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1

64

DNA

Artificial Sequence

sense of CCL17 target sequence

1

tgctgatcce tggaacactc cactgagttt tggccactga ctgactcagt ggagttccag

ggat

<210>
<211>
<212>
<213>

<220>
<223>

<400>

2

64

RNA

Artificial Sequence

anti-sense of CCL17 target sequence

2

ccugaucccu ggaacuccac ugagucaguc aguggccaaa acucagugga guguuccagg

gauc
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