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L. —FIOBURE PR DU, L5 B — 5 G S S B a5 S gy, b Frak 58 — 45 2
TS S G BARTIPD - 136, O B A Ik 88— 85 & a5 bl s e R 2 & HLAITL - 1
BITITEE 5

B P AR L E AN NI

a) HE , MN 2 i FIT iR B 10 2 s e Fv IS8 VHES RIS, AiTid scFv AU & 8 — VHES F 35
FHEE—VLES Ik ;

H iR scFVIE AR 28— 45 g5,

HP TR 5 —VHES At £ 25 : SEQ ID NO: 7[fJCDR1,SEQ ID NO:8[KJCDR2, FISEQ ID NO:
91JCDR3;

H P ATIR A — VL5 3k 1 2 : SEQ ID NO:10/#JCDR1,SEQ ID NO:11{¥JCDR2, MISEQ ID
NO: 12[£JCDR3;

PAM

Hor R 85 VHEE A8 40 4 SEQ ID NO:49/JCDR1,SEQ ID NO:50[XCDR2, FISEQ ID
NO: 51¥JCDR3 , FL A fifr iR Fdd i 4 75 CH1 25 Mg s,  CH245 M4, 2 CH3 4 Fig i 5

PAM

b) ik, HoA 2 58 VLS Mg Ia, ik 58— VLEE Kyt £02;SEQ 1D NO:52fJCDR1,SEQ 1D
NO:53[JCDR2, #ISEQ ID NO:54[¥JCDR3, HHh AR gl (2 CLES AL Ik ;

Hrb R 55 VHES RS RN R 28— VLEE M s ik 25— 45 A 4 e

2. QAR R LTk (R AR et po e , Forh iR 85 & 25 Mg sl N\ e Bk B 45 5 4510
.

3 ARPEAHN ER AT (R AR P UAR , FCrp BTk CHL 5 ALk 28 PR DU B B DX 12 21 i
AR CH2E5 /3, - Hdb— 2D S BBk IX 2 A 2 /D —A> i, DA M CHURICLZS A 2 TR
2Dl

4 FRPEAR ER PR AR TR, Forp Bk B0 5 SEQ 1D NO: 10611 2 34
Hlo

5 AR FEAH SR LTk (R BCRs e e, Forp BTl 5 (0 5 SEQ 1D NO: 741 & L1
Hl.

6 AR PEAH ER B ATk [P AR PR, Horp FrR Bk €0 5 SEQ 1D NO: 10611 2 34
A, FriR e 2rSEQ 1D NO: T4 2 L BL 741 .

T — AR R LR R [ROBCRS SR il 5 0 7, B34E AP ER a) TR S gt T
W B — S5 G 5INPT AR 58 855 G5 IAZTIR o3 T I B AR AL 1E R i s b) AE sevr ATk
BURS S VE PR S BII2AF T B 7R AT iR A E 4 ;s DA K o) I3t [T UA s SRS S Pt
.

8. — M 4, LA A, BT 2 AR B G AR R LT PR 2 1) 8 — 25 5 S Al
I e ey AR ) AL e

9. — MGG, FA SRR R BT AR S Ui M 2527 b T2 IRE 1 -

10 AR R BTk (R AURE S P S U il 25 25 b i T, Fink 299 9697 A 752K
SR HIEE , b P e 2k B < i B SRR/ N s B 1B e BT e A5
Ve FUR O SRR 20 A T R AN T 2 AR PSR

2
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L1 ARSAA EER LRk i Al , Fer Frsdk s /N A e o

12 ARIEAA EER ULk ) Al e, Fer s/ R A e 52 5 2 N A e

13 ARIAA ER 10ffrik i Al , For sk s A Nl o

14 ARFACR EOR 3 i i) FH s, HLrh Al A/ N AR e 226 ) < IR A AT e R4 i
NI SN ITESIA RN SN R 7 SR

15 ASUM R LT (B S MDA fll 2 25 iR i ik, ik 25 T PRI sl e (A
TR S e A, ELrh i i i S il -
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e ERIMENRERESEANNEFRTES DT

BAR S
[0001] 44k T 1T FI TS PR AL AL s S 245 -

EREAR

[0002] e A5 AR 1 TV E N i R0 7, O o2 FL R SEATLHI R S B 2 Ak 40
FRIE e 25 i R A, AR P g i sb T s E L (PD-1) s A2 PR sb T e fAk 1 (PD-
L1) 5 R A2ASZ 4k (A2AR) ;B7-H3 (CD276) ;B7-H4 (VICN1) , BAITHK 2 40 i 58 4k 1
(Attenuator) (BTLA) ; )i eg I TR 4H/UAH G2 114 (CTLA-4,CD152) 5 MW fi2 , 3- 5l
(Indoleamine 2,3-dioxygenase,ID0) ; 3154 o Br BREE IAE2 /K (Killer-cell
Immunoglobulin-like Receptor,KIR) ; WRES4HMO0E FE A3 (LAG3) 5 MBI i iR eeid: — 4%
TRk BENADPH A i [F] D712 (Nicotinamide adenine dinucleotide phosphate NADPH
oxidase isoform 2,NOX2) ; T4 % B H 45 I AR H 5183 (T-cell
Immunoglobulin domain and Mucin domain 3,TIM-3) ; TAHEIEACHIVEE AL T g3 575 (V-
domain Ig suppressor of T cell activation,VISTA) ;HEREREE & 00 A BR e L 2
7(Sialic acid-binding immunoglobulin-type lectin 7,SIGLEC7,CD328) ; FIME/RIRE,
E R ERER LR 229 (STGLECY, CD329) o

[0003]  FFEbEANIBAET- 28 11 (PD-1) SR A T4 | kRS 11 ATy St
PE R T AL 5543, PD- 1N FGE ARSI TR b 8% F . PD- 1B A2 A2 7 PR 4T
MIBEr AL (PD-L1) ,PD-L1 5PD- {04 S 3 2 M T RES s S
TN A AIEEEE , I EL DS PE TN R 4aE IR T o R 40 3 1o B SRR PD-L1PE A
WG A (immune surveillance) FIATLA o ik 5 S Ed AR sk 2 44, #HIPD- TFIPD-L1. 2
[R5 5 B B me P HUAR O W s HRAE 25 s i SR I PR A Dy B — 7 vk Bl S HoAth 25k
FEA RN, SR AE 2 HoA e H o2 ok ELATR I T 1 (refractory) o DT Bk B4
(Pembrolizumab) ;& —Fh AL FifAk (humanized antibody) ,§-20144F 1 R ZRFFFDASE I,
T T7 e 4 i a8 T s I PD - L1 2 Bhiiahe « 27 /H%F (Robert) 55 ARUSCHR (N Engl . J
Med.372:2521-2532(2015) ) ZHEk B4 (Nivolumab) j&—Ah AMLIPUH, T-20 LA4E PR3k
FFFDARELAE , 71 T I6T 2 PEAE -

[0004]  fHEEAHoRE RN (Tumor -associated macrophage, TAM) j&— 2R K A7+ T I
YA (tumor microenvironment, TME) FRIY S0 BEANNG , S AEAHDCH RIEAHDC . L 42 0
ZRPD- 17ETAMARIE_F (1 2ek ik b T ER AN g 4ui i mc e, I T 1 g 4t “oe
ENE” A S MRS (Gordon) 28 AP SCHk (Nature545:495 (2017)) .

[0005] {44+ -1 (Interleukin-1p, TL-1p) &R RAEANMON 1, SR 2k K
A, T HLAE 22 M R AEAR IR HR A T B S o 7R o H T R TL - 1BRE AR TAMA it
AR BE I HI 40 (myeloid-derived suppressor cell,MDSC) 282 &= TME, H{E JEFLIR
St 0 R A= K A% 15 2 I EE (Guo) & AR Sk (Sci.Rep.6,36107;d0i:10.1038/
srep36107 (2016) ) (F HAFZT R, 40 (lung lesion) B2 R N3ei# (populated with)



CN 114127107 B W OB P 2/22 T

TAM, AL IEETE M (pro-tumor activity) #HIENLRP3 & AE/MA (inflammasome) F7E (LA
IL- 1BHBEROm AL . 152 HTerlizzi % AR SCHR (Oncotarget 7:58181 (2016)) ofx)i,
TL-1BE i s AT TAME i (e Jieg 2R 28 , O EL4m i PR R KF 55 5 A iwdea 1 I ok
NI AR DS (Chittezhath®E A, Inmunity 41:815(2014)) .

[0006] ik = TL- 1B/ N H, /DI B A e o g, O LR i A e e i o v 2
ApteZE AW XCHik (European Journal of Cancer,42:751(2006)) o AN, s H s XU L
PRIUIL-1B-31TT B IL - 1Bk I I, A B2 2 AE VR T ROASS , 3 0 1 Hiliges X
% o 1752 Bhat 5 A TS0k (Meta Gene 2:123(2014)) o 2 i R IL- 152 AARFS H700 5= 0043 i
B AERR - (ANVEGFANTL - 8) R R A1 IhEs 451 - 152 K on i shi % A 3K (Oncology
68:138(2005)) ;Lewis® AR (J.Trans]l.Med.4:48(2006)) . KHSW H 41
(Canakinumab) s& — PRI TL - 1BI5 PR B se BEHTAAR , O w2 Uk W AT AR ARG & A0 i
(incident lung cancer) FIiEEIET 2 152 HR1 dker S A1 Xk (Lancet , 390:P1833-
1842, (2017)) .

[0007]  TARAIDRURE S B s DTS F0 5 S BRER N Z5 A AR AR A I BRI
AT DARIIS 2555 RS [ 28 B St AU PRI AT A2 ME 228, o HLE 22 il
FERE RIS IR AN ZWi6 15 o 152 I A1 Sk, B0, Fan®5 A 3R (J . Hemat . Oncol . 8:130
(2015) ;BrinkmannfllKontermannflt) ik (mAbs 9:182(2017)) ; VA K SpiessZE A SCHk
(Molecular Immunology,67:95-106(2015)) .

LZRARE

[0008]  RZHEft | Mg Sl TR E 455 450k (first binding domain)
FZE — 4554591 (second binding domain) , H g5 —45 G gh iyt by ek g5 S 4 o
PR AT N H IS, B 28 a5 S S5l e eSS S ) TR TL - Bl IL - IRITE MR o
S AR A DU B AAPD- 18k PD- L1 85— &5 5 a5 i 5 58 45 5 45 M3 rl B S e Re Bk AR
FI &5 S EE R, I N\ B Bk A g5 S a5 il X e S5 G b T AP e S R R A S
HAM ] G0 A 25 S 1 (B EPD-185PD-L1) 350038 = 4k & e flal, DL ek 45577

JRITL - Bk IL - IRFIE PRI B VU5 & G5k o 55— &5 G S5 AR 28 — S5 S a5 A sl T DL B 25
AARI EANILE X (CDR) |, 28 455 S5 Ag3ai AN 58 DU 45 5 453 AT DA S AHIRT I CDRIX .

[0009] & —50f6 /5 S, IX MR I BT 26— 45 5 45 M3 A (U & ca) SEQ 1D NO: 1/ ik
CDR1; (b) SEQ ID NO:2[fJEE%ECDR2; (¢) SEQ ID NO:3[fJHE4%CDR3; (d) SEQ ID NO: 4/ 525k
CDR1; (e) SEQ ID NO:5[HR44CDR2; F1 (f) SEQ 1D NO: 6[{J525ECDR  AE X FhEE S4B AT, 26
—EEE AT 5 SEQ 1D NO: 37/ HEHE P AZ X HISEQ 1D NO: 3814k il 47X .

[0010] {15 —3fi )y S, 58— S5 G 85I i £ 5 :a) SEQ 1D NO: 7/ Hi%ECDR1; (b) SEQ
ID NO:8[{JEE5CDR2; (¢) SEQ ID NO:9[{jHE54CDR3; (d) SEQ ID NO:10[%2%%CDR1 ; (e) SEQ
ID NO: 11f¥J4#5ECDR2 ; F11 (£) SEQ ID NO: 12[F)%245%CDR3 o fEiX P& (2 v, B — S5 4t
A5 SEQ 1D NO: 3911 Higk nJAZ X MISEQ 1D NO: 4014 ] 45X

[0011]  fE XSy &M, 5F— 5 S 453 "] 05 :a) SEQ 1D NO: 13 H5ECDR1 5 (b) SEQ
ID NO: 15[/ EE%ECDR2; (¢)SEQ ID NO: 15[ H%%CDR3; (d)SEQ ID NO: 16/1%4%%CDR] ; (e) SEQ
ID NO: 17FJ$2%5ECDR2; LA M (f) SEQ 1D NO: 18[JHE4%ECDR3  fEIX PRk S8 AT, 25— 45 5 45
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T3 AT £ 75 SEQ ID NO: 417k A AR X ANSEQ 1D NO: 421555 nfAFIX .

[0012]  fEX S0ty M, 5B — 5 S a5 T e85 (a) SEQ 1D NO: 19[H5ECDR1 5 (b) SEQ
ID NO: 20/ EE%ECDR2; (¢)SEQ ID NO:21[JHE%%CDR3; (d)SEQ ID NO:22[1%4%%CDR1 ; (e) SEQ
ID NO: 23[¥J4#HECDR2 ; F11 (£) SEQ ID NO: 24[1)5245%CDR3 o fEiX FhEh (2 v, B — S5 4t
AT A SEQ D NO:43F Hrpk iJAZ X FISEQ 1D NO: 44f) 4 5E Al A X .

[0013] {1 Sty MR, 5B — 5 S &5 ] 5 (a) SEQ 1D NO: 25 H5ECDR1 5 (b) SEQ
ID NO: 26/ EE%ECDR2; (¢)SEQ ID NO: 270 H%%CDR3; (d) SEQ ID NO:28[1%4%%CDR] ; (e) SEQ
ID NO: 291425 ECDR2; #1 (£) SEQ ID NO:30[)45ECDR3 AL IX PS5 G 2R I, 5B — S5 A 45
S5 SEQ 1D NO:45[1) HigE nJAZ X MISEQ ID NO: 461 5E i 4F[X .

[0014] XS0ty MR, 5B — 5 S &5 ] 5 (a) SEQ 1D NO: 31 H5ECDR1 5 (b) SEQ
ID NO:32[JFE%ECDR2; () SEQ ID NO:33[{JE4ECDR3; (d) SEQ ID NO:34[0%2%EECDR] ; (e) SEQ
ID NO:35[1425ECDR2; #1 (£) SEQ ID NO: 3614 5ECDR3 AL IX PS5 G ER I, 5B — S5 A 45
AT ASEQ 1D NO: A7T(HERE P AR X FISEQ ID NO: 48124k r Az X .

[0015]  fRATA[iXsat S8 A, B 85 G a5 il £ (a) SEQ ID NO: 49/ Hi%ECDR1 ;
(b) SEQ ID NO:50[E4%CDR2; (¢) SEQ ID NO:51[REE4ECDR3; (d) SEQ ID NO: 5244k
CDR1; (e) SEQ ID NO:53[(J#+5ECDR2;; F1(£) SEQ 1D NO: 54 J#25ECDRS  AE X AP A 2K 1 7,
G S T4 SEQ 1D NO: 55[1 gk il AZ X FISEQ 1D NO: 561 Ee4E Al AZ[X .

[oot6] ARt PHR Mt T &G &N, RS — 455 S5 iUE R e M 45 A - M HIPD - 18k
PD-LITEAL TR S & &5 403k, .28 45 A 85I B 5k B o - 1- 24k 1] (TL- 1R1)
B TR -1 -3 AR (TL-1R2) I AT 3R - 1B - S5 5 S5 A, AT e b 5 TL - IRFHBD AR I RO BC /A
SEE SR B, XS G A T LB B S — S R DA MR B s, SRR
A5 (a) IL- IR AN 25 - 1B- S5 A 853k, (b) 854 - 4IIPD- 15k PD- L1 S BBk &5 1 I VH
SERI N (o) o BREE A Feghid, Hob (@) 8T (b) , (b) 18T (o) s 28 S PpE g
HPD-18kPD- L[ s BRER I VLES A o 71 Dy — SR ilrh 5 S E B2 58— B MR
TP, B -EmE AR () GG IFANEIPD- 1akPD- L1 SR B I VHES A9 I, (b) TL-
IRI AT 2 - 1B- 5 A4 I, (o) e Bk AP e 4 fgtat, Horb (a) 8T (o) , (b) R T (o)
R AR A A S I EMHIPD- 15 PD - LIRS BR & VL ES A3k 45 X — S5l 855 &
RS P SRR R B, RS i AR (@) IL- IR AT 3R - 1B- G5 & 45 A9 (b)
TREEKER FFe 853 (o) &5 & HMHIPD - 1akPD- L1NIE L scFVES fdal, Forp (a) 142 T
(b) , ) EET (0) AL I, 55 E A B8 S —E AR Ak, 58—
FIAEEL S (a) IL- 1R EAT 3 - 1B- 25 S 45 A9 (b) 455 T MIPD - 16k PD- L1 o B BRER 1 11
VLHICLZS#53, (o) o ReBREE I Fe g, Horp () &8 T (b) , (b) 18 T (o) s 23 B
e G FFHIPD - 15k PD- L1 50 5 BRAE H I VHAICH1 g5 4438 o £E S — 32l g5 S5 A T
P E PR AR E A, B E AR () &G IHIIPD- 1okPD- L1 o R Bk &
IVLANCLES LIk (b) TL- IR1AY AT 2R - 1B- S5 & G5 A0 (o) T BRER A Fe i A, Horh (a) 1%
BT (), ©) 1EHT () s 5B _E a2 85 G HMHIPD- 1ok PD- L1 e BR & A I VHANICHL
SERI

[0017]  FE4t g Bl & A S IOAZIR 97 1 DA MR, BLE & A X B AZ IR 75 - TR ik 2%
(N8
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[0018]  iRfEft [ HI T a1 ikl & 45 G e s i, o BTk 75 B3 LT P8R a) H
O Y S — S5 SRS 58 45 S AIBIORSIR 43 I AR 18 £ 40 s b) 7R Se T AS
SE A RIS TR0 S A0 Flc) Wt [k 4 578 B - 5 R 40 ] DL a2
AR SR — 5 G BN 58— 45 SRS oy F 1 AR

[0019]  iR$R4H: A AW RIS G A DA 252 AT B2 IUE I 294 54«
[0020] R4 T U SE—FE ARk 28— AAENSE =& AP B R4S 8 ) (FATY
EAEN) , B s —E e S T Rk M S —FabZb Figis (Fabl) |, Bk HLAG VHES K94 . CH1 45
el  CH2 45 A3k FIICH3 £ Mg 1 B, 45— Fab&E My o7 T-CH2 45 35k . CH3 S5 M3 vA 751
Ea AL/ CH2 45 A 35k 55 CH3 S5 Ay AT L 5 JLrp 88 5655 88 —Fabghiaid], b 88 =5
& o ZFabZEfyle . FEIX P 25 A 2R A, 88— 4FabZE I 5 25— 2R A B VHES A8 RTICH 1 45
Ml a6, TR o — 45 S e Mgl , 55 = 4k Fab&E My bl 575 25— 5 B iR 7 SR 5 B0 | 55—Fab
SERR S DA SR — g5 B a5 Mt A X S ZE S B A TR B B IR AT LA A R H CH2 4
RIS LR B 4, IANTSRTP (SEQ ID NO:57) o IA 7 5% Be b 1] 425 3K E CH3 45 My dafy 1) 2 ik
FR T3], I ANISNG o 1A i i R AT DA A 253K [ CH2.45 My 3 RICH3 45 A4 33 (1) S T 1 S 1R P 41
BIANAKGQP (SEQ TD NO:58) o CH1 45 M3 1] DL 22 P B X 3242 45 CH2 45 Ayl . CH2 4 iy
FICH3LE R AT DA S Fe X, B3R F 1gG1+ T1gG2+ 1gG3 TgG4 TgA TgM. TgERNTgDIIFclX « &5
— 2B AP RT I E S— IIREESR AN/ B Rk, S IR Sk T 25— Fabgb Atk i1 2
— R 55 CH2 45 Ay 3k, . CH3 £ A4y Sl ml CH2 FICH3 S5 ARl (1) S T 22 [, 56— Ik kA7 T 55 —Fab
P30 55— R bk 5 CH2 5 Fgdeg  CH3 5 A3k sl CH2 FICH3 £ Mgl 11 S TfT =2 T o 55— ik B3k 5 4
TIRIESSATRASE L 140, (G4S) , (SEQ 1D NO:59) . (G4S) , (SEQ ID NO:60) F1(G4S) , (SEQ ID
NO:61) o fEEE— St 77 ZE i, 85— 1 B P Ao AN i B CoAIm I T 41 22 K S5 4435k« VH L -
CH1 - #5% - CH2 (N- AK3iis) -Fab1-CH2 (C- i) -CH3, B fr 88— S J7 &P, s — 2B et il 0y
MNA 5 B CoAR I N 41 22 JIk 2 Fg s« VH1 - CHI - &% - CH2 - CH3 (N- AK3iff) -Fab1-CH3 (C- A3i)
TEEE =300t 7 ek, 28— 1 AT A & AN i B C AU 1B 81 22 Ik &5 #4945 : VH1 - CH1 - CH2 -
Fabl-CH3. 554545 453 il DURESMEZE &5 PD- 15RPD- L1, 85 — 45 &5 45 Mas n] DU e 45
IL-1BERIL- 1R, sk 5 2 — &5 & 5 sl m] AR S e 45 A5 TL- 1BERIL- IR, HL2E — 45 A a5 b
AIPASPD- 18 PD-L1IKF R 455 o

[0021]  FEFATES &85 I — S8 50 75 S, 28— 45 5 45 M3 CDRIX A DLk | : SEQ 1D
NO: 1-6[fJCDRZE A4 SEQ ID NO:7-12/fJCDREEA4I . SEQ 1D NO: 13- 18[fJCDRZ5#445 SEQ 1D
NO: 19- 24[fJCDRZE #4935 . SEQ ID NO:25-30[JCDRZEALIH DL K SEQ ID NO:31-36[(JCDREE 41k,
55 T 2E S AR IF Y CDRIX P DLESEQ ID NO: 49-54(KJCDRE: My .

[0022]  FEFATZS &4 A STy S, 56— 455 45 /3 U CDRIX T LAJZSEQ ID NO:
49-5A[FJCDREE M3, , I HL A5 — &5 25 Mg I CDRIX A DLk [ : SEQ ID NO: 1-6[1JCDRES A4 I
SEQ ID NO:7-12[fJCDRZE#35 . SEQ ID NO: 13- 18[JCDRE #4935 SEQ ID NO:19-24[1JCDRZE
15 .SEQ ID NO:25-30(KJCDRE ML M SEQ ID NO: 31-36JCDRES AL, .

[0023]  AZHRME T4t FRFATES &8 IR 2, DA MEUAR (vector) , BFE S 1X
SRR I Fk A

[0024]  AKZILHRHL T AUA— Pk 2 FIPATSE &8 ARIZ5F F AR 2 M3k (carrier) 1Y
2.
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[0025]  REZEHRHE 1 & FATES G eR T ik, I o i A dm oA 2P 88 a) AT A0 5 4
AR A T E AR = E AR ARIR T RO A b) AE R A SR
A RIS MR TR A 5 LU Ree) MR TR R RMFAT A d2 o« Bk T B 8 g A FAT
HEAMS—EARE B T E AN = E AR D T

[0026]  RZERME 1IRTY S E WAL T vk , H AR A A I AR B 5210 fie H b Pk
(& 8 A B AL W o 1X BT PR AT e M A0 3 1) 52 10 e HI R &5 5 2 1 2 AN e g
o

[0027]  AESXMSIRTTISAE I A, SR I RR S T A e e e B T I TR 7
RN ATy TR AT DU o ik 523 M RE e il & 42 e s i e iE e B 7 TR TR, B

KRS RE G 7 TS MEIA I o JEEAE B 7 7 AT AR 0 FH 2 D — R e A s 0l 77178

[0028]  JR T AE M5 AL P LA BN S22 s A NS 7 75, B =29 7 i o
BEF 7k AR Ny 7 T B AN ARy vk

[0029]  IRZCIAFRPL 1 FRT Bl FEARAL T IS P AR S22 SR A S 1 ik , B0 ] 32t 2
e AR R an | Biridk i & 5 2 B AL S Fir i 2 0 el T REC e g2 W Y B
FEIETT H 2220, B e il C 84 2 e 1R 77 o 32l F T IAIS B i il FH sl ol A
[0030]  fEXUSIREAETRT T T i, St ] LS il , 0 an/ Namiitisee , 525 20 Nt e
TR/ B AR/ NR AT o Al N e o] VA 0 e IR A it e« R A Rt Tt s i 2272
g I 2 P, PR e AR B A 2 (NOS, ARRFR) HOJiE « Firidi i T LAe A 1/ i
e T b NS SR PR AR L A5 R I AT N AR e sl i A i AR e , s T LAGZ (T
BAFEVERIE.

[0031]  ARAELA T FEAItIAR , AT EAD F A RAE A R 225 1 2 I o SR, 224
B, AR DA , Hh T AT RO IRV Y A 2 RS A B T AR AR 5
S5 HR2 2ifn 2 WAY, R OB IR s T Rt AR AR sl

Bt =115 BA

[0032]  [A&]1 15 /RBi S2RU M BTk S5 o

[0033]  [&]2A ! /B i S3BUES S HT AR BE 45 H4

[0034]  [K2BI R 5 () PRI TL- IRVANTL - IRFHEDEE FI Y IL - 1BEs & g5 Ik LA K (b) Bk
GG RIS G T IEEEE Y .

