[4522] 275 280 285

[4523] Gly Asp Thr Ile Lys Leu Pro Ala Gly Thr Thr Ser Tyr Leu Val Asn
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[4524] 290 295 300

[4525]  Gln Asp Asp Glu Glu Asp Leu Arg Leu Val Asp Leu Val Ile Pro Val
[4526] 305 310 315 320
[4527]  Asn Gly Pro Gly Lys Phe Glu Ala Phe Asp Leu Ser Lys Asn Lys Asn
[4528] 325 330 335
[4529]  Gln Tyr Leu Arg Gly Phe Ser Lys Asn Ile Leu Glu Ala Ser Tyr Asn
[4530] 340 345 350

[4531]  Thr Lys Tyr Glu Thr Ile Glu Lys Val Leu Leu Glu Glu Gln Glu Lys
[4532] 355 360 365

[4533] Thr Asp Ala Ile Val Lys Val Ser Arg Glu Gln Ile Glu Glu Leu Arg
[4534] 370 375 380

[4535] Lys His Ala Lys Ser Ser Ser Lys Lys Ile Phe Pro Ser Glu Phe Glu
[4536] 385 390 395 400
[4537] Pro Ile Asn Leu Arg Asn His Lys Pro Glu Tyr Ser Asn Lys Phe Gly
[4538] 405 410 415
[4539] Lys Leu Phe Glu Ile Thr Pro Glu Lys Lys Tyr Pro Gln Leu Gln Asp
[4540] 420 425 430

[4541] Leu Asp Ile Phe Val Ser Cys Val Glu Ile Asn Glu Gly Ala Leu Met
[4542] 435 440 445

[4543] Leu Pro His Tyr Asn Ser Arg Ala Ile Val Val Leu Leu Val Asn Glu
[4544] 450 455 460

[4545] Gly Lys Gly Asn Leu Glu Leu Leu Gly Leu Glu Asn Glu Gln Gln Glu
[4546] 465 470 475 480
[4547] Arg Glu Asp Arg Lys Glu Arg Asn Asn Glu Val Gln Arg Tyr Glu Ala
[4548] 485 490 495
[4549] Arg Leu Ser Pro Gly Asp Val Val Ile Ile Pro Ala Gly His Pro Val
[4550] 500 505 510

[4551] Ala Ile Thr Ala Ser Ser Asn Leu Asn Leu Leu Ala Phe Gly Ile Asn
[4552] 515 520 525

[4553] Ala Glu Asn Asn Gln Arg Asn Phe Leu Ser Gly Ser Asp Asp Asn
[4554] 530 535 540

[4555]  <210> 244

[4556]  <211> 526

[4557]  <212> PRT

[4558]  <213> IRFEMRLLIHE S

[4559]  <400> 244

[4560] Met Ala Thr Thr Val Glu Ser Arg Phe Pro Leu Leu Leu Phe Pro Gly
[4561] 1 5 10 15
[4562] Tle Ile Phe Leu Ala Ser Val Cys Val Thr Tyr Ala Asn Tyr Asp Glu
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[4563] 20 25 30

[4564] Gly Ser Glu Thr Arg Val Pro Gly Gln Arg Glu Arg Gly Arg Gln Glu
[4565] 35 40 45

[4566] Gly Glu Lys Glu Glu Lys Arg His Gly Glu Trp Arg Pro Ser Tyr Glu
[4567] 50 55 60

[4568] Lys Glu Glu Asp Glu Glu Glu Lys Gln Lys Tyr Arg Tyr Gln Arg Glu
[4569] 65 70 75 80
[4570] Lys Glu Asp Glu Glu Glu Lys Gln Lys Tyr Arg Tyr Gln Arg Glu Lys
[4571] 85 90 95
[4572] Lys Glu Glu Lys Glu Val Gln Pro Gly Arg Glu Arg Trp Glu Arg Glu
[4573] 100 105 110

[4574]  Glu Asp Glu Glu Gln Val Asp Glu Glu Trp Arg Gly Ser Gln Arg Arg
[4575] 115 120 125

[4576] Gln Asp Pro Glu Glu Arg Ala Arg Leu Arg His Arg Glu Glu Arg Thr
[4577] 130 135 140

[4578] Lys Arg Asp Arg Arg His Lys Arg Glu Gly Glu Glu Glu Glu Arg Ser
[4579] 145 150 155 160
[4580] Ser Glu Ser Gln Glu Gln Arg Asn Pro Phe Leu Phe Lys Ser Asn Lys
[4581] 165 170 175
[4582] Phe Leu Thr Leu Phe Glu Asn Glu Asn Gly His Ile Arg Arg Leu Gln
[4583] 180 185 190

[4584] Arg Phe Asp Lys Arg Ser Asp Leu Phe Glu Asn Leu Gln Asn Tyr Arg
[4585] 195 200 205

[4586] Leu Val Glu Tyr Arg Ala Lys Pro His Thr Ile Phe Leu Pro Gln His
[4587] 210 215 220

[4588] Tle Asp Ala Asp Leu Ile Leu Val Val Leu Asn Gly Lys Ala Ile Leu
[4589] 225 230 235 240
[4590] Thr Val Leu Ser Pro Asn Asp Arg Asn Ser Tyr Asn Leu Glu Arg Gly
[4591] 245 250 255
[4592] Asp Thr Ile Lys Ile Pro Ala Gly Thr Thr Ser Tyr Leu Val Asn Gln
[4593] 260 265 270

[4594]  Asp Asp Glu Glu Asp Leu Arg Val Val Asp Phe Val Ile Pro Val Asn
[4595] 275 280 285

[4596] Arg Pro Gly Lys Phe Glu Ala Phe Gly Leu Ser Glu Asn Lys Asn Gln
[4597] 290 295 300

[4598] Tyr Leu Arg Gly Phe Ser Lys Asn Ile Leu Glu Ala Ser Leu Asn Thr
[4599] 305 310 315 320
[4600] Lys Tyr Glu Thr Ile Glu Lys Val Leu Leu Glu Glu Gln Glu Lys Lys
[4601] 325 330 335
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[4602] Pro Gln Gln Leu Arg Asp Arg Lys Arg Arg Gln Gln Gly Gly Glu Arg
[4603] 340 345 350

[4604] Asp Ala Ile Ile Lys Val Ser Arg Glu Gln Ile Glu Glu Leu Arg Lys
[4605] 355 360 365

[4606] Leu Ala Lys Ser Ser Ser Lys Lys Ser Leu Pro Ser Glu Phe Glu Pro
[4607] 370 375 380

[4608] Phe Asn Leu Arg Ser His Lys Pro Glu Tyr Ser Asn Lys Phe Gly Lys
[4609] 385 390 395 400
[4610] Leu Phe Glu Ile Thr Pro Glu Lys Lys Tyr Pro Gln Leu Gln Asp Leu
[4611] 405 410 415
[4612] Asp Ile Leu Val Ser Cys Val Glu Ile Asn Lys Gly Ala Leu Met Leu
[4613] 420 425 430

[4614]  Pro His Tyr Asn Ser Arg Ala Ile Val Val Leu Leu Val Asn Glu Gly
[4615] 435 440 445

[4616] Lys Gly Asn Leu Glu Leu Leu Gly Leu Lys Asn Glu Gln Gln Glu Arg
[4617] 450 455 460

[4618]  Glu Asp Arg Lys Glu Arg Asn Asn Glu Val Gln Arg Tyr Glu Ala Arg
[4619] 465 470 475 480
[4620] Leu Ser Pro Gly Asp Val Val Ile Ile Pro Ala Gly His Pro Val Ala
[4621] 485 490 495
[4622] Tle Ser Ala Ser Ser Asn Leu Asn Leu Leu Gly Phe Gly Thr Asn Ala
[4623] 500 505 510

[4624]  Glu Asn Asn Gln Arg Asn Phe Leu Ser Gly Ser Asp Asp Asn

[4625] 515 520 525

[4626]  <210> 245

[4627]  <211> 589

[4628]  <212> PRT

[4629]  <213> KELEHHT

[4630]  <400> 245

[4631] Met Ala Thr Thr Ile Lys Ser Arg Phe Pro Val Leu Leu Leu Leu Gly
[4632] 1 5 10 15
[4633] Tle Ile Phe Leu Thr Ser Val Cys Val Thr Tyr Ala Asn Tyr Asp Glu
[4634] 20 25 30

[4635] Gly Arg Glu Pro Ser Val Pro Gly Gln Arg Glu Arg Gly Arg Gln Glu
[4636] 35 40 45

[4637]  Gly Glu Lys Glu Glu Lys Arg His Gly Glu Trp Arg Pro Ser Glu Glu
[4638] 50 55 60

[4639]  Asp Glu Glu Glu Lys Tyr Lys Tyr Glu Glu Gly Arg Val Pro Gly Gln
[4640] 65 70 75 80
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[4641] Arg Glu Arg Gly Arg Gln Glu Gly Glu Lys Glu Glu Lys Arg His Gly
[4642] 85 90 95
[4643] Lys Trp Arg Pro Ser Glu Glu Glu Asp Glu Glu Glu Lys Tyr Arg Tyr
[4644] 100 105 110

[4645]  Glu Glu Gly Ser Glu Pro Arg Gly Pro Gly Gln Arg Glu Thr Gly Arg
[4646] 115 120 125

[4647]  Gln Glu Gly Glu Lys Glu Lys Gln Arg Pro Glu Arg Glu Pro Ser Tyr
[4648] 130 135 140

[4649]  Glu Lys Glu Glu Asp Glu Glu Glu Lys Gln Lys Tyr Gln Tyr His Arg
[4650] 145 150 155 160
[4651]  Glu Lys Lys Glu Gln Arg Glu Val Arg Pro Gly Arg Glu Arg Phe Glu
[4652] 165 170 175
[4653] Arg His Glu Asp Glu Glu Gln Trp Arg Gly Ile Gln Arg His Glu Asp
[4654] 180 185 190

[4655] Pro Glu Glu Arg Ala Arg Glu Arg Tyr Arg Ala Glu Ile Ala Lys Arg
[4656] 195 200 205

[4657]  Gln Val Glu Glu Glu Arg Glu Glu Arg Asp Ile Pro His Glu Arg Glu
[4658] 210 215 220

[4659]  Gln Arg Asn Pro Phe Leu Phe Lys Ser Asn Lys Phe Gln Thr Leu Phe
[4660] 225 230 235 240
[4661]  Gln Asn Glu Asn Gly Tyr Ile Arg Arg Leu Gln Arg Phe Asp Lys Arg
[4662] 245 250 255
[4663]  Ser Asp Leu Phe Glu Asn Leu Gln Asn Tyr Arg Leu Val Glu Tyr Arg
[4664] 260 265 270

[4665] Ala Lys Pro His Thr Ile Phe Leu Pro Gln His Ile Asp Ala Asp Leu
[4666] 275 280 285

[4667] Tle Ile Val Val Leu Ser Gly Arg Ala Ile Leu Thr Val Leu Ser Pro
[4668] 290 295 300

[4669] Asp Asp Arg Asn Ser Tyr Asn Leu Glu Arg Gly Asp Thr Ile Lys Leu
[4670] 305 310 315 320
[4671]  Pro Ala Gly Thr Thr Ser Tyr Leu Val Asn Gln Asp Asp Glu Glu Asp
[4672] 325 330 335
[4673] Leu Arg Val Val Asp Leu Ala Ile Pro Val Asn Arg Pro Gly Lys Val
[4674] 340 345 350

[4675]  Glu Ser Phe Leu Leu Ser Gly Asn Lys Asn Gln Tyr Leu Arg Gly Phe
[4676] 355 360 365

[4677] Ser Lys Asn Ile Leu Glu Ala Ser Phe Asn Thr Asn Tyr Glu Thr Ile
[4678] 370 375 380

[4679]  Glu Arg Val Leu Leu Glu Glu Gln Asp Lys Glu Ser Gln Gln Ser Ile
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[4680] 385 390 395 400
[4681] Gly Gln Lys Arg Arg Ser Gln Arg Gln Glu Thr Asn Ala Leu Val Lys
[4682] 405 410 415
[4683] Val Ser Arg Glu Gln Leu Glu Asp Leu Lys Arg Leu Ala Lys Ser Ser
[4684] 420 425 430

[4685] Ser Gln Glu Gly Leu Ser Ser Gln Phe Glu Pro Ile Asn Leu Arg Ser
[4686] 435 440 445

[4687]  Gln Asn Pro Lys Tyr Ser Asn Lys Phe Gly Lys Val Phe Glu Ile Thr
[4688] 450 455 460

[4689] Pro Glu Lys Lys Tyr Pro Gln Leu Gln Asp Leu Asp Leu Phe Val Ser
[4690] 465 470 475 480
[4691] Ser Val Asp Ile Lys Glu Gly Ala Leu Met Leu Pro His Tyr Asn Ser
[4692] 485 490 495
[4693] Arg Ala Ile Val Val Leu Leu Val Asn Glu Gly Arg Gly Asn Leu Glu
[4694] 500 505 510

[4695] Leu Val Gly Leu Lys Asn Glu Gln Gln Glu Gln Arg Glu Lys Glu Asp
[4696] 515 520 525

[4697]  Glu Gln Gln Glu Arg Asn Asn Gln Val Gln Arg Tyr Glu Ala Arg Leu
[4698] 530 535 540

[4699]  Ser Pro Gly Asp Val Val Ile Ile Pro Ala Gly His Pro Val Ala Val
[4700] 545 550 555 560
[4701] Arg Ala Ser Ser Asp Leu Asn Leu Leu Ala Phe Gly Ile Asn Ala Glu
[4702] 565 570 575
[4703]  Asn Asn Gln Arg Asn Phe Leu Ala Gly Ser Asp Asp Asn

[4704] 580 585

[4705]  <210> 246

[4706] <211> 576

[4707]  <212> PRT

[4708]  <213> WiELF T

[4709]  <400> 246

[4710] Met Ala Ile Ile Ile Lys Ser Arg Phe Pro Leu Leu Leu Leu Leu Gly
(47111 1 5 10 15
[4712] Tle Ile Phe Leu Ala Ser Val Cys Ala Thr Trp Ala Asn Tyr Asp Glu
[4713] 20 25 30

[4714]  Gly Ser Glu Pro Arg Val Pro Gly Gln Arg Glu Arg Gly Arg Gln Glu
[4715] 35 40 45

[4716]  Gly Glu Lys Ala Glu Lys Ser His Glu Lys Trp Arg Pro Ser Tyr Glu
[4717] 50 55 60

[4718]  Glu Glu Tyr Asp Glu Gly Ser Glu Pro Arg Val Pro Gly Lys Arg Glu
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[4719] 65 70 75 80
[4720] Arg Gly Arg Gln Glu Gly Glu Lys Glu Glu Lys Arg His Gly Glu Trp
[4721] 85 90 95
[4722] Arg Pro Ser His Glu Glu Glu Tyr Asp Glu Gly Ser Glu Pro Arg Val
[4723] 100 105 110

[4724]  Pro Thr His Gly Glu Arg Gly Arg Gln Glu Gly Glu Lys Glu Glu Lys
[4725] 115 120 125

[4726] Arg His Glu Glu Trp Arg Pro Ser Tyr Glu Lys Glu Glu Asp Glu Glu
[4727] 130 135 140

[4728]  Glu Lys Glu Lys Tyr Lys Tyr Gln Arg Glu Lys Lys Glu Gln Lys Glu
[4729] 145 150 155 160
[4730] Val Gln Pro Gly Arg Glu Lys Trp Glu Arg Lys Gln Asp Glu Lys His
[4731] 165 170 175
[4732]  Val Glu Glu Asp Glu Asp Gln Glu Glu Glu Gln Trp Arg Gly Ser Lys
[4733] 180 185 190

[4734]  Arg Arg Glu Asp Pro Glu Glu Arg Ala Arg Leu Arg Tyr Arg Glu Glu
[4735] 195 200 205

[4736] Arg Thr Lys Ser Asn Val Glu Glu Glu Thr Glu Glu Arg Arg Asn Pro
[4737] 210 215 220

[4738] Phe Leu Phe Lys Ser Asn Lys Phe Leu Thr Leu Phe Glu Asn Glu Asn
[4739] 225 230 235 240
[4740] Gly His Ile Arg Arg Leu Gln Arg Phe Asp Glu Arg Ser Asp Ile Phe
[4741] 245 250 255
[4742]  Glu Asn Leu Gln Asn Tyr Arg Leu Val Glu Tyr Lys Ala Lys Pro His
[4743] 260 265 270

[4744]  Thr Met Phe Leu Pro Gln His Ile Asp Ala Asp Leu Ile Ile Val Val
[4745] 275 280 285

[4746]  Leu Asn Gly Lys Ala Ile Leu Thr Val Leu Ser Pro Asn Asp Arg Asn
[4747] 290 295 300

[4748] Ser Tyr Asn Leu Glu Arg Gly Asp Thr Ile Lys Leu Pro Ala Gly Thr
[4749] 305 310 315 320
[4750]  Thr Ser Tyr Leu Val Asn Gln Asp Asp Glu Glu Asp Leu Arg Val Val
[4751] 325 330 335
[4752] Asp Leu Ala Ile Pro Val Asn Arg Pro Gly Lys Phe Glu Ala Phe Gly
[4753] 340 345 350

[4754] Leu Ser Ala Asn Lys Asn Gln Tyr Leu Arg Gly Phe Ser Lys Asn Ile
[4755] 355 360 365

[4756] Leu Glu Ala Phe Leu Asn Thr Lys Tyr Glu Thr Ile Glu Lys Val Leu
[4757] 370 375 380
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[4758] Leu Glu Glu Gln Glu Arg Arg Asp Arg Lys Gly Arg Gln Gln Gly Gln
[4759] 385 390 395 400
[4760]  Glu Thr Asn Ala Ile Val Lys Val Ser Arg Glu Gln Ile Glu Glu Leu
[4761] 405 410 415
[4762] Arg Lys Leu Ala Lys Ser Ser Ser Lys Lys Ser Leu Leu Ser Glu Ser
[4763] 420 425 430

[4764]  Glu Pro Ile Asn Leu Arg Ser Gln Asn Pro Lys Tyr Ser Asn Lys Phe
[4765] 435 440 445

[4766] Gly Lys Leu Phe Glu Ile Thr Pro Glu Lys Lys Tyr Pro Gln Leu Gln
[4767] 450 455 460

[4768] Asp Leu Asp Val Ser Ile Ser Cys Val Glu Ile Asn Glu Gly Ala Pro
[4769] 465 470 475 480
[4770] Leu Leu Pro His Tyr Asn Ser Arg Ala Ile Val Leu Leu Leu Val Asn
[4771] 485 490 495
[4772]  Glu Gly Lys Gly Asn Leu Glu Leu Val Gly Phe Lys Asn Glu Gln Gln
[4773] 500 505 510

[4774]  Arg Gln Arg Glu Asn Glu Glu Arg Asn Lys Lys Val Gln Arg Tyr Glu
[4775] 515 520 525

[4776] Ala Arg Leu Ser Pro Gly Asp Val Val Val Ile Pro Ala Gly His Pro
[4777] 530 535 540

[4778]  Val Ala Ile Ser Ala Ser Leu Asn Leu Asn Leu Val Gly Phe Gly Val
[4779] 545 550 555 560
[4780] Asn Ala Glu Asn Asn Gln Arg Asn Phe Leu Thr Gly Ser Asp Asp Asn
[4781] 565 570 575
[4782]  <210> 247

[4783]  <211> 564

[4784]  <212> PRT

[4785]  <213> vl &

[4786]  <400> 247

[4787] Met Ala Thr Ile Ile Lys Ser Arg Phe Pro Leu Leu Leu Leu Leu Gly
[4788] 1 5 10 15
[4789] Tle Ile Phe Leu Ala Ser Val Cys Val Thr Leu Ala Asn Tyr Asp Glu
[4790] 20 25 30

[4791]  Gly Ser Glu Pro Arg Val Pro Ala Gln Arg Glu Arg Gly Arg Gln Glu
[4792] 35 40 45

[4793]  Gly Glu Lys Glu Glu Lys Arg His Gly Glu Trp Arg Pro Ser His Glu
[4794] 50 55 60

[4795] Lys Glu Tyr Asp Glu Gly Ser Glu Pro Arg Val Pro Gly Arg Arg Glu
[4796] 65 70 75 80
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[4797] Arg Gly Arg Gln Glu Gly Glu Lys Glu Glu Lys Arg His Gly Glu Trp
[4798] 85 90 95
[4799]  Arg Pro Ser Tyr Glu Lys Glu Tyr Asp Glu Gly Ser Glu Pro Arg Val
[4800] 100 105 110

[4801] Pro Gly Arg Arg Glu Arg Gly Arg Gln Glu Gly Glu Lys Glu Glu Lys
[4802] 115 120 125

[4803] Arg His Gly Glu Trp Arg Pro Ser Tyr Glu Lys Glu Tyr Asp Glu Glu
[4804] 130 135 140

[4805] Glu Lys Gln Lys Tyr Gln Tyr Glu Arg Glu Lys Glu Glu Gln Lys Glu
[4806] 145 150 155 160
[4807] Val Gln Pro Gly Arg Glu Arg Trp Glu Arg Lys Glu Asp Glu Glu Lys
[4808] 165 170 175
[4809] Glu Glu Asp Gln Trp Arg Gly Ser Gln Arg His Glu Asp Pro Glu Glu
[4810] 180 185 190

[4811] Arg Ala Arg Leu Arg Tyr Arg Lys Glu Arg Thr Lys Lys Tyr Val Glu
[4812] 195 200 205

[4813]  Glu Asp Thr Glu Glu Thr Ser Ser Glu Ser Gln Gly Arg Arg Asn Pro
[4814] 210 215 220

[4815]  Phe Leu Phe Lys Ser Asn Lys Phe Leu Thr Leu Phe Glu Asn Glu Asn
[4816] 225 230 235 240
[4817] Gly Tyr Ile Arg Arg Leu Gln Arg Phe Asp Glu Arg Ser Asp Ile Phe
[4818] 245 250 255
[4819]  Glu Asn Leu Gln Asn Tyr Arg Leu Val Glu Tyr Arg Ala Lys Pro His
[4820] 260 265 270

[4821] Thr Ile Phe Leu Pro Gln His Ile Asp Ala Asp Leu Ile Leu Val Ile
[4822] 275 280 285

[4823] Leu Asn Gly Lys Ala Ile Leu Thr Val Leu Ser Pro Asn Asp Arg Asn
[4824] 290 295 300

[4825] Ser Tyr Asn Leu Glu Arg Gly Asp Thr Ile Lys Leu Pro Ala Gly Thr
[4826] 305 310 315 320
[4827] Thr Ser Tyr Leu Val Asn Glu Asp Asp Glu Glu Asp Leu Arg Val Val
[4828] 325 330 335
[4829] Asp Leu Val Ile Pro Val Asn Arg Pro Gly Lys Phe Glu Ala Phe Asp
[4830] 340 345 350

