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L. — Bhade B s e e ik IR FH T M TR A ) A8 o o o B 8 200 ) A8 I JiE R 3 A8 78 N T )
J7iE At

(a) BT 5 22 /b—Fh T 178 B B 1 57 1 1) () 0 2 245 e s 738 I i

(b) BEAT BTk & /A — i A8 L i 5 20 9 () AR %68 0 1) 98 578 N SR 1R 7 B B AT

(c) BT Frik 3 F L e BRI 7 T B AR 1 7 1 5

(d) T2k 5 20 3R (o) Hr e $ER A 2 2 BARR M 7 Z1 1) 5 F1 Bl o A SR W AL 254
(VPR AT X Ik 45 M35, 1 02 22 MBI RRAIEJIK s A0

(e) 2T Frid Ak K I 2, 58 & Bk 2 T B9 & A 5 B ik 22 /0 — i A8 B Ji
P AE AR N S I &

2. BRI ER LI 71, Horp BT il s & 80 SR AT RO (238 A B

3 BURIESR IR 73, Horb i e &0 R HE A 1 40 P 22 K 1 5T 2 o il (HRAM MS) 0
=Tk 2 MEIEFFAERE o

4RV E SRR J515  Horp B o2 520 BRE 48 MBS v 550 B 38 {3 328 AR5 A1 JU 140 A R0 1
JE BRI AR

5.BURIER R 1By 7715, Horp Brid re &0 BRAFEIG 2k B BT i s i S A ORI i 28 8 X
R E R AT L EL

6. BRI BRI 7532, HoA prid 2 /0 — P2 F1 A8 B R A 4EGLy m Bd 28K.Gly m Bd
30K Kuni tz & H B 7)1 Kuni tz R EE I BEMIHI7I3.Gly m 8 @SHER) BEREUE
piiE=V

T BRI SR L 532, Hodh e i AE R AR B s BBk B 7 A 2= 20— Pl e 3

(a) % TGly m Bd 28KASEQ ID NO:21H129-33;

(b) % T°Gly m Bd 30K’ASEQ ID NO:22#4143-44;

(c) AT Kuni tzfige g BFHHI 771 9SEQ ID NO:23H153-54;

(d) AT Kuni tz 8 A BFHIH] 53 SEQ 1D NO:24F162-63 5

(e) XT-Gly m 8 2SHE M) NSEQ 1D NO:25F172-74;

() X T-HE%E 2 HSEQ ID NO:26F183-90

(2) %F T I I SEQ 1D NO:27/196-104.

8. BRI LR 1 7714 , Hodp Brad (g d e ik IS 508 B AL 2 20— P31

(2) % TGly m Bd 28KASEQ ID NO:9F134-42;

(b) % TGly m Bd 30KASEQ ID NO:10F145-51;

(c) X TKunitzigi & [ B0 7)1 9SEQ ID NO:7H155-60

(d) X TKuni tzigi & [ B0 753 9SEQ ID NO:8F164-71;

(e) XTGly m 8 2SHE M) SEQ 1D NO: 11F175-81;

() X T#EHE 2 NSEQ ID NO:91-94; il

(@) % T N ¥ JySEQ 1D NO:105-120.

9 UMIER LI T 12, Horh ik 2 TR AR A 2 K S R BOR SR 133

10. —Fh T AEE TR b 2 & ME 2 FEA e R TP B A& i
() 251, ik 4045

() T AT HEYIEI R e B B R s E T B

2
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(b) T A 22 /b — P 8l 9 A0 B b B 25 1 Ja ) A PR A

() HTAE A B BR b 7 5 BRI 73 B AR

(d) LA, T 9 2 /D — P A0 A2 S JE I 8 1 AR B J5R 3% 6 22 N RRAE I s A

(e) FHT-INE 2 MR i i o

L1 BRI R 10/ RS, o ek o S A e e A 21

12 BRI ER 1L RS, Horp rid i 3 L RR A AT 3

13 AFNZLR 101 RS, Horb BT ads Joa i 40, 45 1= 4 9 2O 16 5T & TS (HRAML MS) «

14 BURESR 1O/ R 40, Hod Bk e PR Al AR B BRI B SR 1 77

15 BRI SR 108 R4, b prid 20— fh 2 S i 48 N F ARGy m Bd 28K Gly m Bd
30K Kuni tz R [ BEHIH] 1 Kuni tz il & A B HIH173.Gly m 8 @SHER) (EHER B
piiE=1

16 AUCHIE SR 1O/ R4, Hodh ik i AR A2 B ARk B LR 20— P51 .

() % TGly m Bd 28KASEQ ID NO:21F129-33;

(b) % TGly m Bd 30KASEQ ID NO:22F143-44;

(¢) X TKunitzigi & 1 B 7)1 9SEQ ID NO:23F1153-54 5

(d) X TKunitzigi & (1 B0 753 9SEQ ID NO:247162-63 5

(e) XT-Gly m 8 2SHE M) ANSEQ 1D NO:25F172-74;

() % T-#E%E 2 NSEQ ID NO:26H183-90

(g) X+ T Jg I NSEQ ID NO:278196-104.

L7 AUCRIESR 10/ 240, Hoh ik e ik IR 200k B A 20— Mr s .

(a) % TGly m Bd 28KYSEQ ID NO:9F134-42;

(b) % T°Gly m Bd 30K’ASEQ ID NO:104145-51;

(c) *TKuni tzfigi g A EFHIH]719SEQ 1D NO: 7H155-60 ;

(d) % TKunitz g g A BFHIH] 73 9SEQ 1D NO:8HI64-71;

(e) XTGly m 8 2SHEM) NSEQ ID NO: 11F175-81;

() X THE%E 2 NSEQ ID NO:91-94; 1

(&) X T-HE % B ~SEQ 1D NO:105-120,

18 BRI E K 101 F &, Horb Blrad TR M0 B A ot A 8 K S M BOR S M 134

19. — P E R TR S o & 20— MEA TR 7 511 A2 B A2 [R5 AE
AP R ) v 8 B T ARR AT AR LR 101 R4
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ATENFER®REEEESKENNRSENGE

[0001]  fRIGHLESR

[0002] 2 FR TR T 21 3% [ i I 0 R 6 FRS H BB AR - 2%1)'5:62/035, 968, 20144F8
H11HRA, BN “Methods and Systems for Selective Quantitation and Detection
of Allergens Including GLY M BD 28 K’; &%1'562/035,981,20144F8 H11 H &2, BN
“Methods and Systems for Selective Quantitation and Detection of Allergens
Including GLY M BD 30 K”; &%1'562/035,997,20144E8 H11 HRAS, A “Ve thods and
Systems for Selective Quantitation and Detection of Allergens Including
Kunitz Trypsin Inhibitor 17; &%%562/036,007,20144E8 H11H 4, @A “Me thods
and Systems for Selective Quantitation and Detection of Allergens Including
Kunitz Trypsin Inhibitor 3”; &%%562/036,016,20144E8 H11H 3, @A “Methods
and Systems for Selective Quantitation and Detection of Allergens Including
GLY M 8(2S Albumin)”; &%1562/036,024,20144E8 H 11 HIRA, A “Methods and
Systems for Selective Quantitation and Detection of Allergens Including
Lectin”; X &%'562/036,032,2014F8 H11 H IR, i N “Methods and Systems for
Selective Quantitation and Detection of Allergens Including Lipoxygenase,” ,%F
— NG ) N AR T AR I AR

[0003] I

[0004] A& 4 i AL FH T 7 B A A v 22 DR SR 3K 1) D7 VA A 45 2 T DNARI AR (B iPCR
A/ BURT-PCR) 5 A5 AI R 15 2R s Southern EVEE s A G Ak 5% o IR BT VAR AT % Fhih il o £EAE
Yoy LS 5 R /B oA I RORTE £ R A8 S SR e A 3L 2 A i — AN R

[0005]  Fiilk ARSI A AT AHRBA B T BOS A BRI A e HEA R U 2 & TR
T BT AEREY) RS 4 A0/ SR O R/ B 7 ) A R R R PR L R U
HEE T

[0006]  /AFF

[0007] A B SR LA P15 B 5 I 90 R 248 T e i A AR i, BT Y B V2o ok B 4
Y, KRR A A0/ BB Al ) B R EE ) PR S AT B B 2 B T A R 4RI A AR
Y B2 DRI B e e i IR T 0 B ) A A7 v o b 4RI 1 AL (i I B 1) R4
FHTH A v e th A HFAE AR -

[0008]  fE—ANJ5IH, S fit T e PR G RF AR IR AT AR TR 5 it v o8 & RN AR 7 J5
IS £E 10 AR 8L S 1 5 o i T TR A

[0009]  (a) ZET- 55 & /b—Fh O R0AR N IR 2 1 5 e 51 FR) [ U5 P 26 g v 7 A N7 Ji

[0010] () BEAT ik 28 /D — B RN AR B Ji 55 20 B8 () v 265 T8 R 9 638 N J ) P B BE 4
[0011]  (c) T Frik Fe B kL b i B354 P B B AR R M7 31 5

[0012] (&) ZE TR EAED IR (o) h U PR LA 2 71 B My 51 8 Fe 51 L AT S AL
MBS B DR 5 X B 5 AL 5k, 7 72 22 MU e R I ; A

[0013] (&) F=T Frik Fp ik IR U & (measurements) , & & Ik Ak TR P A ¢ it () BT ik
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2 /b — b L 08 N SR RN AR L S [P &

[0014]  fE— AL R, Bk e &0 BRAT FAT U A0 B o AE ) — DL &, B &
A B FE S FH 1 40 R R i TR T (HRAM. MIS) W& BTk 22 AN e B AE ik - 75 59— 52
T, B A PR G M T U SR 2 R AIE R P R 06 i R B0 THT AR o AE S — AR T R
o B D RELRRRE R B BT v e 1 A ) B A A A ) B AT L AL

[0015]  fE—ANSEE T R b, Bk & /0 — R S i A8 B JE AL 5 B /b — bk 1 R LA B
Ji:Gly m 1,Gly m 3,Gly m 4,Gly m 5B—fEKREREA) ,Gly m 6 CKEEKEH)Gly m 6
(KEBKEM)G2,6ly m 6 CKEFKEM)G3,6ly m 6 CRKEIKEM)G4,6ly m 6 CKEERE
1) Rifd, Kuni tz R & (B HI 751, Kuni tz 58 A B4 703,61y m Bd 28 K,Gly m Bd 30
K,Gly m 8 @SHEHA) , BEEEZR A N/ . 72 59— D SRhE 7 Brp, 20— Fhic Jnfd 48 Bz JiR
A45Gly m Bd 28 K.Gly m Bd 30 K.KunitzJEa A 671 Kuni tz i 8 A B H]573
Gly m 8 @QSHEH) B, B8 N4l .

[0016]  fE 5 —ANSEhtE Ty &, P BR (o) WL 7 SRR T 7% T-6ly m Bd28 Kifi 5
f34'SEQ 1D N0:21,28,29,30,31,328K33 . 78— PN HE— B2y =4, % TGly m Bd 28
K, 25 5% () ML e P s AR PE #5140, & SEQ 1D NO: 213%28. 78 55— N SE it 7 & p , 6T
Gly m Bd 30 K, B3 (o) WL H P BRI P F A5 SEQ 1D NO:22.43 844 . fE— i
— BT A T6ly m Bd 30 K, PR (o) 3LH P RIS R 7 75 SEQ 1D
NO: 228043 7E J3— N SEit 77 2, % TKuni tz iR A B 6701, 20 3R (o) 3G 7718
RMEFFFESSEQ 1D NO:23.52.53. 854 . 7 — N — B (152 7 b, 5 TKuni tz i Er A
B AL, 2P IR (o) B ILA PP BAERYE 7 716, 5 SEQ 1D NO: 23852 1E 73— NSkt J7 %
H L % TKun itz i g B0 703, IR (o) 34T 7 FIBR 7 FI48 5% SEQ 1D NO: 24,
61,62, 8063 /£t — P [ SLit 77 S, X T-Kuni tz 85 B B4 5703, 2R (o) 3LA TP
FIBSARERYE 7 FI40 5 SEQ 1D NO: 248561 . 7E 53— LT 9, A TGly m 8 2SHEN) »
IR () BALH BRI T FIAL A SEQ 1D NO:25.72.73 B 74 . £E— ANk — B 1 St 77
Z L A TGly m 8 @SAERA) P (o) WAEH PSRRI 7185 SEQ 1D NO: 25,78 7
—ANSEHE TR TR R PR (o) LA P A SRR L7 585 SEQ 1D NO:26.82,
83.84.85.86.87.88.89.E90. £ iE— LISy K, A TR 2 AP IR (o) LR P
TSR NEF FI 5 SEQ 1D NO: 265882 7F i —ANSL it /7 &b, % T HE Iz i , P 38 (o) 19
A FEFNEACFT T F)E 5 SEQ 1D NO:27.95.96.97.98.99.100.101.102. 1035104, 7F
— A SE T R, 6 T RN EE AP IR (o) MAEH P P AR M 7 51457 SEQ 1D
NO: 278195,

[0017]  FE—ANSidr &, A TGly m Bd 28 K, 38751728 B AT 4 7% FASEQ 1D NO: 211
29-33[ & D>— AN T AE S — DR R, T G6ly m Bd 30 K, #ERIAS N FA &% H
SEQ 1D NOs:22F143-44[1) & /b— AP AE 7 — AL 7 &b, 3 T Kun itz fig 8 1 Bl
T, VEEAE AR B JEAD 5 3% I SEQ 1D NO: 23 F153-5411) & /b— AN B 7E B — L ) &,
X TKuni tz RE [ BEHI I3, 3 7R R A8 B JAL 3 I SEQ 1D NO: 24F162-631 2 /b— A7
T AE T — N SEHETT W, A TG6ly m 8 @QSHEF) , R AL R A 1% H SEQ 1D NO:25
AT2-T4H 2> — AP H] A T — AN SEE T b, TS 2R, W AR A8 B i A5 16 1 SEQ
ID NO:26183-90] 2 /D>—A Bl o ££ F3— A KTt /7 Ze v, o6 T M 0 2l , v 76 (1) 42 B 5 A,
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FEESEQ ID NO: 27H196-1041) & /D—AFF .

[0018]  £E 5 —SEiE )y &, 4 T6ly m Bd 28 K, R FE IR £1% 5 SEQ 1D NO:9#
34-420 B b — AP B AL S — AT R, AT Gly m Bd 28 K, (EIESFIEAR S SEQ 1D
NO: 34-42 AE S — AL 7 Zrp, % T6ly m Bd 30 K, {45k k9,47 3% 1 SEQ 1D NO: 10
4551 1) & />— AP F AE 3 — DL TT S, 4 T6ly m Bd 30 K, - IR 7 SEQ
ID NO:45-51.7F 5—NSEiti 7 2, 6 TKuni tz 568 (4 B 400 i 51, 458 0 4 A4 16 1
SEQ ID NO:7H155-60) 2 /b—NF F] o £E 55— SE 7 &9, hF-T-Kuni tz R 8 A B0 7
1 A IERFAE KL B SEQ 1D NO:55-60. £F 53— SE i 77 28 7, 6 T-Kuni tz [l 8 1 B4 5703,
(B SR IR 5 2 1 SEQ 1D NO: 8F164-T1H Z b — N FF AE S —ANSLHE 7 b, 6T
Kuni tz R (1 B 73, R SR E AR & SEQ D NO:64-7T1 .78 5 — A sEitE 77 i, 4 T
Gly m 8 (2SHEA) , FIEFFHE R &% I SEQ 1D NO: 11 AI75-81 [ & b>— NP AE 5 —
NI R F T Gly m 8 @SHER) MEIERHEIKA S SEQ 1D NO: 75-81. /£ J3— A~
TR TR R AR IR S A SEQ 1D NO:91-941 & D— N FF1) AL B — 5L
7 2, AT R B E IR 27 SEQ 1D NO:91-94. 78 Y —ANSE iy 22 b, b T Hg
S AR IR AL ST 3 FI SEQ 1D NO:105-120fK & /b—ANF 1 o A8 B — AN Sty 2w, %
T e IncE B , (5 e B A IR AL A7 SEQ ID NO: 105-120. 78 5 — ANty 22 b, e TR KL b
BEEA KRS MFERE MRS .

[0019]1  7E 55— 71, 34t 7 H- TR T RIS o 28— fha 2 Fr B A O a2 L% 7
P B AR A R RS % RS A4

[0020]  (a) FH-T- AT HE A it R AR B 1 1) el = T B

[0021]  (b) 1T LA & D—Fh i (1 B AL BT SRR 2 1 B Ab FR AR B

[0022] () T FESAN S0 R AR 43 B IR IR 2 A

[0023]  (d) FHTF 0 2 /20—l Jonn ) A8 o JL A5 o 1) A8 97 JL e % 22 AN R I JOR 1) 322 B A e
F

[0024] () 1T W& IR ZANFFAE IR BT

[0025]  7E— AL )7 &, o B AR FE R R AR S — AN ST T R, AR AR AR
FHAE LS AE 5 — AN 7 R, BRSO HG & 3 PR NS 1 T = TR (HRAM MS) o 7E 75— ANk
Jit 7 S I PR AT AR SCRR AR TV

[0026]  FE—ANsLjif s &b, T RS P IR AT ME AR AN —MEZ M E R
EA AR RN R A S — AT P, X T6ly m Bd 28 K, ¥ 7ERI AR B 56 &
T HSEQ ID NO:21/129-331 22 /b— 53 AL 53— N SEHt 7 2, 40 T6ly m Bd 30 K, 7%
FEFAS B JF AL & 18 FISEQ 1D NO: 22f143-441 /b — N AL S — AL &, T T
Kuni tz fife 5 A B0 G151, 98 /LR A8 B 5 B SEQ 1D NO: 23F153-54/ 2 b — AN 771,
T2 R — AN 7 69 A TKuni tz i 8 (A B 703, I AR R AR B A5 1 FSEQ 1D NO: 24
62-63M 2 b — AP H A 5 — N EHE TR, X TGly m 8 (2SHEN) » AR AR N A
T HSEQ ID NO:25FI72-T41 2 /b — NP o A 7 — AN SEE T B, A T B R I
AF R R AL 3% F SEQ 1D NO: 26 FI83-90 1) 2 /b—AN P F1] o £E J— N SE il 77 1, % T e n
Bl , T AE A8 B R AD 2 1% [ SEQ 1D NO: 27 F196-10411) & b —ANF 51

[0027] A5 —SEE )5 &, % T6ly m Bd 28 K, R HFEIR A &1% 5 SEQ 1D NO: 94

6
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34-421 B DA P AE T AL IT R AT Gly m Bd 28 K, FREREL ESEQ ID NO:
34-42 AE S — AL EH, A T6ly m Bd 30 K, B 4F k4821 FISEQ ID NO: 10A!
45-51 [ /D> — AP I AL F— AL TR H A TG6ly m Bd 30 K, FREREL 5 SEQ ID NO:
45-51 o S —NSEHE T R, X T Kuni tz AR (A B0 6501, 45 e 4 ik kA 5 3% T SEQ 1D
NO: 7155601 22 /b —AN P 1] o 78 5 — N SE i 77 S8, % T-Kuni tz i 2 2 B4 701 ik ik
377 SEQ 1D NO:55-607F J3— N SEji 75 &, 4 T-Kun i tz R ER 1 B 5703 , (s Rk ik A
FIEESEQ 1D NO: 8F64-T1H 2/ b— AP F o AE 5 — AL 5 Zrp , X T-Kuni tz R 8 A 1§
FNHI )3, FFAE BR S SEQ 1D NO:64-T1.7E S —NSEiE &b, X T-6ly m 8 @SHER) , &
WHFERR A% H SEQ 1D NO: 1L AIT5-8111 2 /b — NP F AE 5 — AL 7 v, T Gly
m 8 2SHEA) ,FHFMELE S SEQ ID NO:75-81.7E W —NSEfiti fy B, o TR &, ik 4
fEIEA &1 A SEQ 1D NO:91-94[ & D —ANFF AE 5y — AN SLit 77 9, 0 T B 2, ik
R SEQ ID NO:91-94 . 7E 7 — ALt 77 S, AT N8 N4 B , 4 16 e Ak IR A2 75 1%k B SEQ
ID NO:105-120f = /—NFF o AE 3 — AN S J7 9, AT IR ISR , FRAE IR 5 SEQ 1D
NO:105-1207F 53 —NaE it 7 Erf, ZE- TR A 5 KB R B S R 155
[0028]  7&7—J5 T, R4 T AR TR RS e B2 /D — PR A T R 7 5 A
7 J5L A ) 88 P 9 A0 7 S5 sl 7V o 1% VB R A SCIR I R4

Bfit (=] 35% B

[0029]  E 1R T AR SCAFF I EM RS FIARRIE D TAERAE

[0030]  [&[2A-2] % R T T AUMEE HIHFAEK : SEQ ID NO:9 NKPQFLAGAASLLR;SEQ ID NO:34
LGFIYDDELAER;SEQ ID NO:35 TVVEEIFSK;SEQ ID NO:36 MMQDQEEDEEEK;SEQ ID NO:37
NAYGWSK;SEQ ID NO:38 ALHGGEYPPLSEPDIGVLLVK;SEQ ID NO:39 QGDVEVVPR;SEQ ID NO:
40 YFPFCQVASR;SEQ ID NO:41 TLMGPELSAAFGVSEDTLR;SEQ ID NO:42 SFANDVVMDVFfL#
PESRM LC-MS/MS, K EHGly m Bd 28 KI{ffEE B ML K SR it K,

[0031] K] 2K n AR R MESRM LC-MS/MSHR e 5 i Il -500ng /mL & B AESEQ ID NO: 9
NKPQFLAGAASLLROR #& =F JE JIR A1 # [] o7 ZR b i IR i 46t

[0032]  [E[2L "Gly m Bd 28 KMIGly m Bd 28 K38 £E R4 8 5 5L Xt

[0033]  [&[3A-3HE /R N ¥k E M ERAEIE : SEQ ID NO:10 GVITQVK;SEQ ID NO:45
SILDLDLTK;SEQ ID NO:46 FTTQK;SEQ ID NO:47 NNLNYIR;SEQ ID NO:48 FADITPQEFSK;
SEQ ID NO:49 EQYSCDHPPASWDWR;SEQ ID NO:50 VTIDGYETLIMSDESTESETEQAFL
SATLEQPTISVSIDAK; FISEQ ID NO:51 NTGNLLGVCGMNYFASYPTKAAXZ PESRM LC-MS/MS, 3k B
Gly m Bd 30 KRREEE B K FAEM B .

[0034] 3T R RACRPESRM LC-MS/MSAR#E 43 -500ng/mL A B JKSEQ 1D NO: 10
GVITQVKIR ZR == 2 PR N H [F] 7 25 A T DR e 8 o

[0035]  E[3JW/~Gly m Bd 30 KHMIGly m Bd 30 K& AE [FIEA 2 (B P B L T

[0036]  [&[4A-4G &~ T F)3% E M USAEL : SEQ ID NO:7 GGGIEVDSTGK;SEQ ID NO:55
EICPLTVVQSPNELDK; SEQ ID NO:56 EGLQAVK;SEQ ID NO:57 LVFCPQQAEDNK;SEQ ID NO:58
CEDIGIQIDDDGIR;SEQ ID NO:59 LVLSK;#ISEQ ID NO:60 NKPLVVQFQK[#XZ 1ESRM LC-MS/
NS, 3K H Kun i tz JiR8 (B3 61570 L0 BRER A B v AL K SRR i 1
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[0037] P 4HE 7~ ACR HESRM LC-MS/MSAR 1 i B -500ng /mL A& K SEQ 1D NO: 7
GGGIEVDSTGKR SR == 5 ik A 2 ) 7 22 A 1 IR e 48

[0038] 4T 2 ~Kuni tz fig s B A6 7)1 5 Kan itz R B B0 700 L8 76 R YR T8
IFFILE RS

[0039]  &I5A-51 7R 51 3% & 4R E ik : SEQ ID NO:8 GIGTIISSPYR;SEQ ID NO:64
CPLTVVQSR;SEQ ID NO:65 NELDK;SEQ ID NO:66 IGENK;SEQ ID NO:67 DAMDGWFR;SEQ ID
68 LVFCPQQAEDDK;SEQ ID NO:69 CGDIGISIDHDDGTR;SEQ ID NO:70 LVVSK;FISEQ ID NO:
71 NKPLVVQFQKARKESRM LC-MS/MS, 2K H Kuni tz i g A B 4011 7 3 i s A B AL K &
FEm BT,

[0040]  [K]5] AR RPESRM LC-MS/MSHs e 5 i B -500ng /mL & B AESEQ ID NO: 8
GIGTTISSPYRA AR 3 i fik AT 8 [5) A7 S A 10 IR 6 8 o

[0041] 5K E7~Kuni tz fig 8 1 B 57 3 MK un itz fk 85 Bl 11 7] 3 (40 98 6 [ YR 47 1)
I FN AT

[0042]  [E[6A-6HT R T 513k 2 4R E Ik : SEQ 1D NO:11IMENQSEELEEK;SEQ ID NO:75
WQHQQDSCR; SEQ ID NO:76 QLQGVNLTPCEK;SEQ ID NO:77 HIMEK;SEQ ID NO:78
DEDEEEEGHMQK ; SEQ ID NO:79 CCTEMSELR;SEQ ID NO:80 ELINLATMCR;FISEQ ID NO:81
FGPMIQCDLSSDDIFJ AR T SRM LC-MS/MS, 5K HGly m 8 (2SH & H) KR A B AL K F AL
SRR

[0043] K61 ERCEKMESRM LC-MS/MSHr#E A 3% K -500ng/mLA& A KSEQ 1D NO: 11
IMENQSEELEEKK 28 = & i FH 5 [F) o7 2 An e IR 46t

[0044]  [&]6] W RGly m 8 2SHEEH) MGly m SHIVELEFIE) L (A  F7 FIEL % o

[0045] P& 7A-7D R T Bk BB ERAE K : SEQ ID NO:91VESPNK;SEQ ID N0:92
ANSTNTVSFTVSK;SEQ ID NO:93 QQNLIFQGDAAISPSGVLR; fISEQ ID NO:94
TADGLAFFLAPVGSKPQSK /X R PESRM LC-MS/MS , 2K F %t 5 2 1) iR 28 1 B A0 K &R i B
K.

[0046] | 7E B RACRPESRM LC-MS/MSAR#E €23 I -500ng/mL A B SKSEQ 1D NO:91
VESPNK-R #R == B2 Jik i o [) A7 2 10 R 6 o

[0047]  FIG TFR7nERER 2 FIBRAR 25 I8 7L [ A 2 (R 1R PP B B X

[0048]  [&|8A-8P &7 | H13%k & M ERAE L : SEQ ID NO:105 SSDFLTYGIK;SEQ ID NO:106
GTVVLMPK;SEQ ID NO:107 NVLDFNAITSIGK;SEQ ID NO:108
GGVIDTATGILGQGVSLVGGVIDTATSFLGR;SEQ ID NO:109 IFFVNDTYLPSATPAPLLK;SEQ ID NO:
110 DENFGHLK;SEQ ID NO:111 SLSHDVIPLFK;SEQ ID NO:112 SLYEGGIK;SEQ ID NO:113
TDGENVLQFPPPHVAK; SEQ ID NO:114 INSLPTAK;SEQ ID NO:115 TILFLK;SEQ ID NO:116
HLSVLHPIYK;SEQ ID NO:117 QSLINADGITEK;SEQ ID NO:118 FIPAEGTPEYDEMVK;SEQ ID
NO: 119 ALEAFK;FISEQ ID NO:120 GIPNSISIARZRM:SRM LC-MS/MS, 3k H R (BN ALK
SRR

[0049]  [&I8QE /RARFK ESRM LC-MS/MSAR#E 1% & -500ng /mLA B K SEQ ID NO:105
SSDFLTYG KR #& =F & JIK A E [ 437 ZR b i IR i 46t

[0050]  [&] SR 73~ Jig il B AR g 04Ut 1 38 A8 R4 < TE) R e B L 4
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BRI

[0051] & FHAE %G R MU I B AR 2 1 BRI & B br i A UK PO R 2 EE B A
) E S BT, A IS B ) TR AR A A B AR T G 1) S B A RO, i e] B
IPZFEAR P REARE L ER P A R B SN T — Tk .

[0052] K& RAMEECA T2 i 5 5 i, 1 BT HP i 2 1 s vk s Tl ple——
HEEN2:2: | 2R+, G5 KE, Ira R s O o PR EAPUE 77 R+ R a A
AL FEBARAZ I K & b, 51l 4540 & R & B9 S FIAR L , A8 B2 JE KT8 7R ] e
AZ S XE A N IEAEW) A () AR B 7K ST LT 56 A A2 10 3 B 48 I 5 V2%, 18] T e K e 9 R R 0 v
(BELTSA) B 1 B~ 4 E 2R 25 R U 1) 5 SR T , IX B8 77 VA 0 1] A8 2 R R e A IR, HAR
R

[0053]  fifr , AT FF K B T-LC-MS/MSH Tk LA B — 4 i B L RME R R 1 B E
AT DGR oA X AL R AR AR AT I A M B i e & B bR 8 B LA s R
A BOR BRER 8 1 iR I8 /K o 1608 m] DAATE A -5 320 498 s 92 1 0 (SRM) 3 86 o i BB FH 1)
VRORE B Vo0 58 A o AR SCIRAL T DU ) &2 EELC-MS/MS TS VLA R 45, HAH 45 70 55 L R A AR 84
SRR & R B TR S B S 8 1 A PT BB« AR SCHR AR T A A R Gl B0 FEHE 1 S K
R E M e PR A E B PR EAE N I il (analytical figures of merit), bl KA
FERE S OE & PTEE R MR AN Sy B R AE I A B R IR = A5 B T IRAIE . AT BAE AR A A AR
(multiplexing format) k& & AFMN i, H H AT DAFI /e — R (DY /NE) & 1 WA H (7] 2]
DN EAED) A A EE TEDSCER AR it S b B 93 B / 58 5o BEAL BT ERAI IR 5 VR I 28 G () A0 it 1) &
A L 58 A AU R DA SEBIL s I8 &, DR G BB 8 7 B —HEK R 4 B 50 R

[0054]  fRFMER K GARN FAFEF MGy m 1,61y m 3,Gly m 4,Gly m 5 (B—fE KEBR
B ,Gly m 6 CKEEKEA)GL,Gly m 6 CREEREM)G2,Gly m 6)G3,Gly m 6 (KEIRE
1) G4,Gly m 6 CKE3RER) #i#E,Gly m 6 CKEBRE M) GARTA, Kuni t2 R ER 1 B  71)
1,KunitzfRE A EFMHIF3,6ly m Bd 28 K,Gly m Bd 30 K,Gly m 8 2SHEHR) ,HtEZR
RGN 4ARE -

[0055] X MEM /N AR R AFEHMRTA 4 (Tri al2) ,/NERREBEAL (Tri
ald) ,BHEZRF THEHEER L (Tri al8) , o SEEEEA-FIFiEFEN (Tri al9) , ZEEEE
H (Tri a20;NCBI & 3 5M10092,M11073,M11074,M11075,M11076,K03074F1K03075) , i 2
WEEA (Tri a2b) , ;a3 FEEZAEA (Tri a26) K FEZAEA (Tri a36) , Mla-TEE
R & (purothionin) (Tri a37) .

[0056]  fXFRVEM £ KA R AFEH W T KRB END (LTP) (Zea ml4) AR A &
(Zea m25) .

[0057]  ARERPEM FKAZRL AR, B, KFERTA4EE A Ory s12) .

[0058]  YE-—SLszjiE 5 =, BT B AL I T v RN ZR G A AR KT R T B 14 VUM €23 (LC—
MS/MS) a2 B K1 7S FAS [R) 48 B2 i 1) B 1 R IA 7K o 7R — B8 8L 7 S8, BTid 7
AN Z G0 B8 8 43 b SRR A R D, B4 B B R AR N DR e B R AL A DA AT 22
5E » TR 5 (9 5 PR = A

[0059]  7E—esijiaJy S, F T s S A 0 I B wll A DU ] DA Je ack A8 = 5 PUBRAT ST bk

9
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AT 1R FE S5 N7 ke SE I, o {58 FH 3K B SR Y (R AR 1 8 X AE I TR R B B A+ (KD I T 6
iR, [ J5 AEMS A DX b A B Z AT S 1 R R R ) () TR TR R
AT Ko A2 — LU 5 Ze b, T 8 ST A0 5T B 4G 0w DA Y e 43 e S 1t ) (SRM) K 58
Ji o A PR B R (R AN R V4%, ZE U Hh T ) B AR S I )06 ot ke 15, B S5 76 ST iE A (MS)
AR DX 3 P i S iR AR (R 5D 1, SRR AR R e 7 (IR & 16 B e R A8 72
— SOt 7 S, B I TR K T AT DA (R AR 2 B 0 [ AR, AR AT DL E 43 BT P I B
WE AE— S SL T R, 78 B A HRAMBE 771 Bl 4% b AT i€ & b i i =
(HRAM) 15 90 AT DA FEAECAS PR T8 & DY B~ AT I 8] S DU B -BUE P B -FUE R . 30U AR -
BB -PUERE (G BTiE A A R R AR 5 IR G PR 564, T A 52
B AT R A 1 BCEE ) F AR (9 e B S R AR B S TV) I =« AT DLadE i A
F5 58 2 ) 7 AR R RS - (1 T R i R AR UG T AR, O BRI RATH B4 B ) & Bk
JE B R ) R R AU 1 o E VR B4R B A ) (B 8 ORI/ BUBR) 1) v P S R AN R
B S5 5 RO BE .

[0060]  EeAR A7 Ui B A H AR A48 U BH R ATBOR) R A b s RO BA S RS, B R I
25 IR o WA 2BV 5 T B A5 R I BRSO K v i s R, BB 05—, A
SRR AR R, BRAE B U A RN .

[0061]  4nA ST A, AR “AE A RR )7 A& FR R il 28 A5 A2 i AL BB A5 ) B is 3h B 46 2
X5 o iZ ARG ARV R ) BRAL S B A S RO PR ] DA F A T 2R AT By b 3g AR A2 1
FELAE A SRIFBEEN AR SR A v R A7 A e S0 ) PR o

[0062] AT Y, ARTE “B AR EE A Bk st” FT X 0 Rl 5 A B SR o B B
FRE it & 22 M BT, AT A S HAt s 4 )

[0063]  dyiA ST AT I, 38 FHARE “ Bt B MS” & FeATAA A 3E 1 it vk A EEl E ,
FEA R s 27 U (BST) 3k A o6 A /L S (MALDT) MSMALDT =R AT i 8] (TOF) MS+ K
SR (AP)MALDT MS.EZEMALDT MS.BUILZH A o B 2% Bl W & 4 il ik — A Wi sm A 37
[ AT B AR I E 2 1K 70+ 8 (TN 10 JBager bo 1R BRI 0 o By b A& A8 1 HUR - 1 HEL 3
1A AT ) D3 R TR B e b AT DA R AR AU RN TSR o B AN ]
J AT EE TSR 24 52 B [ (14 H 3 RIS ), 76 52 TR AN S FEF R IO B A2 R 30

[0064]  Jia il A% &% BH = MR R & 7, HORg RE i 7 o WU 1 BLE i s, HadE
Tk e e R 3 ok i B TR B AT 4 2 R I 28, FL N S FR R S, R SR
Tt SRR AR AE R 3 BB o R PT AR F T 08 PR ANE & o X S A0 475 45 5 R A0
WA, e Iom R FAL 2 A Rk, 8 WS S I Rk i 451, DA e SR
HHAEYI =,

[0065]  J5 i 7 25 AN & BN TEAIMEIA BT LAAE LL T 228 SOk b 0 3], 1K 2e5d it 51 FHIF A A
W :CanflAnnan (1997) Overview of peptide and protein analysis by mass
spectrometry ¥ LE [FIVEY) 2 18] H B2 I EL % U 3% T Current Protocols in Molecular
Biology,AusubelZE A% ,New York:Wiley,p.10.21.1-10.21.27;PatersonfllAebersold
(1995) Electrophoresis 16:1791-1814;Patterson (1998) Protein identification and
characterization by mass spectrometry.Uis% FCurrent Protocols in Molecular
Biology,AusubelZ A% ,New York:Wiley,p.10.22.1-10.22.24; FfiDomonFlAebersold

10
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(2006) Science 312 (5771) :212-17,

[0066]  GAR ST FHIRIAR 1, 5 [R]— & i h A7 AE PR AP EICSE 220 B 1 2 1 SR/ BRI, 255
O/ BRUIR S 2 HIK .

[0067]  fAR SCHAS FHIVY , “HEA PR AT LAFR A I AT A B — R BT AL =

[0068]  fAR SC A ), K8 “IIK” BYCIR” AT DA FE a2 L IR LA 0 58 IO U 1B 2 T T U S R A
Yo IR AT DLd ik 88 1 B Ak 22 IR an il A o A

[0069] g1 SR AT FHIY , F1E “H2 (A 0 ] DA B R 2 7 BLSE A I 18 AH 4R = R R AR 2L 1)
R AN B e 2 TR I IR SR I e AE — I R B A I A AL A - B 1 S I 2 R T B e
FER BP0 S, R 1 7 51 CLIR A 3 i g o 8, 18t % 250 4 e 20 AR AE = AL R , S8 T
FEREC kb, B AL B A T A FE AP I 2 R 5 A8 i T 4 B v, W] /A0, i b v i 2 1R -
USRI B [ 5T i B R i B R A2 AR AR AL AR, B SR R A R AR E
JOT R A A P 2 Al R A BROPE s AT A B — 380 40 A B 1 B 22 9, ] AR A AR Al
RN RAER A TE T B INPAE M WA ST FIR, ARG “E A BT a5 & RRAEER
AR B AR VB E B RBUEAAT BT A FIA A A T B

[0070] iR SRS A, ARTE “B iR S 2 FaMSERLC-MSH B A E h Wi aa P 3R . M E A
JOURE ot AE IR S A BN BN, AN Z AR AR AN P R 5N

[0071] A ST HY, 3008 “RRAEIR” 2 et 2t A B AR IR GEIR) JP 21 AR & 3 i mT BA
TP EI10 2 100 FRFAE I o 38 5 FRAE AR B AT LA Al o (1) 28 20— B 25 5 i pis v ie
s AT TR EL AR E B MR €83 (LC) A3 Mot 38k s AH s 807 AH 3% (RP-HPLO) & 42 s R 4F
WS s RIFRE R B R B A A o 2 i Bl e = B LN brdErh g 2 b —
B 7 T B e p m E 24k O97%) , AlVE T <<20% S JiF  ARAERE R4S & il i &
R E A B PEBUE K PR RS = 10 H <40, B K PEFE 20T AR HiKrokhin , Molecular and
Cellular Proteomics 3(2004) 9081157, Hid it 5| I AASC. B g K 4 £/ T 1088
K400 Jik ] B8 o238 I RP-HPLCH: 7] 85 53 2 FF B e i .

[0072] AR SCRr I, RVE “HEE Z 4815 N B Y 2L R 1 24 706 2 T RN AT
7o

[0073]  HRELFTIE : 78 5 PO, A B AR5 AL W BEE RT BAAE B A o g, 9F A
BB R R R L E AN, B R SR A BUE R T R o i (e
TF/ B R ) AE— LS 77 R, HERR 5 BE B A0 FH o AEIX Le STt 7 S, 7E P AL 1)
JTF G Hp AT R BT o DRI I, AE I RS e 77 R B AN A RS A A B A

[0074] AR SC R I, AE “B LD A” v LAFEAE R N A5 7 2 2 R 11
Mo 8, s 2 RIS E A AW 118 2 T R AL dh 25 J e A IR 2 %
TR AT LA B R A R IA S 3 o 8 5 B R A rp R R AR AR S TR
FEATIX AL 40 ML 40 3 B 20 23 A 23 D0 43 B ) , L L DR 1 O 4 SR AR IR A7 AE
AR, A0 F55 B A7) 0 b 5 AR ) IS e e TR ERTAELA) L DA S N e 1) ) 2 DRV P e e A PR s Bl T
AR T i AR ) e R R AR

[0075] 7 A J B 1) S T v R LA AL B ] AT SRR IR R4 38 0 O AL YD o S 491 B, i R it
TE KR RSBV -

[0076]  fnA ST H R E “RA A A4 AU R P R B AR o XL I HELA) 1) SE 491 A0 465

11
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TR, ARG T, K&, &, AN, R, 7 H 35 de, 57, SR 2, 4, K8, 0iE, =
B EME GBS, S, UE IR, BN, B 164, BN, B, R R, U2, B0 T
I, AERRSE , 730, K28 B8, il R0 5 o SR PR I SE AL 468 60K, K TG, /N2, J I
K32, A W, 22400 1T, B4, Bl BB, M3, R 2L, /N KRR /N Gz o 7K SR () SE 4 0.
B IR N, W), A VI, BTG, SRS Bk B Bk, £ IR vk, A A
HEAL KA , TEAEA, TR AL B B RE K 2, BE T3, KIAE , KA, K223 4R,
B4, 2218, 00 P, B EH BN (Queen Anne’ s lace) , BUHE, 4 fh BLEY H M IR AL B AT, Z4%
FITEER

[0077]  AE BT 73270 ANST 208 it o 5 v AN B ) R SR VR I e e AR URR I, RO S e
B AR A T 2 B AR E A R T 5 5 H A 0 2 EAAHLE , Bk sy 2 Ak 2 B
i R A A B — G2 A R P A1) 1 A KR S ) B 1 ST — SRR R L B ME — AR iR 2R A
B3, AT LT B AR 4 R A o 76 AR R B I — e SE Rt 7 22, R MR s bR R B bR e
SR EE KR BB — 4 KR Bk I 2R B ) SR S R I B AR R 1

[0078]  YE-—ULspjE iy =, BT AFF R 7 iR RE NS IE L Bk B i ok B & B 2 E A TR
(1) 22 PR B EGI E L A, A 2 4 i 2k N E R A E AR R 5, BRI R R 5 B
R — N A

[0079]  fE—UCsCfi )y R, RAF N AL T v T H R AR FE R R AR 7
15 B, A FFRI 7350 UL T 4R Fr i L U ) 2R R B 28 e g AR R4, RSO A FF
() 7712 — Ee St 7 S A] TS SR a1 T B 1) S i L DR R A ) 1 8 2 40 T < 1R S R TR
FE DA T4 2 1 AR I AEL ) 1) B B DR % (49 s 3o S A6 452 ) 19 JRURG: o e 3 X 2 i e
%, ] DM HERN /B 5 Rl 52 DR K AR 0 RR il 75 LB SRR T R rh , AR SC A FRIG 5 AR TR
Fe I B 7 SR A A AR () 45 SR, DL e SRR HE S B ) IR A I S A A

[0080] ity Lt T LAASE FH DY AR 43 A1 285 SR 6 52 o 451, A8 “DUAR” B “DUAR 5 FBIF A8 b, R
U S B 52 B 5 60 A FL R 22 18] (R DCHL 2 RFAS S IO AR L LA Ko/ z B B B 7 )
PLZEPEH S FIRIE , 8515 R A B8 2n/ 210 5+ 0] DAAT #EVU BTG A 1, i Bir B HoAth 25+
B AmEE o R, DU R AR T A 7S 3 AR P B S 10 “ Pk 8487 A SR A
[0081]  Hilf i 5 S 25 (“CID”) i AT 74k T i — A i+ 5 7 . fECIDH , B 1
W HE AR s ) Bk RS Re &, IF BB R s BN BT B I R e
A REE UG R IR, 15 N 1 R g R T R = 1 i R

[0082]  JERiESCE S v P HR AL 49 BOAE S B Vu Bl (1511042 1200amu) PN B m/z )
FET=F B o A3 00 2 R &5 51, BB, ] LI VF 22 AR AT L N i U7 vk 5 TR GR AR R ) 4
Fr) S o0k , SE T-BURE RN A B S EUE AT Al i, o] DB 4 8 BT IAEX £ S
WEZARX F AR R G 7 F I a0 SR R AT IR B, n L SR — R IZ 1T o F A
e (11, AR FRANGR) 5 25 T A JIS e A o 7= A 1 85 4 2 A oA i 28 o o I P b il 28
9 58 BT RIARRT R LA A R UG PRIt & 2 e I TR B AR AR ES R
UH T I AF AR B AR 7 v R AR U I H AR N A I

[0083]  H B 77 v YA AT LA JE TR U & 1) 43 B 0 A T IS 28 LA D25 S 28 T P 0 9] P A
R E . Bl M HZ RO 4 B EAR T B, 2 &, Pk
JR 25T, A AN S O fAR H B (MALDT) , 32 I 3 i O 6 fd W v 5 (SELDT) L fif i

12
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HLIBT 25 B9 46 (DEST) , Y6 FHLE, BT 2 B U R B A S B R 2 S AL 2 fRiX
FER 312, o AV — B ) B A0, A5 10 A S it s P T B 7 R A7 o 382 A R i 1)
VAR 28 SRR 28R (B A0) BRSNS FE OARE B S T BROE 55 o 1 P i (1) 25 i it 7%
R, AR FEA AU 174 B 28 RIS 77 B B VRO A8 /0N, P 2 T v ey 2 23 D, EL3IIX
PR RIS 70 380 5k « AH ] F A 2 8] 1 SR HE 2 B08 R 18 2 ORI

[0084] LKy tH 4 m] LA E: H B 3hHh (R, “7EL4R7) N BIHE Z248 B b o 7/ — LS 77
Z L Lo R A A R A e e B S S R .