[0035]  [&I3ALL/RFIT-Tg UK} DA LS .

[0036]  [X3BEE[3E /m Uy (a) P H IL- IRIAIIL- IRAHEER I IL- 145 & S AL IE DA
(b) PR EE G A AN S5 5 IBESE .

[0037]  [&]41 /RFAT - TR PR TR R 25 L) o

[0038] [R5\ k454 IL- 1BFIPD- LA S T A S SR e 41

[0039]  [¥I6AZIKI6CTE R4S TL- 1B TL- 1R\PD- 1kPD- LI L MU 750 &A% o
[oo40] &7 B BURF A MED LR A 2 RO LIE (multiple-dose sandwich assay) Hi[A]
N 5 AR, S I PD - AR IA R TL- 1B 25 &, i Jt s AR B A ) o uE I T ITA R
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HIBURs S PE ORI AT AR &5 G o M T F BT 45 G o M S o b T4 R A TgG
(control human IgG) .

[0041]1 K8 R TR pu A 22 711 Fet I Lo H ] I 55 4 S 25 15 R PD - LA AT
L- 19454 At s AN AT HET T 1TC. LD LTE R SIAUS Sty T
AT, BT A S A 135585 B A A T g6

[0042]  [E|9AZEIICIE AT 2 71 i e D HHOBURE e LR S AN I 45 S THPD - 1 85
AaE R F AT AR BRI o UEBH T ITBAITTE &M A S H Uk i I Ar 45 &5 A 7, 9F HL
TR S5 625 15992 57 _E s TR R A TgGe

[0043) L0 LS S LRI L BAEh FIY S5 4IRS 2 9PD - LRI
IL-1B&5 5, At e A A A ) o« UEW T TTBANTITE R AAURE e BT T AR 25 155K
7T B G 5 A 13552 5 i A R TgGe

[0044] 1152 08U S HUARAEPD - 1/PD- L1455 -3 A BT PD - 195 M o L T ITA
AYBURE DA BAT T AR A RIS Ve o BT IO BT S PR 5 50 5T F i T4 A TaGee

[0045] 12A K JE12B Y o8y D UALE TL - 1B DD RE I E HHBHIT TL - 1335 M o Ll T 1TA
YRR DU BAT T AR A R IE VE o BT I BT s PR 5 50 5T F i T4 A TaGee

BASLiEA

[0046]  RZHRME AR RIS G E N, HEERREE SRR E S EANE D —F—
SE SIS S IL- 1B R /D — B 855 e b & H T LU 81 4nPD-1.PD-L1
A2AR.B7-H3 (CD276) \B7-H4 (VTCN1) \BTLA.CTLA-4 (CD152) .IDO.KIR.LAG3.NOX2.TIM-3,
VISTA.SIGLECT7. (CD328) 5k SIGLECY (CD329) o 5 FilHh , K25 i 2K 9 42 PD- 15k PD-L1.

[0047] 25454 (AN 45 A 25 8 FAPD - 1k PD-L1DA S IL-1Bak IL- IR, MFIIRICD8 T4
[ 1 [YIPD- 1 5 ¥ERRARI (A1 anyRg 4nts) _FIPD-L1 2 TRl &5 DA IL - 1B7E 1 o LLixX Ry 5
[ A TL - 1B3G PEAIPD-1/PD-L185 A it 1 it e IR Y T 7 - 56— 45 5 G5 A3 RN &6
TG S R N\ P UAR T AR A TR B TR e S A R
SV EES &, EARE AR TR S A T Agil A - (eytokine) (BIANIL-1B) .
TR B T DR SR S5 & 88 RIBI TR (B aesie) 1075 1k .

[0048]  gh&4EFghk (binding domain)

[0049]  FE A HTR ) 25 &8 1 PR T &5 & g5 A3 n] DL e e MR 25 S HE PR R 1 R AT AT
R, N TG IL- 1B, PTRAE T B 2R Tk LT 2 R AR 25 5 S5 Al bk, e Bt
53k TL- 152AR%EBh A 1 (A R PSS (RiLonacept) ) B AR S SR, AR, 45445
FIAT AR A ASRIEERER 11 50 T T AR gl HAAH , 85 G a5 R3] DL A 45 5 R0 75 s
HIHTARFNES 5 TL- 1B IL - IRAIPUAR o il 28 25 5 Tde Bl 4 A BTk 5 s @ ARSI 2L A1
1o 3, NP n] PLask FIAE 22 3R BRI 4K (£11amentous phage) | /RIS KIUHTIAR S,
FF Hadat C 5 TR % 0 B e b AR SRR A R e A AR X 12 M 0140, Winter 8 A Sk
(Annual Review of Immunology 12:433-455(1994)) . IKJ5 B gmhtix Mo m] A5 [X [z g H T
e G A S T OB S 25 S B O BE A B, AT RABE FR B E bR ok a4
SEAIE L FERIHD , HTIL - 1B PD- LAIPD- L1 APl bt 17697 A 2810 2 A 1k 245
W, I HL R H X BE PR IR AT AR X AT A @A S TR OB e R A5 S 8 - A i PR

9
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SEPImoAE R ARG
[0050]  ml 2%, AT LAl AT B AN E X FEAE (CDR grafting) J7ik, ¥k A A
O AR 7 T IL-1BIL- 1R \PD- 15k PD- L1 [ HTARIM CORIX 4 N 2 I A RAEZL X (human
framework region) o1 SR, WU, BUEET S & (WilliamsFMatthews) [ SCHk ((Hifk
THEY (Antibody Engineering) /P (KontermannAlIDibel4i%F) ,pp 319-339 (Springer,
2010) , “Humanising Antibodies by CDR Grafting”) .iXxYECDRIX F] PAfiTA: HIE LT~
CDRIX 5k 6 AR BT CDRIX o ARSTUHE AN GURHATR R R T AR R Rt 455
IL-1B~IL-1RPD-15kPDL- 1B TA 2 MW HAE AR, BREEHTAAR I CDRIX AT A4 A R
INECREN 4=
[0051] T IL-1B, KRG 4T (canakinumab) 24545 TL- 1BAIFDAFLHE I A 25501k, T H.
T EAN R AT AR X A SR P A1 A2 AP A RIS 152 FHRond eau ™ AR SCHR (MAbs 7:1151
(2015) ) o R BB ER AT FEA H A A2 Bk P AR XA] T4 S A Tk R BCRs S PR 2R 1 5 B
A DA ARSI O 5 K CORFE AR 5 1K AR I B U CORIX A N AR 28 T AZAE
EHH 52 I, B0, WinterfHarri sft Sk (Trends in Pharmacological Sciences
14:139-143(1993)) o 55— FPIL-1B45 G PrisE SCHkW01995/01997 Hi ik 1) A 54 SK48-E26
CIIN NS
[0052] & IL-1R,anakinra @FDAHEHER A S FIAT 25 - 152 (A 58] (IL- 1Ra) I HEAH LFE
R IR . 5 R AR A ZETL - 1RaALL , anakinrafy 2 A FMKIN K i FE it S0 R ik 3k
Anakinrase PRI TL - 1fITL- 135 1 TL - 152K R &5 15 o TL- IR1 55 A5 A e 144
AR PR, DABHBTIL- 1B S5 TL- LSRN A5 & o T AV E A iG I 45 & 45138 anak inra
IIL-1RIZE B T A1 0
MRPSGRKSSKMOQAFRIWDVNOKTFYLRNNOLVAGYLOGPNVNLEEKIDVVPIEPHALFLGIH

[0053] GGKMCLSCVKSGDETRLQLEAVNITDLSENRKQDKRFAFIRSDSGPTTSFESAACPGWFLCTAMEADQP
VSLTNMPDEGVMVTKFYFQEDE (SEQ ID NO:72)

[0054]  -PD- 1, iR Bk 4T (pembrol i zumab) J&—F AJFALHTA, T-20144F 1 kK15
FDAfIEIE , 17677 IR 4n i Sk s O PD - 11 22 Miaie « 2 B 4T (Nivolumab) s&—Ffi4:
APUA, T-20 145 B RGRAFFEDARLIE , o m] F 17697 2 FEiE - Cemipl imabsg — M AZRHTA,
T 20184 1 R L HE FH 1796 97 5 78 14 B e 0l 0k 491 J 9 o 1 18 81 2k 5 P« 4l X o B A
Cemipl imabf) A AR EE M) AR G5 A3 1 2 SE IR 741 3& CL A , CORIX 1771 & LRI o
[0055]  5CJ-PD-L1,durvalumabsg—Fi A JSHuid, T-20174F B 2GR T 96T PR R R it
R Atezolizumab 20164 T R GRAFAHE , T 9877 s - durvalumabfllatezolizumab
(B AT AT AR S5 A S 35 RR 1y 41 DA S CORIX 1) 7 AR A2 EL I o

[0056] 19 F| Bk B4 (Pembrolizumab) 2 51 (Nivolumab) .cemeplimab,
atezolizumab.avelumab.durvalumabFlHAP I EEHTH AT AR 45 A9 3 FICDRIX [ 7 A1 o~ AE R
B HAth B AT IL - 1B PD- LAIPD- L1 TR i1 H 4Pl 6 A 52 6 CHIT s o

[0057] &1

10
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btk 4 ¥ 1% 5 SEQ ID NO
Pembrolizumab | VH CDR1 NYYMY 1
VH CDR2 GINPSNGGTNFNEKFKN 2
VH CDR3 RDYRFDMGFDY 3
VL CDR1 RASKGVSTSGYSYLH 4
VL CDR2 LASYL 5
VL CDR3 QHSRDLPLT 6
VH QVQLVQOSGVEVKKPGASVKVSCKASGYTFTNYYM | 37
YWVRQAPGQGLEWMGGINPSNGGTNFNEKFKN
RVTLTTDSSTTTAYMELKSLQFDDTAVYYCARRDY
RFDMGFDYWGQGTTVTVSS
VL EIVLTQSPATLSLSPGERATLSCRASKGVSTSGYSYL | 38
[0058] HWYQQKPGQAPRLLIYLASYLESGVPARFSGSGSG
TDFTLTISSLEPEDFAVYYCQHSRDLPLTFGGGTKVE
IK
Nivolumab VH CDR1 NSGMH 7
VH CDR2 VIWYDGSKRYYADSVKG 8
VH CDR3 NDDY 9
VL CDR1 RASQSVSSYLA 10
VL CDR2 DASNRAT 11
VL CDR3 QQSSNWPRT 12
VH QVQLVESGGGVVQPGRSLRLDCKASGITFSNSGM | 39
HWVRQAPGKGLEWVAVIWYDGSKRYYADSVKGR
FTISRDNSKNTLFLOMNSLRAEDTAVYYCATNDDY
WGQGTLVTVSS

11



CN 114127107 B

" BB B

[0059]

9/22 T
VL s 40
Cemiplimab VH CDR1 GFTFSNFG 13
VH CDR2 ISGGGRDT 14
VH CDR3 VKWGNIYFDY 15
VL CDR1 LSINTF 16
VL CDR2 AAS 17
VL CDR3 QQSSNTPFT 18
VH EVQLLESGGVLVQPGGSLRLSCAASGFTFSNFGMT | 41
WVRQAPGKGLEWVSGISGGGRDTYFADSVKGRF
TISRDNSKNTLYLQMNSLKGEDTAVYYCVKWGNIY
FDYWGQGTLVTVSS
VL DIQMTQSPSSLSASVGDSITITCRASLSINTFLNWY | 42
QQKPGKAPNLLIYAASSLHGGVPSRFSGSGSGTDF
TLTIRTLQPEDFATYYCQQSSNTPFTFGPGTVVDFR
SK48-E26 VH CDR1 SYDMS 62
VH CDR2 YISSGGGGTYYPDTVKG 63
VH CDR3 GGVRRGYFDV 64
VL CDR1 RASGNIHNYLT 65
VL CDR2 NAKTLAD 66
VL CDR3 QHFWSIPYT 67
VH EVQLVESGGGVVQPGRSLRLSCSSSGFIFSSYDMS | 68
WVRQAPGKGLEWVAYISSGGGGTYYPDTVKGRFT
ISRDNSKNTLFLOQMDSLRPEDTGVYFCARGGVRRG
YFDVWGQGTPVTVSS
VL DIQMTQSPSSLSASVGDRVTITCRASGNIHNYLTW | 69
YQQTPGKAPKLLIYNAKTLADGVPSRFSGSGSGTD
YTFTISSLOPEDIATYYCQHFWSIPYTFGQGTKLQIT
Atezolizumab | VH CDR1 GFTFSDSWIH 19
VH CDR2 AWISPYGGST 20
VH CDR3 RHWPGGFDY 21
VL CDR1 RASQDVSTAVA 22
VL CDR2 SASFLYS 23
VL CDR3 QQYLYHPAT 24
VH EVQLVESGGGLVQPGGSLRLSCAASGFTFSDSWIH | 43
WVRQAPGKGLEWVAWISPYGGSTYYADSVKGRF
TISADTSKNTAYLQMNSLRAEDTAVYYCARRHWP
GGFDYWGQGTLVTVSS
VL DIQMTQSPSSLSASVGDRVTITCRASQDVSTAVA | 44
WYQQKPGKAPKLLIYSASFLYSGVPSRFSGSGSGT
DFTLTISSLQPEDFATYYCQQYLYHPATFGQGTKVE
IK
Avelumab VH CDR1 SYIM 25
VH CDR2 SIYPSGGITFYADTVKG 26
VH CDR3 IKLGTVTTVDY 27
VL CDR1 TGTSSDVGGYNYVS 28
VL CDR2 DVSNRPS 29
VL CDR3 SSYTSSSTRV 30

12
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[0060]

QQKPDQSPKLLIKYASQSFSGVPSRFSGSGSGTDFT
LTINSLEAEDAAAYYCHQSSSLPFTFGPGTKVDIK

10/22 7
VH EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYIMM | 45
WVRQAPGKGLEWVSSIYPSGGITFYADTVKGRFTI
SRDNSKNTLYLOMNSLRAEDTAVYYCARIKLGTVT
TVDYWGQGTLVTVSS
VL QSALTQPASVSGSPGQSITISCTGTSSDVGGYNYVS | 46
WYQQHPGKAPKLMIYDVSNRPSGVSNRFSGSKSG
NTASLTISGLQAEDEADYYCSSYTSSSTRVFGTGTK
VTVL
Durvalumab VH CDR1 RYWMS 31
VH CDR2 NIKQDGSEKYYVDSVKG 32
VH CDR3 EGGWFGELAFDY 33
VL CDR1 RASQRVSSSYLA 34
VL CDR2 DASSRAT 35
VL CDR3 QQYGSLPWT 36
VH EVQLVESGGGLVQOPGGSLRLSCAASGFTFSRYWM | 47
SWVRQAPGKGLEWVANIKQDGSEKYYVDSVKGR
FTISRDNAKNSLYLOMNSLRAEDTAVYYCAREGG
WFGELAFDYWGQGTLVTVSS
VL EIVLTQSPGTLSLSPGERATLSCRASQRVSSSYLAW | 48
YQQKPGQAPRLLIYDASSRATGIPDRFSGSGSGTDF
TLTISRLEPEDFAVYYCQQYGSLPWTFGQGTKVEIK
Canakinumab VH CDR1 VYGMN 49
VH CDR2 IIWYDGDNQYYADSVKG 50
VH CDR3 DLRTGP 51
VL CDR1 RASQSIGSSLH 52
VL CDR2 ASQSFS 53
VL CDR3 HQSSSLP 54
VH QVQLVESGGGVVQPGRSLRLSCAASGFTFSVYGM | 55
NWVRQAPGKGLEWVAIIWYDGDNQYYADSVKG
RFTISRDNSKNTLYLOMNGLRAEDTAVYYCARDLR
TGPFDYWGQGTLVTVSS
VL EIVLTQSPDFQSVTPKEKVTITCRASQSIGSSLHWY 56

[0061]  TL-1524A&ZsME

AU NP S SRt

KCKEREEKIILVSSANEIDVRPCPLNPNEHKGTITWYKDDSKTPVSTEQASRIHQHKEKLWFVPAK
VEDSGHYYCVVRNSSYCLRIKISAKFVENEPNLCYNAQAIFKQKLPVAGDGGLVCPYMEFFKNENNELPKL

[0062] QWYKDCKPLLLDNIHFSGVKDRLIVMNVAEKHRGNYTCHASYTYLGKQYPITRVIEFITLEENKPTRPVIVS
PANETMEVDLGSQIQLICNVTGQLSDIAYWKWNGSVIDEDDPVLGEDYYSVENPANKRRSTLITVLNISEI
ESRFYKHPFTCFAKNTHGIDAAYIQLIYPVTN (SEQID NO:70)

00631 Rilonacept & FHRFBREE FIRAE 1, LA S M i 5 DR TL- 1524k
B TL- U ARSEIE [ (IL- 1RAP) . Ri Lonacept [ 1L~ 1454 454 HOFFA (TR 2B

SR AT O

13
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SERCDDWGLDTMRQIQVFEDEPARIKCPLFEHFLKFNYSTAHSAGLTLIWYWTRQDRDLEEPIN
FRLPENRISKEKDVLWFRPTLLNDTGNYTCMLRNTTYCSKVAFPLEVVQKDSCFNSPMKLPVHKLYIEYGI
QRITCPNVDGYFPSSVKPTITWYMGCYKIQNFNNVIPEGMNLSFLIALISNNGNYTCVVTYPENGRTFHLT
RTLTVKVVGSPKNAVPPVIHSPNDHVVYEKEPGEELLIPCTVYFSFLMDSRNEVWWTIDGKKPDDITIDVT
INESISHSRTEDETRTQILSIKKVTSEDLKRSYVCHARSAKGEVAKAAKVKQKVPAPRYTVEKCKEREEKIILV
SSANEIDVRPCPLNPNEHKGTITWYKDDSKTPVSTEQASRIHQHKEKLWFVPAKVEDSGHYYCVVRNSSY
CLRIKISAKFVENEPNLCYNAQAIFKQKLPVAGDGGLVCPYMEFFKNENNELPKLQWYKDCKPLLLDNIHF
SGVKDRLIVMNVAEKHRGNYTCHASYTYLGKQYPITRVIEFITLEENKPTRPVIVSPANETMEVDLGSQIQL
ICNVTGQLSDIAYWKWNGSVIDEDDPVLGEDYYSVENPANKRRSTLITVLNISEIESRFYKHPFTCFAKNTH
GIDAAYIQLIYPVTN (SEQ ID NO:71)

[0065]  BURF RS &R 451

[0066]  — HHE | Hrid 4 S e iiak, s e A S 20 —Fp e 45 S5 IL- 1pEkIL -
IRV G G & /D — ke 85 SR A S BB A A, 25 5= A e
AoE N ER AR TR RIE A, B S e BRE 1 n AR ATE 8 B A5 AL I, HLat 2k
NEEPIN RIS G AT, X5 B IR o R e A PR Rl 2R k454
(homodimeric structure) A8,

[0067] il 5 BURE S M B4R Y T v 2 A A 2 /T, JF BRI A sSck A, Bl an
BrinkmannflKontermannflt) ik (mAbs 9:182(2017)) FliSpiessZE Ak Molecular
Immunology,67:95-106 (2015) ) o ASCHTIR FBURE S 45 585 11 T AR AR QI 2 AN ATArT
FEMIE AL S G T, H A& 455 IL- 1Bk IL- IRI 5 /D — S5 5 G kg fn 45
SR SEAN R DS a5

[0068]  ZS&uIak RN A 1 BORUR e 8 A 2 T R A1~ Fu i

[0069]  JCFc (Fe-less) AR M HUATE A HE i i 32 K B > scFv oy
(Kontermann,Acta Pharmacol Sin 26:1-9(2005)) ; AU 14 B 4 Myl bk &5 4
(WeidleZ: A ,Cancer Genomics Proteomics 10:155-68(2013;)) ; M4k (Diabody) (Atwell
2 A\, Mol Tmmunol 33:1301-12(1996)) ;Fabil&4s 1 (Schoonjans®: A, J Immunol;165:
7050-7 (2000) DA M5 4i4K (miniantibody) (Pluckthun’5Pack, Immunotechnology 3:83-
105(1997) MMullerZE A\ ,FEBS Lett 432:45 49(1998)) ;

[0070]  FLA7 2k [ W FhAS [l B4R (1) B B AR B (1) AN X PR 1gG (Suresh® A ,Methods
Enzymol;121:210-28(1986)) ; DA &

[0071] AT AKIFRE X BFRUR; F14: 1 G, 41 4 FH “$NAL (knobs into holes)” JjikIE
AT FRIFCX (RidgwayZ: A\ ,Protein Eng;9:617-21(1996) ;Shatz%: A\ ,MAbs;5:872-81
(2013)) ;SampeiZF A\ ,PLoS One;8:e57479 (2013) ;SpiessZ A ,Biotechnol;31:753-8
(2013) ;3 JuntillaZF A ,Cancer Res.74:5561-71(2014) ; f1Sun®: A\,J Clin Invest.125):
4077-4090(2015)) .

[0072]  HORA GCEARELL BR T El R E 002 8, R AR e AR e 0T T4
RS EIL- 1Bk IL- IR SR A AR SR LR o AT R, BURE e iAo 35 T2+ 2scFy
(&5 Bk 3L T-2+2Fabl &858, a1 N SO F4HTA .