[4831] Leu Asn Gln Tyr Leu Gly Gly Phe Ser Lys Ser Val Leu Glu Ala Ser
[4832] 355 360 365

[4833] Leu Asn Thr Lys Tyr Glu Thr Ile Glu Lys Val Leu Leu Glu Glu Gln
[4834] 370 375 380

[4835] Gln Lys Gln Gly Gln Glu Thr Asn Ala Ile Val Lys Val Ser Arg Glu
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[4836] 385 390 395 400
[4837] Gln Ile Glu Glu Leu Arg Lys Leu Ala Lys Ser Ser Ser Lys Lys Ser
[4838] 405 410 415
[4839] Leu Leu Ser Glu Leu Glu Pro Val Asn Leu Arg Ser His Ser Pro Lys
[4840] 420 425 430

[4841]  Tyr Ser Asn Lys Phe Gly Lys Phe Phe Glu Ile Thr Pro Glu Lys Lys
[4842] 435 440 445

[4843] Tyr Pro Gln Leu Gln Asp Leu Asp Val Ser Ile Ser Cys Val Glu Ile
[4844] 450 455 460

[4845] Asn Glu Gly Ala Leu Leu Leu Pro His Tyr Asn Ser Arg Ala Ile Val
[4846] 465 470 475 480
[4847]  Val Val Leu Val Asn Glu Gly Lys Gly Asn Leu Glu Leu Leu Gly Val
[4848] 485 490 495
[4849]  Gln Asn Glu Asp Glu Gln Gln Glu Arg Lys Glu Arg Asn Lys Glu Val
[4850] 500 505 510

[4851]  Gln Arg Tyr Glu Ala Arg Leu Ser Pro Gly Asp Val Val Ile Ile Pro
[4852] 515 520 525

[4853] Ser Gly His Pro Val Ala Val Ser Ala Ser Ser Asn Leu Asn Leu Leu
[4854] 530 535 540

[4855]  Gly Phe Gly Ile Asn Ala Glu Asn Asn Gln Arg Asn Phe Leu Ser Gly
[4856] 545 550 555 560
[4857] Ser Asp Asp Asn

[4858] <210> 248

[4859] <211> 527

[4860]  <212> PRT

[4861] <213> FILET

[4862]  <400> 248

[4863] Met Ala Thr Ile Ile Lys Ser Arg Phe Pro Leu Leu Leu Leu Leu Gly
[4864] 1 5 10 15
[4865] Tle Ile Phe Leu Ala Ser Val Cys Val Thr Tyr Ala Asn Tyr Asp Glu
[4866] 20 25 30

[4867] Gly Ser Glu Pro Arg Val Pro Ala Gln Arg Glu Arg Gly Arg Gln Glu
[4868] 35 40 45

[4869] Gly Glu Lys Glu Glu Lys Arg His Gly Glu Trp Arg Pro Ser Ser Glu
[4870] 50 55 60

[4871] Lys Glu Tyr Asp Glu Gly Ser Glu Pro Arg Val Pro Gly Arg Arg Glu
[4872] 65 70 75 80
[4873] Arg Gly Arg Gln Glu Gly Glu Lys Glu Glu Lys Arg His Gly Glu Trp
[4874] 85 90 95
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[4875] Arg Pro Ser Tyr Glu Lys Glu Tyr Asp Glu Glu Glu Lys Gln Lys Tyr
[4876] 100 105 110

[4877]  Gln Tyr Glu Arg Glu Lys Lys Glu Gln Lys Glu Val Glu Pro Gly Arg
[4878] 115 120 125

[4879]  Glu Arg Trp Glu Arg Lys Glu Asp Glu Glu Lys Glu Glu Asp Gln Trp
[4880] 130 135 140

[4881] Arg Gly Ser Gln Arg His Glu Asp Pro Glu Glu Arg Ala Arg Leu Arg
[4882] 145 150 155 160
[4883] Tyr Arg Lys Glu Arg Thr Lys Lys Tyr Val Glu Glu Asp Thr Glu Glu
[4884] 165 170 175
[4885] Thr Ser Ser Glu Ser Gln Gly Arg Arg Asn Pro Phe Leu Phe Lys Ser
[4886] 180 185 190

[4887] Asn Lys Phe Leu Thr Leu Phe Glu Asn Glu Asn Gly Tyr Ile Arg Arg
[4888] 195 200 205

[4889] Leu Gln Arg Phe Asp Glu Arg Ser Asp Leu Phe Glu Asn Leu Gln Asn
[4890] 210 215 220

[4891]  Tyr Arg Leu Val Glu Tyr Arg Ala Lys Pro His Thr Ile Phe Leu Pro
[4892] 225 230 235 240
[4893] Gln His Ile Asp Ala Asp Leu Ile Leu Val Ile Leu Asn Gly Lys Ala
[4894] 245 250 255
[4895] Tle Leu Thr Val Leu Ser Pro Asn Asp Arg Asn Ser Tyr Asn Leu Glu
[4896] 260 265 270

[4897] Arg Gly Asp Thr Ile Lys Leu Pro Ala Gly Thr Thr Ser Tyr Leu Val
[4898] 275 280 285

[4899] Asn Glu Asp Asp Glu Glu Asp Leu Arg Val Val Asp Leu Val Ile Pro
[4900] 290 295 300

[4901]  Val Asn Arg Pro Gly Lys Phe Glu Ala Phe Asp Leu Asn Gln Tyr Leu
[4902] 305 310 315 320
[4903] Gly Gly Phe Ser Lys Ser Val Leu Lys Ala Ser Leu Asn Thr Lys Tyr
[4904] 325 330 335
[4905] Glu Thr Ile Glu Lys Val Leu Leu Glu Glu Gln Gln Lys Gln Gly Gln
[4906] 340 345 350

[4907]  Glu Thr Asn Ala Ile Val Lys Val Ser Arg Glu Gln Ile Glu Glu Leu
[4908] 355 360 365

[4909] Arg Lys Leu Ala Lys Ser Ser Ser Lys Lys Ser Leu Leu Ser Glu Leu
[4910] 370 375 380

[4911]  Glu Pro Val Asn Leu Arg Ser His Ser Pro Lys Tyr Ser Asn Lys Phe
[4912] 385 390 395 400
[4913] Gly Lys Phe Phe Glu Ile Thr Pro Glu Lys Lys Tyr Pro Gln Leu Gln
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[4914] 405 410 415
[4915] Asp Leu Asp Val Ser Ile Ser Cys Val Glu Ile Asn Glu Gly Ala Leu
[4916] 420 425 430

[4917] Leu Leu Pro His Tyr Asn Ser Arg Ala Ile Val Val Leu Leu Val Asn
[4918] 435 440 445

[4919]  Glu Gly Lys Gly Asn Leu Glu Leu Leu Gly Val Gln Asp Glu Asp Glu
[4920] 450 455 460

[4921]  Gln Gln Glu Arg Lys Lys Arg Asn Lys Glu Val Gln Arg Tyr Glu Ala
[4922] 465 470 475 480
[4923] Arg Leu Ser Pro Ser Asp Val Val Ile Ile Pro Ala Gly His Pro Val
[4924] 485 490 495
[4925] Ala Val Ser Ala Ser Ser Asn Leu Asn Leu Leu Gly Phe Gly Ile Asn
[4926] 500 505 510

[4927] Ala Glu Asn Asn Glu Arg Asn Phe Leu Ser Gly Ser Asp Asp Asn
[4928] 515 520 525

[4929] <210> 249

[4930] <211> 495

[4931]  <212> PRT

[4932]  <213> JALZGIF LR

[4933]  <400> 249

[4934] Met Ala Thr Thr Val Phe Ser Arg Phe Ser Thr Tyr Phe Cys Val Leu
[4935] 1 5) 10 15
[4936] Leu Leu Cys His Gly Ser Met Ala Gln Leu Phe Asn Pro Ser Thr Asn
[4937] 20 25 30

[4938] Pro Trp His Asn Pro Arg Gln Gly Ser Ser Arg Glu Cys Arg Phe Asp
[4939] 35 40 45

[4940] Arg Leu Gln Pro Phe Glu Pro Leu Arg Lys Val Arg Ser Glu Ala Gly
[4941] 50 55 60

[4942] Val Thr Glu Tyr Phe Asp Glu Lys Asn Glu Leu Phe Gln Cys Thr Gly
[4943] 65 70 75 80
[4944]  Thr Phe Val Ile Arg Arg Val Ile Gln Pro Gln Gly Leu Leu Val Pro
[4945] 85 90 95
[4946] Arg Tyr Thr Asn Ala Pro Gly Leu Val Tyr Ile Ile Gln Gly Arg Gly
[4947] 100 105 110

[4948] Ser Ile Gly Leu Thr Phe Pro Gly Cys Pro Ala Thr Tyr Gln Gln Gln
[4949] 115 120 125

[4950] Phe Gln Gln Phe Leu Pro Gln Glu Gln Ser Gln Ser Gln Lys Phe Arg
[4951] 130 135 140

[4952] Asp Glu His Gln Lys Ile His Gln Phe Arg Gln Gly Asp Ile Val Ala
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[4953] 145 150 155 160
[4954] Leu Pro Ala Gly Val Ala His Trp Phe Tyr Asn Asp Gly Asp Ala Pro
[4955] 165 170 175
[4956] Val Val Ala Val Tyr Val Tyr Asp Val Lys Asn Ser Ala Asn Gln Leu
[4957] 180 185 190

[4958] Glu Pro Arg Gln Arg Glu Phe Leu Leu Gly Gly Asn Asn Met Arg Ala
[4959] 195 200 205

[4960]  Gln Gln Val Tyr Gly Ser Ser Ala Glu Gln His Ser Arg Gln Asn Ile
[4961] 210 215 220

[4962] Phe Ser Gly Phe Gly Val Glu Ile Leu Ser Glu Ala Leu Gly Ile Ser
[4963] 225 230 235 240
[4964]  Thr Val Thr Thr Lys Arg Leu Gln Ser Gln Asn Asp Gln Arg Gly Glu
[4965] 245 250 255
[4966] Tle Ile His Val Lys Asn Gly Leu Gln Phe Leu Lys Pro Thr Leu Thr
[4967] 260 265 270

[4968] Gln Gln GIn Glu Gln Ala Gln Ala Gln Tyr Gln Glu Val Gln Tyr Ser
[4969] 275 280 285

[4970] Glu Gln Gln Gln Thr Ser Ser Arg Trp Asn Gly Leu Asp Glu Asn Phe
[4971] 290 295 300

[4972] Cys Thr Ile Lys Ala Arg Met Asn Ile Glu Asn Thr Ser Arg Ala Asp
[4973] 305 310 315 320
[4974]  Thr Tyr Asn Pro Arg Ala Gly Arg Thr Thr Ser Leu Asn Ser Gln Lys
[4975] 325 330 335
[4976]  Phe Pro Ile Leu Asn Leu Val Gln Met Ser Ala Thr Arg Val Asn Leu
[4977] 340 345 350

[4978] Tyr Gln Asn Ala Ile Leu Ser Thr Phe Trp Asn Val Asn Ala His Ser
[4979] 355 360 365

[4980] Leu Val Tyr Thr Ile Gln Gly Arg Ala Arg Val Gln Val Val Ser Asn
[4981] 370 375 380

[4982] Phe Gly Lys Thr Val Phe Asp Gly Glu Leu Arg Pro Gly Gln Leu Leu
[4983] 385 390 395 400
[4984] Tle Ile Pro Gln His Tyr Val Val Leu Lys Lys Ala Gln Arg Glu Gly
[4985] 405 410 415
[4986] Phe Arg Tyr Ile Ala Ile Lys Thr Asn Ala Asn Ala Phe Val Ser Gln
[4987] 420 425 430

[4988] Leu Val Gly Lys Asn Ser Val Phe Arg Ser Leu Pro Val Asp Val Ile
[4989] 435 440 445

[4990] Ala Asn Val Tyr Arg Ile Ser Arg Glu Gln Ala Arg Ser Leu Lys Asn
[4991] 450 455 460
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[4992]
[4993]
[4994]
[4995]
[4996]
[4997]
[4998]
[49991]
[5000]
[5001]
[5002]
[5003]
[5004]
[5005]
[5006]
[5007]
[5008]
[5009]
[5010]
[5011]
[5012]
[5013]
[5014]
[5015]
[5016]
[5017]
[5018]
[5019]
[5020]
[5021]
[5022]
[5023]
[5024]
[5025]
[5026]
[5027]
[5028]
[5029]
[5030]

Asn Arg Gly Glu Glu

465

Ser Tyr Pro Gly Phe

<210> 250
211> 494
<212> PRT
213> FEALZET AR
<400> 250
Met Ala Thr Thr Thr

1

Leu

Pro

Arg

Val

65

Thr

Arg

Ser

Phe

Asp

145

Leu

Val

Glu

Gln

Phe
225

Leu

Trp

Leu

50

Thr

Phe

Tyr

Met

Gln

130

Glu

Pro

Val

Pro

Gln
210

Ser

Cys
His
35

Gln
Glu
Val
Thr
Gly
115
Gln
His
Ala
Ala
Arg
195

Val

Gly

His
20

Ser
Ala
Tyr
Ile
Asn
100
Leu
Phe
Gln
Gly
Leu
180
Gln

Tyr

Phe

485

5
Gly

Ser

Phe

Phe

Arg

85

Thr

Thr

Leu

Lys

Val

165

Tyr

Lys

Gly

Asn

His
470

Ser

Phe

Ser

Arg

Glu

Asp

70

Arg

Pro

Phe

Pro

Ile

150

Ala

Val

Asp

Arg

His
230

Gly Ala Phe Ala

Asn

Ser
Met
Arg
Pro
55

Glu
Val
Gly
Pro
Glu
135
His
His
Phe
Phe
Ser

215
Glu

Gln

Arg
Ala
Gly

40
Leu

Ile
Val
Gly
120

Gly

Gln

Asp
Leu
200
Ile

Leu

Ser

Phe
Gln
25

Gly
Arg
Asn
Glu
Val
105
Cys
Gln
Phe
Phe
Ile
185
Leu

Glu

Leu

181

Glu
490

Ser
10

Leu
Ser
Arg
Glu
Pro
90

Tyr
Pro
Ser
Arg
Tyr
170
Asn
Ala

Lys

Ser

Pro
475

Ser

Ile

Phe

Val
Gln
75

Gln
Ile
Ala
Gln
Gln
155
Asn
Asn
Gly
His

Glu
235

Arg

Glu

Tyr
Ser
Asp
Arg
60

Phe
Gly
Met
Thr
Ser
140
Gly
Glu
Ser
Asn
Ser

220
Ala

Ser

Thr

Phe
Pro
Cys

45

Ser
Gln
Leu
Gln
Tyr
125
Gln
Asp
Gly
Ala
Asn
205

Gly

Leu

Gln

Ser

Cys

Thr
30
Arg

Glu

Cys

Leu

Gly

110

Gln

Lys

Ile

Asn
190
Asn

Gln

Gly

Gln

Glu
495

Val
15

Leu
Phe
Ala
Thr
Val
95

Arg
Gln
Phe
Val
Thr
175
Gln
Arg

Asn

Ile

Gln
480

Leu

Asn

Asp

Gly

Gly

80

Pro

Gly

Gln

Arg

Ala

160

Pro

Leu

Glu

Ile

Ser
240
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[5031] Thr Leu Ala Ala Lys Arg Leu Gln Gly Gln Asn Asp His Arg Gly Glu
[5032] 245 250 255
[5033] Tle Ile Arg Val Arg Asn Gly Leu Gln Leu Leu Lys Pro Thr Phe Thr
[5034] 260 265 270

[5035] Gln Gln GIn Glu Gln Ala Gln Ser Gln Tyr Gln Val Gln Tyr Ser Glu
[5036] 275 280 285

[5037] Lys Gln Gln Glu Ser Thr Arg Cys Asn Gly Leu Asp Glu Asn Phe Cys
[5038] 290 295 300

[5039] Thr Ile Asn Ala Arg Leu Asn Ile Glu Asn Pro Ser Arg Ala Asp Thr
[5040] 305 310 315 320
[5041]  Tyr Asn Pro Arg Ala Gly Arg Ile Thr His Leu Asn Asn Gln Lys Phe
[5042] 325 330 335
[5043] Pro Ile Leu Asn Leu Val Gln Met Ser Ala Thr Arg Val Asn Leu Tyr
[5044] 340 345 350

[5045] Gln Asn Ala Ile Leu Ser Pro Tyr Trp Asn Val Asn Ala His Ser Leu
[5046] 355 360 365

[5047] Val Tyr Met Val Gln Gly His Ala Arg Val Gln Val Val Ser Asn Leu
[5048] 370 375 380

[5049] Gly Lys Thr Val Phe Asn Ser Val Leu Arg Pro Gly Gln Leu Leu Ile
[5050] 385 390 395 400
[5051] Tle Pro Gln His Tyr Val Val Leu Lys Lys Ala Glu Arg Glu Gly Cys
[5052] 405 410 415
[5053] Gln Tyr Ile Ala Phe Lys Thr Asn Ala Asn Ser Ile Val Ser Gln Leu
[5054] 420 425 430

[5055] Ala Gly Lys Asn Ser Ile Leu Arg Ala Met Pro Val Asp Val Val Ala
[5056] 435 440 445

[5057] Asn Ala Tyr Arg Ile Ser Arg Glu Gln Ala Arg Asp Leu Lys Asn Asn
[5058] 450 455 460

[5059] Arg Gly Glu Glu Leu Gly Ala Phe Thr Pro Lys Phe Glu Gln Gln Ser
[5060] 465 470 475 480
[5061]  Tyr Pro Gly Leu Ser Asn Glu Ser Glu Ser Glu Ala Ser Glu

[5062] 485 490

[5063]  <210> 251

[5064]  <211> 500

[5065]  <212> PRT

[5066]  <213> Fk

[5067]  <400> 251

[5068] Met Asn Met Ala Thr Ile Asn Gly Pro Thr Ile Phe Phe Thr Val Cys
[5069] 1 5 10 15
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[5070] Leu Phe Leu Leu Cys His Gly Ser Leu Ala Gln Leu Leu Gly Gln Ser
[5071] 20 25 30

[5072]  Thr Ser Gln Trp Gln Ser Ser His Arg Gly Ser Ser Arg Gln Cys Arg
[5073] 35 40 45

[5074]  Phe Asp Arg Leu Gln Ala Phe Glu Pro Val Arg Ser Val Arg Ser Gln
[5075] 50 55 60

[5076] Ala Gly Thr Thr Glu Phe Phe Asp Ala Ser Asn Glu Leu Phe Gln Cys
[5077] 65 70 75 80
[5078] Ala Gly Val Ser Ile Val Arg Arg Ile Ile Glu Pro Arg Gly Leu Leu
[5079] 85 90 95
[5080] Leu Pro Gln Tyr Thr Asn Gly Ala Thr Ile Met Tyr Ile Ile Gln Gly
[5081] 100 105 110

[5082] Arg Gly Ile Thr Gly Gln Thr Phe Pro Gly Cys Pro Glu Ser Tyr Gln
[5083] 115 120 125

[5084] Gln Gln Phe Gln Gln Ser Met Gln Ala Gln Leu Thr Gly Ser Gln Ser
[5085] 130 135 140

[5086] Gln Ser Gln Lys Phe Lys Asp Glu His Gln Lys Ile Asn Arg Phe Arg
[5087] 145 150 155 160
[5088] Gln Gly Asp Val Ile Ala Leu Pro Ala Gly Val Ala His Trp Cys Tyr
[5089] 165 170 175
[5090] Asn Asp Gly Glu Val Pro Val Val Ala Ile Tyr Val Ile Asp Ile Asn
[5091] 180 185 190

[5092] Asn Ala Ala Asn Gln Leu Asp Pro Arg Gln Arg Asp Phe Leu Leu Ala
[5093] 195 200 205

[5094] Gly Asn Met Arg Ser Pro Gln Ala Tyr Arg Arg Glu Val Glu Asn Gln
[5095] 210 215 220

[5096] Ser Gln Asn Ile Phe Ser Gly Phe Ser Ala Glu Leu Leu Ser Glu Ala
[5097] 225 230 235 240
[5098] Leu Gly Ile Ser Thr Gly Val Ala Arg Gln Leu Gln Cys Gln Asn Asp
[5099] 245 250 255
[5100] Gln Arg Gly Glu Ile Val Arg Val Glu His Gly Leu Ser Leu Leu Gln
[5101] 260 265 270

[6102] Pro Tyr Ala Ser Leu Gln Glu Gln Glu Gln Lys Gln Glu Gln Pro Arg
[5103] 275 280 285

[5104] Glu Arg Tyr Gln Val Thr Gln His Gln Gln Ser Gln Tyr Gly Gly Gly
[5105] 290 295 300

[5106] Cys Ser Asn Gly Leu Asp Glu Thr Phe Cys Ala Met Arg Ile Trp Gln
[5107] 305 310 315 320
[5108] Asn Ile Asp Asn Pro Asn Leu Ala Asp Thr Tyr Asn Pro Arg Ala Gly
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[5109] 325 330 335
[5110]  Arg Val Thr Asn Leu Asn Ser Gln Lys Phe Pro Ile Leu Asn Leu Ile
[5111] 340 345 350

[56112]  Gln Met Ser Ala Val Lys Val Asn Leu Tyr Gln Asn Ala Leu Leu Ser
[5113] 355 360 365

[5114]  Pro Phe Trp Asn Ile Asn Ser His Ser Val Val Tyr Val Thr Gln Gly
[5115] 370 375 380

[56116] Cys Ala Arg Val Gln Val Val Asn Asn Asn Gly Lys Thr Val Phe Asn
[5117] 385 390 395 400
[5118] Gly Glu Leu Arg Arg Gly Gln Leu Leu Ile Ile Pro Gln His Tyr Val
[5119] 405 410 415
[6120] Val Val Lys Lys Ala Gln Arg Glu Gly Cys Ala Tyr Ile Ala Phe Lys
[5121] 420 425 430

[5122]  Thr Asn Pro Asn Ser Met Val Ser His Ile Val Gly Lys Ser Ser Ile
[5123] 435 440 445

[5124] Phe Arg Ala Leu Pro Thr Asp Val Leu Ala Asn Ala Tyr Arg Ile Ser
[5125] 450 455 460

[6126] Arg Glu Asp Ala Gln Arg Leu Lys His Asn Arg Gly Asp Glu Leu Gly
[5127] 465 470 475 480
[5128] Ala Phe Thr Pro Leu Gln Tyr Lys Ser Tyr Gln Asp Val Ser Ser Val
[5129] 485 490 495
[6130] Ala Ala Ser Ser