[0085] % FolroAN [) F) J5 = 43 A 2 ] FH T VRORH €8 1 — B BB ) (LC-MS) o B P R = 2 i 23
FEABASER T B DU AR AT« = T DUARAT L BB W TOF CK AT [R)) Al PUARAT K AT RS 18] (Q-TOF) o
[0086] PR J5i & 4 B 4 T LA BH AN G SPAT 0 B 4 15 A 2 e o AE DY AR TS5 (QUS) H
VAR AT A o A T3 2 T Bfar bl (m/z) 3 EAE ot B8 B 2R o o 8 T B 7E it in 24T |
(4R S BB R R PR R S T

[0087] BB A& HL I ERIIA I & , AT IR B2 RGUBUE R A X o 1 8 o 7R R4
HF R EFASN, 7] LA BT A B

[0088] "X AT [A] B (TOFMS) 22— Fh Bl 77 v , e v Jd sk ) 7] I & > 0 58 128 1 o At
bt o & ad I O i 2 L 3 I o 1% g T B0+ BA SR H 1w B AH R e s
FHIF I B0 8 o B8 10 38 B L e T B Aar b o U200 Pl i BT AHER O %025 25 1R U 28 B 16 9%
FIRY I T o 33 A I 1) 4 B e T 0 1) B A b Gk 2 (602 38 21 PR 3k AR o AN IR AN ) AT L
FIR SIS S0, TSR H S 1 B far b

[0089]  YE—LLsziiy =, B AT AL VA A/ B R Ge 18 FH R RF B A 88 v] DAL s i
P QORI A5 (BT e b, AR AR ) o XA A [ A5 2 ] DAL 46 A8 8% 14 =1 R = AT
REE B IR A A=A m PR R A0 - 75— S8 st 7 b, | o R T E 5l mT DL
FE AR A () e R R A B (B 88 ) 15 21 H0) RIS 48 (11
WIEARTE BRI R T AR 58+ CRIER S ) 3 21 HHR) -

[0090]  7F—Se sy v, PR AR 5 v A /B R S A FH R Bt , i A Ao 4% m] B Tk £
A IRRL e B n] TR IR RS R /B ] T SRR/ B 1 0 SR R
—ANEENTRESIEE

[0091] b8 2% ¥ AN /BT 5 40 B 8 ] LB FE DY B o 2 520 SRR/ BOR BIUD BR AN/ 5 i 1 6]
D IR K fE 3 ## U4 (resolving quadrupole) o HAMECE ACHE , 1 38248 B n] .45 —
Y =4 B BB RATITE] (ToF) R AT 2% . 1% — N ELE N R E A i s il DL HE  5mT LA
B ERE T AR PECZE Bl AT I [A]) BT E 40 B 28 A/ BCES  m] R AR & 43 i A A/ B
HOEPE =S M Es /B 4R B =4 B B

[0092] & BhT 2T Fisibt (m/2) WO B 38 v DUE [ A 2 T/ 2 2 B T R
N RS (B WIPYARAT) SR SEE 5 BAL 5 T8 m/ 2 S [, MR P53 1/ 2 B3, SR il il
FIm/ AL TR AR 1. 5 F BB S Bk PR RS AL A RAT IR R E M s
P L 772 M /B R g ] A FE AR A A BOR, B g A €18 (LC) , 4 B /B4 HE— Pl 2
B E B &8 BT B 2 B B s R RRER 2 Al o B/ B I T E R A
FEI B bR 5 R B A 1) 0/ BS0H 05 F 350 Jt P 1) -5 000 P 350 Pt P ) i AT P Bt o

[0093]  Sy4bEmlittt, f AT S FIEBEE AR B B E i, KU HE 0%

13
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INFE AT o 34 P LIS B I B FR R B IR T BN TR ek % B AR i - 1% 7 iR IE ] DA
A0 FE ) S R B 1 TR R R V) R/ 0H S P R 7] 55 UM A B R 3R AT bR R
[0094]  7E—uosgjfi 7 g2, TR AR V00 /B R 4 e ToARic i, Horb g En DUE I b
TSt 2 B RN 85 8 it 22 TRV B bR B AR B m / 2 1L ) W 5 i e o e e IS T AR Sl SR o AE —
SEJE T FE AT LA YA AR AR AE AL SR BT AT 2 FITHI AR 0 iR 22 5 — R e hnic 2 &
J7i%, WAL (spectral counting) , SAELAAE TR BT AR 77 s BN 8 IRRAZ 1
B BRI E SRR SR R A Rl B 1 B A DG R ST A I, AT R LR RN ER 1 BRI
S 8, H5i%E A A E R o 9% 5 AT DAAEARE /e St 2 1) 34T L 32

[0095]  7E—Uesziidy b, S FIRIE H () BB 571k (“EST”) I8 (2) KRRk
Hi 2 (“APPT”) B Y5 5 (3) KAEAL2EHL B (“APCT”) B8 5 (4) FE 55l B OG5
(“MALDT”) BS U5 s (5) OGN ES (“LDT”) &+ (6) KRR E (“APTY) BT (7) iE
FRfER R (DI0S™) BFIE s 8) T &y ("E17) BT (9 2 s (CI7) B4
(10) FHHEE (F17) B 1D 3R (FD”) B8 (12) fUBGRRG S55 74k (“ICP”) B+
Pas (13) PUd 2% (FABY) B (14) VAR k& F Bl (“LSIMS™) B FU5 ;s (15) g
HLIET 25 B 40 (“DEST”) BV s (16) #6370 PR B -5 (17) KA 228 sl B o e i i
B IR AN (18) BB U

[0096]  #E—LLsgj )y derp , FraR AL 5 v /B0 R G0 45 R e B A AT HH B LRE T i
()26 B A/ B 6 R G, Frid vF SRR 7 oo 48 T 4 2 B A8 AT T S2 BB iR 75 V41
SRRV EAL AT R AR T B

[0097]  fE—RLszjfi )y &b, BraR ALy 5 M /B R 48 A B R RE B M pE B 1)
RE 5 WUAH 538 43 B AR 4 BV & o m] DARRAE B bR A S B A1 LR AN T A4
B/ z, Y E A m/ 2z, AR B IS E), B I A SR IR I A AT R 2R AR 2R AELCA i
T AR, R 22 S8 3 5 B B3 A A sy (AR Yk I 141K B A4 25+ Boker I 31 =1 e = ) S
B O DR BE I TR) B, B DL R B 3 8 A/ B R G P AR B8 im/ 2 9 [ (LA
A ARAL I A] AR 1) T8 S5 5 UK B AL I BIRUE Rk, AT DL I RR SR L LA T B AR R
SPifiohes-

[0098]  7E—LLsijf 5 b, 76 B A S A 1 RO e B0 21 0 0 43 B Y5 o i £ 1R B A
[, B A (4 77 v A/ B AR G 1K S5 2 40 A 2 T AR 908 3 i 4 491 I B 22 (¥om/ 2 s il (L T
A AT AR B ) o SR 5N IR B3 5 1) S 1 A R B B 8 18 A g T SR R e A
T EEER R ) 2 W) 22 85 A1 EE 5 )3k 0 A B8 IR AR 21, 76 ik e 1 SRS T A i i
(NN o N O 2 (B 5 ) R ) R A S s W N = e N R - o NI S 2
TEPI RIS T S3R 15 1 - FR 2 1) AR AR T, A0 SO0 &5 s, e aek L €4 3% e i s 1) 0
FRIE ) H A AL 22 M TR A BB R IR M DG I AT R = &+ . 5 B AR SR 2R 11 AH
RIS F B =& (05 5 5 B v T i S R & A i &

[0099]  ARAUEH AR N GO IRAR , /LT ERRALI A FF I S il ] DAAZAE R LA 4k o (R E, 45 Y
A S it 9 T 100 BH A B LR T AS 2RS0T 4R I BH BSR4 906 6] PR R A1
[0100]  SEjifi 4

[0101] St f1

[0102] B4ty 7k M &g H-T-Ie K S F - I K SRR JFEE A, BHFEGLy m

14
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1,Gly m 3,Gly m 4,Gly m 5 B~ KEEEH) ,Gly m 6,Kunitz/fd A EFHIH]IFIL,
Kuni tz 8 A BEHEI73,61y m Bd 28 K,Gly m Bd 30 KFIGly m 8 (2SHHEF) »
[0103]

Al BHIERECEARE B8 |

kB od R E | AR MBI W EBRR | R & R A
(ng/mL) HHR@WL) | (ul) (ng/mL)
5880.00 Std 12 . - 500.00
500.00 Std 11 200 200 250.00
250.00 Std 10 200 200 125.00
125.00 Std 9 200 200 62.50
62.50 Std 8 200 200 31.25
31.25 Std 7 200 200 15.63
15.63 Std 6 200 200 7.81
7.81 Std 5 200 200 3.91
3.91 Std 4 200 200 1.95
1.95 Std 3 200 200 0.98
0.98 Std 2 200 200 0.49
0.49 Std 1 2000 2000 0.24

[0104] 5100 0. 5mgF B (1) K & Fh 48 5 Ot e IR IR OF 08, SR 5 & HOMIR 2
2MBR IR, 50mM Tris pH 8.0F165mM DTTHEHUZ% I ik B B o 5 A i 75 7K 3 Hh ke 75 AL 2R 30 43
B, SR E L 3B, R 7R AL IR S AR 3093 BT, IR AE4C A>3, 000rpm 0 1043 £

[0105] Wi AR AKYE b 7BV I FH i B 1y A Tk LA S8 PR 9058 i DR A I i 8 1 A 2 2K 38142 4
PRUESE KRR RS X AE95C R AN IM Tris pH 8.0,0.5M DTTAI L B F7K—jit
AF 209380, B f5 7E4°C R A9 10 38 AR PERI SR EUI7E37 C R 50 . Smg/mLIR & 1 R & i
B (~15/NB]) o JHAL OB F R ERIK (50/50v/v) #E R IFAEACLA>3,000rpm S O 43 81 o FE TH AL
(KB — 1 S A B B B | BRI, IF SRR AE S — RS o T VR (o i 0%
M IE B F BT Z (EST) S BB RS (LC-MS/MS) BEAT 4 M o Hr Ak JIK [ A5 A b 74 b G 1 P 51 o
.

[0106]  FEiZ L, P YR MK & A8 B IR ) A B FR (LOD) FlyE E IR (LOQ) 71T 32, Hh
LODFLOMR R B IR)E (ng/mg) »
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[0107]
F2. AT E A 6 R K B R A FR(LOD)%u % TR (LOQ) (LODH=
LOQRAZ A M IRIE)
TR HEAERK LOD LOQ
(ng/mg) (ng/mg)
Glym 1 SYPSNATCPR (SEQ ID NO: 1) 0.23 0.46
Glym3 YMVIQGEPGAVIR (SEQ ID NO: 2) 0.20 0.39
Glym5 NILEASYDTK (SEQ ID NO: 3) 1.22 2.44
kg3 EH | VTAPAMR (SEQ ID NO: 4) 1.46 2.92
G2
* g3f%&% | NNNPFSFLVPPK (SEQ ID NO: 5) 1.58 3.16
G3
k 23k%&% | ADFYNPK (SEQ ID NO: 6) . -
Kunitz#:%& 4 | GGGIEVDSTGK (SEQ ID NO: 7) - -
B &) 7)1
Kunitzls &% | GIGTLLSSPYR (SEQ ID NO: 8) . -
Baaw #1513
Gly m Bd 28 K | NKPQFLAGAASLLR (SEQ ID NO; 9) 5.70 11.40
Gly m Bd 30 K | GVITQVK (SEQ ID NO: 10) 1.15 2.30
Glym 8 IMENQSEELEEK (SEQ ID NO: 11) 0.25 0.50

[0108] A% 5 Ji [ 9 5 AN SRR AIE IR 1) 2 & (191 30 FH - T-LC-MS/MS[¥JAnalyst Bioanalytical#
1) 55, I3 3o 4 T BB G W B I 58 (BLISA) 1 e vk Il » 1 F it o i b 8ok B
ANRVRE S B AR R I T SR, 45 B8 T AR 2 TR B R A — bk

[0109]  SEjiifsi[2

[0110] M ALFENCBI,Phytozome FlUniProtfE P i) A L8 T 6 2 H JLAGLy m Bd 28K
(1) [R5 1 B3 RS 2 B 7% (SEQ 1D NO: 21 F129-33) 18 FHAE 15 B2 T E L4y,
L% 52 m] R B A B P12 B 1 P 2 RV PE RS P2 ek (B 0L 2L) o AR, X i K
ffFVector NTT Align XEbxf T.H,i% THPATCLUSTAL WHRLLL XF o iz 4 #fr ik, AT LA
SE A 7 I/ BARGR T

1111 —H s E T Ay /SRR, % HAE TR B (in silico) W
Ak, 77 A A 3 L C-MSAGE S AR 0 2 P A 08 R A K B o AR BB A S 3R i g v, T
(K28 B2 18] B R ~F R P SR I B AR IR, (545 v ide tH (R AR AR AT LA FH T 78 & 2L e 21 2
P E P S B E A FUT P e S A BUL ] B 2 M RIFE RV DR G, BT IR PR RRAE
IR E AN AT LA EGLy m Bd 28 KA &, LA LAIE 561y m Bd 28 Kim K RIVE K AE
A5 R o

[0112] K K S Rh— 4 it B B RS AR, FH e B G I 4K, I FH 3 1R I 5 2 i (91 B sMAR
o, 2MBR IR , 50mM Tris (pH 8.0) ,65mM DTT) $& B o 1 A it 75 92 i Hh 8 75 AL B DA SR U R
JOT o B H ) Bl 1 B R, A L SR il I N SR B 1 B e A S AE3T C R I B 1520/
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BHAT 8 KA - AL SOSL FFR R (pH=1-2) Ak, FF-{ FHLC-MS/MS 73 #r

[0113]  Frade AR AE R AT LA A TGly m Bd 28 K (PaphsisE 2 ElE R R 5 HEEA
A W 5E TEATE B9 M o AEIZSE I, I AT IR AT B MR e 8 1 B AR K (SEQ 1D
NO:9 NKPQFLAGAASLLR;SEQ ID NO:34 LGFIYDDELAER;SEQ ID NO:35 TVVEEIFSK;SEQ ID
NO:36 MMQDQEEDEEEK;SEQ ID NO:37 NAYGWSK;SEQ ID NO:38 ALHGGEYPPLSEPDIGVLLVK;
SEQ ID NO:39 QGDVFVVPR;SEQ ID NO:40 YFPFCQVASR;SEQ ID NO:41
TLMGPELSAAFGVSEDTLR; SEQ ID NO:42 SFANDVVMDVE) , 3 HiX 41 k(L R Mt 2 & B on
TE20-279 . 24SEQ ID NO:9 NKPQFLAGAASLLRG 1% T MkFrdE S T B E A48T &0
KI2K) o A IR PT DA BLEAE AR A e 2N 2 i S EinifE.

[0114] St f53

[0115]  MAZLFENCBI, Phytozome A1UniProtAE N H A LG 95 b % 52 HGly m Bd30 KiJJL
MERE A BT AN E By TR 582 HIK P51 (SEQ 1D NO:22H143-44) L%
5 A] I & 8 57 31 18] 59 F0 R IR A P B 2 (2 LI 3)) o HoAd i, 3% 60,4548
Vector NTI Align XX T H,i% T HIWATCLUSTAL WALEL %o AiZ 4B th %, 7 DA 2 4t
H eI/ BARRIET .

[0116]  — HIGFEBIE 1A P/ BRI Z1, o AT vH FAL WAl A
T8 3 LC-MSHG: I I 5 (1) A e R Ak R B o AR AR SCIR IR R s U7 v, B T T I & 8
F) 2 8] (R AT R FE IR B AE IR, A5 15 B ade B IR AR IR T DA T8 & 48 e 91 3008 e b e
()8 5 71 e = T A BOR AT BE 2 B0 EE BT R AP o (R, 328 58 PR RRAE IR 1 58 & ANRT
PDLIEGLy m Bd 30 KAE, i Ha] AIESGly m Bd 30 K& &[RRI /2SR5

(01171 K K G Rh— 4 it B B RS2y, FH e B G 9 4K, I R 3 1R I 5 22 i (91 B SMAR
K, 2MBRMR , 50mM Tris (pH 8.0) ,65mM DTT) $&EL o 45 A% it 70 2 il v R 75 b 28 DA AR B 22
JOT o i H ) Bl 1 B R, A L SR e I I N SR B 1 B A O AE3T C R I B 1520 /N
AT E E KA AL S TR R (pH=1-2) B4k, £ FHLC-MS/MS 537

[0118] i IR AEIETT LA A TGly m Bd 30 K (s /E 2 e MR P 5HEEA
A W58 AT E B AT o AR SR, BT IR AT RE M e B T BN FRAE IR (SEQ 1D
NO:10 GVITQVK;SEQ ID NO:45 SILDLDLTK;SEQ ID NO:46 FTTQK;SEQ ID NO:47 NNLNYIR;
SEQ ID NO:48 FADITPQEFSK;SEQ ID NO:49 EQYSCDHPPASWDWR;SEQ ID NO:50
VIIDGYETLIMSDESTESETEQAFLSAILEQPISVSIDAK; #ISEQ ID NO:51
NTGNLLGVCGMNYFASYPTK) , - H.1X SEHRAE I i ACERE 14 58 & s T 3A-3H9 . J4SEQ 1D NO:
10 GVITQVKE R T ikAw s T2 EAE ot (S WK 3D « & Bk e LA EZE v EA R
E =TS FEIRE.

[0119]  SEjifs4

[0120] M ELFENCBT, Phytozome FUniProt7E P 1) 2 LB 28 H %5 78 i Kuni tz i g 1 B
Hl LR LA FRE A BUT A AE A Ba LR S Ry )P4 (SEQ 1D NO:23F1
53-54) UL %5 58 A Y £ A B3 51 TR 1 e 20 (R D e A e V2 i (S I AT)  HoAg
X M FVector NTT Align XEbxf T H, % T HIMATCLUSTAL WALLL Xt o A iZ 2 H HE K
A DL A R B A SRR A

01211 —HIGFEEIE 1A A/ BRI F1, o AT v AL WAL A
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T8 3 LC-MSHG: I 0 5 (1) A e AR Ak R B o AR AR SCER AR R R U7 v, B Tl I & 8
Fl) 2 8) B OR S7 R PE IR BRI IR, [ 75 BT It tH R AR I mT DL T 75 2 L 7 20 50 128 o 25 5 1
()8 57 51 o s A B T R 2 1 B A B PR AL R, BT I BRI R IR (1) 2 =AY
A LA S Kun i tz R AR A BRI H15R LA B, i B ] P& S Kuni t2 568 A B0 61570 R
PRI AE AL L

[0122] K S RP— 4 i E S R AR, FH e i B I, FF P 3 1 00 5 2 v (91 Tt sM AR
7, MR IR , 50mM Tris (pH 8.0) ,65mM DTT) $&HU o WA it 75 2% ppifi vh R 75 Ab 38 DA R U 1
JOT o BRI B 1 SR R A L R R N R A A B R VRS T AE3T C R R B 15-20 /N
AT E A KA - WAL N TR R (pH=1-2) 1k, FEAF FHLC-MS/MS4 #r -

[0123]  Firidke H A AR AE R AT DL FKuni tz R & BRI 7)1 CRphE /e £ ER e A rp 5
HeEA A E) e HERE & 31T - /1SS, AT IR RT Be M H i 38 LR AIE K
(SEQ ID NO:7 GGGIEVDSTGK;SEQ ID NO:55 EICPLTVVQSPNELDK;SEQ ID NO:56 EGLQAVK;
SEQ ID NO:57 LVFCPQQAEDNK;SEQ ID NO:58 CEDIGIQIDDDGIR;SEQ ID NO:59 LVLSK; A
SEQ ID NO:60 NKPLVVQFQK) , Jf HixX LE4FAE ik (1) ARG 14 8 & W/~ /£ Bl4A-4GH . YSEQ 1D
NO:7 GGGIEVDSTGKA i I IEAniE it FH T 58 EMUE M4 i (L E4N) oA k] LA BBk &
A e 22 IS Eini.

[0124]  SEjitif55

[0125]  MALFENCBT, Phytozome FlUniProt7E P 1) 2 I B4 2 H % %8 i Kuni tz i g 1 B0
HlFI3H LA FVRE A BUT 5 AF Y S B4 LR %2 R )75 (SEQ 1D NO:24F1
62-63) DA% e m] I 8 1 5T 20 2 T 1 7 B0 R IR AL A7 2 B 4k (3 L IEI5K) « B,
X M FVector NTT Align XEbxf T H , % T HIMATCLUSTAL WALLL Xt o A iZ 2 #r HE K
Al DL 2 B L/ BARER A

[0126]  — H G $EEINE T34 FF 2 A/ SRR M7 21, 6 HodE AT o E AL WAL A
TE I LC-MSH I M I & (1) A AR AE IR P B o AR PR AR SCER AL R MR T v B T T - & 2 B
Tl 2 B AR 7 R IR BERRAE K , [ 15 BT I tH I RRAE B mT DA T 75 A 1 e 20 B0 128 v 25 5 1
()8 A U7 51 S A BUS AT RE 210 B A B R R AL . R, BT R R RRAE IR 1 2 A Y
A LA & Kuni tz 8 A B S5 3 A & , 8 n] PN & 5 Kun i tz i S R0 553 e R TR U5
TEAEAR R

[0127] K S PP i B S RS 2K, FH L Ge e B I, FF FH 3@ 1 I 5 2 i (91 B sMAR
Z, MK, 50mM Tris (pH 8.0) ,65mM DTT) £ HU o WA it 75 2% phifi i 75 Ab 38 DA R U 1
JOT o A BRI E 1 SR R A L R I N R B A B R VRS R AE3T C R I B 15-20/NEf
BAT B KA WAL S R R (pH=1-2) Ak, I {8 FHLC-MS/MS 737

[0128]  Firide H AR AE K AT DL FKuni tz R 8 (A BE 173 CRphE /2 ER e MR rp 5
HeEA RAE) e EAE & 51T AL , AFTE IR PTBe e & th 7 JURVRRAIE K
(SEQ ID NO:8 GIGTIISSPYR;SEQ ID NO:64 CPLTVVQSR;SEQ ID NO:65 NELDK;SEQ ID NO:
66 1GENK; SEQ ID NO:67 DAMDGWFR;SEQ ID 68 LVFCPQQAEDDK;SEQ ID NO:69
CGDIGISIDHDDGTR;SEQ ID NO:70 LVVSK;FISEQ ID NO:71 NKPLVVQFQK) , i LEH51F ik [ 4
F Mk E B B RESA-BIH . HSEQ 1D NO:8 GIGTITSSPYRS Bt i T 5 B0 M4 4t
ZWES)) o & UK AT LA ERAE R B iU B i 2 e
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[0129]  SEjiif5l6

[0130] M AELHENCBI, PhytozomefFHUmProtflijE’J&;@é&?ﬁ@”kﬁTGly m 8 2SHEH)
IEA RS B B e 2 AR B T H A % 2 I 7 71 (SEQ 1D NO: 25H172-74) ,
DALY 2w R B 5 21 2 B P B RN PE RS e U2 ek (B U6 ) o« BRI, X ¥ K
ffifVector NTT Align XHEXF TR, 1% T HHATCLUSTAL WALLL X o MAZ 53 Hr K, AT DL 1
B 7 H A/ B AR ﬁ%ﬂ

[0131]  — HIEFEBIE T A 3/ BRI F1, o HadE AT vHE AL WAL A
T LC-MSH M %nﬁlﬂiﬂﬁﬁﬁﬁﬁﬂkﬁﬁﬂ MR A A SCHR AL 1 By U v, BT ] I & A P
P 2 18] (AR AF R PE R B AR IR , £ 15 Firdde B IR AR IR T DA T8 & S8 3 300 e v S e
()8 o B R e = AT A OS] BE 2 B B BT RV A o (R, 326 58 B RRAIE IR I 8 & AT
PLIEGLy m 8 @SHER) A Y, i Hibn] L& 561y m 8 @SHEA) & & FPRME AR
I J o

[0132]  H K S Rh—4 i B IS R 2K, FH e e B I, FF FH 3@ 1 I 5 2 i (91 B sMAR
Z, MK , 50mM Tris (pH 8.0) ,65mM DTT) £ HU o W4 A5 it 75 2% i i 75 Ab 38 DA FR U 1
JoT o 5 B E 1 SR R AR L SR I I N R A A B R VRS R AE3T C R I B 15-20/NEf
BHAT 8 KA WAL SOSL FTFR R (pH=1-2) Ak, I {8 FHLC-MS/MS 73

[0133] Bk B AUHAAER AT LA TGly m 8 @QSHEA) CRMELAEZ B MRt 5 HE
HARAE) 1) EENE &5 AR HEE] F , WPTA IRAT BE M e % 1 JLAMEAIE K (SEQ
ID NO:11 IMENQSEELEEK;SEQ ID NO:75 WQHQQDSCR;SEQ ID NO:76 QLQGVNLTPCEK;SEQ ID
NO:77 HIMEK;SEQ ID NO:78 DEDEEEEGHMQK;SEQ ID NO:79 CCTEMSELR;SEQ ID NO:80
ELINLATMCR; #1SEQ ID NO:81 FGPMIQCDLSSDD) ,iX6hr & ik FIACHE M 2 & W 7n T 6A-6HH
J9SEQ ID NO:11 IMENQSEELEEKA BifikarE i T & EAw M4 (S WIE6T) & ikl
PLEFAE N EA e &R A3 T S E ik

[0134] syt fs7

[0135]  MELFENCBI, Phytozome FlUniProtfE P 1A FEE 4 P2 % e HH B EE R 1 B[Rl YR 2
BT HADE B2 TR A 5w 1P 5] (SEQ 1D NO: 26F183-90) DA% 5 ] FH
730 2 (8] 5 3 B[R DR P A S e B s (3 L TF) o Bk, 39 Jff FVector NTI
Align XEbxt T H 1% T HBHATCLUSTAL WHLEL 4o I iZ 434 &, v DA# S 3 P2 3 N/ B
REMFF.

[0136]  — HIGFEBINE T A P/ BRI F1, 0o AT vH EAL WAl A
TE I LC-MSHS IR I & (1) A e R AR R B o AR FE AR SCIR AL R U7 v, B T T I & 8
P 2 18] (AR AF R FE IR R AE IR , f5 15 Bl B SRR IR T DA T8 & 8 3 3 e v 4 e
)8 B A e = AT A BUR T BE 2 1 B PR (R, 36 58 R RRAE IR I 8 & AT
DL S FEEE 2 A B, it ELiE m] DL & 5 B4R 25 o 5 (R U 9B 7 AR 9L Jid o

[0137] K S Rh—4 it B S RS AR, FH el B I, FF FH 3@ 1 I 5 2 i (91 B sMAR
o, 2MBRIK , 50mM Tris (pH 8.0) ,65mM DTT) $& B o 1 A5 it 75 22 b i v 8 75 A B DA FR U R 1
JOT o 5 H H ) B 1 B R, A L SR R I N SR A I B VRS R AE3T C R I B 15-20/Nf
BHAT 8 KA AL SOSL FFR R (pH=1-2) R4k, F-{ FHLC-MS/MS 73 #r

[0138]  Jride th B HFAE IR AT LA T g 3 (e /e 2 Sl e b 5 e E A A A)
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(1) 58 T A 2 3B o AE LSS A IR AT RE e £ 7 JL/MRRAESIE (SEQ 1D NO:91
VESPNK; SEQ ID NO:92 ANSTNTVSFTVSK;SEQ ID NO:93 QQNLIFQGDAATISPSGVLR; FISEQ ID
NO:94 TADGLAFFLAPVGSKPQSK) , 3 Hix SR AR (1A R M 8 & TR 7R TA-TDH . ASEQ 1D
NO:91 VFSPNKA BIRbriE o T s A0 e P A (3 W TE) o & UK AT LA B4 E N A R
E mN 2 H ik

[0139]  sLitif518

[0140] M ALFENCBI, Phy tozomeFUniProt7E P 1) /2 3 E 8 122 4 2 th A I AU 1 20 IR U8
EA T AT HAEME B TR M & i FF] (SEQ 1D NO:27/196-104) DA% 5 ] A
BT Y 8 7 P FYE RS P4 % (2 0LEISR) o B gl , iX ¥ J ffi fiVector NTI
Align XEbxt T H 1% T HBHATCLUSTAL WHLEL 5o I iZ 43 # i &, v DL# S 3L R 31 N/ B
REMTH

[0141]  — HIEFREE 734 75 A/ SRR T 51, 6 HE AT o E AL LA™ A
T I LC-MSHS: WU M I P (B e R AR K v B o AR AB AS SR L MR T 2%, 2 Tl I s A BT
T 2 ) AR 7 R P IR BERRAE IR, [ 75 BT it tH R RRAiE I mT DL A T 75 2 1 7 20 80 128 b 25 5 1
(8 A T 51 o A BUR AT R 2 10 B A B R R AL o R, o RO RRAE KT 8 AN AT
LI g NSl AR B, i ELi wT LA &5 e AU = TR ) 98 A AR N

[0142] K S RP— 4 it B IS RS AR, FH e e B 4K, 3 FH 3 1) I 5 22 i (91 B sMAR
o, 2MBR IR , 50mM Tris (pH 8.0) ,65mM DTT) $& B o 1 A5 it 75 22 b+ 8 75 AL R DA PR LR
JT o K BR BT B 1 TR R, AR T L R R NN R B 1 B AR 1 B T AE3T C R I B 1520/
BEAT 8 A K FETH AL - TH AL OB T R B2 (pH=1-2) AL, , FF 4% FHLC-MS/MS43#i7 o

[0143] Py ik YRR AR JIE PT DA T B N 4AUis (R B/E 2 B e A b 5 e i e A
A 158 VR SE B 91 o FE ISR, B IR T B P ik 8 7 JUANRRAE K (SEQ 1D NO:
105 SSDFLTYGIK;SEQ ID NO:106 GTVVLMPK;SEQ ID NO:107 NVLDFNAITSIGK;SEQ ID NO:
108 GGVIDTATGILGQGVSLVGGVIDTATSFLGR;SEQ ID NO:109 TFFVNDTYLPSATPAPLLK;SEQ ID
NO:110 DENFGHLK;SEQ ID NO:111 SLSHDVIPLFK;SEQ ID NO:112 SLYEGGIK;SEQ ID NO:
113 TDGENVLQFPPPHVAK;SEQ ID NO:114 INSLPTAK;SEQ ID NO:115 TILFLK;SEQ ID NO:
116 HLSVLHPIYK;SEQ ID NO:117 QSLINADGIIEK;SEQ ID NO:118 FIPAEGTPEYDEMVK ;SEQ
ID NO:119 ALEAFK;#ISEQ ID NO:120 GIPNSISI) , 3 FLixX BLlAE Ik AL 21 5 B SR 72K
8A-8PH1 . NSEQ 1D NO:105 SSDFLTYGIKA B fkAnfE it AT & EAE B (S ILE8Q) - &
R RT DL B AR N A i & i S5 bk

[0144] }?ﬁﬂﬁé

[0145]  SEQ TD NO:1 Gly m 1[4~ {6 HEA-AE JI

[0146]  SYPSNATCPR

[0147]  SEQ 1D NO:2 Gly m 3~ {6 EAE Ji

[0148]  YMVIQGEPGAVIR

[0149]  SEQ ID NO:3 Gly m 5B KEERE ) 7B A IR

[0150]  NILEASYDTK

[0151]  SEQ ID NO:4 Gly m 6 (K& IREEE) G20 7~ A ik

[0152]  VTAPAMR
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[0153]  SEQ ID NO:5 Gly m 6 (K& IREEE) G3HI B A Ik

[0154]  NNNPFSFLVPPK

[0155]  SEQ ID NO:6 Gly m 6 CKEIREEH) IR 7~ 6 AR AE IR

[0156]  ADFYNPK

[0157]  SEQ ID NO:7 Kuni tz [ (A B0 71 7~ B PERRAE K

[0158]  GGGIEVDSTGK

[0159]  SEQ ID NO:8 Kuni tzfif s (3 B4l 75 S 7~ 5 PEAFAE K

[0160]  GIGTIISSPYR

[0161]  SEQ ID NO:9 Gly m Bd 28 K7l R4 Ik

[0162]  NKPQFLAGAASLLR

[0163]  SEQ ID NO:10 Gly m Bd 30 K[/l PE41E ik

[0164]  GVITQVK

[0165]  SEQ ID NO:11 Gly m 8 (2SH ) [~ EARAE ik

[0166]  IMENQSEELEEK

[0167]  SEQ ID NO:12 Gly m 1 ABA54898.1 [MW=12482.64Da]

[0168]  MGSKVVASVALLLSINILFISMVSSSSHYDPQPQPSHVTALITRPSCPDLSICLNILGGSLGTVDDCCA
LIGGLGDIEATVCLCIQLRALGILNLNRNLQLILNSCGRSYPSNATCPRT

[0169]  SEQ ID NO:13 Gly m 3 CAA11755.1[MW=14100.07Da]

[0170]  MSWQAYVDDHLLCG IEGNHLTHAAI IGQDGSVWLQSTDFPQFKPEE I TAIMNDENEPGSLAPTGLYLGG
TKYMVIQGEPGAVIRGKKGPGGVTVKKTGAALI IGIYDEPMTPGQCNMVVERLGDYLIDQGY

[0171]  SEQ ID NO:14 Gly m 4P26987 [MW=16771.81Da]

[0172]  MGVFTFEDE INSPVAPATLYKALVTDADNVIPKALDSFKSVENVEGNGGPGTIKK I TFLEDGE TKFVLH
KIESIDEANLGYSYSVVGGAALPDTAEK I TFDSKLVAGPNGGSAGKLTVKYETKGDAEPNQDELKTGKAKADALFKA
IEAYLLAHPDYN

[0173] SEQ ID NO:15 Gly m 5 (B-fE KE K& H) 121281 [MW=70293.13Da]
MMRARFPLLLLGLVFLASVSVSFGIAYWEKENPKHNK CLQSCNSERDSYRNQACHARCNLLKVEKEECEEGE I PRPR
PRPQHPEREPQQPGEKEEDEDEQPRP I PFPRPQPRQEEEHEQREEQEWPRKEEKRGEKGSEEEDEDEDEEQDERQFP
FPRPPHQKEERNEEEDEDEEQQRE SEESEDSELRRHKNKNPFLEGSNRFETLFKNQYGRTRVLQRFNQRSPQLQNLR
DYRILEFNSKPNTLLLPNHADADYLIVILNGTAILSLVNNDDRDSYRLQSGDALRVPSGTTYYVVNPDNNENLRLIT
LATPYNKPGRFESFFLSSTEAQQSYLQGFSRNILEASYDTKFEE INKVLFSREEGQQQGEQRLQESVIVETSKEQIR
ALSKRAKSSSRKTISSEDKPFNLRSRDPTYSNKLGKFFEITPEKNPQLRDLD IFLSTVDMNEGALLLPHFNSKATVI
LVINEGDANIELVGLKEQQQEQQQEEQPLEVRKYRAELSEQDIFVIPAGYPVVVNATSNLNFFA TG INAENNQRNFL
AGSQDNVISQIPSQVQELAFPGSAQAVEKLLKNQRESYFVDAQPKKKEEGNKGRKGPLSSTLRAFY

[0174]  SEQ ID NO:16 Gly m 6 KEEKEFIGL 121276 [MW=55706. 34Da]

[0175]  MAKLVFSLCFLLFSGCCFAFSSREQPQQNECQIQKLNALKPDNRIESEGGLIETWNPNNKPFQCAGVAL
SRCTLNRNALRRPSYTNGPQETYIQQGKGIFGMIYPGCPSTFEEPQQPQQRGQSSRPQDRHQK [ YNFREGDLIAVPT
GVAWWMYNNEDTPVVAVST IDTNSLENQLDQMPRRFYLAGNQEQEFLKYQQEQGGHQSQKGKHQQEEENEGGSTLSG
FTLEFLEHAFSVDKQI AKNLQGENEGEDKGATVTVKGGLSVIKPPTDEQQQRPQEEEEEEEDEKPQCKGKDKHCQRP
RGSQSKSRRNGIDETICTMRLRHNIGQTSSPDIYNPQAGSVT TATSLDFPALSWLRLSAEFGSLRKNAMFVPHYNLN
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ANSTTYALNGRALIQVVNCNGERVFDGELQEGRVLIVPQNFVVAARSQSDNFEYVSFKTNDTPMIGTLAGANSLLNA
LPEEVIQHTFNLKSQQARQIKNNNPFKFLVPPQESQKRAVA

[0176]  SEQ ID NO:17 Gly m 6 K EBRE G2 121277 [MW=54390.76Da]

[0177]  MAKLVLSLCFLLFSGCFALREQAQONECQIQKLNALKPDNRIESEGGEIETWNPNNKPFQCAGVALSRC
TLNRNALRRPSYTNGPQE IYIQQGNGIFGMIFPGCPSTYQEPQESQQRGRSQRPQDRHQKVHRFREGDL IAVPTGVA
WWMYNNEDTPVVAVST IDTNSLENQLDQVPRRFYLAGNQEQEFLKYQQQQQGGSQSQKGKQQEEENEGSNILSGFAP
EFLKEAFGVNMQTVRNLQGENEEEDSGATVTVKGGLRVTAPAMRKPQQEEDDDDEEEQPQCVETDKGCQRQSKRSRN
GIDETICTMRLRQNIGQNSSPDIYNPQAGSTTTATSLDFPALWLLKLSAQYGSLRKNAMEVPHY TLNANST TYALNG
RALVQVVNCNGERVFDGELQEGGVL IVPQNFAVAAKSQSDNFEYVSFKTNDRPSIGNLAGANSLLNALPEEVIQHTF
NLKSQQARQVKNNNPFSFLVPPQESQRRAVA

[0178]  SEQ ID NO:18 Gly m 6 KEBREIG3 121278 [MW=54241.73Da]

[0179]  MAKLVLSLCFLLFSGCCFAFSFREQPQQNECQTQRLNALKPDNRIESEGGF TETWNPNNKPFQCAGVAL
SRCTLNRNALRRPSYTNAPQETYIQQGSGIFGMIFPGCPSTFEEPQQKGQSSRPQDRHQK I YHFREGDL TAVPTGFA
YWMYNNEDTPVVAVSLIDTNSFQNQLDQMPRREYLAGNQEQEFLQYQPQKQQGGTQSQKGKRQQEEENEGGSILSGE
APEFLEHAFVVDRQIVRKLQGENEEEEKGATVTVKGGLSVISPPTEEQQQRPEEEEKPDCDEKDKHCQSQSRNGIDE
TICTMRLRENIGQTSSPDIFNPQAGSITTATSLDFPALSWLKLSAQFGSLRKNAMFVPHYNLNANST I YALNGRALV
QVVNCNGERVFDGELQEGQVLIVPQNFAVAARSQSDNFEYVSFKTNDRPSTGNLAGANSLLNALPEEVIQQTENLRR
QQARQVKNNNPFSFLVPPKESQRRVVA

[0180]  SEQ ID NO:19 Gly m 6 KEBREIGE 121279 [MW=63587.16Da]

[0181]  MGKPFTLSLSSLCLLLLSSACFATSSSKLNECQLNNLNALEPDHRVESEGGLIQTWNSQHPELKCAGVT
VSKLTLNRNGLHSPSYSPYPRMI I TAQGKGALGVAIPGCPETFEEPQEQSNRRGSRSQKQQLADSHQK I RHFNEGDV
LVIPPSVPYWTYNTGDEPVVATSLLDTSNENNQLDQTPRVFYLAGNPDIEYPETMQQQQQQKSHGGRKQGQHQQEEE
EEGGSVLSGFSKHFLAQSFNTNEDI AEKLESPDDERKQIVTVEGGLSVISPKWQEQQDEDEDEDEDDEDEQIPSHPP
RRPSHGKREQDEDEDEDEDKPRPSRPSQGKRNKTGQDEDEDEDEDQPRK SREWRSKK TQPRRPRQEEPRERGCE TRN
GVEENICTLKLHENIARPSRADFYNPKAGRISTLNSLTLPALRQFQLSAQYVVLYKNGIYSPHWNLNANSVIYVTRG
QGKVRVVNCQGNAVFDGELRRGQLLVVPQNFVVAEQAGEQGFEY IVFKTHHNAVTSYLKDVFRATPSEVLAHSYNLR
QSQVSELKYEGNWGPLVNPESQQGSPRVKVA

[0182] SEQ 1D NO:20 Gly m 6 KEEKE AW 1475221455 [MW=63876.47Da]
MGKPFTLSLSSLCLLLLSSACFATSSSKLNECQLNNLNALEPDHRVEFEGGLIQTWNSQHPELKCAGVTVSKLTLNR
NGLHLPSYSPYPRMI I T AQGKGALQCKPGCPETFEEPQEQSNRRGSRSQKQQLADSHQK IRHFNEGDVLY IPPGVPY
WTYNTGDEPVVAISLLDTSNFNNQLDQTPRVFYLAGNPDIEYPETMQQQQQQKSHGGRKQGQHQQEEEEEGGSVLSG
FSKHFLAQSFNTNED I AEKLQSPDDERKQIVTVEGGLSVISPKWQEQQDEDEDEDEDDEDEQT PSHPPRRPSHGKRE
QDEDEDEDEDKPRPSRPSQGKREQDQDQDEDEDEDEDQPRK SREWRSKK TQPRRPRQEEPRERGCETRNGVEENT CT
LKLHENTARPSRADFYNPKAGRI STLNSLTLPALRQFQLSAQYVVLYKNGTYSPHWNLNANSVIYVTRGQGKVRVVN
CQGNAVFDGELRRGQLLVVPQNFVVAEQAGEQGFEY TVFKTHHNAVTSYLKDVFRATPSEVLAHSYNLRQSQVSELK
YEGNWGPLVNPESQQGSPRVKVA

[0183]  SEQ ID NO:21 Gly m Bd 28K 12697782 [MW=52944.36Da]

[0184]  MGNKTTLLLLLFVLCHGVATTTMAFHDDEGGDKKSPKSLFLMSNSTRVFKTDAGEMRVLKSHGGRIFYR
HMHIGF ISMEPKSLFVPQYLDSNLI IFTRRGEAKLGF IYDDELAERRLKTGDLYMIPSGSAFYLVNIGEGQRLHVIC
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SIDPSTSLGLETFQSFYIGGGANSHSVLSGFEPATLETAFNESRTVVEE IFSKELDGP IMFVDDSHAPSLWTKFLQL
KKDDKEQQLKKMMQDQEEDEEEKQTSRSWRKLLETVFGKVNEK I ENKDTAGSPASYNLYDDKKADFKNAYGWSKALH
GGEYPPLSEPDIGVLLVKLSAGSMLAPHVNPTSDEYTIVLSGYGELHIGYPNGSRAMKTK IKQGDVEVVPRYFPECQ
VASRDGPLEFFGFSTSARKNKPQFLAGAASLLRTLMGPELSAAFGVSEDTLRRAVDAQHEAVILPSAWAAPPENAGK
LKMEEEPNATRSFANDVVMDVE

[0185]  SEQ ID NO:22 Gly m Bd 30K 84371705 [MW=42757.81Da]

[0186]  MGFLVLLLFSLLGLSSSSSISTHRSILDLDLTKFTTQKQVSSLFQLWKSEHGRVYHNHEEEAKRLETFK
NNLNY I RDMNANRKSPHSHRLGLNKFAD I TPQEFSKKYLQAPKDVSQQIKMANKKMKKEQY SCDHPPASWDWRKKGV
ITQVKYQGGCGSGWAF SATGATEAAHATATGDLYSLSEQELVDCVEESEGCYNGWHYQSFEWVLEHGG I ATDDDYPY
RAKEGRCKANKIQDKVTIDGYETLIMSDESTESETEQAFLSATLEQPISVSIDAKDFHLYTGGIYDGENCTSPYGIN
HEVLLVGYGSADGVDYWIAKNSWGEDWGEDGY IWIQRNTGNLLGVCGMNYFASYPTKEESE TLVSARVKGHRRVDHS
PL

[0187]  SEQ ID NO:23 KTI 1 125722 [MW=22545.94Da]

[0188]  MKSTIFFALFLVCAFTISYLPSATAQFVLDTDDDPLQNGGTYYMLPVMRGKGGG IEVDSTGKEICPLTV
VQSPNELDKGIGLVFTSPLHALFTAERYPLSTKFGSFAVITLCAGMPTEWATVEREGLQAVKLAARDTVDGWENTER
VSREYNDYKLVFCPQQAEDNKCEDIG IQIDDDG IRRLVLSKNKPLVVQFQKFRSSTA

[0189]  SEQ ID NO:24 KTI 3 125020 [MW=24005.29Da]

[0190]  MKSTIFFLELFCAFTTSYLPSATADFVLDNEGNPLENGGTYYILSDITAFGGIRAAPTGNERCPLTVVQ
SRNELDKGIGTITSSPYRIRFTAEGHPLSLKFDSFAVIMLCVGIPTEWSVVEDLPEGPAVKIGENKDAMDGWFRLER
VSDDEFNNYKLVFCPQQAEDDKCGDIG I STDHDDG TRRLVVSKNKPLYVQFQKLDKESLAKKNHGLSRSE

[01911 SEQ ID N0:25 Gly m 8 (2SHEMH)NP 001238443 [MW=18459.97Da]
MTKFTILLISLLFCTIAHTCSASKWQHQQDSCRKQLQGVNLTPCEKHIMEK IQGRGDDDDDDDDDNHILRTMRGRINY
IRRNEGKDEDEEEEGHMQK CCTEMSELRSPKCQCKALQK IMENQSEELEEKQKKKMEKEL INLATMCREGPMIQCDL
SSDD

[0192]  SEQ ID NO:26 KEHEZADCI4422 [MW=30186.22Da]

[0193]  MATSNFSIVLSLSLAFFLVLLTKANSTNTVSFTVSKFSPRQQNLIFQGDAATSPSGVLRLTKVDSIDVP
TTGSLGRALYATPIQIWDSETGKVASWATSFKFKVESPNKTADGLAFFLAPVGSKPQSKGGFLGLENSDSKNKSVQT
VAVEFDTYYNAKWDPANRHIGIDVNSTKSVKTASWGLANGQIAQILITYDADTSLLVASLIHPSRKTSYILSETVSL
KSNLPEWVNIGFSATTGLNKGFVETHDVFSWSFASKLSDGSTSDTLDLPSFLLNEAT

[0194]  SEQ ID NO:27 g% A fFCAA39604 [MW=96817 . 14Da]

[0195]  MPGIFDKGQK IKGTVVLMPKNVLDENAITSIGKGGVIDTATGILGQGYSLVGGVIDTATSFLGRNTSMQ
LISATQTDGSGNGKVGKEVYLEKHLPTLPTLGARQDAFSIFFEWDASFGIPGAFY IKNFMTDEFFLVSVKLEDTPNH
GTIEFVCNSWVYNFRSYKKNRIFFVNDTYLPSATPAPLLKYRKEELEVLRGDGTGKRKDFDRIYDYDVYNDLGNPDG
GDPRPILGGSSIYPYPRRVRTGRERTRTDPNSEKPGEVYVPRDENFGHLKSSDFLTYG IKSLSHDVIPLFKSATFQL
RVTSSEFESFEDVRSLYEGG IKLPTDILSQISPLPALKEIFRTDGENVLQFPPPHVAKVSKSGWMTDEEFAREVIAG
VNPNVIRRLQEFPPKSTLDPTLYGDQTSTITKEQLE INMGGV TVEEALSTQRLFILDYQDAFIPYLTRINSLPTAKA
YATRTILFLKDDGTLKPLATELSKPHPDGDNLGPESIVVLPATEGVDST IWLLAKAHV ITVNDSGYHQLVSHWLNTHA
VMEPFATATNRHLSVLHPIYKLLYPHYRDT ININGLARQSLINADGI IEKSFLPGKYSTEMSSSVYKNWVETDQALP
ADLVKRGLATEDPSAPHGLRLVIEDYPYAVDGLE IWDATKTWVHEYVSLYYPTDAAVQQDTELQAWWKEAVEKGHGD
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LKEKPWWPKMQTTEDLIQSCSI IVWTASALHAAVNFGQYPYGGLILNRPTLARRFIPAEGTPEYDEMVKNPQKAYLR
TITPKFETLIDLSVIEILSRHASDEIYLGERETPNWTTDKKALEAFKRFGSKLTGIEGKINARNSDPSLRNRTGPVQ
LPYTLLHRSSEEGLTFKGIPNSISI

[0196]  SEQ ID NO:28 Gly m Bd 28 KILAG 7%

[0197]1  VLCHGVATTTMAFHDDEGGDKKSPKSLFLMSNSTRVFKTDAGEMRVLKSHGGRIFYRHMHIGF I SMEPK
SLEVPQYLDSNLIIFIRRGEAKLGFIYDDELAERRLKTGDLYMIPSGSAFYLVNIGEGQRLHVICSIDPSTSLGLET
FQSFYIGGGANSHSVLSGFEPATLETAFNESRTVVEE IFSKELDGP IMFVDDSHAPSLWTKFLQLKKDDKEQQLKKM
MQDQEEDEEEKQTSRSWRKLLETVFGKVNEK IENKDTAGSPASYNLYDDKKADFKNAYGWSKALHGGEYPPLSEPD1I
GVLLVKLSAGSMLAPHVNPISDEYTIVLSGYGELHIGYPNGSKAMKTK IKQGDVFVVPRYFPFCQVASRDGPLEFFG
FSTSARKNKPQFLAGAASLLRTLMGPELSAAFGVSEDTLRRAVDAQHEAV ILPSAWAAPPENAGKLKMEEEP