[0073]  JEF-2+2scFvl)4hify

[0074] 25— AL T2+2sc PV A2 B LHR AR N 854 , ZE U AR BiS 2. AN L il 7, BiS2
B S WIS

[0064]
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[0075] (1) FEfik, (05 (MNASG B CA NG HUEEFY ; BUBERv ) 2 5F — VHES A3 R 28 — VL5 4
3 (HESI A VH-VLEKVL-VH, B 26 253 i] DS AR T) 5 55— VHES A4 3k ; CH1 . CH2ATICH3 45
Fas, HoscFvas & 85— 05 (3 IE IL- 1B IL- IREAS A S 85 1) 5 LA K

[0076]  (2) fu 75 (AN BICT ) 55 —VLASA I ICLES A1 525k

[0077]  BiS2# {448 FHCH3ZE A FICH2 45 Kl [ E LA [ — SRk g 5, DA RS TS F CHI
SERIRNCLES A 5 i 1 11 28 - VHES A S5 VLES Al 2[RI S SR PR 4 51 41 24 . CHIL
FICLESAIE S VHAIVLES A3k 2 R S5 GBI T —NFabZ5 A9, Tk 85 M3 45 & 1 58 e
Fr G BEAS A S8 B IL-1B/1L-1R) oA A M, LA S H RAEAE I TG o FARRRI 5 20,
It th /45X (hinge region) 2 [W]DA S CHUFICLAS AIE & (A o

[0078]  Z5 =AML T2+2sc FvZ5Hg 2 EI2Ah T RS54, 7L R BiS3 . WK 2A R 7K
BiS3IE I B &t 1 i -

[0079] (1) FEfik, HA 8 (NG BICARNR) « 55— VHES A Ie ; CHL  CH2FIICH3Z5 Al ; DA M A
BEFv, BUBEFv A 5 88 T VHES MIERN 58 —VLE5 A e AL VHAIVLAS Ade rl LR AR ) | 3
HscFvES & 8E—HFR (O B2 IL- 1B A S ta ) 5

[0080]  (2) fu S (MANAST BICANR) 55 —VLAEAISAICLAS A 42 5k o

[0081]  BiS3%E [17F48 FHCH3FICH2Z5 A3nk (1 ] — SR A4l & DA M B 1 CHLRICLES A 5
B2%BE 128 —VHAIVLES IS, 2 [R] 1 55— SR AR 45 5 T 41366 - CHLANICLZS A3 15 VHAN VL 25 A
Z RS ETE R T FabZ5 Ay, iR S5 55 1 58 —HEFR O Bl i 2 i aE ok IL- 1B/
IL-1R) « ML, DS FARAAAE I TeGoy - HARIFI 5 X, B i th A CH2 45 A3k 2 TR] DA e A
CHIMICLES A 2 AT A% o

[0082]  ARI4E G5 1 454 2 K 2B TR ] — S o g4, Horb B VIR CH L 4544 35k it
fTAE A T 32 - IR AN AN AR £ 5 S5 R 1 &5 5 S5 A AT U« PIT i 25 5 25 Al 0 25
ke H 12 L - IR H el iR A NS & 5tk , te BV R & %0k B B 2 - LHGED
5  (IL-1RACP) [O4IIB AN [ 45 454038 . L - 1IRACP 2 DUREVE IL - 12 AR 2 A3, S5 TL-
IRTE RS2 AR S SR A AE R 2B R I S5 F i , 45548 [ 28 FH CH3 FICH2 85 A3 11 A LN IR] —
RIRG G AR AR, LS HARAEAEN LgGoy - FAHRI I 5 X, B Bt /- CH2 85 A .
(R RN S5 A 2 [T A% o

[0083]  JLT-2+2Fabff)4kHL

[0084] £ —/NELT-2+2Fab G5 14 2 EIBAH BT R N &5 1, AEA SR ARONFIT- 1g (G2 i
Gong s A [Tk :MABS, 2017,9:1118-1128 (2017) ) . 4&I3AFf 15, FIT- IglE R & =AM EH
Bk

[o085] (1) g, HAu & CANIK UG BICK ) « 55— VLEE M ; 25 —CLA5 M, 55 —VHEE
3, 85 —CH1 2535k DL M CH2FTICH3 45 A 3k 5

[0086]  (2) ik, A7 CMNIR ZE CoR ) « 5 VLAY 28 —CLAS Al ; LA K

[0087]  (3)Fd , HA0 7 (ANAS B CAm) « 85 —VHESAISoFN 28 —CH1 45443

[0088]  frEEfErh, 55 —CLAG I F] DL Fh TR Sk (I8 741 (GGGGS) (b 1-5)
Sk ) 58— VHES ilaaZe i . SR, A R HD , Ak

[0089]  FIT-Tg#k (AL Ny 24 5 : CHIFNCH2 S5 My Isk A E L oy [l — SR Ak &5 15 E ik |-
[ 55— VHANICH1 g5 483 S5 52k 1058 —VLAICLES Mgl 2 [ 1 57— Bk 45 s P 255 —VL
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FNCLEEF3E 15 2 — VHANCH1 Z5 M35 = [RI S — SRR EE & o M AHIRI i Fabgh & 45 At i
FE SRS S IE R, 0T (distinet) (HARIR I Fabgh A dsai 1o it S5 FdaE > A1
S5ETER, WEIBH AT~ A Y, LA A AR 1 TG HARIAIN 5 20, AU TR AECH245
T3 2 TRIDA M B sk S5 A3k 2 TRITE o

[0090] YA —Fh2+245G & A Bon/EEI3BBEEI3EH o fiikFabgh & &5 Mt — 9T A=
FIT 2% - VAR AN AN AR &5 & S5 A3 25 & S5 A I AT R - BTk &5 A 25 Al 5k 1 L
AUk 2 TL - R[4 EB A0 aif AN & S5 A sl AT de & 2ok H B 2 - LiliBhaE B (IL-
1RACP) [NANANE 1 455 G TL- IRACP 2 DhRE M IL- 132K 32 0 2, S IL-1RDE A%
SRS T R AR AR 3B R BERT R S5 R, 455 5 1 42 FHCH3FICH2 5 A3k iy AE LA [l —
FRGE A AL — 55 FROVHAICHL £5 4438 15 58 8 8k I VLRICLES Al 2 [A] ) S
TRARES S AR, B B LA S F AR I T g6y - HARIA 195 A CHLAICL 8 Al ik 2
[R], CH2E5 k3l 2 [A] DA M BB G5 A3 2 TR Ak«

[0091] 28 “ AN T-2+2Fabl 544 2 EAFT R T S A , fEA SRR ONFAT - 1. Al 4RT
I, FAT- T & =AM E A gk

[0092] (1) Hxfi, HAU B OANAR G BICA ) « 55— VHES A3 ; 85 —CH1 4543, LA M CH2 4544
S RICH3 S5 4835k 5 N | 25— VLES M F1 85— CLAS A3, 3L rh 25— VLEE Mgt R 25— CLEE Mgt o7
T-CH245 Ky 3 . CH3 &5 Ao o 18 75 - 22 BA (solvent exposed loop) &b, Bk T-CH2FICH3 45
Tt LI AL « G A M, S5 —CLES M R 55— CL&5 A3 (57 - CH3 45 A 35 P 7R 711 S e EAAL
[0093]  (2) #25k, HAU S (MINZRER 2 CoAR ) < 58 VLA EE — CLAS Ayt A1

[0094]  (3) FdiE 05 (MNA BICAI ) « 55— VHESAIERNEE —CH1 Z5 A3

[0095]  frEr ik, (7 T VAR B K A 1 IR 85— VLANCLZE e MR IR 3 Sk e 12 B CH2 85 A 3l
CH3Z5 M3, s CH2 ANCH3 S5 A s g AL It o 22 3k AT B A 4 R 26D 1R, IF HA A fu 2
(GGGGS) T, Firhx=1%5. Q1 I [ S vEAniR ny , o m] DA A At Rk

[0096]  FAT-Tg#E N4l B4R, 28 I 4115 2 : CH3AICH2 G5 AL sk ) AN 7] — 28 4k
G545 I RECHLAIVHES A 38 55 2 BECLAIVL A A1) S — B8R S 1 DA M A CLANVLES Ay 5
FdsECHUMVHG A S — IR GG - AR R il Bk SR 1 45 5B A AH R
Fab&h & 85l , 22 ph ik P BEM 25 S T2 O AR EAH R I Fab S5 A3 A A1, DL
SRAFAE I TG oy FARIRIME Ry 2, B BT A Bk G A s 2 TRI A S CHIACLES Rl 2 TRIJE
Ji o ARATUE R TR AR G IR 2, B FAT - Te U IE T T 25 S AR PR R 5t
T HABREFTL-1B/IL- IRFMIHE AT )85 1

[0097]  fr [ iR PURRRE 45 A 8 AR — Bl R e R S5 A IL - 1B/ 1L - IRFIAG 75 15 25
M5 G I AS R T 255 & AN IRBE AR T Y S — g5 S a5 i a5 SR A S
T S S SIS S TL- 1B/ IL- IR NS TS, Y o8 — S5 S5 455 TL- 1B/TIL- IR
158 85 G G a5 G AR 2 N B HIN 85 5 8 A S5 A 52 A7 BT AS T« ERTEE 6 TR 45 72 1)
GG EERIENT (pair) , PUMRE RS &8 A AR AT DU RS OB AL .

[0098]  ZJikFEk

[00991 AT DA TS R A SCRT iR FROBCRS VR 45 5 i I I S A e B e M o 1 Bk 42
SKAT Tl e scFv i Al AR B S ek , BloRECL/ VL AS A3 e i FAT - T sU I B pEE
TE G I o
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[0100] A E ARG RN, I AR, AR A & 2=/ DPOAN U TR RV
AT DA S Bk B g ek o Tk B Sk R B B 22 VR oK I B 5 AR /D k&G
R R T REZ) N 1.2.3.4.5.6.7.8.9.10.11.12.13.14.15.16.17.18.19.20.25.
303540455k K250 FREE M B AASCHTIAR , M 2 Ee K T B8RS e R 2 S
Sy, BT DA, s B A AN R O BN/ s R B R 741

[0101] BT TR I 45 Gt A G B R 2k T8 (Gly -Ser) Aot , HiHx
=1-5. W EL, R ISR (Glutamic acid) sk SR (1ysine) ZRILE TRk T4
DABE VAR « B kW BT AR AR dE 6 1 T & HERRES S/ sl 2k o 4o, il TR
U RT3, FTRAEE T (GLy -Ser) SR HIAN R 5 BORBSGE B AL 25 1 BT & O 45
G/ BRIk .

[0102] USRS S8 E Il &

[0103] il e BURE S 5 5 28 U 7 A A @ JCF e DBURE SR pL A Aok FLTRICAS R 4
KT T S A B (A AR L g G M LA A FRF e X I AU SR TG, AE ARSI 2 LAY, I
1E P ARSIk A T TR .

[0104]  FTDAfl T EE AL e E A i ) G il BB A A (construct) P74 FIRKREM 2420
R SV BUAR  n it E R AR d B 1 AZ R T DA 50 an i Mk 3 P & s B B3 7 (B 2 Thermo
Fisher (Carlsbad,CA)) £ h il 75 - A R, 75 1= 402 FU AN, FH HA R H 4R N A i
1SS F & BN IL A, FriRNAR S S e 41 345 8112 0 5 1 T FE 2 4hfi oy
Wh o B S R IO BE PRI N il ik 20, (91 4 TT5 244 (Durocher® A ,Nucleic Acids
Res.30:E9(2002)) , K515 B 1 Fa kA HBAAFE DL (transfect) B &l g LR 7R, LA
BN 1K o folt FTE AN FH B B URF 20 28 A 38U A 21 i 2 4R b (15 2 AR 2 R
(52 W FelgnerZ: A1 3Hik, Proc.Nat’ 1 Acad.Sci USA 84:7413(1987)) B3k alifAkis
AR R At 5 R AT R o R e A AR S A i A R AR S
DR £ ke i) 25 RE S A ek T s 85 1 T 1E E4niEny i s g By, e Sl 7L 20
52 IS A, (P TE E Az A RSN AR BIRF IIZL 34k (episomal vector) FIFEUE
BT A ST AN

[0105] 75 = 4Hfi A FI M & FRZ AN, ) anrp g i Bz A6 Y (B ani B sl At B3R
A (AR sk PR LR A0)  ZhPn4niE (G an A\ 264nie - F-4nie . S R gnie R4
Jo«/NER 4 Bk B2 i An i) 582435988 (hybridoma) « 15 = AN R T FEIE B 4 CoS-7 2
(ATCC CRL 1651) (152 MHGluzman®: A0k, 1981,Cell 23:175) JL4MJ.C12740)f, 3T3
4iffs (ATCC CCL 163) , AEJCHLIE A BT AR K i -G L DR SR (CHO) A sl AT A=, foildn
Veggie CHOFMHICAAM R (2 HRasmussen: Ak, 1998, Cytotechnology 28:31) 5k
DHFR{ER = [FJCHOFKDX -B11 (152 M Ur 1aub®: A1 ik, 1980, Proc.Natl.Acad.Sci.USA 77:
4216-20) <75 hrgnfs (HeLa cell) JBHK (ATCC CRL 10) 43 25 HAEINEIE B V14T &
(ATCC CCL 70) [{JCV1/EBNAZNIL 2 (i55 MBMcMahan®: A1 SCHik, 1991, EMBO J.10:2821) W A
JIRIE B 4D (15141293 . 293EBNABRMSR  293) « AR5 7 A431 40 . A 25Col020541 )} . HAth
A R KR A (transformed primate cell line) «1E¥ R4 R H AR
HAURINEFE R AR I ARAMILAR (primary explant) JHL-60.U937 \HaKuk Jurkat4ijid.
A I, 45 3= 40 L CHOZH i , A 4CHO - 3E7 .
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[0106] s, 15 F A AT LA TS 22 IR AL RIS (0 sl e e B 7 4t , SR wT AAE
T 4 Rk ATk 22K “H A A5 4l (9 HE T TR E e R Rk AR L 5k
BRI 1A E AN o e R Al AT LU SR B A LU /A Rk 0 4uli, R AR R 7
AISINTE E AR, I SRR TR E A 32 o AT A T “fe 2 4miie” i REAS
SOZFRRE M MALH (subject cell) , 1 H 2 HRaxX AN m o R /e Ja . R Dy Hht
A T AR TR An SR sl RS 2 M T 45 o R A& 28 P DASXRR S AR S bs L TR A2 H o AR
AHNARR] A B RS A AT FARE ITE BN « T FAZ 48 4 A K I Sl i gn i 7=
A ARSI P LAY, FE A LS 0 Thermo Fisher (Grand Island,NY) FliAZk4S
[0107]  FEGTEMIAAE N R TR 4, DA A R g - 4ua ) PR ST b 20 35, SRy
BURE PSS A8 1 0 W B AR 7R FIg R o il o2 T e 4R 2k 2 R AH
STEB, AT LA 45 &8 FERRES A4l (Blan, 5 S 8ERE & BB SE N AR e
FONAEED) o AR LE BRI X BHAZ A RT LU FHSRAIRTS , B0, SASFBEARLL 4 2 — B9 AR Pl
B ARG EARN G NIRRT AR AU 2 2R

[0108] DA (RIS TR FE A 1 R SRR A B Fh 5 A R i 2 e, IS B AR e 1 45
B AT, ARSI N 7 A OBCRe e e S5 S 8 1 90, AT LA A AT
T B2t ROST HERH €6 15 A A €6 55 (B an & & R ASE AN (i) 17 720k 4l
-GS AR A R B ERiiA T BurgessMDeutscher (Eds) [F3CHk (“Guide
to Protein Purification,Volume 436 (Methods in Enzymology)2nd Edition(2009)) .
AT DA PRSI RN 7 i (BIANRT -HPLC SDS - PAGE X HoAth /5 72) SKAfIAER 1 B 2H
[0109] k&5 AR R v] DL I andE P B FRL R i, AR R G5 S 8 A
HA U5y -1 . SDS- PAGE W] T n A AE A P 0 & 0T B PO R 20—-&t o flf
MEERTALeGhik T Iwe s ternEIE AT LA — 35 W Rl (B 8 o BRER 1 ik o

[o110]  Z5¥neH S s ik

01111 IR AR MRS &0y 1 i T 2 A T B S T R AU BOR A
CLHIN A G IE N « 85 A 5 11T T4 AT DL 49020 7 A 3 TR 1 1o RN Bk Jeg e
o AR PR TEAE IR B A5 B anis ik N sk A RN LN 52 B S Bl BHE e 1] -
SRIM , AE A BT A B ik, AT LUK 25 &0 B bk A R 4HI AR 7
S, TS I R AL 8RR T 7 7RI

(01121 RTLALA 258 38 it 1 45 590 - ATRTT 59 , B A R L8 SR iy i o 25020 5
ATVAEL S 255 b T2 AR CFE B 7K S 213 #7718 1 BT 8 P JBO RT3 o 1 T 751 A
FAZS DA PT DA o AT DU IR 520 B oo I A1 SRk A 13 T AR 1
1ETT7 T 1EH]F] (Remington’s Pharmaceutical Sciences(Mack Publishing Co.) 2516}k
(1980)) -

[0113]  FEARMTIEOL I, AT DAl 645 1550 AR Bk 55 4 380 1) FC AU P 791 ot > R 7 7
WA, AR5 1 8 2K R A B8 O R SR TR I AT AL 25 6 (ki t) BB .
ORIl T DA A ARES sl (0 5 DU, SRR 0 S v I TI697 1A 51 5 R S
AR -

[0114]  JEIIRAIFIAT DU Bk HEE 7 (single bolus dose) Jiijd: (infusion) o 17 i
HiyF: 74 (loading bolus dose) , R e 4iF57i (maintenance dose) o XECLH EWA] LA
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AR 2 P2 TR G0 P s K e AR (RO s
(0181 FF AR T A DA M 915 23 sl /o O DA s 90 S T
DRI LRI 7 (G140, T 7 S TR

[016) BTk e I T8 7 0N SR LA SR ST A , b 5

JosgeEs ~ Sk AU  BOPRERHR PN SR 30 - B A2 R G (ONS) IR ST B s LT 11X
st B A e FURYR R SR S B SR AU R ST W B N N oY

Wh A g I R PRR PR A 2598 T A e A8 MR ol 20 s L SR Ik EE 41
o PR ER R I s B e el PR A e LR B B S AR O i L/ N i T A i
A ) LR v SR AN R  BERCAm s T NIR A i IR /MR 2 A4 20 2R 41 g v s i
A SCAUET IR/ 280 2T MRS B Wl S IR /NI B2 T An g i L T 4 g / e
SR TURE B U ) LEE SRR 02 P B PR AZ AN 1 PE (CMML) AP gbR B 4 2 1 1
I, 8RR REME 1S 12 M B S G AR PO = TR U SR IMRE A= 4 i b
(extracranial germ cell tumor) \PERRIMFEANNOIIE JH MBS H 38 B a2k
T IR AR AN IR IR iRz 7R AN RS A 2R i I TRE B 4 1 s A o PR |
I Fr AR A 22 SR  FEHR S AT e R TR X PRIRE MBS 1 L0 W Jes A 1 s /e
i e (A5 bR 200 o e« A2t e e il e il 22 e I 288 e PR DR ) /Nt
Jiles (R ds 2 S /N des) A9y 2510 (NOS) il il o/ N (o ds 7 TR 25 N
[ T3 A0 70N 200 i 3 A0 A0 B /N i i) SR ER IR AR IR B BRI IAE (Waldenstrom’s
Macroglobulinemia) \&E B:4H 08 « [H] B2 JEE « 11 It A A~ B 8 R 200 Jif S 110 90308 4 7%
(metastatic squamous neck cancer with occult primary) 2% & EN IR 2 S 1IE
2 RVEERER /K AR TR 2 (mycosis fungoide) HHEHIAE AR LA 1E
(myelodysplastic syndrome) «F#EHG AL 5 /B BE A MRS S M 5598 (nasal
cavity and paranasal sinus cancer) - LIRS FPZRREANIIRE | 0 i s T REs S O B |- 7
Jar < O S A B A0 B JRg O SRR AP R TPRE TR A 4 B JER e« Al R B (parathyroid
cancer) FEEZHNIIJRE (pheochromocytoma) FASRAREEAH U (pineoblastoma) «fix | HEK
T WG B 40 i (pleuropulmonary blastoma) K JRE AT (ureter
transitional cell cancer) AP BEEH ISR ARSI PA IR R DR des « FEAL FE 255 A1k
(Sezary Syndrome) - BZ BRI AF 2 2080 B I g R /- 4t B2 s (Merkel Cell Skin
Carcinoma) - @R 40 f i  SE AL AR S I G VRV 77 E AN R (gestational
trophoblastic tumor) «J&/KIHESHIEE (Wilms Tumor) AL T8 AFaE M gdiE (cancers
with microsatellite instability).

01171 S i, e vl DU B a0 1B SR 405 (esophageal squamous-cell
carcinomas,ESCC) 5k 15 )l (esophageal adenocarcinomas,EAC) « o1 RIS, ik Jes
SRS LAS05 RA LA L 0 R L LA AR O 4
JUR B 37« AR 3 Ak Je T R B AR A IRE L AR TN o W Bl U R TN g R
(pancreatic neuroendocrine tumors,PanNETs) . o1, BraidsE vl DS I anfiT4mn i
J54 (hepatocellular carcinoma,HCC) FT-RE4HNIRE  HHE 8  AH S 40 o 2 e 1 i P IRg ak
WL R O T 45 B e, P R e hE AT DA R L 2 MR L B % A TR R
(gastrointestinal stromal tumor,GIST) JWREJEE RS IR #5588 (adenosquamous
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carcinoma,Ad-SCC) sk 5% (squamous carcinoma,SCC) « o T-FLI , Tl ieie n] g 547
5 A 55 (ductal carcinoma in situ,DCIS) Wizl M S50 (invasive
ductal carcinoma,IDC) iZ M/ N (invasive lobular carcinoma, ILC) « = FHIEZLIE
i (triple-negative breast cancer) « 2 AEMEFLIEE L RAIRE sk FL M 2 ECUE (Paget
disease of the breast) . T-BUEURE, Ao il DS b B2 IR « R Ve b Rz MR DN S iveg
A2 HUIE bR P O SR e T B OB i RE A g 4 T TR | R JI RE o e 4 it R
(dysgerminoma) PN JRSE IR FNZR B e J & VRN ES e B O 4 Jes ol O SR TR BoRg - e T %
R BE IR AR HT B , TR i Pl BE S B B B « B0 WA B R IR M 2 4 e
BEANE AN B AT L e R B 25 %5 (monoclonal gammopathy of undetermined
significance,MGUS) . B MR L KM B BE/E (smoldering multiple myeloma,SMM) G55 Bk
5D (TeD) B #Ee sk B PR EE 1 E (TgE) BB -

[0118] I -I67 IXEEPN N AH S ViR 7 A RO R B TV 2 AR N 2=, s T
AR R I AR BRAS L B RS2 s i e T A 25 L S 7 2 T 1
MR IR T PR o 3, FRE R AR EE T DR JE AR FL B0 , B4 e BL A R 7L
S o AT A FHARSTUEH AR G1E RIS 2R E (titrate) 3677 AR AU L 2
T

(0119] 2 /bt 4510 T AT R A B8 S Mt T
ITIE Z IS5« sehi it 5 R D — R & -1 45 FR IR R B4 AR TR ™
MR S s DA RCHLAE IS L B vy A R REIR 0 SO EAE BTG TT A A BRI - SR
L, B I G o0 - IO R IR T P 0 DA R sl R e sz B sk 25 20 0 i
[0120]  &55 0 F-3A P DA T35 a7 —Fivesie (EFREEInE R fEie) 2590,
01211 R S GG TN 1T, AR A SR T IS E T DUE RS
WRTTIE AT AT —Fhok 2 B 7 3 (Blan, =0 —Fh b o7 k) dE T IAb e . 52 i3
AR ST a2 TR PIAL BRI SN 25 o IR, #2255 0 I 25 32k
L ATRRC N N 22 R AT ION AFLE Bt e 09 AT SO 5 T BT e ATy T I T
ACFR L B PR 2 M T ) — Pl 2 e A T TR SO o IR AN AT T IR
Aty 12k SO 22 B G IS PR HB A5 1R 0 75, B e A SR (S5 6500 - o 2 B 1 e ik
TS A ST IR PR T sl R B2 L 1R 5 i BT AU AT S &0 -34S
IPIpaNINEERE YR

[0122] B AR 25 S i O 22 U 25Wia 7 oL, ARSUSE AR Gl vl PLBE Firik A& 7k
BTk 259 70 O s A il (refractory) oFIAN, Wi oW1 JC SN vl R BN HH e R8s
PR iy D0 (B, S/ FRg ) A B DA/ sl IR R R/ INBE N, T i e A5 sl e RS 1E
ol 6 8 1 B8R s RN I I N < T SR Al T BRSO I & R BB RS, 1 A DI BR
(resection) MR 2 I , 4k eios ot R IN TR BHS I— sl 2 AN R (RN / s e 7%, Bl
HEREDIAST Hh o BT X BO SRl AR AT Bt 248, W] DA E N ol 25N I6 T I B
SRR A, SRIG AT LA TIASCITR N ES &0 i rik i AE 4 .

[0123] 25550 TR &S5 G o0 IS o] 1697 0t b — Ry ik 1 S B e 2=
BTGNP IEAS o QARSI T RS “Te s R 8 R DAFRAS K AT RE A P B0 25917697 I
WA/ BB/ SRS« WA, “IONE R BRI /N SR FBAE Dol 2591 77 1 R
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KA SE A4 SN 1 AT BEVE AR A — 28710, SRR ) AT LU R A RON 25, 0 HLAT X
e 29I 7 SR AT LA AR T T , S BOMTaS T I RN e 22 B JC RO o

[0124] QAR FHARGE “R 47RO 37 s Fa H e £ o duie 257877 Al sk 2 e (B2
TSN AR AR I B VRS RS B 0R sl R/ NI IS A 2 e —
BRI TR] N (31, w2 Jm 29 14F) AR5 MR 26 KR8 e R IO B0t sl o/ NI I [ A
/s i— e ZF A AR (BN, A2 W e K 2D 24E sl BN ) .

[0125] AT IR “NR N 357 4B e AniES T ik (B an i o 25%) IWITR] ek 2 e
AN HRE AR B RS, kg B T IA R T JHRE A BRI PR AR RS o R AN R SO 38
BAELE U 25T 7 IR “RAF SO 57 3622 0 “AN R OB 27 (MR

[0126] QSRR E BVl “TO N 2 RO AR ZE” ok BN A RIS /N (B, 2T
A R Wb ICIIIAEAE) | SR T DATIASCRT AT 8550 11697 -

[0127] iRtk T TAS R 4560 5 2 /0 — P T iR R 5 i - 45 50
FIE D P A AT DA R — A SR — R A, s mT DA T A S ]
Il H N TR e [t o A — 2807 1, &5 500+ AT AR T 7

[0128] &5+ AT LAl e a7 A e s a8 1 2, P e e = />
— M HEAM TR SR 2 A ST

[0129] @ A e A RN & Ak S AR g S E AN EY, 8560 ik
AP0 kB 2 1 A5 i U 1 75 T R o JRaE AT DA ies , O B AT DL S mri2 W
/B SCHTTR Ty WRAE P R o T PRSP R A el FE S 5, 7]
POAH B R AU .

[0130]  sLjiEf5l

[01311  fF FAIsChEfivh, S S a5 Mioe B T A28k (@A R ETASHEAERT T A0
[V ER RS PT AR X . “07 L “B7 K" Ron G TL- 1 BRI SS A, 1 “W A1 “B” KR 55 PD- 111
G SN S5 G A B R AR T A Wb TR .