[5131] 500

[6132]  <210> 252

[6133] <211> 454

[5134]  <212> PRT

[5135]  <213> JKHH

[5136]  <400> 252

[5137]  Cys Arg Phe Asp Arg Leu Gln Ala Phe Glu Pro Ile Arg Ser Val Arg
[5138] 1 5 10 15
[5139] Ser Gln Ala Gly Thr Thr Glu Phe Phe Asp Val Ser Asn Glu Gln Phe
[5140] 20 25 30

[5141]  Gln Cys Thr Gly Val Ser Ala Val Arg Arg Val Ile Glu Pro Arg Gly
[5142] 35 40 45

[6143] Leu Leu Leu Pro His Tyr Thr Asn Gly Ala Ser Leu Val Tyr Ile Ile
[5144] 50 55 60

[6145]  Gln Gly Arg Gly Ile Thr Gly Pro Thr Phe Pro Gly Cys Pro Glu Ser
[5146] 65 70 75 80
[5147]  Tyr Gln Gln Gln Phe Gln Gln Ser Gly Gln Ala Gln Leu Thr Glu Ser
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[5148] 85 90 95
[6149]  Gln Ser Gln Ser His Lys Phe Lys Asp Glu His Gln Lys Ile His Arg
[5150] 100 105 110

[5151]  Phe Arg Gln Gly Asp Val Ile Ala Leu Pro Ala Gly Val Ala His Trp
[5152] 115 120 125

[5153] Cys Tyr Asn Asp Gly Glu Val Pro Val Val Ala Ile Tyr Val Thr Asp
[5154] 130 135 140

[6155] Leu Asn Asn Gly Ala Asn Gln Leu Asp Pro Arg Gln Arg Asp Phe Leu
[5156] 145 150 155 160
[5157] Leu Ala Gly Asn Lys Arg Asn Pro Gln Ala Tyr Arg Arg Glu Val Glu
[5158] 165 170 175
[5159]  Glu Arg Ser Gln Asn Ile Phe Ser Gly Phe Ser Thr Glu Leu Leu Ser
[5160] 180 185 190

[56161]  Glu Ala Leu Gly Val Ser Ser Gln Val Ala Arg Gln Leu Gln Cys Gln
[5162] 195 200 205

[5163]  Asn Asp Gln Arg Gly Glu Ile Val Arg Val Glu His Gly Leu Ser Leu
[5164] 210 215 220

[6165] Leu Gln Pro Tyr Ala Ser Leu Gln Glu Gln Glu Gln Gly Gln Val Gln
[5166] 225 230 235 240
[6167]  Ser Arg Glu Arg Tyr Gln Glu Gly Gln Tyr Gln Gln Ser Gln Tyr Gly
[5168] 245 250 255
[6169] Ser Gly Cys Ser Asn Gly Leu Asp Glu Thr Phe Cys Thr Met Lys Val
[5170] 260 265 270

[5171]  Arg Gln Asn Ile Asp Asn Pro Asn Arg Ala Asp Thr Tyr Asn Pro Arg
[5172] 275 280 285

[5173] Ala Gly Arg Val Thr Asn Leu Asn Thr Gln Asn Phe Pro Ile Leu Asn
[5174] 290 295 300

[5175] Leu Val GIln Met Ser Ala Val Lys Val Asn Leu Tyr Gln Asn Ala Leu
[5176] 305 310 315 320
[5177]  Leu Ser Pro Phe Trp Asn Ile Asn Ala His Ser Val Val Tyr Ile Thr
[5178] 325 330 335
[5179]  Gln Gly Arg Ala Arg Val Gln Val Val Asn Asn Asn Gly Lys Thr Val
[5180] 340 345 350

[5181]  Phe Asn Gly Glu Leu Arg Arg Gly Gln Leu Leu Ile Ile Pro Gln His
[5182] 355 360 365

[5183] Tyr Ala Val Val Lys Lys Ala Gln Arg Glu Gly Cys Ala Tyr Ile Ala
[5184] 370 375 380

[5185] Phe Lys Thr Asn Pro Asn Ser Met Val Ser His Ile Ala Gly Lys Ser
[5186] 385 390 395 400

185



CN 114835784 B

FF

5l %R

134/199 1

[5187]
[5188]
[5189]
[5190]
[5191]
[5192]
[5193]
[5194]
[5195]
[5196]
[5197]
[5198]
[5199]
[5200]
[5201]
[5202]
[5203]
[5204]
[5205]
[5206]
[5207]
[5208]
[5209]
[5210]
[5211]
[5212]
[5213]
[5214]
[5215]
[5216]
[5217]
[5218]
[5219]
[5220]
[5221]
[5222]
[5223]
[5224]
[5225]

Ser Tle

Ile Ser

Phe

Arg

Arg

Glu
420

Phe Gly Ala Phe

435

Asn Ala Ala Glu

450

<210> 253
<211> 500
<212> PRT

213> K

<400> 253

Met Asn
1

Met

Ala

Leu Phe Leu Leu

Thr Ser

Phe Asp
50

Ala Gly

65

Ala Gly

Leu Pro
Arg Gly
Gln Gln

130
Gln Ser

145
Gln Gly

Asn Asp

Asn Ala

Gln
35

Arg
Thr
Val
Gln
Ile
115
Phe
Gln
Asp

Gly

Ala
195

20
Trp

Leu

Thr

Ser

100

Thr

Gln

Lys

Val

Glu

180

Asn

Ala
405
Glu
Thr

Ser

Thr
Cys
Gln
Gln
Glu
Ile
85

Thr
Gly
Gln
Phe
Ile
165

Val

Gln

Leu Pro Asn Asp Val Leu Ala Asn Ala

Ala Gln Arg Leu

Pro

Ser

Ile

His

Ser

Ala

Phe

70

Val

Asn

Gln

Ser

Lys

150

Ala

Pro

Leu

Ile

Asn
Gly
Ser
Phe
55

Phe
Arg
Gly
Thr
Met
135
Asp
Leu

Val

Asp

425
Gln Tyr
440

Gly Pro

Ser Leu
25

His Arg

40

Glu Pro

Asp Ala
Arg Ile
Ala Thr
105
Phe Pro
120
Gln Ala
Glu His
Pro Ala
Val Ala
185
Pro Arg

200

186

410
Lys

Lys

Thr
10

Ala
Gly
Val
Ser
Ile
90

Ile
Gly
Gln
Gln
Gly
170

Ile

Gln

His Asn Arg

Gly
430

Ser Tyr Gln Asp

Ile
Gln
Ser
Arg
Asn
75

Glu
Met
Cys
Leu
Lys
155
Val

Tyr

Arg

Phe
Leu
Ser
Ser
60

Glu
Pro
Tyr
Pro
Thr
140
Ile
Ala

Val

Asp

445

Phe

Leu

45

Val

Leu

Arg

Ile

Glu

125

Gly

Asn

His

Ile

Phe
205

Thr
Gly
30

Gln
Arg
Phe
Gly
Ile
110

Ser

Ser

Trp

Asp
190
Leu

Tyr
415
Asp

Val

Val
15

Gln
Cys
Ser
Gln
Leu
95

Gln
Tyr
Gln
Phe
Cys
175

Ile

Leu

Arg

Glu

Tyr

Cys
Ser
Arg
Gln
Cys
80

Leu
Gly
Gln
Ser
Arg
160
Tyr

Asn

Ala
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[5226]
[5227]
[5228]
[5229]
[5230]
[5231]
[5232]
[5233]
[5234]
[5235]
[5236]
[5237]
[5238]
[5239]
[5240]
[5241]
[5242]
[5243]
[5244]
[5245]
[5246]
[5247]
[5248]
[5249]
[5250]
[5251]
[5252]
[5253]
[5254]
[5255]
[5256]
[5257]
[5258]
[5259]
[5260]
[5261]
[5262]
[5263]
[5264]

Gly
Ser
225
Leu
Gln
Pro
Glu
Cys
305
Asn
Arg
Gln
Pro
Cys
385
Gly
Val
Thr
Phe
Arg
465

Ala

Ala

Asn
210
Gln
Gly
Arg
Tyr
Arg
290
Ser
Ile
Val
Met
Phe
370
Ala
Glu
Val
Asn
Arg
450
Glu

Phe

Ala

Met
Asn
Ile
Gly
Ala
275
Tyr
Asn
Asp
Thr
Ser
355
Trp
Arg
Leu
Lys
Pro
435
Ala
Asp

Thr

Ser

<210> 254

Arg

Ile

Ser

Glu

260

Ser

Gln

Gly

Asn

Asn

340

Ala

Asn

Val

Arg

Lys

420

Asn

Leu

Ala

Pro

Ser
500

Ser
Phe
Thr
245
Ile
Leu
Val
Leu
Pro
325
Leu
Val
Ile
Gln
Arg
405
Ala
Ser
Pro

Gln

Leu
485

Pro
Ser
230
Gly
Val
Gln
Thr
Asp
310
Asn
Asn
Lys
Asn
Val
390
Gly
Gln
Met
Thr
Arg

470
Gln

Gln Ala Tyr Arg

215
Gly

Val
Arg
Glu
Gln
295
Glu
Leu
Ser
Val
Ser
375
Val
Gln
Arg
Val
Asp
455

Leu

Tyr

Phe

Ser

Ala Arg

Val Glu

265

Gln Glu

280

His Gln

Thr Phe

Ala Asp

GIn Lys

345

Asn Leu

360
His

Ser

Asn Asn

Leu Leu

Glu Gly

425

Ser His

440

Val Leu

Lys His

Lys

187

Ser

Ala
Gln
250
His
Gln
Gln
Cys
Thr
330
Phe
Tyr
Val
Asn
Ile
410
Cys
Ile

Ala

Asn

490

Arg
Glu
235
Leu
Gly
Lys

Ser

Ala
315
Tyr
Pro
Gln
Val
Gly
395
Ile
Ala
Val
Asn
Arg

475
Gln

Glu
220
Leu
Gln
Leu
Gln
Gln
300
Met
Asn
Ile
Asn
Tyr
380
Lys
Pro
Tyr
Gly
Ala
460

Gly

Asp

Val
Leu
Cys
Ser
Glu
285
Tyr
Arg
Pro
Leu
Ala
365
Val
Thr
Gln
Ile
Lys
445
Tyr

Asp

Val

Glu
Ser
Gln
Leu
270
Gln
Gly
Ile
Arg
Asn
350
Leu
Thr
Val
His
Ala
430
Ser
Arg

Glu

Ser

Asn
Glu
Asn
255
Leu
Pro
Gly
Trp
Ala
335
Leu
Leu
Gln
Phe
Tyr
415
Phe
Ser
Ile

Leu

Ser
495

Gln
Ala
240
Asp
Gln
Arg
Gly
Gln
320
Gly
Ile
Ser
Gly
Asn
400
Val
Lys
Ile
Ser
Gly

480
Val
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[6265] <211> 527

[5266]  <212> PRT

[5267] <213> e

[5268]  <400> 254

[5269] Met Ala Thr Thr Ser Phe Pro Ser Met Leu Phe Tyr Phe Cys Ile Phe
[5270] 1 5 10 15
[5271] Leu Leu Phe His Gly Ser Met Ala Gln Leu Phe Gly Gln Ser Ser Thr
[5272] 20 25 30

[5273]  Pro Trp Gln Ser Ser Arg Gln Gly Gly Leu Arg Gly Cys Arg Phe Asp
[5274] 35 40 45

[6275] Arg Leu Gln Ala Phe Glu Pro Leu Arg Gln Val Arg Ser Gln Ala Gly
[5276] 50 55 60

[5277]  Ile Thr Glu Tyr Phe Asp Glu Gln Asn Glu Gln Phe Arg Cys Thr Gly
[5278] 65 70 75 80
[5279] Val Ser Val Ile Arg Arg Val Ile Glu Pro Gln Gly Leu Val Leu Pro
[5280] 85 90 95
[5281] Gln Tyr His Asn Ala Pro Ala Leu Val Tyr Ile Leu Gln Gly Arg Gly
[5282] 100 105 110

[5283] Phe Thr Gly Leu Thr Phe Pro Gly Cys Pro Ala Thr Phe Gln Gln Gln
[5284] 115 120 125

[5285] Phe Gln Pro Phe Asp Gln Ser Gln Phe Ala Gln Gly Gln Arg Gln Ser
[5286] 130 135 140

[5287] Gln Thr Ile Lys Asp Glu His Gln Arg Val Gln Arg Phe Lys Gln Gly
[5288] 145 150 155 160
[5289] Asp Val Val Ala Leu Pro Ala Gly Ile Val His Trp Cys Tyr Asn Asp
[5290] 165 170 175
[5291] Gly Asp Ala Pro Ile Val Ala Ile Tyr Val Phe Asp Val Asn Asn Asn
[5292] 180 185 190

[5293] Ala Asn Gln Leu Glu Pro Arg Gln Lys Glu Phe Leu Leu Ala Gly Asn
[5294] 195 200 205

[6295] Asn Lys Arg Glu Gln Gln Ser Gly Asn Asn Ile Phe Ser Gly Leu Ser
[5296] 210 215 220

[5297] Val Gln Leu Leu Ser Glu Ala Leu Gly Ile Ser Gln Gln Ala Ala Gln
[5298] 225 230 235 240
[5299] Arg Ile Gln Ser Gln Asn Asp Gln Arg Gly Glu Ile Ile Arg Val Ser
[5300] 245 250 255
[5301]  Gln Gly Leu Gln Phe Leu Lys Pro Ile Val Ser Gln Gln Val Pro Gly
[5302] 260 265 270

[5303] Glu Gln Gln Val Tyr Gln Pro Ile Gln Thr Gln Glu Gly Gln Ala Thr
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[5304] 275 280 285

[6305] Gln Tyr Gln Val Gly Gln Ser Thr Gln Tyr Gln Val Gly Lys Ser Thr
[5306] 290 295 300

[6307] Pro Tyr Gln Gly Gly Gln Ser Ser Gln Tyr Gln Ala Gly Gln Ser Trp
[5308] 305 310 315 320
[6309] Asp Gln Ser Phe Asn Gly Leu Glu Glu Asn Phe Cys Ser Leu Glu Ala
[5310] 325 330 335
[6311] Arg Lys Asn Ile Glu Asn Pro Gln His Ala Asp Thr Tyr Asn Pro Arg
[5312] 340 345 350

[6313] Ala Gly Arg Ile Thr Arg Leu Asn Ser Lys Asn Phe Pro Ile Leu Asn
[5314] 355 360 365

[6315] Tle Val Gln Met Ser Ala Thr Arg Val Asn Leu Tyr Gln Asn Ala Ile
[5316] 370 375 380

[6317] Leu Ser Pro Phe Trp Asn Ile Asn Ala His Ser Val Ile Tyr Met Ile
[5318] 385 390 395 400
[5319]  Gln Gly His Ala Arg Val Gln Val Val Asn Asn Asn Gly Gln Thr Val
[5320] 405 410 415
[5321]  Phe Asn Asp Ile Leu Arg Arg Gly Gln Leu Leu Ile Val Pro Gln His
[5322] 420 425 430

[6323] Phe Val Val Leu Lys Lys Ala Glu Arg Glu Gly Cys Gln Tyr Ile Ser
[5324] 435 440 445

[6325] Phe Lys Thr Asn Pro Asn Ser Met Val Ser His Ile Ala Gly Lys Ser
[5326] 450 455 460

[6327] Ser Ile Leu Arg Ala Leu Pro Ile Asp Val Leu Ala Asn Ala Tyr Arg
[6328] 465 470 475 480
[6329] Tle Ser Arg Gln Glu Ala Arg Asn Leu Lys Asn Asn Arg Gly Glu Glu
[5330] 485 490 495
[6331]  Phe Gly Ala Phe Thr Pro Lys Leu Thr Gln Lys Gly Phe Gln Ser Tyr
[5332] 500 505 510

[6333] Gln Asp Ile Glu Glu Gly Ser Ser Ser Pro Val Arg Ala Ser Glu
[5334] 515 520 525

[6335]  <210> 255

[6336] <211> 498

[6337]  <212> PRT

[5338]  <213> JKHH

[6339]  <400> 255

[5340] Met Ala Ser Thr Asn Arg Pro Ile Val Phe Phe Thr Val Cys Leu Phe
[5341] 1 5 10 15
[6342] Leu Leu Cys Asp Gly Ser Leu Ala Gln Gln Leu Leu Gly Gln Ser Thr
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[5343] 20 25 30

[5344] Ser Gln Trp Gln Ser Ser Arg Arg Gly Ser Pro Arg Gly Cys Arg Phe
[5345] 35 40 45

[6346] Asp Arg Leu Gln Ala Phe Glu Pro Ile Arg Ser Val Arg Ser Gln Ala
[5347] 50 55 60

[6348] Gly Thr Thr Glu Phe Phe Asp Val Ser Asn Glu Leu Phe Gln Cys Thr
[5349] 65 70 75 80
[6350] Gly Val Ser Val Val Arg Arg Val Ile Glu Pro Arg Gly Leu Leu Leu
[5351] 85 90 95
[6352] Pro His Tyr Thr Asn Gly Ala Ser Leu Val Tyr Ile Ile Gln Gly Arg
[5353] 100 105 110

[6354] Gly Ile Thr Gly Pro Thr Phe Pro Gly Cys Pro Glu Thr Tyr Gln Gln
[5355] 115 120 125

[6356]  Gln Phe Gln Gln Ser Gly Gln Ala Gly Leu Thr Glu Ser Gln Ser Gln
[5357] 130 135 140

[6358] Ser His Lys Phe Lys Asp Glu His Gln Lys Ile His Arg Phe Arg Gln
[5359] 145 150 155 160
[5360] Gly Asp Val Ile Ala Leu Pro Ala Gly Val Ala His Trp Cys Tyr Asn
[5361] 165 170 175
[6362] Asp Cys Glu Val Pro Val Val Ala Ile Tyr Val Thr Asp Ile Asn Asn
[5363] 180 185 190

[5364] Gly Ala Asn Gln Leu Asp Pro Arg Gln Arg Asp Phe Leu Leu Ala Gly
[5365] 195 200 205

[6366] Asn Lys Arg Asn Pro Gln Ala Tyr Arg Arg Glu Val Glu Glu Trp Ser
[5367] 210 215 220

[5368] Gln Asn Ile Phe Ser Gly Phe Ser Thr Glu Leu Leu Ser Glu Ala Phe
[6369] 225 230 235 240
[6370] Gly Ile Ser Asn Gln Val Ala Arg Gln Leu Gln Cys Gln Asn Asp Gln
[5371] 245 250 255
[6372] Lys Gly Glu Ile Val Arg Val Glu Arg Gly Leu Ser Leu Leu Gln Pro
[5373] 260 265 270

[6374]  Tyr Ala Ser Leu Gln Glu Gln Glu Gln Gly Gln Met Gln Ser Arg Glu
[5375] 275 280 285

[6376] His Tyr Gln Glu Gly Gly Tyr Gln Gln Ser Gln Tyr Gly Ser Gly Cys
[5377] 290 295 300

[5378] Pro Asn Gly Leu Asp Glu Thr Phe Cys Val Asn Lys Val Arg Gln Asn
[5379] 305 310 315 320
[5380] Tle Asp Asn Pro Asn Arg Ala Asp Thr Tyr Asn Pro Arg Ala Gly Arg
[5381] 325 330 335
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[5382] Val Thr Asn Leu Ser Gln Asn Phe Pro Ile Leu Asn Leu Val Gln Met
[5383] 340 345 350

[6384] Ser Ala Val Lys Val Asn Leu Tyr Gln Asn Thr Asp Thr Trp Ile Ser
[5385] 355 360 365

[6386] Met Gly Gln Glu Glu Asn Ala Leu Leu Ser Pro Phe Trp Asn Ile Asn
[5387] 370 375 380

[5388] Ala His Ser Ile Val Tyr Ile Thr Gln Gly Arg Ala Gln Val Gln Val
[5389] 385 390 395 400
[6390] Leu Arg Arg Gly Gln Leu Leu Ile Val Pro Gln His Tyr Val Val Val
[5391] 405 410 415
[6392] Lys Lys Ala Gln Arg Glu Gly Cys Ala Tyr Ile Ala Phe Lys Thr Asn
[5393] 420 425 430

[6394] Pro Asn Ser Met Val Ser His Ile Ala Gly Lys Ser Ser Ile Phe Arg
[5395] 435 440 445

[6396] Ala Leu Pro Thr Asp Val Leu Ala Asn Ala Tyr Arg Ile Ser Arg Glu
[5397] 450 455 460

[6398] Glu Ala Gln Arg Leu Lys His Asn Arg Gly Asp Glu Phe Gly Ala Phe
[6399] 465 470 475 480
[5400] Thr Pro Leu Gln Tyr Lys Ser Tyr Gln Asp Val Tyr Asn Val Ala Glu
[5401] 485 490 495
[5402]  Ser Ser

[5403]  <210> 256

[5404]  <211> 491

[5405]  <212> PRT

[5406]  <213> JEAp 257 ERG

[5407]  <400> 256

[5408] Met Lys Ser Ser Ile Val Phe Ser Thr Ile Cys Leu Val Leu Leu Cys
[5409] 1 5 10 15
[5410] His Gly Ser Leu Ala Gln Leu Leu Ser Gln Ser Thr Ser Gln Trp Gln
[5411] 20 25 30

[5412] Ser Ser Arg Arg Gly Ser Pro Arg Gln Cys Arg Phe Asp Gln Leu Gln
[5413] 35 40 45

[5414] Ala Phe Glu Pro Ile Arg Thr Val Arg Ser Gln Ala Gly Val Thr Glu
[5415] 50 55 60

[5416]  Phe Tyr Asp Val Ser Asn Glu Leu Phe Gln Cys Thr Gly Val Ser Val
[5417] 65 70 75 80
[5418] Val Arg Arg Val Ile Glu Pro Arg Gly Leu Leu Leu Pro His Tyr Ser
[5419] 85 90 95
[5420] Asn Gly Ala Thr Leu Val Tyr Ile Ile Gln Gly Arg Gly Ile Thr Gly
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[5421] 100 105 110

[5422] Pro Thr Phe Pro Gly Cys Pro Glu Thr Tyr Gln Gln Gln Phe Gln Gln
[5423] 115 120 125

[5424] Ser Gly Glu Ala Gln Pro Phe Glu Gly Gln Ser His Lys Phe Arg Asp
[5425] 130 135 140

[5426] Glu His Gln Lys Ile His Arg Phe Arg Gln Gly Asp Val Val Ala Leu
[5427] 145 150 155 160
[5428] Pro Ala Gly Val Ala His Trp Cys Tyr Asn Asp Gly Glu Val Pro Ile
[5429] 165 170 175
[5430] Val Ala Ile Tyr Val Thr Asp Ile Tyr Asn Ser Ala Asn Gln Leu Asp
[5431] 180 185 190