[0198]  SEQ ID NO:29 Gly m Bd 28 K Eric BAB21619 473aa

[0199]  KTTLLLLLFVLCHGVATTTMAFHDDEGGDKKSPKSLFLMSNSTRVFKTDAGEMRVLKSHGGRIFYRHMH
IGFISMEPKSLFVPQYLDSNLI IFIRRGEAKLGFIYDDELAERRLKTGDLYMIPSGSAFYLVNIGEGQRLHVICSID
PSTSLGLETFQSFYIGGGANSHSVLSGFEPAILETAFNESRTVVEE IFSKELDGPIMFVDDSHAPSLWTKFLQLKKD
DKEQQLKKMMQDQEEDEEEKQT SRSWRKLLETVFGKVNEK IENKDTAGSPASYNLYDDKKADFKNAYGWSKALHGGE
YPPLSEPDIGVLLVKLSAGSMLAPHVNPISDEYTIVLSGYGELHIGYPNGSRAMK TK IKQGDVEVVPRYFPFCQVAS
RDGPLEFFGFSTSARKNKPQFLAGAASLLRTLMGPEL SAAFGVSEDTLRRAVDAQHEAV ILPSAWAAPPENAGKLKM
EEEPNATRSFANDVVMDVE

[0200]  SEQ ID NO:30 Gly m Bd 28 K Ping ACD36978.1 455aa

[0201]  VLCHGVATTTMAFHDDEGGDKKSPKSLFLMSNSTRVFKTDAGEMRVLK SHGGRIFYRHMHIGF I SMEPK
SLEVPQYLDSNLIIFIRRGEAKLGFIYDDELAERRLKTGDLYMIPSGSAFYLVNIGEGQRLHVICSIDPSTSLGLET
FQSFYIGGGANSHSVLSGFEPATLETAFNESRTVVEE IFSKELDGP IMFVDDSHAPSLWTKFLQLKKDDKEQQLKKM
MQDQEEDEEEKQTSRSWRKLLETVFGKVNEK IENKDTAGSPASYNLYDDKKADFKNAYGWSKALHGGEYPPLSEPDI
GVLLVKLSAGSMLAPHVNPISDEYTIVLSGYGELHIGPNGSKAMKTK IKQGDVFVVPRYFPFCQVASRDGPLEFFGE
STSARKNKPQFLAGAASLLRTLMGPELSAAFGVSEDTLRRAVDAQHEAVILPSAWAAPRKMQEAEMEESQMLLKLCQ
[0202]  SEQ ID NO:31 Gly m Bd 28 K ACD36975.1 373aa

[0203]  LDSNLIIFIRRGEAKLGFIYDDELAERRLKTGDLYMIPSGSAFYLVNIGEGQRLHVICSIDPSTSLGLE
TFQSFYIGGGANSHSVLSGFEPATLETAFNESRTVVEEIFSKELDGP IMFVDDSHAPSLWTKFLQLKKDDKEQQLKK
MMQDQEEDEEEKQTSRSWRKLLE TVFGKVNEK IENKDTAGSPASYNLYDDKKADFKNAYGWSKALHGGEYPPLSEPD
IGVLLVKLSAGSMLAPHVNPTSDEYTIVLSGYGELHIGYPNGSKAMKTK IKQGDVFVVPRYFPFCQVASRDGPLEFF
GFSTSARKNKPQFLAGAASLLRTLMGPELSAAFGVSEDTLRRAVDAQHEAV ILPSAWAAPPENAGKLKMEEEP
[0204]  SEQ ID NO:32 Gly m Bd 28 K Ping ACD36976.1 373aa

[0205]  LDSNLIIFIRRGEAKLGFIYDDELAERRLKTGDLYMIPSGSAFYLVNIGEGQRLHVICSIDPSTSLGLE
TFQSFNIGGGANSHSVLSGFEPATILETAFNESRTVVEETFSKELDGP IMFVDDSHAPSLWTKFLQLKKDDKEQQLKK
MMQDQEEDEEEKQTSRSWRKLLETVFGKVNEK IENKDTAGSPASYNLYDDKKADFKNAYGWSKALHGGEYPPLSEPD
IGVLLVKLSAGSMLAPHVNPTSDEYTIVLSGYGELHIGYPNGSKAMKTK IKQGDVFVVPRYFPFCQVASRDGPLEFF
GFSTSARKNKPQFLAGAASLLRTLMGPELSAAFGVSEDTLRRAVDAQHAAVILPSAWAAPPENAGKLKMEEEP
[0206]  SEQ ID NO:33 Gly m Bd 28 K Ping ACD36974.1 320aa

[0207]  LDSNLIIFIRRGEAKLGFIYDDELAERRLKTGDLYMIPSGSAFYLVNIGEGQRLHVICSIDPSTSLGLE
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TFQSFY IGGGANSHSVLSGFEPATLETAFNESRTVVEE I FSKELDGP IMFVDDSHVPSLWTKFLQLKKDDKEQQLKK
MMQDQEEDEEEKQTSRSWRKLLE TVFGKVNEK TENKDTAGSPASYNLYDDKKADFKNAYGWSKALHGGEYPPLSEPD
IGVLLVKLSAGSMLAPHVNPISDEYTIVLSGYGELHIGYPNGSKAMKTK IKQGDVFVVPRYFPFCQVASRDGPLEFF
GFSTSARKNKPQFLAGAASL

[0208]  SEQ ID NO:34 LGFIYDDELAER

[0209]  SEQ ID NO:35 TVVEEIFSK

[0210]  SEQ ID NO:36 MMQDQEEDEEEK

[0211]  SEQ ID NO:37 NAYGWSK

[0212]  SEQ ID NO:38 ALHGGEYPPLSEPDIGVLLVK

[0213]  SEQ ID NO:39 QGDVFVVPR

[0214]  SEQ ID NO:40 YFPFCQVASR

[0215]  SEQ ID NO:41 TLMGPELSAAFGVSEDTLR

[0216]  SEQ ID NO:42 SFANDVVMDVF

[0217]  SEQ ID NO:43 Gly m Bd 30 K Ping AAB09252.1 379aa (175 434 5 %)
MGFLVLLLFSLLGLSSSSSISTHRSTLDLDL TKFTTQKQVSSLFQLWK SEHGRYYHNHEEEAKRLE TFKNNSNY TRD
MNANRK SPHSHRLGLNKFADI TPQEFSKKYLQAPKDVSQQTKMANKKMKKEQY SCDHPPASWDWRKKGV I TQVKYQG
GCGRGWAFSATGATEAAHATATGDLVSLSEQELVDCVEESEGSYNGWQYQSFEWVLEHGG T ATDDDYPYRAKEGRCK
ANKTQDKVTIDGYETLIMSDESTESETEQAFLSATLEQPISVSIDAKDFHLYTGGTYDGENCTSPYG INHFVLLVGY
GSADGVDYWIAKNSWGEDWGEDGY IWIQRNTGNLLGVCGMNYFASYPTKEESETLVSARVKGHRRVDHSPL

[0218]  SEQ ID NO:44 Gly m Bd 30 K Ping P22895.1 379aa

[0219]  MGFLVLLLFSLLGLSSSSSISTHRSILDLDLTKFTTQKQVSSLFQLWKSEHGRVYHNHEEEAKRLETFK
NNSNY I RDMNANRKSPHSHRLGLNKFAD I TPQEFSKKYLQAPKDVSQQTKMANKKMKKEQY SCDHPPASWDWRKKGV
ITQVKYQGGCGRGWAFSATGATEAAHATATGDLVSLSEQELVDCVEESEGSYNGWQYQSFEWVLEHGG I ATDDDYPY
RAKEGRCKANKIQDKVTIDGYETLIMSDESTESETEQAFLSATLEQPTSVSIDAKDFHLYTGGIYDGENCTSPYGIN
HEVLLVGYGSADGVDYWI AKNSWGFDWGEDGY TWIQRNTGNLLGVCGMNYFASYPTKEESETLVSARVKGHRRVDHS
PL

[0220]  SEQ ID NO:45 SILDLDLTK

[0221]  SEQ ID NO:46 FTTQK

[0222]  SEQ ID NO:47 NNLNYIR

[0223]  SEQ ID NO:48 FADITPQEFSK

[0224]  SEQ ID NO:49 EQYSCDHPPASWDWR

[0225]  SEQ ID NO:50 VTIDGYETLIMSDESTESETEQAFLSATLEQPTSVSIDAK

[0226]  SEQ ID NO:51 NTGNLLGVCGMNYFASYPTK

[0227]  SEQ ID NO:52 KTI 134 %%

[0228]  MKSTIFFALFLVCAFTISYLPSATAQEVLDTDDDPLONGGTYYMLPVMRGKGGG IEGASTGKETCPLTV
VQSPNELDKGIGLVFSSPLHALFTAERYPLSTKFGSFAVISLCGGMPTKWATVEREGLQAVTLAARDTVDGWFNIER
VSREYNDYKLVFCPQNAEDNKCEDIG IQIDNDG IRRLVLSKNKPLVVQFQKFRSSTA

[0229]  SEQ ID NO:53 KTI 1 AAB23483.1 204aa

[0230]  MKSTIFFALFLVCAFTISYLPSATAQEVLDTDDDPLQNGGTYYMLPVMRGKSGGIEGNSTGKEICPLTV
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VQSPNKHNKGIGLVFKSPLHALF TAERYPLSTKFDSFAVIPLCGVMPTKWATIVEREGLQAVTLAARDTVDGWENIER
VSREYNDYYKLVFCPQEAEDNKCED IGIQIDNDG IRRLVLSKNKPLVVEFQKFRSSTA

[0231]  SEQ ID NO:54 KTI 1 CAA56343.1 208aa

[0232]  MKSTTSLALFLLCALTSSYQPSATADIVEDTEGNPIRNGGTYYVLPVIRGKGGGIEFAKTETETCPLTV
VQSPFEGLQRGLPLITSSPFKILDITEGLILSLKFHLCTPLSLNSFSVDRYSQGSARRTPCQTHWLQKHNRCWFRIQ
RASSESNYYKLVFCTSNDDSSCGDIVAPIDREGNRPLIVTHDQNHPLLVQFQKVEAYESSTA

[0233]  SEQ ID NO:55 EICPLTVVQSPNELDK

[0234]  SEQ ID NO:56 EGLQAVK

[0235]  SEQ ID NO:57 LVFCPQQAEDNK

[0236]  SEQ ID NO:58 CEDIGIQIDDDGIR

[0237]  SEQ ID NO:59 LVLSK

[0238]  SEQ ID NO:60 NKPLVVQFQK

[0239]  SEQ ID NO:61 KTI 33477

[0240]  MKSTIFFALFLFCAFTTSYLPSATADFVLDNEGNPLENGGTYYILSDITAFGGIRAAPTGNERCPLTVV
QSRNELDKGIGTITSSPYRIRFIAEGHPLSLKFDSFAVIMLCVGIPTEWSVVEDLPEGPAVKIGENKDAMDGWFRLE
RVSDDEFNNYKLVFCPQQAEDDKCGD IG I'SIDHDDGTRRLVVSKNKPLVVQFQKLDKESLAKKNHGLSRSE

[0241]  SEQ ID NO:62 KTI 3 CAA45777.1 217aa

[0242]  MKSTIFFALFLFCAFTTSYLPSATADFVLDNEGNPLENGGTYYTLSDITAFGGIRAAPTGNERCPLTVV
QSRNELDKGIGTIISSPYRIRFIAEGHPLSLKFDSFAVIMLCVGIPTEWSVVEDLPEGPAVKIGENKDAMDGWFRLE
RVSDDEFNNYKLVFCPQQAEDDKCGD IG I'SIDHDDGTRRLVVSKNKPLVVQFQKLDKESLAKKNHGLSRSE

[0243]  SEQ ID NO:63 KTI 3 CAA45778.1 217aa

[0244]  MKSTIFFALFLFCAFTTSYLPSATADFVLDNEGNPLDSGGTYYTLSDITAFGGTIRAAPTGNERCPLTVV
QSRNELDKGIGTITSSPFRIRFTAEGNPLRLKFDSFAVIMLCVGIPTEWSVVEDLPEGPAVKIGENKDAVDGWFRIE
RVSDDEFNNYKLVFCTQQAEDDKCGDIGI'SIDHDDGTRRLVVSKNKPLVVQFQKVDKESLAKKNHGLSRSE

[0245]  SEQ ID NO:64 CPLTVVQSR

[0246]  SEQ ID NO:65 NELDK

[0247]  SEQ ID NO:66 IGENK

[0248]  SEQ ID NO:67 DAMDGWFR

[0249]  SEQ ID NO:68 LVFCPQQAEDDK

[0250]  SEQ ID NO:69 CGDIGISIDHDDGTR

[0251]  SEQ ID NO:70 LVVSK

[0252]  SEQ ID NO:71 NKPLVVQFQK

[0253]  SEQ ID NO:72 2SHEFGlymal3g36400.1 BLAST 174aa

[0254]  MPPPSLHFTSPINSKMTKFTILLISLLFCIAHTCSASKWQHQQDSCRKQLQGVNLTPCEKHIMEKTQGR
GDDDDDDDDDNHILRTMRGRINY IRRNEGKDEDEEEEGHMQKCCTEMSELRSPKCQCKALQK IMENQSEELEEKQKK
KMEKEL INLATMCRFGPMIQCDLSSDD

[0255]  SEQ ID NO:73 2SHEFINP_001234950 BLAST 158aa

[0256]  MTKFTILLISLLFCIAHTCSASEWQHQQDSCRKQLQGVNLTPCEKHIMEK IQGRGDDDDDDDDDNHILR
TMRGRINYIRRNEGKDEDEEEEGHMQKCRTEMSELRSPKCQCKALQK IMENQSEELEEKQKKKMEKEL INLATMCRF

26



CN 106796206 A w Bg B 24/29 T

GPMIQCDLSSDD
[0257]  SEQ ID NO:74 2SH%EGlymal2g34160.1 BLAST 156aa

[0258]  MTKLTILLIALLFTAHTCCASKWQQHQQESCREQLKG INLNPCEH IMEK I QAGRRGEDGSDEDHILIRT
MPGRINY I RKKEGKEEEEEGHMQK CCSEMSELKSPTCQCKALQK TMDNQSEQLEGKEKKQMERELMNLA TRCRLGPM
IGCDLSSDD

[0259]  SEQ ID NO:75 WQHQQDSCR

[0260]  SEQ ID NO:76 QLQGVNLTPCEK

[0261]1  SEQ ID NO:77 HIMEK

[02621  SEQ ID NO:78 DEDEEEEGHMQK

[0263]  SEQ ID NO:79 CCTEMSELR

[0264]  SEQ ID NO:80 ELINLATMCR

[0265]  SEQ ID NO:81 FGPMIQCDLSSDD

[0266]  SEQ ID NO:82 #i#EZILAFF

[0267]  MATSNFSIVLSLSLAFFLVLLTKANSTNTVSFTFSKFSPRQPNLILQGDAATSSSGVLRLTKVDSNGVP
TSGSLGRALYAAPTQIWDSETGKVASWATSFKENVEAPNK TADGLAFFLAPVGSKPQSKGGFLGLENSDSKDKSLQT
VAVEFDTYSNKKWDPANRHIGIDVNSTKSVKTASWGLANGQVAQILITYDAATSLLVASLIHPSRKTSYILSETVSL
KSNLPEWVSTGFSATTGLNEGSVETHDVISWSFASKLSDGSTSDALDLPSFLLNEAT

[0268]  SEQ ID NO:83 #EHZXP_003535884BLAST 280aa

[0269]  MATSNFSIVLSLSLALFLMLLTKANSTNTVSFTTSKFSPRQQNLILQGDAATSPSGVLRLTKVDSYGVP
TSRSLGRALYAAPTQIWDSETGKVASWATSFKENVESPDKTADGLAFFLAPVGSKPQYKAGFLGLENSDSKNMSLQT
VAVEFDTYYNQKWDPASRHIGIDVNSTKSVKTAPWGFANGQVAQILITYNADTSLLVASLVHPSRKTSYILSETVSL
KSNLPEWVNVGFSATTGANKGFAETHDVESWSFASKLSDGSTSDTLDLASFLLNEAT

[0270]  SEQ ID NO:84 #E8:2Glymal0g15480.1 BLAST

[0271]  MATSNFSIVLSLSLALFLMLLTKANSTNTVSFTTSKFSPRQQNLILQGDAAISPSGVLRLTKVDSYGVP
TSRSLGRALYAAPTQIWDSETGKVASWATSFKENVESPDKTADGLAFFLAPVGSKPQYKAGFLGLENSDSKNMSLQT
VAWDPASRHIGIDVNSTKSVKTAPWGFANGQVAQILITYNADTSLLVASLVHPSRKTSY ILSETVSLKSNLPEWVNY
GFSATTGANKGFAETHDVFSWSFASKLSDGSTSDTLDLASFLLNEAT

[0272]  SEQ ID NO:85 KEHEZNP_001237210 BLAST 282aa

[0273]  MATSNFSIVLSVSLAFFLVLLTKAHSTDTVSFTENKFNPVQPNIMLQKDASTSSSGVLQLTKVGSNGVP
TSGSLGRALYAAPTQIWDSETGKVASWATSFKENTFAPNKSNSADGLAFFLAPVGSQPQSDDGFLGLENSPLKDKSL
QTVATIEFDTFSNKKWDPANRHIGIDVNSIKSVKTASWGLSNGQVAETILVTYNAATSLLVASLIHPSKKTSYILSDTV
NLKSNLPEWVSVGFSATTGLHEGSVETHDV I SWSFASKLSDGSSNDALDLPSFVLNEAT

[0274]  SEQ ID NO:86 #tfE2G1yma02g18090.1 BLAST

[0275]  MKVLCIIFEFKQIKAMATSNFSIVLSVSLAFFLVLLTKAHSTDTVSFTENKENPVQPNIMLQKDASTSS
SGVLQLTKVGSNGVPTSGSLGRALYAAPTQIWDSETGKVASWATSFKFNIFAPNK SNSADGLAFFLAPYGSQPQSDD
GFLGLENSPLKDKSLQTVATEFDTFSNKKWDPANRHIG IDVNSTKSVKTASWGLSNGQVAETLVTYNAATSLLVASL
THPSKKTSYILSDTVNLKSNLPEWVSVGFSATTGLHEGSVETHDV I SWSFASKLSDGSSNDALDLPSFVLNEAT
[0276]  SEQ TD NO:87 #tEEZACU23599BLAST 282aa

[0277]  MATSNFSIVLSVSLAFFLVLLTKAHPTDTVSFTENKFNPVQPNIMLQKDASTSSSGVLQLTKVGSNGVP
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TSGSLGRALYAAPTQIWDSETGKVASWATSFKFNTFAPNKSNSADGLAFFLAPVGSQPQSDDGFLGLENSPLKDKSL
QTVAIEFDTFSNKKWDPANRHIGIDVDSIKSIKTASWGLSNGQVAEILVTYNAATSLLVASLIHPSKKTSYILSDTV
NLKSNLPEWVSVGFSATTGLHEGSVETHDV I SWSFASKLSDGSSNDALDLPSFVLNEAT

[0278]  SEQ 1D NO:88 #E£E2XCAH60173BLAST 280aa

[0279]  MASSKFSTVISFSLALFLVLLTQANSTNIFSFNFQTFDSPNLIFQGDASVSSSGQLRLTKVKGNGKPTA
ASLGRAFYSAPIQIWDSTTGNVASFATSFTENILAPNKSNSADGLAFALVPVGSQPKSNGGFLGLFDNATYDSSAQT
VAVEFDTYSNPKWDPENRHIGIDVNSTESTRTASWGLANGQNAETLITYDSSTKLLVASLVHPSRRTSYIVSERVDL
KSVLPEWVSIGFSATTGLLEGSIETHDVLSWSFASKLSDDTTSEGLNLANFVLNKIL

[0280] SEQ ID NO:89 KtHE 2 Glymal0g01620.2 BLAST 228aa

[0281]  MATSKFHTQKPLEVVLSVVVVLLTMTKVNSTKPFLSPGTSSCRTNRTLILQGDALVTSSRKSLGRALYS
TPTHIWDSEIGSVASFAASENFTVYASDIANLADGLAFFLAPIDTQPQTRGGYLGLYNNPSNSSWGLANDQVTNVLI
TYDASTNLLVASLVHPSQRSSY ILSDVLDLKVALPEWVRIGFSATTGLNVASETHDVHSWSFSSNLPEGSSNTNPSD
FAIFI

[0282] SEQ ID NO:90 At5E 2 Glyma02g01590.1 BLAST 285aa

[0283]  MATSKLKTQNVVVSLSLTLTLVLVLLTSKANSAETVSFSWNKEVPKQPNMILQGDATVTSSGKLQLNKV
DENGTPKPSSLGRALYSTPIHIWDKETGSVASFAASFNFTEYAPDTKRLADGLAFFLAPTDTKPQTHAGYLGLENEN
ESGDQVVAVEFDTFRNSWDPPNPHIG INVNSTRSIKTTSWDLANNKVAKVLITYDASTSLLVASLVYPSQRTSNILS
DVVDLKTSLPEWVRIGFSAATGLD IPGESHDVLSWSFASNLPHASSNIDPLDLTSFVLHEAT

[0284]  SEQ ID NO:91 VFSPNK

[0285]  SEQ ID NO:92 ANSTNTVSETVSK

[0286]  SEQ ID NO:93 QQNLIFQGDAAISPSGVLR

[0287]  SEQ ID NO:94 TADGLAFFLAPVGSKPQSK

[0288]  SEQ ID NO:95JE N BFIL4 571

[0289]

MGG IFDKGQK IKGTVVLMPKNVLDENATTSIGKGGVIDTATGILGAGVSLVGGVIDTATAFLGRNI SMQLISATQTD
GSGNGKVGKEVYLEKHLPTLPTLGARQDAFSTFFEWDASFGIPGAFY IKNFMTDEFFLVSVKLEDIPNHGT IEFVCN
SWVYNFKSYKKNRIFFVNDTYLPSATPAPLLKYRKEELEVLRGDGTGKRKDFDRIYDYDVYNDLGNPDGGDPRPILG
GSSIYPYPRRVRTGRERTRTDPNSEKPGEVYVPRDENFGHLKSSDFLTYG IKSLSHDVIPLFKSATIFQLRVTSSEFD
SFEDVRSLYEGGIKLPTDILSQISPLPALKEIFRTDGENVLQFPPPHVAKVSKSGWMTDEEFAREMI AGVNPNVIRR
LQEFPPKSTLDPTLYGDQTSTITKEQLE INMGGVTVEEALSTQRLFILDYQDAFIPYLTRINSLPTAKAYATRTILF
LKDDGTLKPLATELSKPHPDGDNLGPESIVVLPATEGVDSTIWLLAKAHV IVNDSGYHQLVSHWLNTHAVMEPFATA
TNRHLSVLHPIYKLLYPHYRDT ININGLARQSLINADG I IEKSFLPGKYSTEMSSSVYKNWVETDQALPADLVKRGL
ATEDPSAPHGLRLVIEDYPYAVDGLEIWDAIK TWVHEYVSLYYPTDAAVQQDTELQAWWKEAVEKGHGDLKDKPWWP
KMQTTEDLIQSCSITIWTASALHAAVNFGQYPYGGLILNRPTLARRE IPEEGTPEYDEMVKNPQKAYLRTITPKFET
LIDLSVIEILSRHASDEIYLGERDTPNWTTDKKALEAFKKFGSKLTGIEGK INARNSDPSLRNRTGPV
QLPYTLLHRSSEEGLTFKGIPNSISI

[0290]  SEQ TD NO:96/5 N BF2TUK_A BLAST 864aa

[0291]  MFGIFDKGQKIKGTVVLMPKNVLDFNAITSIGKGGVIDTATGILGQGVSLVGGVIDTATSFLGRNISMQ
LISATQTDGSGNGKVGKEVYLEKHLPTLPTLGARQDAFSIFFEWDASFGIPGAFY IKNFMTDEFFLVSVKLEDIPNH
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GTIEFVCNSWVYNFRSYKKNRIFFVNDTYLPSATPAPLLKYRKEEFEVLRGDGTGKRKDFDRIYDYDVYNDLGNPDG
GDPRPILGGCSIYPYPLRVRTGRERTRTDPNSEKPGEVYVPRDENFGHLKSSDFLTYGIKSLSHDVIPLFKSATFQL
RVTSSEFESFEDVRSLYEGG IKLPTDILSQISPLPALKEIFRTDGENVLQFPPPHVAKVSKSGVMTDEEFAREVIAG
VNPNVIRRLQEFPPKSTLDPTLYGDQTSTITKEQLE INMGGV TVEEALSTQRLFILDYQDAF IPYLTRINSLPTAKA
YATRTILFLKDDGTLKPLATELSKPHPDGDNLGPESIVVLPATEGVDST IWLLAKAHV IVNDSGYHQLVSHWLNTHA
VMEPFATATNRHLSVLHPIYKLLYPHYRDT ININGLARQSLINADGI IEKSFLPGKYSTEMSSSVYKNWVETHQALP
ADLVKRGLATEDPSAPHGLRLV IEDYPYAVDGLE IWDATKTWVHEYVSLYYPTDAAVQQDTELQAWWKEAVEKGHGD
LKEKPWWPKKQTTEDLIQSCSI TVWTASALHAAVNFGQYPYGGLTLNRPTLARRFTPAEGTPEYDEMVKNPQKAYLR
TITPKFETLIDLSVIEILSRHASDETYLGERETPNWTTDKKALEAFKRFGSKLTGIEGK INARNSDPSLRNRTGPVQ
LPYTLLHRSSEEGLTFKGIPNSISI

[0292]  SEQ ID NO:97JIE/NZABFNP_001238676 BLAST 864aa

[0293]  MPGIFDKGQK IKGTVVLMPKNVLDENAITSIGKGGVIDTATGILGQGYSLVGGVIDTATSFLGRNISMQ
LISATQTDGSGNGKVGKEVYLEKHLPTLPTLGARQDAFSIFFEWDASFGIPGAFY IKNFMTDEFFLVSVKLEDTPNH
GTIEFVCNSWVYNFRSYKKNRIFFVNDTYLPSATPAPLLKYRKEELEVLRGDGTGKRKDFDRIYDYDVYNDLGNPDG
GDPRPILGGCSIYPYPLRVRTGRERTRTDPNSEKPGEVYVPRDENFGHLKSSDFLTYG IKSLSHDVIPLFKSATFQL
RVTSSEFESFEDVRSLYEGG IKLPTDILSQISPLPALKEIFRTDGENVLQFPPPHVAKVSKSGWMTDEEFAREVIAG
VNPNVIRRLQEFPPKSTLDPTLYGDQTSTITKEQLEINMGGY TVEEALSTQRLFILDYQDAFIPYLTRINSLPTAKA
YATRTILFLKDDGTLKPLATELSKPHPDGDNLGPESIVVLPATEGVDST IWLLAKAHV IVNDSGYHQLVSHWLNTHA
VMEPFATATNRHLSVLHPIYKLLYPHYRDT ININGLARQSLINADGI IEKSFLPGKYSTEMSSSVYKNWVFTHQALP
ADLVKRGLATEDPSAPHGLRLVIEDYPYAVDGLE IWDATKTWVHEYVSLYYPTDAAVQQDTELQAWWKEAVEKGHGD
LKEKPWWPKKQTTEDLIQSCSITVWTASALHAAVNFGQYPYGGLILNRPTLARRFIPAEGTPEYDEMVKNPQKAYLR
TITPKFETLIDLSVIEILSRHASDEIYLGERETPNWT TDKKALEAFKRFGSKLTGIEGK INARNSDPSLRNRTGPVQ
LPYTLLHRSSEEGLTFKGIPNSISI

[0294]  SEQ ID NO:98fJ5 N4 BG 1 yma08g20220.1 BLAST 867aa

[0295]  MLGLFDKSHK IKGTVVLMPKSVLDINDLNSVKNGGVGGVVSGIFGAVADVTGQIVDTATATFSRNVSFK
LISATSTDAKGNGKVGNETFLEKHLPTLPTLGDRRDAYD THFEWDANFG I PGAFY TRNYTYDEFFLVSVTLED I PNH
GTIHFVCNSWVYNFKDYDKKDRIFFANKTYLPSATPGPLVKYREEELK I LRGDGTGERKEHERTYDYDVYNDLGNPD
EDVKLARPVLGGSSTYPYPRRVRTGRKATKKDPKSERPASELYMPRDEKFGHLKSSDFLTYGIKSLSQKLLPSLENV
FDSDLTWNEFDSFEEVRDLYEGGIKVPTGVLSDISPIPIFKE [FRTDGESVLQEPPPHVVQVTKSAWMTDDEFAREM
TAGVNPNVIRLLKEFPPQSKLDPSLYGDQSSTITKEHLE INMDGVTVEEALNGQRLF TLDYQDAFMPYLTRINALPS
AKAYATRTILLLKDDGTLKPLATELSKPHPSGDNLGAESKVVLPADQGVESTIWLLAKAHVIVNDSGYHQLMSHWLN
THAVTEPF T TATNRRLSVLHPTYKLLYPHYRDT ININGLARNAL INAGGV IEESFLPGRYSTEMSSAVYKNWVETDQ
ALPVDLIKRGMAVEDPSSPHGLRLAVEDYPYAVDGLE IWDATKSWVQEYVSLYYPTDLATQQDTELQAWWKEVVEKG
HGDLKDKPWWPKMQTRQELIQSCSTI IWI ASALHAAVNFGQYPYGGE ILNRPTLSRRWIPEPGTKEYDEMVESPQTA
YLRTITPKRQTI IDLTVIEILSRHASDEIYLGERDNPNWTSDSKALEAFKKFGSKLAEIEGK I TARNKDSNKKNRYG
PVQLPYTLLLPTSEEGLTFRGIPNSISI

[0296]  SEQ ID NO:99fg N4 /P24095 BLAST 864aa

[0297]  MPGIFDKGQKIKGTVVLMPKNVLDENAITSIGKGGVIDTATGILGQGYSLVGGVIDTATSFLGRNISMQ
LISATQTDGSGNGKVGKEVYLEKHLPTLPTLGARQDAFSIFFEWDASFGIPGAFY IKNFMTDEFFLVSVKLEDIPNH
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GTIEFVCNSWVYNFRSYKKNRIFFVNDTYLPSATPAPLLKYRKEELEVLRGDGTGKRKDFDRI YDYDVYNDLGNPDG
GDPRPILGGSSIYPYPRRVRTGRERTRTDPNSEKPGEVYVPRDENFGHLKSSDFLTYGIKSLSHDVIPLFKSATIFQL
RVTSSEFESFEDVRSLYEGGIKLPTDILSQI SPLPALKEIFRTDGENVLQFPPPHVAKVSKSGWMTDEEFAREVIAG
VNPNVIRRLQEFPPKSTLDPTLYGDQTSTITKEQLE INMGGVTVEEALSTQRLF ILDYQDAFTPYLTRINSLPTAKA
YATRTILFLKDDGTLKPLATELSKPHPDGDNLGPESITVVLPATEGVDSTIWLLAKAHVIVNDSGYHQLVSHWLNTHA
VMEPFATATNRHLSVLHPIYKLLYPHYRDT ININGLARQSLINADGI IEKSFLPGKYSTEMSSSVYKNWVETDQALP
ADLVKRGLATEDPSAPHGLRLVIEDYPYAVDGLEIWDATKTWVHEYVSLYYPTDAAVQQDTELQAWWKEAVEKGHGD
LKEKPWWPKMQTTEDLIQSCSI IVWTASALHAAVNFGQYPYGGL ILNRPTLARRFIPAEGTPEYDEMVKNPQKAYLR
TITPKFETLIDLSVIEILSRHASDEIYLGERETPNWTTDKKALEAFKRFGSKLTGIEGK INARNSDPSLRNRTGPVQ
LPYTLLHRSSEEGLTFKGIPNSISI

[0298]  SEQ ID NO:100/E/IN*EAEG1yma07g00900.1 BLAST 866aa

[0299]  MTGGMFGRKGQKIKGTVVLMPKNVLDENAITSVGKGSAKDTATDFLGKGLDALGHAVDALTAFAGHSIS
LQLISATQTDGSGKGKVGNEAYLEKHLPTLPTLGARQEAFD INFEWDASFG IPGAFY IKNEMTDEFFLVSVKLED TP
NHGT INFVCNSWVYNFKSYKKNRIFFVNDTYLPSATPAPLLKYRKEELEVLRGDGTGKRKDFDRIYDYDVYNDLGNP
DGGDPRPILGGSSIYPYPRRVRTGRERTRTDPNSEKPGEVYVPRDENFGHLKSSDFLTYGIKSLSHDVIPLFKSAIF
QLRVTSSEFESFEDVRSLYEGGIKLPTDILSQISPLPALKE IFRTDGENVLQEPPPHVAKVSKSGWMTDEEFAREV
AGVNPNVIRRLQEFPPKSTLDPTLYGDQTSTITKEQLE INMGGVTVEEALSTQRLE ILDYQDAFIPYLTRINSLPTA
KAYATRTILFLKDDGTLKPLATELSKPHPDGDNLGPESIVVLPATEGVDSTIWLLAKAHY I VNDSGYHQLVSHWLNT
HAVMEPFATATNRHLSVLHPTYKLLYPHYRDT ININGLARQSLINADGI IEKSFLPGKYSTEMSSSVYKNWVETDQA
LPADLVKRGLATEDPSAPHGLRLVIEDYPYAVDGLE IWDATIKTWVHEYVSLYYPTDAAVQQDTELQAWWKEAVEKGH
GDLKEKPWWPKMQTTEDLIQSCSI IVWTASALHAAVNFGQYPYGGLILNRPTLARRF IPAEGTPEYDEMVKNPQKAY
LRTITPKFETLIDLSVIEILSRHASDEIYLGERETPNWTTDKKALEAFKRFGSKLTGIEGK INARNSDPSLRNRTGP
VQLPYTLLHRSSEEGLTFKGIPNSISI

[0300]  SEQ ID NO:101JE/N%EEENP_001235189 BLAST 859aa

[0301]  MTGGMFGRKGQKIKGTVVLMPKNVLDFNAITSVGKGSAKDTATDFLGKGLDALGHAVDALTAFAGHSIS
LQLISATQTDGSGKGKVGNEAYLEKHLPTLPTLGARQEAFD INFEWDASFG IPGAFY IKNFMTDEFFLVSVKLEDIP
NHGTINFVCNSWVYNFKSYKKNRIFFVNDTYLPSATPGPLVKYRQEELEVLRGDGTGKRRDFDRIYDYD T YNDLGNP
DGGDPRPIIGGSSNYPYPRRVRTGREKTRKDPNSEKPGE I YVPRDENFGHLKSSDFLTYGIKSLSQNVIPLFKSTIL
NLRVTSSEFDSFDEVRGLFEGGIKLPTNILSQISPLPVLKE IFRTDGENTLQFPPPHV IRV SKSGWMTDDEFAREMI
AGVNPNVIRRLQEFPPKSTLDPATYGDQTSTITKQQLEINLGGVTVEEAT SAHRLF TLDYHDAFFPYLTKINSLPTA
KAYATRTILFLKDDGSLKPLATELSKPATVSKVVLPATEGVESTIWLLAKAHV I VNDSGYHQL I SHYLNTHAVMEPE
ATATNRHLSVLHPIYKLLYPHYKDT ININGLARQSLINAGGI IEQTFLPGKYSTEMSSVVYKNWVETDQALPADLVK
RGLAVEDPSAPHGLRLVIEDYPYAVDGLE IWDALKTWVHEYVSVYYPTNAATQQDTELQAWWKEVVEKGHGDLKDKP
WWPKLQTVEDLIQSCSI T IWTASALHAAVNFGQYPYGGY IVNRPTLARRF IPEEGTKEYDEMVKDPQKAYLRT I TPK
FETLIDISVIEILSRHASDEVYLGQRDNPNWTTDSKALEAFKKFGNKLAE IEGK I TQRNNDPSLKSRHGPVQLPYTL
LHRSSEEGMSFKGIPNSISI

[0302]  SEQ ID NO:102/E/N%EAEG1yma07g03910.1 BLAST 865aa

[0303]  MFGILGGNKGHKIKGTVVLMSKNVLDFNEIVSTTQGGLVGAATGIFGAATGIVGGVVDGATATFSRNIA
IQLISATKTDGLGNGKVGKQTYLEKHLPSLPTLGDRQDAFSVYFEWDNDFG IPGAFY IKNFMQSEFFLVSVTLEDIP
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NHGTTHFVCNSWVYNAKSYKRDRIFFANKTYLPNETPTPLVKYRKEELENLRGDGKGERKEYDRIYDYDVYNDLGNP
DKSNDLARPVLGGSSAYPYPRRGRTGRKPTTKDSKSESPSSSTY IPRDENFGHLKSSDFLTYGIKSTAQTVLPTEQS
AFGLNAEFDRFDDVRGLFEGGITHLPTDALSK I SPLPVLKE IFRTDGEQVLKFPPPHV IKVSKSAWMTDEEFGREMLA
GVNPCLIECLQVFPPKSKLDPTVYGDQTSTI TKEHLE INLGGLSVEQALSGNRLF I LDHHDAF TAYLRK INDLPTAK
SYATRTILFLKDDGTLKPLAIELSLPHPRGDEFGAVSRVVLPADQGAESTIWLIAKAYVVVNDSCYHQLMSHWLNTH
AVIEPFVIATNRHLSVLHPIYKLLLPHYRDTMNINGLARQSLINAGGI IEQSFLPGPFAVEMSSAVYKGWVETDQAL
PADLIKRGMAVEDPSSPYGLRLVIDDYPYAVDGLEIWSATQTWVKDYVSLYYATDDAVKKDSELQAWWKEAVEKGHG
DLKDKPWWPKLNTLQDLIHICCI I IWTASALHAAVNFGQYPYGGFILNRPTLTRRLLPEPGTKEYGEL TSNHQKAYL
RTITGKTEALVDLTVIEILSRHASDEVYLGQRDNPNWTDDTKATQAFKKFGNKLKE IEDK I SGRNKNSSLRNRNGPA
QMPYTVLLPTSGEGLTFRGIPNSISI

[0304]  SEQ ID NO:103JE/N%EAEG1yma07g03920.2 BLAST 868aa

[0305]  MLIGSLLNRRPKIKGTVVLMTKNVFDVNDFMATTRGGPAAVAGGIFGAAQDIVGGIVDGATAIFSRNIA
IQLISATKSENALGHGKVGKLTYLEKHLPSLPNLGDRQDAFDVYFEWDESFGIPGAFY IKNYMQSEFFLVSFKLEDY
PNHGTILFACNSWVYNAKLYKKDRIFFANKAYLPNDTPTPLVKYRKEELENLRGDGRGERKELDRIYDYDVYNDLGN
PDENDDLARPILGGSSKHPYPRRGRTGRKPTKKDPRCERPTSDTY IPRDENFGHLKSSDFLTYATKSLTQNVLPQEN
TAFGFNNEFDSFEDVRCLFDGGVYLPTDVLSK I SPTPVLKE IFRTDGEQALKFPPPHV IKVRESEWMTDEEFGREML
AGVNPGMIQRLQEFPPKSKLDPTEFGDQTSTITKEHLE INLGGLTVEQALKGNKLE I LDHHDAF TPFMNLINGLPTA
KSYATRTILFLQDDGTLKPLATELSLPHPRGHEFGADSRVVLPPAAVNSAEGT IWLIAKAYVAVNDTGYHQLISHWL
NTHATIEPFVIATNRHLSVLHPTHKLLLPHYRDTMNINALARQSLINADGVIERSFLPGKY SLEMSSAVYKSWVETD
QALPADLIKRGMATEDPCAPHGLRLVIEDYPYAVDGLEIWDATQTWVKNYVSLYYPTDDATKKDSELQAWWKEAVET
GHGDLKDKPWWPKLNTPQDLVHICST I TWIASALHAAVNFGQYPYGGLILNRPTLTRRFLPEPGSKEYEELSTNYQK
AYLRTITRKIEALVDLSVIEILSRHASDEIYLGKRDSDDWTDDQKAIQAFEKFGTKLKE TEAK INSRNKDSSLRNRN
GPVQMPYTVLLPTSEEGLTFRGIPNSISI

[0306]  SEQ ID NO:104JJ % AEG1yma08g20190.1 BLAST 860aa

[0307]  MYSGVKGLFNRSQKVKGTVVLMRKNVLDINSITSVRGLIGTGINI IGSTIDGLTSFLGRSVCLQLISAT
KADGNGNGVVGKKTYLEG I ITSTPTLGAGQSAFT THFEWDADMG I PGAFL IKNYMQVELFLVSLTLEDIPNQGSMHF
VCNSWVYNSKVYEKDRIFFASETYVPSETPGPLVTYREAELQALRGNGTGKRKEWDRVYDYDVYNDLGNPDSGENFA
RPVLGGSLTHPYPRRGRTGRKPTKKDPNSEKPGEAY I PRDENFGHLKSSDFLTYGLKSLTRSFLPALKTVFDINETP
NEFDSFEEVRALCEGGIKLPTDILSKISPLPVLKE IFRTDGESVLKESVPDLIKVSKSAWMTDEEFAREMIAGVNPC
VIRRLQEFPPQSKLDPSVYGDQTSKMT I DHLE INLEGLTVDKATKDQRLF I LDHHDTFMPFLRRIDESKSSKAYATR
TILFLKDDGTLKPLATELSLPHPGQQQLGAYSKVILPANQGVESTIWLLAKAHVIVNDSCYHQLTSHWLNTHAVIEP
FVIATNRNLSILHPIYKLLFPHYRDTMNINALARQSLINADGFIEKTFLGGKYAVE ISSSGYKNWVFLDQALPADL I
KRGMATEDSSCPNGLRLVIEDYPYAVDGLETWDATK TWVQEYVSLYYATNDATKKDHELQAWWKEVVEKGHGDLKDK
PWWPKMQTLQELIQSCSTI IWIASALHAAVNFGQYPYGGFILNRPTLSRRWIPEEGTPEYDEMTKNPQKAYLRT I TP
KFQALVDLSVIEILSRHASDEVYLGQRDNPNWTSNPKAIEAFKKFGKKLAE TETK I SERNHDPNLRNRTGPAQLPYT
VLLPTSETGLTFRGIPNSISI

[0308] SEQ ID NO:105 SSDFLTYGIK

[0309]  SEQ ID NO:106 GTVVLMPK

[0310]  SEQ ID NO:107 NVLDFNAITSIGK
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n B

29/29 51

[0311]
[0312]
[0313]
[0314]
[0315]
[0316]
[0317]
[0318]
[0319]
[0320]
[0321]
[0322]
[0323]

SEQ
SEQ
SEQ
SEQ
SEQ
SEQ
SEQ
SEQ
SEQ
SEQ
SEQ
SEQ
SEQ

ID
ID
ID
ID
ID
ID
ID
ID
ID
ID
ID
ID
ID

NO:
NO:
NO:
NO:
NO:
NO:
NO:
NO:
NO:
NO:
NO:
NO:
NO:

108
109
110
111
112
113
114
115
116
117
118
119
120

GGVIDTATGILGQGVSLVGGVIDTATSFLGR
IFFVNDTYLPSATPAPLLK
DENFGHLK
SLSHDVIPLFK
SLYEGGIK
TDGENVLQFPPPHVAK
INSLPTAK

TILFLK

HLSVLHPIYK
QSLINADGITEK
FIPAEGTPEYDEMVK
ALEAFK

GIPNSISI
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Fea
<110> T o J o fifi=
BeWe it
ReC* AR
G I
<120> FHTAE R JE R R P 2 & SR I REuf 51k
<130> 2971-12526.1PC (76268-WO-PCT)
<160> 120
<170> Patentln version 3.5
<210> 1
<211> 10
<212> PRT
213> NTLJF3
<220>
<223> Gly m 1) PR IR
<400> 1
Ser Tyr Pro Ser Asn Ala Thr Cys Pro Arg
1 5 10
<210> 2
211> 13
<212> PRT
213> NP3
<220>
<223> Gly m 3R VERRE ik
<400> 2
Tyr Met Val Ile Gln Gly Glu Pro Gly Ala Val lle Arg
1 5 10
<210> 3
211> 10
<212> PRT
213> NTLJF3
<220>
<223> Gly m 5 (beta—fF K EIKEE) B BITERFEIE
<400> 3
Asn Ile Leu Glu Ala Ser Tyr Asp Thr Lys
1 5 10
<210> 4
Q211> 7
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<212> PRT

213> NILFP3

<220>

<223> Gly m 6 (CKEIKEH) G2/~ E] HERHEIK
<400> 4

Val Thr Ala Pro Ala Met Arg

1 5

<210> 5

211> 12

<212> PRT

213> NTLJF3

<220>

<223> Gly m 6 (CKEEREZE) G PEFFE IR
<400> 5

Asn Asn Asn Pro Phe Ser Phe Leu Val Pro Pro Lys
1 5 10
<210> 6

Q211> 7

<212> PRT

213> NILFP3

<220>

<223> Gly m 6 (KEEREZE) AR 20 MR E IR
<400> 6

Ala Asp Phe Tyr Asn Pro Lys

1 5

210> 7

211> 11

<212> PRT

213> NTLJF3

<220>

<223> Kuni tzJFREs A B 7 L 25 9] PR AE IR
<400> 7

Gly Gly Gly Ile Glu Val Asp Ser Thr Gly Lys
1 5 10
<210> 8

211> 11

<212> PRT

213> NILJFP3

<220>
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<223> Kuni tzf5RER (1 B 7) 3 10 70 4] PERFAIE Ak
<400> 8

Gly Ile Gly Thr Ile Ile Ser Ser Pro Tyr Arg
1 5 10
<210> 9

211> 14

<212> PRT

213> NP3

<220>

<223> Gly m Bd 28 K7l PEERAE ik

<400> 9

Asn Lys Pro Gln Phe Leu Ala Gly Ala Ala Ser Leu Leu Arg
1 5 10
<210> 10

Q211> 7

<212> PRT

213> NLF3

<220>

<223> Gly m Bd 30 Kf7~@l R K

<400> 10

Gly Val Ile Thr Gln Val Lys

1 5

<210> 11

211> 12

<212> PRT

213> NLJ¢3

<220>

<223> Gly m 8 (2S albumin) B RBIPEERE Ik
<400> 11

Ile Met Glu Asn Gln Ser Glu Glu Leu Glu Glu Lys
1 5 10
<210> 12

211> 119

<212> PRT

213> NLF3

<220>

<223> Gly m 1 ABA54898.1 [MW= 12482.64 Da]
<400> 12

Met Gly Ser Lys Val Val Ala Ser Val Ala Leu Leu Leu Ser Ile Asn

35
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1
Ile

Pro
Asp
Asp
65

Val

Arg

Asn

<210>
211>
212>
213>

Leu
Gln
Leu
50

Asp
Cys

Asn

Ala

<220>

223>
<400>

13
131
PRT
NP3

Phe

Pro

35

Ser

Cys

Leu

Leu

Thr
115

Met Ser Trp

1
Gly

Trp

Ala

Leu

65

Ala

Thr

Gly

Gln

Asn

Leu

Ile

50

Tyr

Val

Gly

Gln

Gly

His
Gln
35

Met
Leu
Ile
Ala
Cys

115
Tyr

Ile
20
Ser

Ile

Cys

Gln
100
Cys

Gln

Leu
20

Ser

Asn

Gly

Arg

Ala

100

Asn

Ser

His

Cys

Ala

Tle

85

Leu

Pro

Met
Val
Leu
Leu
70

Gln

Ile

Arg

Val

Thr

Asn

55

Tle

Leu

Leu

Thr

Ala Tyr Val

5
Thr

Thr
Asp
Gly
Gly
85

Leu

Met

His
Asp
Phe
Thr
70

Lys

Ile

Val

Ala

Phe

Asn

55
Lys

Ile

Val

Ser Ser
25

Ala Leu

40

Ile Leu

Gly Gly

Arg Ala

Asn Ser
105

Gly m 3 CAA11755.1 [MW= 14100.
13

Asp Asp

Ala Ile
25

Pro Gln

40

Glu Pro

Tyr Met
Gly Pro
Gly Ile

105

Glu Arg
120

36

10

Ser

Ile

Gly

Leu

Leu

90
Cys

Ser
Thr
Gly
Gly
75

Gly

Gly

07 Da]

His
10

Tle
Phe
Gly
Val
Gly
90

Tyr

Leu

Leu

Gly

Ser

Ile

75

Asp

Gly

His
Arg
Ser
60

Asp

Ile

Arg

Leu

Gln

Pro

Leu

60

Gln

Val

Glu

Asp

Tyr
Pro
45

Leu
Ile

Leu

Ser

Cys

Asp

Glu

45

Ala

Gly

Thr

Pro

Tyr
125

Asp
30

Ser
Gly
Glu

Asn

Tyr
110

Gly
Gly
30

Glu
Pro
Glu
Val
Met

110

Leu

15

Pro

Cys

Thr

Ala

Leu

95

Pro

Ile
15

Ser
Ile
Thr
Pro
Lys
95

Thr

Ile

Gln
Pro
Val
Ile
80

Asn

Ser

Glu

Val

Thr

Gly

Gly

80

Lys

Pro

Asp
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13
<210>
211>
<212>
<213>
220>
223>
<400>

0

14
15
PR

8
T

NI

Gly m 4 P26987 [MW= 16771.