[0132]  SZfEBIL AR PRI

[0133] 1. J5okrifiles

[0134] & 44 & & I REFRDNAJT A1, K A v B p TT5 A FH (Durocher® A,
Nucleic Acids Res.30:E9(2002)) , FF{ECHO-SETAMIH 0k o bt - A1 11 2 LR 47 4
EI5PT 7R

[0135] 2. 4lIfuds oIl (R 5E A

[0136]  CHO-3ET4HMIZF JoIiiFreeStyle™ CHOZE A/ )5 (Life Technologies,Carlsbad,
CA,USA) H A=K KA e [nl 46 PR Z AL (VWR Scientific,Chester,PA) F4E37°CHI5%CO0,
2 N IR FEHEE (Corning Inc. ,Acton,MA) P BEGemT— K, B 4ni e pie e i
JELFR B G 2 B DNAFIAL AL iR &, SRS s N2 gn Bz 2 b, ARt BIIR) , K5 G i ¥ s
PO HE 20 TR 5[] 4% L 2 CHO - SET 4 Hh o 71 556 KUK e i 4o ks 7 B Isioe T4tk
F2o5 T R g EE G R RN A A A DU N T T e s R BTk L 1A

[0137]  SR2 PR EEEE (HO) F2%E (LC) FIPA%E (Fd) 415 LA K BTk b ) i 2
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ETIREN Prig i ok Fd Lefl 1 | Eef 2 ks 3 Ehfm 4
B R B LA HC HC : | HC HC
ILC: Fd | LC: Fd | LC: Fd | LC: Fd
ITA101 | BiS2-OB | BscFv-OH | OLC / I: 1: 0 [3: 1: 0|1:3:0 1/
C
ITA102 | BiS2-OM | MscFv-OH | OLC / 1: 1: 0 [3: 1: 0 |1: 3: 0|/
[0138] E
ITA103 | BiS2-PC | OscFv-BH | BLC / I: 1: 0 |3: 1:011:3:01|/
C
ITA104 | BiS2-MO | OscFv-MH | MLC |/ 1: 1: 0 [3: 1: 0 |1: 3: 0|/
C
ITA201 | BiS3-OB | OHC-BscF | OLC / I: 1: 0 |3: 1:0]1:3:01[/
WV
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1TA202 BiS3-OM | OHC-Msc OLC / l: 1: 0 [3: 1: 0 |1: 3: 01/
Fv
ITA203 BiS3-BO | BHC-OscF | BLC / 1: 1: 0 [3: 1:0]1:3:01|/
v
ITA204 | BiS3-MO | MHC-Os¢ | MLC |/ I: 1: 0 |3: 1: 0| 1: 3: 0/
Fv
ITA301 FiT-OB BLC-OHC | OLC BFd I: 1: 1 | 1: 3: 3 | 1: 1: 3 |1: 3:1
ITA302 FiT-OM MLC-OHC | OLC MFd e 1 1 [ 1: 3: 3 | 1: 1: 3 |1: 3: 1
ITA303 FiT-BO OLC-BHC | BLC OFd I: 1: 1 [ 1: 3: 3 | 1: 1: 3 |1: 3: 1
ITA304 FiT-MO OLC-MHC | MLC OFd I: 1: 01 | 1: 3: 3 | 1:1:3[1: 3:1
ITA401 FAT-OB OHC-BLC | OLC BFd I: 1: 1 [ 1: 3: 3 [ 1: 1: 3 [1: 3: 1
ITA402 FAT-OM | OHC-MLC | OLC MFd e 1: 1 | 1: 3: 3 | 1: 1: 3 | 1: 3:1
ITA403 FAT-BO BHC-OLC | BLC OFd l: 1: 1 [ 1: 3: 3 [ I: 1: 3 [1: 3: 1
ITA404 FAT-MO | MHC-OLC | MLC OFd ITe 1 1 [ 1: 3: 3 | 1: 1: 3 | 1: 3: 1
ITB101 FP2-BK K BHC BLC / 1: 1
ITB102 | FP2-MK | K MHC MLC / 1: 1
ITB103 FFPI1(FI MFd-K-G4 | MLC / 1: 1
T)- KM P
ITB104 | FFPI(FI BFd-K-G4 | BLC y I: 1
T)-KB P
ITB105 FFP3-K K-G4P-Ms |/ / N/A
M ckFv
ITB106 FPl-(cros | K-BLC-F¢ |/ BFd 1: 1
smab)BK
ITB107 FP1- K-MLC-F¢ |/ MFd 1: 1
[0139] (crossma
b) MK
ITBI108 FFP2-K MLC-KG4 |/ MFd 1: 1
M P
ITB109 | FFP2-KB | BLC-K-G4 | / BFd 1: 1
P
1ITC401 FAT-O/B | OHC-BLC | OLC BFd I: 1: 0 | 1: 3: 3 |12 1: 3 | 1: 3:1
1+5 15
1TC402 FAT-O/B | OHC-BLC | OLC BFd I: 1 1 | 1: 3: 3 | 1: 1: 3 |1: 3:1
33 3+3
1TC403 FAT-O/B | OHC-BLC | OLC BFd I: 1: 01 [ 1: 3: 3 | 1: 1: 3 |1: 3: 1
442 442
ITC404 FAT-O/B | OHC-BLC | OLC BFd Te 1 0 [ 1 3: 3 [ 1: 1:3|1: 3:1
5+1 5+1
ITC405 FAT-O/B | OHC-BLC | OLC BFd I: 1: 1 [ 1: 3: 3 | 1: 1: 3 |1: 3: 1
4+4 4+4
ITC406 FAT-O/B | OHC-BLC | OLC BFd I: 1: 1 [ 1: 3: 3 | 1: 1: 3 |1: 3: 1
242 242
ITD401 | FAT-O/B | FAT-O/B OLC BFd I: I 1 | 1: 3: 3 | 1: 1: 3 [1: 3:1
5+5 5+5
ITD402 | FAT-O/B | FAT-O/B OLC BFd l: 1: 1 | 1: 3: 3 | 1: 1: 3 |1: 3:1
4+5 4+5
ITD403 FAT-O/B | FAT-O/B OLC BFd e 1: 1 | 1: 3: 3 | 1: 1: 3 |1: 3: 1
5+4 5+4
ITE101 BiS2-0/ M OLC / I: 1: 0 |3: 1: 0|1: 3:01|/
MVH/VL | scFv-OHC
DSB VH/VL
DSB
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ITE102 BiS2-0/ M OLC / 1: 1: 0 [3: 1: 0| 1: 3: 0|/
MVL/VH | scFv-OHC
DSB VL/VH
DSB
ITE201 BiS3-M/ | MHC-0O MLC / I: 1: 0 |3: 1: 0| 1: 3: 0
OVH/VL | scFv_
DSB VH/VL
DSB
ITE202 | BiS3-M/ | MHC-O MLC / l: 1: 0 [3: 1: 0|1:3:0
OVL/VH | scFv_
DSB VL/VH
DSB
ITE301 | FIT-B/O- | OLC-B BLC O Fd I: 1: 1 | 1: 3: 3 | 1: 1: 3 |1: 3: 1
L3 HC-L3
ITE302 FIT-B/O- | OLC-B BLC O Fd I: 1: 1 | 1: 3: 3 | 1: 1: 3 | 1: 3: 1
L7 HC-L7
ITF101 BiS2-E/ BiS2-E /M | E13 / I: 1: 0, | 1: 3: 0| 3: 1: 0
MVL/VH | VL/VH LC
DSB DSB
[0140] ITF102 | BiS2-M/ | BiS2-M/E | MLC |/ 1: 1:0, | 1: 3: 03: 1: 0
E VL/VH | VL/VH
DSB DSB
ITF103 BiS2-M/ | BiS2-M/E | MLC / l: 1: 0, | 1: 3: 0 [3: 1: 0
E VH/VL | VH/VL
DSB DSB
ITF201 BiS3-M/ | BiS3-M/E | MLC / I: 1: 0, | 1: 3: 0|3: 1: 0
E VL/VH | VL/VH
DSB DSB
ITF202 BiS3-M/ BiS3-M/E MLC / I: 1: 0, | 1: 3: 0(3:1:0
E VH/VL | VH/VL
DSB DSB
ITF301 FIT-B/E FIT-B/E-L | BLC EFd I: 1: 1)L 121y | L: L: 1y | 1: L 1,
L3 3
ITF302 FIT-B/E FIT-B/ BLC E Fd I: 1: 1L ) 1: 10, | 1:01: 0, [ 1:1:1,
L7 E-L7
ITF401 FAT-E/B | FAT-E/B EI3LC | BFd I: 1 0 [ 1z 120, [ 12121, | 1:1: 1,
ITF402 FAT-B/E | FAT-B/E BLC EFd I: 1: 1 | 1 11, | 1: 1: 1, | 1: 1: 1,
ITF403 FAT-M/E | FAT-M/E MLC EFd e 1e 1) Le 11y | L: 1e 01y | 1: 12 1,

[0141] 3. 4lifk J 55

[0142]  E.0giEss R FIGH, ARG 108 o Rk S8 B3R DAL . Oml /mi nff) ok FE N4 2 1m1
Monofinity ARJETIEAFeAE - (GenScript,Cat.No.L00433-11) i E 3R E , Belliiiik, sk
Je R R S hpt 7. 2110 PBS o il i AR AR AR5 Al ok A5 a0, — 2Bl e ST
HERH (23 2 (SEC) {i [f]Superdex 200Increase 10/300GLAE, ol ok B B8k A €4 157k
(ceramic hydroxyapatite chromatography) f#i FHCHT Fa & i K A kE (Bio-Rad) Jk—
alifl T HAN SR 5T, B ASEAIME s TR alift, RIS AR B T 2t 1 TSEC,

[0143]  {ERJHAIEAEIE A T, 11 SDS-PAGEFWe s ternEI i /34 (5 1L 3Pt A 2 1g6-
HRP (GenScript,Cat.No.A00166) ) A EFFIFRIER BT 1704, 85 R s a8 1 TR
JsE AT AR I -5t o B RS HEBHHPLC PP 25 1 B 4 2

[0144]  “7JjtE15112

[0145] i H 3 AN AU AR 3 AT S a5 1 rb i i L6 FAS [ S M Bof b i 9 b 5 g e 2 1
IIPD- 119 o (I 20 52 CHO- K1 2t fitw, (BN D JH-2%55CHO-K1/PD- 1o F 44k
TETCTEI A TeG (YT ) AT S RHTPD- 1 (SHYENRT IR o I —Hi2 1 EH A1

24
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1gG (H+L) iFluor 647 (lug/ml) BHEAGR) « b T UEHBUE S T 5 PD UL - 1Bl 45
G AT T I FACS /3 T - 45 28 s AR I T o F K PD LI CHOAM I 4 415 8 Mk FE 11 8RR
FVEPUARSE & B E ARG A IOPUAR, I A 2 IL- 18 (2ug/ml) , 2R HISA-iFluor 647
(Ipg/ml) PEATAGI o 2 6o R 7B SAD ] & AEPDI+40ME_ |-, X s RN 455 IL- 1B/
BE /7. PUIL- 1BVH/VLES & 25 A3 5 WM AS[FI R 4tPD - LVH/ VL A5 & S5 A3 1) &5 Fh 21 & A =X
b }9BiS2.BiS3 FIT-IGEKFAT-IGH - AHR T4 HISEQ ID Nos:6- 12/ FF41E X [JCDRIX
[PTPD-1VH/VLES & IX SN E5 500 11 5 L AR A R (construct) HY, £ FHSEQ
ID No: 1-61F A3 X AICDRIX FEIHTPD - LVH/ VLEE 5 X AN 4565 41 Yo i B e 13425
YR .

[0146]  E8EE 125 R T WANNEE G N RN G EE  E8 R T2 5k Ol
TE HOBURR S ME B AR RTINS 4n i 45 A PD - 1 R s MR TL- 1 B4 &1 ek Arth 28 , i ot i
AN ARFEIN o o T ITCITD ITE R AR BRI AT AR I 45 5o AN T T A 1 85
ST TR R TG

[0147] B9 R 12257 & S Ol v S i 45 5 IPD- 185 5 1 45 Gl 2%, il dne
o A FCA B AR ARAS W o {7 1 ITBAITTE AR VB E M H U I T AR 85525 M T T 45528
ISR b A A 1gGs

[0148] {10~ 1 a8 1 a0 A M ARAS U 21 A1 22 571 Bt Sl Ol o v R S S5 i e s 4551
PD-1AITAI R PEIL- 1B G I ES Al £k o Wo T ITBRIITE ARADBURE S ME ST P AZ 25525
AN e S VAR M il =T O PN P (N

[0149] &1 1 R AU S PEBUARLEPD - 1/PD- LR 2543 T~ M7 A SETPD - 135 ME o oo T 414
ITAR YRR DT R AT AR FA W 75 14 o B O BETE PRI 50 5T 1 -0 B A 1gG

[0150]  [E12 5 o8 RE e DAL LL - 1R BRI E HEEH T IL - 1375 M - ITA R ZIDBUE: 14t
PRUERA 7 AT AR I REITIE Y o BT A R RE T I 12 3240 S5 s T4 A TG

25
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Fr3 %
<110> IMMETASYEYT BcAn A PR A 7]
<120> 18 e JoeJod SO AN G A 1 o B L O e e 5 5
<130> 1563. 00011

<140> PCT/US2020/025979
<{141> 2020-03-31

<150> 62/827, 381
<151> 2019-04-01

<160> 133
<170> PatentIn version 3.5

<2100 1

211> 5

<212> PRT
213> N1

<220>
223> NP3 fhiA: Ak

<400> 1
Asn Tyr Tyr Met Tyr
[0001] 1 5

210> 2

211> 17

<212> PRT
213> N3

<220>
223> NLIFHIHIHEAR: Ak

<400> 2
Gly Ile Asn Pro Ser Asn Gly Gly Thr Asn Phe Asn Glu Lys Phe Lys
1 5 10 15

Asn

<210> 3

Q11> 11

<212> PRT
213> ANT.F%

<220>
223> NLIFHIHIHEAR: ARk

<400> 3
Arg Asp Tyr Arg Phe Asp Met Gly Phe Asp Tyr

26
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1 5 10

<210> 4
211> 15
<212> PRT

213> NLF+3

<220>
223> NTFPBIRIHR: A Rk

<400> 4
Arg Ala Ser Lys Gly Val Ser Thr Ser Gly Tyr Ser Tyr Leu His
1 5 10 15

<210>
Q211
<212> PRT

213> ANTL#3

<220> _
<223> NT AR A Rk

[ e |

400> 5
Leu Ala Ser Tyr Leu

[0002] 1 :

<210> 6

211> 9

<212> PRT
213> N7

<220>
<223> NTLFBIHEAR: A Ak

<400> 6
Gln His Ser Arg Asp Leu Pro Leu Thr
1 5

210> 7

211> 5

<212> PRT
213> NTF3

<220>
<223> NTLFAUHEAR: A Rk

<400> 7
Asn Ser Gly Met His
1 5

27
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[0003]

<210> 8

211> 17

<212> PRT
213> NI

<220>
223> NTLFAIR#EE: A Rk

<400> 8

Val Tle Trp Tyr Asp Gly Ser Lys Arg Tyr Tyr Ala Asp Ser Val Lys
10

1 o

Gly

210> 9

211> 4

<212> PRT
213> NI

<220>
223> NLpBIHEd: A Ak

<400> 9
Asn Asp Asp Tyr
1

<210> 10

Q11> 11

<212> PRT
213> ANLFE%

<220>
223> NLpRIHER: A Ak

<400> 10

Arg Ala Ser Gln Ser Val Ser Ser Tyr Leu Ala
1 5 10

J

210> 11
Q11> 7

<212> PRT
213> N3

<220>
223> NLIFHHEk: A Uk

<400> 11

28
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[0004]

Asp Ala Ser Asn Arg Ala Thr
1 5

<210> 12
211> 9

<212> PRT
213> ANTR3

<220>
223> NTLIFPHIHA: &k

<400> 12
Gln GIn Ser Ser Asn Trp Pro Arg Thr
1 5

<210> 13

211> 8

<212> PRT
213> A%

<220>
<223> NLIFHIHHEAR: 4k

<400> 13
Gly Phe Thr Phe Ser Asn Phe Gly
1 5

<210> 14

211> 8

<212> PRT
213> NTLR%

<220>
<223> NTLFHRfHR: &k

<400> 14
Ile Ser Gly Gly Gly Arg Asp Thr
1 5

<210> 15

211> 10

<212> PRT
213> ANTR%

<220>
223> NTLIFHIHk: &k

<400> 15
Val Lys Trp Gly Asn Ile Tyr Phe Asp Tyr

29
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[0005]

1 5 10

<210> 16

211> 6

<212> PRT
213> ANTF5

<220>
223> NTRFBIRFIE: A Rk

400> 16
Leu Ser Ile Asn Thr Phe
1 5

<210> 17

L2112 3

<212> PRT
213> ANTLF5)

<220>
223> NTFHIMHE: &Rk

400> 17
Ala Ala Ser
1

<210> 18
211> 9

<212> PRT
213> AR5

<220>
<223> NTLFHIH#R: A sk

<400> 18
Gln Gln Ser Ser Asn Thr Pro Phe Thr
1 5

<210> 19
211> 16
<212> PRT
213> N3

<220>
<223> NLFRRIRIHEAR: & Uk

400> 19
Gly Phe Thr Phe Ser Asp Ser Trp Ile His
1 7 10

30
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<210> 20

<211> 10

<212> PRT
213> ALK

<220>
223> NTLFHIHEA: Ak

<400> 20
Ala Trp Ile Ser Pro Tyr Gly Gly Ser Thr
1 5 10

<210> 21

211> @

<212> PRT
213> NLF5

<220>
223> NTRFIRFR: &Rk

<400> 21
Arg His Trp Pro Gly Gly Phe Asp Tyr
1 3

[0006]

<210> 22

211> 11

<212> PRT
213> ALK

<220>
223> NTLFHIHEA: Ak

<400> 22
Arg Ala Ser Gln Asp Val Ser Thr Ala Val Ala
1 5 10

<210> 23
AN

<212> PRT
213> NLF5

<220>
223> NTRFIRFR: &Rk

<400> 23
Ser Ala Ser Phe Leu Tyr Ser
| 7
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[0007]

<210> 24

211> 9

<212> PRT
213> NLF3

<220>
223> NLFPHIHEIAR: A Rk

<400> 24
Gln Gln Tyr Leu Tyr His Pro Ala Thr
1 5

<210> 25

211> 4

<212> PRT
213> NILFF

<220>
<223> NLFFEH AR : A Rk

<400> 25
Ser Tyr Ile Met
1

<210> 26

Q211> 17

<212> PRT
213> N3

<220> .
223> NLRHRHER: & ik

<400> 26

Ser Ile Tyr Pro Ser Gly Gly Ile Thr Phe Tyr Ala Asp Thr Val Lys

] 5 10

Gly

210> 27
211> 11

<212> PRT
213> NLF3

<220>
223> NLJpffd: A Uik

<400> 27

32
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Ile Lys Leu Gly Thr Val Thr Thr Val Asp Tyr
1 5 10

<210> 28

211> 14

<212> PRT
213> N3

<220>
223> NTLFHIRIHEA: ARk

<400> 28
Thr Gly Thr Ser Ser Asp Val Gly Gly Tyr Asn Tyr Val Ser
1 5 10

<210> 29

a1y T

<212> PRT
213> ANTF%)

<220>
<223> NLFHIHHEAR: ARk

<400> 29
[0008] Asp Val Ser Asn Arg Pro Ser
1 5

<210> 30

tZL1> 10

2122 PRT
213> NP3

220>
223> NTH3IRIsE: &Rk

<400> 30
Ser Ser Tyr Thr Ser Ser Ser Thr Arg Val
1 & 10

<210> 31
211> 5

<212> PRT
213> NLFEF)

<220>
223> NTLIFHIRIHEA: &k

400> 31
Arg Tyr Trp Met Ser

33



CN 114127107 B ,?'._

5

=

9/224 T

[0009]

1 5

<210> 32
211> 17
<212> PRT
213> N5

<220>
<223> NLJFHHER: A ik

<400> 32

Asn Tle Lys Gln Asp Gly Ser Glu Lys
1 5

Gly

<210> 33
211> 12

<212> PRT
213> N5

<220

223> NLJPHIRIHERd: &Rk
<400> 33

1
<210> 34

211> 12

<212> PRT

213> N3

<220> \
223> NLJPPIRIHER: &Rk

<400> 34

Tyr Tyr Val Asp Ser Val Lys
10 15

Glu Gly Gly Trp Phe Gly Glu Leu Ala Phe Asp Tyr
b

10

Arg Ala Ser Gln Arg Val Ser Ser Ser Tyr Leu Ala

1 5

<210> 35

Q211> 7

<212> PRT
213> NTLFF3

<220> o
223> NLJFHIRIHEA: SRk

34

10
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400> 35
Asp Ala Ser Ser Arg Ala Thr
1 5
210> 36
211> 9
<212> PRT
213> NTLF3
220> ‘
223> NTFPAIRIHEA: ARk
400> 36
Gln GIn Tyr Gly Ser Leu Pro Trp Thr
1 5
210> 37
211> 120
<212> PRT
213> NILF3
220> ‘
223> NLFPAIRHEAR: Gk

(00101 400> 37
Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys Pro Gly Ala
1 5 10 15
Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asn Tyr

20 25 30
Tyr Met Tyr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45
Gly Gly Ile Asn Pro Ser Asn Gly Gly Thr Asn Phe Asn Glu Lys Phe
50 hb 60
Lys Asn Arg Val Thr Leu Thr Thr Asp Ser Ser Thr Thr Thr Ala Tyr
65 70 ris 80
Met Glu Leu Lys Ser Leu Gln Phe Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95
Ala Arg Arg Asp Tyr Arg Phe Asp Met Gly Phe Asp Tyr Trp Gly Gln
100 105 110

35
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[0011]

Gly Thr Thr Val Thr Val Ser Ser
120

115

<210> 38

211> 111
<212> PRT
213> NLF%

<2207

<223> NTFAHd: A REik

<400> 38

Glu Ile Val Leu Thr Gln Ser Pro Ala

1 5

Glu Arg Ala Thr Leu Ser Cys Arg Ala

20

25

Gly Tyr Ser Tyr Leu His Trp Tyr Gln

35

40

Arg Leu Leu Ile Tyr Leu Ala Ser Tyr

50

55

Arg Phe Ser Gly Ser Gly Ser Gly Thr

65 70

Ser Leu Glu Pro Glu Asp Phe Ala Val

85

Asp Leu Pro Leu Thr Phe Gly Gly Glg

100
<210> 39
<211> 113
<212> PRT
<213> NLF3
<2207

<223> NTLpAlfdd: A2k

<400> 39

105

Thr

Ser

Gln

Leu

Asp

Tyr

90

Thr

Leu
Lys
Lys
Glu
Phe

75

Lys

Ser

Gly

Pro

Ser

Thr

Cys

Val

Leu

Val

Gly

45

Gly

L.eu

Gln

Glu

Ser

Ser

30

Gln

Val

Thr

His

Ile
110

Pro

Thr

Ala

Pro

Ile

Ser

95

Lys

Gly

Ser

Pro

Ala

Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg

1 5

10

Ser Leu Arg Leu Asp Cys Lys Ala Ser Gly Ile Thr Phe
20 28

36

15

Ser Asn Ser

30
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[0012]

Gly Met His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val

35 40 45

Ala Val Ile Trp Tyr Asp Gly Ser Lys Arg Tyr Tyr Ala Asp Ser Val
55

50

60

Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe

65

70 75 80

Leu Gln Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys

85 90 95

Ala Thr Asn Asp Asp Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser

Ser

<210>
211>
<212>
213>

<2207
223>

400>
Ser

<210>
211>
212>
L4132

<220>
L223>

<400>

100 105 110

40

1

PRT
N5

NI AHE: A Rk

40

41

117
PRT

ANLF3

ANTFPRHEA: Al ik
41

Glu Val Gln Leu Leu Glu Ser Gly Gly Val Leu Val Gln Pro Gly Gly

1

5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asn Phe

20 25 30

Gly Met Thr Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val

37
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[0013]

35

Ser Gly Ile
50

Lys Gly Arg
65

Leu GlIn Met
Val Lys Trp

Val Thr Val
115

<210> 42
211> 107
<212> PRT

Ser Gly Gly

Phe Thr Ile

70

Ser Leu

85

Asn

Gly
100

Asn Ile

Ser Ser

213> ANLRF

<220>

40

Gly Arg
55
Ser Arg

Lys Gly

Tyr Phe

223> NTLJFF A : S RZ ik

400> 42
Asp Ile Gln
1

Asp Ser lle

Leu Asn Trp
35

Tyr Ala Ala
50

Ser Gly Ser
65

Glu Asp Phe

Thr Phe Gly

Met Thr Gln
5

Thr Ile Thr
20

Tyr GIn Gln

Ser Ser Leu

Gly Thr Asp
70

Ala Thr Tyr
85

Pro Gly Thr

Ser Pro

Cys Arg

Lys Pro

40

His Gly

55

Phe Thr

Tyr Cys

Val Val

Asp

Glu

Asp
105

Ser

Ala

Gly

Gly

l.eu

Gln

Asp

38

Thr

Asn

Asp

90

Tyr

Ser

10

Lys

Val

Thr

Gln

90

Phe

Tyr

Ser

75

Thr

Trp

Leu

Leu S

Ala

Pro

Ile

75

Ser

Phe

Lys

Ala

Gly

Ser

Pro

Ser
60

Arg

Ala Asp

Asn Thr

Val

Gln Gly

110

Ala Ser

Ile Asn

Asn Leu

45

Arg Phe

Thr Leu

Asn Thr

Ser

Leu

Tyr

95

Thr

Val

15

Thr

Leu

Ser

Gln

Pro
95

Val

Tyr

30

Cys

Leu

Gly

Phe

Ile

Gly

Pro

30

Phe
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100 105

<210> 43

211> 118

<212> PRT

213> NP3

220> o

223> NLIFFIRIH#R: A RZ Ik

<400> 43

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly

1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asp Ser
20 25 30

Trp Tle His Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val

S0 40 45
Ala Trp ITle Ser Pro Tyr Gly Gly Ser Thr Tyr Tyr Ala Asp Ser Val
50 15) 60
[0014]

Lys Gly Arg Phe Thr Ile Ser Ala Asp Thr Ser Lys Asn Thr Ala Tyr

65 70 75 80

Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys

85 90 95

Ala Arg Arg His Trp Pro Gly Gly Phe Asp Tyr Trp Gly Gln Gly Thr
100 105 110

Leu Val Thr Val Ser Ser

115

210> 44

211> 107

<212> PRT

213> ATLFF3)