[5432] Pro Arg His Arg Asp Phe Phe Leu Ala Gly Asn Asn Lys Val Ala Gln
[5433] 195 200 205

[5434] Gln Leu Tyr Arg Ser Glu Ala Arg Glu Asn Ser Lys Asn Ile Phe Gly
[5435] 210 215 220

[5436] Gly Phe Ser Val Glu Leu Leu Ser Glu Ala Leu Gly Ile Ser Arg Gly
[5437] 225 230 235 240
[5438] Val Ala Arg Gln Leu Gln Cys Gln Asn Asp Gln Arg Gly Glu Ile Val
[5439] 245 250 255
[5440] Arg Val Glu His Gly Leu Ala Leu Leu Gln Pro Tyr Ala Ser Val Gln
[5441] 260 265 270

[5442]  Glu Gln Gln Gln Glu Gln Val Gln Ser Arg Asp Tyr Glu Gln Thr Gln
[5443] 275 280 285

[5444]  Tyr Gln Gln Lys Gln Pro Gln Gly Ser Cys Ser Asn Gly Leu Asp Glu
[5445] 290 295 300

[5446] Thr Phe Cys Thr Met Arg Leu Arg Gln Asn Ile Asp Asn Pro Asn Leu
[5447] 305 310 315 320
[5448] Ala Asp Thr Tyr Asn Pro Lys Ala Gly Arg Ile Thr Tyr Leu Asn Gly
[5449] 325 330 335
[5450] Gln Lys Phe Pro Ile Leu Asn Leu Val Gln Met Ser Ala Val Lys Val
[5451] 340 345 350

[5452] Asn Leu Tyr Gln Asn Ala Val Leu Ser Pro Phe Trp Asn Ile Asn Ala
[5453] 355 360 365

[5454] His Ser Val Val Tyr Ile Thr Gln Gly Arg Ala Arg Val Gln Val Val
[5455] 370 375 380

[5456]  Asn Asn Asn Gly Lys Thr Val Phe Asp Gly Glu Leu Arg Gln Gly Gln
[5457] 385 390 395 400
[5458] Leu Leu Ile Ile Pro Gln His His Val Val Leu Lys Lys Ala Gln Arg
[5459] 405 410 415
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[5460]  Glu Gly Cys Ser Tyr Ile Ala Leu Lys Thr Asn Pro Asn Ser Ile Val
[5461] 420 425 430

[5462] Ser His Ile Ala Gly Lys Asn Ser Ile Phe Arg Ala Leu Pro Gly Asp
[5463] 435 440 445

[5464] Val Val Thr Asn Ala Tyr Arg Ile Ser Arg Glu Glu Ala Lys Arg Ile
[5465] 450 455 460

[5466] Lys His Asn Arg Gly Asp Glu Ser Gly Val Phe Ala Pro Ser His Ala
[5467] 465 470 475 480
[5468] Tyr Arg Ser Tyr Gln Asp Met Ser Val Ala Ala

[5469] 485 490

[56470]  <210> 257

[5471]  <211> 492

[5472]  <212> PRT

[6473]  <213> —FHFANTL

[56474]  <400> 257

[5475] Met Ala His Thr Ser Phe Ser Ser Phe Leu Ser Tyr Phe Cys Leu Phe
[5476] 1 5 10 15
[5477] Leu Leu Phe His Gly Ser Met Ala Gln Val Leu Gly Gln Val Ser Thr
[5478] 20 25 30

[5479]  Trp Gln Ser Ser Arg Gln Gly Gly Ser Arg Asp Cys Ser Phe Asp Arg
[5480] 35 40 45

[5481] Leu Gln Ala Ile Glu Pro Val Thr Gln Val Arg Ser Gln Ala Gly Leu
[5482] 50 55 60

[5483]  Thr Glu Tyr Phe Asp Glu Gln Asn Glu Gln Phe Arg Cys Ala Gly Val
[5484] 65 70 75 80
[5485] Phe Val Ile Arg Arg Val Ile Glu Pro Arg Gly Leu Leu Leu Pro Arg
[5486] 85 90 95
[5487] Tyr His Asn Thr Pro Gly Leu Val Tyr Ile Leu Gln Gly Asn Gly Phe
[5488] 100 105 110

[5489] Val Gly Leu Thr Phe Pro Gly Cys Pro Glu Thr Phe Arg Glu Gln Phe
[5490] 115 120 125

[5491]  Gln Gln Phe Arg Gln Thr Gln Ser Thr Leu Gly Gln Ser Gln Cys Gln
[5492] 130 135 140

[5493] Ser Gln Lys Leu Gly Asp Val His Gln Arg Val His Gln Phe Thr Gln
[5494] 145 150 155 160
[5495] Gly Asp Val Val Ala Leu Pro Thr Gly Val Ala His Trp Ile Tyr Asn
[5496] 165 170 175
[5497] Gly Gly Asp Ala Pro Val Val Ile Val Tyr Val Phe Asp Val Asn Asn
[5498] 180 185 190
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[5499] Asn Ala Asn Gln Leu Glu Pro Arg Gln Lys Glu Phe Leu Leu Gly Gly
[5500] 195 200 205

[6501]  Asn Tyr Asn Gly Val Leu Gln Tyr Gly Gln Asn Ile Phe Ser Gly Phe
[5502] 210 215 220

[6503] Asn Ala Gln Leu Leu Ser Gln Ala Phe Gly Ile Asn Glu Gln Thr Ser
[5504] 225 230 235 240
[5505] Gln Arg Ile Gln Asn Gln Asn Asp Gly Arg Gly Asp Ile Ile Arg Val
[5506] 245 250 255
[6507]  Asp Asn Gly Leu Gln Phe Leu Lys Pro Val Val Thr Gln Gln Gln Pro
[5508] 260 265 270

[6509] Glu Gln Pro Phe Met Pro Ile Gln His Gln Thr Gly Gln Ser Ser Arg
[5510] 275 280 285

[6511]  Asn Gly Leu Glu Glu Asn Phe Cys Ser Leu Glu Pro Arg Gln Asn Ile
[5512] 290 295 300

[5513]  Glu Asp Pro Asn Arg Ala Asp Thr Tyr Asn Pro Arg Ala Gly Ser Ile
[5514] 305 310 315 320
[5515] Thr Arg Leu Asn Gly Gln Asn Phe Pro Ile Leu Asn Leu Val Gln Met
[5516] 325 330 335
[5517]  Ser Ala Thr Arg Val Asn Leu Gln Lys Asn Ala Ile Leu Ser Pro Phe
[5518] 340 345 350

[6519]  Trp Asn Ile Asn Ala His Ser Val Val Tyr Val Ile Gln Gly His Ala
[5520] 355 360 365

[6521] Leu Val Gln Val Val Asn Asn Gln Gly His Asn Val Phe Asn Gly Leu
[5522] 370 375 380

[6523] Leu His Arg Gly Gln Leu Leu Ile Ile Pro Gln Asn Tyr Val Val Leu
[5524] 385 390 395 400
[6525] Lys Lys Ala Glu Ser Glu Gly Tyr Gln Tyr Ile Ala Phe Lys Thr Asn
[5526] 405 410 415
[6527] Ala Asn Ser Met Val Ser His Ile Ala Gly Lys Asn Ser Ile Leu Arg
[5528] 420 425 430

[6529] Ala Leu Pro Val Asp Val Ile Ala Asn Ala Tyr Arg Ile Ser Arg Gln
[5530] 435 440 445

[6531]  Glu Ala Gln Asn Leu Lys Asn Asn Arg Gly Glu Glu Thr Gly Val Leu
[5532] 450 455 460

[6533] Thr Pro Asn Phe Ser Gln Ser Thr Cys Gln Ser Tyr Gln Thr Glu Asp
[5534] 465 470 475 480
[6535] Val Gln Ser Leu Arg Pro Met Ser His Trp Ser Glu

[5536] 485 490

[6537] <210> 258
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[5538]
[5539]
[5540]
[5541]
[5542]
[5543]
[5544]
[5545]
[5546]
[5547]
[5548]
[5549]
[5550]
[5551]
[5552]
[5553]
[5554]
[5555]
[5556]
[5557]
[5558]
[5559]
[5560]
[5561]
[5562]
[5563]
[5564]
[5565]
[5566]
[5567]
[5568]
[5569]
[5570]
[5571]
[5572]
[5573]
[5574]
[5575]
[5576]

211>
212>
213>

220>

221>
222>
223>
<400>

166
PRT

IKHE

B PEFAE
(120) .. (120)
Xaa A] PURATAT] FRIRAFAE M 2 LR
258

Met Ala Ser Asn Lys

1

Ser
Val
Met
Gly
65

Cys
Ala
Asp
Asp
Ile

145
Thr

Val
Val
Tyr
50

His
Cys
Leu
Val
Leu
130

Pro

Pro

Leu
Tyr
35

Ser
Gly
Arg
Asn
Gly
115
Glu

Asn

Arg

<210> 259
<211> 165
<212> PRT
<213> 7KH8
<400> 259
Met Ala Ser

1

Ser Val Leu

Ala
20

Ser
Leu
Ala
Gln
His
100
His
Arg

Gly

Thr

Asn

20

5
Ala

Leu

Pro

Pro

Leu

85

Met

Pro

Ala

Thr

Gly
165

Val Val Phe

Thr
Gly
Arg
Gly
70

Ala
Val
Met
Ala
Gly

150
His

Ala
Glu
Cys
55

Gly
Ala
Gly
Ala
Ala

135
Gly

Ser

Thr Met

25

Arg Cys

40

Arg Ala

Ala Val

Val Asp

Gly

Ile
105

Xaa Val

120

Ser Leu

Val Cys

Ala
10

Ala
Gln
Val
Asp
Asp
90

Tyr
Phe

Pro

Tyr

Leu

Asp

Pro

Val

Glu

75

Ser

Arg

Pro

Ala

Trp
155

Leu
His
Gly
Lys
60

Gln
Trp
Glu
Gly
Phe

140
Leu

Leu
His
Met
45

Arg
Leu
Cys
Leu
Cys
125

Cys

Gly

Ile
Lys
30

Gly

Gln

Arg
Gly
110
Arg

Asn

Tyr

Ile
15

Asp
Tyr
Cys
Gln
Cys
95

Ala
Arg

Val

Pro

Val

Gln

Pro

Val

Asp

80

Ser

Thr

Gly

Asp

160

Val Val Phe Ser Ala Leu Leu Leu Ile Ile Val

10

15

Asp Gly Thr Met Ala Asp His His Lys Asp Gln
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[6577] Val Val Tyr Ser Leu Gly Glu Arg Cys Gln Pro Gly Met Gly Tyr Pro
[5578] 35 40 45

[6579] Met Tyr Ser Leu Pro Arg Cys Arg Ala Val Val Lys Arg Gln Cys Val
[5580] 50 55 60

[6581] Gly His Gly Ala Pro Gly Ala Val Asp Glu Gln Leu Arg Gln Asp Cys
[5582] 65 70 75 80
[5583] Cys Arg Gln Leu Ala Ala Val Asp Asp Ser Trp Cys Arg Cys Ser Ala
[5584] 85 90 95
[6585] Leu Asn His Met Val Gly Gly Ile Tyr Arg Glu Leu Gly Ala Thr Asp
[5586] 100 105 110

[6587] Val Gly His Pro Met Ala Glu Val Phe Pro Gly Cys Arg Arg Gly Asp
[5588] 115 120 125

[6589] Leu Glu Arg Ala Ala Ala Ser Leu Pro Ala Phe Cys Asn Val Asp Ile
[5590] 130 135 140

[6591]  Pro Asn Gly Thr Gly Gly Val Cys Tyr Trp Leu Gly Tyr Pro Arg Thr
[5592] 145 150 155 160
[6593] Pro Arg Thr Gly His

[5594] 165

[6595]  <210> 260

[6596]  <211> 157

[6597]  <212> PRT

[5598] <213> JKF&E

[6599]  <400> 260

[5600] Met Ala Ser Asn Lys Val Val Ile Ser Ala Leu Leu Val Val Val Val
[5601] 1 5 10 15
[5602] Ser Val Leu Ala Ala Thr Thr Thr Met Ala Asp His His Gln Glu Gln
[5603] 20 25 30

[5604] Val Val Tyr Thr Pro Gly Gln Leu Cys Gln Pro Gly Ile Gly Tyr Pro
[5605] 35 40 45

[5606] Thr Tyr Pro Leu Pro Arg Cys Arg Ala Phe Val Lys Arg Gln Cys Val
[5607] 50 55 60

[5608] Ala Pro Gly Thr Val Asp Glu Gln Val Arg Arg Gly Cys Cys Arg Gln
[5609] 65 70 75 80
[5610] Leu Ala Ala Ile Asp Ser Ser Trp Cys Arg Cys Asp Ala Leu Asn His
[5611] 85 90 95
[5612] Met Leu Arg Ile Ile Tyr Arg Glu Ser Gly Ala Ala Asp Ala Gly His
[5613] 100 105 110

[5614]  Pro Met Ala Glu Val Phe Arg Gly Cys Arg Arg Gly Asp Ile Glu Arg
[5615] 115 120 125
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[5616] Ala Ala Ala Ser Leu Pro Ala Phe Cys Asn Val Asp Ile Pro Asn Gly
[5617] 130 135 140

[5618] Val Gly Gly Val Cys Tyr Trp Leu Pro Gly Thr Gly Tyr

[5619] 145 150 155

[6620]  <210> 261

[6621]  <211> 495

[5622] <212> PRT

[5623]  <213> JKHH

[6624]  <400> 261

[5625] Met Thr Ile Ser Val Phe Ser Arg Phe Ser Ile Tyr Phe Cys Val Leu
[5626] 1 5 10 15
[5627] Leu Leu Cys Asn Gly Ser Met Ala Gln Leu Phe Asp Pro Ala Thr Asn
[5628] 20 25 30

[5629]  Gln Trp Gln Thr His Arg Gln Gly Ser Phe Arg Glu Cys Arg Phe Glu
[5630] 35 40 45

[5631] Arg Leu Gln Ala Phe Glu Pro Leu Gln Asn Val Arg Ser Glu Ala Gly
[5632] 50 55 60

[5633] Val Thr Glu Tyr Phe Asp Glu Thr Asn Glu Leu Phe Gln Cys Thr Gly
[5634] 65 70 75 80
[5635] Thr Phe Val Ile Arg Arg Val Ile Gln Pro Gln Gly Leu Leu Ile Pro
[5636] 85 90 95
[5637] Arg Tyr Ala Asn Thr Pro Gly Met Val Tyr Ile Ile Gln Gly Arg Gly
[5638] 100 105 110

[5639] Ser Met Gly Leu Thr Phe Pro Gly Cys Pro Ala Thr Tyr Gln Gln Gln
[5640] 115 120 125

[5641]  Ser Gln Gln Phe Leu Phe Gln Gly Glu Ser Gln Ser Gln Lys Phe Ile
[5642] 130 135 140

[5643] Asp Glu His Gln Lys Ile His Gln Phe Arg Gln Gly Asp Ile Val Val
[5644] 145 150 155 160
[5645] Leu Pro Thr Gly Val Ala His Trp Phe Tyr Asn Asp Gly Asp Thr Pro
[5646] 165 170 175
[5647] Val Val Ala Leu Tyr Val Tyr Asp Ile Asn Asn Ser Ala Asn Gln Leu
[5648] 180 185 190

[5649]  Glu Pro Arg His Arg Glu Phe Leu Leu Ala Gly Lys Asn Asn Arg Val
[5650] 195 200 205

[5651]  Gln Gln Val Tyr Gly Arg Ser Ile Gln Gln His Ser Gly Gln Asn Ile
[5652] 210 215 220

[5653]  Phe Asn Gly Phe Ser Val Glu Pro Leu Ser Glu Ala Leu Asn Ile Asn
[5654] 225 230 235 240
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[5655] Thr Val Thr Thr Lys Arg Leu Gln Ser Gln Asn Asp Gln Arg Gly Glu
[5656] 245 250 255
[5657] Tle Ile His Val Lys Asn Gly Leu Gln Leu Leu Lys Pro Thr Leu Thr
[5658] 260 265 270

[5659]  Gln Arg Gln Glu Gln Glu Gln Ala Gln Tyr Gln Glu Val Gln Tyr Ser
[5660] 275 280 285

[5661]  Glu Lys Pro Gln Thr Ser Ser Arg Trp Asn Gly Leu Glu Glu Asn Leu
[5662] 290 295 300

[5663] Cys Thr Ile Lys Thr Arg Leu Asn Ile Glu Asn Pro Ser Arg Ala Asp
[5664] 305 310 315 320
[5665] Ser Tyr Asp Pro Arg Ala Gly Arg Ile Thr Ser Leu Asp Ser Gln Lys
[5666] 325 330 335
[5667] Phe Pro Ile Leu Asn Ile Ile Gln Met Ser Ala Thr Arg Val Asn Leu
[5668] 340 345 350

[5669] Tyr Gln Asn Ala Ile Leu Thr Pro Phe Trp Asn Val Asn Ala His Ser
[5670] 355 360 365

[5671] Leu Met Tyr Val Ile Arg Gly Arg Ala Arg Val Gln Val Val Ser Asn
[5672] 370 375 380

[5673]  Phe Gly Lys Thr Val Phe Asp Gly Val Leu Arg Pro Glu Gln Leu Leu
[5674] 385 390 395 400
[5675] Tle Ile Pro Gln Asn Tyr Val Val Leu Lys Lys Ala Gln His Glu Gly
[5676] 405 410 415
[5677] Cys Gln Tyr Ile Ala Ile Asn Thr Asn Ala Asn Ala Phe Val Ser His
[5678] 420 425 430

[5679] Leu Ala Gly Val Asp Ser Val Phe His Ala Leu Pro Val Asp Val Ile
[5680] 435 440 445

[5681] Ala Asn Ala Tyr Cys Ile Ser Arg Glu Glu Ala Arg Arg Leu Lys Asn
[5682] 450 455 460

[5683] Asn Arg Gly Asp Glu Tyr Gly Pro Phe Pro Pro Arg Leu Gln Gln Gln
[5684] 465 470 475 480
[5685] Tle Tyr Pro Glu Phe Ser Asn Glu Ser Lys Gly Glu Thr Ser Glu
[5686] 485 490 495
[5687]  <210> 262

[5688]  <211> 480

[5689] <212> PRT

[5690]1  <213> JKHH

[5691]  <400> 262

[5692] Leu Leu Cys His Gly Ser Met Ala Gln Ile Phe Ser Leu Gly Ile Asn
[5693] 1 5 10 15
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[5694] Pro Trp Gln Asn Pro Arg Gln Gly Gly Ser Arg Glu Cys Arg Phe Asp
[5695] 20 25 30

[5696] Arg Leu Gln Ala Phe Glu Pro Leu Arg Lys Val Arg His Glu Ala Gly
[5697] 35 40 45

[5698] Val Thr Glu Tyr Phe Asp Glu Lys Asn Glu Gln Phe Gln Cys Thr Gly
[5699] 50 55 60

[5700] Thr Leu Val Ile Arg Arg Ile Ile Glu Pro Gln Gly Leu Leu Leu Pro
[5701] 65 70 75 80
[6702] Arg Tyr Ser Asn Thr Pro Gly Leu Val Tyr Ile Ile Gln Gly Thr Gly
[5703] 85 90 95
[5704] Val Leu Gly Leu Thr Phe Pro Gly Cys Pro Ala Thr Tyr Gln Lys Gln
[5705] 100 105 110

[5706] Phe Arg His Phe Gly Leu Glu Gly Gly Ser Gln Arg Gln Gly Lys Lys
[5707] 115 120 125

[5708] Leu Arg Asp Glu Asn Gln Lys Ile His Gln Phe Arg Gln Gly Asp Val
[5709] 130 135 140

[5710] Val Ala Leu Pro Ser Gly Ile Pro His Trp Phe Tyr Asn Glu Gly Asp
[5711] 145 150 155 160
[5712]  Thr Pro Val Val Ala Leu Phe Val Phe Asp Val Asn Asn Asn Ala Asn
[5713] 165 170 175
[5714]  Gln Leu Glu Pro Arg Gln Lys Glu Phe Leu Leu Ala Gly Asn Asn Ile
[5715] 180 185 190

[5716] Glu Gln GIn Val Ser Asn Pro Ser Ile Asn Lys His Ser Gly Gln Asn
[5717] 195 200 205

[5718] Tle Phe Asn Gly Phe Asn Thr Lys Leu Leu Ser Glu Ala Leu Gly Val
[5719] 210 215 220

[6720] Asn Ile Glu Val Thr Arg Arg Leu Gln Ser Gln Asn Asp Arg Arg Gly
[6721] 225 230 235 240
[6722] Asp Ile Ile Arg Val Lys Asn Gly Leu Arg Leu Ile Lys Pro Thr Ile
[5723] 245 250 255
[5724]  Thr Gln Gln Gln Glu Gln Thr Gln Asp Gln Tyr Gln Gln Ile Gln Tyr
[5725] 260 265 270

[6726] His Arg Glu Gln Arg Ser Thr Ser Lys Tyr Asn Gly Leu Asp Glu Asn
[5727] 275 280 285

[5728] Phe Cys Ala Ile Arg Ala Arg Leu Asn Ile Glu Asn Pro Asn His Ala
[5729] 290 295 300

[5730] Asp Thr Tyr Asn Pro Arg Ala Gly Arg Ile Thr Asn Leu Asn Ser Gln
[5731] 305 310 315 320
[56732] Lys Phe Ser Ile Leu Asn Leu Val Gln Met Ser Ala Thr Arg Val Asn
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[5733] 325 330 335
[5734] Leu Tyr Gln Asn Ala Ile Leu Ser Pro Phe Trp Asn Ile Asn Ala His
[5735] 340 345 350

[5736] Ser Leu Val Tyr Thr Ile Gln Gly Arg Ala Arg Val Gln Val Val Ser
[5737] 355 360 365

[5738] Asn His Gly Lys Ala Val Phe Asn Gly Val Leu Arg Pro Gly Gln Leu
[5739] 370 375 380

[5740] Leu Ile Tle Pro Gln Asn Tyr Val Val Met Lys Lys Ala Glu Leu Glu
[5741] 385 390 395 400
[5742] Gly Phe Gln Phe Ile Ala Phe Lys Thr Asn Pro Asn Ala Met Val Asn
[5743] 405 410 415
[6744] His Ile Ala Gly Lys Asn Ser Val Leu Arg Ala Met Pro Val Asp Val
[5745] 420 425 430

[5746] Tle Ala Asn Ala Tyr Arg Ile Ser Arg Gln Glu Ala Arg Ser Leu Lys
[5747] 435 440 445

[5748]  Asn Asn Arg Gly Glu Glu Ile Gly Ala Phe Thr Pro Arg Tyr Gln Gln
[5749] 450 455 460