14

Met Gly Val

1
Ala Th

Lys Al

Gly Pr
50

Lys Ph

65

Tyr Se

Lys I1

Ala G1

Asn GI
13
Lys Al
145
<210>
211>
212>
213>
<220>
223>
<400>

r

a

0]

e

r

e

y

n
0

a

15
60

Leu
Leu
35

Gly

Val

Thr
Lys
115

Asp

Tle

5

PRT
NP3

Gly m 5 (beta—fE KEBRE ) 121281 [MW= 70293.

15

Phe

Tyr

20

Thr

Leu

Ser

Phe

100

Leu

Glu

Glu

Thr Phe Glu

5
Lys

Ser

Ile

His

Val

85

Asp

Thr

Leu

Ala

Ala

Phe

Lys

Lys

70

Val

Ser

Val

Lys

150

Leu

Lys
55
Ile

Gly

Lys

Lys

Thr

135

Leu

Asp
Val
Ser
40

Ile
Glu
Gly
Leu
Tyr
120

Gly

Leu

81 Da]

Glu
Thr
25

Val
Thr
Ser
Ala
Val
105
Glu

Lys

Ala

Ile
10

Asp
Glu
Phe
Ile
Ala
90

Ala
Thr

Ala

His

Asn

Ala

Asn

Leu

Asp

75

Leu

Gly

Lys

Lys

Pro
155

Ser
Asp
Val
Glu
60

Glu
Pro
Pro
Gly
Ala

140
Asp

Pro
Asn
Glu
45

Asp
Ala
Asp
Asn
Asp
125

Asp

Tyr

Met Met Arg Ala Arg Phe Pro Leu Leu Leu Leu Gly Leu

1

5

10

Ala Ser Val Ser Val Ser Phe Gly Ile Ala Tyr Trp Glu

20

25

37

Val
Val
30

Gly
Gly
Asn
Thr
Gly
110
Ala

Ala

Asn

Ala
15

Ile
Asn
Glu
Leu
Ala
95

Gly

Glu

Leu

13 Da]

Pro

Pro

Gly

Thr

Gly

80

Glu

Ser

Pro

Phe

Val Phe Leu

15

Lys Glu Asn

30
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Pro Lys His

Tyr

Lys

65

Gln

Glu

Gln

Glu

Asp

145

Gln

Arg

Lys

Asn

Pro

225

Ile

Asp

Ser

Arg

305

Ser

Phe

Arg
50

Glu
His
Asp
Glu
Glu
130
Glu
Lys
Glu
Asn
Gln
210
Gln
Pro
Val
Arg
Gly
290
Leu

Phe

Ser

35

Asn

Glu

Pro

Glu

Glu

115

Lys

Glu

Glu

Ser

Pro

195

Tyr

Leu

Asn

Ile

Asp

275

Thr

Ile

Phe

Arg

Asn

Gln

Cys

Glu

Gln

100

Glu

Arg

Gln

Glu

Glu

180

Phe

Gly

Gln

Thr

Leu

260

Ser

Thr

Thr

Leu

Asn

Lys
Ala
Glu
Arg
85

Pro
His
Gly
Asp
Arg
165
Glu
Leu
Arg
Asn
Leu
245
Asn
Tyr
Tyr
Leu
Ser

325
Ile

Cys
Cys
Glu
70

Glu
Arg
Glu
Glu
Glu
150
Asn
Ser
Phe
Ile
Leu
230
Leu
Gly
Arg
Tyr
Ala
310

Ser

Leu

Leu

His

55

Gly

Pro

Pro

Gln

135

Arg

Glu

Glu

Gly

Arg

215

Arg

Leu

Thr

Leu

Val

295

Ile

Thr

Glu

Gln
40

Ala
Glu
Gln
Ile
Arg
120
Gly
Gln
Glu
Asp
Ser
200
Val
Asp
Pro
Ala
Gln
280
Val
Pro

Glu

Ala

Ser Cys Asn

Arg

Ile

Gln

Pro

105

Glu

Ser

Phe

Glu

Ser

185

Asn

Leu

Tyr

Asn

Ile

265

Ser

Asn

Val

Ala

Ser

38

Cys
Pro
Pro
90

Phe
Glu
Glu
Pro
Asp
170
Glu
Arg
Gln
Arg
His
250
Leu
Gly
Pro
Asn
Gln

330
Tyr

Asn
Arg
75

Gly
Pro
Gln
Glu
Phe
155
Glu
Leu
Phe
Arg
Tle
235
Ala
Ser
Asp
Asp
Lys
315

Gln

Asp

Ser
Leu
60

Pro
Glu
Arg
Glu
Glu
140
Pro
Asp
Arg
Glu
Phe
220
Leu
Asp
Leu
Ala
Asn
300
Pro

Ser

Thr

Glu
45

Leu

Arg

Pro
Trp
125
Asp
Arg
Glu
Arg
Thr
205
Asn
Glu
Ala
Val
Leu
285
Asn

Gly

Tyr

Arg

Lys

Pro

Glu

Gln

110

Pro

Glu

Pro

Glu

His

190

Leu

Gln

Phe

Asp

Asn

270

Arg

Glu

Arg

Leu

Phe

Asp
Val
Arg
Glu
95

Pro
Arg
Asp
Pro
Gln
175
Lys
Phe
Arg
Asn
Tyr
255
Asn
Val
Asn
Phe
Gln

335
Glu

Ser
Glu
Pro
80

Asp
Arg
Lys
Glu
His
160
Gln
Asn
Lys
Ser
Ser
240
Leu
Asp
Pro
Leu
Glu
320

Gly

Glu
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Ile
Gln
Arg
385
Ser
Asn
Leu
Ala
Ile
465
Gln
Arg
Pro
Ile
Asn
545

Gly

Tyr

Asn
Arg
370
Ala
Glu
Lys
Arg
Leu
450
Asn
Gln
Ala
Val
Asn
530
Val

Ser

Phe

Lys
355
Leu
Leu
Asp
Leu
Asp
435
Leu
Glu
Glu
Glu
Val
515
Ala
Tle

Ala

Val

Arg Lys Gly

<210> 16

595

211> 495
<212> PRT
213> NLRF%
<220>
<223> Gly m 6 KEIREA Gl

340
Val

Gln
Ser
Lys
Gly
420
Leu
Leu
Gly
Gln
Leu
500
Val
Glu
Ser
Gln
Asp

580

Pro

Leu

Glu

Lys

Pro

405

Asp

Pro

Asp

Gln

485

Ser

Asn

Asn

Gln

Ala

565

Ala

Leu

Phe
Ser
Arg
390
Phe
Phe
Ile
His
Ala
470
Gln
Glu
Ala
Asn
Tle
550
Val

Gln

Ser

Ser

Val

375

Ala

Asn

Phe

Phe

Phe

455

Asn

Glu

Gln

Thr

Gln

535

Pro

Glu

Pro

Ser

Arg
360
Ile
Lys
Leu
Glu
Leu
440
Asn
Ile
Glu
Asp
Ser
520
Arg

Ser

Lys

Ile
600

345
Glu

Val

Ser

Arg

Ile

425

Ser

Ser

Glu

Gln

Ile

505

Asn

Asn

Gln

Leu

Lys

585

Leu

Glu

Glu

Ser

Ser

410

Thr

Ile

Lys

Leu

Pro

490

Phe

Leu

Phe

Val

Leu

570

Arg

121276 [MW=

39

Ile
Ser
395
Arg
Pro
Val
Ala
Val
475
Leu
Val
Asn
Leu
Gln
55hH
Lys

Glu

Ala

55706.34 Da]

Gln
Ser
380
Arg
Asp
Glu
Asp
Ile
460
Gly
Glu
Ile
Phe
Ala
540
Glu
Asn

Glu

Phe

Gln
365
Lys

Lys

Pro

Met
445
Val
Leu
Val
Pro
Phe
525
Gly
Leu
Gln

Gly

Tyr
605

350
Gln

Glu
Thr
Ile
Asn
430

Asn

Ile

Arg
Ala
510
Ala
Ser
Ala

Arg

Asn
590

Gly
Gln
Ile
Tyr
415
Pro
Glu
Leu
Glu
Lys
495
Gly
Ile
Gln
Phe
Glu

575
Lys

Glu
Ile
Ser
400
Ser
Gln
Gly
Val
Gln
480
Tyr
Tyr
Gly
Asp
Pro
560

Ser

Gly
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<400> 16

Met Ala Lys

1
Cys

Ile
Gly
Ala
65

Arg
Lys
Glu
Arg
Pro
145
Val
Gln
Leu
His
Thr
225
Lys
Thr

Gln

Gln

Phe
Gln
Gly
50

Gly
Pro
Gly
Pro
His
130
Thr
Ala
Met
Lys
Gln
210
Leu
Asn
Val

Gln

Cys
290

Ala
Lys
35

Leu
Val
Ser
Ile
Gln
115
Gln
Gly
Val
Pro
Tyr
195
Gln
Glu
Leu
Lys
Arg

275
Lys

Leu
Phe
20

Leu
Tle
Ala
Tyr
Phe
100
Gln
Lys
Val
Ser
Arg
180
Gln
Glu
Phe
Gln
Gly
260

Pro

Gly

Val
Ser
Asn
Glu
Leu
Thr
85

Gly
Pro
Ile
Ala
Ile
165
Arg
Gln
Glu
Leu
Gly
245
Gly

Gln

Lys

Phe

Ser

Ala

Thr

Ser

70

Asn

Met

Gln

Tyr

Trp

150

Ile

Phe

Glu

Glu

Glu

230

Glu

Leu

Glu

Asp

Ser
Arg
Leu
Trp
55

Arg
Gly
Ile
Gln
Asn
135
Trp
Asp
Tyr
Gln
Asn
215
His
Asn
Ser

Glu

Lys
295

Leu
Glu
Lys

40

Asn

Pro
Tyr
Arg
120
Phe
Met
Thr
Leu
Gly
200
Glu
Ala
Glu
Val
Glu

280
His

Cys
Gln
25

Pro
Pro
Thr
Gln
Pro
105
Gly
Arg
Tyr

Asn

Ala
185
Gly
Gly
Phe
Gly
Ile
265

Glu

Cys

40

Phe
10

Pro
Asp
Asn
Leu
Glu
90

Gly
Gln
Glu
Asn
Ser
170
Gly
His
Gly
Ser
Glu
250
Lys

Glu

Gln

Leu
Gln
Asn
Asn
Asn
75

Ile
Cys
Ser
Gly
Asn
155
Leu
Asn
Gln
Ser
Val
235
Asp
Pro

Glu

Arg

Leu

Gln

Arg

Lys

60

Arg

Tyr

Pro

Ser

Asp

140

Glu

Glu

Gln

Ser

Ile

220

Asp

Lys

Pro

Glu

Pro
300

Phe
Asn
Tle
45

Pro
Asn
Ile
Ser
Arg
125
Leu
Asp
Asn
Glu
Gln

205

Leu

Gly
Thr
Asp

285
Arg

Ser
Glu
30

Glu
Phe
Ala
Gln
Thr
110
Pro
Ile
Thr
Gln
Gln
190
Lys
Ser
Gln
Ala
Asp
270

Glu

Gly

Gly
15

Cys
Ser
Gln
Leu
Gln
95

Phe
Gln
Ala
Pro
Leu
175
Glu
Gly
Gly
Ile
Ile
255
Glu

Lys

Ser

Cys
Gln
Glu
Cys
Arg
80

Gly
Glu
Asp
Val
Val
160
Asp
Phe
Lys
Phe
Ala
240
Val
Gln

Pro

Gln
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Ser Lys Ser Arg Arg

305

Leu Arg His

Gln Ala Gly

Ser Trp Leu

355

Met Phe Val
370
Leu Asn Gly

385

Val Phe Asp

Asn Phe Val

Ser Phe Lys

435

Asn Ser Leu
450
Asn Leu Lys

465

Lys Phe Leu

<210>
211>
212>
213>
220>
223>
<400>

17
485
PRT

Asn
Ser
340
Arg
Pro
Arg
Gly
Val
420
Thr
Leu

Ser

Val

NILF3

Ile

325

Val

Leu

His

Ala

Glu

405

Ala

Asn

Asn

Gln

Pro
485

Asn
310
Gly
Thr
Ser
Tyr
Leu
390
Leu
Ala
Asp
Ala
Gln

470
Pro

Gly
Gln
Thr
Ala
Asn
375
Ile
Gln
Arg
Thr
Leu
455

Ala

Gln

Gly m 6 KEERER 62

17

Met Ala Lys Leu Val Leu Ser

1

5

Phe Ala Leu Arg Glu Gln Ala

20

Leu Asn Ala Leu Lys Pro Asp

35

Ile Glu Thr Trp Asn Pro Asn

50

95

Ile
Thr
Ala
Glu
360
Leu
Gln
Glu
Ser
Pro
440
Pro

Arg

Glu

Asp Glu Thr

Ser
Thr
345
Phe
Asn
Val
Gly
Gln
425
Met
Glu

Gln

Ser

Ser
330
Ser
Gly
Ala
Val
Arg
410
Ser
Ile
Glu

Ile

Gln
490

121277 [MW=

Leu Cys Phe

10

Gln Gln Asn

25

Asn Arg lle

40

Asn Lys Pro

41

315

Pro

Leu

Ser

Asn

Asn

395

Val

Asp

Gly

Val

Lys

475
Lys

Ile

Asp

Leu
Ser
380
Cys
Leu
Asn
Thr
Ile
460

Asn

Arg

Cys Thr

Ile Tyr

Phe Pro
350

Arg Lys

365

Ile Ile

Asn Gly

Ile Val

Phe Glu
430

Leu Ala

445

Gln His

Asn Asn

Ala Val

54390.76 Da]

Leu

Glu

Glu

Phe

Leu

Cys

Ser

Gln
60

Phe Ser

Gln Ile
30

Glu Gly

45

Cys Ala

Met
Asn
335
Ala
Asn
Tyr
Glu
Pro
415
Tyr
Gly
Thr

Pro

Ala
495

Gly
15
Gln

Gly

Gly

Arg
320
Pro
Leu
Ala
Ala
Arg
400
Gln
Val
Ala

Phe

Phe
480

Cys

Lys

Phe

Val



CN 106796206 A

.l

3

10/98 7L

Ala Leu Ser

65
Tyr

Phe
Glu
Lys
Val
145
Ser
Arg
Gln
Glu
Phe
225
Gln
Gly
Glu
Lys
Thr
305
Pro
Leu

Ser

Asn

Thr
Gly
Ser
Val
130
Ala
Ile
Arg
Gln
Glu
210
Leu
Gly
Gly
Asp
Gly
290
Ile
Asp
Asp

Leu

Ser

Asn
Met
Gln
115
His
Trp
Tle
Phe
Gln
195
Glu
Lys
Glu
Leu
Asp
275
Cys
Cys
Ile
Phe
Arg

355
Ile

Arg

Gly

Ile

100

Gln

Arg

Trp

Asp

Tyr

180

Gln

Asn

Glu

Asn

Arg

260

Gln

Thr

Pro
340
Lys

Ile

Cys
Pro
85

Phe
Arg
Phe
Met
Thr
165
Leu
Gln
Glu
Ala
Glu
245
Val
Asp
Arg
Met
Asn
325
Ala

Asn

Tyr

Thr
70

Gln
Pro
Gly
Arg
Tyr
150
Asn
Ala
Gly
Gly
Phe
230
Glu
Thr
Glu
Gln
Arg
310
Pro
Leu

Ala

Ala

Leu

Glu

Gly

Arg

Glu

135

Asn

Ser

Gly

Gly

Ser

215

Gly

Glu

Ala

Glu

Ser

295

Leu

Gln

Trp

Met

Leu

Asn
Ile
Cys
Ser
120
Gly
Asn
Leu
Asn
Ser
200
Asn
Val
Asp
Pro
Glu
280
Lys
Arg
Ala
Leu
Phe

360

Asn

Arg Asn Ala

Tyr
Pro
105
Gln
Asp
Glu
Glu
Gln
185
Gln
Ile
Asn
Ser
Ala
265
Gln
Arg
Gln
Gly
Leu
345
Val

Gly

42

Ile
90

Ser
Arg
Leu
Asp
Asn
170
Glu
Ser
Leu
Met
Gly
250
Met
Pro
Ser
Asn
Ser
330
Lys

Pro

Arg

75
Gln

Thr

Pro

Ile

Thr

155

Gln

Gln

Gln

Ser

Gln

235

Ala

Arg

Gln

Arg

Ile

315

Ile

Leu

His

Ala

Leu

Gln

Tyr

Gln

Ala

140

Pro

Leu

Glu

Lys

Gly

220

Ile

Tle

Lys

Cys

Asn

300

Gly

Thr

Ser

Tyr

Leu

Arg
Gly
Gln
Asp
125
Val
Val
Asp
Phe
Gly
205
Phe
Val
Val
Pro
Val
285
Gly
Gln
Thr
Ala
Thr

365
Val

Arg
Asn
Glu
110
Arg
Pro
Val
Gln
Leu
190
Lys
Ala
Arg
Thr
Gln
270
Glu
Ile
Asn
Ala
Gln
350

Leu

Gln

Pro
Gly
95

Pro
His
Thr
Ala
Met
175
Lys
Gln
Pro
Asn
Val
255
Gln
Thr
Asp
Ser
Thr
335
Tyr

Asn

Val

Ser
80

Ile
Gln
Gln
Gly
Val
160
Pro
Tyr
Gln
Glu
Leu
240
Lys
Glu
Asp
Glu
Ser
320
Ser
Gly

Ala

Val



CN 106796206 A

F 3

x

11/98 1l

Asn
385
Val

Asp

Gly

Val

Lys

465
Arg

<210>
211>
212>
213>

370
Cys

Leu
Asn
Asn
Ile
450

Asn

Arg

<220>

223>
<400>

18
481
PRT
NP3

Asn

Ile

Phe

Leu

435

Gln

Asn

Ala

Met Ala Lys

1
Cys

Ile
Gly
Ala
65

Arg

Ser

Glu

Phe

Gln

Gly

50

Gly

Pro

Gly

Pro

Ile

Ala
Arg
35

Phe
Val
Ser

Ile

Gln
115

Val
Glu
420
Ala
His
Asn

Val

Leu

Phe
20

Leu

Tle

Ala

Tyr

Phe

100

Gln

His

Glu
Pro
405
Tyr
Gly
Thr

Pro

Ala
485

Val
5

Ser

Asn

Glu

Leu

Thr

85

Gly

Lys

Phe

Arg
390
Gln
Val
Ala

Phe

Phe
470

Leu

Phe

Ala

Thr

Ser

70

Asn

Met

Gly

375
Val

Asn

Ser

Asn

Asn

455

Ser

Gly m 6 KEERER 63
18

Ser

Arg

Leu

Trp

55

Arg

Ala

Ile

Gln

Glu

380

Phe Asp Gly Glu Leu

Phe Ala

Phe Lys
425

Ser Leu

440

Leu Lys

Phe Leu

Val

410

Thr

Leu

Ser

Val

121278 [MW=

Leu Cys

Glu Gln

25
Lys Pro
40

Asn Pro

Cys Thr

Pro Gln

Phe Pro
105

Ser Ser

120

Gly Asp

43

Phe
10

Pro
Asp
Asn
Leu
Glu
90

Gly

Arg

Leu

395
Ala Ala

Asn Asp

Asn Ala

Gln GIn

460
Pro Pro
475

Gln Glu

Lys Ser

Arg Pro
430

Leu Pro

445

Ala Arg

Gln Glu

54241.73 Da]

Leu Leu
Gln Gln
Asn Arg
Asn Lys
60

Asn Arg
75

Ile Tyr
Cys Pro

Pro Gln

Ile Ala

Phe Ser

Asn Glu
30

Ile Glu

45

Pro Phe

Asn Ala

Ile Gln

Ser Thr
110

Asp Arg

125

Val Pro

Gly
Gln
415
Ser
Glu

Gln

Ser

Gly
15

Cys
Ser
Gln
Leu
Gln
95

Phe

His

Thr

Gly
400
Ser
Ile
Glu

Val

Gln
480

Cys

Gln

Glu

Cys

Arg

80

Gly

Glu

Gln

Gly
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Phe
145
Ser
Arg
Gln
Gln
Pro
225
Lys
Val
Gln
His
Met
305
Asn
Ala
Asn
Tyr
Glu
385
Pro

Tyr

Gly

130
Ala

Leu
Arg
Pro
Gln
210
Glu
Leu
Lys
Arg
Cys
290
Arg
Pro
Leu
Ala
Ala
370
Arg
Gln

Val

Ala

Tyr
Ile
Phe
Gln
195
Glu
Phe
Gln
Gly
Pro
275
Gln
Leu
Gln
Ser
Met
355
Leu
Val
Asn

Ser

Asn
435

Trp
Asp
Tyr
180
Lys
Glu
Leu
Gly
Gly
260

Glu

Ser

Ala
Trp
340
Phe
Asn
Phe
Phe
Phe

420

Ser

Met
Thr
165
Leu
Gln
Glu
Glu
Glu
245
Leu
Glu
Gln
His
Gly
325
Leu
Val
Gly
Asp
Ala

405

Leu

Tyr
150
Asn
Ala
Gln
Asn
His
230
Asn
Ser
Glu
Ser
Asn
310
Ser
Lys
Pro
Arg
Gly
390
Val

Thr

Leu

135

Asn
Ser
Gly
Gly
Glu
215
Ala
Glu
Val
Glu
Arg
295
Ile
Ile
Leu
His
Ala
375
Glu
Ala

Asn

Asn

Asn
Phe
Asn
Gly
200
Gly
Phe
Glu
Ile
Lys
280
Asn
Gly
Thr
Ser
Tyr
360
Leu
Leu
Ala

Asp

Ala
440

Glu
Gln
Gln
185
Thr
Gly
Val
Glu
Ser
265
Pro
Gly
Gln
Thr
Ala
345
Asn
Val
Gln
Arg
Arg

425

Leu

44

Asp
Asn
170
Glu
Gln
Ser
Val
Glu
250
Pro
Asp
Ile
Thr
Ala
330
Gln
Leu
Gln
Glu
Ser
410

Pro

Pro

Thr
155
Gln
Gln
Ser
Tle
Asp
2356
Lys
Pro
Cys
Asp
Ser
315
Thr
Phe
Asn
Val
Gly
395
Gln

Ser

Glu

140

Pro
Leu
Glu
Gln
Leu
220
Arg
Gly
Thr
Asp
Glu
300
Ser
Ser
Gly
Ala
Val
380
Gln
Ser

Ile

Glu

Val
Asp
Phe
Lys
205
Ser
Gln
Ala
Glu
Glu
285
Thr
Pro
Leu
Ser
Asn
365
Asn
Val
Asp

Gly

Val
445

Val
Gln
Leu
190
Gly
Gly
Ile
Ile
Glu
270
Lys
Ile
Asp
Asp
Leu

350

Ser

Leu
Asn
Asn

430
Ile

Ala
Met
175
Gln
Lys
Phe
Val
Val
255
Gln
Asp
Cys
Ile
Phe
3356
Arg
Ile
Asn
Ile
Phe
415

Leu

Gln

Val
160
Pro
Tyr
Arg
Ala
Arg
240
Thr
Gln
Lys
Thr
Phe
320
Pro
Lys
Tle
Gly
Val
400
Glu

Ala

Gln
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Thr Phe Asn Leu Arg Arg Gln Gln Ala Arg Gln Val Lys Asn Asn Asn

450

455

460

Pro Phe Ser Phe Leu Val Pro Pro Lys Glu Ser Gln Arg Arg Val Val

465
Ala

<210> 19

<211> 562
<212> PRT
213> NTLF3

220>

470

<223> Gly m 6 KEIREHA G4

<400> 19

Met Gly
1

Leu Ser

Gln Leu

Glu Gly
50

Cys Ala

65

His Ser

Gly Lys
Glu Glu
Gln Gln
130
Asp Val
145
Gly Asp
Asn Asn

Pro Asp

Ser His

Lys

Ser

Asn

35

Gly

Pro

Gly

Pro

115

Leu

Leu

Glu

Gln

Ile
195

Pro
Ala
20

Asn
Leu
Val
Ser
Ala
100
Gln
Gln
Val
Pro
Leu
180

Glu

Gly

Phe Thr Leu

5
Cys

Leu

Ile

Thr

Tyr

85

Leu

Glu

Asp

Ile

Val

165

Asp

Tyr

Arg

Phe
Asn
Gln
Val
70

Ser
Gly
Gln
Ser
Pro
150
Val
Gln

Pro

Lys

Ala

Ala

Thr

95

Ser

Pro

Val

Ser

His

135

Pro

Ala

Thr

Glu

Gln

121279 [MW=

Ser
Ile
Leu
40

Trp
Lys
Tyr
Ala
Asn
120
Gln
Ser
Ile
Pro
Thr

200
Gly

Leu
Ser
25

Glu
Asn
Leu
Pro
Tle
105
Arg
Lys
Val
Ser
Arg
185
Met

Gln

45

Ser
10

Ser
Pro
Ser
Thr
Arg
90

Pro
Arg
Ile
Pro
Leu
170
Val

Gln

His

475

63587.16 Da]

Ser
Ser
Asp
Gln
Leu
75

Met

Gly

Arg
Tyr
155
Leu
Phe

Gln

Gln

Leu

Lys

His

His

60

Asn

Tle

Cys

Ser

His

140

Trp

Asp

Tyr

Gln

Gln

Cys
Leu
Arg
45

Pro
Arg
Ile
Pro
Arg
125
Phe
Thr
Thr
Leu
Gln

205
Glu

Leu
Asn
30

Val
Glu
Asn
Ile
Glu
110
Ser
Asn
Tyr
Ser
Ala
190

Gln

Glu

Leu
15

Glu
Glu
Leu
Gly
Ala
95

Thr
Gln
Glu
Asn
Asn
175
Gly

Gln

Glu

480

Leu
Cys
Ser
Lys
Leu
80

Gln

Phe

Gly
Thr
160
Phe
Asn

Lys

Glu
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Glu
225
Ser
Asp
Ser
Asp
His
305
Pro
Asp
Trp
Arg
Thr
385
Tyr
Pro
Lys
Ile
Gly
465
Val

Glu

Lys

210
Gly

Phe
Glu
Pro
Asp
290
Gly
Arg
Glu
Arg
Glu
370
Leu
Asn
Ala
Asn
Tyr
450
Asn
Pro

Tyr

Asp

Gly
Asn
Arg
Lys
275
Glu
Lys
Pro
Asp
Ser
355
Arg
Lys
Pro
Leu
Gly
435
Val
Ala
Gln

Ile

Val
515

Ser
Thr
Lys
260
Trp
Asp
Arg
Ser
Glu
340
Lys
Gly
Leu
Lys
Arg
420
Tle
Thr
Val
Asn
Val

500
Phe

Val
Asn
245
Gln
Gln
Glu
Glu
Arg
325
Asp
Lys
Cys
His
Ala
405
Gln
Tyr
Arg
Phe
Phe
485

Phe

Arg

Leu
230
Glu
Tle
Glu
Gln
Gln
310
Pro
Glu
Thr
Glu
Glu
390
Gly
Phe
Ser
Gly
Asp
470
Val

Lys

Ala

215

Ser
Asp
Val
Gln
Ile
295
Asp
Ser
Asp
Gln
Thr
375
Asn
Arg
Gln
Pro
Gln
455
Gly
Val

Thr

Ile

Gly
Ile
Thr
Gln
280
Pro
Glu
Gln
Glu
Pro
360
Arg
Ile
Ile
Leu
His
440
Gly
Glu
Ala
His

Pro
520

Phe
Ala
Val
265
Asp
Ser
Asp
Gly
Asp
345
Arg
Asn
Ala
Ser
Ser
425
Trp
Lys
Leu
Glu
His

505

Ser

46

Ser
Glu
250
Glu
Glu
His
Glu
Lys
330
Gln
Arg
Gly
Arg
Thr
410
Ala
Asn
Val
Arg
Gln
490

Asn

Glu

Lys
235
Lys
Gly
Asp
Pro
Asp
315
Arg
Pro
Pro
Val
Pro
395
Leu
Gln
Leu
Arg
Arg
475
Ala

Ala

Val

220
His

Leu
Gly
Glu
Pro
300
Glu
Asn
Arg
Arg
Glu
380
Ser
Asn
Tyr
Asn
Val
460
Gly
Gly

Val

Leu

Phe
Glu
Leu
Asp
285
Arg

Asp

Lys

Gln
365
Glu
Arg
Ser
Val
Ala
445
Val
Gln
Glu

Thr

Ala
525

Leu
Ser
Ser
270
Glu
Arg
Glu
Thr
Ser
350
Glu
Asn
Ala
Leu
Val
430
Asn
Asn
Leu
Gln
Ser

510
His

Ala
Pro
255
Val
Asp
Pro
Asp
Gly
335
Arg
Glu
Ile
Asp
Thr
415
Leu
Ser
Cys
Leu
Gly
495

Tyr

Ser

Gln
240
Asp
Ile
Glu
Ser
Lys
320
Gln
Glu
Pro
Cys
Phe
400
Leu
Tyr
Val
Gln
Val
480
Phe

Leu

Tyr



CN 106796206 A F % 3R 15/98 T

Asn Leu Arg Gln Ser Gln Val Ser Glu Leu Lys Tyr Glu Gly Asn Trp
530 535 540
Gly Pro Leu Val Asn Pro Glu Ser Gln Gln Gly Ser Pro Arg Val Lys
545 550 555 560
Val Ala
<210> 20
<211> 562
<212> PRT
213> NLF3
<220>
<223> Gly m 6 KEEREHATAE 75221455 MW= 63876.47 Da]
<400> 20
Met Gly Lys Pro Phe Thr Leu Ser Leu Ser Ser Leu Cys Leu Leu Leu
1 5 10 15
Leu Ser Ser Ala Cys Phe Ala Ile Ser Ser Ser Lys Leu Asn Glu Cys
20 25 30
Gln Leu Asn Asn Leu Asn Ala Leu Glu Pro Asp His Arg Val Glu Phe
35 40 45
Glu Gly Gly Leu Ile Gln Thr Trp Asn Ser Gln His Pro Glu Leu Lys
50 55 60
Cys Ala Gly Val Thr Val Ser Lys Leu Thr Leu Asn Arg Asn Gly Leu
65 70 75 80
His Leu Pro Ser Tyr Ser Pro Tyr Pro Arg Met Ile Ile Ile Ala Gln
85 90 95
Gly Lys Gly Ala Leu Gln Cys Lys Pro Gly Cys Pro Glu Thr Phe Glu
100 105 110
Glu Pro Gln Glu Gln Ser Asn Arg Arg Gly Ser Arg Ser Gln Lys Gln
115 120 125
Gln Leu Gln Asp Ser His Gln Lys Ile Arg His Phe Asn Glu Gly Asp
130 135 140
Val Leu Val Ile Pro Pro Gly Val Pro Tyr Trp Thr Tyr Asn Thr Gly
145 150 155 160
Asp Glu Pro Val Val Ala Ile Ser Leu Leu Asp Thr Ser Asn Phe Asn
165 170 175
Asn Gln Leu Asp Gln Thr Pro Arg Val Phe Tyr Leu Ala Gly Asn Pro
180 185 190
Asp Ile Glu Tyr Pro Glu Thr Met Gln Gln Gln Gln Gln Gln Lys Ser
195 200 205
His Gly Gly Arg Lys Gln Gly Gln His Gln Gln Glu Glu Glu Glu Glu

47
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Gly
225
Phe
Glu
Pro
Asp
Gly
305
Arg
Asp
Trp
Arg
Thr
385
Tyr
Pro
Lys
Ile
Gly
465
Val

Glu

Lys

210
Gly

Asn
Arg
Lys
Glu
290
Lys
Pro
Glu
Arg
Glu
370
Leu
Asn
Ala
Asn
Tyr
450

Asn

Pro

Asp

Ser
Thr
Lys
Trp
275
Asp
Arg
Ser
Asp
Ser
355
Arg
Lys
Pro
Leu
Gly
435
Val
Ala
Gln

Ile

Val
515

Val
Asn
Gln
260
Gln
Glu
Glu
Arg
Glu
340
Lys
Gly
Leu
Lys
Arg
420
Tle
Thr
Val
Asn
Val

500
Phe

Leu
Glu
245
Ile
Glu
Gln
Gln
Pro
325
Asp
Lys
Cys
His
Ala
405

Gln

Tyr

Phe
Phe
485
Phe

Arg

Ser
230
Asp
Val
Gln
Ile
Asp
310
Ser
Glu
Thr
Glu
Glu
390
Gly

Phe

Ser

Asp
470
Val

Lys

Ala

215
Gly

Ile
Thr
Gln
Pro
295
Glu
Gln
Asp
Gln
Thr
375
Asn
Arg
Gln
Pro
Gln
455
Gly
Val

Thr

Ile

Phe

Ala

Val

Asp

280

Ser

Asp

Gly

Glu

Pro

360

Arg

Ile

Ile

Leu

His

440

Glu

Ala

His

Pro
520

Ser

Glu

Glu

265

Glu

His

Glu

Lys

345

Arg

Asn

Ala

Ser

Ser

425
Trp

Leu
Glu
His

505

Ser

48

Lys
Lys
250
Gly
Asp
Pro
Asp
Arg
330
Gln
Arg
Gly
Arg
Thr
410
Ala
Asn
Val
Arg
Gln
490

Asn

Glu

His
235
Leu
Gly
Glu
Pro
Glu
3156
Glu
Pro
Pro
Val
Pro
395
Leu
Gln
Leu
Arg
Arg
475
Ala

Ala

Val

220
Phe

Gln
Leu
Asp
Arg
300
Asp
Gln
Arg
Arg
Glu
380
Ser
Asn
Tyr
Asn
Val
460
Gly
Gly

Val

Leu

Leu
Ser
Ser
Glu
285
Arg

Glu

Asp

Gln
365
Glu
Arg
Ser
Val
Ala
445
Val
Gln
Glu

Thr

Ala
525

Ala
Pro
Val
270
Asp
Pro
Asp
Gln
Ser
350
Glu
Asn
Ala
Leu
Val
430
Asn
Asn
Leu
Gln
Ser

510
His

Gln

Asp

255

Ile

Glu

Ser

Lys

Asp

335

Glu

Ile

Thr
415

Leu

Ser

Leu

Gly
495

Ser

Ser
240
Asp
Ser
Asp
His
Pro
320
Gln
Glu
Pro
Cys
Phe
400
Leu
Tyr
Val
Gln
Val
480
Phe

Leu

Tyr
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Asn Leu Arg Gln Ser Gln Val Ser Glu Leu Lys Tyr Glu Gly Asn Trp

530 535

540

Gly Pro Leu Val Asn Pro Glu Ser Gln Gln Gly Ser Pro Arg Val Lys

545 550
Val Ala

<210> 21

211> 476

<212> PRT

213> NTLF5

{220>

555

<223> Gly m Bd 28K 12697782 [MW= 52944.36 Da]

<400> 21
Met Gly Asn Lys Thr Thr Leu
1 5
Gly Val Ala Thr Thr Thr Met
20
Lys Lys Ser Pro Lys Ser Leu
35
Phe Lys Thr Asp Ala Gly Glu
50 55
Arg Ile Phe Tyr Arg His Met
65 70
Lys Ser Leu Phe Val Pro Gln
85
Ile Arg Arg Gly Glu Ala Lys
100
Ala Glu Arg Arg Leu Lys Thr
115
Ser Ala Phe Tyr Leu Val Asn
130 135
Ile Cys Ser Ile Asp Pro Ser
145 150
Ser Phe Tyr lle Gly Gly Gly
165
Phe Glu Pro Ala Ile Leu Glu
180
Val Glu Glu Ile Phe Ser Lys
195
Asp Asp Ser His Ala Pro Ser

Leu
Ala
Phe
40

Met
His
Tyr
Leu
Gly
120
Ile
Thr
Ala
Thr
Glu

200

Leu

Leu

Phe
25

Leu
Arg
Ile
Leu
Gly
105
Asp
Gly
Ser
Asn
Ala
185
Leu

Trp

49

Leu
10

His
Met
Val
Gly
Asp
90

Phe
Leu
Glu
Leu
Ser
170
Phe

Asp

Thr

Leu Phe

Asp Asp

Ser Asn

Leu Lys
60

Phe Tle

75

Ser Asn

Ile Tyr
Tyr Met
Gly Gln
140
Gly Leu
155
His Ser
Asn Glu

Gly Pro

Lys Phe

Val
Glu
Ser
45

Ser
Ser
Leu
Asp
Ile
125
Arg
Glu
Val
Ser
Ile

205

Leu

Leu
Gly
30

Thr
His
Met
Ile
Asp
110
Pro
Leu
Thr
Leu
Arg
190

Met

Gln

Cys
15

Gly
Arg
Gly
Glu
Ile
95

Glu
Ser
His
Phe
Ser
175
Thr

Phe

Leu

560

His

Asp

Val

Gly

Pro

80

Phe

Leu

Gly

Val

Gln

160

Gly

Val

Val

Lys
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Lys
225
Glu
Glu
Ala
Phe
Pro
305
Ala
Thr
Gly
Val
Leu
385
Phe
Leu
Asp

Pro

Arg
465

<210> 22

210
Asp

Asp
Thr
Gly
Lys
290
Pro
Gly
Ile
Ser
Pro
370
Glu
Leu
Ser
Ala
Glu

450

Ser

Asp
Glu
Val
Ser
275
Asn
Leu
Ser
Val
Arg
355
Arg
Phe
Ala
Ala
Gln
435

Asn

Phe

<211> 379
<212> PRT
213> NP3
<220>
<223> Gly m Bd 30K 84371705 [MW= 42757.81 Da]

Glu
Phe
260
Pro
Ala
Ser
Met
Leu
340
Ala
Tyr
Phe
Gly
Ala
420
His
Ala

Ala

Glu
Glu
245
Gly
Ala
Tyr
Glu
Leu
325
Ser
Met
Phe
Gly
Ala
405
Phe
Glu

Gly

Asn

Gln
230
Lys
Lys
Ser
Gly
Pro
310
Ala
Gly
Lys
Pro
Phe
390
Ala
Gly
Ala

Lys

Asp
470

215
Gln

Gln

Val

Tyr

Trp

295

Asp

Pro

Tyr

Thr

Phe

375

Ser

Ser

Val

Val

Leu

455
Val

Leu
Thr
Asn
Asn
280
Ser
Ile
His
Gly
Lys
360
Cys
Thr
Leu
Ser
Tle

440

Val

Lys
Ser
Glu
265
Leu
Lys
Gly
Val
Glu
345
Ile
Gln
Ser
Leu
Glu
425
Leu

Met

Met

50

Lys
Arg
250
Lys
Tyr
Ala
Val
Asn
330
Leu
Lys
Val
Ala
Arg
410
Asp
Pro

Glu

Asp

Met
235
Ser
Tle
Asp
Leu
Leu
315
Pro
His
Gln
Ala
Arg
395
Thr
Thr
Ser

Glu

Val
475

220
Met

Trp
Glu
Asp
His
300
Leu
Ile
Ile
Gly
Ser
380
Lys
Leu
Leu
Ala
Glu

460
Phe

Gln
Arg
Asn
Lys
285
Gly
Val
Ser
Gly
Asp
365
Arg
Asn
Met
Arg
Trp

445

Pro

Asp
Lys
Lys
270
Lys
Gly
Lys
Asp
Tyr
350
Val
Asp
Lys
Gly
Arg
430

Ala

Asn

Gln
Leu
255
Asp
Ala
Glu
Leu
Glu
335
Pro
Phe
Gly
Pro
Pro
415
Ala

Ala

Ala

Glu
240
Leu
Thr
Asp
Tyr
Ser
320
Tyr
Asn
Val
Pro
Gln
400
Glu
Val

Pro

Tle
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<400> 22

Met Gly Phe

1
Ser

Lys
Ser
Leu
65

Asn
Asp
Asp
Gln
Gly
145
Ala
Gly
Glu
Val
Ala
225
Ile
Glu

Val

Asp

Ser
Phe
Glu
50

Glu
Arg
Ile
Val
Tyr
130
Val
Phe
Asp
Ser
Leu
210
Lys
Asp
Thr

Ser

Gly
290

Ser
Thr
35

His
Tle
Lys
Thr
Ser
115
Ser
Ile
Ser
Leu
Glu
195
Glu
Glu
Gly
Glu
Ile

275
Glu

Leu
Ile
20

Thr
Gly
Phe
Ser
Pro
100
Gln
Cys
Thr
Ala
Val
180
Gly
His
Gly
Tyr
Gln

260

Asn

Val

Ser

Gln

Arg

Pro
85

Gln
Gln
Asp
Gln
Thr
165
Ser
Cys
Gly
Arg
Glu
245
Ala

Ala

Cys

Leu

Thr

Lys

Val

Asn

70

His

Glu

Ile

His

Val

150

Leu

Tyr

Gly

230

Thr

Phe

Thr

Leu
His
Gln
Tyr
55

Asn

Ser

Phe

Pro

135

Lys

Ala

Ser

Asn

Ile

215

Leu

Leu

Asp

Ser
295

Leu
Arg
Val
40

His
Leu
His
Ser
Met
120
Pro
Tyr
Ile
Glu
Gly
200
Ala
Ala
Ile
Ser
Phe

280

Pro

Phe
Ser
25

Ser
Asn
Asn
Arg
Lys
105
Ala
Ala
Gln
Glu
Gln
185
Trp
Thr
Asn
Met
Ala
265
His

Tyr

51

Ser
10

Ile
Ser
His
Tyr
Leu
90

Lys
Asn
Ser
Gly
Ala
170
Glu
His

Asp

Ser
250
Ile

Leu

Gly

Leu
Leu
Leu
Glu
Ile
75

Gly

Tyr

Trp
Gly
155
Ala
Leu
Tyr
Asp
Ile
235

Asp

Leu

Ile

Leu

Asp

Phe

Glu

60

Leu

Leu

Lys

Asp

140

Cys

His

Val

Gln

Asp

220

Gln

Glu

Glu

Thr

Asn
300

Leu
Gln

45
Glu

Asn
Gln
Met
125
Trp
Gly
Ala
Asp
Ser

205
Tyr

Ser

Gln

285
His

Leu

Asp

30

Leu

Ala

Met

Lys

Ala

110

Arg

Ser

Ile

Cys

190

Phe

Pro

Thr

Pro
270

Phe

Ser
15

Leu
Trp
Lys
Asn
Phe
95

Pro
Lys
Lys
Gly
Ala
175
Val
Glu
Tyr
Val
Glu
255
Ile

Ile

Val

Ser

Thr

Lys

Arg

Ala

80

Ala

Lys

Glu

Lys

Trp

160

Thr

Glu

Trp

Arg

Thr

240

Ser

Ser

Tyr

Leu



CN 106796206 A

F 5l &

20/98 11

Leu Val Gly Tyr Gly Ser
305 310
Asn Ser Trp Gly Glu Asp
325
Arg Asn Thr Gly Asn Leu
340
Ser Tyr Pro Thr Lys Glu
355
Lys Gly His Arg Arg Val
370
<210> 23
<211> 203
<212> PRT
213> NLF3
<220>
<223> KTI 1 125722 [MW=
<400> 23
Met Lys Ser Thr Ile Phe
1 5
Ile Ser Tyr Leu Pro Ser
20
Asp Asp Pro Leu Gln Asn
35
Arg Gly Lys Gly Gly Gly
50
Cys Pro Leu Thr Val Val
65 70
Gly Leu Val Phe Thr Ser
85
Tyr Pro Leu Ser Ile Lys
100
Ala Gly Met Pro Thr Glu
115
Ala Val Lys Leu Ala Ala
130
Glu Arg Val Ser Arg Glu
145 150
Gln Gln Ala Glu Asp Asn
165

Ala Asp Gly Val

Trp Gly Glu Asp
330

Leu Gly Val Cys

345
Glu Ser Glu Thr
360
Asp His Ser Pro
375

22545.94 Da]

Phe Ala Leu Phe
10
Ala Thr Ala Gln
25
Gly Gly Thr Tyr
40

Ile Glu Val Asp
55

Gln Ser Pro Asn

Pro Leu His Ala
90
Phe Gly Ser Phe
105
Trp Ala Ile Val
120

Arg Asp Thr Val
135

Tyr Asn Asp Tyr

Lys Cys Glu Asp
170

52

Asp
315
Gly
Gly

Leu

Leu

Leu

Phe

Tyr

Ser

Glu

75

Leu

Ala

Glu

Asp

155
Ile

Tyr

Tyr

Met

Val

Val
Val
Met
Thr
60

Leu
Phe
Val
Arg
Gly
140

Leu

Gly

Trp

Ile

Asn

Ser
365

Cys
Leu
Leu
45

Gly
Asp
Ile
Ile
Glu
125
Trp

Val

Ile

Ile
Trp
Tyr

350
Ala

Ala
Asp
30

Pro
Lys
Lys
Ala
Thr
110
Gly
Phe

Phe

Gln

Ala
Ile
335
Phe

Arg

Phe
15

Thr
Val
Glu
Gly
Glu
95

Leu
Leu
Asn

Cys

Ile
175

Lys
320
Gln
Ala

Val

Thr

Asp

Met

Ile

Tle

80
Arg

Gln
Tle
Pro

160
Asp
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Asp Asp Gly Ile Arg Arg Leu Val Leu Ser Lys Asn Lys Pro Leu Val

180

185

Val Gln Phe Gln Lys Phe Arg Ser Ser Thr Ala

<210> 24
211> 21
<212> PR

195

6
T

213> N3

220>

200

<223> KTT 3 125020 [ MW= 24005.29 Da]