220>

223> NLIFFFER: A REIK

<400> 44

Asp Ile Gln Met Thr GIn Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1

5

39

10

15
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[0015]

Asp

Val

Tyr

Ser

65

Glu

Thr

<210> 45
<21l

Arg

Ala

Ser

50

Gly

Asp

Phe

Val Thr

Trp Tyr

Ala Ser

Ser Gly

Phe Ala

Gly Gln
100

120

<212> PRT
213> NP3

<2205
223> NLJFHIWHEAR: S lZ ik

<400> 45

Ile

Gln

Phe

Thr

Thr

85

Gly

Thr

Gln

Leu

Asp

70

Tyr

Thr

Cys Arg

Lys Pro

Tyr Ser

25

Phe Thr

Tyr Cys

Lys Val

Glu Val Gln Leu Leu Glu Ser Gly

1

Ser

Ile

Ser

Lys

65

Leu

Leu

Met

Ser

50

Gly

Gln

Arg Leu
20

Met Trp
35
Ile Tyr

Arg Phe

Met Asn

)

Ser Cys Ala Ala

Val Arg Gln Ala

40

Pro Ser Gly Gly

29

Thr Ile Ser Arg

70

Ser Leu Arg Ala

85

40

Ala

Gly

Gly

Leu

Gln

Glu
105

Gly

Ser

25

Pro

Tle

Asp

Glu

Ser

Lys

Val

Thr

Gln

90

Ile

Gly

10

Gly

Gly

Thr

Asn

Asp
90

Gln

Ala

Pro

Ile
75

Tyr

Lys

Leu

Phe

Lys

Phe

Ser

75

Thr

Asp

Pro

Ser

60

Ser

Leu

Val

Thr

Gly

Tyr

60

Lys

Ala

Val

Lys

Arg

Ser

Tyr

Gln

Phe

Leu

45

Ala

Asn

Val

Ser

Leu

Phe

Leu

His

Pro

Ser

30

Glu

Asp

Thr

Tyr

Thr

Leu

Ser

Gln

Pro
95

Gly
15
Ser
Trp
Thr

Leu

Tyr
95

Ala

Ile

Gly

Pro

80

Ala

Gly

Tyr

Val

Val

Tyr

80

Cys
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[0016]

Ala Arg Ile Lys Leu Gly Thr Val Thr Thr Val Asp Tyr Trp Gly Gln

100

Gly Thr Leu Val Thr Val Ser Ser

<210>
211>
212>
213>

<220>
223>

<400>

115

46
110
PRT

AL

gl

120

ANTLFPAHER: SRk

46

Gln Ser Ala Leu
1

Ser 11

Asn Ty

Met 11

Ser Gl
65

Gln Al

Ser Th

<210>
Ll
L2122
213>

<220>
<223>

<400>

e Thr

r Val

35

e Tyr

y Ser

a Glu

r Arg

47
121
PRT

ALy

Ile

20

Ser

Asp

Lys

Asp

Val
100

gl

Thr Gln Pro Ala

5

Ser

Trp

Val

Ser

Glu

85

Phe

Cys

Tyr

Gly
70

Ala

Gly

Thr

Gln

Asn

Asn

Asp

Thr

Gly

Gln

40

Arg

Thr

Tyr

Gly

NTFFIR#E: Gk

47

Glu Val Gln Leu
1

Val Glu Ser Gly Gly G

5

105

Ser

Thr

20

His

Pro

Ala

Tyr

Thr
105

41

Val

10

Ser

Pro

Ser

Ser

Cys

90

Lys

10

Ser

Ser

Gly

Gly

Leu

75

Ser

Val

Gly

Asp

Lys

Val

Thr

Ser

Thr

Ser

Val

Ala

45

Ser

Ile

Tyr

Val

110

Pro

Gly

30

Pro

Asn

Ser

Thr

Leu
110

Gly Gln
15

Gly Tyr

Lys Leu

Arg Phe

Gly Leu

80

Ser Ser
95

ly Leu Val Gln Pro Gly Gly
15
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[0017]

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly

20

Trp Met Ser Trp Val Arg Gln Ala
35 40

Ala Asn Ile Lys Gln Asp Gly Ser
50 55

Lys Gly Arg Phe Thr Ile Ser Arg
65 70

Leu Gln Met Asn Ser Leu Arg Ala
85

Ala Arg Glu Gly Gly Trp Phe Gly
100

Gln Gly Thr Leu Val Thr Val Ser
115 120

<210> 48

<211> 108
<212> PRT
213> NP3

<220>
223> NLJFH|RHER: G2k

<400> 48

Glu Ile Val Leu Thr Gln Ser Pro
1 5

Glu Arg Ala Thr Leu Ser Cys Arg
20

Tyr Leu Ala Trp Tyr Gln Gln Lys
55 40

Ile Tyr Asp Ala Ser Ser Arg Ala
50 a5

Gly Ser Gly Ser Gly Thr Asp Phe
65 70

42

25

Pro
Glu
Asp
Glu
Glu

105

Ser

Gly
Ala
25

Pro

Thr

Thr

Gly

Lys

Asn

Asp

90

Leu

Thr

Ser

Gly

Gly

Leu

Phe

Lys

Tyr

Ala

75

Thr

Ala

Leu

Gln

Gln

Ile

Thr

Thr

Gly

Tyr

60

Lys

Ala

Phe

Ser

Arg

Ala

Pro

Tle

Phe

Leu

45

Val

Asn

Val

Asp

Leu

Val

Pro

Asp

Ser

Ser

30

Glu

Asp

Ser

Tyr

Tyr
110

Ser

Ser

Arg

Arg

Arg

Arg

Trp

Ser

Leu

Tyr

95

Trp

Pro

Ser

Leu

Phe

Leu

Tyr

Val

Val

Tyr

80

Cys

Gly

Gly

Ser

Leu

Ser

Glu
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Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gln Gln Tyr Gly Ser Leu Pro
85 90 95

Trp Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys

100 105
<210> 49
211> 5
<212> PRT
213> NLF3
<2207

223> NLFBIHEER: A Ak

<400> 49
Val Tyr Gly Met Asn
1 5

<210> 50

L&llx 1T

<212> PRT
213> NLFP3

<2207

[0018] 223> NILpRIMHEER: A Ak

<400> 50
I[1e Ile Trp Tyr Asp Gly Asp Asn Gln Tyr Tyr Ala Asp Ser Val Lys
1 5 10 1.4

Gly

<210> 51
211> 6

<212> PRT
Q213> N5

<220>
223> NTLFPBIHEER: A ik

<400> 51
Asp Leu Arg Thr Gly Pro
1 5

<210> 52
211> 11
<212> PRT

43
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[0019]

213> NP5

<220>
<223> NP3 fiA: Ak

<400> 52
Arg Ala Ser Gln Ser Ile Gly Ser Ser Leu His
1 7] 10

<210> 53

211> 6

<212> PRT
213> ANT.RF%

<220>
223> NLFHHEA: ARk

<400> 53
Ala Ser Gln Ser Phe Ser
1 5

<210> 54

13 7

<212> PRT
213> AR5

<2207
223> NTLFP5lsd: & puik

<400> 54
His Gln Ser Ser Ser Leu Pro
1 5

<210> 55

<211> 118
<212> PRT
213> N3

220>
223> NTFAIKIfak: &bk

<400> 55
Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln Pro Gly Arg
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Val Tyr
20 25 30

Gly Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val

44
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[0020]

35 40

Ala Ile Ile Trp Tyr Asp Gly Asp
50 55

Lys Gly Arg Phe Thr Ile Ser Arg
65 70

Leu GIn Met Asn Gly Leu Arg Ala
85

Ala Arg Asp Leu Arg Thr Gly Pro
100

Leu Val Thr Val Ser Ser
115

<210> 56

211> 107
<212> PRT
213> N3

<220>
223> NTLJFFIHaA: G Zik

<400> 56

Glu Ile Val Leu Thr GIn Ser Pro
1 5

Glu Lys Val Thr Ile Thr Cys Arg
20

Leu His Trp Tyr Gln Gln Lys Pro
35 40

Lys Tyr Ala Ser Gln Ser Phe Ser
50 55

Ser Gly Ser Gly Thr Asp Phe Thr
65 70

Glu Asp Ala Ala Ala Tyr Tyr Cys
85

Thr Phe Gly Pro Gly Thr Lys Val

Asn

Asp

Glu

Asp

Ala
25

Asp
Gly
Leu

His

Asp

45

Gln

Asn

Asp

Asp

Phe

10

Gln

Val

Thr

Gln

90

Ile

Tyr

Ser

75

Thr

Tyr

Gln

Gln

Ser

Pro

Ile

75

Ser

Lys

Tyr

60

Ala

Trp

Ser

Pro

Ser

60

Asn

Ser

45

Ala

Asn

Val

Gly

Val

Ile

Lys

45

Arg

Ser

Ser

Asp

Thr

Tyr

Gln
110

Thr

Gly

30

Leu

Phe

l.eu

Leu

Ser

Leu

Tyr

95

Gly

Pro

15

Leu

Ser

Glu

Pro

95

Val

Tyr

30

Cys

Thr

Ile

Gly

Ala

80

Phe
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100 105

<210> 57

211> 5

<212> PRT
213> NTF%

<2205
223> NLFHH#R: A ik

<400> 57
Ile Ser Arg Thr Pro
1 7

<210> 58
211> 5

<212> PRT
213> NTF%)

<2205
223> NTFHIREA: Ak

<400> 58
Ala Lys Gly Gln Pro
[0021] 1 5

<210> 59
211> 10
<212> PRT
213> N3

<220>
223> NLFH|MHiA: A Rk

<400> 59
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
1 5 10

<210> 60
211> 15
<212> PRT
213> AT

<2205
223> NTLFr3lisid: &Rk

400> 60
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser
1 5 10 15

46
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[0022]

<210> 61

<211> 20

<212> PRT
213> NTFPF)

220>
223> NTFr3lidid: & Hulk

<400> 61
1

Gly Gly Gly Ser

20
<210> 62

<211> 5

<212> PRT
213> NLFFF|
<220>

223> NTFBIRIH#IE: ARk

<400> 62
Ser Tyr Asp Met Ser
1 7

<210> 63

211> 17

<212> PRT
213> NTFPF)

<220>
223> NTJPHIfaIe: & Rk

<400> 63

Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly
5 10

Ser Gly

Tyr Tle Ser Ser Gly Gly Gly Gly Thr Tyr Tyr Pro Asp Thr Val Lys

1 )

Gly

<210> 64

<211> 10

<212> PRT
213> NTFF)

47
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<220>
223> NLFHMHiA: ARk

<400> 64
Gly Gly Val Arg Arg Gly Tyr Phe Asp Val
1 5 10

<210> 65

211> 11

<212> PRT
213> N3

<220>
223> NTRFFIHIHE: &Rk

<400> 65
Arg Ala Ser Gly Asn Ile His Asn Tyr Leu Thr
1 5 10

<210> 66

211> 7

<212> PRT
213> ATLFr3|

[0023]  <220>
223> NLFHWHiiA: ARk

<400> 66
Asn Ala Lys Thr Leu Ala Asp
1 5

<210> 67

<211> 9

<212> PRT
213> NTF3)

<220>
223> NTLFrRlisid: & Rk

400> 67
Gln His Phe Trp Ser Ile Pro Tyr Thr
1 5

<210> 68
<211> 119
<212> PRT
213> NLR%

220>

48
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223> NLIFH|I#EA: A2k

<400> 68

Glu Val Gln Leu Val Glu Ser Gly

1

Ser Leu Arg Leu
20

Asp Met Ser Trp
35

Ala Tyr Ile Ser
50

Lys Gly Arg Phe
65

Leu Gln Met Asp

Ala Arg Gly Gly
[0024] 100

Thr Pro Val Thr
115

<210> 69

211x 197
<212> PRT
213> NI

220>

5

Ser

Val

Ser

Thr

Ser

85

Val

Val

Cys

Arg

Gly

Ile

Leu

Arg

Ser

Ser Ser

Gln Ala
40

Gly Gly

55

Ser Arg

Arg Pro

Arg Gly

223> NTLFPHIRIHIE: ARz ik

<400> 69

Asp Ile Gln Met Thr Gln Ser Pro

1

5

Asp Arg Val Thr Ile Thr Cys Arg

20

Leu Thr Trp Tyr Gln Gln Thr Pro

35

40

Tyr Asn Ala Lys Thr Leu Ala Asp

Gly
Ser

25

Pro

Gly

Asp

Glu

Tyr
105

Ser

Ala

25

Gly

Gly

49

Gly

10

Gly

Gly

Thr

Asn

Asp

90

Phe

Ser
10

Lvs

Val

Val

Phe

Lys

Tyr

Ser

Thr

Asp

Leu

Gly

Ala

Pro

Val

Ile

Gly

Tyr

60

Lys

Gly

Val

Ser

Asn

Pro

Ser

Gln

Phe

L.eu

45

Pro

Asn

Val

Trp

Ala

Ile

Lvs

Arg

Pro

Ser
30

Glu

Asp

Thr

Tyr

Gly
110

Ser

His
30

Leu

Phe

Gly

15

Ser

Trp

Thr

Leu

Phe
95

Gln

Val

15

Asn

Leu

Ser

Arg

Tyr

Val

Val

Phe

Cys

Gly

Gly

Tyr

Ile

Gly
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[0025]

50

Ser Gly Ser Gly Thr Asp Tyr Thr Phe

65

70

Glu Asp Ile Ala Thr Tyr Tyr Cys Gln
85

Thr Phe Gly Gln Gly Thr Lys Leu Gln

<210> 70
ally Hl
<212> PR

<213>

<220>

223>

<400> 70
Lys Cys Lys Glu

1

Glu

Thr

Gln

Ala

65

Ser

Pro

Val

Asn

Ile

Ile

Ala

50

Lys

Tyr

Asn

Ala

Glu

2
T

Asp

Val

Cys

l.eu

100

NP3

Arg

Glu

Leu

Cys

100

Asp

Asn

ANLFFF k. A2k

Arg Glu Glu Lys

5

Arg

Tyr

[le

Asp

Arg

85

Gly

Glu

Pro

His

Ser

70

Ile

Asn

Gly

Leu

Cys

s Asp

Gln
515

Gly

Lys

Pro

Asp

40

His

His

Ile

Ala Gln

Leu

Pro

Val
120

Lys

105

Ile

Leu

Ser

Lys

Tyr

Ser

Ala

105

Leu

50

60

Thr Ile Ser Ser Leu Gln Pro

His
90

Ile

Ile
10

Asn

Glu

Tyr

Ala

90

Ile

Pro

Gln

75

80

Phe Trp Ser Ile Pro Tyr

Thr

Leu

Pro

s Thr

Lys

Cys

75

Lys

Phe

Tyr

Trp

Val

Asn

Pro

Leu

60

Val

Phe

Met

Tyr

Ser

Glu

Val

Trp

Val

Val

5 GIn

Glu
125

Lys

Ser

His

Ser

Phe

Arg

Glu

Lys

110

Phe

Asp

95

Ala

15

Lys

Thr

Val

Asn

Asn

95

l.eu

Phe

Cys

Asn

Gly

Glu

Pro

Ser

80

Glu

Pro

Lvs

Lys
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[0026]

Pro

145

Ile

Ala

Glu

Ser

Leu

225

Trp

Tyr

Thr

Phe

Gln
305

<210> 71

130

Leu

Val

Ser

Phe

Pro

210

Ile

Asn

Tyr S

Val

Thr
290

L.eu

Leu

Met

Ile
195

Ala

Leu
275

Cys

Ile

<211> 651
<212> PRT
213> N3

<220>
<223> NLFHH#R: G2 ik

<400> 71

Leu

Asn

Thr

180

Thr

Asn

Asn

Val
260

Asn

Phe

Asp

Val

165

Leu

Glu

Val

Val

245

Glu

Ile

Ala

Pro

Asn

150

Ala

[.eu

Glu

Thr

Thr

230

Ile

Asn

Ser

Lys

Val
310

135

Ile

Glu

Gly

Glu

Met

215

Gly

Asp

Pro

Glu

Asn

295

Thr

His

Lys

Lys

Asn

200

Glu

Gln

Glu

Phe

His

Gln

185

Lys

Val

Leu

Asp

Ser

Arg

170

Pro

Asp

Ser

Asp
250

Ala Asn Lys

Ile
280

Thr

Asn

265

Glu

His

Ser

Gly

Pro

Thr

Leu

Asp

235

Pro

Arg

Arg

Ile

140

Val

Asn

Ile

Gly
220

Ile

Val

Arg S

Phe

Asp
300

Lys

Tyr

Thr

Ala

l.eu

Tyr
285

Ala

Asp

Thr

Arg

190

Val

Gln

Gly

Thr

270

Lys

Ala

Arg

Cys

175

Val

[le

[le

Trp

Glu

255

Leu

His

Tyr

Leu

160

His

Ile

Val

Gln

Lys

240

Asp

Ile

Pro

Ile

Ser Glu Arg Cys Asp Asp Trp Gly Leu Asp Thr Met Arg Gln Ile Gln

51
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[0027]

1

Val

Phe

Ile

Phe

65

Phe

Arg

Gln

Leu

Gly

145

Cys

Leu

Val

Leu

Ile
225

Phe

Leu

Trp

50

Arg

Arg

Asn

Lys

Tyr

130

Tyr

Tyr

Ser

Val

Thr

210

His

Glu

Lys

35

Leu

Pro

Thr

Asp

115

Ile

Phe

Lys

Phe

Thr

195

Val

Ser

Asp

Phe

Trp

Pro

Thr

Thr

100

Ser

Glu

Pro

Ile

Leu

180

Tyr

Lys

Pro

Glu

Asn

Thr

Glu

l.eu

85

Tyr

Cys

Tyr

Pro

Val

Asn

Pro

Tyr

Asn

70

[.eu

Cys

Phe

Gly

Ser

150

Asn

Ala

Glu

Val

Asp
230

Ala Arg lle

Ser

Gln

Arg

Asn

Ser

Asn

Ile

135

Val

Phe

Leu

Asn

Gly

215

His

Thr

Asp

[le

Asp

Lys

Ser

120

Gln

Lys

Asn

[le

Gly

200

Ser

Val

25

Ala

Arg

Ser

Thr

Val

105

Pro

Arg

Pro

Asn

Ser

185

Arg

Pro

Val

52

10

Lys

His

Asp

Lys

Gly

Ala

Met

Ile

Thr

Val

170

Asn

Thr

Lys

Tyr

Cys

Ser

Leu

Glu

75

Asn

Phe

Lys

Thr

Ile

155

Ile

Asn

Phe

Asn

Glu
235

Pro

Ala

Glu

60

Lys

Pro

Leu

Cys

140

Thr

Pro

Gly

His

Ala
220

Leu

Gly

Glu

Asp

Thr

Leu

Pro

125

Pro

Trp

Glu

Asn

Leu

205

Val

s Glu

Phe

30

Leu

Pro

Val

Cys

Glu

110

Val

Asn

Tyr

Gly

Tyr

190

Thr

Pro

Pro

15

Glu

Thr

Ile

Leu

Met

Val

His

Val

Met

Met
175

Thr C

Arg

Pro

Gly

His

Leu

Asn

Trp

80

l.eu

Val

Lys

Asp

Gly

160

Asn

Thr

Val

Glu
240
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[0028]

Glu

Arg

Thr

Asp

Asp

305

Val

Thr

Ser

His

Ser

385

Phe

Arg

Glu

Lys

Leu

Asn

Ile

Glu

290

Leu

Ala

Val

Ala

Lys

370

Thr

Val

Asn

Asn

Leu
450

Leu

Glu

Asp

275

Thr

Lys

Lys

Glu

Asn

355

Gly

Glu

Pro

Ser

Glu

435

Pro

Ile

Val

260

Val

Arg

Arg

Ala

Lys

340

Glu

Thr

Gln

Ala

Ser

420

Pro

Val

Pro

245

Trp

Thr

Thr

Ser

Ala

325

Cys

Ile

Ile

Ala

Lys

405

Tyr

Asn

Ala

Cys

Trp

Ile

Gln

Tyr

310

Lys

Lys

Asp

Thr

Ser

390

Val

Cys

Leu

Gly

Thr

Thr

Asn

Ile

295

Val

Val

Glu

Val

Trp

375

Arg

Glu

Leu

Cys

Asp
455

Val Tyr Phe

Ile

Glu

280

Leu

Cys

Lys

Arg

Arg

360

Tyr

Ile

Asp

Arg

Tyr

440

Gly

53

Asp

265

Ser

Ser

His

Gln

Glu

345

Pro

Lys

His

Ser

Ile

425

Asn

Gly

250

Gly

Ile

Ile

Ala

Lys

330

Glu

Cys

Asp

Gln

Gly

410

Ala

Leu

Ser

Lys

Ser

Lys

Arg

315

Val

Lys

Pro

Asp

His

395

His

Ile

Gln

Val

Phe

Lys

His

Lys

300

Ser

Pro

Ile

Leu

Ser

380

Lys

Tyr

Ser

Ala

Cys
460

Leu

Pro

Ser

285

Val

Ala

Ala

Ile

Asn

365

Lys

Glu

Tyr

Ala

Ile

445

Pro

Met

Asp

270

Arg

Thr

Lys

Pro

Leu

350

Pro

Thr

Lys

Cys

Lys

430

Phe

Tyr

Asp

255

Asp

Thr

Ser

Gly

Arg

335

Val

Asn

Pro

Leu

Val

415

Phe

Lys

Met

Ser

Ile

Glu

Glu

Glu

320

Tyr

Ser

Glu

Val

Trp

400

Val

Val

Gln

Glu
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[0029]

Phe
465

Asp

Asp

Thr

Arg

Val

545

Gln

Tyr

Gly

Thr

Lys

625

Ala

<210> 72

Phe

Cys

Arg

Cys

Val

530

[le

Ile

Trp

Glu

Leu

610

Tyr

Lys

Lys

Leu

His

915

Ile

Val

Gln

Lys

Asp

59

Ile

s Pro

Ile

<211> 153
<212> PRT
213> N3]

<220>
223> NTLFEFIRHEAR: A2k

Asn

Pro

Ile

500

Ala

Glu

Ser

Leu

Trp

580

Tyr

Thr

Phe

Gln

Glu
Leu
485
Val
Ser
Phe
Pro
Ile
565
Asn
Tyr
Val

Thr

Leu
645

Asn

470

Leu

Met

Tyr

Ile

Ala

550

Cys

Leu

Cys
630

Ile

Asn Glu Leu Pro

Leu

Asn

Thr

Thr

535

Asn

Asn

Ser

Val

Asn

615

Phe

Tyr

Asp

Val

Tyr

520

Leu

Glu

Val

Val

Glu

600

Ile

Ala

Pro

54

Asn

Ala

505

Leu

Glu

Thr

Thr

Ile

585

Asn

Ser

Lys

Val

Ile

490

Glu

Gly

Glu

Met

Gly

270

Asp

Pro

Glu

Asn

Thr
650

Lys
475

His

Lys

Asn

Glu

555

Gln

Glu

Ala

[le

Thr

635

Asn

Leu

Phe

His

Gln

Lys

540

Val

Leu

Asp

Asn

Glu

620

His

Gln
Ser
Arg
Tyr
525
Pro
Asp
Ser
Asp
Lys
605
Ser

Gly

Trp

Gly

Gly

510

Pro

Thr

Leu

Asp

Pro

590

Arg

Ile

Tyr

Val

495

Asn

Ile

Arg

Gly

Ile

575

Val

Arg

Phe

Asp

Lys

480

Lys

Tyr

Thr

Pro

Ser

560

Ala

Leu

Ser

Tyr

Ala
640
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[0030]

<400> 72

Met Arg Pro

1

Trp

Ala

Val

Lys

65

Leu

Lys

Glu

Asp

Thr
145

<210> 73

Asp

Gly

Val

50

Met

Glu

Arg

Ser

Gln

130

Lys

Val

Tyr

35

Pro

Cys

Ala

Phe

Ala

115

Pro

Phe

211> 725
<212> PRT
213> N3

<220>
<223> NTLFHIHEER: A2k

400> 73

Ser

Asn

Leu

Ile

Leu

Val

Ala

100

Ala

Val

Tyr

Met Gly Trp Ser

1

Gly

Gln

Gln

Glu

Ser

Asn

Phe

Cys

Ser

Phe

Gly

Pro

Cys

70

Ile

Ile

Pro

Leu

Gln
150

Lys Ser Ser Lys

Thr

Pro

His

55

Val

Thr

Arg

Gly

Thr

135

Glu

Phe Tyr
25

Asn Val

Ala Leu

Lys Ser

Asp Leu

Ser Asp

105

Trp Phe
120

Asn Met

Asp Glu

Cys Ile Ile Leu Phe
5

10

Leu

Asn

Phe

Gly

Ser

Ser

Leu

Pro

Met

Leu

Leu

Asp

75

Glu

Gly

Cys

Asp

Gln

Asn

Glu

Gly

60

Glu

Asn

Pro

Thr

Glu
140

Ala

Asn

Glu

Ile

Thr

Arg

Thr

Ala
125

Phe

His

Arg

Lys

Thr

110

Met

Val

Arg

15

Leu

Tle

Gly

Leu

Gln

Ser

Glu

Met

Ile

Val

Asp

Gly

Gln

80

Asp

Phe

Ala

Val

Leu Val Ala Thr Ala Thr Gly

10

15

Val His Ser Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys

20

25

55

30
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[0031]