[5750] Gln Lys Ile His Gln Glu Tyr Ser Asn Pro Asn Glu Ser Glu Thr Gln
[5751] 465 470 475 480
[5752]  <210> 263

[6753] <211> 518

[5754]  <212> PRT

[5755]  <213> M-

[5756]  <400> 263

[5757] Met Ala Thr Thr Arg Phe Pro Ser Leu Leu Phe Tyr Ser Cys Ile Phe
[5758] 1 5 10 15
[5759] Leu Leu Cys Asn Gly Ser Met Ala Gln Leu Phe Gly Gln Ser Phe Thr
[5760] 20 25 30

[5761]  Pro Trp Gln Ser Ser Arg Gln Gly Gly Leu Arg Gly Cys Arg Phe Asp
[5762] 35 40 45

[5763] Arg Leu Gln Ala Phe Glu Pro Leu Arg Gln Val Arg Ser Gln Ala Gly
[5764] 50 55 60

[6765] Tle Thr Glu Tyr Phe Asp Glu Gln Asn Glu Gln Phe Arg Cys Ala Gly
[5766] 65 70 75 80
[5767] Val Ser Val Ile Arg Arg Val Ile Glu Pro Gln Gly Leu Leu Leu Pro
[5768] 85 90 95
[5769]  Gln Tyr His Asn Ala Pro Gly Leu Val Tyr Ile Leu Gln Gly Arg Gly
[5770] 100 105 110

[5771]  Phe Thr Gly Leu Thr Phe Pro Gly Cys Pro Ala Thr Phe Gln Gln Gln
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[5772] 115 120 125

[5773]  Phe Gln Pro Phe Asp Gln Ala Arg Phe Ala Gln Gly Gln Ser Lys Ser
[5774] 130 135 140

[5775]  Gln Asn Leu Lys Asp Glu His Gln Arg Val His His Ile Lys Gln Gly
[5776] 145 150 155 160
[5777]  Asp Val Val Ala Leu Pro Ala Gly Ile Val His Trp Cys Tyr Asn Asp
[5778] 165 170 175
(57791  Gly Asp Ala Pro Ile Val Ala Val Tyr Val Phe Asp Val Asn Asn Asn
[5780] 180 185 190

[5781] Ala Asn Gln Leu Glu Pro Arg Gln Lys Glu Phe Leu Leu Ala Gly Asn
[5782] 195 200 205

[5783] Asn Lys Arg Glu Gln Gln Phe Gly Gln Asn Ile Phe Ser Gly Phe Ser
[5784] 210 215 220

[5785] Val Gln Leu Leu Ser Glu Ala Leu Gly Ile Ser Gln Gln Ala Ala Gln
[5786] 225 230 235 240
[5787] Lys Ile Gln Ser Gln Asn Asp Gln Arg Gly Glu Ile Ile Arg Val Ser
[5788] 245 250 255
[5789]  Gln Gly Leu Gln Phe Leu Lys Pro Phe Val Ser Gln Gln Gly Pro Val
[5790] 260 265 270

[5791]  Glu His Gln Ala Tyr Gln Pro Ile Gln Ser Gln Gln Glu Gln Ser Thr
[5792] 275 280 285

[5793]  Gln Tyr Gln Val Gly Gln Ser Pro Gln Tyr Gln Glu Gly Gln Ser Thr
[5794] 290 295 300

[5795] Gln Tyr Gln Ser Gly Gln Ser Trp Asp Gln Ser Phe Asn Gly Leu Glu
[5796] 305 310 315 320
[5797]  Glu Asn Phe Cys Ser Leu Glu Ala Arg Gln Asn Ile Glu Asn Pro Lys
[5798] 325 330 335
[5799] Arg Ala Asp Thr Tyr Asn Pro Arg Ala Gly Arg Ile Thr His Leu Asn
[5800] 340 345 350

[5801] Ser Lys Asn Phe Pro Thr Leu Asn Leu Val Gln Met Ser Ala Thr Arg
[5802] 355 360 365

[5803] Val Asn Leu Tyr Gln Asn Ala Ile Leu Ser Pro Tyr Trp Asn Ile Asn
[5804] 370 375 380

[5805] Ala His Ser Val Met His Met Ile Gln Gly Arg Ala Arg Val Gln Val
[5806] 385 390 395 400
[5807] Val Asn Asn His Gly Gln Thr Val Phe Asn Asp Ile Leu Arg Arg Gly
[5808] 405 410 415
[5809] Gln Leu Leu Ile Ile Pro Gln His Tyr Val Val Leu Lys Lys Ala Glu
[5810] 420 425 430
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[6811] Arg Glu Gly Cys Gln Tyr Ile Ser Phe Lys Thr Thr Pro Asn Ser Met
[5812] 435 440 445

[6813] Val Ser Tyr Ile Ala Gly Lys Thr Ser Ile Leu Arg Ala Leu Pro Val
[5814] 450 455 460

[6815] Asp Val Leu Ala Asn Ala Tyr Arg Ile Ser Arg Gln Glu Ser Gln Asn
[5816] 465 470 475 480
[5817] Leu Lys Asn Asn Arg Gly Glu Glu Phe Gly Ala Phe Thr Pro Lys Phe
[5818] 485 490 495
[5819] Ala Gln Thr Gly Ser Gln Ser Tyr Gln Asp Glu Gly Glu Ser Ser Ser
[5820] 500 505 510

[6821]  Thr Glu Lys Ala Ser Glu

[5822] 515

[5823] <210> 264

[6824] <211> 605

[5825]  <212> PRT

[5826]  <213> T LA

[5827]  <400> 264

[5828] Met Ser Ala Leu Thr Thr Ser Gln Leu Ala Thr Ser Ala Thr Gly Phe
[5829] 1 5 10 15
[5830] Gly Ile Ala Asp Arg Ser Ala Pro Ser Ser Leu Leu Arg His Gly Phe
[5831] 20 25 30

[6832] Gln Gly Leu Lys Pro Arg Ser Pro Ala Gly Gly Asp Ala Thr Ser Leu
[5833] 35 40 45

[6834] Ser Val Thr Thr Ser Ala Arg Ala Thr Pro Lys Gln Gln Arg Ser Val
[5835] 50 55 60

[5836] Gln Arg Gly Ser Arg Arg Phe Pro Ser Val Val Val Tyr Ala Thr Gly
[5837] 65 70 75 80
[5838] Ala Gly Met Asn Val Val Phe Val Gly Ala Glu Met Ala Pro Trp Ser
[5839] 85 90 95
[6840] Lys Thr Gly Gly Leu Gly Asp Val Leu Gly Gly Leu Pro Pro Ala Met
[5841] 100 105 110

[6842] Ala Ala Asn Gly His Arg Val Met Val Ile Ser Pro Arg Tyr Asp Gln
[5843] 115 120 125

[5844] Tyr Lys Asp Ala Trp Asp Thr Ser Val Val Ala Glu Ile Lys Val Ala
[5845] 130 135 140

[6846] Asp Arg Tyr Glu Arg Val Arg Phe Phe His Cys Tyr Lys Arg Gly Val
[5847] 145 150 155 160
[5848] Asp Arg Val Phe Val Asp His Pro Ser Phe Leu Glu Lys Val Trp Gly
[5849] 165 170 175
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[6850] Lys Thr Gly Glu Lys Ile Tyr Gly Pro Asp Thr Gly Val Asp Tyr Lys
[5851] 180 185 190

[5852] Asp Asn Gln Met Arg Phe Ser Leu Leu Cys Gln Ala Pro Arg Ile Leu
[5853] 195 200 205

[6854]  Asn Leu Asn Asn Asn Pro Tyr Phe Lys Gly Thr Tyr Gly Glu Asp Val
[5855] 210 215 220

[5856] Val Phe Val Cys Asn Asp Trp His Thr Gly Pro Leu Ala Ser Tyr Leu
[6857] 225 230 235 240
[6858] Lys Asn Asn Tyr Gln Pro Asn Gly Ile Tyr Arg Asn Ala Lys Val Ala
[5859] 245 250 255
[5860] Phe Cys Ile His Asn Ile Ser Tyr Gln Gly Arg Phe Ala Phe Glu Asp
[5861] 260 265 270

[5862] Tyr Pro Glu Leu Asn Leu Ser Glu Arg Phe Arg Ser Ser Phe Asp Phe
[5863] 275 280 285

[5864] Tle Asp Gly Tyr Asp Thr Pro Val Glu Gly Arg Lys Ile Asn Trp Met
[5865] 290 295 300

[5866] Lys Ala Gly Ile Leu Glu Ala Asp Arg Val Leu Thr Val Ser Pro Tyr
[5867] 305 310 315 320
[5868] Tyr Ala Glu Glu Leu Ile Ser Gly Ile Ala Arg Gly Cys Glu Leu Asp
[5869] 325 330 335
[5870] Asn Ile Met Arg Leu Thr Gly Ile Thr Gly Ile Val Asn Gly Met Asp
[5871] 340 345 350

[5872] Val Ser Glu Trp Asp Pro Ser Lys Asp Lys Tyr Ile Thr Ala Lys Tyr
[5873] 355 360 365

[5874] Asp Ala Thr Thr Ala Ile Glu Ala Lys Ala Leu Asn Lys Glu Ala Leu
[5875] 370 375 380

[6876]  Gln Ala Glu Ala Gly Leu Pro Val Asp Arg Lys Ile Pro Leu Ile Ala
[5877] 385 390 395 400
[5878] Phe Ile Gly Arg Leu Glu Glu Gln Lys Gly Pro Asp Val Met Ala Ala
[5879] 405 410 415
[5880] Ala Ile Pro Glu Leu Met Gln Glu Asp Val Gln Ile Val Leu Leu Gly
[5881] 420 425 430

[5882] Thr Gly Lys Lys Lys Phe Glu Lys Leu Leu Lys Ser Met Glu Glu Lys
[5883] 435 440 445

[5884] Tyr Pro Gly Lys Val Arg Ala Val Val Lys Phe Asn Ala Pro Leu Ala
[5885] 450 455 460

[5886] His Leu Ile Met Ala Gly Ala Asp Val Leu Ala Val Pro Ser Arg Phe
[5887] 465 470 475 480
[5888] Glu Pro Cys Gly Leu Ile Gln Leu Gln Gly Met Arg Tyr Gly Thr Pro
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[5889] 485 490 495
[5890] Cys Ala Cys Ala Ser Thr Gly Gly Leu Val Asp Thr Val Ile Glu Gly
[5891] 500 505 510

[6892] Lys Thr Gly Phe His Met Gly Arg Leu Ser Val Asp Cys Lys Val Val
[5893] 515 520 525

[5894] Glu Pro Ser Asp Val Lys Lys Val Ala Ala Thr Leu Lys Arg Ala Ile
[5895] 530 535 540

[6896] Lys Val Val Gly Thr Pro Ala Tyr Glu Glu Met Val Arg Asn Cys Met
[5897] 545 550 555 560
[5898] Asn Gln Asp Leu Ser Trp Lys Gly Pro Ala Lys Asn Trp Glu Asn Val
[5899] 565 570 575
[5900] Leu Leu Gly Leu Gly Val Ala Gly Ser Ala Pro Gly Ile Glu Gly Asp
[5901] 580 585 590

[5902] Glu Ile Ala Pro Leu Ala Lys Glu Asn Val Ala Ala Pro

[5903] 595 600 605

[6904]  <210> 265

[6905] <211> 609

[5906]  <212> PRT

[5907]  <213> 2P AR

[5908]  <400> 265

[6909] Met Ser Ala Leu Thr Thr Ser Gln Leu Ala Thr Ser Ala Thr Gly Phe
[5910] 1 5 10 15
[5911] Gly Ile Ala Asp Arg Ser Ala Pro Ser Ser Leu Leu Arg His Gly Phe
[5912] 20 25 30

[5913]  Gln Gly Leu Lys Pro Arg Ser Pro Ala Gly Gly Asp Ala Ser Ser Leu
[5914] 35 40 45

[5915] Ser Val Thr Thr Ser Ala Arg Ala Thr Pro Lys Gln Gln Arg Ser Val
[5916] 50 55 60

[5917]  Gln Arg Gly Ser Arg Arg Phe Pro Ser Val Val Val Tyr Ala Thr Gly
[5918] 65 70 75 80
[5919] Ala Gly Met Asn Val Val Phe Val Gly Ala Glu Met Ala Pro Trp Ser
[5920] 85 90 95
[5921] Lys Thr Gly Gly Leu Gly Asp Val Leu Gly Gly Leu Pro Pro Ala Met
[5922] 100 105 110

[5923] Ala Ala Asn Gly His Arg Val Met Val Ile Ser Pro Arg His Asp Gln
[5924] 115 120 125

[5925] Tyr Lys Asp Ala Trp Asp Thr Ser Val Val Ala Glu Ile Lys Val Ala
[5926] 130 135 140

[5927] Asp Arg Tyr Glu Arg Val Arg Phe Phe His Cys Tyr Lys Arg Gly Val
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[5928] 145 150 155 160
[5929] Asp Arg Val Phe Ile Asp His Pro Ser Phe Leu Glu Lys Val Trp Gly
[5930] 165 170 175
[5931] Lys Thr Gly Glu Lys Ile Tyr Gly Pro Asp Thr Gly Val Asp Tyr Lys
[5932] 180 185 190

[5933] Asp Asn Gln Met Arg Phe Ser Leu Leu Cys Gln Ala Ala Leu Glu Ala
[5934] 195 200 205

[5935] Pro Arg Ile Leu Asn Leu Asn Asn Asn Pro Tyr Phe Lys Gly Thr Tyr
[5936] 210 215 220

[5937]  Gly Glu Asp Val Val Phe Val Cys Asn Asp Trp His Thr Gly Pro Leu
[5938] 225 230 235 240
[5939] Pro Ser Tyr Leu Lys Asn Asn Tyr Gln Pro Asn Gly Ile Tyr Arg Asn
[5940] 245 250 255
[5941] Ala Lys Val Ala Phe Cys Ile His Asn Ile Ser Tyr Gln Gly Arg Phe
[5942] 260 265 270

[5943] Ala Phe Glu Asp Tyr Pro Glu Leu Asn Leu Ser Glu Arg Phe Arg Ser
[5944] 275 280 285

[5945] Ser Phe Asp Phe Ile Asp Gly Tyr Asp Thr Pro Val Glu Gly Arg Lys
[5946] 290 295 300

[5947] Tle Asn Trp Met Lys Ala Gly Ile Leu Glu Ser Asp Arg Val Leu Thr
[5948] 305 310 315 320
[5949] Val Ser Pro Tyr Tyr Ala Glu Glu Leu Ile Ser Gly Ile Ala Arg Gly
[5950] 325 330 335
[5951] Cys Glu Leu Asp Asn Ile Met Arg Leu Thr Gly Ile Thr Gly Ile Val
[5952] 340 345 350

[5953] Asn Gly Met Asp Val Ser Glu Trp Asp Pro Ser Lys Asp Lys Tyr Ile
[5954] 355 360 365

[5955] Ala Ala Lys Tyr Asp Ala Thr Thr Ala Ile Glu Ala Lys Ala Leu Asn
[5956] 370 375 380

[5957] Lys Glu Ala Leu Gln Ala Glu Ala Gly Leu Pro Val Asp Arg Lys Ile
[5958] 385 390 395 400
[5959] Pro Leu Ile Ala Phe Ile Gly Arg Leu Glu Glu Gln Lys Gly Pro Asp
[5960] 405 410 415
[5961] Val Met Ala Ala Ala Ile Pro Glu Leu Met Gln Glu Asn Val Gln Ile
[5962] 420 425 430

[5963] Val Leu Leu Gly Thr Gly Lys Lys Lys Phe Glu Lys Leu Leu Lys Ser
[5964] 435 440 445

[6965] Met Glu Glu Lys Tyr Pro Gly Lys Val Arg Ala Val Val Lys Phe Asn
[5966] 450 455 460
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[5967] Ala Pro Leu Ala His Leu Ile Met Ala Gly Ala Asp Val Leu Ala Val
[5968] 465 470 475 480
[5969] Pro Ser Arg Phe Glu Pro Cys Gly Leu Ile Gln Leu Gln Gly Met Arg
[5970] 485 490 495
[5971]  Tyr Gly Thr Pro Cys Ala Cys Ala Ser Thr Gly Gly Leu Val Asp Thr
[5972] 500 505 510

[5973] Val Ile Glu Gly Lys Thr Gly Phe His Met Gly Arg Leu Ser Val Asp
[5974] 515 520 525

[5975] Cys Lys Val Val Glu Pro Ser Asp Val Gln Lys Val Ala Thr Thr Leu
[5976] 530 535 540

[5977] Lys Arg Ala Ile Lys Ile Val Gly Thr Pro Ala Tyr Asn Glu Met Val
[6978] 545 550 555 560
[5979] Arg Asn Cys Met Asn Gln Asp Leu Ser Trp Lys Gly Pro Ala Lys Asn
[5980] 565 570 575
[5981] Trp Glu Asn Val Leu Leu Gly Leu Gly Val Ala Gly Ser Ala Pro Gly
[5982] 580 585 590

[5983] Val Glu Gly Glu Glu Ile Ala Pro Leu Ala Lys Glu Asn Val Ala Ala
[5984] 595 600 605

[5985]  Pro

[5986] <210> 266

[5987] <211> 603

[5988]  <212> PRT

[59891 <213> Hf

[6990]  <400> 266

[5991] Met Ala Ala Leu Ala Thr Ser Gln Leu Ala Thr Ser Gly Thr Val Leu
[5992] 1 5 10 15
[5993] Gly Val Thr Asp Arg Phe Arg Arg Pro Gly Phe Gln Gly Leu Arg Pro
[5994] 20 25 30

[5995] Arg Asn Pro Ala Asp Ala Ala Leu Gly Met Arg Thr Ile Gly Ala Ser
[5996] 35 40 45

[5997] Ala Ala Pro Lys Gln Ser Arg Lys Ala His Arg Gly Ser Arg Arg Cys
[5998] 50 55 60

[5999] Leu Ser Val Val Val Arg Ala Thr Gly Ser Gly Met Asn Leu Val Phe
[6000] 65 70 75 80
[6001] Val Gly Ala Glu Met Ala Pro Trp Ser Lys Thr Gly Gly Leu Gly Asp
[6002] 85 90 95
[6003] Val Leu Gly Gly Leu Pro Pro Ala Met Ala Ala Asn Gly His Arg Val
[6004] 100 105 110

[6005] Met Val Val Ser Pro Arg Tyr Asp Gln Tyr Lys Asp Ala Trp Asp Thr
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[6006] 115 120 125

[6007] Ser Val Ile Ser Glu Ile Lys Val Ala Asp Glu Tyr Glu Arg Val Arg
[6008] 130 135 140

[6009]  Phe Phe His Cys Tyr Lys Arg Gly Val Asp Arg Val Phe Ile Asp His
[6010] 145 150 155 160
[6011]  Pro Trp Phe Leu Glu Lys Val Arg Gly Lys Thr Lys Glu Lys Ile Tyr
[6012] 165 170 175
[6013] Gly Pro Asp Ala Gly Thr Asp Tyr Glu Asp Asn Gln Gln Arg Phe Ser
[6014] 180 185 190

[6015] Leu Leu Cys Gln Ala Ala Leu Glu Ala Pro Arg Ile Leu Asn Leu Asn
[6016] 195 200 205

[6017]  Asn Asn Pro Tyr Phe Ser Gly Pro Tyr Gly Glu Asp Val Val Phe Val
[6018] 210 215 220

[6019]  Cys Asn Asp Trp His Thr Gly Leu Leu Ala Cys Tyr Leu Lys Ser Asn
[6020] 225 230 235 240
[6021]  Tyr Gln Ser Asn Gly Ile Tyr Arg Thr Ala Lys Val Ala Phe Cys Ile
[6022] 245 250 255
[6023] His Asn Ile Ser Tyr Gln Gly Arg Phe Ser Phe Asp Asp Phe Ala Gln
[6024] 260 265 270

[6025] Leu Asn Leu Pro Asp Arg Phe Lys Ser Ser Phe Asp Phe Ile Asp Gly
[6026] 275 280 285

[6027]  Tyr Asp Lys Pro Val Glu Gly Arg Lys Ile Asn Trp Met Lys Ala Gly
[6028] 290 295 300

[6029] Tle Leu Gln Ala Asp Lys Val Leu Thr Val Ser Pro Tyr Tyr Ala Glu
[6030] 305 310 315 320
[6031]  Glu Leu Ile Ser Asp Glu Ala Arg Gly Cys Glu Leu Asp Asn Ile Met
[6032] 325 330 335
[6033] Arg Leu Thr Gly Ile Thr Gly Ile Val Asn Gly Met Asp Val Ser Glu
[6034] 340 345 350

[6035] Trp Asp Pro Thr Lys Asp Lys Phe Leu Ala Val Asn Tyr Asp Ile Thr
[6036] 355 360 365

[6037]  Thr Ala Leu Glu Ala Lys Ala Leu Asn Lys Glu Ala Leu Gln Ala Glu
[6038] 370 375 380

[6039] Val Gly Leu Pro Val Asp Arg Lys Val Pro Leu Val Ala Phe Ile Gly
[6040] 385 390 395 400
[6041] Arg Leu Glu Glu Gln Lys Gly Pro Asp Val Met Ile Ala Ala Ile Pro
[6042] 405 410 415
[6043] Glu Ile Leu Lys Glu Glu Asp Val Gln Ile Ile Leu Leu Gly Thr Gly
[6044] 420 425 430
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[6045] Lys Lys Lys Phe Glu Lys Leu Leu Lys Ser Met Glu Glu Lys Phe Pro
[6046] 435 440 445

[6047] Gly Lys Val Arg Ala Val Val Arg Phe Asn Ala Pro Leu Ala His Gln
[6048] 450 455 460

[6049] Met Met Ala Gly Ala Asp Leu Leu Ala Val Thr Ser Arg Phe Glu Pro
[6050] 465 470 475 480
[6051] Cys Gly Leu Ile Gln Leu Gln Gly Met Arg Tyr Gly Thr Pro Cys Val
[6052] 485 490 495
[6053] Cys Ala Ser Thr Gly Gly Leu Val Asp Thr Ile Val Glu Gly Lys Thr
[6054] 500 505 510

[6055] Gly Phe His Met Gly Arg Leu Ser Val Asp Cys Asn Val Val Glu Pro
[6056] 515 520 525

[6057] Ala Asp Val Lys Lys Val Ala Thr Thr Leu Lys Arg Ala Val Lys Val
[6058] 530 535 540