<400> 24

Met Lys Ser Thr

1
Ser Tyr

Asn Pro

Ala Phe
50

Leu Thr

65

Ile Ile

Leu Ser

Ile Pro

Val Lys
130

Glu Arg

145

Pro GIn

Asp His

Leu Val

Asn His
210

Leu
Leu
35

Gly
Val
Ser
Leu
Thr
115
Tle
Val
Gln
Asp
Val

195
Gly

Pro
20

Glu
Gly
Val
Ser
Lys
100
Glu
Gly
Ser
Ala
Asp
180

Gln

Leu

Ile Phe Phe Leu Phe

5

Ser

Asn

Ile

Gln

Pro

85

Phe

Trp

Glu

Glu
165
Gly

Phe

Ser

Ala

Arg

Ser

70

Asp

Ser

Asn

150

Asp

Thr

Gln

Arg

Ile
Gly
Ala
55

Arg
Arg
Ser
Val
Lys
135
Glu

Asp

Arg

Ser
215

Ala
Thr
40

Ala
Asn
Ile
Phe
Val
120
Asp
Phe
Lys
Arg
Leu

200
Glu

Asp

25

Pro

Glu

Ala
105
Glu
Ala
Asn

Cys

Leu
185

53

Leu
10
Phe

Tyr

Thr

Leu

Phe

90

Val

Asp

Met

Asn

Gly

170
Val

Phe Cys
Val Leu
Ile Leu
Gly Asn
60

Asp Lys
75

Ile Ala
Ile Met

Leu Pro

Asp Gly
140

155
Asp lle

Val Ser

Glu Ser

Ala
Asp
Ser
45

Glu
Gly
Glu
Leu
Glu
125
Trp
Leu
Gly

Lys

Leu
205

190

Phe

Asn

30

Arg

Ile

Cys
110
Gly
Phe
Val
Ile
Asn

190
Ala

Thr
15

Glu
Ile
Cys
Gly
His
95

Val
Pro
Arg
Phe
Ser
175

Lys

Lys

Thr

Gly

Thr

Pro

Thr

80

Pro

Gly

Ala

Leu

160

Tle

Pro
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<210>
211>
<212>
<213>

<220>

223>
<400>

25
158
PRT
NLF3

Met Thr Lys

1
His

Lys

Glu

Asn

65

Asn

Cys

Ala

Gln

Arg
145

<210>
211>
212>
213>

Thr
Gln
Lys
50

His
Glu
Cys
Leu
Lys

130
Phe

220>

223>
<400>

26
280
PRT

NILFF

Cys
Leu
35

Ile
Ile
Gly
Thr
Gln
115

Lys

Gly

Phe
Ser
20

Gln
Gln
Leu
Lys
Glu
100
Lys

Lys

Pro

Thr Tle Leu Leu Ile

5
Ala

Gly

Gly

Arg

Asp

85

Met

Ile

Met

Met

Ser

Val

Arg

Thr

70

Glu

Ser

Met

Glu

Tle
150

Lys
Asn
Gly
55

Met
Asp
Glu
Glu
Lys

135
Gln

Trp
Leu
40

Asp
Arg
Glu
Leu
Asn
120

Glu

Cys

Gln
25
Thr

Asp

Glu
Arg
105
Gln

Leu

Asp

BHEZE ADC94422 MW= 30186.22
26

Met Ala Thr Ser Asn Phe Ser Ile Val

1

5

Phe Leu Val Leu Leu Thr Lys Ala Asn

20

25

Thr Val Ser Lys Phe Ser Pro Arg Gln

54

Gly m 8 (2S albumin) NP_001238443 [MW= 18459.97 Da]
25

Ser Leu Leu Phe Cys Ile

10
His GIn

Pro Cys
Asp Asp
Arg lle
75

Glu Glu
90

Ser Pro
Ser Glu

Ile Asn

Leu Ser
155

Da]

Gln
Glu
Asp
60

Asn
Gly
Lys
Glu
Leu

140

Ser

Asp
Lys
45

Asp
Tyr
His
Cys
Leu
125

Ala

Asp

Leu Ser Leu Ser

10

Ser Thr Asn Thr

Ser
30

His
Asp
Ile
Met
Gln
110
Glu

Thr

Asp

Leu

Val
30

Gln Asn Leu Ile Phe

15
Cys

Ile

Asp

Arg

Gln

95

Cys

Glu

Met

Ala
15

Ser

Gln

Ala

Arg

Met

Asp

80

Lys

Lys

Lys

Cys

Phe

Phe

Gly
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35
Asp Ala Ala Ile Ser Pro Ser
50 55
Ser Ile Asp Val Pro Thr Thr
65 70
Thr Pro Ile Gln Ile Trp Asp
85
Ala Thr Ser Phe Lys Phe Lys
100
Gly Leu Ala Phe Phe Leu Ala
115
Gly Gly Phe Leu Gly Leu Phe
130 135
Gln Thr Val Ala Val Glu Phe
145 150
Pro Ala Asn Arg His Ile Gly
165
Lys Thr Ala Ser Trp Gly Leu
180
Ile Thr Tyr Asp Ala Asp Thr
195
Pro Ser Arg Lys Thr Ser Tyr
210 215
Ser Asn Leu Pro Glu Trp Val
225 230
Leu Asn Lys Gly Phe Val Glu
245
Ala Ser Lys Leu Ser Asp Gly
260
Ser Phe Leu Leu Asn Glu Ala
275
<210> 27
<211> 864
<212> PRT
213> NLFF3
<220>

Gly

Ser

Val

Pro

120

Asn

Asp

Ile

Ala

Ser

200

Ile

Asn

Thr

Ser

Ile
280

Val

Ser

Glu

Phe

105

Val

Ser

Thr

Asp

Asn

185

Leu

Leu

Ile

His

Thr
265

Leu
Leu
Thr
90

Ser
Gly
Asp
Tyr
Val
170
Gly
Leu
Ser
Gly
Asp

250

Ser

Arg
Gly
75

Gly
Pro
Ser
Ser
Tyr
155
Asn
Gln
Val
Glu
Phe
2356

Val

Asp

<223> PEINZE R CAA39604 [MW= 96817.14 Da]

<400> 27

Leu
60

Arg
Lys
Asn
Lys
Lys
140
Asn
Ser
Ile
Ala
Thr
220
Ser

Phe

Thr

45
Thr

Ala

Val

Lys

Pro

125

Asn

Ala

Ile

Ala

Ser

205

Val

Ala

Ser

Leu

Lys
Leu
Ala
Thr
110
Gln

Lys

Lys

Gln
190
Leu
Ser
Thr

Trp

Asp
270

Val
Tyr
Ser
95

Ala
Ser
Ser
Trp
Ser
175
Ile
Ile
Leu
Thr
Ser

255

Leu

Ala
80
Trp

Asp

Val
Asp
160
Val

Leu

His

Gly
240
Phe

Pro

Met Phe Gly Ile Phe Asp Lys Gly Gln Lys Ile Lys Gly Thr Val Val

55
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1

Leu

Lys

Ser

Asn

65

Asn

Leu

Trp

Met

Asn

145

Arg

Pro

Glu

Ile

Asp

225

Arg

Lys

Lys

Val

Ser
305

Met
Gly
Leu
50

Ile
Gly
Pro
Asp
Thr
130
His
Ser
Ser
Val
Tyr
210
Pro
Val
Pro
Ser
Ile

290
Glu

Pro
Gly
35

Val
Ser
Lys
Thr
Ala
115
Asp
Gly
Tyr
Ala
Leu
195
Asp
Arg
Arg
Gly
Ser
275

Pro

Phe

20
Val

Gly
Met
Val
Leu
100
Ser
Glu
Thr
Lys
Thr
180
Arg
Tyr
Pro
Thr
Glu
260
Asp

Leu

Glu

Asn

Ile

Gly

Gln

Gly

85

Gly

Phe

Phe

Ile

Lys

165

Pro

Gly

Asp

Tle

245

Val

Phe

Phe

Ser

Val
Asp
Val
Leu
70

Lys
Ala
Gly
Phe
Glu
150
Asn
Ala
Asp
Val
Leu
230
Arg
Tyr
Leu

Lys

Phe
310

Leu
Thr
Ile
55

Tle
Glu
Arg
Ile
Leu
135
Phe
Arg
Pro
Gly
Tyr
215
Gly
Glu
Val
Thr
Ser

295
Glu

Asp
Ala
40

Asp
Ser
Val
Gln
Pro
120
Val
Val
Ile
Leu
Thr
200
Asn
Gly
Arg
Pro
Tyr
280

Ala

Asp

Phe
25

Thr
Thr
Ala
Tyr
Asp
105
Gly
Ser
Cys
Phe
Leu
185
Gly
Asp
Ser
Thr
Arg
265
Gly

Ile

Val

56

10

Asn
Gly
Ala
Thr
Leu
90

Ala
Ala
Val
Asn
Phe
170
Lys
Lys
Leu
Ser
Arg
250
Asp
Ile

Phe

Arg

Ala
Ile
Thr
Gln
75

Glu

Phe

Phe

Ser
155
Val
Tyr
Arg
Gly
Ile
2356
Thr
Glu
Lys

Gln

Ser
315

Ile

Leu

Ser

60
Thr

Ser
Tyr
Leu
140

Trp

Asn

Lys
Asn

220
Tyr

Asn

Ser

Leu

300

Leu

Thr
Gly
45

Phe
Asp
His
Ile
Ile
125
Glu
Val
Asp
Lys
Asp
205
Pro
Pro
Pro
Phe
Leu
285

Arg

Tyr

Ser
30

Gln
Leu
Gly
Leu
Phe
110
Lys
Asp
Tyr
Thr
Glu
190
Phe
Asp
Tyr
Asn
Gly
270
Ser

Val

Glu

15
Ile

Gly
Gly
Ser
Pro
95

Phe
Asn
Ile
Asn
Tyr
175
Glu
Asp
Gly
Pro
Ser
255
His
His
Thr

Gly

Gly
Val
Arg
Gly
80

Thr
Glu
Phe
Pro
Phe
160
Leu
Leu
Arg
Gly
Arg
240
Glu
Leu
Asp

Ser

Gly
320
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Ile Lys Leu

Leu
Pro
Glu
Arg
385
Gly
Gly
Leu
Leu
Asp
465
Pro
Thr
Ile
Thr
Ser
h45
Thr
Gly
Ser

Ala

His

Lys
Pro
Phe
370
Leu
Asp
Gly
Asp
Pro
450
Asp
Asp
Glu
Val
His
530
Val
Ile
Ile
Ser
Asp

610
Gly

Glu
His
355
Ala
Gln
Gln
Val
Tyr
435
Thr
Gly
Gly
Gly
Asn
515
Ala
Leu
Asn
Ile
Ser
595

Leu

Leu

Pro
Ile
340
Val
Arg
Glu
Thr
Thr
420
Gln
Ala
Thr
Asp
Val
500
Asp
Val
His
Tle
Glu
580
Val

Val

Arg

Thr

325

Phe

Ala

Glu

Phe

Ser

405

Val

Asp

Lys

Leu

Asn

485

Asp

Ser

Met

Pro

Asn

565

Tyr

Lys

Leu

Asp

Arg

Lys

Val

Pro

390

Thr

Glu

Ala

Ala

Lys

470

Leu

Ser

Gly

Glu

Ile

550

Gly

Ser

Lys

Arg

Val

Ile
Thr
Val
Tle
375
Pro
Ile
Glu
Phe
Tyr
455
Pro
Gly
Thr
Tyr
Pro
535
Tyr
Leu
Phe
Asn
Gly

0615
Ile

Leu
Asp
Ser
360
Ala
Lys
Thr
Ala
Ile
440
Ala
Leu
Pro
Ile
His
520
Phe
Lys
Ala
Leu
Trp
600

Leu

Glu

Ser
Gly
345
Lys
Gly
Ser
Lys
Leu
425
Pro
Thr
Ala
Glu
Trp
505
Gln
Ala
Leu
Arg
Pro
H85H
Val
Ala

Asp

57

Gln
330
Glu
Ser
Val
Thr
Glu
410
Ser
Tyr
Arg
Ile
Ser
490
Leu
Leu
Ile
Leu
Gln
570
Gly
Phe

Ile

Tyr

Ile
Asn
Gly
Asn
Leu
395
Gln
Thr
Leu
Thr
Glu
475
Ile
Leu
Val
Ala
Tyr

555

Ser

Thr

Glu

Pro

Ser

Val

Trp

Pro

380

Asp

Leu

Gln

Thr

Ile

460

Leu

Val

Ala

Ser

Thr

540

Pro

Leu

Tyr

Asp

Asp

620
Tyr

Pro
Leu
Met
365
Asn
Pro
Glu
Arg
Arg
445
Leu
Ser
Val
Lys
His
525
Asn
His
Tle
Ser
Gln
605

Pro

Ala

Leu
Gln
350
Thr
Val
Thr
Ile
Leu
430

Ile

Phe

Leu
Ala
510
Trp
Arg
Tyr
Asn
Ile
590
Ala

Ser

Val

Pro
335
Phe
Asp
Ile
Leu
Asn
415
Phe
Asn
Leu
Pro
Pro
495
His
Leu
His
Arg
Ala
575
Glu
Leu

Ala

Asp

Ala

Pro

Glu

Arg

Tyr

400

Met

Ile

Ser

Lys

His

480

Ala

Val

Asn

Leu

Asp

560

Asp

Met

Pro

Pro

Gly
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625

Leu

Leu

Ala

Lys

705

Phe

Ala

Val

Glu

Ser

785

Asp

Gly

Asn

Ser

<210> 28

Glu

Tyr

Trp

Pro

690

Ser

Gly

Arg

Lys

Thr

770

Asp

Lys

Ile

Arg

Glu
850

Ile
Tyr
Trp
675
Trp
Tle
Gln
Arg
Asn
755
Leu
Glu
Lys
Glu
Thr

835
Glu

<211> 449
<212> PRT
213> NP5
<220>
<223> Gly m Bd 28 KA %)

<400> 28

Trp
Pro
660
Lys
Trp
Tle
Tyr
Phe
740
Pro
Ile
Ile
Ala
Gly
820

Gly

Gly

645
Thr

Glu

Pro

Val

Pro

725

Ile

Gln

Asp

Tyr

Leu

805

Lys

Pro

Leu

0630
Ala

Asp

Ala

Lys

Trp

710

Tyr

Pro

Lys

Leu

Leu

790

Glu

Ile

Val

Thr

Ile

Ala

Val

Met

695

Thr

Gly

Ala

Ala

Ser

775

Gly

Ala

Asn

Gln

Phe
855

Ala

Glu

680

Gln

Ala

Gly

Glu

760

Val

Glu

Phe

Ala

Leu

840
Lys

Thr
Val
665
Lys
Thr
Ser
Leu
Gly
745
Leu
Ile
Arg
Lys
Arg
825

Pro

Gly

Trp
650
Gln
Gly
Thr
Ala
Ile
730
Thr
Arg
Glu
Glu
Arg
810
Asn

Tyr

Ile

0635
Val

Gln

His

Glu

Leu

715

Leu

Pro

Thr

Ile

Thr

795

Phe

Ser

Thr

Pro

His

Asp

Gly

Asp

700

His

Asn

Glu

Ile

Leu

780

Pro

Gly

Asp

Leu

Asn
860

Glu
Thr
Asp
68hH
Leu
Ala
Arg
Tyr
Thr
765
Ser
Asn
Ser
Pro
Leu

845

Ser

Glu
670
Leu
Ile
Ala
Pro
Asp
750
Pro
Arg
Trp
Lys
Ser
830
His

Ile

Val
655
Leu
Lys
Gln
Val
Thr
735
Glu
Lys
His
Thr
Leu
815
Leu

Arg

Ser

640

Ser

Gln

Glu

Ser

Asn

720

Leu

Met

Phe

Ala

Thr

800

Thr

Arg

Ser

Tle

Val Leu Cys His Gly Val Ala Thr Thr Thr Met Ala Phe His Asp Asp

1

5

10

15

Glu Gly Gly Asp Lys Lys Ser Pro Lys Ser Leu Phe Leu Met Ser Asn

58
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Ser
Ser
Ser
65

Leu
Asp
Ile
Arg
Glu
145
Val
Ser
Ile
Leu
Gln
225
Arg
Asn
Lys
Gly
Val

305

Ser

Thr
His
50

Met
Ile
Asp
Pro
Leu
130
Thr
Leu
Arg
Met
Gln
210
Asp
Lys
Lys
Lys
Gly
290

Lys

Asp

Arg
35

Gly
Glu
Tle
Glu
Ser
115
His
Phe
Ser
Thr
Phe
195
Leu
Gln
Leu
Asp
Ala
275
Glu

Leu

Glu

20
Val

Gly
Pro
Phe
Leu
100
Gly
Val
Gln
Gly
Val
180
Val
Lys
Glu
Leu
Thr
260
Asp
Tyr

Ser

Tyr

Phe
Arg
Lys
Tle
85

Ala
Ser
Ile
Ser
Phe
165
Val
Asp
Lys
Glu
Glu
245
Ala
Phe
Pro

Ala

Thr
325

Ile
Ser
70

Arg
Glu
Ala
Cys
Phe
150

Glu

Glu

Asp
Asp

230
Thr

Lys

Pro

310
Ile

Thr
Phe
55

Leu
Arg
Arg
Phe
Ser
135
Tyr
Pro
Glu
Ser
Asp
215
Glu
Val
Ser
Asn
Leu
295

Ser

Val

Asp
40

Tyr
Phe
Gly
Arg
Tyr
120
Ile
Ile
Ala
Ile
His
200
Lys
Glu
Phe
Pro
Ala
280
Ser

Met

Leu

25

Ala Gly Glu

Arg
Val
Glu
Leu
105
Leu
Asp
Gly
Ile
Phe
185
Ala
Glu
Glu
Gly
Ala
265
Tyr
Glu

Leu

Ser

59

His
Pro
Ala
90

Lys
Val
Pro
Gly
Leu
170
Ser
Pro
Gln
Lys
Lys
250
Ser
Gly
Pro

Ala

Gly
330

Met
Gln
75

Lys
Thr
Asn
Ser
Gly
155
Glu
Lys
Ser
Gln
Gln
235
Val
Tyr
Trp
Asp
Pro

315
Tyr

Met
His
60

Tyr
Leu
Gly
Ile
Thr
140
Ala
Thr
Glu
Leu
Leu
220
Thr
Asn
Asn
Ser
Ile
300
His

Gly

Arg
45

Ile
Leu
Gly
Asp
Gly
125
Ser
Asn
Ala
Leu
Trp
205
Lys
Ser
Glu
Leu
Lys
285
Gly

Val

Glu

30
Val

Gly
Asp
Phe
Leu
110
Glu
Leu
Ser
Phe
Asp
190
Thr
Lys
Arg
Lys
Tyr
270
Ala
Val

Asn

Leu

Leu
Phe
Ser
Ile
95

Tyr
Gly
Gly
His
Asn
175
Gly
Lys
Met
Ser
Ile
255
Asp
Leu
Leu

Pro

His
335

Lys
Ile
Asn
80

Tyr
Met
Gln
Leu
Ser
160
Glu
Pro
Phe
Met
Trp
240
Glu
Asp
His
Leu
Ile

320
Ile
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Gly Tyr Pro

Asp
Arg
Asn
385
Met
Arg

Trp

Pro

<210>
211>
212>
213>

Val
Asp
370
Lys
Gly

Arg

Ala

<220>

223>
<400>

29
473
PRT
NP3

Phe
355
Gly
Pro
Pro

Ala

Ala
435

Lys Thr Thr

1
Thr

Pro

Asp

Tyr

65

Phe

Gly

Arg

Tyr

Thr

Lys

Ala

50

Arg

Val

Glu

Leu

Leu

Thr
Ser
35

Gly
His
Pro
Ala
Lys

115
Val

Asn
340
Val
Pro
Gln
Glu
Val

420

Pro

Leu
Met
20

Leu
Glu
Met
Gln
Lys
100

Thr

Asn

Gly
Val
Leu
Phe
Leu
405

Asp

Pro

Gly m Bd 28 K
29

Leu
5
Ala
Phe
Met
His
Tyr
85
Leu

Gly

Ile

Ser

Pro

Glu

Leu

390

Ser

Ala

Glu

Lys
Arg
Phe
375
Ala
Ala

Gln

Asn

Ala
Tyr
360
Phe
Gly
Ala
His

Ala
440

Met Lys Thr

345
Phe

Gly

Ala

Phe

Glu

425
Gly

Pro
Phe
Ala
Gly
410

Ala

Lys

Eric BAB21619 473aa

Leu

Phe

Leu

Arg

Ile

70

Leu

Gly

Asp

Gly

Leu

His

Met

Val

55

Gly

Asp

Phe

Leu

Glu

Leu
Asp
Ser
40

Leu
Phe
Ser
Ile
Tyr

120
Gly

Phe
Asp
25

Asn
Lys
Ile
Asn
Tyr
105
Met

Gln

60

Val
10

Glu
Ser
Ser
Ser
Leu
90

Asp

Ile

Arg

Phe
Ser
Ser
395
Val

Val

Leu

Leu

Gly

Thr

His

Met

75

Ile

Asp

Pro

Leu

Lys
Cys
Thr
380
Leu
Ser

Ile

Lys

Cys

Gly

Arg

Gly

60

Glu

Ile

Glu

Ser

His

Ile
Gln
365
Ser
Leu
Glu

Leu

Met
445

His

Asp

Val
45
Gly

Pro

Phe

Leu

Gly

125
Val

Lys
350
Val
Ala
Arg
Asp
Pro

430
Glu

Gly
Lys
30

Phe
Arg
Lys
Ile
Ala
110

Ser

Ile

Gln
Ala
Arg
Thr
Thr
415

Ser

Glu

Val
15

Lys
Lys
Ile
Ser
Arg
95

Glu

Ala

Cys

Gly
Ser
Lys
Leu
400
Leu

Ala

Glu

Ala

Ser

Thr

Phe

Leu

80

Arg

Arg

Phe

Ser
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Ile
145
Ile
Ala
Ile
His
Lys
225
Glu
Phe
Pro
Ala
Ser
305
Met
Leu
Ala
Tyr
Phe
385
Gly

Ala

His

130
Asp

Gly
Ile
Phe
Ala
210
Glu
Glu
Gly
Ala
Tyr
290
Glu
Leu
Ser
Met
Phe
370
Gly
Ala

Phe

Glu

Pro
Gly
Leu
Ser
195
Pro
Gln
Lys
Lys
Ser
275
Gly
Pro
Ala
Gly
Lys
355
Pro
Phe
Ala

Gly

Ala
435

Ser
Gly
Glu
180
Lys
Ser
Gln
Gln
Val
260
Tyr
Trp
Asp
Pro
Tyr
340
Thr
Phe
Ser
Ser
Val

420
Val

Thr
Ala
165
Thr
Glu
Leu
Leu
Thr
245
Asn
Asn
Ser
Ile
His
325

Gly

Lys

Thr

Leu
405

Ser

Ile

Ser
150
Asn

Ala

Leu

Lys

230

Ser

Glu

Leu

Lys

310

Val

Glu

Ile

Gln

Ser

390

Leu

Glu

Leu

135

Leu
Ser
Phe
Asp
Thr
215

Lys

Arg

Tyr
Ala
295
Val
Asn
Leu
Lys
Val
375
Ala
Arg

Asp

Pro

His

Asn

Gly

200

Met

Ser

Ile

Asp

280

Leu

Leu

Pro

His

Gln

360

Ala

Arg

Thr

Thr

Ser
440

Leu
Ser
Glu
185
Pro
Phe
Met
Trp
Glu
265
Asp
His
Leu
Ile
Tle
345
Gly
Ser
Lys
Leu
Leu

425
Ala

61

Glu
Val
170
Ser
Ile
Leu
Gln
Arg
250
Asn
Lys
Gly
Val
Ser
330
Gly
Asp
Arg
Asn
Met
410

Arg

Trp

Thr
155
Leu
Arg
Met
Gln
Asp

235
Lys

Lys
Gly
Lys
315
Asp
Tyr
Val
Asp
Lys
395
Gly

Arg

Ala

140
Phe

Ser
Thr
Phe
Leu
220
Gln
Leu
Asp
Ala
Glu
300
Leu
Glu
Pro
Phe
Gly
380
Pro
Pro

Ala

Ala

Gln

Gly

Val

Val

205

Glu

Leu

Thr

Asp

285

Tyr

Ser

Tyr

Asn

Val

365

Pro

Gln

Glu

Val

Pro
445

Ser
Phe
Val

190
Asp

Glu
Glu
Ala
270
Phe
Pro
Ala
Thr
Gly
350
Val
Leu
Phe
Leu
Asp

430

Pro

Phe

Glu

175

Glu

Asp

Asp

Asp

Thr

255

Lys

Pro

Ile
335
Ser
Pro
Glu
Leu
Ser
415

Ala

Glu

Tyr
160
Pro
Glu
Ser
Asp
Glu
240
Val
Ser
Asn
Leu
Ser
320
Val
Arg
Arg
Phe
Ala
400
Ala

Gln

Asn
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Ala Gly Lys Leu Lys Met Glu Glu Glu Pro Asn Ala Ile Arg Ser Phe
450 455 460
Ala Asn Asp Val Val Met Asp Val Phe
465 470
<210> 30
<211> 454
<212> PRT
213> NLFP3
<220>
<223> Gly m Bd 28 K Ping ACD36978.1 45baa
<400> 30
Val Leu Cys His Gly Val Ala Thr Thr Thr Met Ala Phe His Asp Asp
1 5 10 15
Glu Gly Gly Asp Lys Lys Ser Pro Lys Ser Leu Phe Leu Met Ser Asn
20 25 30
Ser Thr Arg Val Phe Lys Thr Asp Ala Gly Glu Met Arg Val Leu Lys
35 40 45
Ser His Gly Gly Arg Ile Phe Tyr Arg His Met His Ile Gly Phe Ile
50 55 60
Ser Met Glu Pro Lys Ser Leu Phe Val Pro Gln Tyr Leu Asp Ser Asn
65 70 75 80
Leu Ile Ile Phe Ile Arg Arg Gly Glu Ala Lys Leu Gly Phe Ile Tyr
85 90 95
Asp Asp Glu Leu Ala Glu Arg Arg Leu Lys Thr Gly Asp Leu Tyr Met
100 105 110
Ile Pro Ser Gly Ser Ala Phe Tyr Leu Val Asn Ile Gly Glu Gly Gln
115 120 125
Arg Leu His Val Ile Cys Ser Ile Asp Pro Ser Thr Ser Leu Gly Leu
130 135 140
Glu Thr Phe Gln Ser Phe Tyr Ile Gly Gly Gly Ala Asn Ser His Ser
145 150 155 160
Val Leu Ser Gly Phe Glu Pro Ala Ile Leu Glu Thr Ala Phe Asn Glu
165 170 175
Ser Arg Thr Val Val Glu Glu Ile Phe Ser Lys Glu Leu Asp Gly Pro
180 185 190
Ile Met Phe Val Asp Asp Ser His Ala Pro Ser Leu Trp Thr Lys Phe
195 200 205
Leu Gln Leu Lys Lys Asp Asp Lys Glu Gln Gln Leu Lys Lys Met Met
210 215 220
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Gln
225
Arg

Asn

Gly
Val
305
Ser
Gly
Val
Asp
Lys
385
Gly
Arg

Ala

Leu

Asp Gln

Lys Leu

Lys Asp

Lys Ala
275

Gly Glu

290

Lys Leu

Asp Glu

Pro Asn

Phe Val
355

Gly Pro

370

Pro Gln

Pro Glu
Ala Val
Ala Pro

435

Leu Lys
450

<210> 31

<211> 373
<212> PRT
213> NLF3
<220>
<223> Gly m Bd 28 K
<400> 31
Leu Asp Ser Asn Leu

1

Glu

Leu

Thr

260

Tyr

Ser

Gly
340
Val
Leu
Phe
Leu
Asp
420

Arg

Leu

Glu

Glu

245

Ala

Phe

Pro

Ala

Thr

325

Ser

Pro

Glu

Leu

Ser

405
Ala

Cys

5

Asp
230
Thr

Lys
Pro
Gly
310
Ile
Lys
Arg
Phe
Ala
390
Ala
Gln

Met

Gln

ACD36975.1 373aa

Glu

Val

Ser

Asn

Leu

295

Ser

Val

Ala

Tyr

Phe

375

Gly

Ala

His

Gln

Glu

Phe

Pro

Ala

280

Ser

Met

Leu

Met

Phe

360

Gly

Ala

Phe

Glu

Glu
440

Glu Lys Gln Thr

Gly
Ala
265
Tyr
Glu
Leu
Ser
Lys
345
Pro
Phe
Ala
Gly
Ala

425
Ala

Lys
250
Ser
Gly
Pro
Ala
Gly
330
Thr
Phe
Ser
Ser
Val
410

Val

Glu

235
Val

Asp

Pro

315

Lys

Cys

Thr

Leu

395

Ser

Tle

Met

Asn

Asn

Ser

Ile

300
His

Ile

Gln

Ser

380

Leu

Glu

Leu

Glu

Ser

Glu

Leu

285

Gly

Val

Glu

Lys

Val

365

Ala

Arg

Asp

Pro

Glu
445

Arg

Lys

270

Ala

Val

Asn

Leu

Gln

350

Ala

Arg

Thr

Thr

Ser

430

Ser

Ser
Ile
255
Asp
Leu
Leu
Pro
His
335
Gly
Ser
Lys
Leu
Leu
415

Ala

Gln

Trp
240
Glu

His
Leu
Tle
320
Ile
Asp
Arg
Asn
Met
400
Arg

Trp

Met

Ile Tle Phe Ile Arg Arg Gly Glu Ala Lys Leu

63
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Gly Phe Ile

Asp
Gly
Ser
65

Asn
Ala
Leu
Trp
Lys
145
Ser
Glu
Leu
Lys
Gly
225
Val
Glu
Ile
Gln
Ser

305

Leu

Leu
Glu
50

Leu
Ser
Phe
Asp
Thr
130
Lys
Arg
Lys
Tyr
Ala
210
Val
Asn
Leu
Lys
Val
290

Ala

Arg

Tyr
35

Gly
Gly
His
Asn
Gly
115
Lys
Met
Ser
Ile
Asp
195
Leu
Leu
Pro
His
Gln
275
Ala

Arg

Thr

Tyr
20

Met
Gln
Leu
Ser
Glu
100
Pro

Phe

Met

Glu
180
Asp
His
Leu
Tle
Tle
260
Gly
Ser

Lys

Leu

Asp

Ile

Arg

Glu

Val

85

Ser

Ile

Leu

Gln

165

Asn

Lys

Gly

Val

Ser

245

Gly

Asp

Arg

Asn

Met

Asp

Pro

Leu

Thr

70

Leu

Arg

Met

Gln

Asp

150

Lys

Lys

Gly

Lys

230

Asp

Tyr

Val

Asp

Lys

310
Gly

Glu
Ser
His
55

Phe
Ser
Thr
Phe
Leu
135
Gln
Leu
Asp
Ala
Glu
215
Leu
Glu
Pro
Phe
Gly
295

Pro

Pro

Leu
Gly
40

Val
Gln
Gly
Val
Val
120
Lys
Glu
Leu
Thr
Asp
200
Tyr
Ser
Tyr
Asn
Val
280
Pro

Gln

Glu

Ala Glu Arg

25

Ser

Ile

Ser

Phe

Val

105

Asp

Lys

Glu

Glu

Ala

185

Phe

Pro

Ala

Thr

Gly

265

Val

Leu

Phe

Leu

64

Ala
Cys
Phe
Glu
90

Glu
Asp
Asp
Asp
Thr
170
Gly
Lys
Pro
Gly
Ile
250
Ser
Pro
Glu

Leu

Ser

Phe

Ser

75

Pro

Glu

Ser

Asp

Glu

155

Val

Ser

Asn

Leu

Ser

235

Val

Lys

Phe

Ala
315
Ala

Arg
Tyr
Ile
60

Ile
Ala
Ile
His
Lys
140
Glu
Phe
Pro
Ala
Ser
220
Met
Leu
Ala
Tyr
Phe
300

Gly

Ala

Leu
Leu
45

Asp
Gly
Ile
Phe
Ala
125
Glu
Glu
Gly
Ala
Tyr
205
Glu
Leu
Ser
Met
Phe
285
Gly

Ala

Phe

Lys
30

Val
Pro
Gly
Leu
Ser
110
Pro
Gln
Lys
Lys
Ser
190
Gly
Pro
Ala
Gly
Lys
270
Pro
Phe

Ala

Gly

Thr

Asn

Ser

Gly

Glu

95

Lys

Ser

Gln

Gln

Val

175

Tyr

Trp

Asp

Pro

Tyr

255

Thr

Phe

Ser

Ser

Val

Gly
Ile
Thr
Ala
80

Thr
Glu
Leu
Leu
Thr
160
Asn
Asn
Ser
Ile
His
240
Gly
Lys
Cys
Thr
Leu

320

Ser
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325 330 335
Glu Asp Thr Leu Arg Arg Ala Val Asp Ala Gln His Glu Ala Val Ile
340 345 350
Leu Pro Ser Ala Trp Ala Ala Pro Pro Glu Asn Ala Gly Lys Leu Lys
355 360 365
Met Glu Glu Glu Pro
370
<210> 32
<211> 373
<212> PRT
213> NLF3
<220>
<223> Gly m Bd 28 K Ping ACD36976.1 373aa
<400> 32
Leu Asp Ser Asn Leu Ile Ile Phe Ile Arg Arg Gly Glu Ala Lys Leu
1 5 10 15
Gly Phe Ile Tyr Asp Asp Glu Leu Ala Glu Arg Arg Leu Lys Thr Gly
20 25 30
Asp Leu Tyr Met Ile Pro Ser Gly Ser Ala Phe Tyr Leu Val Asn Ile
35 40 45
Gly Glu Gly Gln Arg Leu His Val Ile Cys Ser Ile Asp Pro Ser Thr
50 55 60
Ser Leu Gly Leu Glu Thr Phe Gln Ser Phe Asn Ile Gly Gly Gly Ala
65 70 75 80
Asn Ser His Ser Val Leu Ser Gly Phe Glu Pro Ala Ile Leu Glu Thr
85 90 95
Ala Phe Asn Glu Ser Arg Thr Val Val Glu Glu Thr Phe Ser Lys Glu
100 105 110
Leu Asp Gly Pro Ile Met Phe Val Asp Asp Ser His Ala Pro Ser Leu
115 120 125
Trp Thr Lys Phe Leu Gln Leu Lys Lys Asp Asp Lys Glu Gln Gln Leu
130 135 140
Lys Lys Met Met Gln Asp Gln Glu Glu Asp Glu Glu Glu Lys Gln Thr
145 150 155 160
Ser Arg Ser Trp Arg Lys Leu Leu Glu Thr Val Phe Gly Lys Val Asn
165 170 175
Glu Lys Ile Glu Asn Lys Asp Thr Ala Gly Ser Pro Ala Ser Tyr Asn
180 185 190
Leu Tyr Asp Asp Lys Lys Ala Asp Phe Lys Asn Ala Tyr Gly Trp Ser

65
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Lys
Gly
225
Val
Glu
Ile
Gln
Ser
305
Leu
Glu

Leu

Met

<210> 33

Ala
210
Val
Asn
Leu
Lys
Val
290
Ala
Arg
Asp

Pro

Glu
370

195

Leu

Leu

Pro

His

Gln

275

Ala

Arg

Thr

Thr

Ser

355
Glu

<211> 320
<212> PRT
213> NTF%
<220>
<223> Gly m Bd 28 K

<400> 33

His
Leu
Ile
Tle
260
Gly
Ser
Lys
Leu
Leu
340

Ala

Glu

Leu Asp Ser Asn

1

Gly Phe Ile Tyr

20

Asp Leu Tyr Met

35

Gly Glu Gly Gln

50

Ser Leu Gly Leu

Val
Ser
245
Gly
Asp
Arg
Asn
Met
325
Arg

Trp

Pro

Leu
5
Asp

Ile

Arg

Glu

Gly
Lys
230
Asp
Tyr
Val
Asp
Lys
310
Gly

Arg

Ala

Glu
215
Leu
Glu
Pro
Phe
Gly
295
Pro
Pro

Ala

Ala

200
Tyr

Ser

Tyr

Asn

Val

280

Pro

Gln

Glu

Val

Pro
360

Pro
Ala
Thr
Gly
265
Val
Leu
Phe
Leu
Asp

345

Pro

Ping ACD36974.1

Ile

Asp

Pro

Leu

Thr

Ile

Glu

Ser

His

55
Phe

Phe
Leu
Gly
40

Val

Gln

Ile

Ala

25

Ser

Ile

Ser

66

Pro
Gly
Tle
250
Ser
Pro
Glu
Leu
Ser
330

Ala

Glu

Leu
Ser
235
Val
Lys
Arg
Phe
Ala
315
Ala

Gln

Asn

320aa

Arg
10

Glu
Ala

Cys

Phe

Arg

Arg

Phe

Ser

Tyr

Ser
220
Met
Leu
Ala
Tyr
Phe
300
Gly
Ala
His

Ala

Gly

Arg

Tyr

Ile

60
Ile

205
Glu

Leu

Ser

Met

Phe

285

Gly

Ala

Phe

Ala

Gly
365

Glu
Leu
Leu
45

Asp

Gly

Pro
Ala
Gly
Lys
270
Pro
Phe
Ala
Gly
Ala

350
Lys

Ala

30
Val

Pro

Gly

Asp
Pro
Tyr
255
Thr
Phe
Ser
Ser
Val
335

Val

Leu

Lys
15

Thr
Asn

Ser

Gly

Ile
His
240
Gly

Lys

Thr
Leu
320
Ser

Ile

Lys

Leu

Gly

Ile

Thr

Ala
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65

Asn

Ala

Leu

Trp

145

Ser

Glu

Leu

Lys

Gly

225

Val

Glu

Ile

Gln

Ser
305

<210> 34
211> 12

Ser
Phe
Asp
Thr
130
Lys
Arg
Lys
Tyr
Ala
210
Val
Asn
Leu
Lys
Val

290
Ala

His
Asn
Gly
115
Lys
Met
Ser
Ile
Asp
195
Leu
Leu
Pro
His
Gln
275

Ala

Arg

<212> PRT

213> NLR5
<220>

<223> N3

<400> 34

Ser

Glu
100
Pro

Phe
Met
Trp
Glu
180
Asp
His
Leu
Ile
Ile
260

Gly

Ser

Val
85

Ser
Ile
Leu
Gln
Arg

165

Asn

Gly
Val
Ser
245
Gly
Asp

Arg

Asn

70

Leu

Arg

Met

Gln

Asp

150

Lys

Lys

Lys

Gly

Lys

230

Asp

Tyr

Val

Asp

Lys
310

Ser
Thr
Phe
Leu
135
Gln
Leu
Asp
Ala
Glu
215
Leu
Glu
Pro
Phe
Gly

295

Pro

Val

Val
120
Lys

Glu
Leu
Thr
Asp
200

Tyr

Ser

Asn

Val
280

Pro

Gln

Phe
Val
105
Asp
Lys
Glu
Glu
Ala
185
Phe
Pro
Ala
Thr
Gly
265
Val

Leu

Phe

Glu
90
Glu

Asp

Asp

Thr
170
Gly

Pro
Gly
Ile
250
Ser
Pro

Glu

Leu

75

Pro

Glu

Ser

Asp

Glu

155

Val

Ser

Asn

Leu

Ser

235

Val

Lys

Arg

Phe

Ala
315

Ala

Ile

His

Lys

140

Glu

Phe

Pro

Ala

Ser

220

Met

Leu

Ala

Tyr

Phe
300

Leu Gly Phe Ile Tyr Asp Asp Glu Leu Ala Glu Arg

67

Ile
Phe
Val
125
Glu
Glu
Gly
Ala
Tyr
205
Glu
Leu
Ser
Met
Phe
285

Gly

Ala

Leu
Ser
110

Pro

Gln

Lys
Ser
190
Gly
Pro
Ala
Gly
Lys
270
Pro

Phe

Ala

Glu
95

Lys
Ser
Gln
Gln
Val
175
Tyr
Trp
Asp
Pro
Tyr
255
Thr
Phe

Ser

Ser

80
Thr

Glu

Leu

Leu

Thr

160

Asn

Asn

Ser

Ile

His

240

Gly

Lys

Cys

Thr

Leu
320
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1 5 10
<210> 35
211> 9
<212> PRT
213> NP3
<220>
223> NP3
<400> 35
Thr Val Val Glu Glu Ile Phe Ser Lys
1 5
<210> 36
211> 12
<212> PRT
213> NTLJF3
<220>
223> N3
<400> 36
Met Met Gln Asp Gln Glu Glu Asp Glu Glu Glu Lys
1 5 10
<210> 37
Q211> 7
<212> PRT
213> NP3
<220>
<223> NIJF%
<400> 37
Asn Ala Tyr Gly Trp Ser Lys
1 5
<210> 38
211> 21
<212> PRT
213> NTLJF3
<220>
223> N3
<400> 38
Ala Leu His Gly Gly Glu Tyr Pro Pro Leu Ser Glu Pro Asp Ile Gly
1 5 10 15
Val Leu Leu Val Lys
20

68
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<210> 39

211> 9

<212> PRT

213> NP3

<220>

<223> NP3

<400> 39

Gln Gly Asp Val Phe Val Val Pro Arg

1 5

<210> 40

<211> 10

<212> PRT

213> NLF3

<220>

<223> N3

<400> 40

Tyr Phe Pro Phe Cys Gln Val Ala Ser Arg
1 5 10
<210> 41

211> 19

<212> PRT

213> NP3

<220>

223> NTLFP3

<400> 41

Thr Leu Met Gly Pro Glu Leu Ser Ala Ala Phe Gly Val Ser Glu Asp
1 5 10 15
Thr Leu Arg

<210> 42

211> 11

<212> PRT

213> NLF3

<220>

223> NP3

<400> 42

Ser Phe Ala Asn Asp Val Val Met Asp Val Phe
1 5 10
<210> 43

211> 379

69



CN 106796206 A

F 3

3

38/98 it

<212> PRT
213> NP3
<220>
<223> Gly m Bd 30 K

sequence)

<400> 43

Met Gly Phe

1

Ser
Lys
Ser
Leu
65

Asn
Asp
Asp
Gln
Gly
145
Ala
Gly
Glu
Val
Ala
225

Ile

Glu

Ser
Phe
Glu
50

Glu
Arg
Ile
Val
Tyr
130
Val
Phe
Asp
Ser
Leu
210
Lys

Asp

Thr

Ser
Thr
35

His
Ile
Lys
Thr
Ser
115
Ser
Tle
Ser
Leu
Glu
195
Glu
Glu

Gly

Glu

Leu
Tle

20
Thr

Phe
Ser
Pro
100
Gln
Cys
Thr
Ala
Val
180
Gly
His
Gly

Tyr

Gln

Val

Ser

Gln

Arg

Lys

Pro

85

Gln

Gln

Asp

Gln

Thr

165

Ser

Ser

Gly

Arg

Glu

245
Ala

Ping AAB09252.1

Leu

Thr

Lys

Val

Asn

70

His

Glu

Ile

His

Val

150

Leu

Tyr

Gly

Cys

230

Thr

Phe

Leu

His

Gln

Tyr

55

Asn

Ser

Phe

Lys

Pro

135

Lys

Ala

Ser

Asn

Ile

215

Lys

Leu

Leu

Leu Phe

Arg Ser

25
Val Ser
40

His Asn
Ser Asn
His Arg
Ser Lys
105
Met Ala
120
Pro Ala
Tyr Gln
ITle Glu
Glu Gln
185
Gly Trp
200
Ala Thr
Ala Asn
Ile Met

Ser Ala

70

379%a (also

Ser

10

Ile

Ser

His

Tyr

Leu

90

Asn

Ser

Gly

Ala

170

Glu

Gln

Asp

Lys

Ser

250
Ile

Leu
Leu
Leu
Glu
Ile
75

Gly
Tyr
Lys
Trp
Gly
155
Ala

Leu

Tyr

Ile
235
Asp

Leu

Leu
Asp
Phe
Glu
60

Arg
Leu
Leu
Lys
Asp
140
Cys
His
Val
Gln
Asp
220
Gln

Glu

Glu

sServes as consensus

Gly
Leu
Gln
45

Glu
Asp
Asn
Gln
Met
125
Trp
Gly
Ala
Asp
Ser
205
Tyr
Asp

Ser

Gln

Leu
Asp
30

Leu
Ala
Met
Lys
Ala
110
Lys
Arg
Arg
Ile
Cys
190
Phe
Pro
Lys

Thr

Pro

Ser
15

Leu

Trp

Asn
Phe
95

Pro
Lys
Lys
Gly
Ala
175
Val
Glu
Tyr
Val
Glu

255
Ile

Ser

Thr

Lys

Arg

Ala

80

Ala

Lys

Glu

Lys

Trp

160

Thr

Glu

Trp

Thr
240

Ser

Ser
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260
Val Ser Ile Asp Ala
275
Asp Gly Glu Asn Cys
290
Leu Val Gly Tyr Gly
305
Asn Ser Trp Gly Glu
325
Arg Asn Thr Gly Asn
340
Ser Tyr Pro Thr Lys
355
Lys Gly His Arg Arg
370
<210> 44
<211> 379
<212> PRT
213> NP3
<220>
<223> Gly m Bd 30 K
<400> 44
Met Gly Phe Leu Val
1 5
Ser Ser Ser Ile Ser
20
Lys Phe Thr Thr Gln
35
Ser Glu His Gly Arg
50
Leu Glu Ile Phe Lys
65
Asn Arg Lys Ser Pro
85
Asp Ile Thr Pro Gln
100
Asp Val Ser Gln Gln
115
Gln Tyr Ser Cys Asp

Lys
Thr
Ser
310
Asp
Leu

Glu

Val

Ping P22895.