Pro

Thr

Glu

65

Glu

Thr

Tyr

Trp

Gly

145

Ile

Arg

Tyr

Leu

Phe

225

Leu

Gly

Asn

50

Trp

Lys

Ala

Tyr

Gly

130

Gly

Val

Ala

Ser

Leu

210

Ser

Glu

Ala

35

Tyr

Met

Phe

Tyr

Cys

115

Gln

Gly

Leu

Thr

Tyr

195

Ile

Gly

Pro

Ser

Tyr

Gly

Met

100

Ala

Gly

Gly

Thr

Leu

180

Leu

Tyr

Ser

Glu

Val

Met

Gly

Asn

85

Glu

Arg

Thr

Ser

Gln

165

Ser

His

Leu

Gly

Asp
245

Lys

Tyr

Ile

70

Arg

Leu

Arg

Thr

Gly

150

Ser

Cys

Trp

Ala

Ser

230

Phe

Val

Trp

55

Asn

Val

Asp

Val

135

Gly

Pro

Arg

Tyr

Ser

215

Gly

Ala

Ser Cys Lys

40

Val

Pro

Thr

Ser

Tyr

120

Thr

Gly

Ala

Ala

Gln

200

Tyr

Thr

Val

56

Arg

Ser

Leu

Leu

105

Arg

Val

Gly

Thr

Ser

185

Gln

Leu

Asp

Tyr

Gln

Asn

Thr

90

Gln

Phe

Ser

Ser

Leu
170

Glu

Phe

Tyr
250

Ala

Ala

Gly

75

Thr

Phe

Asp

Ser

Gly

155

Ser

Gly

Pro

Ser

Thr

235

Cys

Ser

Pro

Gly

Asp

Asp

Met

Gly

140

Gly

Leu

Val

Gly

Gly

220

Leu

Gln

Gly

45

Gly

Thr

Ser

Asp

Gly

125

Gly

Gly

Ser

Ser

Gln

205

Val

Thr

His

Tyr

Gln

Asn

Ser

Thr

110

Phe

Gly

Gly

Pro

Thr

190

Ala

Pro

Ile

Ser

Thr

Gly

Phe

Thr

95

Ala

Asp

Gly

Ser

Gly

175

Ser

Pro

Ala

Ser

Arg
i3

Phe

Leu

Asn

80

Thr

Val

Tyr

Ser

Glu

160

Glu

Gly

Arg

Arg

Ser

240

Asp
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[0032]

Leu

Gly

Gly

Ser

305

Pro

Asn

Asp

Glu

Phe

385

Thr

Glu

His

Ser

465

Cys

Pro

Gly

Gly

290

Gly

Gly

Gln

Asn

Asp

370

Asp

Lys

Glu

Pro

Thr

450

Val

Asn

Leu
Ser
275
Val
Phe
Lys
Tyr
Ser
355
Thr
Tyr
Gly
Ser
Val
435
Phe

Val

Val

Thr

260

Gly

Val

Thr

Gly

Tyr
340

Ala

Trp

Pro

Thr

420

Thr

Pro

Thr

Asp

Phe

Gly

Gln

Phe

Leu

325

Ala

5 Asn

Val

Gly

Ser

405

Ala

Val

Ala

Val

His

Gly

Gly

Pro

Ser

310

Glu

Asp

Thr

Tyr

Gln

390

Val

Ala

Val

Pro
470

Gly Gly Thr

Gly

Gly

295

Val

Trp

Ser

[Leu

Tyr

375

Gly

Phe

Leu

Trp

Leu

455

Ser

s Pro

Ser

280

Arg

Tyr

Val

Val

Tyr

360

Cys

Thr

Pro

Gly

Asn

440

Gln

Ser

Ser

265

Gln

Ser

Gly

Ala

Lys

345

Leu

Ala

Leu

Leu

Cys

425

Ser

Ser

Ser

Asn

57

Lys

Val

Leu

Met

Ile

330

Gly

Gln

Arg

Val

Ala

410

Leu

Gly

Ser

Leu

Thr

Val

Gln

Arg

Asn

L5

Ile

Arg

Met

Asp

Thr

395

Pro

Val

Ala

Gly

Gly
475

Glu

Leu

Leu

300

Trp

Trp

Phe

Asn

Leu

380

Val

Cys

Leu

Leu
460

Thr

5 Val

Ile

Val

285

Val

Tyr

Thr

Gly

365

Arg

Ser

Ser

s Asp

Thr

445

Tyr

Lys

Asp

Lys

270

Glu

Cys

Arg

Asp

Ile

350

l.eu

Thr

Ser

Arg

Tyr

430

Ser

Thr

Gly

Ser

Ala

Gln

Gly

335

Ser

Arg

Gly

Ala

Ser

415

Phe

Gly

Leu

Tyr

s Arg

Gly

Gly

Ala

Ala

320

Asp

Arg

Ala

Pro

Ser

400

Thr

Pro

Val

Ser

Thr

480

Val
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Glu

Leu

[Leu

-

Ser

545

Glu

Thr

Asn

Gln

625

Val

Val

Pro

Thr

Val
705

Ser
Gly
Met
530
Gln
Val
Tyr
Gly
Ile
610
Val
Ser
Glu
Pro
Val
690

Met

Glu

His

Arg

Lys

595

Glu

Tyr

Leu

Trp

Val

675

Asp

His

Tyr

500

Pro

Ser

Asp

Asn

Val

580

Glu

Lys

Thr

Thr

Glu

660

Leu

Lys

Glu

485

Gly

Ser

Arg

Pro

Ala

565

Val

Thr

Leu

Cys

645

Ser

Asp

Ser

Ala

Pro

Val

Thr

Glu

550

Lys

Ser

Ile
Pro
630

Leu

Asn

Arg

Leu
710

Pro

Phe

Pro

535

Val

Thr

Val

;5 Cys

Ser

615

Pro

Val

Gly

Asp

Trp

695

His

Cys

Leu

520

Glu

Gln

Lys

Leu

Lys

600

Lys

Ser

Lys

Gln

Gly

680

Gln

Asn

Pro
505

Phe

Val

Phe

Pro

Thr

585

Val

Ala

Gln

Gly

Pro

665

Glu

His

58

490

Pro

Pro

Thr

Asn

Arg

570

Val

Ser

Lys

Glu

Phe

650

Glu

Phe

Gly

Tyr

Cys

Pro

Cys

Trp

095

Glu

Leu

Asn

Gly

Glu

635

Tyr

Asn

Phe

Asn

Thr
715

Pro

Lys

Val

540

Tyr

Glu

His

Gln

620

Met

Pro

Asn

Leu

Val
700

Gln

Ala

Pro

025

Val

Val

Gln

Gln

Thr

Ser

Tyr S

685

Phe

Lys

Pro

510

Lys

Val

Asp

Phe

Asp

590

[Leu

Arg

Lys

Asp

Lys

670

Ser

Ser

495

Glu

Asp

Asp

Gly

Asn

575

Trp

Pro

Glu

Asn

Ile

655

Thr

Arg

Cys

Leu

Phe

Thr

Val

Val

560

Ser

Leu

Ser

Pro

Gln

640

Ala

Thr

Leu

Ser

Ser
720
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Leu Ser Leu Gly Lys

<210> 74
211>
212>

233
PRT

213> NP3
<220>

<223>

Met Gly Trp Ser
1

Val

Thr

Gly

Leu

65

Phe

Leu

Leu

Val

Lys

145

Arg

His

Pro

Ser

50

Leu

Ser

Glu

Pro

Ala

130

Ser

Glu

Ser

Lys

35

Ser

Tle

Gly

Ala

Phe

115

Ala

Gly

Ala

Glu

20

Glu

Leu

Lys

Ser

Glu

100

Thr

Pro

Thr

Lys

725

ANTFPRRHR: &k
<400> 74

Cys Ile Ile Leu

5

Tle

Lys

His

Tyr

Gly

85

Asp

Phe

Ser

Ala

Val
165

Val

Val

Trp

Ala

70

Ser

Ala

Gly

Val

Ser

150

Gln

Leu

Thr

Tyr

Ser

Gly

Ala

Pro

Phe

135

Val

Trp

Thr

Ile

40

Gln

Gln

Thr

Ala

Gly

120

Ile

Val

Lys

59

Phe

Gln

25

Thr

Gln

Ser

Asp

Tyr

105

Thr

Phe

Cys

Val

Leu

10

Ser

Cys

Lys

Phe

Phe

90

Tyr

Lys

Pro

Leu

Asp
170

Val

Pro

Arg

Pro

Ser

75

Thr

Cys

Val

Pro

Leu

155

Asn

Ala

Asp

Ala

Asp

60

Gly

Leu

His

Asp

Ser

140

Asn

Ala

Thr

Phe

Ser

45

Gln

Val

Thr

Gln

Ile

125

Asp

Asn

Leu

Ala

Gln

30

Gln

Ser

Pro

Ile

Ser

110

Lys

Glu

Phe

Gln

Thr

15

Ser

Ser

Pro

Ser

Asn

95

Ser

Arg

Gln

Tyr

Ser
175

Gly

Val

Ile

Lys

Arg

80

Ser

Ser

Thr

Leu

Pro

160

Gly
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[0035]

Asn

Ser

Lys

Thr
225

210>
A
212>
213>

Ser

Leu

Val
210

Lys

<220>

<223>

75
714
PRT

NLFE3

Gln

Ser

195

Tyr

Ser

Glu
180

Ser

Ala

Phe

Met Gly Trp Ser

1

Val

Pro

Ser

Glu

65

Asp

Thr

Tyr

His

Gly

Asn

50

Trp

Ser

Leu

Tyr

Ser

Arg

35

Ser

Val

Val

Phe

Cys
115

Gln

20

Ser

Gly

Ala

Lys

Leu

100

Ala

Ser Val Thr Glu

Thr Leu Thr Leu

200

Cys Glu Val Thr

215

Asn Arg Gly Glu

230

Cys Ile Tle

5

Val

Leu

Met

Val

Gly

85

Gln

Thr

Gln

Arg

His

Ile

70

Arg

Met

Asn

Leu

Leu

Trp

Trp

Phe

Asn

Asp

ANTFPRIRHE: &k
<400> 75

Leu

Val

Asp

40

Val

Tyr

Thr

Ser

Asp
120

60

Gln Asp Ser

185

Ser Lys Ala

His Gln Gly

Cys

Phe

Glu

25

Cys

Arg

Asp

[le

Leu

105

Tyr

Leu

10

Ser

Lys

Gln

Gly

Ser

90

Arg

Trp

Val

Gly

Ala

Ala

Ser

75

Ala

Gly

Lys

Asp

Leu

220

Ala

Gly

Ser

Pro

60

Lys

Asp

Glu

Gln

Asp
Tyr

205

Ser

Thr

Gly

Gly

45

Gly

Arg

Asn

Asp

Gly
125

Ser Thr Tyr

190

Glu

Ser

Ala

Val
30

Ile

Lys

Tyr

Ser

Thr

110

Thr

Lys

Pro

Thr

15

Val

Thr

Gly

Tyr

Lys

95

Ala

Leu

His

Val

Gly

Gln

Phe

Leu

Ala

80

Asn

Val

Val
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[0036]

Thr

Gly

145

Ala

Ala

Gly

Gly

Leu

225

Gln

Glu

Leu

Leu

Trp

305

Trp

Phe

Val

130

Gly

Thr

Ser

Gln

Ile

210

Thr

Gln

Ile

Val

Ser

290

Val

Tyr

Thr

Ser

Ser

Leu

Gln

Ala

195

Pro

Ile

Ser

Lys

Glu

275

Cys

Arg

Asp

Ile

Ser

Ser

Ser

180

Pro

Ala

Ser

Ser

Gly

260

Ser

Ala

Gln

Gly

Ser
340

Gly

Gly

Leu

165

Val

Arg

Arg

Ser

Asn

245

Gly

Gly

Ala

Ala

Asp

325

Arg

Gly

Gly

150

Ser

Ser

Leu

Phe

Leu

230

Trp

Gly

Gly

Ser

Pro

310

Asn

Asp

Gly

135

Gly

Pro

Ser

Leu

Ser

215

Glu

Pro

Gly

Gly

Gly

295

Gly

Gln

Asn

Gly Ser Gly

Ser

Gly

Tyr

Ile

200

Gly

Pro

Arg

Ser

Val

280

Phe

Lys

Tyr

Ser

61

Glu

Glu

Leu

185

Tyr

Ser

Glu

Thr

Gly

265

Val

Thr

Gly

Tyr

Lys
345

Ile

Arg

170

Ala

Asp

Gly

Asp

Phe

250

Gly

Gln

Phe

Leu

Ala

330

Asn

Gly

Val

155

Ala

Trp

Ala

Ser

Phe

235

Gly

Gly

Pro

Ser

Glu

315

Asp

Thr

Gly

140

Leu

Thr

Tyr

Ser

Gly

220

Ala

Gln

Gly

Gly

Val

300

Trp

Ser

Leu

Gly

Thr

Leu

Gln

Asn

205

Thr

Val

Gly

Ser

Arg

285

Tyr

Val

Val

Tyr

Ser

Gln

Ser

Gln

190

Arg

Asp

Tyr

Thr

Gln

270

Ser

Gly

Ala

Lys

Leu
350

Gly

Ser

Cys

175

Lys

Ala

Phe

Tyr

Lys

255

Val

Leu

Met

Ile

Gly

335

Gln

Gly

Pro

160

Arg

Pro

Thr

Thr

Cys

240

Val

Gln

Arg

Asn

Ile

320

Arg

Met
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[0037]

Asn

Leu

Val

385

Cys

Leu

Leu

Thr

465

Val

Pro

Lys

Val

Tyr

545

Glu

Gly

Arg

370

Ser

Ser

Asp

Thr

Tyr

450

Asp

Ala

Pro

Val

530

Val

Gln

Leu

355

Th

Ser

Arg

Tyr

Ser

435

Ser

Th

Lys

Pro

Lys

515

Val

Asp

Phe

Arg

Gly

Ala

Ser

Phe

420

Gly

Leu

Tyr

Arg

Glu

500

Asp

Asp

Gly

Asn

Ala

Pro

Ser

Th¥

405

Pro

Val

Ser

Th¥

Val

485

Phe

Th¥

Val

Val

Ser
565

Glu

Phe

Thy

390

Ser

Glu

His

Ser

Cys

470

Glu

Leu

Leu

Ser

Glu

550

Thy

Asp

Asp

375

Lys

Glu

Pro

Thr

Val

455

Asn

Ser

Met

Gln

535

Val

Tyr

Thr Ala Val

360

Tyr

Gly

Ser

Val

Phe

440

Val

Val

Lys

Gly

Ile

520

Glu

His

Arg

62

Trp

Pro

Thr

Thr

425

Pro

Thr

Asp

Tyr

Pro

505

Ser

Asp

Asn

Val

Gly

Ser

Ala

410

Val

Ala

Val

His

Gly

490

Ser

Arg

Pro

Ala

Val
570

Gln

Val

395

Ala

Ser

Val

Pro

Lys

475

Pro

Val

Thr

Glu

Lys

555

Ser

Tyr

Gly

380

Phe

Leu

Trp

Leu

Ser

460

Pro

Pro

Phe

Pro

Val

540

Th

Val

Cys

365

Thr

Pro

Gly

Asn

Gln

445

Ser

Ser

Cys

Leu

Glu

525

Gln

Leu

Ala

Leu

Leu

Cys

Ser

430

Ser

Ser

Asn

Pro

Phe

510

Val

Phe

Pro

Thr

Arg

Val

Ala

Leu

415

Gly

Ser

Leu

Thr

Pro

495

Pro

Thr

Asn

Arg

Val
575

Asp

Thr

Pro

400

Val

Ala

Gly

Gly

Lys

480

Cys

Pro

Cys

Trp

Glu

560

Leu
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[0038]

His GIn Asp

Lys Gly Leu
595

GIn Pro Arg
610

Met Thr Lys
625

Pro Ser Asp

Asn Tvyr Lys

Leu Tyr Ser
675

Val Phe Ser
690

Gln Lys Ser
705

<210> 76
211> 721
<212> PRT

Trp

580

Pro

Glu

Asn

Ile

Thr

660

Arg

Cys

Leu

213> NP3

<220>

Leu

Ser

Pro

Gln

Ala

645

Thr

Leu

Ser

Ser

Asn

Ser

Gln

Val

630

Val

Pro

Thr

Val

Leu

710

Gly

[le

Val

615

Ser

Glu

Pro

Val

Met

695

Ser

Lys

Glu

600

Tyr

Leu

Trp

Val

Asp

680

His

Leu

223> NLJFH|WHER: G2k

<400> 76

Met Gly Trp Ser Cys Ile Ile Leu

1

5

Val His Ser Gln Val Gln Leu Val

20

Glu

585

Lys

Thr

Thr

Glu

Leu

665

Lys

Glu

Gly

Phe

Tyr

Thr

Leu

Cys

Ser

650

Asp

Ser

Ala

Lys

Lys

Ile

Pro

Leu

635

Asn

Ser

Arg

Leu

Cys

Ser

Pro

620

Val

Gly

Asp

Trp

His
700

Leu Val Ala

10

Glu Ser Gly Gly

25

Pro Gly Arg Ser Leu Arg Leu Ser Cys Ala Ala Ser

35

40

63

Lys

Lys

605

Ser

Lys

Gln

Gly

Gln

685

Asn

Thr

Gly

Gly
45

Val

590

Ala

Gln

Gly

Pro

Ser

670

Glu

His

Ala

Val
30

Phe

Ser

Lys

Glu

Phe

Glu

655

Phe

Gly

Tyr

Thr
15

Val

Thr

Asn

Gly

Glu

Tyr

640

Asn

Phe

Asn

Thr

Gly

Gln

Phe
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[0039]

Ser

Glu
65

Asp

Thr

Tyr

Gln

Gly

145

Leu

Thr

Gly
225

Ala

Pro

Gly

Val
50

Trp

Leu

Tyr

Gly

130

Gly

Thr

Ile

Gln

Gln

210

Thr

Ala

Gly

Ser

Tyr

Val

Val

Tyr

Cys

115

Thr

Ser

Gln

Thr

Asp

Tyr

Thr

Gln

Gly

Ala

Lys

Leu

100

Ala

Leu

Gly

Ser

Cys

180

Lys

Phe

Phe

Tyr

Lys

260

Val

Met

Ile

Gly

85

Gln

Arg

Val

Gly

Pro

165

Arg

Pro

Ser

Thr

Cys

245

Val

Gln

Asn

Ile

Arg

Met

Asp

Thr

Gly

150

Asp

Ala

Asp

Gly

Leu

230

His

Asp

L.eu

Trp Val Arg

55

Trp

Phe

Asn

Leu

Val

135

Gly

Phe

Ser

Gln

Val

215

Thr

Gln

Ile

Val

Tyr

Thr

Gly

Arg

120

Ser

Ser

Gln

Gln

Ser

200

Pro

Ile

Ser

Lys

Gln

Asp

Ile

Leu

105

Thr

Ser

Ser

185

Pro

Ser

Asn

Ser

Gly
265

64

Gln

Gly

-

Ser

90

Arg

Gly

Gly

Gly

Val

170

Ile

Lys

Arg

Ser

Ser

250

Gly

Gly

Ala

Asp

75

Arg

Ala

Pro

Gly

Gly

155

Thr

Gly

Leu

Phe

Leu

235

Leu

Gly

Val

Pro

60

Asn

Asp

Glu

Phe

Gly

140

Pro

Ser

Leu

Ser

220

Glu

Pro

Gly

Glu

Gly

Gln

Asn

Asp

Asp

125

Gly

Ser

Lys

Ser

Ile

205

Gly

Ala

Phe

Ser

Val

Lys

Tyr

Ser

Thr

110

Tyr

Ser

Glu

Glu

Leu

190

Lys

Ser (

Glu

Thr

Gly
270

Gly

Tyr

Lys

95

Ala

Trp

Gly

Ile

Lys

175

His

Asp

Phe
255

Gly

Leu

Ala

Asn

Val

Gly

Gly

Val

160

Val

Trp

Ala

Ser

Ala

240

Gly

Gly

y Pro
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Gly

Asn

305

Trp

Lys

Ala

Tyr

Gly

385

Ser

Ala

Val

Ala

Val

465

His

Gly

Ala

290

Tyr

Met

Phe

Tyr

Cys

370

Gln

Val

Ala

Ser

Val

450

Pro

Lys

Pro

275

Ser

Tyr

Gly

Lys

Met

355

Ala

Gly

Phe

Leu

Trp

435

Leu

Ser

Pro

Pro

Val

Met

Gly

Asn

340

Glu

Arg

Thr

Pro

Gly

420

Asn

Gln

Ser

Ser

Cys
500

Lys

Tyr

Ile

325

Arg

l.eu

Arg

Thr

Leu

405

Ser

Ser

Asn
485

Pro

Val

Trp

310

Asn

Val

Asp

Val

390

Ala

Leu

Gly

Ser

Leu

470

Thr

Pro

Ser

295

Val

Pro

Thr

Tyr

375

Thr

Pro

Val

Ala

Gly

455

Gly

Lys

Cys

280

Cys

Arg

Ser

Leu

Leu

360

Arg

Val

Cys

Lys

Leu

440

Leu

Thr

Val

Pro

Lys

Gln

Asn

Thr

345

Gln

Phe

Ser

Ser

Asp

425

Thr

Tyr

Lys

Asp

Ala
505

65

Ala

Ala

Gly

330

Thr

Phe

Asp

Ser

Arg

410

Tyr

Ser

Thr

Lys
490

Pro

Pro

315

Gly

Asp

Asp

Met

Ala

395

Ser

Phe

Gly

Leu

Tyr

475

Arg

Glu

Gly

300

Gly

Thr

Ser

Asp

Gly
380

Ser

Thr

Pro

Val

o

Ser

460

Thr

Val

Phe

285

Tyr

Gln

Asn

Ser

Thr

365

Phe

Thr

Ser

Glu

His

445

Ser

Cys

Glu

Leu

Thr

Gly

Phe

Thr

350

Ala

Asp

Lys

Glu

Pro

430

Thr

Val

Asn

Ser

Gly
510

Phe

Leu

Asn

335

Thr

Val

Tyr

Gly

Ser

415

Val

Phe

Val

Val

Lys

495

Gly

Thr

Glu

320

Glu

Thr

Tyr

Trp

Pro

400

Thr

Thr

Pro

Thr

Asp

180

Tyr

Pro
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Ser

Arg

Pro

545

Ala

Val

Tyr

Thr

Leu

625

Cys

Ser

Asp

Ser

Ala

705

Lys

Val

Thr

530

Glu

Lys

Ser

Lys

Ile

610

Pro

Leu

Asn

Ser

Arg

690

Leu

Phe

515

Pro

Val

Thr

Val

Cys

595

Ser

Pro

Val

Gly

Asp

675

Trp

His

Leu

Glu

Gln

Leu
580

Lys

Ser

Lys

Gln

660

Gly

Gln

Asn

Phe

Val

Phe

Pro

565

Thr

Val

Ala

Gln

Gly

645

Pro

Ser

Glu

His

Pro

Thr

Asn

550

Arg

Val

Ser

Lys

Glu

630

Phe

Glu

Phe

Gly

Tyr
710

Pro

Cys

535

Trp

Glu

Leu

Asn

Gly

615

Glu

Tyr

Asn

Phe

Asn

695

Thr

Lys Pro Lys

520

Val

Tyr

Glu

His

Lys

600

Gln

Met

Pro

Asn

Leu

680

Val

Gln

66

Val

Val

Gln

Gln

585

Gly

Pro

Thr

Ser

Tyr

665

Tyr

Phe

Val

Asp

Phe

570

Asp

Leu

Arg

Asp

650

Ser

Ser

Ser

Asp

Asp

Gly

555

Asn

Trp

Pro

Glu

Asn

635

Ile

Thr

Arg

Cys

Leu
715

Thr

Val

540

Val

Ser

Leu

Ser

Pro

620

Gln

Ala

Thr

Leu

Ser

700

Ser

Leu

525

Ser

Glu

Thr

Asn

Ser

605

Gln

Val

Val

Pro

Thr

685

Val

Leu

Met

Gln

Val

Tyr

Gly

590

Ile

Val

Ser

Glu

Pro

670

Val

Met

Ser

Ile

Glu

His

Arg

575

Lys

Glu

Tyr

Leu

Trp

655

Val

Asp

His

Leu

Ser

Asp

Asn

560

Val

Glu

Lys

Thr

Thr

640

Glu

Leu

Lys

Glu

Gly
720
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210> 77

211> 237
<212> PRT
213> NP3

<220>
<223> NTLFPAHHEA: Az ik

<400> 77
Met Gly Trp Ser Cys Ile Ile Leu
5

1

Val

Ser

Ser

Gln

65

Val

Thr

His

[le

Asp

145

Asn

L.eu

His

Pro

Thr

50

Ala

Pro

Ile

Lys
130

Glu

Phe

Gln

Ser Glu
20

Gly Glu
a5

Ser Gly

Pro Arg

Ala Arg

Ser Ser
100

Arg Asp
115

Arg Thr

Gln Leu L

Tyr Pro

Ser Gly
180

Ile

Arg

Tyr

Leu

Phe

85

Leu

Leu

Val

Arg
165

Asn

Val

Ala

Glu

Pro

Ala

Ser

150

Glu

Leu

Thr

Tyr
5i5

[le T

Gly

Pro

Leu

Ala

135

Gly

Ala

Gln

Thr

Leu

40

Leu

Glu

Thr

120

Pro

Thr

Glu

67

Phe

Gln

25

Ser

His

Leu

Gly

Asp

105

Phe

Ser

Ala

Val

Ser
185

Leu
10

Cys

Tep T

Ala

Ser

90

Phe

Gly

Val

Ser

Gln T

170

Val

Val

Pro

Arg

Ser

75

Gly

Ala

Gly

Phe

Val

155

Thr

Ala

Ala

Ala

Gln

60

Tyt

Thr

Val T

Gly
Ile

140

Val

Glu

Thr

Thr

Ser

45

Gln

Leu

Asp

Thr L

125

Phe

Cys

Val

Gln

Ala

Leu

30

Lys

Glu

Phe

Tyr

110

Pro

Asp

Asp
190

Thr
15

Ser
Gly
Pro
Ser
Thr
95

Cys
Val
Pro

Leu

Asn

175

Ser

Gly

Leu

Val

Gly

Gly

80

Leu

Gln

Glu

Ser

Asn

160

Ala
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Asp Ser Thr

Tyr

Ser
225

Glu
210

Ser

<210> 78
211> 71
<212> PR

<213>

<220>

223>

<400> 78
Met Gly Trp Ser Cys Ile Ile Leu
1 5

Val

Pro

Ser

Glu

Asp

Thr

Tyr

Gln

His

Gly

Val

Trp

Ser

Leu

Tyr

Gly
130

195

Lys

Pro

1
<

Ser

Arg

35

Tyr

Val

Val

Tyr

Cys

115

Thr

Tyr Ser Leu Ser Ser Thr Leu Thr

200

His Lys Val Tyr Ala Cys Glu Val

215

Val Thr Lys Ser Phe Asn Arg Gly

NLFe3

Gln

20

Ser

Gly

Ala

Lys

Leu

100

Ala

Leu

Val

Leu

Met

Tle

Gly

Gln

Arg

Val

230

Gln

Arg

Asn

Ile

Arg

Met

Asp

Thr

Leu

Leu

Trp

Trp

Phe

Asn

Leu

Val
135

ANLFFIREE: &k ik

Val

Ser

Val

Tyr

Thr

Gly

Arg

120

Ser

68

Phe

Glu

25

Cys

Arg

Asp

Tle

Leu

105

Thr

Ser

Leu

10

Ser

Ala

Gln

Gly

Gly

Gly

235

Val

Gly

Ala

Ala

Asp

Arg

Ala

Pro

Gly

Leu

Thr
220

Glu

Ala

Gly

Ser

Pro

Asn

Asp

Glu

Phe

Gly
140

Ser Lys Ala Asp

205

His

Cys

Thr

Gly

Gly

Gly

Gln

Asn

Asp

Asp

125

Gly

Gln Gly Leu

Ala

Val

30

Phe

Lys

Tyr

Ser

Thr

110

Tyr

Ser

Thr
15

Val
Thr
Gly
Tyr
Lys
95

Ala

Trp

Gly

Gly

Gln

Phe

Leu

Ala

Asn

Val

Gly

Gly
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[0044]