[6059] Val Gly Thr Pro Ala Tyr Gln Glu Met Val Lys Asn Cys Met Ile Gln
[6060] 545 550 555 560
[6061] Asp Leu Ser Trp Lys Gly Pro Ala Lys Asn Trp Glu Asp Val Leu Leu
[6062] 565 570 575
[6063] Glu Leu Gly Val Glu Gly Ser Glu Pro Gly Ile Val Gly Glu Glu Ile
[6064] 580 585 590

[6065] Ala Pro Leu Ala Met Glu Asn Val Ala Ala Pro

[6066] 595 600

[6067]  <210> 267

[6068] <211> 336

[6069] <212> PRT

[6070]  <213> G Er (i A 2 B IA

[6071]  <400> 267

[6072] Met Lys Gly Lys Phe Leu Lys Val Ser Ser Leu Phe Val Ala Thr Leu
[6073] 1 5 10 15
[6074]  Thr Thr Ala Thr Leu Val Ser Ser Pro Ala Ala Asn Ala Leu Ser Ser
[6075] 20 25 30

[6076] Lys Ala Met Asp Asn His Pro Gln Gln Ser Gln Ser Ser Lys Gln Gln
[6077] 35 40 45

[6078] Thr Pro Lys Ile Gln Lys Gly Gly Asn Leu Lys Pro Leu Glu Gln Arg
[6079] 50 55 60

[6080] Glu His Ala Asn Val Ile Leu Pro Asn Asn Asp Arg His Gln Ile Thr
[6081] 65 70 75 80
[6082] Asp Thr Thr Asn Gly His Tyr Ala Pro Val Thr Tyr Ile Gln Val Glu
[6083] 85 90 95
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[6084] Ala Pro Thr Gly Thr Phe Ile Ala Ser Gly Val Val Val Gly Lys Asp
[6085] 100 105 110

[6086] Thr Leu Leu Thr Asn Lys His Val Val Asp Ala Thr His Gly Asp Pro
[6087] 115 120 125

[6088] His Ala Leu Lys Ala Phe Pro Ser Ala Ile Asn Gln Asp Asn Tyr Pro
[6089] 130 135 140

[6090] Asn Gly Gly Phe Thr Ala Glu Gln Ile Thr Lys Tyr Ser Gly Glu Gly
[6091] 145 150 155 160
[6092] Asp Leu Ala Ile Val Lys Phe Ser Pro Asn Glu Gln Asn Lys His Ile
[6093] 165 170 175
[6094] Gly Glu Val Val Lys Pro Ala Thr Met Ser Asn Asn Ala Glu Thr Gln
[6095] 180 185 190

[6096]  Val Asn Gln Asn Ile Thr Val Thr Gly Tyr Pro Gly Asp Lys Pro Val
[6097] 195 200 205

[6098] Ala Thr Met Trp Glu Ser Lys Gly Lys Ile Thr Tyr Leu Lys Gly Glu
[6099] 210 215 220

[6100] Ala Met Gln Tyr Asp Leu Ser Thr Thr Gly Gly Asn Ser Gly Ser Pro
[6101] 225 230 235 240
[6102] Val Phe Asn Glu Lys Asn Glu Val Ile Gly Ile His Trp Gly Gly Val
[6103] 245 250 255
[6104] Pro Asn Glu Phe Asn Gly Ala Val Phe Ile Asn Glu Asn Val Arg Asn
[6105] 260 265 270

[6106] Phe Leu Lys Gln Asn Ile Glu Asp Ile His Phe Ala Asn Asp Asp Gln
[6107] 275 280 285

[6108] Pro Asn Asn Pro Asp Asn Pro Asp Asn Pro Asn Asn Pro Asp Asn Pro
[6109] 290 295 300

[6110]  Asn Asn Pro Asp Glu Pro Asn Asn Pro Asp Asn Pro Asn Asn Pro Asp
[6111] 305 310 315 320
[6112]  Asn Pro Asp Asn Gly Asp Asn Asn Asn Ser Asp Asn Pro Asp Ala Ala
[6113] 325 330 335
[6114]  <210> 268

[6115] <211> 14

[6116]  <212> PRT

[6117]  <213> AT FFH

[6118] <220>

[6119]  <223> Jik

[6120]  <400> 268

[6121] Arg Gly Pro Gln Gln Tyr Ala Glu Trp Gln Ile Asn Glu Arg

[6122] 1 5 10

209



N 114835784 B F 5 * 158/199 T

[6123]
[6124]
[6125]
[6126]
[6127]
[6128]
[6129]
[6130]
[6131]
[6132]
[6133]
[6134]
[6135]
[6136]
[6137]
[6138]
[6139]
[6140]
[6141]
[6142]
[6143]
[6144]
[6145]
[6146]
[6147]
[6148]
[6149]
[6150]
[6151]
[6152]
[6153]
[6154]
[6155]
[6156]
[6157]
[6158]
[6159]
[6160]
[6161]

<210> 269

211> 14

<212> PRT

213> NTFA

<220>

223> JIk

<400> 269

Arg Gly Pro Gln Gln Tyr Ala Glu Trp Gln Ile Asn Asp Lys
1 5 10

<210> 270

211> 14

<212> PRT

213> NTFA

<220>

223> JIk

<400> 270

Arg Gly Pro Gln Gln Phe Ala Glu Trp Gln Ile Asn Glu Lys
1 5 10

<210> 271

211> 14

<212> PRT

213> NTA

220>

<223> JIk

<400> 271

Lys Gly Pro Gln Gln Tyr Ala Glu Trp Gln Ile Asn Glu Lys
1 5 10

<210> 272

211> 14

<212> PRT

213> NTA

220>

223> JIk

<400> 272

Arg Gly Pro Glu Gln Tyr Ala Glu Trp Gln Ile Asn Glu Lys
1 5 10

<210> 273

211> 14

<212> PRT

210



N 114835784 B F 5 * 159,199 T

[6162]
[6163]
[6164]
[6165]
[6166]
[6167]
[6168]
[6169]
[6170]
[6171]
[6172]
[6173]
[6174]
[6175]
[6176]
[6177]
[6178]
[6179]
[6180]
[6181]
[6182]
[6183]
[6184]
[6185]
[6186]
[6187]
[6188]
[6189]
[6190]
[6191]
[6192]
[6193]
[6194]
[6195]
[6196]
[6197]
[6198]
[6199]
[6200]

213> NTA

220>

223> JIk

<400> 273

Arg Gly Pro Gln Glu Tyr Ala Glu Trp Gln Ile Asn Glu Lys
1 5 10

<210> 274

211> 14

<212> PRT

213> NTFA

<220>

223> JIk

<400> 274

Arg Gly Pro Gln Gln Tyr Ala Asp Trp Gln Ile Asn Glu Lys
1 5 10

<210> 275

211> 14

<212> PRT

213> NTA

220>

<223> JIk

<400> 275

Arg Gly Pro Gln Gln Tyr Ala Glu Tyr Gln Ile Asn Glu Lys
1 5 10

<210> 276

211> 14

<212> PRT

213> NTA

220>

223> JIk

<400> 276

Lys Gly Pro Glu Gln Tyr Ala Glu Trp Gln Ile Asn Glu Lys
1 5 10

210> 277

211> 14

<212> PRT

213> NTA

220>

223> JIk

211



N 114835784 B F 5 * 160/199 T

[6201]
[6202]
[6203]
[6204]
[6205]
[6206]
[6207]
[6208]
[6209]
[6210]
[6211]
[6212]
[6213]
[6214]
[6215]
[6216]
[6217]
[6218]
[6219]
[6220]
[6221]
[6222]
[6223]
[6224]
[6225]
[6226]
[6227]
[6228]
[6229]
[6230]
[6231]
[6232]
[6233]
[6234]
[6235]
[6236]
[6237]
[6238]
[6239]

<400> 277

Lys Gly Pro Gln Glu Tyr Ala Glu Trp Gln Ile Asn Glu Lys
1 5 10

<210> 278

211> 14

<212> PRT

213> NTA

220>

<223> JIk

<400> 278

Lys Gly Pro Gln Gln Phe Ala Glu Trp Gln Ile Asn Glu Lys
1 5 10

<210> 279

211> 14

<212> PRT

213> N4

<220>

223> JIk

<400> 279

Arg Gly Pro Glu Gln Phe Ala Glu Trp Gln Ile Asn Glu Lys
1 5 10

<210> 280

211> 14

<212> PRT

213> NTA

220>

<223> JIk

<400> 280

Lys Gly Pro Gln Gln Tyr Ala Glu Trp Gln Ile Asn Glu Arg
1 5 10

<210> 281

211> 14

<212> PRT

213> NTA

220>

223> JIk

<400> 281

Arg Gly Pro Gln Gln Tyr Ala Glu Trp Gln Ile Asn Asp Arg
1 5 10

212



N 114835784 B F 5 * 161/199 T

[6240]
[6241]
[6242]
[6243]
[6244]
[6245]
[6246]
[6247]
[6248]
[6249]
[6250]
[6251]
[6252]
[6253]
[6254]
[6255]
[6256]
[6257]
[6258]
[6259]
[6260]
[6261]
[6262]
[6263]
[6264]
[6265]
[6266]
[6267]
[6268]
[6269]
[6270]
[6271]
[6272]
[6273]
[6274]
[6275]
[6276]
[6277]
[6278]

<210> 282

211> 14

<212> PRT

213> NTFA

<220>

223> JIk

<400> 282

Arg Gly Pro Gln Gln Tyr Ala Asp Trp Gln Ile Asn Asp Lys
1 5 10

<210> 283

211> 14

<212> PRT

213> NTFA

<220>

223> JIk

<400> 283

Arg Gly Pro Gln Gln Phe Ala Glu Trp Gln Ile Asn Glu Arg
1 5 10

<210> 284

211> 14

<212> PRT

213> NTA

220>

<223> JIk

<400> 284

Arg Gly Pro Gln Gln Tyr Ala Glu Trp Gln Val Asn Glu Lys
1 5 10

<210> 285

211> 14

<212> PRT

213> NTA

220>

223> JIk

<400> 285

Arg Gly Pro Gln Gln Phe Ala Glu Trp Gln Ile Asn Glu Lys
1 5 10

<210> 286

211> 14

<212> PRT

213



N 114835784 B F 5 * 162/199 T

[6279]
[6280]
[6281]
[6282]
[6283]
[6284]
[6285]
[6286]
[6287]
[6288]
[6289]
[6290]
[6291]
[6292]
[6293]
[6294]
[6295]
[6296]
[6297]
[6298]
[6299]
[6300]
[6301]
[6302]
[6303]
[6304]
[6305]
[6306]
[6307]
[6308]
[6309]
[6310]
[6311]
[6312]
[6313]
[6314]
[6315]
[6316]
[6317]

213> NTA

220>

223> JIk

<400> 286

Lys Gly Pro Gln Gln Phe Ala Glu Trp Gln Ile Asn Glu Arg
1 5 10

<210> 287

211> 14

<212> PRT

213> NTFA

<220>

223> JIk

<400> 287

Lys Gly Pro Gln Gln Phe Ala Glu Trp Gln Val Asn Glu Lys
1 5 10

<210> 288

211> 14

<212> PRT

213> NTA

220>

<223> JIk

<400> 288

Arg Gly Pro Gln Gln Phe Ala Glu Trp Gln Val Asn Asp Lys
1 5 10

<210> 289

211> 14

<212> PRT

213> NTA

220>

223> JIk

<400> 289

Arg Gly Pro Gln Gln Tyr Ala Asp Trp Gln Ile Asn Asp Arg
1 5 10

<210> 290

211> 14

<212> PRT

213> NTA

220>

223> JIk

214



N 114835784 B F 5 * 163/199 T

[6318]
[6319]
[6320]
[6321]
[6322]
[6323]
[6324]
[6325]
[6326]
[6327]
[6328]
[6329]
[6330]
[6331]
[6332]
[6333]
[6334]
[6335]
[6336]
[6337]
[6338]
[6339]
[6340]
[6341]
[6342]
[6343]
[6344]
[6345]
[6346]
[6347]
[6348]
[6349]
[6350]
[6351]
[6352]
[6353]
[6354]
[6355]
[6356]

<400> 290

Lys Gly Pro Gln Gln Tyr Ala Asp Trp Gln Ile Asn Asp Lys
1 5 10

<210> 291

211> 14

<212> PRT

213> NTA

220>

<223> JIk

<400> 291

Arg Gly Pro Gln Gln Phe Ala Asp Tyr Gln Ile Asn Glu Lys
1 5 10

<210> 292

211> 14

<212> PRT

213> N4

<220>

223> JIk

<400> 292

Arg Gly Pro Gln Gln Tyr Ala Arg Trp Gln Ile Asn Glu Lys
1 5 10

<210> 293

211> 14

<212> PRT

213> NTA

220>

<223> JIk

<400> 293

Arg Gly Pro Gln Gln Tyr Ala Glu Trp Gln Ile Asn Glu Glu
1 5 10

<210> 294

211> 14

<212> PRT

213> NTA

220>

223> JIk

<400> 294

His Gly Pro Gln Gln Tyr Ala Glu Trp Gln Ile Asn Glu Lys
1 5 10

215



N 114835784 B F 5 * 164,199 T

[6357]
[6358]
[6359]
[6360]
[6361]
[6362]
[6363]
[6364]
[6365]
[6366]
[6367]
[6368]
[6369]
[6370]
[6371]
[6372]
[6373]
[6374]
[6375]
[6376]
[6377]
[6378]
[6379]
[6380]
[6381]
[6382]
[6383]
[6384]
[6385]
[6386]
[6387]
[6388]
[6389]
[6390]
[6391]
[6392]
[6393]
[6394]
[6395]

<210> 295

211> 14

<212> PRT

213> NTFA

<220>

223> JIk

<400> 295

Arg Gly Pro Tyr Gln Tyr Ala Glu Trp Gln Ile Asn Glu Lys
1 5 10

<210> 296

211> 14

<212> PRT

213> NTFA

<220>

223> JIk

<400> 296

Arg Gly Pro Gln Gln Tyr Met Glu Trp Gln Ile Asn Glu Lys
1 5 10

<210> 297

211> 14

<212> PRT

213> NTA

220>

<223> JIk

<400> 297

Arg Gly Pro Gln Gln Tyr Ala Glu Trp Cys Ile Asn Glu Lys
1 5 10

<210> 298

211> 14

<212> PRT

213> NTA

220>

223> JIk

<400> 298

Arg Gly Pro Gln Pro Tyr Ala Glu Trp Gln Ile Asn Glu Lys
1 5 10

<210> 299

211> 14

<212> PRT

216



N 114835784 B F 5 * 165/199 T

[6396]
[6397]
[6398]
[6399]
[6400]
[6401]
[6402]
[6403]
[6404]
[6405]
[6406]
[6407]
[6408]
[6409]
[6410]
[6411]
[6412]
[6413]
[6414]
[6415]
[6416]
[6417]
[6418]
[6419]
[6420]
[6421]
[6422]
[6423]
[6424]
[6425]
[6426]
[6427]
[6428]
[6429]
[6430]
[6431]
[6432]
[6433]
[6434]

213> NTA

220>

223> JIk

<400> 299

Arg Gly Gly Gln Gln Tyr Ala Glu Trp GIn Ile Asn Glu Asp
1 5 10

<210> 300

211> 14

<212> PRT

213> NTA

<220>

<223> JIk

<400> 300

Arg Gly Pro Gln Gln Tyr Ala Arg Trp Lys Ile Asn Glu Lys
1 5 10

<210> 301

211> 14

<212> PRT

213> NTA

<220>

<223> JIk

<400> 301

Arg Gly Gly Gln Gln Tyr Ala Glu Thr Gln Ile Asn Glu Lys
1 5 10

<210> 302

211> 14

<212> PRT

213> NTA

220>

<223> JIk

<400> 302

Arg Gly Pro Leu Gln Tyr Ala Glu Trp Gln Asn Asn Glu Lys
1 5 10

<210> 303

211> 14

<212> PRT

213> NTFA

220>

<223> JIk

217



N 114835784 B F 5 * 166/199 T

[6435]
[6436]
[6437]
[6438]
[6439]
[6440]
[6441]
[6442]
[6443]
[6444]
[6445]
[6446]
[6447]
[6448]
[6449]
[6450]
[6451]
[6452]
[6453]
[6454]
[6455]
[6456]
[6457]
[6458]
[6459]
[6460]
[6461]
[6462]
[6463]
[6464]
[6465]
[6466]
[6467]
[6468]
[6469]
[6470]
[6471]
[6472]
[6473]

<400> 303

Glu Gly Pro Gln GIn Tyr Ala Glu Trp Gln Ile Asn Glu Asp
1 5 10

<210> 304

211> 14

<212> PRT

213> NTA

<220>

<223> JIk

<400> 304

Arg Gly Pro Gln Gln Tyr Ala Glu Trp Gln Ile Asn Leu Leu
1 5 10

<210> 305

211> 14

<212> PRT

213> N4

<220>

223> JIk

<400> 305

Arg Gly Pro Gln Gln Gly Gly Glu Trp Gln Ile Asn Glu Lys
1 5 10

<210> 306

211> 14

<212> PRT

213> NTA

220>

<223> JIk

<400> 306

Arg Gly Pro Gln Gln Tyr Ala Glu Trp Gln Ile Gly Gly Gly
1 5 10

<210> 307

211> 14

<212> PRT

213> NTFA

220>

<223> JIk

<400> 307

Arg Gly Pro Gln Gln Lys Tyr Glu Trp Gln Ile Asn Glu Lys
1 5 10

218



N 114835784 B F 5 * 167,199 T

[6474]
[6475]
[6476]
[6477]
[6478]
[6479]
[6480]
[6481]
[6482]
[6483]
[6484]
[6485]
[6486]
[6487]
[6488]
[6489]
[6490]
[6491]
[6492]
[6493]
[6494]
[6495]
[6496]
[6497]
[6498]
[6499]
[6500]
[6501]
[6502]
[6503]
[6504]
[6505]
[6506]
[6507]
[6508]
[6509]
[6510]
[6511]
[6512]

<210> 308

211> 14

<212> PRT

213> N4

<220>

<223> JIk

<400> 308

Arg Gly Pro Gln Ala Gln Tyr Glu Trp Gln Ile Asn Glu Lys
1 5 10

<210> 309

211> 14

<212> PRT

213> NTFA

<220>

<223> JIk

<400> 309

Arg Pro His Gln Gln Tyr Ala Glu Trp Gln Ile Asn Glu Lys
1 5 10

<210> 310

211> 14

<212> PRT

213> NTA

220>

<223> JIk

<400> 310

Arg Gly Pro Gln His His His Glu Trp Gln Ile Asn Glu Lys
1 5 10

<210> 311

211> 14

<212> PRT

213> N T4

220>

<223> JIk

<400> 311

Arg Gly Pro Pro Gln Tyr Ala Pro Pro Gln Ile Asn Glu Lys
1 5 10

<210> 312

211> 14

<212> PRT

219



N 114835784 B F 5 * 168/199 T

[6513]
[6514]
[6515]
[6516]
[6517]
[6518]
[6519]
[6520]
[6521]
[6522]
[6523]
[6524]
[6525]
[6526]
[6527]
[6528]
[6529]
[6530]
[6531]
[6532]
[6533]
[6534]
[6535]
[6536]
[6537]
[6538]
[6539]
[6540]
[6541]
[6542]
[6543]
[6544]
[6545]
[6546]
[6547]
[6548]
[6549]
[6550]
[6551]

213> NTA

220>

223> JIk

<400> 312

Arg Gly Pro Gln Cys Tyr Tyr Glu Trp Cys Ile Asn Glu Lys

1 5 10

<210> 313

211> 14

<212> PRT

213> NTA

<220>

<223> JIk

<400> 313

Arg Gly Pro Thr Gln Tyr Ala Glu Gly Gln Ile Asn Glu Gly

1 5 10

<210> 314

211> 15

<212> PRT

213> NTA

<220>

<223> JIk

<400> 314

Arg Gly Pro Gln Gln Tyr Ala Glu Trp Gln Ile Asn Glu Lys Gly
1 5 10 15
<210> 315

211> 15

<212> PRT

213> NTA

220>

<223> JIk

<400> 315

Arg Gly Pro Gln Gln Tyr Ala Glu Trp Gln Ile Asn Glu Lys Tyr
1 5 10 15
<210> 316

211> 16

<212> PRT

213> NTFA

220>

<223> JIk

220



N 114835784 B F 5 * 169/199 T

[6552]
[6553]
[6554]
[6555]
[6556]
[6557]
[6558]
[6559]
[6560]
[6561]
[6562]
[6563]
[6564]
[6565]
[6566]
[6567]
[6568]
[6569]
[6570]
[6571]
[6572]
[6573]
[6574]
[6575]
[6576]
[6577]
[6578]
[6579]
[6580]
[6581]
[6582]
[6583]
[6584]
[6585]
[6586]
[6587]
[6588]
[6589]
[6590]

<400> 316

Arg Gly Pro Gln Gln Tyr Ala Phe Thr Glu Trp Gln Ile Asn Glu Lys
1 5 10 15
<210> 317

211> 17

<212> PRT

213> NTA

<220>

<223> JIk

<400> 317

Arg Gly Pro Gln Ser Gln Tyr Ala Glu Trp Gln Ile Asn Glu Lys Pro
1 5 10 15

Met

<210> 318

211> 16

<212> PRT

213> N4

<220>

223> JIk

<400> 318

Arg Gly Pro Gln Gln Tyr Ala Glu Trp Gln Ile Asn Glu Lys Lys Lys
1 5 10 15
<210> 319

211> 17

<212> PRT

213> NTA

220>

<223> JIk

<400> 319

Arg Arg Arg Arg Gly Pro Gln Gln Tyr Ala Glu Trp Gln Ile Asn Glu
1 5 10 15

Lys

<210> 320

211> 13

<212> PRT

213> NTA

220>

223> JIk

<400> 320

221



CN 114835784 B F % *

170/199 1

[6591]
[6592]
[6593]
[6594]
[6595]
[6596]
[6597]
[6598]
[6599]
[6600]
[6601]
[6602]
[6603]
[6604]
[6605]
[6606]
[6607]
[6608]
[6609]
[6610]
[6611]
[6612]
[6613]
[6614]
[6615]
[6616]
[6617]
[6618]
[6619]
[6620]
[6621]
[6622]
[6623]
[6624]
[6625]
[6626]
[6627]
[6628]
[6629]