Asp
Ser
295
Ala
Trp
Leu

Glu

Asp
375

Phe
280
Pro

Asp

Gly

Ser
360
His

Leu Leu Leu

Thr

Lys

Val

Asn

70

His

Glu

Ile

His

His

Gln

Tyr

55

Asn

Ser

Phe

Lys

Pro

Arg

Val
40
His

Ser

His

Ser

Met

120

Pro

265
His

Tyr
Gly
Glu
Val
345

Glu

Ser

Leu

Gly

Val

Asp

330

Thr

Pro

1 379aa

Phe
Ser
25

Ser
Asn
Asn
Arg
Lys
105
Ala

Ala

71

Ser
10

Tle
Ser
His
Tyr
Leu
90

Lys

Asn

Ser

Tyr
Ile
Asp
315
Gly
Gly

Leu

Leu

Leu

Leu

Leu

Glu

Ile

75

Tyr

Lys

Thr
Asn
300
Tyr
Tyr

Met

Val

Leu

Asp

Phe

Glu

60

Arg

Leu

Leu

Lys

Gly
285
His
Trp
Ile

Asn

Ser
365

Gly
Leu
Gln
45

Glu
Asp
Asn
Gln
Met

125
Trp

270
Gly

Phe

Ile

Trp

Tyr

350
Ala

Leu
Asp
30

Leu

Ala

Met

Ala
110
Lys

Arg

Ile
Val
Ala
Ile
335

Phe

Arg

Ser
15

Leu
Trp
Lys
Asn
Phe
95

Pro

Lys

Lys

Tyr
Leu
Lys
320
Gln

Ala

Val

Ser

Thr

Arg
Ala
80

Ala
Lys

Glu

Lys
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Gly
145
Ala
Gly
Glu
Val
Ala
225
Ile
Glu
Val
Asp
Leu
305
Asn
Arg

Ser

Lys

<210> 45

130
Val

Phe

Asp

Ser

Leu

210

Lys

Asp

Thr

Ser

Gly

290

Val

Ser

Asn

Tyr

Gly
370

211> 9
<212> PRT
213> NTJFPF
<220>
<223> NP3

<400> 45

Ile
Ser
Leu
Glu
195
Glu
Glu
Gly
Glu
Ile
275
Glu
Gly
Trp
Thr
Pro

355
His

Thr
Ala
Val
180
Gly
His
Gly
Tyr
Gln
260
Asp
Asn
Tyr
Gly
Gly
340

Thr

Arg

Gln
Thr
165
Ser
Ser
Gly
Arg
Glu
245
Ala
Ala
Cys
Gly
Phe
325
Asn

Lys

Arg

Val
150
Gly
Leu
Tyr
Gly
Cys
230
Thr
Phe
Lys
Thr
Ser
310
Asp
Leu

Glu

Val

135

Ala

Ser

Asn

Ile

215

Lys

Leu

Leu

Asp

Ser

295

Ala

Trp

Leu

Glu

375

Tyr
Ile
Glu
Gly
200
Ala
Ala
Ile
Ser
Phe
280
Pro
Asp
Gly
Gly
Ser

360
His

Gln Gly Gly

Glu
Gln
185
Trp
Thr
Asn
Met
Ala
265
His
Tyr
Gly
Glu
Val
345

Glu

Ser

Ser Ile Leu Asp Leu Asp Leu Thr Lys

72

Ala
170
Glu
Gln
Asp
Lys
Ser
250
Ile
Leu
Gly
Val
Asp
330
Cys

Thr

Pro

155
Ala

Leu

Tyr

Asp

Ile

235

Asp

Leu

Tyr

Ile

Asp

315

Gly

Gly

Leu

Leu

140
Cys

His

Val

Gln

Asp

220

Gln

Glu

Glu

Thr

Asn

300

Tyr

Tyr

Met

Val

Gly

Ala

Asp

Ser

205

Tyr

Asp

Ser

Gln

Gly

285

His

Trp

Ile

Asn

Ser
365

Arg
Ile
Cys
190
Phe
Pro
Lys
Thr
Pro
270
Gly
Phe
Ile
Trp
Tyr

350
Ala

Gly
Ala
175
Val
Glu
Tyr
Val
Glu
255
Ile
Ile
Val
Ala
Ile
3356

Phe

Arg

Trp
160
Thr
Glu
Trp
Arg
Thr
240
Ser
Ser
Tyr
Leu
Lys
320
Gln

Ala

Val
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1 5

<210> 46

211> 5

<212> PRT

213> NP3

<220>

223> NP3

<400> 46

Phe Thr Thr Gln Lys

1 5

<210> 47

Q211> 7

<212> PRT

213> NTLJF3

<220>

223> N3

<400> 47

Asn Asn Leu Asn Tyr Ile Arg

1 5

<210> 48

211> 11

<212> PRT

213> NP3

<220>

<223> NIJF%

<400> 48

Phe Ala Asp Ile Thr Pro Gln Glu Phe Ser Lys
1 5 10
<210> 49

211> 15

<212> PRT

213> NTLJF3

<220>

223> N3

<400> 49

Glu Gln Tyr Ser Cys Asp His Pro Pro Ala Ser Trp Asp Trp Arg
1 5 10 15
<210> 50

211> 40
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<212> PRT
213> N3
<220>
223> NTLFP3
<400> 50
Val Thr Ile Asp Gly Tyr Glu Thr Leu Ile Met Ser Asp Glu Ser Thr
1 5 10 15
Glu Ser Glu Thr Glu Gln Ala Phe Leu Ser Ala Ile Leu Glu Gln Pro
20 25 30
Ile Ser Val Ser Ile Asp Ala Lys
35 40
<210> 51
211> 20
<212> PRT
213> AL
<220>
223> NP3
<400> 51
Asn Thr Gly Asn Leu Leu Gly Val Cys Gly Met Asn Tyr Phe Ala Ser
1 5 10 15
Tyr Pro Thr Lys
20
<210> 52
<211> 203
<212> PRT
213> NLFP3
<220>
<223> KTI 134 51
<400> 52
Met Lys Ser Thr Ile Phe Phe Ala Leu Phe Leu Val Cys Ala Phe Thr
1 5 10 15
Ile Ser Tyr Leu Pro Ser Ala Thr Ala Gln Phe Val Leu Asp Thr Asp
20 25 30
Asp Asp Pro Leu Gln Asn Gly Gly Thr Tyr Tyr Met Leu Pro Val Met
35 40 45
Arg Gly Lys Gly Gly Gly Ile Glu Gly Ala Ser Thr Gly Lys Glu Ile
50 55 60
Cys Pro Leu Thr Val Val Gln Ser Pro Asn Glu Leu Asp Lys Gly Ile
65 70 75 80
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Gly Leu Val

Tyr
Gly
Ala
Glu
145

Gln

Asn

Pro
Gly
Val
130
Arg

Asn

Asp

Leu
Met
115
Thr
Val

Ala

Gly

Val Gln Phe

<210>
211>
212>
213>

<220>

<223>
<400>

53
204
PRT
NP3

195

Met Lys Ser

1
Ile

Asp
Arg
Cys
65

Gly

Tyr

Gly

Ser
Asp
Gly
50

Pro
Leu

Pro

Val

Tyr

Pro

35

Lys

Leu

Val

Leu

Met
115

Phe

Ser

100

Pro

Leu

Ser

Glu

Ile

180
Gln

Thr

Leu

20

Leu

Ser

Thr

Phe

Ser

100

Pro

Ser
85

Ile
Thr
Ala
Arg
Asp
165

Arg

Lys

Ser

Lys

Lys

Ala

Glu

150

Asn

Arg

Phe

Pro

Phe

Trp

Arg

135

Tyr

Lys

Leu

Arg

KTI 1 AAB23483.1 204aa
53

I1e Phe Phe

5

Pro
Gln
Gly
Val
Lys
85

Ile

Thr

Ser

Asn

Val
70

Ser

Lys

Ala
Gly
Ile
55

Gln
Pro

Phe

Trp

Leu

Gly

Ala

120

Asp

Asn

Cys

Val

Ser
200

Ala

Thr

Gly

40

Glu

Ser

Leu

Asp

Ala
120

His
Ser
105
Ile
Thr
Asp
Glu
Leu

185

Ser

Leu
Ala
25

Thr
Gly
Pro
His
Ser

105
Ile

75

Ala
90

Phe
Val
Val
Tyr
Asp
170

Ser

Thr

Phe
10

Gln
Tyr
Asn
Asn
Ala
90

Phe

Val

Leu

Ala

Glu

Asp

Lys

155
Ile

Ala

Leu

Phe

Tyr

Ser

Lys

75

Leu

Ala

Glu

Phe
Val
Arg
Gly
140
Leu

Gly

Asn

Val

Val

Met

Thr

60

His

Phe

Val

Arg

Ile
Ile
Glu
125
Trp

Val

Tle

Cys

Leu

Leu

45

Gly

Asn

Ile

Ile

Glu
125

Ala
Ser
110
Gly
Phe
Phe

Gln

Pro
190

Ala

Asp
30

Pro

Lys

Ala

Pro
110
Gly

Glu
95

Leu
Leu
Asn
Cys
Ile

175

Leu

Phe
15

Thr
Val
Glu
Gly
Glu
95

Leu

Leu

Arg
Cys
Gln
Ile
Pro
160

Asp

Val

Thr

Asp

Met

Tle

Tle

80

Arg

Cys

Gln
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Ala Val Thr
130

Glu Arg Val

145

Pro Gln Glu

Asp Asn Asp

Val Val Glu
195
<210> 54
<211> 208
<212> PRT

Leu

Ser

Ala

Gly

180
Phe

213> N3

<220>

<223> KTI 1 CAA56343.1 208aa

<400> 54
Met Lys Ser
1

Ser Ser Tyr

Gly Asn Pro
35
Arg Gly Lys
50
Cys Pro Leu
65

Leu Pro Leu

Gly Leu Ile

Asn Ser Phe
115
Pro Cys Gln
130
Ile Gln Arg
145
Thr Ser Asn

Thr
Gln
20

Ile
Gly
Thr
Tle
Leu
100
Ser
Thr

Ala

Asp

Ala
Arg
Glu
165

Tle

Gln

Ala
Glu
150
Asp

Arg

Lys

Arg
135
Tyr
Asn

Arg

Phe

Thr Ser Leu

5

Pro

Arg

Gly

Val

Tle

85

Ser

Val

His

Ser

Asp
165

Ser
Asn
Gly
Val
70

Ser
Leu
Asp
Trp
Ser

150

Ser

Ala
Gly
Ile
55

Gln

Ser

Arg
Leu
135
Glu

Ser

Asp

Asn

Lys

Leu

Arg
200

Ala
Thr
Gly
40

Glu
Ser
Pro
Phe
Tyr
120
Gln

Ser

Cys

Thr

Asp

Cys

Val

185

Ser

Leu
Ala
25

Thr
Phe
Pro
Phe
His
105
Ser
Lys

Asn

Gly

76

Val
Tyr
Glu
170

Leu

Ser

Phe
10

Asp
Tyr
Ala
Phe
Lys
90

Leu
Gln
His
Tyr

Asp
170

Asp
Tyr
155
Asp

Ser

Thr

Leu

Ile

Tyr

Lys

Glu

75
Ile

Gly
Asn
Tyr

155
Ile

Gly
140
Lys
Ile

Lys

Ala

Leu
Val
Val
Thr
60

Gly
Leu
Thr
Ser
Arg
140

Lys

Val

Trp

Leu

Gly

Asn

Cys
Phe
Leu
45

Glu
Leu
Asp
Pro
Ala
125
Cys

Leu

Ala

Phe

Val

Ile

190

Ala
Asp
30

Pro
Thr
Gln
Ile
Leu
110
Arg
Trp

Val

Pro

Asn
Phe
Gln

175

Pro

Leu
15

Thr
Val
Glu
Arg
Thr
95

Ser
Arg
Phe

Phe

Ile
175

Ile
Cys
160
Ile

Leu

Thr

Glu

Ile

Thr

Gly

80

Glu

Leu

Thr

Arg

Cys

160
Asp
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Arg Glu Gly Asn Arg Pro Leu Ile Val Thr His Asp Gln Asn His Pro
180 185 190

Leu Leu Val Gln Phe Gln Lys Val Glu Ala Tyr Glu Ser Ser Thr Ala
195 200 205

<210> 55

211> 16

<212> PRT

213> NP3

<220>

223> NTLJF3

<400> 55

Glu Ile Cys Pro Leu Thr Val Val Gln Ser Pro Asn Glu Leu Asp Lys

1 5 10 15

<210> 56

Q211> 7

<212> PRT

213> NLF3

<220>

223> N3

<400> 56

Glu Gly Leu Gln Ala Val Lys

1 5

<210> 57

211> 12

<212> PRT

213> NLJ¢3

<220>

223> NTLJF3

<400> 57

Leu Val Phe Cys Pro Gln Gln Ala Glu Asp Asn Lys

1 5 10

<210> 58

211> 14

<212> PRT

213> NLF3

<220>

223> N3

<400> 58

Cys Glu Asp Ile Gly Ile Gln Ile Asp Asp Asp Gly Ile Arg
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1

<210> 59

211> 5

<212> PRT
213> NLR3

<220>

<223> NTLF3

<400> 59

Leu Val Leu Ser Lys

1

<210> 60
<211> 10

<212> PRT
213> NLF7

<220>

<223> NLF%

<400> 60

5

10

Asn Lys Pro Leu Val Val Gln Phe Gln Lys

1

<210> 61

211> 217
<212> PRT

213> N3

<220>

5

223> KTT 33L4 &7

<400> 61

Met Lys
1
Thr Ser

Gly Asn

Thr Ala
50

Pro Leu

65

Thr Ile

Pro Leu

Ser Thr

Tyr Leu
20

Pro Leu

35

Phe Gly

Thr Val

Ile Ser

Ser Leu

Tle
5

Pro

Glu

Val

Ser
85

Phe

Ser

Asn

Ile

Gln

70

Pro

Phe

Phe

Ala

Gly

55

Ser

Tyr

Ala
Ile
Gly
40

Ala
Arg

Arg

Ser

Leu

Ala

25

Thr

Ala

Asn

Ile

Phe

78

10

Phe
10
Asp

Tyr

Pro

Glu

Arg

90
Ala

Leu

Phe

Tyr

Thr

Leu

75

Phe

Val

Phe

Val

Ile

60

Asp

Ile

Ile

Leu
Leu
45

Asn
Lys

Ala

Met

Ala
Asp
30

Ser
Glu
Gly

Glu

Leu

Phe
15

Asn

Asp

Arg

Ile

Gly

95
Cys

Thr

Glu

Ile

Gly
80
His

Val
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100
Gly Ile Pro Thr Glu Trp Ser Val
115 120
Ala Val Lys Ile Gly Glu Asn Lys
130 135
Leu Glu Arg Val Ser Asp Asp Glu
145 150
Cys Pro Gln Gln Ala Glu Asp Asp
165
Ile Asp His Asp Asp Gly Thr Arg
180
Pro Leu Val Val Gln Phe Gln Lys
195 200
Lys Asn His Gly Leu Ser Arg Ser
210 215
<210> 62
211> 217
<212> PRT
213> NP3
<220>
<223> KTI 3 CAA45777.1 217aa
<400> 62
Met Lys Ser Thr Ile Phe Phe Ala
1 5
Thr Ser Tyr Leu Pro Ser Ala Ile
20
Gly Asn Pro Leu Glu Asn Gly Gly
35 40
Thr Ala Phe Gly Gly Ile Arg Ala
50 55
Pro Leu Thr Val Val Gln Ser Arg
65 70
Thr Ile Ile Ser Ser Pro Tyr Arg
85
Pro Leu Ser Leu Lys Phe Asp Ser
100
Gly Ile Pro Thr Glu Trp Ser Val
115 120
Ala Val Lys Ile Gly Glu Asn Lys

105
Val

Asp

Phe

Lys

185

Leu

Glu

Leu
Ala
25

Thr
Ala
Asn
Ile
Phe
105
Val

Asp

79

Glu
Ala
Asn
Cys
170

Leu

Asp

Phe
10

Asp
Tyr
Pro
Glu
Arg
90

Ala

Glu

Ala

Asp
Met
Asn
155
Gly

Val

Lys

Leu

Phe

Tyr

Thr

Leu

75

Phe

Val

Asp

Met

Leu
Asp
140
Tyr
Asp

Val

Glu

Phe

Val

Ile

Gly

60

Asp

Ile

Ile

Leu

Asp

Pro
125
Gly
Lys
Ile

Ser

Ser
205

Cys
Leu
Leu
45

Asn
Lys
Ala
Met
Pro

125
Gly

110
Glu

Trp

Leu

Gly

190

Leu

Ala
Asp
30

Ser
Glu
Gly
Glu
Leu

110
Glu

Gly
Phe
Val
Ile
175

Asn

Ala

Phe
15

Asn
Asp
Arg
Ile
Gly
95

Cys

Gly

Phe

Pro
Arg
Phe

160

Ser

Lys

Thr

Glu

Ile

Cys

Gly

80

His

Val

Pro

Arg
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130 135
Leu Glu Arg Val Ser Asp Asp Glu
145 150
Cys Pro Gln Gln Ala Glu Asp Asp
165
Ile Asp His Asp Asp Gly Thr Arg
180
Pro Leu Val Val Gln Phe Gln Lys
195 200
Lys Asn His Gly Leu Ser Arg Ser
210 215
<210> 63
211> 217
<212> PRT
213> AL
<220>
<223> KTI 3 CAA45778.1 217aa
<400> 63
Met Lys Ser Thr Ile Phe Phe Ala
1 5
Thr Ser Tyr Leu Pro Ser Ala lle
20
Gly Asn Pro Leu Asp Ser Gly Gly
35 40
Thr Ala Phe Gly Gly Ile Arg Ala
50 55
Pro Leu Thr Val Val Gln Ser Arg
65 70
Thr Ile Ile Ser Ser Pro Phe Arg
85
Pro Leu Arg Leu Lys Phe Asp Ser
100
Gly Ile Pro Thr Glu Trp Ser Val
115 120
Ala Val Lys Ile Gly Glu Asn Lys
130 135
Ile Glu Arg Val Ser Asp Asp Glu
145 150
Cys Thr Gln GIn Ala Glu Asp Asp

Phe
Lys
Arg
185

Leu

Glu

Leu
Ala
25

Thr
Ala
Asn
Ile
Phe
105
Val
Asp
Phe

Lys

80

Asn
Cys
170

Leu

Asp

Phe
10

Asp
Tyr
Pro
Glu
Arg
90

Ala
Glu

Ala

Asn

Asn
155
Gly
Val

Lys

Leu

Phe

Tyr

Thr

Leu

75

Phe

Val

Asp

Val

Asn

155
Gly

140
Tyr

Asp

Val

Glu

Phe
Val
Tle
Gly
60

Asp
Ile
Ile
Leu
Asp
140

Tyr

Asp

Ile

Ser

Ser
205

Leu
Leu

45

Asn

Ala
Met
Pro
125
Gly

Lys

Ile

Leu
Gly
Lys

190

Leu

Ala
Asp
30

Ser
Glu
Gly
Glu
Leu
110
Glu
Trp

Leu

Gly

Val
Ile
175

Asn

Ala

Phe
15

Asn
Asp
Arg
Ile
Gly
95

Cys
Gly
Phe

Val

Ile

Phe
160
Ser

Lys

Lys

Thr

Glu

Ile

Cys

Gly

80

Asn

Val

Pro

Arg

Phe

160

Ser
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165 170 175
Ile Asp His Asp Asp Gly Thr Arg Arg Leu Val Val Ser Lys Asn Lys
180 185 190
Pro Leu Val Val Gln Phe Gln Lys Val Asp Lys Glu Ser Leu Ala Lys
195 200 205
Lys Asn His Gly Leu Ser Arg Ser Glu
210 215
<210> 64
211> 9
<212> PRT
213> NTLJF3
<220>
223> NTLJF3
<400> 64
Cys Pro Leu Thr Val Val Gln Ser Arg
1 5
<210> 65
211> 5
<212> PRT
213> NILFP3
<220>
223> NTLFP3
<400> 65
Asn Glu Leu Asp Lys
1 5
<210> 66
211> 5
<212> PRT
213> NTLJF3
<220>
223> NTLJF3
<400> 66
Ile Gly Glu Asn Lys
1 5
<210> 67
211> 8
<212> PRT
213> NLF3
<220>
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223> N3

<400> 67

Asp Ala Met Asp Gly Trp Phe Arg

1 5

<210> 68

211> 12

<212> PRT

213> NP3

<220>

223> NTLJF3

<400> 68

Leu Val Phe Cys Pro Gln Gln Ala Glu Asp Asp Lys
1 5 10
<210> 69

211> 15

<212> PRT

213> NLF3

<220>

223> N3

<400> 69

Cys Gly Asp Ile Gly Ile Ser Ile Asp His Asp Asp Gly Thr Arg
1 5 10 15
<210> 70

211> 5

<212> PRT

213> NLJ¢3

<220>

223> NTLJF3

<400> 70

Leu Val Val Ser Lys

1 5

<210> 71

<211> 10

<212> PRT

213> NLF3

<220>

223> N3

<400> 71

Asn Lys Pro Leu Val Val Gln Phe Gln Lys
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1

<210> 72
211> 173
<212> PRT

<213>

<220>

223>

<400> 72
Met Pro Pro Pro

1
Thr

Thr

Gln

Lys

65

His

Glu

Cys

Leu

Lys

145
Phe

Lys Phe

Cys Ser
35

Leu GIn

50

Ile Gln

Ile Leu

Gly Lys

Thr Glu
115

Gln Lys

130

Lys Lys

Gly Pro

<210> 73
<211> 158
<212> PRT

213>

<220>

223>

<400> 73
Met Thr Lys Phe Thr Ile Leu Leu Ile Ser Leu Leu Phe Cys Ile Ala

1

NI

Thr
20
Ala

Gly

Gly

Asp
100
Met
Tle

Met

Met

ANILF3

2SH & HGlymal3g36400

Ser Leu His

5
Ile

Ser

Val

Arg

Thr

85

Glu

Ser

Met

Glu

Tle
165

5

Leu

Asn

Gly

70

Met

Asp

Glu

Glu

150
Gln

Leu
Trp
Leu
55

Asp
Arg
Glu
Leu
Asn
135

Glu

Cys

.1 BLAST

Phe
Ile
Gln
40

Thr

Asp

Glu
Arg
120
Gln

Leu

Asp

Thr
Ser
25

His
Pro
Asp
Arg
Glu
105
Ser
Ser

Ile

Leu

83

10

174aa

Ser Pro Ile

10

Leu

Gln

Cys

Asp

Ile

90

Glu

Pro

Glu

Asn

Ser
170

2SHEEFINP_001234950 BLAST 158aa

10

Leu
Gln
Glu
Asp
75

Asn
Gly
Lys
Glu
Leu

155
Ser

Phe
Asp
Lys

60
Asp

His
Cys
Leu
140

Ala

Asp

Asn
Cys
Ser
45

His
Asp
Ile
Met
Gln
125
Glu

Thr

Asp

Ser

Ile

30

Ile

Asp

Arg

Gln

110

Cys

Glu

Met

Lys

15

Ala

Arg

Met

Asp

95

Lys

Lys

Lys

Cys

15

Met

His

Glu
Asn
80

Asn
Cys
Ala

Gln

Arg
160
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His Thr Cys

Lys

Glu

Asn

65

Asn

Cys

Ala

Gln

Arg
145

<210>
211>
212>
<213>

Gln
Lys
50

His
Glu
Arg
Leu
Lys

130
Phe

<220>

<223>
<400>

74

155
PRT
NLF3

Leu
35

Ile
Ile
Gly
Thr
Gln
115

Lys

Gly

Ser

20

Gln

Gln

Leu

Lys

Glu

100

Lys

Pro

Met Thr Lys Leu

1
Thr

Glu
Lys
Ile
65

Glu

Glu

Cys
Gln
Ile
50

Leu

Gly

Met

Cys
Leu
35

Gln
Ile

Lys

Ser

Ala
20
Lys

Ala

Arg

Glu

Glu
100

Ala

Gly

Gly

Arg

Asp

85

Met

Ile

Met

Met

Ser

Val

Arg

Thr

70

Glu

Ser

Met

Glu

Ile
150

Glu
Asn
Gly
55

Met
Asp
Glu
Glu
Lys

135
Gln

2SHEHGlymal2g34160.
74

Thr Tle Leu

5

Ser

Gly

Gly

Thr

Glu

85

Leu

Lys
Ile
Arg
Met
70

Glu

Lys

Trp
Asn
Arg
55

Pro

Glu

Ser

Trp
Leu
40

Asp
Arg
Glu
Leu
Asn
120

Glu

Cys

Gln
25

Thr
Asp
Gly
Glu
Arg
105
Gln

Leu

Asp

1 BLAST

Leu
Gln
Leu
40

Gly
Gly

Glu

Pro

Tle
Gln
25

Asn

Glu

Arg

Ile
105

84

His Gln

Pro Cys

Asp Asp

Arg Ile

75
Glu Glu
90

Ser Pro

Ser Glu

Ile Asn

Leu Ser
155

156aa

Ala Leu
10
His Gln

Pro Cys

Asp Gly

Ile Asn
75

His Met

90

Cys Gln

Gln
Glu
Asp
60

Asn
Gly
Lys
Glu
Leu

140

Ser

Leu
Gln
Glu
Ser
60

Tyr

Gln

Cys

Asp
Lys
45

Asp
Tyr
His
Cys
Leu
125

Ala

Asp

Phe
Glu
His
45

Asp

Ile

Lys

Ser
30
His

Ile
Met
Gln
110
Glu

Thr

Asp

Ile
Ser
30

Ile

Glu

Arg

Ala
110

Cys

Ile

Asp

Arg

Gln

95

Cys

Glu

Met

Ala
15
Cys

Met

Asp

Lys

Cys

95

Leu

Arg

Met

Asp

Arg

80

Lys

Lys

Lys

Cys

His
Arg
Glu
His
Lys
80

Ser

Gln
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Lys Ile Met Asp Asn Gln Ser Glu Gln Leu Glu Gly Lys Glu Lys Lys
115 120 125

Gln Met Glu Arg Glu Leu Met Asn Leu Ala Ile Arg Cys Arg Leu Gly
130 135 140

Pro Met Ile Gly Cys Asp Leu Ser Ser Asp Asp

145 150 155

<210> 75

211> 9

<212> PRT

213> NTLJF3

<220>

223> NTLJF3

<400> 75

Trp Gln His GIn Gln Asp Ser Cys Arg

1 5

<210> 76

211> 12

<212> PRT

213> NLF3

<220>

<223> NP3

<400> 76

Gln Leu Gln Gly Val Asn Leu Thr Pro Cys Glu Lys

1 5 10

<210> 77

211> 5

<212> PRT

213> NTLJF3

<220>

223> NTLJF3

<400> 77

His Ile Met Glu Lys

1 5

<210> 78

211> 12

<212> PRT

213> NLF3

<220>

<223> NP3
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<400> 78

Asp Glu Asp Glu Glu Glu Glu Gly His Met Gln Lys
1 5 10

<210> 79

211> 9

<212> PRT

213> NP3

<220>

<223> NTLJF3

<400> 79

Cys Cys Thr Glu Met Ser Glu Leu Arg

1 5

<210> 80

<211> 10

<212> PRT

213> NLF3

<220>

223> NP3

<400> 80

Glu Leu Ile Asn Leu Ala Thr Met Cys Arg

1 5 10

<210> 81

211> 13

<212> PRT

213> NIJFF

<220>

<223> NP3

<400> 81

Phe Gly Pro Met Ile Gln Cys Asp Leu Ser Ser Asp Asp
1 5 10

<210> 82

<211> 280

<212> PRT

213> NLF3

<220>

223> BEEZRILAFF

<400> 82

Met Ala Thr Ser Asn Phe Ser Ile Val Leu Ser Leu Ser Leu Ala Phe
1 5 10 15

86
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Phe Leu Val

Thr
Asp
Ser
65

Ala
Ala
Gly
Gly
Gln
145
Pro
Lys
Ile
Pro
Ser
225
Leu

Ala

Ser

<210> 83

Phe
Ala
50

Asn
Pro
Thr
Leu
Gly
130
Thr
Ala
Thr
Thr
Ser
210
Asn
Asn

Ser

Phe

Ser
35

Ala
Gly
Tle
Ser
Ala
115
Phe
Val
Asn
Ala
Tyr
195
Arg
Leu
Glu

Lys

Leu
275

211> 280
<212> PRT
213> N3
{220>

Leu
20

Lys
Ile
Val
Gln
Phe
100
Phe
Leu
Ala
Arg
Ser
180
Asp
Lys
Pro
Gly
Leu

260

Leu

Leu
Phe
Ser
Pro
Tle
85

Lys
Phe
Gly
Val
His
165
Trp
Ala
Thr
Glu
Ser
245

Ser

Asn

Thr
Ser
Ser
Thr
70

Trp
Phe
Leu
Leu
Glu
150
Ile
Gly
Ala
Ser
Trp
230
Val

Asp

Glu

Lys
Pro
Ser
55

Ser
Asp
Asn
Ala
Phe
135
Phe
Gly
Leu
Thr
Tyr
215
Val
Glu

Gly

Ala

Ala
Arg
40

Gly
Gly
Ser
Val
Pro
120
Asn
Asp
Ile
Ala
Ser
200
Tle
Ser
Thr

Ser

Ile
280

Asn Ser Thr

25
Gln

Val

Ser

Glu

Phe

105

Val

Ser

Thr

Asp

Asn

185

Leu

Leu

Ile

His

Thr
265

87

Pro
Leu
Leu
Thr
90

Ala
Gly
Asp
Tyr
Val
170
Gly

Leu

Ser

Asp
250

Ser

Asn
Arg
Gly
75

Gly
Pro
Ser
Ser
Ser
155
Asn
Gln
Val
Glu
Phe
2356

Val

Asp

Asn
Leu
Leu
60

Arg
Lys
Asn
Lys
Lys
140
Asn
Ser
Val
Ala
Thr
220
Ser

Ile

Ala

Thr
Ile
45

Thr
Ala
Val
Lys
Pro
125
Asp
Lys
Ile
Ala
Ser
205
Val
Ala

Ser

Leu

Val
30

Leu

Leu

Ala

Thr

110

Gln

Lys

Lys

Lys

Gln

190

Leu

Ser

Thr

Trp

Asp
270

Ser

Gln

Val

Tyr

Ser

95

Ala

Ser

Ser

Trp

Ser

175

Ile

Ile

Leu

Thr

Ser

255

Leu

Phe
Gly
Asp
Ala
80

Trp
Asp
Lys
Leu
Asp
160
Val
Leu
His
Lys
Gly
240

Phe

Pro
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<223> EHEZR XP_003535884 BLAST

<400> 83

Met Ala Thr Ser Asn

1
Phe Leu

Thr Thr

Asp Ala
50

Ser Tyr

65

Ala Pro

Ala Thr
Gly Leu
Ala Gly
130
Gln Thr
145
Pro Ala
Lys Thr
Ile Thr
Pro Ser
210
Ser Asn
225
Ala Asn
Ala Ser

Ser Phe

<210> 84

Met
Ser
35

Ala
Gly
Tle
Ser
Ala
115
Phe
Val
Ser
Ala
Tyr
195
Arg
Leu
Lys

Lys

Leu
275

Leu

20

Tle

Val

Gln

Phe

100

Phe

Leu

Ala

Arg

Pro

180

Asn

Lys

Pro

Gly

Leu

260

Leu

5

Leu
Phe
Ser
Pro
Ile
85

Lys
Phe
Gly
Val
His
165
Trp
Ala
Thr
Glu
Phe
245

Ser

Asn

Phe Ser Ile

Thr
Ser
Pro
Thr
70

Trp
Phe
Leu
Leu
Glu
150
Ile
Gly
Asp
Ser
Trp
230
Ala

Asp

Glu

Lys
Pro
Ser
55

Ser
Asp
Asn
Ala
Phe
135
Phe
Gly
Phe
Thr
Tyr
215
Val
Glu

Gly

Ala

Ala
Arg
40

Gly
Arg
Ser
Val
Pro
120
Asn
Asp
Ile
Ala
Ser
200
Ile
Asn
Thr

Ser

Ile
280

280aa

Val
Asn
25

Gln
Val
Ser
Glu
Phe
105
Val
Ser
Thr
Asp
Asn
185
Leu
Leu
Val
His

Thr
265

88

Leu
10

Ser
Gln
Leu

Leu

Thr
90

Ser

Gly

Asp

Tyr

Val

170

Gly

Leu

Ser

Gly

Asp

250

Ser

Ser
Thr
Asn
Arg
Gly
75

Gly
Pro
Ser
Ser
Tyr
155
Asn
Gln
Val
Glu
Phe
2356

Val

Asp

Leu
Asn
Leu
Leu
00

Arg
Lys
Asp
Lys
Lys
140
Asn
Ser
Val
Ala
Thr
220
Ser

Phe

Thr

Ser

Thr

Ile

45

Thr

Ala

Val

Lys

Pro

125

Asn

Gln

Ile

Ala

Ser

205

Val

Ala

Ser

Leu

Leu
Val
30

Leu
Lys
Leu
Ala
Thr
110
Gln
Met
Lys
Lys
Gln
190
Leu
Ser
Thr

Trp

Asp
270

Ala

15

Ser

Gln

Val

Tyr

Ser

95

Ala

Tyr

Ser

Trp

Ser

175

Ile

Val

Leu

Thr

Ser

255

Leu

Leu
Phe
Gly
Asp
Ala
80

Trp
Asp
Lys
Leu
Asp
160
Val
Leu
His
Lys
Gly
240

Phe

Ala
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<211> 270
<212> PRT
213> N3
<220>
<223> FHEZR GlymalOgl5480.1 BLAST

<400> 84

Met Ala Thr Ser

1
Phe

Thr
Asp
Ser
65

Ala
Ala
Gly
Ala
Gln
145
Asn
Gln
Val
Glu
Phe
225

Val

Asp

Leu
Thr
Ala
50

Tyr
Pro
Thr
Leu
Gly
130
Thr
Ser
Val
Ala
Thr
210
Ser

Phe

Thr

Met
Ser
35

Ala
Gly
Ile
Ser
Ala
115
Phe
Val
Tle
Ala
Ser
195
Val
Ala

Ser

Leu

Leu
20

Lys
Ile
Val
Gln
Phe
100
Phe

Leu

Ala

Gln
180
Leu
Ser
Thr

Trp

Asp

Asn Phe Ser

5

Leu
Phe
Ser
Pro
Ile
85

Lys
Phe
Gly
Trp
Ser
165
Ile
Val
Leu
Thr
Ser

245

Leu

Thr
Ser
Pro
Thr
70

Trp
Phe
Leu
Leu
Asp
150
Val
Leu
His
Lys
Gly
230

Phe

Ala

Lys
Pro
Ser
55

Ser
Asp
Asn
Ala
Phe
135
Pro
Lys
Ile
Pro
Ser
215
Ala

Ala

Ser

Tle
Ala
Arg
40

Gly
Arg
Ser
Val
Pro
120
Asn
Ala
Thr
Thr
Ser
200
Asn
Asn

Ser

Phe

Val

Asn

25

Gln

Val

Ser

Glu

Phe

105

Val

Ser

Ser

Ala

Tyr

185

Arg

Leu

Lys

Lys

Leu

89

Leu
10

Ser
Gln
Leu
Leu
Thr
90

Ser
Gly
Asp
Arg
Pro
170
Asn
Lys
Pro
Gly
Leu

250

Leu

Ser
Thr
Asn
Arg
Gly
75

Gly
Pro
Ser
Ser
His
155
Trp
Ala
Thr
Glu
Phe
235

Ser

Asn

Leu
Asn
Leu
Leu
60

Arg
Lys
Asp
Lys
Lys
140
Ile
Gly
Asp
Ser
Trp
220
Ala

Asp

Glu

Ser
Thr
Tle
45

Thr

Ala

Val

Pro
125
Asn
Gly
Phe
Thr
Tyr
205
Val
Glu

Gly

Ala

Leu

Val

30

Leu

Leu

Ala

Thr

110

Gln

Met

Ile

Ala

Ser

190

Ile

Asn

Thr

Ser

Ile

Ala
15

Ser
Gln
Val
Tyr
Ser
95

Ala
Tyr
Ser
Asp
Asn
175
Leu
Leu
Val
His

Thr
255

Leu
Phe
Gly
Asp
Ala
80

Trp
Asp
Lys
Leu
Val
160
Gly
Leu
Ser
Gly
Asp

240

Ser
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<210>
211>
<212>
<213>

<220>

223>
<400>

85
282
PRT
NLF3

260

Met Ala Thr Ser Asn Phe Ser

1
Phe

Thr

Asp

Ser

65

Ala

Ala

Ala

Ser

Ser

145

Trp

Ser

Ile

Ile

Leu

225
Thr

Leu
Phe
Ala
50

Asn
Pro
Thr
Asp
Asp
130
Leu
Asp
Val
Leu
His
210

Lys

Gly

Val
Asn
35

Ser
Gly
Ile
Ser
Gly
115
Asp
Gln
Pro
Lys
Val
195
Pro

Ser

Leu

Leu

20

Ile

Val

Gln

Phe

100

Leu

Gly

Thr

Ala

Thr

180

Thr

Ser

Asn

His

5

Leu

Phe

Ser

Pro

Ile

85

Lys

Ala

Phe

Val

Asn

165

Ala

Tyr

Lys

Leu

Glu

Thr

Asn

Ser

Thr

70

Trp

Phe

Phe

Leu

Ala

150

Arg

Ser

Asn

Lys

Pro
230

Lys
Pro
Ser
55

Ser
Asp
Asn
Phe
Gly
135
Tle
His
Trp
Ala
Thr
215

Glu

Ser

BEHEZE NP_001237210 BLAST
85

Ile
Ala
Val
40

Gly
Gly
Ser
Ile
Leu
120
Leu
Glu
Ile
Gly
Ala
200
Ser

Trp

Val

265

282aa

Val
His
25

Gln
Val
Ser
Glu
Phe
105
Ala
Phe
Phe
Gly
Leu
185
Thr
Tyr
Val

Glu

90

Leu
10

Ser
Pro
Leu
Leu
Thr
90

Ala
Pro
Asn
Asp
Ile
170
Ser
Ser
Ile

Ser

Thr

Ser
Thr
Asn
Gln
Gly
75

Gly
Pro
Val
Ser
Thr
155
Asp
Asn
Leu
Leu
Val

235
His

Val

Asp

Ile

Leu

60
Arg

Asn
Gly
Pro
140
Phe
Val
Gly
Leu
Ser
220

Gly

Asp

Ser
Thr
Met
45

Thr
Ala
Val
Lys
Ser
125
Leu
Ser
Asn
Gln
Val
205
Asp

Phe

Val

270

Leu

Val

30

Leu

Lys

Leu

Ala

Ser

110

Gln

Lys

Asn

Ser

Val

190

Ala

Thr

Ser

Ile

Ala
15

Ser
Gln
Val
Tyr
Ser
95

Asn

Pro

Asp

Tle
175
Ala
Ser
Val

Ala

Ser

Phe

Phe

Lys

Gly

Ala

80

Trp

Ser

Gln

Lys

160

Lys

Glu

Leu

Asn

Thr

240
Trp
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245

250

255

Ser Phe Ala Ser Lys Leu Ser Asp Gly Ser Ser Asn Asp Ala Leu Asp

260

265

Leu Pro Ser Phe Val Leu Asn Glu Ala Ile

<210> 86
211> 29

212>
213>

220>

223>

<400> 86
Met Lys Val Leu

1
Ala

Leu

Phe

Ala

65

Asn

Pro

Thr

Asp

Asp

145

Leu

Asp

Val

Leu

Thr
Val
Asn
50

Ser
Gly
Ile
Ser
Gly
130
Asp
Gln
Pro

Lys

Val

275

7

PRT
NP3

Ser
Leu
35

Lys
Ile
Val
Gln
Phe
115
Leu
Gly
Thr
Ala
Thr

195
Thr

Asn
20

Leu
Phe
Ser
Pro
Tle
100
Lys
Ala
Phe
Val
Asn
180

Ala

Tyr

280

BEEZE Glyma02g18090.1 BLAST

Cys Ile Ile Phe Glu

5
Phe

Thr

Asn

Ser

Thr

85

Trp

Phe

Phe

Leu

Ala

165

Arg

Ser

Asn

Ser
Lys
Pro
Ser
70

Ser
Asp
Asn
Phe
Gly
150
Ile
His
Trp

Ala

Ile
Ala
Val
55

Gly
Gly
Ser
Tle
Leu
135
Leu
Glu
Ile

Gly

Ala

Val
His
40

Gln
Val
Ser
Glu
Phe
120
Ala
Phe
Phe
Gly
Leu

200
Thr

Leu
25

Ser
Pro
Leu
Leu
Thr
105
Ala
Pro
Asn
Asp
Ile
185
Ser

Ser

91

Phe
10

Ser
Thr
Asn
Gln
Gly
90

Gly
Pro
Val
Ser
Thr
170
Asp

Asn

Leu

Val
Asp
Ile
Leu
75

Arg
Lys
Asn
Gly
Pro
155
Phe
Val

Gly

Leu

Gln

Ser

Thr

Met

60

Thr

Ala

Val

Lys

Ser

140

Leu

Ser

Asn

Gln

Val

Ile

Leu

Val

45

Leu

Lys

Leu

Ala

Ser

125

Gln

Lys

Asn

Ser

Val

205
Ala

270

Lys
Ala
30

Ser
Gln
Val
Tyr
Ser
110
Asn

Pro

Asp

Ile
190
Ala

Ser

Ala
15

Phe
Phe
Lys
Gly
Ala
95

Trp
Ser
Gln
Lys
Lys
175
Lys

Glu

Leu

Met

Phe

Thr

Asp

Ser

80

Ala

Ala

Ala

Ser

Ser

160

Trp

Ser

Ile

Ile
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His
225
Lys

210

Pro Ser Lys Lys

Ser Asn Leu Pro

245

Gly Leu His Glu Gly

Phe

Pro

<210> 87

260

Ala Ser Lys Leu

275

Ser Phe Val

290

<211> 282
<212> PRT
213> NP3
<220>
<223> EEHHEER ACU23599 BLAST

<400> 87

Met Ala Thr Ser

1
Phe

Thr

Asp

Ser

65

Ala

Ala

Ala

Ser

Ser

145
Trp

Leu
Phe
Ala
50

Asn
Pro
Thr
Asp
Asp
130

Leu

Asp

Val
Asn

35

Ser

Ile
Ser
Gly
115
Asp

Gln

Pro

Leu
20

Lys
Tle
Val
Gln
Phe
100
Leu
Gly

Thr

Ala

Leu

Asn

5

Leu

Phe

Ser

Pro

Tle

85

Lys

Ala

Phe

Val

Asn

Thr
230
Glu
Ser

Ser

Asn

Phe

Thr

Asn

Ser

Thr

70

Trp

Phe

Phe

Leu

Ala

150
Arg

215

Ser

Trp

Val

Asp

Glu
295

Ser
Lys
Pro
Ser
55

Ser
Asp
Asn
Phe
Gly
135

Ile

His

Tyr Ile Leu Ser

Val Ser

Glu Thr
265

Gly Ser

280

Ala Ile

282aa
Ile Val
Ala His
25
Val Gln
40
Gly Val
Gly Ser
Ser Glu
Ile Phe
105
Leu Ala
120
Leu Phe
Glu Phe

Ile Gly

92

Val
250
His

Ser

Leu
10

Pro
Pro
Leu
Leu
Thr
90

Ala
Pro
Asn

Asp

Ile

235
Gly

Asp

Asn

Ser

Thr

Asn

Gln

75

Gly

Pro

Val

Ser

Thr

155
Asp

220
Asp

Phe

Val

Asp

Val
Asp
Tle
Leu
60

Arg
Lys
Asn
Gly
Pro
140

Phe

Val

Thr

Ser

Ile

Ala
285

Ser
Thr
Met
45

Thr
Ala
Val
Lys
Ser
125
Leu

Ser

Asp

Val

Ala

Ser

270

Leu

Leu

Val

30

Leu

Lys

Leu

Ala

Ser

110

Gln

Lys

Asn

Ser

Asn
Thr
255

Trp

Asp

Ala
15

Ser
Gln
Val
Tyr
Ser
95

Asn
Pro
Asp

Lys

Ile

Leu
240
Thr

Ser

Leu

Phe

Phe

Lys

Gly

Ala

80

Trp

Ser

Gln

Lys

Lys

160
Lys
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Ser

Ile

Ile

Leu

225

Thr

Ser

Leu

<210> 88

Ile
Leu
His
210
Lys
Gly

Phe

Pro

Lys

Val

195

Pro

Ser

Leu

Ala

Ser
275

<211> 280
<212> PRT
213> NLF%
<220>
<223> ¥EEZ CAH60173 BLAST

<400>

88

Thr
180
Thr

Ser

Asn

His

Ser

260
Phe

Met Ala Ser Ser

1
Phe

Asn

Ser

Gly

65

Ile

Ser

Gly

Gly

Leu

Phe

Val

50

Lys

Gln

Phe

Leu

Gly

Val

Gln

35

Ser

Pro

Ile

Thr

Ala

115
Phe

Leu
20
Thr

Ser

Thr

Phe
100
Phe

Leu

165
Ala

Tyr
Lys
Leu
Glu
245

Lys

Val

Ser

Asn

Lys

Pro

230

Leu

Leu

Trp

Ala

Thr

215

Glu

Ser

Ser

Asn

Lys Phe Ser

5

Leu

Phe

Ser

Ala

Asp

85

Asn

Ala

Gly

Thr

Asp

Gly

Ala

70

Ser

Ile

Leu

Leu

Gln

Ser

Gln

55

Ser

Thr

Leu

Val

Phe

Ala
200
Ser

Trp

Val

Asp

Glu
280

Leu
185
Thr

Tyr

Val

Glu

Gly

265
Ala

280aa

Thr
Ala
Pro
40

Leu
Leu
Thr
Ala
Pro

120
Asp

Val
Asn
25

Asn

Arg

Gly

Pro
105
Val

Asn

93

170

Ser
Ser
Ile
Ser
Thr
250

Ser

Ile

Tle
10

Ser
Leu
Leu
Arg
Asn
90

Asn

Gly

Ala

Asn
Leu
Leu
Val
235
His

Ser

Ser

Thr

Ile

Thr

Ala

75

Val

Lys

Ser

Thr

Leu
Ser
220
Gly

Asp

Asn

Phe

Asn

Phe

Lys

60

Phe

Ala

Ser

Gln

Tyr

Gln
Val
205
Asp
Phe

Val

Asp

Ser
Ile
Gln
45

Val
Tyr
Ser
Asn
Pro

125
Asp

Val
190
Ala
Thr
Ser

Ile

Ala
270

Leu
Phe
30

Gly
Lys
Ser
Phe
Ser
110

Lys

Ser

175
Ala

Ser

Val

Ala

Ser

255

Leu

Ala
15

Ser
Asp
Gly
Ala
Ala
95

Ala

Ser

Ser

Glu
Leu
Asn
Thr
240

Trp

Asp

Leu

Phe

Ala

Asn

Pro

80

Thr

Asp

Asn

Ala
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Gln
145
Pro
Arg
Ile
Pro
Ser
225
Leu

Ala

Asn

<210>
211>
<212>
<213>

130
Thr

Glu

Thr

Thr

Ser

210

Val

Leu

Ser

Phe

<220>

223>
<400>

89
228
PRT
N3

Val

Asn

Ala

Tyr

195

Arg

Leu

Glu

Lys

Val
275

Ala
Arg
Ser
180
Asp
Arg
Pro
Gly
Leu

260

Leu

Met Ala Thr Ser

1

Ser
Pro
Ile
Arg
65

Ser

Asp

Val

Phe

Leu

50

Ala

Val

Ile

Val

Leu

35

Gln

Leu

Ala

Ala

Val
20

Ser
Gly
Tyr

Ser

Asn

Val
His
165
Trp
Ser
Thr
Glu
Ser
245

Ser

Asn

Glu
150
Ile
Gly
Ser
Ser
Trp
230
Ile

Asp

Lys

135
Phe

Gly

Leu

Thr

Tyr

215

Val

Glu

Asp

Ile

Lys Phe His

5
Val

Pro

Asp

Ser

Phe

85

Leu

Leu
Gly
Ala
Thr
70

Ala

Ala

Leu
Thr
Leu
55

Pro

Ala

Asp

Asp

Ile

Ala

Lys

200

Ile

Ser

Thr

Thr

Leu
280

Thr
Thr
Ser
40

Val
Ile

Ser

Gly

Thr

Asp

Asn

185

Leu

Val

Ile

His

Thr
265

Gln

Met

25

Ser

Thr

His

Phe

Leu

94

Tyr

Val
170
Gly

Leu

Ser

Gly

Asp

250

Ser

BEZ Glymal0g01620.2 BLAST 228aa
89

Lys
10
Thr

Cys

Ser

Ile

Asn

90
Ala

Ser
155
Asn
Gln
Val
Glu
Phe
2356

Val

Glu

Pro
Lys
Arg
Ser
Trp
75

Phe

Phe

140

Asn

Ser

Asn

Ala

Arg

220

Ser

Leu

Gly

Leu
Val
Thr
Arg
60

Asp

Thr

Phe

Pro

Ile

Ala

Ser

205

Val

Ala

Ser

Leu

Phe

Asn

Asn

45

Ser

Val

Leu

Glu
Glu
190
Leu
Asp
Thr

Trp

Asn
270

Val

Ser

30

Arg

Ser

Glu

Tyr

Ala

Trp
Ser
175
Ile
Val
Leu
Thr
Ser

255

Leu

Val
15

Thr
Thr
Leu

Ile

Ala
95

Pro

Asp
160
Ile

Leu

His

Gly
240
Phe

Ala

Leu
Lys
Leu
Gly
Gly
80

Ser

Ile
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Asp

Pro

Leu

145

His

Lys

Gly

Ser

Ala
225

<210>
211>
212>
213>

Thr

Ser

130

Ile

Pro

Val

Leu

Ser

210
Ile

<220>

<223>
<400>

90
285
PRT
NP3

Gln
115

Asn

Thr

Ser

Ala

Asn

195

Asn

Phe

100

Pro

Ser

Tyr

Gln

Leu

180

Val

Leu

Ile

Met Ala Thr Ser

1

Leu
Ala
Asn
Gln
65

Gly

Gly

Pro

Thr
Glu
Met
50

Leu
Arg

Ser

Asp

Leu

Thr

35

Tle

Asn

Ala

Val

Thr

Thr
20
Val

Leu

Leu

Ala
100

Gln
Ser
Asp
Arg
165
Pro

Ala

Pro

Thr
Trp
Ala
150
Ser
Glu

Ser

Phe

Arg
Gly
135
Ser
Ser
Trp

Glu

Gly
2156

Lys Leu Lys

5

Leu
Ser
Gln
Val
Tyr
85

Ser

Arg

Val
Phe
Gly
Asp
70

Ser

Phe

Leu

Leu
Ser
Asp
55

Glu
Thr

Ala

Ala

Gly
120

Leu

Thr

Tyr

Val

Thr

200

Ser

105
Gly

Ala
Asn
Tle
Arg
185
His

Ser

Tyr
Asn
Leu
Leu
170
Ile

Asp

Asn

BEHEZ Glyma02g01590.1 BLAST 285aa
90

Leu
Asp
Leu
155
Ser
Gly

Val

Thr

Thr Gln Asn Val

Val
Trp
40

Ala
Asn
Pro

Ala

Asp

Leu
25

Asn

Ile

Ile

Ser
105

95

10

Leu

Lys

Val

Thr

His

90

Phe

Leu

Thr

Phe

Thr

Pro

75

Ile

Asn

Ala

Gly
Gln
140
Val
Asp
Phe
His

Asn
220

Val

Ser

Val

Ser

60

Lys

Trp

Phe

Phe

Leu
125
Val
Ala
Val
Ser
Ser

205

Pro

Val

Pro
45

Ser
Pro
Asp

Thr

Phe

110
Tyr

Thr
Ser
Leu
Ala
190

Trp

Ser

Ser

Ala
30
Lys

Gly

Ser

Lys

Phe

110

Leu

Asn
Asn
Leu
Asp
175
Thr

Ser

Asp

Leu
15

Asn

Gln

Lys

Ser

Glu

95

Tyr

Ala

Asn

Val

Val

160

Leu

Thr

Phe

Phe

Ser

Ser

Pro

Leu

Leu

80

Thr

Ala

Pro
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Ile
Glu
145
Arg
Ser
Val
Ala
Val
225
Ser