Gly

145

Leu

Thr

Tyr

Ser

Gly

225

Ala

Pro

Gly

Gly

Asn

305

Trp

Ser

Leu

Gly

Thr

Ile

Gln

Gln

210

Thr

Ala

Gly

Ser

Arg

290

Ser

Val

Val

Phe

Ser

Gln

Th

Gln

195

Ser

Asp

Tyr

Th

Gln

275

Ser

Gly

Ala

Lys

Leu
355

Gly

Ser

Cys

180

Lys

Phe

Phe

Tyr

Lys

260

Val

Leu

Met

Val

Gly

340

Gln

Gly

Pro

165

Arg

Pro

Ser

Th¥

Cys

245

Val

Gln

Arg

His

Ile

325

Arg

Met

Gly

150

Asp

Ala

Asp

Gly

Leu

230

His

Asp

Leu

Leu

Trp

310

Trp

Phe

Asn

Gly

Phe

Ser

Gln

Val

215

Thr

Gln

Ile

Val

Asp

295

Val

Tyr

Thr

Ser

Ser Gly Gly

Gln

Gln

Ser

200

Pro

Ile

Ser

Glu

280

Cys

Arg

Asp

Ile

Leu
360

69

Ser

Ser

185

Pro

Ser

Asn

Ser

Gly

265

Ser

Lys

Gln

Gly

Ser

345

Arg

Val
170

[le

Arg

Ser

Ser

250

Gly

Gly

Ala

Ala

Ser

330

Arg

Ala

Gly

155

Thr

Gly

Leu

Phe

Leu

235

Leu

Gly

Gly

Ser

Pro

315

Lys

Asp

Glu

Gly

Pro

Ser

Leu

Ser

220

Glu

Pro

Gly

Gly

Gly

300

Gly

Arg

Asn

Asp

Ser

Lys

Ser

Ile

205

Gly

Ala

Phe

Ser

Val

285

Ile

Tyr

Ser

Thr
365

Glu

Glu

Leu

190

Lys

Ser

Glu

Thr

Gly

270

Val

Thr

Gly

Tyr

Lys

350

Ala

[le

Lys

175

His

Tyr

Gly

Asp

Phe

255

Gly

Gln

Phe

Leu

Ala

335

Asn

Val

Val

160

Val

Trp

Ala

Ser

Ala

240

Gly

Gly

Pro

Ser

Glu

320

Asp

Thr

Tyr
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[0045]

Tyr

Val

385

Cys

Lys

Leu

Leu

Thr

465

Val

Pro

Lys

Val

Tyr

545

Glu

His

Cys

370

Ser

Ser

Asp

Thr

Tyr

450

Asp

Ala

Pro

Val

530

Val

Gln

Gln

s Gly

Ala

Ser

Arg

Tyr

Ser

435

Ser

s Thr

Lys

Pro

Lys

515

Val

Asp

Phe

Asp

L.eu

Thr

Ala

Phe
420

Gly

Leu

Arg

Glu
500

Asp

Asp

Gly

Asn

Trp

580

Pro

Asn

Ser

Thr

405

Pro

Val

Ser

Thr

Val

485

Phe

Thr

Val

Val

Ser

565

Leu

Asp

Thr

390

Glu

His

Ser

Cys

470

Glu

Leu

Leu

Glu
550

Thr

Asn

Asp Tyr Trp

e i

Lys

Glu

Pro

Thr

Val

455

Asn

Ser

Gly

Met

Gln

535

Val

Tyr

Gly

Tle

Gly

Ser

Val

Phe

440

Val

Val

Lys

Gly

Ile

520

Glu

His

Arg

Lys

Glu

Pro

Thr

Thr

425

Pro

Thr

Asp

Tyr

Pro

505

Ser

Asp

Asn

Val

Glu
585

70

Gly

Ser

Ala

410

Val

Ala

Val

His

Gly

490

Ser

Arg

Pro

Ala

Val

570

Tyr

s Thr

Gln
Val
395
Ala
Ser

Val

Pro

Lys
475
Pro
Val
Thr
Glu
Lys
555
Ser

Lys

Ile

Gly

380

Phe

Leu

Trp

Leu

Ser

460

Pro

Pro

Phe

Pro

Val

540

Thr

Val

Thr

Pro

Gly C

Asn

Gln

445

Ser

Ser

Cys

Leu

Glu

525

Gln

Lys

Leu

Lys

Leu

Leu

Ser

430

Ser

Ser

Asn

Pro

Phe

510

Val

Phe

Val

Ala

Leu

415

Gly

Ser

Leu

Thr

Pro

495

Pro

Thr

Asn

Pro Arg

Thr

Val
590

s Ala

Val
Y i)

Ser

Thr
Pro
400
Val
Ala
Gly
Gly
Lys
480
Cys
Pioe
Cys
Trp
Glu
560

Leu

Asn

s Gly
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[0046]

595 600

Gln Pro Arg Glu Pro Gln Val Tyr
610 615

Met Thr Lys Asn Gln Val Ser Leu
625 630

Pro Ser Asp Ile Ala Val Glu Trp
645

Asn Tyr Lys Thr Thr Pro Pro Val
660

Leu Tyr Ser Arg Leu Thr Val Asp
675 680

Val Phe Ser Cys Ser Val Met His
690 695

Gln Lys Ser Leu Ser Leu Ser Leu
705 710

<210> 79
<211> 233
<212> PRT
213> AT

<220> N
223> NLIFHIHHEAR: GlRZ ik
<400> 79

Met Gly Trp Ser Cys Ile Ile Leu
1 5

Val His Ser Glu Ile Val Leu Thr
20

Ser Pro Gly Glu Arg Ala Thr Leu
35 10

Ser Ser Tyr Leu Ala Trp Tyr Gln
50 55

Leu Leu Ile Tyr Asp Ala Ser Asn

Thr

Thr

Glu

Leu

665

Lys

Glu

Gly

Phe

Gln
25

Gln

Arg

71

Leu
Cys
Ser
650
Asp
Ser

Ala

Lys

Leu
10

Ser
Cys

Lys

Ala

Pro
Leu

635

Asn

Arg

Leu

Val

Pro

Arg

Pro

Thr

Pro

620

Val

Gly

Asp

Trp

His
700

Ala

Ala

Ala

Gly

60

Gly

Lys

Gln

Gly

Gln

685

Asn

Thr

Thr

Ser

45

Gln

Ile

Gln Glu

Gly Phe

Pro Glu
655

Ser Phe
670

Glu Gly

His Tyr

Ala Thr
15

Leu Ser

30

Gln Ser

Ala Pro

Pro Ala

Glu

Tyr

640

Asn

Phe

Asn

Thr

Gly

Leu

Val

Arg

Arg
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65

Phe

Leu

Trp

Val

Lys

145

Arg

Asn

Lys

Thr
225

<210> 80

Ser

Glu

Pro

Ala
130

Ser

Glu

Ser

Leu

Val

210

Lys

Gly

Pro

Arg

115

Ala

Gly

Ala

Gln

-

Ser
195

Tyr

Ser

<211> 725
<212> PRT
213> AT

<220>
223> NTLFHIMHEAR: GlEik

<400> 80

Ser

Glu
100

Thr

Pro S

Thr

Lys

Glu

180

Ser

Ala

Phe

Phe

Ala

Val

165

Ser

Thr

Cys

Asn

70

Ser

Phe

Gly

Val

Ser

150

Gln

Val

Leu

Glu

Arg
230

Gly

Ala

Gln

Phe

135

Val

Trp

Thr

Thr

Val

215

Gly

Thr

Val

Gly

120

Ile

Val

Lys

Glu

Leu

200

Thr

Glu

Asp

Tyr

105

Thr

Phe

Cys

Val

Gln

185

Ser

His

Cys

Phe

Tyr

Lys

Pro

Leu

Asp

170

Asp

Lys

Gln

Thr

Cys

Val

Pro

Leu

155

Asn

Ala

Gly

Leu

Gln

Glu

Ser

140

Asn

Ala

Lys

Asp

Leu

[N]
[N
o=

Thr

Gln

Ile

125

Asp

Asn

Leu

Asp

Tyr

205

Ser

Ile Ser

Ser Ser
110

Lys Arg

Glu Gln

Phe Tyr

Gln Ser
175

Ser Thr
190

Glu Lys

Ser Pro

80

Ser

Asn

Thr

Leu

Pro

160

Gly

Tyr

His

Val

Met Gly Trp Ser Cys lle Ile Leu Phe Leu Val Ala Thr Ala Thr Gly

i

5

10

15

Val His Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln

72
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Pro

Ser

Glu

Asp

Thr

Tyr

Gln

Val
145

Ala

Ser

Val

Pro

Lys

225

Pro

Gly

Val

Trp

Ser

Leu

Tyr

Gly

130

Phe

Leu

Trp

Leu

Ser

210

Pro

Pro

Arg

35

Tyr

Val

Val

Cys

115

Thr

Pro

Gly

Asn

Gln S

195

Ser

Ser

Cys

20

Ser

Gly

Ala

Lys

l.eu

100

Ala

Leu

Leu

Cys

Ser

180

Ser

Asn

Pro

Leu

Met

Ile

Gly

Gln

Val

Ala

Leu

165

Gly

Leu

Thr

Pro
245

Arg

Asn

Ile

70

Arg

Met

Asp

Thr

Pro

150

Val

Ala

Gly

Gly

Lys

230

Cys

Leu

Trp

Trp

Phe

Asn

Leu

Val

L35

Cys

Lys

Leu

Leu

Thr

215

Val

Pro

Ser

Val

Tyr

Thr

Gly

Arg

120

Ser

Ser

Asp

Thr

Tyr

200

Lys

Asp

Ala

25

Cys Ala

Arg Gln

Asp Gly

Ile Ser
90

Leu Arg
105

Thr Gly

Ser Ala

Arg Ser

Tyr Phe

170

Ser Gly

185

Ser Leu

Thr Tyr

Lys Arg

Pro Glu
250

73

Ala

Ala

Asp

75

Arg

Ala

Pro

Ser

Thr

155

Pro

Val

Thr

Val
235

Phe

Ser

Pro

Asn

Asp

Glu

Phe

Thr

140

Ser

Glu

His

Cys
220

Glu

Leu

Gly

45

Gly

Gln

Asn

Asp

Asp

125

Lys

Glu

Pro

Thr

Val

205

Asn

Ser

Gly

30

Phe

Lys

Ser

Thr

110

Tyr

Gly

Ser

Val

Phe

190

Val

Val

Lys

Gly

Thr

Gly

Tyr

Lys

15

Ala

Trp

Pro

Thr

Thr

175

Pro

Thr

Asp

Tyr

Pro
ASL0]

Phe

Leu

Ala

30

Asn

Val

Gly

Ser

Ala

160

Val

Ala

Val

His

Gly
240
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[0049]

Val

Thr

Glu

Lys

305

Ser

Lys

Ile

Pro

Leu

385

Asn

Ser

Arg

Leu

Gly
465

Phe

Pro

Val

290

Thr

Val

Cys

Ser

Pro

370

Val

Gly

Asp

Trp

His

450

Gly

Leu

Glu

275

Gln

Lys

Leu

Lys

Lys

355

Ser

Lys

Gln

Gly

Gln

435

Asn

Gly

Phe

260

Val

Phe

Pro

Thr

Val

340

Ala

Gln

Gly

Pro

Ser

420

Glu

His

Gly

Pro

Thr

Asn

Arg

Val

325

Ser

Glu

Phe

Glu

405

Phe

Gly

Tyr

Ser

Pro

Cys

Trp

Glu

310

Leu

Asn

Gly

Glu

Tyr

390

Asn

Phe

Asn

Thr

Gly
470

Lys

Val

Tyr

295

Glu

His

Lys

Gln

Met

375

Pro

Asn

Leu

Val

Gln

455

Gly

Pro Lys Asp

Val

280

Val

Gln

Gln

Gly

Pro

360

Thr

Ser

Tyr

Phe
44()

Gly

74

265

Val

Asp

Phe

Asp

Leu

345

Arg

Lys

Asp

Lys

Ser

425

Ser

Ser

Gly

Asp

Gly

Asn

Trp

330

Pro

Glu

Asn

[le

Thr

410

Arg

Cys

Leu

Ser

Thr

Val

Val

Ser

315

Leu

Ser

Pro

Gln

Ala

395

Thr

Leu

Ser

Ser

Gln
475

Leu

Ser

Glu

300

Thr

Asn

Ser

Gln

Val

380

Val

Pro

Thr

Val

Leu

460

Val

Met

Gln

285

Val

Tyr

Gly

Ile

Val

365

Ser

Glu

Pro

Val

Met

445

Ser

Gln

Ile

270

Glu

His

Arg

Lys

Glu

350

Tyr

Leu

Trp

Val

Asp

430

His

Leu

Leu

Ser

Asp

Asn

Val

Glu

335

Lys

Thr

Thr

Glu

Leu

415

Lys

Glu

Gly

Val

Arg

Pro

Ala

Val

320

Tyr

Thr

Leu

Cys

Ser

400

Asp

Ser

Ala

Gln
480
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[0050]

Ser

Lys

Gln

Asn

Thr

545

Gln

Phe

Ser

Ser

Leu

625

Lys

Glu

Phe

Gly

Ala

Ala

Gly

530

Thr

Phe

Asp

Ser

Gly

610

Ser

Gly

Pro

Ser

Thr
690

Val

Ser

Pro

515

Gly

Asp

Asp

Met

Gly

595

Gly

Leu

Val

Gly

Gly

675

Leu

Glu

Gly

500

Gly

Thr

Ser

Asp

Gly

580

Gly

Gly

Ser

Ser

Gln

660

Val

Thr

Val

485

Tyr

Gln

Asn

Ser

Thr

565

Phe

Gly

Gly

Pro

Thr

645

Ala

Pro

Ile

Lys

Thr

Gly

Phe

Thr

550

Ala

Asp

Gly

Ser

Gly

630

Ser

Pro

Ala

Ser

Lys

Phe

Leu

Asn

535

Thr

Val

Tyr

Ser

Glu

615

Glu

Gly

Arg

Arg

Ser
695

Pro Gly Ala

Thr

Glu

520

Glu

Thr

Tyr

Trp

Gly

600

Ile

Arg

Tyr

Leu

Phe

680

Leu

75

Asn

505

Trp

Lys

Ala

Tyr

Gly

585

Gly

Val

Ala

Ser

Leu

665

Ser

Glu

490

Tyr

Met

Phe

Tyr

Cys

570

Gln

Gly

Leu

Thr

Tyr

650

Ile

Gly

Pro

Ser

Tyr

Gly

Lys

Met

555

Ala

Gly

Gly

Thr

Leu

635

Leu

Tyr

Ser

Glu

Val

Met

Gly

Asn

540

Glu

Arg

Thr

Ser

Gln

620

Ser

His

Leu

Gly

Asp
700

Tyr

Ile

525

Arg

Leu

Arg

Thr

Gly

605

Ser

Cys

Trp

Ala

Ser

685

Phe

Val

Trp

510

Asn

Val

Lys

Asp

Val

590

Gly

Pro

Arg

Tyr

Ser

670

Gly

Ala

Ser

495

Val

Pro

Thr

Ser

Tyr

575

Thr

Gly

Ala

Ala

Gln

655

Tyr

Thr

Val

Cys

Arg

Ser

Leu

Leu

560

Arg

Val

Gly

Thr

Ser

640

Gln

Leu

Asp

Tyr
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Tyr Cys Gln His Ser Arg Asp Leu Pro Leu Thr Phe Gly Gly Gly Thr

705

Lys Val Glu Ile Lys

<210> 81
211> 71

AR
213>

<220>

L2E3»