Arg Gly Pro Gln Gln Tyr Ala Glu Trp Gln Ile Asn Glu
1 5 10

<210> 321

211> 12

<212> PRT

213> NTFA

<220>

223> JIk

<400> 321

Arg Gly Pro Gln Gln Tyr Ala Glu Trp Gln Ile Asn
1 5 10

<210> 322

211> 11

<212> PRT

213> N T4

<220>

223> JIk

<400> 322

Arg Gly Pro Gln Gln Tyr Ala Glu Trp Gln Ile

1 5 10

<210> 323

211> 13

<212> PRT

213> NTA

220>

<223> JIk

<400> 323

Gly Pro Gln Gln Tyr Ala Glu Trp Gln Ile Asn Glu Lys
1 5 10

<210> 324

211> 12

<212> PRT

213> NTA

220>

<223> JIk

<400> 324

Pro Gln GIn Tyr Ala Glu Trp Gln Ile Asn Glu Lys
1 5 10

<210> 325

222



N 114835784 B F 5 * 171/199

[6630]  <211> 11

[6631] <212> PRT

[6632]  <213> AT ¥4

[6633] <220>

[6634]  <223> Jik

[6635]  <400> 325

[6636] Gln Gln Tyr Ala Glu Trp Gln Ile Asn Glu Lys
[6637] 1 5) 10
[6638] <210> 326

[6639] <211> 8

[6640]  <212> PRT

[6641]  <213> AT ¥4

[6642] <220>

[6643]  <223> Jik

[6644]  <400> 326

[6645]  Gln Gln Tyr Ala Glu Trp Gln Ile

[6646] 1 5

[6647]  <210> 327

[6648]  <211> 11

[6649]  <212> PRT

[6650]  <213> AT 4

[6651]  <220>

[6652]  <223> Jik

[6653]  <400> 327

[6654] Pro Gln Gln Tyr Ala Glu Trp Gln Ile Asn Glu
[6655] 1 5 10
[6656]  <210> 328

[6657]  <211> 10

[6658] <212> PRT

[6659]  <213> AT 4

[6660]  <220>

[6661]  <223> Jik

[6662]  <400> 328

[6663] Pro Gln Gln Tyr Ala Glu Trp Gln Ile Asn
[6664] 1 5 10
[6665]  <210> 329

[6666] <211> 7

[6667] <212> PRT

[6668]  <213> AT ¥4

223



CN 114835784 B F % *

172/199 1

[6669]
[6670]
[6671]
[6672]
[6673]
[6674]
[6675]
[6676]
[6677]
[6678]
[6679]
[6680]
[6681]
[6682]
[6683]
[6684]
[6685]
[6686]
[6687]
[6688]
[6689]
[6690]
[6691]
[6692]
[6693]
[6694]
[6695]
[6696]
[6697]
[6698]
[6699]
[6700]
[6701]
[6702]
[6703]
[6704]
[6705]
[6706]
[6707]

220>

223> JIk

<400> 329

Arg Gly Pro Gln Gln Tyr Ala
1 5

<210> 330

Q211> 7

<212> PRT

213> N T4

<220>

<223> JIk

<400> 330

Glu Trp Gln Ile Asn Glu Lys
1 5

<210> 331

Q211> 7

<212> PRT

213> N4

<220>

<223> JIk

<400> 331

Glu Trp Gln Ile Asn Glu Lys
1 5

<210> 332

Q211> 7

<212> PRT

213> NTFA

220>

<223> JIk

<400> 332

Phe Leu Pro GIn His Thr Asp
1 5

<210> 333

211> 13

<212> PRT

213> NTA

220>

223> JIk

<400> 333

224



CN 114835784 B

F 5l

2.3

173/199 1

[6708]
[6709]
[6710]
[6711]
[6712]
[6713]
[6714]
[6715]
[6716]
[6717]
[6718]
[6719]
[6720]
[6721]
[6722]
[6723]
[6724]
[6725]
[6726]
[6727]
[6728]
[6729]
[6730]
[6731]
[6732]
[6733]
[6734]
[6735]
[6736]
[6737]
[6738]
[6739]
[6740]
[6741]
[6742]
[6743]
[6744]
[6745]
[6746]

Gly Pro GIn Gln Tyr Ala Glu Trp Gln Ile Asn Glu Lys

1

<210> 334
211> 12

<212> PRT
213> N LR
<220>

<223> Ik

<400> 334

5

10

Pro Gly Gln Leu Gln Ser Phe Leu Leu Ser Gly Asn

1

<210> 335
211> 22

<212> PRT
213> N LR
220>

<223> Ik

<400> 335

5

10

Pro Gly Gln Leu Gln Ser Phe Leu Leu Ser Gly Asn Gln Asn Gln Gln

1

Asn Tyr Leu Ser Gly Phe

20
<210> 336
211> 8
<212> PRT
213> N LR
220>
<223> Ik
<400> 336

5

Pro Gln GlIn Tyr Ala Glu Trp Gln

1

<210> 337
211> 22

<212> PRT
213> N LR
220>

<223> Ik

<400> 337

5

10

GIn Leu GIn Ser Phe Leu Leu Ser Gly Asn Gln Asn Gln Gln Asn Tyr
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[6747]
[6748]
[6749]
[6750]
[6751]
[6752]
[6753]
[6754]
[6755]
[6756]
[6757]
[6758]
[6759]
[6760]
[6761]
[6762]
[6763]
[6764]
[6765]
[6766]
[6767]
[6768]
[6769]
[6770]
[6771]
[6772]
[6773]
[6774]
[6775]
[6776]
[6777]
[6778]
[6779]
[6780]
[6781]
[6782]
[6783]
[6784]
[6785]

1 5 10 15
Leu Ser Gly Phe Ser Lys
20
<210> 338
211> 12
<212> PRT
213> NTFA
220>
<223> JIk
<400> 338
Gln Asn Gln Gln Asn Tyr Leu Ser Gly Phe Ser Lys
1 5) 10
<210> 339
211> 12
<212> PRT
213> N4
220>
223> JIk
<400> 339
GIn Ser Phe Leu Leu Ser Gly Asn Gln Asn Gln Gln
1 5) 10
<210> 340
211> 9
<212> PRT
213> NTA
220>
223> JIk
<400> 340
GIn Ser Phe Leu Leu Ser Gly Asn Gln
1 5
<210> 341
Q211> 7
<212> PRT
213> NTFA
220>
<223> JIk
<400> 341
Arg Gly Pro Gln Gln Tyr Ala
1 5
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[6786] <210> 342

[6787] <211> 8

[6788] <212> PRT

[6789]  <213> AT 4

[6790]  <220>

[6791]  <223> Jik

[6792]  <400> 342

[6793] Asp Ala Leu Glu Pro Asp Asn Arg

[6794] 1 5

[6795]  <210> 343

[6796] <211> 17

[6797]  <212> PRT

[6798] <213> A T4

[6799]  <220>

[6800]  <223> fik

[6801]  <400> 343

[6802] Ser Glu Glu Gly Tyr Tyr Gly Glu Gln Gln Gln Gln Pro Gly Met Thr
[6803] 1 5 10 15
[6804] Arg

[6805] <210> 344

[6806] <211> 14

[6807] <212> PRT

[6808]  <213> AT ¥4

[6809] <220>

[6810]  <223> Jik

[6811]  <400> 344

[6812] Gly Tyr Tyr Gly Glu Gln Gln Gln Gln Pro Gly Met Thr Arg
[6813] 1 5 10
[6814]  <210> 345

[6815] <211> 11

[6816] <212> PRT

[6817]  <213> AT ¥4

[6818] <220>

[6819]  <223> Jik

[6820]  <400> 345

[6821] Tle Asp Gly Tyr Asp Thr Pro Val Glu Gly Arg
[6822] 1 5 10
[6823] <210> 346

[6824] <211> 9
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[6825]
[6826]
[6827]
[6828]
[6829]
[6830]
[6831]
[6832]
[6833]
[6834]
[6835]
[6836]
[6837]
[6838]
[6839]
[6840]
[6841]
[6842]
[6843]
[6844]
[6845]
[6846]
[6847]
[6848]
[6849]
[6850]
[6851]
[6852]
[6853]
[6854]
[6855]
[6856]
[6857]
[6858]
[6859]
[6860]
[6861]
[6862]
[6863]

<212> PRT

213> NTFA
220>

223> JIk

<400> 346

Asn Gly Val Leu Arg Pro Gly Gln Leu
1 5
<210> 347

211> 9

<212> PRT

213> NTFA
<220>

<223> JIk

<400> 347

Arg His Gly Glu Trp Gly Pro Ser Tyr
1 5
<210> 348

211> 4

<212> PRT

213> NTFA
220>

<223> JIk

<400> 348

Phe Trp Met Ala

1

<210> 349

211> 12

<212> PRT

213> NT4
220>

223> JIk

<400> 349

Thr Val Phe Asp Gly Val Leu Arg Pro Gly Gln Leu
1 5 10

<210> 350
211> 16

<212> PRT
213> AN L4
220>
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[6864]
[6865]
[6866]
[6867]
[6868]
[6869]
[6870]
[6871]
[6872]
[6873]
[6874]
[6875]
[6876]
[6877]
[6878]
[6879]
[6880]
[6881]
[6882]
[6883]
[6884]
[6885]
[6886]
[6887]
[6888]
[6889]
[6890]
[6891]
[6892]
[6893]
[6894]
[6895]
[6896]
[6897]
[6898]
[6899]
[6900]
[6901]
[6902]

<223> JIk

<400> 350

Arg Leu Gln Ser Gln Asn Asp Gln Arg Gly Glu Ile Ile His Val Lys

1 5 10 15

<210> 351

211> 16

<212> PRT

213> NT4

<220>

<223> JIk

<400> 351

His Gly Pro Val Glu Met Pro Tyr Thr Leu Leu Tyr Pro Ser Ser Lys

1 5 10 15

<210> 352

211> 9

<212> PRT

213> NTA

<220>

223> JIk

<400> 352

Leu Asp Ala Leu Glu Pro Asp Asn Arg

1 5

<210> 353

<211> 186

<212> PRT

<213> 7K

<400> 353

Met Ala Ser Lys Val Val Phe Phe Ala Ala Ala Leu Met Ala Ala Met

1 5 10 15

Val Ala Ile Ser Gly Ala Gln Leu Ser Glu Ser Glu Met Arg Phe Arg

20 25 30
Asp Arg Gln Cys Gln Arg Glu Val Gln Asp Ser Pro Leu Asp Ala Cys
35 40 45
Arg GIn Val Leu Asp Arg Gln Leu Thr Gly Arg Glu Arg Phe Gln Pro
50 55 60

Met Phe Arg Arg Pro Gly Ala Leu Gly Leu Arg Met Gln Cys Cys Gln

65 70 75 80

GIn Leu GIn Asp Val Ser Arg Glu Cys Arg Cys Ala Ala Ile Arg Arg
85 90 95
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[6903] Met Val Arg Ser Tyr Glu Glu Ser Met Pro Met Pro Leu Glu Gln Gly
[6904] 100 105 110

[6905] Trp Ser Ser Ser Ser Ser Glu Tyr Tyr Gly Gly Glu Gly Ser Ser Ser
[6906] 115 120 125

[6907] Glu Gln Gly Tyr Tyr Gly Glu Gly Ser Ser Glu Glu Gly Tyr Tyr Gly
[6908] 130 135 140

[6909] Glu Gln Gln Gln Gln Pro Gly Met Thr Arg Val Arg Leu Thr Arg Ala
[6910] 145 150 155 160
[6911] Arg Gln Tyr Ala Ala Gln Leu Pro Ser Met Cys Arg Val Glu Pro Gln
[6912] 165 170 175
[6913] Gln Cys Ser Ile Phe Ala Ala Gly Gln Tyr

[6914] 180 185

[6915]  <210> 354

[6916] <211> 517

[6917]  <212> PRT

[6918]  <213> WiT.

[6919]  <400> 354

[6920] Met Ala Lys Leu Leu Ala Leu Ser Leu Ser Phe Cys Phe Leu Leu Leu
(69211 1 5 10 15
[6922] Gly Gly Cys Phe Ala Leu Arg Glu Gln Pro Gln Gln Asn Glu Cys Gln
[6923] 20 25 30

[6924] Leu Glu Arg Leu Asp Ala Leu Glu Pro Asp Asn Arg Ile Glu Ser Glu
[6925] 35 40 45

[6926] Gly Gly Leu Ile Glu Thr Trp Asn Pro Asn Asn Lys Gln Phe Arg Cys
[6927] 50 55 60

[6928] Ala Gly Val Ala Leu Ser Arg Ala Thr Leu Gln Arg Asn Ala Leu Arg
[6929] 65 70 75 80
[6930] Arg Pro Tyr Tyr Ser Asn Ala Pro Gln Glu Ile Phe Ile Gln Gln Gly
[6931] 85 90 95
[6932] Asn Gly Tyr Phe Gly Met Val Phe Pro Gly Cys Pro Glu Thr Phe Glu
[6933] 100 105 110

[6934] Glu Pro Gln Glu Ser Glu Gln Gly Glu Gly Arg Arg Tyr Arg Asp Arg
[6935] 115 120 125

[6936] His Gln Lys Val Asn Arg Phe Arg Glu Gly Asp Ile Ile Ala Val Pro
[6937] 130 135 140

[6938] Thr Gly Ile Val Phe Trp Met Tyr Asn Asp Gln Asp Thr Pro Val Ile
[6939] 145 150 155 160
[6940] Ala Val Ser Leu Thr Asp Ile Arg Ser Ser Asn Asn Gln Leu Asp Gln
[6941] 165 170 175
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[6942] Met Pro Arg Arg Phe Tyr Leu Ala Gly Asn His Glu Gln Glu Phe Leu
[6943] 180 185 190

[6944]  Gln Tyr Gln His Gln Gln Gly Gly Lys Gln Glu Gln Glu Asn Glu Gly
[6945] 195 200 205

[6946] Asn Asn Ile Phe Ser Gly Phe Lys Arg Asp Tyr Leu Glu Asp Ala Phe
[6947] 210 215 220

[6948] Asn Val Asn Arg His Ile Val Asp Arg Leu Gln Gly Arg Asn Glu Asp
[6949] 225 230 235 240
[6950] Glu Glu Lys Gly Ala Ile Val Lys Val Lys Gly Gly Leu Ser Ile Ile
[6951] 245 250 255
[6952] Ser Pro Pro Glu Lys Gln Ala Arg His Gln Arg Gly Ser Arg Gln Glu
[6953] 260 265 270

[6954]  Glu Asp Glu Asp Glu Glu Lys Gln Pro Arg His Gln Arg Gly Ser Arg
[6955] 275 280 285

[6956] Gln Glu Glu Glu Glu Asp Glu Asp Glu Glu Arg Gln Pro Arg His Gln
[6957] 290 295 300

[6958] Arg Arg Arg Gly Glu Glu Glu Glu Glu Asp Lys Lys Glu Arg Gly Gly
[6959] 305 310 315 320
[6960] Ser Gln Lys Gly Lys Ser Arg Arg Gln Gly Asp Asn Gly Leu Glu Glu
[6961] 325 330 335
[6962] Thr Val Cys Thr Ala Lys Leu Arg Leu Asn Ile Gly Pro Ser Ser Ser
[6963] 340 345 350

[6964] Pro Asp Ile Tyr Asn Pro Glu Ala Gly Arg Ile Lys Thr Val Thr Ser
[6965] 355 360 365

[6966] Leu Asp Leu Pro Val Leu Arg Trp Leu Lys Leu Ser Ala Glu His Gly
[6967] 370 375 380

[6968] Ser Leu His Lys Asn Ala Met Phe Val Pro His Tyr Asn Leu Asn Ala
[6969] 385 390 395 400
[6970] Asn Ser Ile Ile Tyr Ala Leu Lys Gly Arg Ala Arg Leu Gln Val Val
[6971] 405 410 415
[6972] Asn Cys Asn Gly Asn Thr Val Phe Asp Gly Glu Leu Glu Ala Gly Arg
[6973] 420 425 430

[6974] Ala Leu Thr Val Pro Gln Asn Tyr Ala Val Ala Ala Lys Ser Leu Ser
[6975] 435 440 445

[6976] Asp Arg Phe Ser Tyr Val Ala Phe Lys Thr Asn Asp Arg Ala Gly Ile
[6977] 450 455 460

[6978] Ala Arg Leu Ala Gly Thr Ser Ser Val Ile Asn Asn Leu Pro Leu Asp
[6979] 465 470 475 480
[6980] Val Val Ala Ala Thr Phe Asn Leu Gln Arg Asn Glu Ala Arg Gln Leu
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[6981] 485 490 495
[6982] Lys Ser Asn Asn Pro Phe Lys Phe Leu Val Pro Ala Arg Glu Ser Glu
[6983] 500 505 510

[6984] Asn Arg Ala Ser Ala

[6985] 515

[6986] <210> 355

[6987] <211> 861

[6988] <212> PRT

[6989]  <213> WiT.

[6990]  <400> 355

[6991] Met Phe Ser Gly Val Thr Gly Ile Leu Asn Arg Gly His Lys Ile Lys
[6992] 1 5 10 15
[6993] Gly Thr Val Val Leu Met Arg Lys Asn Val Leu Asp Ile Asn Ser Leu
[6994] 20 25 30

[6995] Thr Thr Val Gly Gly Val Ile Gly Gln Gly Phe Asp Ile Leu Gly Ser
[6996] 35 40 45

[6997] Thr Val Asp Asn Leu Thr Ala Phe Leu Gly Arg Ser Val Ser Leu Gln
[6998] 50 55 60

[6999] Leu Ile Ser Ala Thr Lys Pro Asp Ala Thr Gly Lys Gly Lys Leu Gly
[7000] 65 70 75 80
[7001] Lys Ala Thr Phe Leu Glu Gly Ile Ile Ser Ser Leu Pro Thr Leu Gly
[7002] 85 90 95
[7003] Ala Gly Gln Ser Ala Phe Lys Ile His Phe Glu Trp Asp Asp Asp Met
[7004] 100 105 110

[7005] Gly Ile Pro Gly Ala Phe Tyr Ile Lys Asn Phe Met Gln Thr Glu Phe
[7006] 115 120 125

[7007]  Phe Leu Val Ser Leu Thr Leu Asp Asp Ile Pro Asn His Gly Ser Ile
[7008] 130 135 140

[7009]  Tyr Phe Val Cys Asn Ser Trp Ile Tyr Asn Ala Lys His His Lys Ile
[7010] 145 150 155 160
[7011]  Asp Arg Ile Phe Phe Ala Asn Gln Thr Tyr Leu Pro Ser Glu Thr Pro
[7012] 165 170 175
[7013]  Ala Pro Leu Val His Tyr Arg Glu Glu Glu Leu Asn Asn Leu Arg Gly
[7014] 180 185 190

[7015]  Asp Gly Thr Gly Glu Arg Lys Glu Trp Glu Arg Ile Tyr Asp Tyr Asp
[7016] 195 200 205

[7017]  Val Tyr Asn Asp Leu Gly Asn Pro Asp Ser Gly Glu Asn His Ala Arg
[7018] 210 215 220

[7019]  Pro Val Leu Gly Gly Ser Glu Thr Tyr Pro Tyr Pro Arg Arg Gly Arg
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[7020] 225 230 235 240
[7021]  Thr Gly Arg Lys Pro Thr Arg Lys Asp Pro Asn Ser Glu Ser Arg Ser
[7022] 245 250 255
[7023] Asp Tyr Val Tyr Leu Pro Arg Asp Glu Ala Phe Gly His Leu Lys Ser
[7024] 260 265 270

[7025]  Ser Asp Phe Leu Thr Tyr Gly Leu Lys Ala Val Ser Gln Asn Val Val
[7026] 275 280 285

[7027]  Pro Ala Leu Glu Ser Val Phe Phe Asp Leu Asn Phe Thr Pro Asn Glu
[7028] 290 295 300

[7029]  Phe Asp Ser Phe Asp Glu Val His Gly Leu Tyr Glu Gly Gly Ile Lys
[7030] 305 310 315 320
[7031]  Leu Pro Thr Asn Ile Leu Ser Gln Ile Ser Pro Leu Pro Val Leu Lys
[7032] 325 330 335
[7033] Glu Ile Phe Arg Thr Asp Gly Glu Asn Thr Leu Lys Tyr Pro Pro Pro
[7034] 340 345 350

[7035] Lys Val Ile Gln Val Ser Arg Ser Gly Trp Met Thr Asp Glu Glu Phe
[7036] 355 360 365

[7037] Ala Arg Glu Met Leu Ala Gly Val Asn Pro Asn Val Ile Cys Cys Leu
[7038] 370 375 380

[7039]  Gln Glu Phe Pro Pro Arg Ser Lys Leu Asp Ser Gln Ile Tyr Gly Asp
[7040] 385 390 395 400
[7041]  His Thr Ser Lys Ile Ser Lys Glu His Leu Glu Pro Asn Leu Glu Gly
[7042] 405 410 415
[7043] Leu Thr Val Glu Glu Ala Ile Gln Asn Lys Lys Leu Phe Leu Leu Asp
[7044] 420 425 430

[7045] His His Asp Ser Ile Met Pro Tyr Leu Arg Arg Ile Asn Ser Thr Ser
[7046] 435 440 445

[7047]  Thr Lys Ala Tyr Ala Thr Arg Thr Ile Leu Phe Leu Asn Asn Asn Gln
[7048] 450 455 460

[7049]  Asn Leu Lys Pro Leu Ala Ile Glu Leu Ser Leu Pro His Pro Gln Gly
[7050] 465 470 475 480
[7051]  Asp Glu His Gly Ala Val Ser Tyr Val Tyr Gln Pro Ala Leu Glu Gly
[7052] 485 490 495
[7053]  Val Glu Ser Ser Ile Trp Leu Leu Ala Lys Ala Tyr Val Ile Val Asn
[7054] 500 505 510

[7055] Asp Ser Cys Tyr His Gln Leu Val Ser His Trp Leu Asn Thr His Ala
[7056] 515 520 525

[7057] Val Val Glu Pro Phe Val Ile Ala Thr Asn Arg His Leu Ser Cys Leu
[7058] 530 535 540
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[7059] His Pro Ile Tyr Lys Leu Leu Tyr Pro His Tyr Arg Asp Thr Met Asn
[7060] 545 550 555 560
[7061]  Tle Asn Ser Leu Ala Arg Leu Ser Leu Val Asn Asp Gly Gly Ile Ile
[7062] 565 570 575
[7063]  Glu Lys Thr Phe Leu Trp Gly Arg Tyr Ser Met Glu Met Ser Ser Lys
[7064] 580 585 590

[7065] Val Tyr Lys Asn Trp Val Phe Thr Glu Gln Ala Leu Pro Ala Asp Leu
[7066] 595 600 605

[7067] Tle Lys Arg Gly Met Ala Ile Glu Asp Pro Ser Ser Pro Cys Gly Val
[7068] 610 615 620

[7069] Lys Leu Val Val Glu Asp Tyr Pro Tyr Ala Val Asp Gly Leu Glu Ile
[7070] 625 630 635 640
[7071]  Trp Ala Ile Ile Lys Thr Trp Val Gln Asp Tyr Val Ser Leu Tyr Tyr
[7072] 645 650 655
[7073]  Thr Ser Asp Glu Lys Leu Arg Gln Asp Ser Glu Leu Gln Ala Trp Trp
[7074] 660 665 670