Ser

Pro

<210> 91

Asp
130
Asn
Asn
Ile
Ala
Ser
210
Val
Ala

Trp

Leu

211> 6
<212> PRT
213> NIJFF
<220>
<223> NT¥7%

<400> 91

115
Thr

Glu

Ser

Arg

Lys

195

Leu

Asp

Ala

Ser

Asp
275

Ser
Trp
Ser
180
Val
Val
Leu
Thr
Phe

260

Leu

Pro
Gly
Asp
165
Ile
Leu
Tyr
Lys
Gly
245

Ala

Thr

Gln
Asp
150
Pro
Lys
Ile
Pro
Thr
230
Leu

Ser

Ser

Val Phe Ser Pro Asn Lys

1

<210> 92
211> 13

<212> PRT

213> NLR5
<220>

<223> NLF5

<400> 92

5

Thr
135
Gln
Pro
Thr
Thr
Ser
215
Ser
Asp

Asn

Phe

120
His

Val

Asn

Thr

Tyr

200

Gln

Leu

Ile

Leu

Val
280

Ala Gly Tyr

Val
Pro
Ser
185
Asp
Arg
Pro
Pro
Pro

265

Leu

Ala

His

170

Trp

Ala

Thr

Glu

250

His

His

Val
155
Ile
Asp
Ser
Ser
Trp
235
Glu

Ala

Glu

Leu
140
Glu
Gly
Leu
Thr
Asn
220
Val
Ser

Ser

Ala

125
Gly

Phe

Ile

Ala

Ser

205

Ile

Arg

His

Ser

Ile
285

Ala Asn Ser Thr Asn Thr Val Ser Phe Thr Val Ser Lys

1

5

96

10

Leu

Asp

Asn

Asn

190

Leu

Leu

Ile

Asp

Asn
270

Phe
Thr
Val
175
Asn
Leu
Ser
Gly
Val

255
Ile

Asn

Phe
160

Asn
Lys
Val
Asp
Phe
240

Leu

Asp



CN 106796206 A F % 3R 65/98 T

<210> 93

211> 19

<212> PRT

213> NP3

<220>

<223> NP3

<400> 93

Gln Gln Asn Leu Ile Phe Gln Gly Asp Ala Ala Ile Ser Pro Ser Gly

1 5 10 15

Val Leu Arg

<210> 94

211> 19

<212> PRT

213> NLF3

<220>

223> NP3

<400> 94

Thr Ala Asp Gly Leu Ala Phe Phe Leu Ala Pro Val Gly Ser Lys Pro

1 5 10 15

Gln Ser Lys

<210> 95

<211> 864

<212> PRT

213> NP3

220>

223> JEINEBEIA 73

<400> 95

Met Gly Gly Ile Phe Asp Lys Gly Gln Lys Ile Lys Gly Thr Val Val

1 5 10 15

Leu Met Pro Lys Asn Val Leu Asp Phe Asn Ala lle Thr Ser Ille Gly

20 25 30
Lys Gly Gly Val Ile Asp Thr Ala Thr Gly Ile Leu Gly Ala Gly Val
35 40 45
Ser Leu Val Gly Gly Val Ile Asp Thr Ala Thr Ala Phe Leu Gly Arg
50 55 60

Asn Ile Ser Met Gln Leu Ile Ser Ala Thr Gln Thr Asp Gly Ser Gly

65 70 75 80

Asn Gly Lys Val Gly Lys Glu Val Tyr Leu Glu Lys His Leu Pro Thr
85 90 95

97
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Leu Pro Thr

Trp
Met
Asn
145
Lys
Pro
Glu
Ile
Asp
225
Arg
Lys
Lys
Val
Ser
305
Ile
Leu
Pro
Glu
Arg

385
Gly

Asp
Thr
130
His
Ser
Ser
Val
Tyr
210
Pro
Val
Pro
Ser
Ile
290
Glu
Lys
Lys
Pro
Phe
370

Leu

Asp

Ala
115
Asp
Gly
Tyr
Ala
Leu
195
Asp
Arg
Arg
Gly
Ser
275
Pro
Phe
Leu
Glu
His
355
Ala

Gln

Gln

Leu
100
Ser
Glu
Thr
Lys
Thr
180
Arg
Tyr
Pro
Thr
Glu
260
Asp
Leu
Asp
Pro
Tle
340
Val
Arg

Glu

Thr

Gly

Phe

Phe

Tle

Lys

165

Pro

Gly

Asp

Ile

Gly

245

Val

Phe

Phe

Ser

Thr

325

Phe

Ala

Glu

Phe

Ser

Ala
Gly
Phe
Glu
150
Asn
Ala
Asp
Val
Leu
230
Arg
Tyr
Leu
Lys
Phe
310
Asp
Arg
Lys
Met
Pro

390
Thr

Arg
Ile
Leu
135
Phe
Arg
Pro
Gly
Tyr
215
Gly
Glu
Val
Thr
Ser
295
Glu
Ile
Thr
Val
Ile
375

Pro

Ile

Gln
Pro
120
Val
Val
Ile
Leu
Thr
200
Asn
Gly
Arg
Pro
Tyr
280
Ala
Asp
Leu
Asp
Ser
360
Ala

Lys

Thr

Asp
105
Gly
Ser
Cys
Phe
Leu
185
Gly
Asp
Ser
Thr
Arg
265
Gly
Ile
Val
Ser
Gly
345
Lys
Gly
Ser

Lys

98

Ala

Ala

Val

Asn

Phe

170
Lys

Leu

Ser

Arg

250

Asp

Tle

Phe

Arg

Gln

330

Glu

Ser

Val

Thr

Glu

Phe
Phe
Lys
Ser
155
Val
Tyr
Arg
Gly
Ile
235
Thr
Glu
Lys
Gln
Ser
3156
Tle
Asn
Gly
Asn
Leu

395
Gln

Ser
Tyr
Leu
140
Trp
Asn
Arg
Lys
Asn
220
Tyr
Asp
Asn
Ser
Leu
300
Leu
Ser
Val
Trp
Pro
380

Asp

Leu

Ile
Ile
125
Glu
Val
Asp
Lys
Asp
205
Pro
Pro
Pro
Phe
Leu
285
Arg
Tyr
Pro
Leu
Met
365
Asn

Pro

Glu

Phe
110
Lys
Asp
Tyr
Thr
Glu
190
Phe
Asp
Tyr
Asn
Gly
270
Ser
Val
Glu
Leu
Gln
350
Thr
Val

Thr

Ile

Phe

Asn

Ile

Asn

Tyr

175

Glu

Asp

Gly

Pro

Ser

255

His

His

Thr

Gly

Pro

335

Phe

Asp

Ile

Leu

Asn

Glu
Phe
Pro
Phe
160
Leu
Leu
Arg
Gly
Arg
240
Glu
Leu
Asp
Ser
Gly
320
Ala
Pro
Glu
Arg
Tyr

400
Met
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Gly
Leu
Leu
Asp
465
Pro
Thr
Ile
Thr
Ser
545
Thr
Gly
Ser
Ala
His
625
Leu

Leu

Ala

Cys
705

Gly
Asp
Pro
450
Asp
Asp
Glu
Val
His
530
Val
Ile
Ile
Ser
Asp
610
Gly
Glu
Tyr
Trp
Pro

690

Ser

Val
Tyr
435
Thr
Gly
Gly
Gly
Asn
515
Ala
Leu
Asn
Ile
Ser
595
Leu
Leu
Tle
Tyr
Trp
675

Trp

Ile

Thr
420
Gln
Ala

Thr

Val
500
Asp
Val
His
Ile
Glu
580
Val
Val
Arg
Trp
Pro

660
Lys

Ile

405
Val

Asp

Lys

Leu

Asn

485

Asp

Ser

Met

Pro

Asn

265

Lys

Tyr

Lys

Leu

645

Thr

Glu

Pro

Ile

Glu
Ala
Ala
Lys
470
Leu
Ser
Gly
Glu
Ile
550
Gly
Ser
Lys
Arg
Val
630
Ala
Asp
Ala

Lys

Trp
710

Glu
Phe
Tyr

455

Pro

Thr
Tyr
Pro
535
Tyr
Leu
Phe
Asn
Gly
615
Ile
Ile
Ala
Val
Met

095
Thr

Ala
Ile
440
Ala
Leu
Pro
Ile
His
520
Phe
Lys
Ala
Leu
Trp
600

Leu

Glu

Ala
Glu
680
Gln

Ala

Leu
425
Pro
Thr
Ala
Glu
Trp
505
Gln
Ala
Leu
Arg
Pro
585
Val
Ala
Asp
Thr
Val
665
Lys

Thr

Ser

99

410

Ser
Tyr
Arg
Ile
Ser
490
Leu
Leu
Ile
Leu
Gln
570
Gly
Phe
Tle
Tyr
Trp
650
Gln
Gly

Thr

Ala

Thr

Leu

Thr

Glu

475

Tle

Leu

Val

Ala

Tyr

555

Ser

Lys

Thr

Glu

Pro

635

Val

Gln

His

Glu

Leu
715

Gln

Thr

Ile

460

Leu

Val

Ala

Ser

Thr

540

Pro

Leu

Tyr

Asp

Asp

620

Tyr

His

Asp

Gly

700
His

Arg
445
Leu
Ser
Val
Lys
His
525
Asn
His
Ile

Ser

Gln
0605

Pro
Ala
Glu
Thr
Asp
685

Leu

Ala

Leu
430
Ile
Phe
Lys
Leu
Ala

510
Trp

Tyr
Asn
Ile
590
Ala

Ser

Val

Glu
670

Leu

Ile

Ala

415
Phe

Asn

Leu

Pro

Pro

495

His

Leu

His

Arg

Ala

575

Glu

Leu

Ala

Asp

Val

655

Leu

Lys

Gln

Val

Ile
Ser
Lys
His
480
Ala
Val
Asn
Leu
Asp
560
Asp
Met
Pro
Pro
Gly
640
Ser
Gln
Asp

Ser

Asn
720
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Phe Gly Gln

Ala

Val

Glu

Ser

785

Asp

Gly

Asn

Ser

<210> 96

Arg

Lys

Thr

770

Asp

Lys

Ile

Arg

Glu
850

Arg
Asn
755
Leu
Glu
Lys
Glu
Thr

835
Glu

211> 864
<212> PRT
213> NP5
<220>
<223> MEIn%Es 2IUK_A BLAST

<400> 96

Tyr
Phe
740
Pro
Tle
Tle
Ala
Gly
820

Gly

Gly

Met Phe Gly Ile

1

Leu
Lys
Ser
Asn
65

Asn

Leu

Met
Gly
Leu
50

Ile

Gly

Pro

Pro
Gly
35

Val
Ser

Lys

Thr

Lys
20

Val
Gly
Met

Val

Leu
100

Pro

725

Ile

Gln

Asp

Tyr

Leu

805

Pro

Leu

Tyr

Pro

Lys

Leu

Leu

790

Glu

Ile

Val

Thr

Gly

Glu

Ala

Ser

775

Gly

Ala

Asn

Gln

Phe
855

Phe Asp Lys

5

Asn

Ile

Gly

Gln

Gly

85
Gly

Val
Asp
Val
Leu
70

Lys

Ala

Leu
Thr
Ile
55

Ile

Glu

Arg

Gly Leu

Glu Gly
745

Tyr Leu

760

Val Tle

Glu Arg
Phe Lys
Ala Arg

825
Leu Pro

840
Lys Gly

864aa
Gly Gln
Asp Phe
25
Ala Thr
40
Asp Thr
Ser Ala

Val Tyr

Gln Asp
105

100

Ile
730
Thr
Arg
Glu
Asp
Lys
810
Asn

Tyr

Ile

Lys
10

Asn

Gly

Ala

Thr

Leu

90
Ala

Leu

Pro

Thr

Ile

Thr

795

Phe

Ser

Thr

Pro

Ile

Ala

Ile

Thr

Gln

75

Glu

Phe

Asn

Glu

Ile

Leu

780

Pro

Gly

Asp

Leu

Asn
860

Lys
Ile
Leu
Ser
60

Thr

Lys

Ser

Arg
Tyr
Thr
765
Ser
Asn
Ser
Pro
Leu

845

Ser

Gly
Thr
Gly
45

Phe
Asp
His

Ile

Pro
Asp

750
Pro

Trp
Lys
Ser
830

His

Ile

Thr
Ser
30

Gln
Leu
Gly

Leu

Phe
110

Thr
735
Glu
Lys
His
Thr
Leu
8156
Leu

Arg

Ser

Val
15

Ile
Gly
Gly
Ser
Pro

95
Phe

Leu

Met

Phe

Ala

Thr

800

Thr

Arg

Ser

Ile

Val
Gly
Val
Arg
Gly
80

Thr

Glu
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Trp
Met
Asn
145
Arg
Pro
Glu
Ile
Asp

225
Arg

Lys
Val
Ser
305
Ile
Leu
Pro
Glu
Arg
385

Gly

Gly

Asp
Thr
130
His
Ser
Ser
Val
Tyr
210
Pro
Val
Pro
Ser
Ile
290
Glu
Lys
Lys
Pro
Phe
370
Leu

Asp

Gly

Ala
115
Asp
Gly
Tyr
Ala
Leu
195
Asp
Arg
Arg
Gly
Ser
275
Pro
Phe
Leu
Glu
His
355
Ala
Gln

Gln

Val

Ser

Glu

Thr

Thr
180
Arg
Tyr
Pro
Thr
Glu
260
Asp
Leu
Glu
Pro
Tle
340
Val
Arg
Glu

Thr

Thr

Phe
Phe
Ile
Lys
165
Pro
Gly
Asp
Ile
Gly
245
Val
Phe
Phe
Ser
Thr
325
Phe
Ala
Glu
Phe
Ser

405
Val

Gly
Phe
Glu
150
Asn
Ala
Asp
Val
Leu
230
Arg
Tyr
Leu
Lys
Phe
310
Asp
Arg
Lys
Val
Pro
390

Thr

Glu

Ile
Leu
135
Phe
Arg
Pro
Gly
Tyr
215
Gly
Glu
Val
Thr
Ser
295
Glu
Tle
Thr
Val
Ile
375
Pro

Ile

Glu

Pro
120
Val
Val
Tle
Leu
Thr
200
Asn
Gly
Arg
Pro
Tyr
280
Ala
Asp
Leu
Asp
Ser
360
Ala
Lys

Thr

Ala

Gly

Ser

Cys

Phe

Leu

185

Gly

Asp

Cys

Thr

Arg

265

Gly

Tle

Val

Ser

Gly

345

Lys

Gly

Ser

Lys

Leu

101

Ala

Val

Asn

Phe

170

Lys

Lys

Leu

Ser

Arg

250

Asp

Ile

Phe

Arg

Gln

330

Glu

Ser

Val

Thr

Glu

410

Ser

Phe
Lys
Ser
155
Val
Tyr
Arg
Gly
Ile
235
Thr
Glu
Lys
Gln
Ser
315
Ile
Asn
Gly
Asn
Leu
395

Gln

Thr

Tyr
Leu
140
Trp
Asn
Arg
Lys
Asn
220
Tyr
Asp
Asn
Ser
Leu
300
Leu
Ser
Val
Val
Pro
380
Asp

Leu

Gln

Ile
125
Glu
Val
Asp
Lys
Asp
205
Pro
Pro
Pro
Phe
Leu
285
Arg
Tyr
Pro
Leu
Met
365
Asn
Pro

Glu

Arg

Lys

Asp

Tyr

Thr

Glu

190

Phe

Asp

Tyr

Asn

Gly

270

Ser

Val

Glu

Leu

Gln

350

Thr

Val

Thr

Ile

Leu

Asn
Ile
Asn
Tyr
175
Glu
Asp
Gly
Pro
Ser
255
His
His
Thr
Gly
Pro
335
Phe
Asp
Ile
Leu
Asn

415
Phe

Phe
Pro
Phe
160
Leu
Phe
Arg
Gly
Leu
240
Glu
Leu
Asp
Ser
Gly
320
Ala

Pro

Glu

Tyr
400
Met

Ile
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Leu

Leu

Asp

465

Pro

Thr

Ile

Thr

Ser

545

Thr

Gly

Ser

Ala

His

625

Leu

Leu

Ala

Lys

705
Phe

Asp
Pro
450
Asp
Asp
Glu
Val
His
530
Val
Ile
Ile
Ser
Asp
610
Gly
Glu
Tyr
Trp
Pro
690

Ser

Gly

Tyr
435
Thr
Gly
Gly
Gly
Asn
515
Ala
Leu
Asn
Ile
Ser
595
Leu
Leu
Tle
Tyr
Trp
675
Trp

Ile

Gln

420
Gln

Ala

Thr

Asp

Val

500

Asp

Val

His

Ile

Glu

580

Val

Val

Arg

Trp

Pro

660

Lys

Trp

Ile

Tyr

Asp

Lys

Leu

Asn

485

Asp

Ser

Met

Pro

Asn

565

Lys

Tyr

Lys

Leu

Asp

645

Thr

Glu

Pro

Val

Pro
725

Ala
Ala
Lys
470
Leu
Ser
Gly
Glu
Ile
550
Gly
Ser
Lys
Arg
Val
630
Ala
Asp
Ala
Lys
Trp

710
Tyr

Phe
Tyr
455
Pro
Gly
Thr
Tyr
Pro
535
Tyr
Leu
Phe
Asn
Gly
615
Tle
Ile
Ala
Val
Lys
695

Thr

Gly

Ile
440
Ala
Leu
Pro
Ile
His

520
Phe

Ala
Leu
Trp
600
Leu
Glu
Lys
Ala
Glu
680
Gln

Ala

Gly

425

Pro

Thr

Ala

Glu

Trp

505

Gln

Ala

Leu

Arg

Pro

585

Val

Ala

Asp

Thr

Val

665

Lys

Thr

Ser

Leu

102

Tyr
Arg
Ile
Ser
490
Leu
Leu
Ile
Leu
Gln
570
Gly
Phe
Ile
Tyr
Trp
650
Gln
Gly
Thr

Ala

Ile
730

Leu

Thr

Glu

475

Ile

Leu

Val

Ala

Tyr

555

Ser

Lys

Thr

Glu

Pro

635

Val

Gln

His

Glu

Leu

715

Leu

Thr
Ile
460
Leu
Val
Ala
Ser
Thr
540
Pro
Leu
Tyr
His
Asp
620
Tyr
His
Asp
Gly
Asp
700
His

Asn

Arg
445
Leu

Ser

Val

His
525
Asn
His
Ile
Ser
Gln
605
Pro
Ala
Glu
Thr
Asp
685
Leu

Ala

Arg

430
Ile

Phe

Lys

Leu

Ala

510

Trp

Arg

Tyr

Asn

Ile

590

Ala

Ser

Val

Tyr

Glu

670

Leu

Ile

Ala

Pro

Asn

Leu

Pro

Pro

495

His

Leu

His

Arg

Ala

575

Glu

Leu

Ala

Asp

Val

655

Leu

Lys

Gln

Val

Thr
735

Ser
Lys
His
480
Ala
Val
Asn
Leu
Asp
560
Asp
Met
Pro
Pro
Gly
640
Ser
Gln
Glu
Ser
Asn

720

Leu
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Ala Arg Arg Phe Ile Pro Ala
740
Val Lys Asn Pro Gln Lys Ala
755
Glu Thr Leu Ile Asp Leu Ser
770 775
Ser Asp Glu Ile Tyr Leu Gly
785 790
Asp Lys Lys Ala Leu Glu Ala
805
Gly Ile Glu Gly Lys Ile Asn
820
Asn Arg Thr Gly Pro Val Gln
835
Ser Glu Glu Gly Leu Thr Phe
850 855
<210> 97
<211> 864
<212> PRT
213> N3
<220>
<223> g N g NP_001238676
<400> 97
Met Phe Gly Ile Phe Asp Lys
1 5
Leu Met Pro Lys Asn Val Leu
20
Lys Gly Gly Val Ile Asp Thr
35
Ser Leu Val Gly Gly Val Ile
50 55
Asn Ile Ser Met Gln Leu Ile
65 70
Asn Gly Lys Val Gly Lys Glu
85
Leu Pro Thr Leu Gly Ala Arg
100
Trp Asp Ala Ser Phe Gly Ile
115

Glu
Tyr
760
Val
Glu
Phe
Ala
Leu

840
Lys

Gly Thr Pro

745

Leu
Ile
Arg
Lys
Arg
825

Pro

Gly

Arg
Glu
Glu
Arg
310
Asn

Tyr

Ile

BLAST 864aa

Gly
Asp
Ala
40

Asp
Ser
Val

Gln

Pro
120

Gln
Phe
25

Thr
Thr
Ala
Tyr
Asp

105
Gly

103

Lys
10

Asn
Gly
Ala
Thr
Leu
90

Ala

Ala

Thr

Ile

Thr

795

Phe

Ser

Thr

Pro

Ile

Ala

Ile

Thr

Gln

75

Glu

Phe

Phe

Glu

Ile

Leu

780

Pro

Gly

Asp

Leu

Asn
860

Lys

Ile

Leu

Ser

60

Thr

Lys

Ser

Tyr

Tyr
Thr
765
Ser
Asn
Ser
Pro
Leu

845

Ser

Gly
Thr
Gly
45

Phe
Asp
His
Ile

Ile
125

Asp
750
Pro
Arg
Trp
Lys
Ser
830

His

Ile

Thr

Ser
30
Gln

Leu

Gly

Leu

Phe

110
Lys

Glu

Lys

His

Thr

Leu

815

Leu

Arg

Ser

Val
15

Ile
Gly
Gly
Ser
Pro
95

Phe

Asn

Met

Phe

Ala

Thr

800

Thr

Arg

Ser

Tle

Val

Gly

Val

Arg

Gly

80

Thr

Glu

Phe
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Met
Asn
145
Arg
Pro
Glu
Ile
Asp
225

Arg

Lys

Val
Ser
305
Ile
Leu
Pro
Glu
Arg
385
Gly

Gly

Leu

Thr
130
His
Ser
Ser
Val
Tyr
210
Pro
Val
Pro
Ser
Ile
290
Glu
Lys
Lys
Pro
Phe
370
Leu
Asp

Gly

Asp

Asp

Gly

Tyr

Ala

Leu

195

Asp

Arg

Arg

Gly

Ser

275

Pro

Phe

Leu

Glu

His

355

Ala

Gln

Gln

Val

Tyr

Glu

Thr

Lys

Thr

180

Arg

Tyr

Pro

Thr

Glu

260

Asp

Leu

Glu

Pro

Tle

340

Val

Arg

Glu

Thr

Thr

420
Gln

Phe
Ile
Lys
165
Pro
Gly
Asp
Ile
Gly
245
Val
Phe
Phe
Ser
Thr
325
Phe
Ala
Glu
Phe
Ser
405

Val

Asp

Phe
Glu

150

Asn

Ala

Asp

Val

Leu

230

Arg

Tyr

Leu

Lys

Phe

310

Asp

Arg

Lys

Val

Pro

390

Thr

Glu

Ala

Leu
135
Phe
Arg
Pro
Gly
Tyr
215
Gly
Glu
Val
Thr
Ser
295
Glu
Tle
Thr
Val
Ile
375
Pro
Ile

Glu

Phe

Val
Val
Ile
Leu
Thr
200
Asn
Gly
Arg
Pro
Tyr
280
Ala
Asp
Leu
Asp
Ser

360
Ala

Thr

Ala

Ile

Ser Val Lys

Cys
Phe
Leu
185
Gly
Asp
Cys
Thr
Arg
265
Gly
Ile
Val
Ser
Gly
345
Lys
Gly
Ser
Lys
Leu
425

Pro

104

Asn
Phe
170
Lys
Lys
Leu
Ser
Arg
250
Asp
Ile
Phe
Arg
Gln
330
Glu
Ser
Val
Thr
Glu
410

Ser

Tyr

Ser
155
Val
Tyr
Arg
Gly
Ile
235

Thr

Glu

Gln
Ser
315
Tle
Asn
Gly
Asn
Leu
395
Gln

Thr

Leu

Leu
140
Trp
Asn
Arg
Lys
Asn
220
Tyr
Asp
Asn
Ser
Leu
300
Leu
Ser
Val
Trp
Pro
380
Asp
Leu

Gln

Thr

Glu

Val

Asp

Asp
205
Pro
Pro
Pro
Phe
Leu
285
Arg
Tyr
Pro
Leu
Met
365
Asn
Pro
Glu

Arg

Arg

Asp
Tyr
Thr
Glu
190
Phe
Asp
Tyr
Asn
Gly
270
Ser
Val
Glu
Leu
Gln
350
Thr
Val
Thr
Ile
Leu

430
Ile

Ile
Asn
Tyr
175
Glu
Asp
Gly
Pro
Ser
255
His
His
Thr
Gly
Pro
335
Phe
Asp
Ile
Leu
Asn
415

Phe

Asn

Pro

Phe

160

Leu

Leu

Arg

Gly

Leu

240

Glu

Leu

Asp

Ser

Gly

320

Ala

Pro

Glu

Arg

400

Met

Ile

Ser
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Leu
Asp
465
Pro
Thr
Ile
Thr
Ser
545
Thr
Gly
Ser
Ala
His
625
Leu
Leu
Ala
Lys
Cys
705

Phe

Ala

Pro
450
Asp
Asp
Glu
Val
His
530
Val
Ile
Ile
Ser
Asp
610
Gly
Glu
Tyr
Trp
Pro
690
Ser

Gly

Arg

435
Thr

Gly
Gly
Gly
Asn
515
Ala
Leu
Asn
Ile
Ser
595
Leu
Leu
Tle
Tyr
Trp
675
Trp
Ile

Gln

Arg

Ala

Thr

Asp

Val

500

Asp

Val

His

Ile

Glu

580

Val

Val

Arg

Trp

Pro

660

Trp

Ile

Tyr

Phe
740

Leu
Asn
485
Asp
Ser
Met
Pro
Asn
565
Lys
Tyr
Lys
Leu
Asp
0645
Thr
Glu
Pro
Val
Pro

725
Ile

Ala
Lys
470

Leu

Ser

Glu

Ile

550

Ser

Lys

Arg

Val

630

Ala

Asp

Ala

Lys

Trp

710

Pro

455
Pro

Gly

Thr

Pro

535

Tyr

Leu

Phe

Asn

615

Ile

Tle

Ala

Val

Lys

095
Thr

Ala

440
Ala

Leu
Pro
Tle
His
520
Phe
Lys
Ala
Leu
Trp
600
Leu
Glu
Lys
Ala
Glu
0680
Gln
Ala

Gly

Glu

Thr Arg Thr

Ala
Glu
Trp
505
Gln

Ala

Leu

Pro

585

Val

Ala

Asp

Thr

Val

665

Thr

Ser

Leu

Gly
745

105

Ile
Ser
490
Leu
Leu
Ile
Leu
Gln
570
Gly
Phe
Ile
Tyr
Trp
650
Gln
Gly
Thr
Ala
Ile

730
Thr

Glu
475
Tle
Leu
Val
Ala
Tyr
555
Ser
Lys
Thr
Glu
Pro
635
Val
Gln
His
Glu
Leu
715

Leu

Pro

Ile
460
Leu
Val
Ala
Ser
Thr
540
Pro
Leu
Tyr
His
620
Tyr
His
Asp
Gly
Asp
700
His
Asn

Glu

445

Leu

Ser

Val

Lys

His

525

Asn

His

Ile

Ser

Gln

605

Pro

Ala

Glu

Thr

Asp

685

Leu

Ala

Arg

Tyr

Phe

Lys

Leu

Ala

510

Arg

Tyr

Asn

Ile

590

Ala

Ser

Val

Tyr

Glu

670

Leu

Ile

Ala

Pro

Asp
750

Leu
Pro
Pro
495
His
Leu
His
Arg
Ala
575
Glu
Leu
Ala
Asp
Val

655

Leu

Gln
Val
Thr

735
Glu

Lys
His
480
Ala
Val
Asn
Leu
Asp
560
Asp
Met
Pro
Pro
Gly
640
Ser
Gln
Glu
Ser
Asn
720

Leu

Met
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Val Lys Asn Pro Gln Lys Ala Tyr Leu Arg Thr
755 760
Glu Thr Leu Ile Asp Leu Ser Val Ile Glu Ile
770 775
Ser Asp Glu Ile Tyr Leu Gly Glu Arg Glu Thr
785 790 795
Asp Lys Lys Ala Leu Glu Ala Phe Lys Arg Phe
805 810
Gly Ile Glu Gly Lys Ile Asn Ala Arg Asn Ser
820 825
Asn Arg Thr Gly Pro Val Gln Leu Pro Tyr Thr
835 840
Ser Glu Glu Gly Leu Thr Phe Lys Gly Ile Pro
850 855
<210> 98
<211> 867
<212> PRT
213> AL
<220>
<223> JEIN4AEE Glyma08g20220.1 BLAST 867aa
<400> 98
Met Leu Gly Leu Phe Asp Lys Ser His Lys Ile
1 5 10
Leu Met Pro Lys Ser Val Leu Asp Ile Asn Asp
20 25
Asn Gly Gly Val Gly Gly Val Val Ser Gly Ile
35 40
Asp Val Thr Gly Gln Ile Val Asp Thr Ala Thr
50 55
Asn Val Ser Phe Lys Leu Ile Ser Ala Thr Ser
65 70 75
Asn Gly Lys Val Gly Asn Glu Thr Phe Leu Glu
85 90
Leu Pro Thr Leu Gly Asp Arg Arg Asp Ala Tyr
100 105
Trp Asp Ala Asn Phe Gly Ile Pro Gly Ala Phe
115 120
Thr Tyr Asp Glu Phe Phe Leu Val Ser Val Thr
130 135

106

Ile
Leu
780
Pro
Gly
Asp

Leu

Asn
860

Lys

Leu

Phe

Ala

60

Thr

Lys

Asp

Tyr

Leu
140

Thr
765
Ser
Asn
Ser
Pro
Leu

845

Ser

Gly
Asn
Gly
45

Ile
Asp
His
Ile
Ile

125
Glu

Pro

Arg

Trp

Ser
830
His

Ile

Thr
Ser
30

Ala
Phe
Ala
Leu
His

110

Asp

Lys
His
Thr
Leu
815
Leu

Arg

Ser

Val
15

Val
Val
Ser
Lys
Pro
95

Phe

Asn

Ile

Phe
Ala
Thr
800
Thr
Arg

Ser

Ile

Val

Lys

Ala

Arg

Gly

80

Thr

Glu

Tyr

Pro
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Asn His Gly

145
Lys

Leu

Leu

Arg

Asp

225

Tyr

Lys

Phe

Leu

Leu

305

Glu

Ile

Gln

Thr

Val

385

Ser

Ile

Leu

Ile

Asp
Pro
Lys
Tle
210
Val
Pro
Ser
Gly
Ser
290
Thr
Gly
Pro
Phe
Asp
370
Ile
Leu
Asn

Phe

Asn

Tyr
Ser
Ile
195
Tyr
Lys
Arg
Glu
His
275
Gln
Trp
Gly
Ile
Pro
355
Asp
Arg
Tyr
Met
Ile

435
Ala

Thr
Asp
Ala
180
Leu
Asp
Leu
Arg
Arg

260

Leu

Asn
Ile
Phe
340
Pro
Glu
Leu
Gly
Asp
420

Leu

Leu

Ile
Lys
165
Thr
Arg
Tyr
Ala
Val
245
Pro
Lys
Leu
Glu
Lys
325
Lys
Pro
Phe
Leu
Asp
405
Gly

Asp

Pro

His
150
Lys
Pro
Gly
Asp
Arg
230
Arg
Ala
Ser
Leu
Phe
310
Val
Glu
His
Ala
Lys
390
Gln
Val

Tyr

Ser

Phe

Asp

Gly

Asp

Val

215

Pro

Thr

Ser

Ser

Pro

295

Asp

Pro

Tle

Val

Arg

375

Glu

Ser

Thr

Gln

Ala

Val
Arg
Pro
Gly
200
Tyr
Val
Gly
Glu
Asp
280
Ser
Ser
Thr
Phe
Val
360
Glu
Phe
Ser

Val

Asp
440

Cys
Ile
Leu
185
Thr
Asn
Leu
Arg
Leu
265
Phe
Leu
Phe
Gly
Arg
345
Gln
Met
Pro
Thr
Glu
425
Ala

Ala

107

Asn

Phe

170

Val

Gly

Asp

Gly

250

Tyr

Leu

Glu

Glu

Val

330

Thr

Val

Ile

Pro

Ile

410

Glu

Phe

Tyr

Ser
155
Phe
Lys
Glu
Leu
Gly
2356
Ala
Met
Thr
Asn
Glu
315
Leu
Asp
Thr
Ala
Gln
395
Thr
Ala

Met

Ala

Trp

Ala

Tyr

Arg

Gly

220

Ser

Thr

Pro

Tyr

Val

300

Val

Ser

Gly

Lys

Gly

380

Ser

Lys

Leu

Pro

Thr

Val

Asn

Arg

205

Asn

Ser

Arg
Gly
285
Phe
Arg
Asp
Glu
Ser
365
Val
Lys
Glu
Asn
Tyr

445
Arg

Tyr
Lys
Glu
190
Glu

Pro

Thr

Asp
270
Ile
Asp
Asp
Ile
Ser
350
Ala
Asn
Leu
His
Gly
430

Leu

Thr

Asn
Thr
175
Glu
His
Asp
Tyr
Asp
255
Glu
Lys
Ser
Leu
Ser
335
Val
Trp
Pro
Asp
Leu
415
Gln

Thr

Ile

Phe
160
Tyr
Glu
Glu
Glu
Pro
240
Pro
Lys
Ser
Asp
Tyr
320
Pro
Leu
Met
Asn
Pro
400
Glu
Arg

Arg

Leu
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Leu
465
Lys
Leu
Ala
Trp
Arg
h45
Tyr
Asn
Ile
Ala
Ser
625
Val
Tyr
Glu
Leu
Ile
705
Ala

Pro

Asp

450

Leu
Pro
Pro
His
Leu
530
Arg
Arg
Ala
Glu
Leu
610
Ser
Asp
Val
Leu
Lys
690
Gln
Val

Thr

Glu

Lys
His
Ala
Val
515
Asn
Leu
Asp
Gly
Met
595
Pro
Pro
Gly
Ser
Gln
675
Asp
Ser
Asn

Leu

Met
755

Asp

Pro

Asp

500

Tle

Thr

Ser

Thr

580

Ser

Val

His

Leu

Leu

660
Ala

Cys

Phe

Ser
740
Val

Ser
485
Gln
Val
His
Val
Ile
565
Val
Ser
Asp
Gly
Glu
645
Tyr
Trp
Pro
Ser
Gly

725

Glu

Gly
470
Gly
Gly
Asn
Ala
Leu
550
Asn
Ile
Ala
Leu
Leu
630
Ile
Tyr
Trp
Trp
Thr
710
Gln

Arg

Ser

455
Thr

Asp
Val
Asp
Val
535
His
Ile
Glu
Val
Ile
615
Arg
Trp
Pro
Lys
Trp
695
Ile
Tyr

Trp

Pro

Leu
Asn
Glu
Ser
520
Thr
Pro
Asn
Glu
Tyr
600
Lys
Leu
Asp
Thr
Glu
680
Pro
Ile
Pro

Ile

Gln
760

Lys
Leu
Ser
505
Gly
Glu
Ile
Gly
Ser
585
Lys
Arg
Ala
Ala
Asp
665
Val
Lys
Trp
Tyr
Pro

745
Thr

108

Pro
Gly
490
Thr
Tyr
Pro
Tyr
Leu
570
Phe
Asn
Gly
Val
Ile
650
Leu
Val
Met
Ile
Gly
730

Glu

Ala

Leu
475
Ala
Ile
His
Phe
Lys
555
Ala
Leu
Trp
Met
Glu
635
Lys
Ala
Glu
Gln
Ala
715
Gly

Pro

Tyr

460
Ala

Glu

Trp

Gln

Ile

540

Leu

Arg

Pro

Val

Ala

620

Ser

Ile

Lys

Thr

700

Ser

Phe

Gly

Leu

Ile
Ser
Leu
Leu
525
Ile
Leu
Asn
Gly
Phe
605
Val
Tyr
Trp
Gln
Gly
685
Arg
Ala
Ile

Thr

Arg
765

Glu

Lys

Leu

510

Met

Ala

Tyr

Ala

590

Thr

Glu

Pro

Val

Gln

670

His

Gln

Leu

Leu

750
Thr

Leu
Val
495
Ala
Ser
Thr
Pro
Leu
575
Tyr
Asp
Asp
Tyr
Gln
655
Asp
Gly
Glu
His
Asn
735

Glu

Ile

Ser
480
Val
Lys
His
Asn
His
560
Ile
Ser
Gln
Pro
Ala
640
Glu
Thr
Asp
Leu
Ala

720
Arg

Thr
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Pro Lys Arg Gln Thr Ile Ile
770 775
Arg His Ala Ser Asp Glu Ile
785 790
Trp Thr Ser Asp Ser Lys Ala
805
Lys Leu Ala Glu Ile Glu Gly
820
Asn Lys Lys Asn Arg Tyr Gly
835
Leu Pro Thr Ser Glu Glu Gly
850 855
Ile Ser Ile
865
<210> 99
<211> 864
<212> PRT
213> AL
<220>
<223> JIgIN%EKE P24095 BLAST
<400> 99
Met Phe Gly Ile Phe Asp Lys
1 5
Leu Met Pro Lys Asn Val Leu
20
Lys Gly Gly Val Ile Asp Thr
35
Ser Leu Val Gly Gly Val Ile
50 55
Asn Ile Ser Met Gln Leu Ile
65 70
Asn Gly Lys Val Gly Lys Glu
85
Leu Pro Thr Leu Gly Ala Arg
100
Trp Asp Ala Ser Phe Gly lle
115
Met Thr Asp Glu Phe Phe Leu
130 135

Asp

Tyr

Leu

Pro
840

Leu

Leu Thr Val

Leu

Glu

Tle

825

Val

Thr

864aa

Gly
Asp
Ala
40

Asp
Ser
Val
Gln
Pro

120
Val

Gln
Phe
25

Thr
Thr
Ala
Tyr
Asp
105

Gly

Ser

109

Gly
Ala
810
Thr

Gln

Phe

Lys
10

Asn
Gly
Ala
Thr
Leu
90

Ala

Ala

Val

Glu
795
Phe
Ala

Leu

Arg

Ile

Ala

Ile

Thr

Gln

75

Glu

Phe

Phe

Lys

Ile
780
Arg

Lys

Pro

Gly
860

Lys

Ile

Leu

Ser

60

Thr

Lys

Ser

Tyr

Leu
140

Glu

Asp

Lys

Asn

Tyr

845
Tle

Gly
Thr
Gly

45
Phe

His
Ile
Ile

125
Glu

Ile

Asn

Phe

830
Thr

Pro

Thr
Ser
30

Gln

Leu

Leu

Phe
110

Asp

Leu
Pro
Gly
815
Asp

Leu

Asn

Val
15

Ile
Gly
Gly
Ser
Pro
95

Phe

Asn

Ile

Ser
Asn
800
Ser
Ser

Leu

Ser

Val

Gly

Val

Arg

80

Thr

Glu

Phe

Pro
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Asn His Gly

145
Arg

Pro
Glu
Tle
Asp
225
Arg
Lys
Lys
Val
Ser
305
Ile
Leu
Pro
Glu
Arg
385
Gly
Gly

Leu

Leu

Ser
Ser
Val
Tyr
210
Pro
Val
Pro
Ser
Ile
290
Glu
Lys
Lys
Pro
Phe
370
Leu
Asp
Gly

Asp

Pro

Tyr
Ala
Leu
195
Asp
Arg
Arg
Gly
Ser
275
Pro
Phe
Leu
Glu
His
355
Ala
Gln
Gln
Val
Tyr

435
Thr

Thr
Lys
Thr
180
Arg
Tyr
Pro
Thr
Glu
260
Asp
Leu
Glu
Pro
Tle
340
Val
Arg
Glu
Thr
Thr
420

Gln

Ala

Ile
Lys
165
Pro
Gly
Asp
Ile
Gly
245
Val
Phe
Phe
Ser
Thr
325
Phe
Ala
Glu
Phe
Ser
405

Val

Asp

Glu
150
Asn
Ala
Asp
Val
Leu
230
Arg
Tyr
Leu
Lys
Phe
310
Asp
Arg
Lys
Val
Pro
390
Thr
Glu

Ala

Ala

Phe

Arg

Pro

Gly

Tyr

215

Gly

Glu

Val

Thr

Ser

295

Glu

Ile

Thr

Val

Ile

375

Pro

Ile

Glu

Phe

Tyr

Val
Ile
Leu
Thr
200
Asn
Gly
Arg
Pro
Tyr
280
Ala
Asp
Leu
Asp
Ser
360
Ala
Lys
Thr
Ala
Ile

440
Ala

Cys
Phe
Leu
185
Gly
Asp
Ser
Thr
Arg
265
Gly
Ile
Val
Ser
Gly
345
Lys
Gly
Ser
Lys
Leu
425
Pro

Thr

110

Asn
Phe

170
Lys

Leu
Ser
Arg
250
Asp
Ile
Phe
Arg
Gln
330
Glu
Ser
Val
Thr
Glu
410
Ser

Tyr

Arg

Ser
155
Val
Tyr
Arg
Gly
Ile
2356
Thr
Glu
Lys
Gln
Ser
315
Tle
Asn
Gly
Asn
Leu
395
Gln
Thr

Leu

Thr

Trp

Asn

Arg

Lys

Asn

220

Tyr

Asp

Asn

Ser

Leu

300

Leu

Ser

Val

Trp

Pro

380

Asp

Leu

Gln

Thr

Ile

Val

Asp

Lys

Asp

205

Pro

Pro

Pro

Phe

Leu

285

Arg

Tyr

Pro

Leu

Met

365

Asn

Pro

Glu

Arg

Arg

445

Leu

Tyr
Thr
Glu
190
Phe
Asp
Tyr
Asn
Gly
270
Ser
Val
Glu
Leu
Gln
350
Thr
Val
Thr
Ile
Leu
430

Ile

Phe

Asn
Tyr
175
Glu
Asp
Gly
Pro
Ser
255
His
His
Thr
Gly
Pro
335
Phe
Asp
Tle
Leu
Asn
415
Phe

Asn

Leu

Phe
160
Leu
Leu
Arg
Gly
Arg
240
Glu
Leu
Asp
Ser
Gly
320
Ala
Pro
Glu
Arg
Tyr
400
Met
Ile

Ser

Lys
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Asp
465
Pro
Thr
Ile
Thr
Ser
545
Thr
Gly
Ser
Ala
His
625
Leu

Leu

Ala

Cys
705
Phe
Ala

Val

450
Asp

Asp
Glu
Val
His
530
Val
Ile
Ile
Ser
Asp
610
Gly
Glu
Tyr
Trp
Pro
690

Ser

Gly

Lys

Gly
Gly
Asn
515
Ala
Leu
Asn
Ile
Ser
595
Leu
Leu
Ile
Tyr
Trp
675
Trp

Ile

Gln

Asn
755

Thr
Asp
Val
500
Asp
Val
His
Ile
Glu
580
Val
Val
Arg
Trp
Pro

660
Lys

Tle

Tyr

Phe
740

Pro

Leu
Asn
485
Asp
Ser
Met
Pro
Asn
565
Tyr
Lys
Leu
Asp
645
Thr
Glu
Pro
Val
Pro
725

Ile

Gln

470

Leu
Ser
Gly
Glu
Ile
550
Gly
Ser
Lys
Arg
Val
630
Ala
Asp
Ala
Lys
Trp
710
Tyr

Pro

Lys

455

Pro
Gly
Thr
Tyr
Pro
535
Tyr
Leu
Phe
Asn
Gly
615
Ile
Ile
Ala
Val
Met
695
Thr
Gly

Ala

Ala

Leu
Pro
Ile
His
520
Phe
Lys
Ala
Leu
Trp
600
Leu
Glu
Lys
Ala
Glu
680
Gln
Ala
Gly

Glu

Tyr
760

Ala
Glu
Trp
505
Gln
Ala
Leu
Arg
Pro
585

Val

Ala

Thr

Val

665

Lys

Thr

Ser

Leu

745

Leu

111

Ile
Ser
490
Leu
Leu
Ile
Leu
Gln
570
Gly
Phe
Ile
Tyr
Trp
650
Gln
Gly
Thr
Ala
Ile
730

Thr

Arg

Glu
475
Ile
Leu
Val
Ala
Tyr
555
Ser
Lys
Thr
Glu
Pro
635
Val
Gln
His
Glu
Leu
715
Leu

Pro

Thr

460

Leu
Val
Ala
Ser
Thr
540

Pro

Leu

Asp

Asp

620

His

Asp

Gly

700

His

Asn

Glu

Ile

Ser
Val
Lys
His
525
Asn
His
Ile
Ser
Gln
605
Pro
Ala
Glu
Thr
Asp
685
Leu

Ala

Arg

Thr
765

Leu
Ala

510
Trp

Tyr

Asn

Ile

590

Ala

Ser

Val

Tyr

Glu

670

Leu

Ile

Ala

Pro

750

Pro

Pro
Pro
495
His
Leu
His
Arg
Ala
575
Glu
Leu
Ala
Asp
Val
655
Leu
Lys
Gln
Val
Thr
735

Glu

Lys

His

480

Ala

Val

Asn

Leu

Asp

560

Asp

Met

Pro

Pro

640

Ser

Gln

Glu

Ser

Asn

720

Leu

Met

Phe
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Glu Thr Leu Ile

Ser
785
Asp
Gly

Asn

Ser

770
Asp

Lys

Tle

Arg

Glu
850

Glu

Ile

Asp Leu

Tyr Leu
790

Lys Ala Leu Glu

Glu

Thr
835
Glu

<210> 100
<211> 866
<212> PRT
213> NP3
<220>
<223> RS Glyma07g00900.1 BLAST 866aa
<400> 100
Met Thr Gly Gly