[7075] Lys Glu Leu Val Glu Val Gly His Gly Asp Lys Lys Asn Glu Pro Trp
[7076] 675 680 685

[7077]  Trp Pro Lys Met Gln Thr Arg Glu Asp Leu Ile Glu Val Cys Ser Ile
[7078] 690 695 700

[7079] Val Ile Trp Thr Ala Ser Ala Leu His Ala Ala Val Asn Phe Gly Gln
[7080] 705 710 715 720
[7081]  Tyr Ser Tyr Gly Gly Leu Ile Leu Asn Arg Pro Thr Leu Ser Arg Arg
[7082] 725 730 735
[7083]  Phe Met Pro Glu Lys Gly Ser Ala Glu Phe Glu Glu Leu Val Lys Ser
[7084] 740 745 750

[7085] Pro Gln Lys Ala Tyr Leu Lys Thr Ile Thr Pro Lys Phe Gln Thr Leu
[7086] 755 760 765

[7087] Tle Asp Leu Ser Val Ile Glu Ile Leu Ser Arg His Ala Ser Asp Glu
[7088] 770 775 780

[7089] Leu Tyr Leu Gly Glu Arg Asp Asn Pro Asn Trp Thr Ser Asp Lys Arg
[7090] 785 790 795 800
[7091] Ala Leu Glu Ala Phe Lys Lys Phe Gly Asn Lys Leu Ala Glu Ile Glu
[7092] 805 810 815
[7093] Lys Lys Leu Thr Gln Arg Asn Asn Asp Glu Lys Leu Arg Asn Arg His
[7094] 820 825 830

[7095] Gly Pro Val Glu Met Pro Tyr Thr Leu Leu Tyr Pro Ser Ser Lys Glu
[7096] 835 840 845

[7097]  Gly Leu Thr Phe Arg Gly Ile Pro Asn Ser Ile Ser Ile
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[7098]
[7099]
[7100]
[7101]
[7102]
[7103]
[7104]
[7105]
[7106]
[7107]
[7108]
[7109]
[7110]
[7111]
[7112]
[7113]
[7114]
[7115]
[7116]
[7117]
[7118]
[7119]
[7120]
[7121]
[7122]
[7123]
[7124]
[7125]
[7126]
[7127]
[7128]
[7129]
[7130]
[7131]
[7132]
[7133]
[7134]
[7135]
[7136]

850 855 860
<210> 356
211> 10
<212> PRT
213> NTFA
<220>
<223> JIk
<400> 356
Lys Asn Pro Gln Leu Gln Asp Leu Asp Ile
1 5 10
<210> 357
211> 11
<212> PRT
213> NTA
<220>
<223> JIk
<400> 357
Gly Gln Ser Thr Ser Gln Trp Gln Ser Ser Arg
1 5 10
<210> 358
211> 10
<212> PRT
213> NTA
220>
<223> JIk
<400> 358
Gln Ser Thr Ser Gln Trp Gln Ser Ser Arg
1 5 10
<210> 359
211> 10
<212> PRT
213> NTA
220>
<223> JIk
<400> 359
Gln Ser Thr Ser Gln Trp Gln Ser Ser Arg
1 5 10
<210> 360
211> 12
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[7137]
[7138]
[7139]
[7140]
[7141]
[7142]
[7143]
[7144]
[7145]
[7146]
[7147]
[7148]
[7149]
[7150]
[7151]
[7152]
[7153]
[7154]
[7155]
[7156]
[7157]
[7158]
[7159]
[7160]
[7161]
[7162]
[7163]
[7164]
[7165]
[7166]
[7167]
[7168]
[7169]
[7170]
[7171]
[7172]
[7173]
[7174]
[7175]

<212> PRT
213> AN L3
220>

223> Bk

<400> 360

Glu Glu Glu Glu Gln Gly Glu Glu Glu Ile Asn Lys

1

<210> 361
<211> 10

<212> PRT
213> ALK
220>

<223> Ik

<400> 361

Pro Ser Thr Asn Pro Trp His Ser Pro Arg

1

<210> 362
211> 14

<212> PRT
213> ALK
<220>

<223> Ik

<400> 362

Ala Gln Ala Gln Asp Gln Tyr Gln Gln Val Gln Tyr Ser Glu

1

<210> 363
211> 26

<212> PRT
213> N LR
220>

<223> Ik

<400> 363

5

5

5

10

10

10

Ser Glu Ala Gly Val Thr Glu Tyr Phe Asp Glu Lys Asn Glu Leu Phe

1

Gln Cys Thr Gly Thr Phe Val Ile Arg Arg

20
<210> 364
211> 15
<212> PRT

5

25
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[7176]
[7177]
[7178]
[7179]
[7180]
[7181]
[7182]
[7183]
[7184]
[7185]
[7186]
[7187]
[7188]
[7189]
[7190]
[7191]
[7192]
[7193]
[7194]
[7195]
[7196]
[7197]
[7198]
[7199]
[7200]
[7201]
[7202]
[7203]
[7204]
[7205]
[7206]
[7207]
[7208]
[7209]
[7210]
[7211]
[7212]
[7213]
[7214]

213> NTA

220>

223> JIk

<400> 364

GIn Ala GIn Ala Gln Asp Gln Tyr Gln Gln Val Gln Tyr Ser Glu
1 5 10 15
<210> 365

211> 13

<212> PRT

213> NTA

220>

<223> JIk

<400> 365

Gly Ser Met Gly Leu Thr Phe Pro Gly Cys Pro Ala Thr
1 5 10

<210> 366

211> 14

<212> PRT

213> NTA

220>

<223> JIk

<400> 366

Gly Ser Met Gly Leu Thr Phe Pro Gly Cys Pro Ala Thr Tyr
1 5 10

<210> 367

211> 8

<212> PRT

213> NTA

220>

<223> JIk

<400> 367

Leu Gly Ala Phe Thr Pro Arg Tyr

1 5

<210> 368

<211> 10

<212> PRT

213> NTFA

220>

<223> JIk
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[7215]
[7216]
[7217]
[7218]
[7219]
[7220]
[7221]
[7222]
[7223]
[7224]
[7225]
[7226]
[7227]
[7228]
[7229]
[7230]
[7231]
[7232]
[7233]
[7234]
[7235]
[7236]
[7237]
[7238]
[7239]
[7240]
[7241]
[7242]
[7243]
[7244]
[7245]
[7246]
[7247]
[7248]
[7249]
[7250]
[7251]
[7252]
[7253]

<400> 368

Leu Gly Ala Phe Thr Pro Arg Tyr Gln Gln

1 )
<210> 369

211> 16

<212> PRT

213> N LK
220>

<223> Ik

<400> 369

10

Ala Leu Gly Val Asn Ala Leu Val Ala Lys Arg Leu Gln Gly Gln Asn

1 5
<210> 370

211> 9

<212> PRT

213> N4
220>

223> JIk

<400> 370

Leu Gly Ala Phe Thr Pro Arg Tyr Gln
1 5
<210> 371

211> 13

<212> PRT

213> NTA
220>

<223> JIk

<400> 371

Gly Ser Met Gly Leu Thr Phe Pro Gly Cys Pro Ala Thr

1 )
<210> 372

211> 14

<212> PRT

213> N LR
220>

<223> Ik

<400> 372

Gly Ser Met Gly Leu Thr Phe Pro Gly Cys Pro Ala Thr Tyr

1 )
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[7254]  <210> 373

[7255] <211> 14

[7256]  <212> PRT

[7257]  <213> AT 74

[7258] <220>

[7259]1 <223> Jik

[7260]  <400> 373

[7261]  Ser Asn Asn Pro Phe Lys Phe Leu Val Pro Ala Arg Gln Ser
[7262] 1 5 10
[7263] <210> 374

[7264] <211> 9

[7265]  <212> PRT

[7266]  <213> AT ¥4

[7267] <220>

[7268]  <223> Jik

[7269]  <400> 374

[7270] Cys Ala Gly Val Phe Val Ile Arg Arg
[7271] 1 5

[7272]  <210> 375

[7273]  <211> 10

[7274]  <212> PRT

[7275]  <213> AT 74

[7276] <220>

[7277]  <223> Jik

[7278]  <400> 375

[72791  Gly Ser Pro Leu Gln Ser Pro Arg Gly Phe
[7280] 1 5 10
[7281]  <210> 376

[7282] <211> 9

[7283]  <212> PRT

[7284]  <213> AT ¥4

[7285] <220>

[7286]  <223> Jik

[7287]  <400> 376

[7288] Arg Ser Ser Trp Gln Gln Gln Ser Tyr
[7289] 1 5

[7290]  <210> 377

[7291]  <211> 11

[7292]  <212> PRT
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[7293]
[7294]
[7295]
[7296]
[7297]
[7298]
[7299]
[7300]
[7301]
[7302]
[7303]
[7304]
[7305]
[7306]
[7307]
[7308]
[7309]
[7310]
[7311]
[7312]
[7313]
[7314]
[7315]
[7316]
[7317]
[7318]
[7319]
[7320]
[7321]
[7322]
[7323]
[7324]
[7325]
[7326]
[7327]
[7328]
[7329]
[7330]
[7331]

213> AN L4
220>

223> Bk

<400> 377

Ser Phe Gly Gly Ser Pro Leu Gln Ser Pro Arg
10

1

<210> 378
211> 11

<212> PRT
213> ALK
<220>

<223> Ik

<400> 378

Tyr Leu Pro Thr Lys Gln Leu Gln Pro Thr Trp
10

1

<210> 379
<211> 10

<212> PRT
213> ALK
220>

<223> Ik

<400> 379

Gly Lys Pro Arg Ser Ser Trp Gln Gln Gln
10

1

<210> 380
211> 11

<212> PRT
213> N LR
220>

<223> Ik

<400> 380

Phe Gly Gly Ser Pro Leu Gln Ser Pro Arg Gly
10

1

<210> 381
211> 14

<212> PRT
213> N LR
220>

<223> Ik
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[7332]
[7333]
[7334]
[7335]
[7336]
[7337]
[7338]
[7339]
[7340]
[7341]
[7342]
[7343]
[7344]
[7345]
[7346]
[7347]
[7348]
[7349]
[7350]
[7351]
[7352]
[7353]
[7354]
[7355]
[7356]
[7357]
[7358]
[7359]
[7360]
[7361]
[7362]
[7363]
[7364]
[7365]
[7366]
[7367]
[7368]
[7369]
[7370]

<400> 381

Leu Asn Leu Leu Gly Phe Gly Ile Asn Ala Glu Asn Asn Glu

1 5
<210> 382

211> 9

<212> PRT

213> NTFA
220>

<223> JIk

<400> 382

Gly Ala Leu Met Leu Pro His Tyr Asn
1 5
<210> 383

211> 11

<212> PRT

213> N4
220>

223> JIk

<400> 383

Gly Ala Leu Met Leu Pro His Tyr Asn Ser Arg

1 5

<210> 384

211> 9

<212> PRT

213> NTA

220>

223> JIk

<400> 384

Val Phe Asp Gly Val Leu Arg Pro Gly
1 5

<210> 385

211> 6

<212> PRT

213> NTFA

220>

<223> JIk

<400> 385

Leu GIn Ser Gln Asn Asp
1 5
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[7371]  <210> 386

[7372]  <211> 11

[7373]  <212> PRT

[7374]1  <213> AT F4

[7375] <220>

[7376]  <223> Jik

[7377]  <400> 386

[7378] Leu Gln Ser Gln Asn Asp Gln Arg Gly Glu Ile
[73791 1 5 10
[7380]  <210> 387

[7381] <211> 14

[7382] <212> PRT

[7383] <213> A T4

[7384] <220>

[7385]  <223> Jik

[7386]  <400> 387

[7387]  Gln Ser Gln Asn Asp Gln Arg Gly Glu Ile Ile His Val Lys
[7388] 1 5 10
[7389] <210> 388

[7390] <211> 8

[7391]  <212> PRT

[7392]  <213> A T4

[7393] <220>

[7394]  <223> Jik

[7395]  <400> 388

[7396] Arg Gly Glu Ile Ile His Val Lys

[7397] 1 5

[7398]  <210> 389

[7399] <211> 8

[7400]  <212> PRT

[74011  <213> A T4

[7402] <220>

[7403]  <223> Jik

[7404]  <400> 389

[7405] Arg Leu Gln Ser Gln Asn Asp Gln

[7406] 1 5

[7407]  <210> 390

[7408] <211> 10

[7409]  <212> PRT
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[7410]  <213> AT JF#4

(74111  <220>

[7412]  <223> Jik

[7413]  <400> 390

[7414]  Arg Leu Gln Ser Gln Asn Asp Gln Arg Gly
[7415] 1 5 10
[7416]  <210> 391

[7417]  <211> 14

[7418] <212> PRT

[7419]  <213> AT F#H

[7420]  <220>

[7421]  <223> Jik

[7422]  <400> 391

[7423] Arg Leu Gln Ser Gln Asn Asp Gln Arg Gly Glu Ile Ile His
[7424] 1 5 10
[7425] <210> 392

[7426] <211> 4

[7427] <212> PRT

[7428]  <213> AT %4

[7429]  <220>

[7430] <223> Jik

[7431]  <400> 392

[7432] Met Pro Met Pro

[7433] 1

[7434]  <210> 393

[7435] <211> 4

[7436] <212> PRT

[7437]  <213> AN T JF4

[7438]  <220>

[7439]  <223> Jik

[7440]  <400> 393

[7441]  Pro Met Pro Leu

[7442] 1

[7443]  <210> 394

[7444] <211> 6

[7445]  <212> PRT

[7446]  <213> AN T J#4

[7447]  <220>

[7448]  <223> Jik
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[7449]
[7450]
[7451]
[7452]
[7453]
[7454]
[7455]
[7456]
[7457]
[7458]
[7459]
[7460]
[7461]
[7462]
[7463]
[7464]
[7465]
[7466]
[7467]
[7468]
[7469]
[7470]
[7471]
[7472]
[7473]
[7474]
[7475]
[7476]
[7477]
[7478]
[7479]
[7480]
[7481]
[7482]
[7483]
[7484]
[7485]
[7486]
[7487]

<400> 394

Leu Glu Pro Asp Asn Arg
1 5

<210> 395

211> 13

<212> PRT

213> NTA

<220>

<223> JIk

<400> 395

Gly Ile Ala Arg Leu Ala Gly Thr Ser Ser Val Ile Asn
1 5 10

<210> 396

211> 6

<212> PRT

213> N4
<220>

223> JIk

<400> 396

Arg Ser Gln Asn Ile Phe
1 5
<210> 397

211> 4

<212> PRT

213> NTA
220>

<223> JIk

<400> 397

Pro Asn Ser Met
1

<210> 398

211> 4

<212> PRT

213> N T4
220>

223> JIk

<400> 398

Gly His Pro Met
1
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[7488]
[7489]
[7490]
[7491]
[7492]
[7493]
[7494]
[7495]
[7496]
[7497]
[7498]
[7499]
[7500]
[7501]
[7502]
[7503]
[7504]
[7505]
[7506]
[7507]
[7508]
[7509]
[7510]
[7511]
[7512]
[7513]
[7514]
[7515]
[7516]
[7517]
[7518]
[7519]
[7520]
[7521]
[7522]
[7523]
[7524]
[7525]
[7526]

<210> 399

211> 4

<212> PRT

213> N4
<220>

<223> JIk

<400> 399

His Pro Met Ser

1

<210> 400

Q211> 7

<212> PRT

213> NTFA
<220>

<223> JIk

<400> 400

Phe Leu Pro GIln His Thr Asp
1 5
<210> 401

Q211> 7

<212> PRT

213> NTA
220>

<223> JIk

<400> 401

Glu Trp Gln Ile Asn Glu Lys
1 5
<210> 402

211> 13

<212> PRT

213> N T4
220>

<223> JIk

<400> 402

Gly Pro GIn Gln Tyr Ala Glu Trp Gln Ile Asn Glu Lys
1 5 10

<210> 403
211> 8
<212> PRT
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[7527]
[7528]
[7529]
[7530]
[7531]
[7532]
[7533]
[7534]
[7535]
[7536]
[7537]
[7538]
[7539]
[7540]
[7541]
[7542]
[7543]
[7544]
[7545]
[7546]
[7547]
[7548]
[7549]
[7550]
[7551]
[7552]
[7553]
[7554]
[7555]
[7556]
[7557]
[7558]
[7559]
[7560]
[7561]
[7562]
[7563]
[7564]
[7565]

213> NTA

220>

223> JIk

<400> 403

Pro Gln Gln Tyr Ala Glu Trp Gln
1 5

<210> 404

Q211> 7

<212> PRT

213> NTA

<220>

<223> JIk

<400> 404

Arg Gly Pro Gln Gln Tyr Ala
1 5

<210> 405

211> 4

<212> PRT

213> NTA

<220>

<223> JIk

<400> 405

His Asn Pro Arg

1

<210> 406

211> 0

<212> PRT

213> N4

<220>
<223> =%
<400> 406
<210> 407
211> 0
<212> PRT
213> N4
220>

223> JIk
<400> 407
<210> 408

N

246



CN 114835784 B

F 5 =

195/199 1

[7566]
[7567]
[7568]
[7569]
[7570]
[7571]
[7572]
[7573]
[7574]
[7575]
[7576]
[7577]
[7578]
[7579]
[7580]
[7581]
[7582]
[7583]
[7584]
[7585]
[7586]
[7587]
[7588]
[7589]
[7590]
[7591]
[7592]
[7593]
[7594]
[7595]
[7596]
[7597]
[7598]
[7599]
[7600]
[7601]
[7602]
[7603]
[7604]

211> 4

<212> PRT
213> N4
<220>

223> JIk

<400> 408

His Pro Ser Phe
1

<210> 409
211> 22

<212> PRT
213> NTA
<220>

<223> JIk

<400> 409

Pro Gly GIn Leu Gln Ser Phe Leu Leu Ser Gly Asn Gln Asn Gln Gln

1 5

Asn Tyr Leu Ser Gly Phe
20

<210> 410

211> 22

<212> PRT

213> N T4

220>

223> JIk

<400> 410

10 15

GIn Leu GIn Ser Phe Leu Leu Ser Gly Asn Gln Asn Gln Gln Asn Tyr

1 5

Leu Ser Gly Phe Ser Lys
20

<210> 411

211> 12

<212> PRT

213> NTFA

220>

<223> JIk

<400> 411

10 15

GIn Ser Phe Leu Leu Ser Gly Asn Gln Asn Gln Gln

1 )

10
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[7605]
[7606]
[7607]
[7608]
[7609]
[7610]
[7611]
[7612]
[7613]
[7614]
[7615]
[7616]
[7617]
[7618]
[7619]
[7620]
[7621]
[7622]
[7623]
[7624]
[7625]
[7626]
[7627]
[7628]
[7629]
[7630]
[7631]
[7632]
[7633]
[7634]
[7635]
[7636]
[7637]
[7638]
[7639]
[7640]
[7641]
[7642]
[7643]

<210> 412
211> 12

<212> PRT
213> ALK
220>

<223> Ik

<400> 412

Pro Gly Gln Leu Gln Ser Phe Leu Leu Ser Gly Asn
10

1

<210> 413
211> 9

<212> PRT
213> ALK
<220>

<223> Ik

<400> 413

GIn Ser Phe Leu Leu Ser Gly Asn Gln

1

<210> 414
211> 12

<212> PRT
213> ALK
<220>

<223> Ik

<400> 414

Gln Asn Gln Gln Asn Tyr Leu Ser Gly Phe Ser Lys
10

1

<210> 415
211> 6

<212> PRT
213> N LR
<220>

<223> Ik

<400> 415

Tyr Leu Arg Gly Phe Ser

1

<210> 416
211> 11
<212> PRT
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[7644]
[7645]
[7646]
[7647]
[7648]
[7649]
[7650]
[7651]
[7652]
[7653]
[7654]
[7655]
[7656]
[7657]
[7658]
[7659]
[7660]
[7661]
[7662]
[7663]
[7664]
[7665]
[7666]
[7667]
[7668]
[7669]
[7670]
[7671]
[7672]
[7673]
[7674]
[7675]
[7676]
[7677]
[7678]
[7679]
[7680]
[7681]
[7682]

213> AN L4
220>

223> Bk

<400> 416

Pro Val Glu Met Pro Thr Leu Leu Tyr Pro Ser
10

1

<210> 417
211> 13

<212> PRT
213> ALK
<220>

<223> Ik

<400> 417

Arg Gly Pro Gln Gln Tyr Ala Glu Trp Gln Ile Asn Glu
10

1

<210> 418
211> 12

<212> PRT
213> ALK
220>

<223> Ik

<400> 418

Thr Val Phe Asp Gly Val Leu Arg Pro Gly Gln Leu
10

1

<210> 419
211> 9

<212> PRT
213> N LR
220>

<223> Ik

<400> 419

Leu Asp Ala Leu Glu Pro Asp Asn Arg

1

<210> 420
211> 16

<212> PRT
213> N LR
220>

<223> Ik
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[7683]
[7684]
[7685]
[7686]
[7687]
[7688]
[7689]
[7690]
[7691]
[7692]
[7693]
[7694]
[7695]
[7696]
[7697]
[7698]
[7699]
[7700]
[7701]
[7702]
[7703]
[7704]
[7705]
[7706]
[7707]
[7708]
[7709]
[7710]
[7711]
[7712]
[7713]
[7714]
[7715]
[7716]
[7717]
[7718]
[7719]
[7720]
[7721]

<400> 420

Arg Leu Gln Ser Gln Asn Asp Gln Arg Gly Glu Ile Ile His Val Lys
1 5 10 15
<210> 421

211> 14

<212> PRT

213> NTA

<220>

<223> JIk

<400> 421

Val Leu Asp Leu Ala Ile Pro Val Asn Arg Pro Gly Gln Leu

1 5 10

<210> 422

211> 16

<212> PRT

213> N4

<220>

223> JIk

<400> 422

His Gly Pro Val Glu Met Pro Tyr Thr Leu Leu Tyr Pro Ser Ser Lys
1 5 10 15
<210> 423

211> 14

<212> PRT

213> NTA

220>

<223> JIk

<400> 423

Gly Tyr Tyr Gly Glu Gln Gln Gln Gln Pro Gly Met Thr Arg

1 5 10

<210> 424

211> 17

<212> PRT

213> NTFA

220>

<223> JIk

<400> 424

Ser Glu Glu Gly Tyr Tyr Gly Glu Gln Gln Gln Gln Pro Gly Met Thr
1 5 10 15
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[7722]
[7723]
[7724]
[7725]
[7726]
[7727]
[7728]
[7729]
[7730]
[7731]

Arg

<210> 425
211> 6

<212> PRT
213> N TP
220>

<223> Jik

<400> 425

Leu Arg Gly Phe Ser Lys

1

5
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