1
Val

Val

Gly

Gly

65

Ser

Pro

Phe

Asn

Ile
145

Val
Gly
Leu

50
His

Thr
Glu
Phe

130

Pro

Leu
Lys
35

Asp

Ser

Leu
Trp
115

Met

Asn

Gly
820
Gly

Gly

Met
20

Gly
Ala
Tle
Gly
Pro
100
Asp

Thr

His

805
Lys Ile

Pro Val

Leu Thr

Met Phe
5
Pro Lys

Ser Ala
Leu Gly
Ser Leu
70

Lys Val
85

Thr Leu
Ala Ser

Asp Glu

Gly Thr
150

Ser
775

Val

Ile Glu Ile

Gly Glu Arg

Ala

Phe

Lys

Asn Ala Arg

825

Gln Leu Pro

Phe
855

Gly
Asn
Lys
His
55

Gln
Gly
Gly
Phe
Phe

135
Ile

840
Lys

Arg
Val
Asp
40

Ala
Leu
Asn
Ala
Gly
120

Phe

Asn

Gly

Lys
Leu
25

Thr
Val
Ile
Glu
Arg
105
Ile

Leu

Phe

112

Glu
Arg
810
Asn

Tyr

Ile

Gly
10

Asp
Ala
Asp
Ser
Ala
90

Gln
Pro

Val

Val

Thr
795
Phe
Ser

Thr

Pro

Gln

Phe

Thr

Ala

Ala

75

Tyr

Glu

Gly

Ser

Cys
155

Leu
780

Pro

Gly

Leu

Asn
860

Lys
Asn
Asp
Leu
60

Thr
Leu
Ala
Ala
Val

140

Asn

Ser

Asn

Ser

Pro

Leu

845

Ser

Ile

Ala

Phe

45

Thr

Gln

Glu

Phe

Phe

125

Ser

Arg

Trp

Ser
830
His

Ile

Lys
Ile
30

Leu
Ala
Thr
Lys
Asp
110
Tyr

Leu

Trp

His
Thr
Leu
815
Leu

Arg

Ser

Gly
15

Thr
Gly
Phe
Asp
His
95

Ile
Ile

Glu

Val

Ala
Thr

800
Thr

Ser

Tle

Thr

Ser

Lys

Ala

Gly

80

Leu

Asn

Lys

Tyr
160
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Asn Phe Lys

Tyr
Glu
Asp
Gly
225
Pro
Ser
His
His
Thr
305
Gly
Pro
Phe
Asp
Ile
385
Leu
Asn
Phe

Asn

Leu

Leu
Leu
Arg
210
Gly
Arg
Glu
Leu
Asp
290
Ser
Gly
Ala
Pro
Glu
370
Arg
Tyr
Met
Ile
Ser

450
Lys

Pro
Glu
195
Ile
Asp
Arg
Lys
Lys
275
Val
Ser
Ile
Leu
Pro
355
Glu
Arg
Gly
Gly
Leu
435

Leu

Asp

Ser
Ser
180
Val
Tyr
Pro
Val
Pro
260
Ser
Ile
Glu
Lys
Lys
340
Pro
Phe
Leu
Asp
Gly
420
Asp

Pro

Asp

Tyr
165
Ala
Leu
Asp
Arg
Arg
245
Gly
Ser
Pro
Phe
Leu
325
Glu
His
Ala
Gln
Gln
405
Val
Tyr

Thr

Gly

Lys

Thr

Arg

Tyr

Pro

230

Thr

Glu

Asp

Leu

Glu

310

Pro

Ile

Val

Arg

Glu

390

Thr

Thr

Gln

Ala

Thr

Lys
Pro
Gly
Asp
215
Ile
Gly
Val
Phe
Phe
295
Ser
Thr
Phe
Ala
Glu
375
Phe
Ser
Val
Asp
Lys

455

Leu

Asn
Ala
Asp
200
Val
Leu
Arg
Tyr
Leu
280
Lys
Phe
Asp
Arg
Lys
360
Val
Pro
Thr
Glu
Ala

440
Ala

Arg
Pro
185
Gly
Tyr
Gly
Glu
Val
265
Thr
Ser
Glu
Ile
Thr
345
Val
Ile
Pro
Ile
Glu
425
Phe
Tyr

Pro

113

Ile
170
Leu
Thr
Asn
Gly
Arg
250
Pro
Tyr
Ala
Asp
Leu
330
Asp
Ser
Ala
Lys
Thr
410
Ala
Ile

Ala

Leu

Phe
Leu
Gly
Asp
Ser
235
Thr
Arg
Gly
Ile
Val
315
Ser
Gly
Lys
Gly
Ser
395
Lys
Leu
Pro

Thr

Ala

Phe

Lys

Lys

Leu

220

Ser

Arg

Asp

Ile

Phe

300

Arg

Gln

Glu

Ser

Val

380

Thr

Glu

Ser

Tyr

Arg

460
Ile

Val
Tyr
Arg
205
Gly
Ile
Thr
Glu
Lys
285
Gln
Ser
Ile
Asn
Gly
365
Asn
Leu
Gln
Thr
Leu
445

Thr

Glu

Asn

Arg

190

Asn

Tyr

Asp

Asn

270

Ser

Leu

Leu

Ser

Val

350

Trp

Pro

Asp

Leu

Gln

430

Thr

Ile

Leu

Asp
175
Lys
Asp
Pro
Pro
Pro
255
Phe
Leu
Arg
Tyr
Pro
335
Leu
Met
Asn
Pro
Glu
415
Arg
Arg

Leu

Ser

Thr

Glu

Phe

Asp

Tyr

240

Asn

Gly

Ser

Val

Glu

320

Leu

Gln

Thr

Val

Thr

400

Ile

Leu

Ile

Phe

Lys
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465

Pro
Pro
His
Leu
His
545
Arg
Ala
Glu
Leu
Ala
625
Asp
Val
Leu
Lys
Gln
705
Val
Thr

Glu

Lys

His
Ala
Val
Asn
530
Leu
Asp
Asp
Met
Pro
610
Pro
Gly
Ser
Gln
Glu
690
Ser
Asn
Leu

Met

Phe
770

Pro
Thr
Ile
515
Thr
Ser
Thr
Gly
Ser
595
Ala
His
Leu
Leu
Ala
675
Lys
Cys
Phe
Ala
Val

755
Glu

Asp
Glu
500
Val
His
Val
Tle
Ile
580
Ser
Asp
Gly
Glu
Tyr
660
Trp
Pro
Ser
Gly
Arg

740

Thr

Gly
485
Gly
Asn
Ala
Leu
Asn
565
Ile
Ser
Leu
Leu
Ile
645
Tyr
Trp
Trp
Ile
Gln
725
Arg

Asn

Leu

470
Asp

Val
Asp
Val
His
550
Ile
Glu
Val
Val
Arg
630
Trp
Pro
Lys
Trp
Ile
710
Tyr
Phe

Pro

Ile

Asn
Asp
Ser
Met
535
Pro
Asn
Lys
Tyr
Lys
615
Leu
Asp
Thr
Glu
Pro
0695
Val
Pro
Ile

Gln

Asp
775

Leu

Ser

Gly

520

Glu

Ile

Gly

Ser

600

Arg

Val

Ala

Asp

Ala

680

Lys

Trp

Tyr

Pro

760

Leu

Gly
Thr
505
Tyr
Pro
Tyr
Leu
Phe
585
Asn
Gly
Ile
Ile
Ala
665
Val
Met
Thr
Gly
Ala
745

Ala

Ser

114

Pro
490
Ile
His

Phe

Ala
570
Leu
Trp
Leu
Glu
Lys
650
Ala
Glu
Gln
Ala
Gly
730
Glu

Tyr

Val

475
Glu

Trp
Gln
Ala
Leu
555
Arg
Pro
Val
Ala
Asp
635
Thr
Val
Lys
Thr
Ser
715
Leu
Gly

Leu

Ile

Ser
Leu
Leu
Ile
540
Leu
Gln
Gly
Phe
Ile
620
Tyr
Trp
Gln
Gly
Thr
700
Ala
Ile
Thr

Arg

Glu
780

Ile

Leu

Val

525

Ala

Tyr

Ser

Lys

Thr

605

Glu

Pro

Val

Gln

His

685

Glu

Leu

Leu

Pro

Thr

765
Ile

Val
Ala
510
Ser
Thr
Pro
Leu
Tyr
590
Asp
Asp
Tyr
His
Asp
670
Gly
Asp
His
Asn
Glu
750

Ile

Leu

Val
495
Lys
His
Asn
His
Ile
575
Ser
Gln
Pro
Ala
Glu
655
Thr
Asp
Leu
Ala
Arg
735
Tyr

Thr

Ser

480

Leu

Ala

Trp

Arg

Tyr

560

Asn

Ile

Ala

Ser

Val

640

Tyr

Glu

Leu

Tle

Ala

720

Pro

Asp

Pro

Arg
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His Ala Ser Asp Glu Ile Tyr Leu Gly Glu Arg Glu Thr Pro Asn Trp
785 790 795 800
Thr Thr Asp Lys Lys Ala Leu Glu Ala Phe Lys Arg Phe Gly Ser Lys
805 810 815
Leu Thr Gly Ile Glu Gly Lys Ile Asn Ala Arg Asn Ser Asp Pro Ser
820 825 830
Leu Arg Asn Arg Thr Gly Pro Val Gln Leu Pro Tyr Thr Leu Leu His
835 840 845
Arg Ser Ser Glu Glu Gly Leu Thr Phe Lys Gly Ile Pro Asn Ser Ile
850 855 860
Ser Ile
865
<210> 101
<211> 859
<212> PRT
213> AL
<220>
223> BEINEEE NP_001235189 BLAST 859aa
<400> 101
Met Thr Gly Gly Met Phe Gly Arg Lys Gly Gln Lys Ile Lys Gly Thr
1 5 10 15
Val Val Leu Met Pro Lys Asn Val Leu Asp Phe Asn Ala Ile Thr Ser
20 25 30
Val Gly Lys Gly Ser Ala Lys Asp Thr Ala Thr Asp Phe Leu Gly Lys
35 40 45
Gly Leu Asp Ala Leu Gly His Ala Val Asp Ala Leu Thr Ala Phe Ala
50 55 60
Gly His Ser Ile Ser Leu Gln Leu Ile Ser Ala Thr Gln Thr Asp Gly
65 70 75 80
Ser Gly Lys Gly Lys Val Gly Asn Glu Ala Tyr Leu Glu Lys His Leu
85 90 95
Pro Thr Leu Pro Thr Leu Gly Ala Arg Gln Glu Ala Phe Asp Ile Asn
100 105 110
Phe Glu Trp Asp Ala Ser Phe Gly Ile Pro Gly Ala Phe Tyr Ile Lys
115 120 125
Asn Phe Met Thr Asp Glu Phe Phe Leu Val Ser Val Lys Leu Glu Asp
130 135 140
Ile Pro Asn His Gly Thr Ile Asn Phe Val Cys Asn Ser Trp Val Tyr
145 150 155 160

115
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Asn Phe Lys

Tyr
Glu
Asp
Gly
225
Pro
Ser
His
Gln
Thr
305
Gly
Pro
Phe
Asp
Ile
385
Thr
Asn
Phe

Asn

Leu

Leu
Leu
Arg
210
Gly
Arg
Glu
Leu
Asn
290
Ser
Gly
Val
Pro
Asp
370
Arg
Tyr
Leu
Ile
Ser

450
Lys

Pro
Glu
195
Ile
Asp
Arg
Lys
Lys
275
Val
Ser
Ile
Leu
Pro
355
Glu
Arg
Gly
Gly
Leu
435

Leu

Asp

Ser
Ser
180
Val
Tyr
Pro
Val
Pro
260
Ser
Ile
Glu
Lys
Lys
340
Pro
Phe
Leu
Asp
Gly
420
Asp

Pro

Asp

Tyr
165
Ala
Leu
Asp
Arg
Arg
245
Gly
Ser
Pro
Phe
Leu
325
Glu
His
Ala
Gln
Gln
405
Val
Tyr

Ile

Gly

Lys

Thr

Arg

Tyr

Pro

230

Thr

Glu

Asp

Leu

Asp

310

Pro

Ile

Val

Arg

Glu

390

Thr

Thr

His

Ala

Ser

Lys
Pro
Gly
Asp
215
Ile
Gly
Ile
Phe
Phe
295
Ser
Thr
Phe
Tle
Glu
375
Phe
Ser
Val
Asp
Lys

455

Leu

Asn
Gly
Asp
200
Tle
Ile
Arg
Tyr
Leu
280
Lys
Phe
Asn
Arg
Arg
360
Met
Pro
Thr
Glu
Ala

440
Ala

Arg
Pro
185
Gly
Tyr
Gly
Glu
Val
265
Thr
Ser
Asp
Ile
Thr
345
Val
Ile
Pro
Ile
Glu
425
Phe
Tyr

Pro

116

Ile
170
Leu
Thr
Asn
Gly
Lys
250
Pro
Tyr
Ile
Glu
Leu
330
Asp
Ser
Ala
Lys
Thr
410
Ala
Phe

Ala

Leu

Phe
Val
Gly
Asp
Ser
235
Thr
Arg
Gly
Ile
Val
315
Ser
Gly
Lys
Gly
Ser
395
Lys
Ile
Pro

Thr

Ala

Phe

Lys

Lys

Leu

220

Ser

Arg

Asp

Ile

Leu

300

Arg

Gln

Glu

Ser

Val

380

Thr

Gln

Ser

Tyr

Arg

460
Ile

Val
Tyr
Arg
205
Gly
Asn
Lys
Glu
Lys
285
Asn
Gly
Ile
Asn
Gly
365
Asn
Leu
Gln
Ala
Leu
445

Thr

Glu

Asn
Arg
190
Arg
Asn
Tyr
Asp
Asn
270
Ser
Leu
Leu
Ser
Thr
350
Trp
Pro
Asp
Leu
His
430
Thr

Ile

Leu

Asp
175
Gln
Asp
Pro
Pro
Pro
255
Phe
Leu
Arg
Phe
Pro
335
Leu
Met
Asn
Pro
Glu
415
Arg
Lys

Leu

Ser

Thr

Glu

Phe

Asp

Tyr

240

Asn

Gly

Ser

Val

Glu

320

Leu

Gln

Thr

Val

Ala

400

Ile

Leu

Ile

Phe

Lys
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465

Pro
Ser
Gly
Glu
Ile
545

Gly

Thr

Arg
Val
625
Ala
Asn
Val
Lys
Trp
705

Tyr

Pro

Ile

Ala
Thr
Tyr
Pro
530
Tyr
Leu
Phe
Asn
Gly
610
Ile
Ile
Ala
Val
Leu
690
Thr
Gly
Glu

Ala

Ser
770

Thr
Ile
His
515
Phe
Lys
Ala
Leu
Trp
595
Leu
Glu
Lys
Ala
Glu
675
Gln
Ala
Gly
Glu
Tyr

755
Val

Val
Trp
500
Gln
Ala
Leu
Arg
Pro
580
Val
Ala
Asp
Thr
Ile
660
Lys
Thr
Ser
Tyr
Gly
740

Leu

Ile

Ser
485
Leu
Leu
Tle
Leu
Gln
565
Gly
Phe
Val
Tyr
Trp
645
Gln
Gly
Val
Ala
Ile
725
Thr

Arg

Glu

470
Lys

Leu

Ile

Ala

Tyr

550

Ser

Lys

Thr

Glu

Pro

630

Val

Gln

His

Glu

Leu

710

Val

Lys

Thr

Ile

Val
Ala
Ser
Thr
535
Pro
Leu
Tyr
Asp
Asp
615
Tyr
His
Asp
Gly
Asp
0695
His
Asn
Glu

Ile

Leu
775

Val
Lys
His
520
Asn
His
Ile
Ser
Gln
600
Pro
Ala
Glu
Thr
Asp
680
Leu
Ala
Arg
Tyr
Thr

760

Ser

Leu
Ala
505
Trp
Arg
Tyr
Asn
Ile
H85H
Ala
Ser
Val
Tyr
Glu
66H
Leu
Ile
Ala
Pro
Asp
745

Pro

Arg

117

Pro
490
His

Leu

His

Ala
570
Glu
Leu
Ala
Asp
Val
650
Leu
Lys
Gln
Val
Thr

730
Glu

His

475
Ala

Val
Asn
Leu
Asp
5HbhH
Gly
Met
Pro
Pro
Gly
635
Ser
Gln
Asp
Ser
Asn
715
Leu
Met

Phe

Ala

Thr
Ile
Thr
Ser
540
Thr
Gly
Ser
Ala
His
620
Leu
Val
Ala
Lys
Cys
700
Phe
Ala
Val

Glu

Ser
780

Glu
Val
His
525
Val
Ile
Ile
Ser
Asp
605
Gly
Glu
Tyr
Trp
Pro
685
Ser
Gly
Arg
Lys
Thr

765
Asp

Gly
Asn
510
Ala
Leu
Asn
Ile
Val
590
Leu
Leu
Ile
Tyr
Trp
670
Trp
Ile
Gln
Arg
Asp
750

Leu

Glu

Val
495
Asp
Val
His
Ile
Glu
575
Val
Val
Arg
Trp
Pro
655
Lys
Trp
Ile
Tyr
Phe
735
Pro

Ile

Val

480
Glu

Ser

Met

Pro

Asn

560

Gln

Tyr

Lys

Leu

Asp

640

Thr

Glu

Pro

Tle

Pro

720

Tle

Gln

Asp

Tyr
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Leu Gly Gln Arg Asp Asn Pro

785

Glu Ala Phe Lys

Lys
805

790
Phe

Gly

Asn

Asn

Ile Thr Gln Arg Asn Asn Asp Pro

820

Val Gln Leu Pro

835

Ser Phe Lys Gly

850

<210> 102
<211> 865
<212> PRT
213> NLF%)
<220>
<223> HEIN%ERS Glyma07g03910.1 BLAST 865aa
<400> 102
Met Phe Gly Ile

1
Val

Thr

Ala

Ser

65

Leu

Pro

Phe

Asn

Ile

145

Asn

Val
Thr
Thr
50

Arg
Gly
Ser
Glu
Phe
130

Pro

Ala

Leu
Gln
35

Gly
Asn
Asn
Leu
Trp
115
Met

Asn

Lys

Met
20

Gly
Ile
Tle
Gly
Pro
100
Asp
Gln
His

Ser

Tyr Thr Leu Leu

Tle

Pro

Asn
855

840

Ser

Trp Thr Thr Asp

Lys
Ser
825
His

Ile

Leu Gly Gly Asn Lys

5

Ser

Gly

Val

Ala

Lys

85

Thr

Asn

Ser

Gly

Tyr
165

Lys
Leu
Gly
Ile
70

Val
Leu
Asp
Glu
Thr

150
Lys

Asn
Val
Gly
55

Gln

Gly

Phe
Phe
135
Ile

Arg

Val
Gly
40

Val
Leu
Lys
Asp
Gly
120
Phe
His

Asp

Leu
25

Ala
Val
Tle
Gln
Arg
105
Ile
Leu

Phe

Arg

118

Leu
810
Leu

Arg

Ser

Gly
10

Asp
Ala
Asp
Ser
Thr
90

Gln
Pro
Val

Val

Ile
170

795
Ala

Lys

Ser

Ile

His

Phe

Thr

Gly

Ala

75
Tyr

Gly

Ser

155
Phe

Glu

Ser

Ser

Lys

Asn

Ala
60
Thr

Leu

Ala

Ala

Val

140

Asn

Phe

Ser

Ile

Glu
845

Ile

Glu

Ile

45

Thr

Lys

Glu

Phe

Phe

125

Thr

Ser

Ala

Lys

Glu

His

830
Glu

Lys
Ile
30

Phe
Ala
Thr
Lys
Ser
110

Tyr

Leu

Asn

Ala
Gly
815
Gly

Gly

Gly
15

Val
Gly
Ile
Asp
His
95

Val
Ile
Glu

Val

Lys
175

Leu
800
Lys

Pro

Met

Thr

Ser

Ala

Phe

Gly

80

Leu

Tyr

Lys

Asp

Tyr

160
Thr
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Tyr Leu Pro

Glu

Asp

225

Pro

Ser

Asn

Ser

Asn

305

Gly

Val

Pro

Glu

Glu

385

Tyr

Leu

Ile

Asp

Lys

465
His

Leu
Arg
210
Ser
Tyr
Lys
Phe
Ile
290
Ala
Ile
Leu
Pro
Glu
370
Cys
Gly
Gly
Leu
Leu
450

Asp

Pro

Glu
195
Ile
Asn
Pro
Ser
Gly
275
Ala
Glu
His
Lys
Pro
355
Phe
Leu
Asp
Gly
435

Pro

Asp

Asn
180
Asn
Tyr
Asp
Arg
Glu
260
His
Gln
Phe
Leu
Glu
340
His
Gly
Gln
Gln
Leu
420
His
Thr

Gly

Gly

Glu

Leu

Asp

Leu

Arg

245

Ser

Leu

Thr

Asp

Pro

325

Ile

Val

Arg

Val

Thr

405

Ser

His

Ala

Thr

Asp

Thr
Arg
Tyr
Ala
230
Gly
Pro
Lys
Val
Arg
310
Thr
Phe
Ile
Glu
Phe
390
Ser
Val
Asp
Lys
Leu

470
Glu

Pro
Gly
Asp
215
Arg
Arg
Ser
Ser
Leu
295
Phe
Asp
Arg
Lys
Met
375
Pro
Thr
Glu
Ala
Ser
455

Lys

Phe

Thr
Asp
200
Val
Pro
Thr
Ser
Ser
280
Pro
Asp
Ala
Thr
Val
360
Leu
Pro
Ile
Gln
Phe
440
Tyr

Pro

Gly

Pro Leu Val

185
Gly

Tyr

Val

Gly

Ser

265

Asp

Thr

Asp

Leu

Asp

345

Ser

Ala

Lys

Thr

Ala

425

Ile

Ala

Leu

Ala

119

Lys
Asn
Leu
Arg
250
Thr
Phe
Phe
Val
Ser
330
Gly
Lys
Gly
Ser
Lys
410
Leu
Ala
Thr

Ala

Val

Gly

Asp

Gly

235

Lys

Tyr

Leu

Gln

Arg

315

Glu

Ser

Val

395

Glu

Ser

Tyr

Arg

Ile

475

Ser

Lys
Glu
Leu
220
Gly
Pro
Ile
Thr
Ser
300
Gly
Ile
Gln
Ala
Asn
380
Leu
His
Gly
Leu
Thr
460

Glu

Arg

Tyr
Arg
205
Gly
Ser
Thr
Pro
Tyr
285
Ala
Leu
Ser
Val
Trp
365
Pro
Asp
Leu
Asn
Arg
445
Ile

Leu

Val

Arg

190

Lys

Asn

Ser

Thr

Arg

270

Gly

Phe

Phe

Pro

Leu

350

Met

Cys

Pro

Glu

Arg

430

Leu

Ser

Val

Lys

Glu

Pro

Ala

Lys

255

Asp

Ile

Gly

Glu

Leu

335

Lys

Thr

Leu

Thr

Tle

415

Leu

Ile

Phe

Leu

Leu

Glu
Tyr
Asp
Tyr
240
Asp
Glu
Lys
Leu
Gly
320
Pro
Phe
Asp
Ile
Val
400
Asn
Phe
Asn
Leu
Pro

480

Pro
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Ala
Val
Asn
Leu
545
Asp
Gly
Met
Pro
Pro
625
Gly
Ser
Gln
Asp
Ile
705
Asn
Leu
Leu

Thr

Ala
785

Asp
Val
Thr
530
Ser
Thr
Gly
Ser
Ala
610
Tyr
Leu
Leu
Ala
Lys
690
Cys
Phe
Thr
Thr
Glu

770

Ser

Gln
Val
515
His
Val
Met
Ile
Ser
595
Asp
Gly
Glu
Tyr
Trp
675
Pro
Cys
Gly
Arg
Ser
755

Ala

Asp

Gly
500
Asn
Ala
Leu
Asn
Tle
580
Ala
Leu
Leu
Ile
Tyr
660
Trp
Trp
Tle
Gln
Arg
740
Asn

Leu

Glu

485
Ala

Asp
Val
His
Tle
565
Glu
Val
Ile
Arg
Trp
645
Ala
Lys
Trp
Tle
Tyr
725
Leu
His
Val

Val

Glu

Ser

Ile

Pro

550

Asn

Gln

Tyr

Lys

Leu

630

Ser

Thr

Glu

Pro

Ile

710

Pro

Leu

Gln

Asp

Tyr
790

Ser
Cys
Glu
535
Ile
Gly
Ser
Lys
Arg
615
Val
Ala
Asp
Ala
Lys
695
Trp
Tyr
Pro
Lys
Leu

775

Leu

Thr
Tyr
520
Pro
Tyr
Leu
Phe
Gly
600
Gly
Ile
Ile
Asp
Val
680
Leu
Thr
Gly
Glu
Ala
760

Thr

Gly

Ile
505
His
Phe
Lys
Ala
Leu
585
Trp
Met
Asp
Gln
Ala
665
Glu
Asn
Ala
Gly
Pro
745
Tyr

Val

Gln

120

490

Gln
Val
Leu
Arg
570
Pro
Val
Ala
Asp
Thr
650
Val
Lys
Thr
Ser
Phe
730
Gly
Leu

Ile

Arg

Leu
Leu
Ile
Leu
555
Gln
Gly
Phe
Val
Tyr
635
Trp
Lys
Gly
Leu
Ala
715
Ile
Thr
Arg

Glu

Asp
795

Ile
Met
Ala
540
Leu
Ser
Pro
Thr
Glu
620
Pro
Val
Lys
His
Gln
700
Leu
Leu
Lys
Thr
Ile

780

Asn

Ala
Ser
525
Thr
Pro
Leu
Phe
Asp
605
Asp
Tyr
Lys
Asp
Gly
68hH
Asp
His
Asn
Glu
Ile
765

Leu

Pro

510
His

Asn
His
Ile
Ala
590
Gln
Pro
Ala
Asp
Ser
670
Asp
Leu
Ala
Arg
Tyr
750
Thr

Ser

Asn

495
Ala

Trp
Arg
Tyr
Asn
575
Val
Ala
Ser
Val
Tyr
655
Glu
Leu
Ile
Ala
Pro
735
Gly
Gly

Arg

Trp

Tyr

Leu

His

Arg

560

Ala

Glu

Leu

Ser

Asp

640

Val

Leu

Lys

His

Val

720

Thr

Glu

Lys

His

Thr
800
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Asp Asp Thr Lys

Lys Glu Ile Glu

820

Arg Asn Arg Asn

835

Thr Ser Gly Glu

Tle
865

850

<210> 103
<211> 868
<212> PRT
213> NLF%)
<220>
<223> HEIN%ERS Glyma07g03920.2 BLAST 868aa
<400> 103
Met Leu Ile Gly Ser Leu Leu Asn Arg

1
Val

Thr

Ala

Ser

65

Ala

Leu

Tyr

Lys

Asp

145
Tyr

Val
Thr
Gln
50

Arg
Leu
Pro
Phe
Asn
130

Val

Asn

Leu
Arg
35

Asp
Asn
Gly
Ser
Glu
115
Tyr

Pro

Ala

Met
20

Gly
Ile
Tle
His
Leu
100
Trp
Met

Asn

Lys

Ala Ile Gln Ala Phe Lys Lys

805

Asp Lys Ile

810

Ser Gly Arg Asn

825

Gly Pro Ala Gln Met Pro Tyr

840

Gly Leu Thr Phe Arg Gly Ile

5
Thr

Gly

Val

Ala

Gly

85

Pro

Asp

Gln

His

Leu
165

Lys
Pro
Gly
Ile
70

Lys
Asn
Glu
Ser
Gly

150
Tyr

855

Asn
Ala
Gly
55

Gln
Val
Leu
Ser
Glu
135

Thr

Lys

Val
Ala
40

Ile

Leu

Gly

Phe
120
Phe
Ile

Lys

Phe

25

Val

Val

Tle

Lys

105

Gly

Phe

Leu

Asp

121

Arg
10

Asp
Ala
Asp
Ser
Leu
90

Arg
Ile
Leu

Phe

Arg
170

Pro

Val

Gly

Gly

Ala

75

Thr

Gln

Pro

Val

Ala

155
Ile

Phe

Lys

Thr

Pro
360

Lys

Asn

Ala
60
Thr

Tyr

Gly

Ser
140

Phe

Gly
Asn
Val

845

Asn

Ile
Asp
Ile
45

Thr
Lys
Leu
Ala
Ala
125
Phe

Asn

Phe

Asn
Ser
830

Leu

Ser

Lys

Phe

30

Phe

Ala

Ser

Glu

Phe

110

Phe

Lys

Ser

Ala

Lys
815
Ser

Leu

Ile

Gly
15

Met
Gly
Ile
Glu
Lys
95

Asp
Tyr
Leu

Trp

Asn
175

Leu

Leu

Pro

Ser

Thr

Ala

Ala

Phe

Asn

80

His

Val

Tle

Glu

Val

160
Lys
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Ala Tyr Leu

Glu
Leu
Asp
225
His
Asp
Glu
Lys
Phe
305
Gly
Pro
Phe
Asp
Ile
385
Glu
Asn
Phe
Asn
Leu

465

Pro

Glu
Asp
210
Glu
Pro
Pro
Asn
Ser
290
Asn
Gly
Val
Pro
Glu
370
Gln
Phe
Leu
Ile
Gly
450

Gln

His

Leu
195
Arg
Asn
Tyr
Arg
Phe
275
Leu
Asn
Val
Leu
Pro
355
Glu
Arg
Gly
Gly
Leu
435
Leu

Asp

Pro

Pro
180
Glu
Ile
Asp
Pro
Cys
260
Gly
Thr
Glu
Tyr
Lys
340
Pro
Phe
Leu
Asp
Gly
420
Asp
Pro

Asp

Arg

Asn

Asn

Tyr

Asp

Arg

245

Glu

His

Gln

Phe

Leu

325

Glu

His

Gly

Gln

Gln

405

Leu

His

Thr

Gly

Gly

Asp
Leu
Asp
Leu
230
Arg
Arg
Leu
Asn
Asp
310
Pro
Ile
Val
Arg
Glu
390
Thr
Thr
His
Ala
Thr

470
His

Thr
Arg
Tyr
215
Ala

Gly

Pro

Val
295
Ser
Thr
Phe
Ile
Glu
375
Phe
Ser
Val
Asp
Lys
455

Leu

Glu

Pro
Gly
200
Asp
Arg
Arg
Thr
Ser
280
Leu
Phe
Asp
Arg
Lys
360
Met
Pro
Thr
Glu
Ala
440
Ser

Lys

Phe

Thr Pro Leu

185
Asp

Val

Pro

Thr

Ser

265

Ser

Pro

Glu

Val

Thr

345

Val

Leu

Pro

Ile

Gln

425

Phe

Tyr

Pro

122

Gly
Tyr
Ile
Gly
250
Asp
Asp
Gln
Asp
Leu
330
Asp

Arg

Ala

Thr
410
Ala
Ile
Ala

Leu

Ala

Arg
Asn
Leu
2356
Arg
Thr
Phe
Phe
Val
315
Ser
Gly
Glu
Gly
Ser
395
Lys
Leu
Pro
Thr
Ala

475
Asp

Val
Gly
Asp
220
Gly
Lys
Tyr
Leu
Asn
300
Arg
Lys
Glu
Ser
Val
380
Lys
Glu
Lys
Phe
Arg
460

Ile

Ser

Lys
Glu
205
Leu
Gly
Pro
Tle
Thr
285
Thr
Cys
Ile
Gln
Glu
365
Asn
Leu
His
Gly
Met
445
Thr

Glu

Arg

Tyr
190
Arg
Gly
Ser
Thr
Pro
270
Tyr
Ala
Leu
Ser
Ala
350
Trp
Pro
Asp
Leu
Asn
430
Asn
Ile

Leu

Val

Arg

Lys

Asn

Ser

Lys

255

Arg

Ala

Phe

Phe

Pro

335

Leu

Met

Gly

Pro

Glu

415

Lys

Leu

Leu

Ser

Val

Lys
Glu
Pro
Lys
240
Lys
Asp
Ile
Gly
Asp
320
Ile
Lys
Thr
Met
Thr
400
Tle
Leu
Ile
Phe
Leu

480

Leu
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Pro

Lys

His

Asn

545

His

Ile

Ser

Gln

Pro

625

Ala

Asn

Ser

Asp

Leu

705

Ala

Arg

Tyr

Thr

Ser
785

Pro

Ala

Trp

530

Arg

Tyr

Asn

Leu

Ala

610

Cys

Val

Tyr

Glu

Leu

690

Val

Ala

Pro

Glu

770
Arg

Ala
Tyr
515
Leu
His
Arg
Ala
Glu
595
Leu
Ala
Asp
Val
Leu
675
Lys
His
Val
Thr
Glu
755

Lys

His

Ala
500
Val

Asn

Leu

Asp
580
Met
Pro
Pro
Gly
Ser
660
Gln
Asp
Tle
Asn
Leu
740
Leu

Ile

Ala

485
Val

Ala
Thr
Ser
Thr
565
Gly
Ser
Ala
His
Leu
645
Leu
Ala
Lys
Cys
Phe
725
Thr
Ser

Glu

Ser

Asn
Val
His
Val
550
Met

Val

Ser

Gly
630
Glu

Trp

Pro

Ser

710

Arg

Thr

Ala

Asp
790

Ser

Asn

Ala
535
Leu
Asn
Ile
Ala
Leu
615

Leu

Ile

Trp
Trp
695
Ile
Gln
Arg
Asn
Leu

775
Glu

Ala
Asp
520
Thr
His
Ile
Glu
Val
600
Ile
Arg
Trp
Pro
Lys
680
Trp
Tle
Tyr
Phe
Tyr
760

Val

Ile

Glu
505
Thr
Ile
Pro
Asn
Arg
585
Tyr
Lys
Leu
Asp
Thr
665
Glu
Pro
Ile
Pro
Leu
745
Gln

Asp

Tyr

123

490
Gly

Gly
Glu
Ile
Ala
570
Ser
Lys
Arg
Val
Ala
650
Asp
Ala
Lys
Trp
Tyr
730
Pro
Lys

Leu

Leu

Thr
Tyr
Pro
His
555
Leu
Phe
Ser
Gly
Ile
635
Ile
Asp
Val
Leu
Ile
715
Gly
Glu
Ala

Ser

Gly
795

Ile

His

Phe

540

Lys

Ala

Leu

Trp

Met

620

Glu

Gln

Ala

Glu

Asn

700
Ala

Pro

Tyr

Val
780
Lys

Trp
Gln
525
Val

Leu

Pro
Val
605
Ala
Asp
Thr
Ile
Thr
685
Thr
Ser
Leu
Gly
Leu
765

Ile

Arg

Leu
510
Leu
Ile
Leu
Gln
Gly
590
Phe
Ile
Tyr
Trp
Lys
670
Gly
Pro
Ala
Ile
Ser
750
Arg

Glu

Asp

495
Ile

Ile

Ala

Leu

Ser

575

Lys

Thr

Glu

Pro

Val

655

Lys

His

Gln

Leu

Leu

735

Lys

Thr

Ile

Ser

Ala
Ser
Thr
Pro
560
Leu
Tyr
Asp
Asp
Tyr
640
Lys
Asp
Gly
Asp
His
720
Asn
Glu
Ile

Leu

Asp
800
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Asp Trp Thr Asp Asp

Thr

Ser

Leu

Ser
865

Lys Leu Lys

820

805
Glu

Ser Leu Arg Asn

835

Leu Pro Thr Ser

850

Ile Ser Ile

<210> 104
<211> 860
<212> PRT
213> NLF%)
<220>
<223> HEIN%ERS Glyma08g20190.1 BLAST 860aa
<400> 104
Met Tyr Ser Gly

1
Gly

Thr
Thr
Leu
65

Lys
Ala
Gly
Phe
His

145
Asp

Thr
Ser
Ile
50

Ile
Lys
Gly
Ile
Leu
130

Phe

Arg

Val
Val
35

Asp
Ser
Thr
Gln
Pro
115
Val

Val

Ile

Val
20

Arg
Gly
Ala
Tyr
Ser
100

Gly

Ser

Phe

Gln

Lys

Ala Ile Gln Ala

810

Ile Glu Ala Lys Ile Asn

825

Arg Asn Gly Pro Val Gln

840

Glu Glu Gly Leu Thr Phe

855

Val Lys Gly Leu Phe

5

Leu

Leu

Thr

Leu

85

Ala

Ala

Leu

Asn

Phe
165

Met

Leu

Thr

Lys

70

Glu

Phe

Phe

Thr

Ser

150
Ala

Arg
Ile
Ser
55

Ala
Gly
Thr
Leu
Leu
135

Trp

Ser

Lys
Gly
40

Phe
Asp
Tle
Ile
Ile
120
Glu

Val

Glu

Asn
25

Thr
Leu
Gly
Ile
His
105

Lys

Asp

Thr

124

Asn
10

Val
Gly
Gly
Asn
Thr
90

Phe
Asn
Ile

Asn

Tyr
170

Arg

Leu

Ile

Arg

Gly

75

Ser

Glu

Tyr

Pro

Ser

155
Val

Phe

Ser

Met

Arg
860

Ser
Asp
Asn
Ser
60

Asn

Ile

Met

Asn
140

Pro

Glu

Arg

Pro
845

Gln
Ile
Ile
45

Val

Gly

Pro

Gln
125
Gln
Val

Ser

Lys
Asn
830

Tyr

Ile

Lys
Asn
30

Ile
Cys
Val
Thr
Ala
110
Val
Gly

Tyr

Glu

Phe
815
Lys

Thr

Pro

Val
15

Ser

Gly

Leu

Val

Leu

95

Asp

Glu

Ser

Glu

Thr
175

Gly

Asp

Val

Asn

Lys

Ile

Ser

Gln

Gly

80

Gly

Met

Leu

Met

160

Pro
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Gly Pro Leu

Asn
Val
Pro
225
Thr
Glu
Asp
Ala
Ser
305
Thr
Phe
Ile
Glu
Phe
385
Ser
Val
Asp
Lys
Leu

465
Gln

Gly
Tyr
210
Val
Gly
Ala
Phe
Leu
290
Phe
Asp
Arg
Lys
Met
370
Pro
Lys
Asp
Thr
Ala
450

Lys

Leu

Thr
195
Asn
Leu
Arg
Tyr
Leu
275
Lys
Glu
Ile
Thr
Val
355
Tle
Pro
Met
Lys
Phe
435
Tyr

Pro

Gly

Val
180
Gly
Asp
Gly
Lys
Tle
260
Thr
Thr
Glu
Leu
Asp
340
Ser
Ala
Gln
Thr
Ala
420
Met
Ala

Leu

Ala

Thr

Lys

Leu

Gly

Pro

245

Pro

Tyr

Val

Val

Ser

325

Gly

Lys

Gly

Ser

Tle

405

Ile

Pro

Thr

Ala

Tyr

Tyr
Arg
Gly
Ser
230
Thr
Arg
Gly
Phe
Arg
310
Lys
Glu
Ser
Val
Lys
390
Asp
Lys
Phe
Arg
Ile

470

Ser

Arg
Lys
Asn
215
Leu
Lys
Asp
Leu
Asp
295
Ala
Ile
Ser
Ala
Asn
375
Leu
His
Asp
Leu
Thr

455
Glu

Glu

Glu

200

Pro

Thr

Lys

Glu

280

Ile

Leu

Ser

Val

Trp

360

Pro

Asp

Leu

Gln

Arg

440

Ile

Leu

Val

Ala Glu Leu

185
Trp

Asp

His

Asp

Asn

265

Ser

Asn

Cys

Pro

Leu

345

Met

Cys

Pro

Glu

Arg

425

Arg

Leu

Ser

Ile

125

Asp

Ser

Pro

Pro

250

Phe

Leu

Phe

Glu

Leu

330

Lys

Thr

Val

Ser

Ile

410

Leu

Ile

Phe

Leu

Leu

Arg

Gly
Thr
Thr
Gly
315
Pro
Phe
Asp
Tle
Val
395
Asn
Phe
Asp
Leu
Pro

475

Pro

Gln
Val
Glu
220
Pro
Ser
His
Arg
Pro
300
Gly
Val
Ser
Glu
Arg
380
Tyr
Leu
Ile
Glu
Lys
460
His

Ala

Ala
Tyr
205
Asn
Arg
Glu
Leu
Ser
285
Asn
Ile
Leu
Val
Glu
365
Arg
Gly
Glu
Leu
Ser
445
Asp

Pro

Asn

Leu
190
Asp
Phe
Arg
Lys
Lys
270
Phe

Glu

Lys

Pro

350

Phe

Leu

Asp

Gly

Asp

430

Asp

Gly

Gln

Arg

Tyr

Ala

Gly

Pro

255

Ser

Leu

Phe

Leu

Glu

335

Asp

Ala

Gln

Gln

Leu

415

His

Ser

Gly

Gln

Gly

Gly
Asp
Arg
Arg
240
Gly
Ser
Pro
Asp
Pro
320
Ile
Leu
Arg
Glu
Thr
400
Thr
His
Ser
Thr
Gln

480
Val
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Glu
Ser
Ile
Pro
545
Asn

Lys

Tyr

Leu
625
Asp
Thr
Glu
Pro
Ile
705
Pro
Ile
Gln

Asp

Tyr
785

Ser
Cys
Glu
530
Ile
Ala
Thr
Lys
Arg
610
Val
Ala
Asn
Val
Lys
690
Trp
Tyr
Pro
Lys
Leu

770

Leu

Thr
Tyr
515
Pro
Tyr
Leu
Phe
Asn
595
Gly
Ile
Ile
Asp
Val
675
Met
Tle
Gly
Glu
Ala
755

Ser

Gly

Ile
500
His
Phe
Lys
Ala
Leu
580
Trp
Met
Glu
Lys
Ala
660
Glu

Gln

Ala

Glu
740
Tyr

Val

Gln

485
Trp

Gln

Val

Leu

565

Gly

Val

Ala

Asp

Thr

645

Ile

Lys

Thr

Ser

Phe

725

Gly

Leu

Ile

Arg

Leu
Leu
Ile
Leu
550
Gln
Gly
Phe
Ile
Tyr
630
Trp
Lys
Gly
Leu
Ala
710
Ile
Thr
Arg

Glu

Asp
790

Leu
Ile
Ala
535
Phe
Ser
Lys
Leu
Glu
615
Pro
Val
Lys
His
Gln
0695
Leu
Leu
Pro
Thr
Ile

775

Asn

Ala
Ser
520
Thr
Pro
Leu
Tyr
Asp
600
Asp
Tyr
Gln
Asp
Gly
680
Glu
His
Asn
Glu
Ile
760

Leu

Pro

505
His

Asn
His
Ile
Ala
585
Gln
Ser
Ala
Glu
His
665
Asp

Leu

Ala

Tyr
745
Thr

Ser

Asn

126

490
Ala

Trp
Arg
Tyr
Asn
570
Val
Ala
Ser
Val
Tyr
650
Glu
Leu
Tle
Ala
Pro
730
Asp
Pro

Arg

Trp

His
Leu
Asn
Arg
5H5hH
Ala

Glu

Leu

Asp
635
Val
Leu
Lys
Gln
Val
715
Thr
Glu
Lys
His

Thr
795

Val
Asn
Leu

540
Asp

Ile
Pro
Pro
620
Gly
Ser
Gln
Asp
Ser
700
Asn
Leu
Met
Phe
Ala

780

Ser

Ile
Thr
525
Ser
Thr
Gly
Ser
Ala
605
Asn
Leu
Leu
Ala
Lys
685
Cys
Phe
Ser
Thr
Gln
765

Ser

Asn

Val
510
His
Ile
Met
Phe
Ser

590
Asp

Glu

Tyr

670

Pro

Ser

Gly

Lys
750
Ala

Pro

495

Asn

Ala

Leu

Asn

Ile

575

Ser

Leu

Leu

Ile

Tyr

655

Trp

Thr

Gln

735

Asn

Leu

Glu

Lys

Val
His
Ile
560
Glu

Gly

Ile

Trp
640
Ala

Trp

Tle

Tyr

720

Pro

Val

Val

Ala
800
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Ile Glu Ala Phe Lys Lys Phe Gly Lys Lys Leu Ala Glu Ile Glu Thr
805 810 815
Lys Ile Ser Glu Arg Asn His Asp Pro Asn Leu Arg Asn Arg Thr Gly
820 825 830
Pro Ala Gln Leu Pro Tyr Thr Val Leu Leu Pro Thr Ser Glu Thr Gly
835 840 845
Leu Thr Phe Arg Gly Ile Pro Asn Ser Ile Ser Ile
850 855 860
<210> 105
<211> 10
<212> PRT
213> NLF3
<220>
<223> N3
<400> 105
Ser Ser Asp Phe Leu Thr Tyr Gly Ille Lys
1 5 10
<210> 106
211> 8
<212> PRT
213> N3
<220>
223> NTLFP3
<400> 106
Gly Thr Val Val Leu Met Pro Lys
1 5
<210> 107
<211> 13
<212> PRT
213> NLF3
<220>
<223> NP3
<400> 107
Asn Val Leu Asp Phe Asn Ala Ile Thr Ser Ile Gly Lys
1 5 10
<210> 108
211> 31
<212> PRT
213> N3
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<220>

<223> NP3

<400> 108

Gly Gly Val Ile Asp Thr Ala Thr Gly Ile Leu Gly Gln Gly Val Ser

1 5 10 15

Leu Val Gly Gly Val Ile Asp Thr Ala Thr Ser Phe Leu Gly Arg
20 25 30

<210> 109

211> 19

<212> PRT

213> NTLJF3

<220>

223> NTLJF3

<400> 109

Ile Phe Phe Val Asn Asp Thr Tyr Leu Pro Ser Ala Thr Pro Ala Pro

1 5 10 15

Leu Leu Lys

<210> 110

211> 8

<212> PRT

213> NILJFP3

<220>

223> NTLFP3

<400> 110

Asp Glu Asn Phe Gly His Leu Lys

1 5

<210> 111

211> 11

<212> PRT

213> NTLJF3

<220>

223> NTLJF3

<400> 111

Ser Leu Ser His Asp Val Ile Pro Leu Phe Lys

1 5 10

<210> 112

211> 8

<212> PRT

213> NILJFP3
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<220>

<223> NP3

<400> 112

Ser Leu Tyr Glu Gly Gly Ile Lys
1 5

<210> 113

211> 16

<212> PRT

213> NTLJF3

<220>

223> NTLJF3

<400> 113

Thr Asp Gly Glu Asn Val Leu Gln Phe Pro Pro Pro His Val Ala Lys
1 5 10 15
<210> 114

211> 8

<212> PRT

213> NLF3

<220>

<223> NP3

<400> 114

Ile Asn Ser Leu Pro Thr Ala Lys
1 5

<210> 115

211> 6

<212> PRT

213> NTLJF3

<220>

223> NTLJF3

<400> 115

Thr Ile Leu Phe Leu Lys

1 5

<210> 116

211> 10

<212> PRT

213> NLF3

<220>

<223> NP3

<400> 116
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His Leu Ser Val Leu His Pro Ile Tyr Lys
1 5 10
<210> 117

211> 12

<212> PRT

213> NP3

<220>

223> NTLJ¢3|

<400> 117

Gln Ser Leu Ile Asn Ala Asp Gly Ile Ile Glu Lys
1 5 10
<210> 118

211> 15

<212> PRT

213> ANTLJF3

<220>

223> N3

<400> 118

Phe Ile Pro Ala Glu Gly Thr Pro Glu Tyr Asp Glu Met Val Lys
1 5 10 15
<210> 119

211> 6

<212> PRT

213> NP3

220>

223> NP3

<400> 119

Ala Leu Glu Ala Phe Lys

1 5

<210> 120

211> 8

<212> PRT

213> NTLJF3

<220>

223> NP3

<400> 120

Gly Ile Pro Asn Ser Ile Ser Ile

1 5
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