<400> 81
Met Gly Trp Ser
1

Val

Pro

Ser

Glu

65

Asp

Thr

Tyr

Gln

Val
145

His

Gly

Val

Trp

Ser

Leu

Tyr

Gly

130

Phe

4

PRT
N3

Ser

Arg

35

Tyr

Val

Val

Tyr

Cys

115

Thr

Pro

GIn

20

Ser

Gly

Ala

Lys

Leu

100

Ala

Leu

Leu

725

710

ANLFFIREE: &z ik

Cys Ile Ile Leu

5

Val

Leu

Met

Ile

Gly

85

Gln

Arg

Val

Ala

GIn

Arg

Asn

Ile

70

Arg

Met

Asp

Thr

Pro

150

l.eu

Leu

Trp

Trp

Phe

Asn

Leu

Val

135

Cys

Val

Ser

40

Val

Tyr

Thr

Gly

Arg

120

Ser

Ser

76

Phe

Glu

25

Cys

Arg

Asp

Tle

Leu

105

Thr

Ser

Arg

Leu

10

Ser

Ala

Gln

Gly

Ser

90

Arg

Gly

Ala

Ser

715

Val

Gly

Ala

Ala

Asp

75

Arg

Ala

Pro

Ser

Thr
155

Ala

Gly

Ser

Pro

Asn

Asp

Glu

Phe

Thr

140

Ser

Thr

Gly

Gly

Gly

Gln

Asn

Asp

Asp

125

Lys

Glu

Ala

Val

30

Phe

Lys

Tyr

Ser

Thr

110

Tyr

Gly

Ser

Thr
15

Val
Thr
Gly

Tyr

Lys

Ala

Trp

Pro

Thr

720

Gly

Gln

Phe

Leu

Ala

80

Asn

Val

Gly

Ser

Ala
160
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Ala Leu

Ser

Val

Pro

Lys

225

Pro

Val

Thr

Glu

Lys

305

Lys

Ile

Pro

Leu

Trp

Leu

Ser

210

Pro

Pro

Phe

Pro

Val

290

Thr

Val

Cys

Ser

Pro

370

Val

Gly

Asn

GIn

195

Ser

Ser

Cys

Leu

Glu

2l

Gln

Lys

lL.eu

Lys

Lys

355

Ser

Cys

Ser

180

Ser

Asn

Pro

Phe

260

Val

Phe

Pro

Thr

Val

340

Ala

Gln

s Gly

Leu

165

Gly

Ser

Leu

Thr

Pro

245

Pro

Thr

Asn

Arg

Val

325

Ser

Lys

Glu

Phe

Val

Ala

Gly

Gly

Lys

230

Cys

Pro

Trp

Glu

310

L.eu

Asn

Gly

Glu

Tyr

Lys Asp Tyr

Leu

Leu

Thr

215

Val

Pro

Val

Tyr

295

Glu

His

Lys

Gln

Met

375

Pro

Thr

Tyr

200

Lys

Asp

Ala

s Pro

Val

280

Val

Gln

Gln

Gly

Pro

360

Thr

Ser

Ser
185
Ser
Thr
Lys

Pro

Lys
265
Val
Asp
Phe
Asp
Leu
345
Arg

Lys

Asp

7

Phe

170

Gly

Leu

Tyr

Arg

Glu

250

Asp

Asp

Gly

Asn

Trp

330

Pro

Glu

Asn

Ile

Pro

Val

Ser

Thr

Val

235

Phe

Thr

Val

Val

Ser

315

l.eu

Pro

Gln

Ala

Glu

His

Cys

220

Glu

Leu

l.eu

Glu
300

Thr

Asn

Ser

Gln

Val

380

Val

Pro

Thr

Val

205

Asn

Ser

Gly

Met

Gln

285

Val

Tyr

Gly

Ile

Val

365

Ser

Glu

Val

Phe

190

Val

Val

Lys

Gly

Ile

270

Glu

His

Arg

Glu
350
Tyr

Leu

Trp

Thr

175

Pro

Thr

Asp

Tyr

Pro

255

Asp

Asn

Val

5 Glu

335

Lys

Thr

Thr

Glu

Val

Ala

Val

His

Gly

240

Ser

Arg

Pro

Ala

Val

320

Thr

Leu

Cys

Ser
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385

Asn

Ser

Arg

Leu

Gly

465

Ser

Lys

Gln

Gly

Ser

545

Arg

Trp

Gly

Ile

Gly

Asp

Trp

His

450

Gly

Gly

Ala

Ala

o

Ser

530

Arg

Ala

Gly

Gly

Val
610

Gln

Gly

Gln

435

Asn

Gly

Gly

Ser

Pro

515

Lys

Asp

Glu

Gln

Gly

505

Leu

Pro

Ser

420

Glu

His

Gly

Gly

Gly

500

Gly

Arg

Asn

Asp

Gly

580

Gly

Thr

Glu

405

Phe

Gly

Tyr

Ser

Val

485

Ile

Lys

Tyr

Ser

Thr

565

Thr

Ser

Gln

390

Asn

Phe

Asn

Thr

Gly

470

Val

Thr

Gly

Tyr

Lys

550

Ala

Leu

Asn

Leu

Val

Gln

455

Gly

Gln

Phe

Leu

Ala

535

Asn

Val

Val

Gly

Pro
615

Tyr

Tyr

Phe
440

Lys

Gly

Pro

Ser

Glu

520

Asp

Thr

Tyr

Thr

Gly

600

Ala

Lys

Ser

425

Ser

Ser

Gly

Gly

Asn

505

Trp

Ser

Leu

Tyr

Val

585

Gly

Thr

78

Thr

410

Arg

Cys

Leu

Ser

Arg

490

Ser

Val

Val

Phe

-

Cys

570

Ser

Ser

Leu

395

Thr

Leu

Ser

Gln

475

Ser

Gly

Ala

Lys

Leu

555

Ala

Ser

Pro
Thr
Val
Leu
460
Val
Leu
Met
Val
Gly
540
Gln
Thr
Gly

Gly

Leu
620

Pro

Val

Met

445

Ser

Gln

Arg

His

Ile
525

Arg

Met

Asn

Gly

Gly

605

Ser

Val

Asp

430

His

Leu

L.eu

Leu

Trp

510

Trp

Phe

Asn

Asp

Gly

590

Gly

Pro

Leu
415
Lys
Glu
Gly
Val
Asp
495
Val
Tyr
Thr
Ser
Asp
575
Gly

Ser

Gly

400

Asp

Ser

Ala

Lys

Glu

480

Cys

Arg

Asp

Ile

Leu

560

Tyr

Ser

Glu

Glu
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Arg Ala Thr Leu
625

Ala Trp Tyr Gln

Asp Ala Ser Asn
660

Gly Ser Gly Thr
675

Asp Phe Ala Val
690

Phe Gly Gln Gly
705

<210> 82

<211> 721
<212> PRT
213> NP3

<220>

Ser

Gln

645

Arg

Asp

Tyr

Thr

Cys

630

Lys

Ala

Phe

Tyr

Lys
710

Arg Ala Ser Gln

Pro Gly

Thr Gly

Thr Leu
680

Cys Gln
695

Val Glu

223> NTFPAlatik: Gk

<400> 82

Met Gly Trp Ser Cys Ile Ile Leu

1

Val His Ser Gln
20

Pro Gly Ala Ser
3B

Thr Asn Tyr Tyr
50

Glu Trp Met Gly
65

Glu Lys Phe Lys

5

Val Gln Leu Val

Val Lys Val Ser

40

Met Tyr Trp Val

25

Gly Ile Asn Pro

70

Asn Arg Val Thr

85

79

Gln
[le
665
Thr

Gln

[le

Phe
Gln
25

Cys
Arg

Ser

Leu

Ala
650

Pro

Ile

Ser

Lys

Leu

Ser

Lys

Gln

Asn

Thr

Ser

635

Pro

Ala

Ser

Ser

Val

Gly

Ala

Ala

Gly

Thr

Val

Arg

Arg

Ser

Asn

700

Ala

Val

Ser

Pro

Gly

Asp

Ser

Leu

Phe

Leu

685

Trp

Thr

Glu

Gly

Gly

Thr

Ser

Ser

Leu

Ser

670

Glu

Pro

Ala

Val

Tyr

Gln

Asn

Ser

Tyr

Ile

655

Gly

Pro

Arg

Thr

Lys

Thr

Gly

Phe

Thr

Leu

640

Tyr

Ser

Glu

Thr

Gly

Lys

Phe

Leu

Asn

Thr
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Thr

Tyr

Trp

Pro

145

Thr

Thr

Pro

Thr

Asp

225

Tyr

Pro

Ser

Asp

Asn

305

Ala

Tyr

Gly

130

Ser

Ala

Val

Ala

Val

210

His

Gly

Ser

Arg

Pro

290

Ala

Tyr

Cys

115

Gln

Val

Ala

Ser

Val

195

Pro

Lys

Pro

Val

Thr

275

Glu

Lys

Met

100

Ala

Gly

Phe

Leu

Trp

180

Leu

Ser

Pro

Pro

Phe
260

Pro

Val

Thr

Glu

Arg

Thr

Pro

Gly

165

Asn

Gln

Ser

Ser

Cys

245

Leu

Glu

Gln

Lys

Leu

Arg

Thr

Leu

150

Cys

Ser

Ser

Ser

Asn

230

Pro

Phe

Val

Phe

Pro
310

Lys

Asp

Val

135

Ala

Leu

Gly

Ser

Leu

215

Thr

Pro

Pro

Thr

Asn

295

Arg

Ser Leu Gln

Tyr

120

Thr

Pro

Val

Ala

Gly

200

Gly

Lys

Cys

Pro

Cys

280

Trp

Glu

80

105

Arg

Val

Cys

Lys

Leu

185

Leu

Thr

Val

Pro

Lys

265

Val

Tyr

Glu

Phe

Ser

Ser

Asp

170

Thr

Tyr

Asp

Ala

250

Pro

Val

Val

Gln

Phe

Asp

Ser

Arg

155

Tyr

Ser

Ser

Thr

Lys

235

Pro

Lys

Val

Asp

Phe
315

Asp

Met

Ala

140

Ser

Phe

Gly

Leu

Tyr

220

Arg

Glu

Asp

Asp

Gly

300

Asn

Asp

Gly

125

Ser

Thr

Pro

Val

Ser

205

Thr

Val

Phe

Thr

Val

285

Val

Ser

Thr

110

Phe

Thr

Ser

Glu

His

190

Ser

Cys

Glu

Leu

Leu

270

Ser

Glu

Thr

Ala

Asp

Lys

Glu

Pro

175

Thr

Val

Asn

Ser

Gly

255

Met

Gln

Val

Tyr

Val

Tyr

Gly

Ser

160

Val

Phe

Val

Val

Lys

240

Gly

Ile

Glu

His

Arg
320
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Val

Glu

Lys

Thr

Thr

385

Glu

Leu

Glu

Gly

465

Val

Ser

Val

Val

Tyr

Thr

Leu

370

Cys

Ser

Asp

Ser

Ala

450

Glu

Cys

Arg

Ser

Lys

Ile

355

Pro

Leu

Asn

Ser

Arg

435

Leu

Gly

Ser

Ala

Gln
hLb

Tyr Asp Gly

530

Val

Cys

340

Ser

Pro

Val

Gly

Asp

420

Trp

His

Gly

Gly

Ala

500

Ala

Asp

Leu

325

Lys

Ser

Gln

405

Gly

Gln

Asn

Gly

Gly

485

Ser

Pro

Asn

Thr

Val

Ala

Gln

Gly

390

Pro

Ser

Glu

His

Gly

470

Gly

Gly

Gly

Gln

Val

Ser

Lys

Glu

375

Phe

Glu

Phe

Gly

Tyr

455

Ser

Val

Phe

Tyr
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Leu His Gln

Asn

Gly

360

Glu

Tyr

Asn

Phe

Asn

440

Thr

Gly

Val

Thr

Gly

520

Tyr

81

Lys

345

Gln

Met

Pro

Asn

Leu

425

Val

Gln

Gly

Gln

Phe

505

Leu

Ala

330

Gly

Pro

Thr

Ser

Tyr

410

Phe

Lys

Gly

Pro

490

Ser

Glu

Asp

Asp

Leu

Arg

Lys

Asp

395

Lys

Ser

Ser

Ser

Gly

475

Gly

Val

Trp

Ser

Trp

Pro

Glu

Asn

380

Ile

Thr

Arg

Cys

Leu

460

Ser

Arg

Tyr

Val
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540

Leu

Ser

Pro

365

Gln

Ala

Thr

Leu

Ser

445

Ser

Gln

Ser

Gly

Ala

525

Lys

Asn

Ser

350

Gln

Val

Val

Pro

Thr

430

Val

Leu

Val

Leu

Met

510

Ile

Gly

Gly

335

Ile

Val

Ser

Glu

Pro

415

Val

Met

Ser

Gln

Arg

495

Asn

Ile

Arg

Lys

Glu

Tyr

Leu

Trp

400

Val

Asp

His

Leu

Leu

480

Leu

Trp

Trp

Phe
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Thr Ile

545

Gly Leu

Arg Thr

Ser Ser

Ser Gly
610

Gln Ser

625

Gln Ser

Ser Pro

Pro Ser

Ile Asn
690

Ser Ser

705

Lys

210>
LZL1»
CAL2P
L213»
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223>

<400>

83
T
PR

Ser

Arg

Gly

Gly

595

Gly

Val

Ile

Lys

Arg

675

Ser

Ser

1
T

Arg

Ala

Pro

580

Gly

Gly

Thr

Gly

Leu

660

Phe

Leu

Leu

NP3

Asp
Glu
565
Phe
Gly
Gly
Pro
Ser
645
Leu
Ser

Glu

Pro

Asn

550

Asp

Asp

Gly

Ser

Lys

630

Ile

Gly

Ala

Phe
710

Ser Lys Asn

Thr

Tyr

Ser

Glu

615

Glu

Leu

Glu
695

Thr

Ala

Trp

Gly

600

Ile

Lys

His

Tyr

Gly

680

Asp

Phe

NITRFFaIE: &R IR

83

Val

Gly

585

Gly

Val

Val

Trp

Ala

665

Ser

Ala

Gly

82

Thr

Tyr

570

Gln

Gly

Leu

Thr

Tyr

650

Ser

Gly

Ala

Pro

Leu

555

Tyr

Gly

Gly

Thr

Ile

635

Gln

Gln

Thr

Ala

Gly
715

Tyr

Cys

Thr

Ser

Gln

620

Thr

Gln

Ser

Asp

Tyr

700

Thr

Leu

Ala

Leu

Gly

605

Ser

Cys

Phe

Phe

685

Tyr

Lys

Gln

Arg

Val

590

Gly

Pro

Arg

n Pro

Ser
670

Thr

Cys

Val

Met

Asp

575

Thr

Gly

Asp

Ala

Asp

655

Gly
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His

Asp

Asn

560

Leu

Val

Gly

Phe

Ser

640

Gln

Val

Thr

Gln

Ile
720
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Met
1

Val

Pro

Ser

Glu
65

Asp

Thr

Tyr

Thr

Pro

145

Val

Ala

Gly

Gly

Gly

His

Gly

Asn

50

Trp

Ser

Leu

Tyr

Val

130

Cys

Leu

Leu

Thr
210

s Val

Trp

Ser

Arg S

Ser

Val

Val

Phe

-

Cys
115

Ser

Ser

s Asp

Thr

Tyr

195

Lys

Asp

Ser

Gly

Ala

Lys

[.eu

100

Ala

Ser

Arg

Ser
180
Ser

Thr

Lys

Cys

Val

Leu

Met

Val

Gly

85

Gln

Thr

Ala

Ser

Phe

165

Gly

Leu

Tyr

Arg

Ile

Gln

Arg

His

Ile

70

Arg

Met

Asn

Ser

Thr

150

Pro

Val

Ser

Thr

Val

Ile Leu Phe

Leu

Leu

Trp

55

Trp

Phe

Asn

Asp

Thr

135

Ser

Glu

His

Ser

Cys

215

Glu

Val

Asp
40

Val

Tyr

Thr

Ser

Asp

120

Lys

Glu

Pro

Thr

Val

200

Asn

Ser

Glu
25

Cys

Asp

Ile

Tyr
Gly
Ser
Val
Phe
185

Val

Val

83

Leu

10

Ser

Lys

Gln

Gly

Ser

Arg

Trp

Pro

Thr

Thr

170

Pro

Thr

Asp

s Tyr

Val

Gly

Ala

Ala

Ser

75

Arg

Ala

Gly

Ser

Ala

155

Val

Ala

Val

His

Gly

Ala

Pro

60

Lys

Asp

Glu

Gln

Val

140

Ala

Val

Pro

Lys

220

Pro

Thr

Gly

Gly

45

Gly

Arg

Asn

Asp

Gly

125

Phe

Leu

Trp

Leu

Ser

205

Pro

Pro

Ala

Val

30

Ile

Lys

Tyr

Ser

Thr

110

Thr

Pro

Gly

Asn

Gln

190

Ser

Ser

Cys

Thr

15

Val

Thr

Gly

Tyr

Lys

95

Ala

Leu

Leu

Cys

Ser

175

Ser

Ser

Asn

Pro

Gly

Gln

Phe

Leu

Ala

80

Asn

Val

Val

Ala

Leu

160

Gly

Ser

Leu

Thr

Pro
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225

Cys

Pro

Cys

Trp

Glu

305

Leu

Asn

Gly

Glu

Tyr

385

Asn

Phe

Asn

Thr

Pro

Lys

Val

Tyr

290

Glu

His

Lys

Gln

Met

370

Pro

Asn

Leu

Val

Gln
450

Ala

Pro

Val

275

Val

Gln

Gln

Gly

Pro

355

Thr

Ser

Tyr

Tyr

Phe
435

Pro

Lys

260

Val

Asp

Phe

Asp

Leu

340

Arg

Lys

Asp

Lys

Ser

420

Ser

s Ser

Glu

245

Asp

Asp

Gly

Asn

Trp

325

Pro

Glu

Asn

Ile

Thr

405

Arg

Cys

L.eu

230

Phe

Thr

Val

Val

Ser

310

Leu

Ser

Pro

Gln

Ala

390

Thr

Leu

Ser

Leu

Leu

Ser

Glu

295

Thr

Asn
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Gln

Val

375

Val

Pro

Thr

Val

Leu
455

Gly

Met

Gln

280

Val

Gly

Ile

Val

360

Glu

Pro

Val

Met

440

Ser

Gly

Ile

265

Glu

His

Arg

Lys

Glu

345

Tyr

Leu

Trp

Val

Asp

425

His

l.eu

84

Pro
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Ser
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Asn

Val

Glu

330

Lys

Thr

Thr

Glu

Leu

410

Lys

Glu

Gly

Arg

Pro

Ala

Val

315

Tyr

Thr

Leu

Cys

Ser

395

Asp

Ser

Ala

Val

Thr

Glu

Lys

300

Lys

Ile

Pro

Leu

380

Asn

Arg

Leu

s Gly

160

Phe

Pro

Val

285

Thr

Val

Cys

Ser

Pro

365

Val

Gly

Asp

Trp

His

445

Gly

L.eu

Glu

270

Gln

Lys

l.eu

Lys

Lys

350

Ser

Lys

Gln

Gly

Gln

430

Asn

Gly

Phe

255

Val

Phe

Pro

Thr

Val

335

Ala

Gln

Gly

Pro

Ser

415

Glu

His

Gly

240

Pro

Thr

Asn

Arg

Val

320

Ser

Lys

Glu

Phe

Glu

400

Phe

Gly

Tyr
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Gly

465

Val

Thr

Gly

Tyr

Lys

545

Ala

Trp

Gly

Ile

Lys

625

His

Tyr

Gly

Gly

Gln

Phe

Leu

Ala

530

Asn

Val

Gly

Gly

Val

610

Val

Trp

Ala

Ser

Gly

Pro

Ser

Glu

515

Asp

Thr

Tyr

Gln

Gly

595

Leu

Thr

Tyr

Ser

Gly
675

Gly

Gly

Val

500

Trp

Ser

Leu

Tyr

Gly

580

Gly

Thr

Ile

Gln

Gln

660

Thr

Ser

Arg

485

Tyr

Val

Val

Tyr

Cys

565

Thr

Ser

Gln

Thr

Gln

645

Ser

Asp

Gln

470

Ser

Gly

Ala

Leu

550

Ala

Leu

Gly

Ser

Cys

630

Phe

Phe

Val

Leu

Met

Ile

Gly

535

Gln

Arg

Val

Gly

Pro

615

Arg

Pro

Ser

Thr

Gln Leu Val

Arg

Asn

Ile

520

Arg

Met

Asp

Thr

Gly

600

Asp

Ala

Asp

Gly

Leu
680

85

Leu

Trp

505

Trp

Phe

Asn

Leu

Val

585

Gly

Phe

Ser

Gln

Val

665

Thr

Ser

490

Val

Tyr

Thr

Gly

Arg

570

Ser

Ser

Gln

Gln

Ser

650

Pro

Ile

Glu

475

Cys

Arg

Asp

Ile

Leu

555

Thr

Ser

Gly

Ser

Ser

635

Pro

Ser

Asn

Ser

Ala

Gln

Gly

Ser

540

Arg

Gly

Gly

Gly

Val

620

Ile

Arg

Ser

Gly

Ala

Ala

Asp

525

Arg

Ala

Pro

Gly

Gly

605

Thr

Gly

Leu

Phe

Leu
685

Gly

Ser

Pro

510

Asn

Asp

Glu

Phe

Gly

590

Gly

Pro

Ser

Leu

Ser

670

Glu

Gly

Gly

495

Gly

Gln

Asn

Asp

Asp

575

Gly

Ser

Ser

Ile
655

Gly

Ala

Val

480

Phe

Lys

Tyr

Ser

Thr

560

Tyr

Ser

Glu

Glu

Leu

640

Lys

Ser

Glu
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Asp Ala Ala Ala Tyr Tyr Cys His Gln Ser Ser Ser Leu Pro Phe Thr

690

695

Phe Gly Pro Gly Thr Lys Val Asp Ile Lys

705

<210> 84
<211> 68
<212> PR

4
i

213> NTLFH

<220>

710

223> NTFrAlatik: Gk

<400> 84

Met Gly Trp Ser
1

Val His

Ser Pro

Ser Thr

Gln Ala

Val Pro

Thr Ile

His Ser

Ile Lys

130

Asp Glu
145

Ser

Gly

35

Ser

Pro

Ala

Ser

Arg

115

Gln

Glu
20

Glu

Gly

Ser

100

Asp

Thr

Leu

Cys Ile Ile Leu

5

Tle

Arg

Tyr

Leu

Phe

Leu

Leu

Val

Lys

Val

Ala

Ser

Leu

Ser

Glu

Pro

Ala

Ser
150

Leu

Thr

Tyr

Tle

Gly

Pro

Leu

Ala

135

Gly

Thr

Leu

40

Leu

Tyr

Ser

Glu

Thr

120

Pro

Thr

86

Phe Leu
10

Gln Ser
25

Ser Cys
His Trp
Leu Ala
Gly Ser
Asp Phe
105

Phe Gly

Ser Val

Ala Ser

Val

Pro

Arg

Tyr

Ser

Gly

Ala

Gly

Phe

Val
155

700

Ala

Ala

Ala

Gln

Tyr

Thr

Val

Gly

Tle

140

Val

Thr

Thr

Ser

45

Gln

Leu

Asp

Tyr

Thr

125

Phe

Cys

Ala

Leu

Lys

Lys

Glu

Phe

Tyr

110

Lys

Pro

Leu

Thr

15

Ser

Gly

Pro

Ser

Thr

Cys

Val

Pro

Leu

Gly

Leu

Val

Gly

Gly

Leu

Gln

Glu

Ser

Asn
160
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Asn

Leu

Asp

Tyr

Ser

225

Leu

Leu

Trp

Trp

Phe

305

Asn

Leu

Val

Cys

Phe

Gln

Ser

Glu

210

Ser

Val

Ser

Val

Tyr

290

Thr

Gly

Arg

Ser

Ser
370

Tyr

Ser

Th

195

Lys

Pro

Glu

Cys

Arg

275

Asp

Ile

Leu

Th

Ser

355

Arg

Pro

Gly

180

Tyr

His

Val

Ser

Ala

260

Gln

Gly

Ser

Arg

Gly

340

Ala

Ser

Arg
165

Asn

Ser

Th¥

Gly

245

Ala

Ala

Asp

Arg

Ala

325

Pro

Ser

Th¥

Glu

Ser

Leu

Val

Lys

230

Gly

Ser

Pro

Asn

Asp

310

Glu

Phe

Thr

Ser

Ala

Gln

Ser

Tyr

215

Ser

Gly

Gly

Gln

295

Asn

Asp

Asp

Glu
375

Lys Val Gln

Glu

Ser

200

Ala

Phe

Val

Phe

Lys

280

Tyr

Ser

Thr

Gly
360

Ser

87

Ser

185

Thr

Cys

Asn

Val

Thr

265

Gly

Tyr

Ala

Trp
345

Pro

Thr

170

Val

Leu

Glu

Arg

Gln

250

Phe

Leu

Ala

Asn

Val

330

Gly

Ser

Ala

Trp

Thr

Thr

Val

Gly

235

Pro

Ser

Glu

Asp

Thr

315

Tyr

Gln

Val

Ala

Glu

Leu

Th

220

Glu

Gly

Val

Trp

Ser

300

Leu

Tyr

Gly

Phe

Leu
380

Val

Gln

Ser

205

His

Cys

Arg

Tyr

Val

285

Val

Tyr

Cys

Thr

Pro

365

Gly

Asp

Asp

190

Lys

Gln

Gln

Ser

Gly

270

Ala

Lys

Leu

Ala

Leu

350

Leu

Cys

Asn

175

Ser

Ala

Gly

Val

Leu

255

Met

[le

Gly

Gln

Arg

335

Val

Ala

Leu

Ala

Lys

Asp

Leu

Gln

240

Arg

Asn

[le

Arg

Met

320

Asp

Thr

Pro

Val
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Lys

385

Leu

Leu

Thr

Val

Pro

165

Val

Tyr

Glu

His

545

Lys

Gln

Met

Pro

Asp

Thr

Tyr

Lys

Asp

450

Ala

s Pro

Val

Val

Gln

530

Gln

Gly

Pro

Thr

Ser

Tyr

Ser

Ser

Thr

435

Lys

Pro

Val

Asp

515

Phe

Asp

Leu

Arg

Lys

595

Asp

Phe

Gly

Leu

420

Tyr

Arg

Glu

Asp

Asp

500

Gly

Asn

Pro

Glu
580

Asn

Ile

Pro

Val

405

Ser

Thr

Val

Phe

Thr

485

Val

Val

Ser

L.eu

Ser

565

Pro

Gln

Ala

Glu
390
His
Ser
Cys
Glu
Leu
470

l.eu

Glu

Thr

Asn

550

Gln

Val

Val

Pro Val Thr

Thr

Val

Asn

Ser

455

Gly

Met

Gln

Val

Tyr

535

Gly

Ile

Val

Ser

Glu

Phe

Val

Val

440

Lys

Gly

Ile

Glu

His

520

Arg

Glu

Tyr

Leu

600

Trp

Pro

Thr

425

Asp

Tyr

Pro

Ser

Asp

505

Asn

Val

s Glu

Lvs

85

Thr

Glu

88

Val

Ala

410

Val

His

Gly

Ser

Arg

490

Pro

Ala

Val

Tyr

Thr

570

Leu

Cys

Ser

Ser
395

Val

Pro S

Lys

Pro

Val

475

Thr

Glu

Lys

Ser

Lys

555

Ile

Pro

Leu

Asn

Trp

Leu

Pro

Pro

460

Phe

Pro

Val

Thr

Val

540

Cys

Ser

Pro

Val

Gly

Asn

Gln

Ser

445

Cys

Leu

Glu

Gln

Lys

S

Leu

Lys

Ser

Lys

605

Gln

Ser

Ser

Ser

430

Asn

Pro

Phe

Val

Phe

510

Pro

Thr

s Val

Ala

Gln

590

Gly

Pro

Gly
Ser
415
Leu
Thr
Pro
Pro
Thr
495
Asn

Arg

Val

Lys
575
Glu

Phe

Glu

Ala

400

Gly

Gly

Lys

Cys

Pro

480

Cys

Trp

Glu

Leu

Asn

560

Gly

Glu

Tyr

Asn
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Asn

625

Leu

Val

Gln

610

Tyr Lys

Tyr Ser

Phe Ser

Lys Ser
675

<210> 85

211> 243
<212> PRT
213> NLR%

<220>
223> NTJFFMHA: S RZik

400> 85
Met Gly Trp Ser Cys Ile Ile Leu
1 5

Val

Pro

Thr

Glu

65

Glu

Thre

Tyr

His Ser

Gly Ala
35

Asn Tyr

50

Trp Met

Lys Phe

Ala Tyr

Tyr Cys

615

Thr Thr Pro Pro Val

630

Arg Leu Thr Val Asp

645

Cys Ser Val Met His

660

Leu Ser Leu Ser Leu

GIn Val
20

Ser Val

Tyr Met

Gly Gly

Lys Asn
85

Met Glu
100

Ala Arg

Gln

Lys

Tyr

Ile

70

Arg

Leu

Arg

.eu

Val

Trp

Asn

Val

Lys

Asp

680

Val

-

Ser

40

Val

Pro

Thr

Ser

Tyr

Leu

Lys

Glu

665

Gly

Phe

Gln

2D

Arg

Ser

l.eu

Leu

105

Arg

89

Asp

Ser

650

Ala

Lys

Leu

Ser

Lys

Gln

Asn

Thr

90

Gln

Phe

Ser
635

Leu

Gly

Ala

Ala

Gly

75

Thr

Phe

Asp

620

Asp

Trp

His

Ala

Val

Pro

60

Gly

Asp

Asp

Met

Gly

Gln

Asn

Thr

Glu

Gly

45

Gly

Thr

Asp

Gly

Ser

Glu

His

670

Ala

Val

30

Tyr

Gln

Asn

Thr
110

Phe

Phe
Gly

655

Tyr

Thr

Lys

Thr

Gly

Phe

Thr

95

Ala

Asp

Phe
640

Asn

Thr

Gly

Phe

Leu

Asn

80

Thr

Val

Tyr
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115 120

Trp Gly Gln Gly Thr Thr Val Thr
130 135

Pro Ser Val Phe Pro Leu Ala Pro
145 150

Thr Ala Ala Leu Gly Cys Leu Val
165

Thr Val Ser Trp Asn Ser Gly Ala
180

Pro Ala Val Leu Gln Ser Ser Gly
195 200

Thr Val Pro Ser Ser Ser Leu Gly
210 215

Asn His Lys Pro Ser Asn Thr Lys
225 230

Ser Cys

<210> 86

211> 678
<212> PRT
213> NLF

<220>
<223> NTLJFFMHA: SR ZIK

<400> 86

Met Gly Trp Ser Cys Ile Ile Leu
1 5

Val His Ser Glu Ile Val Leu Thr
20

Ser Pro Gly Glu Arg Ala Thr Leu
35 40

Ser Ser Tyr Leu Ala Trp Tyr Gln

Val

Ser

Leu

185

Leu

Thr

Val

Phe

Gln
25

Gln

90

Ser

Ser

s Asp

170

Thr

Tyr

Gln

Asp

Leu
10

Cys

Lys

Ser

Lys

155

Tyr

Ser

Ser

Thr

Lys
235

Val

Pro

Arg

Pro

Ala

140

Ser

Phe

Gly

Leu

Tyr

220

Arg

Ala

Ala

Ala

Gly

125

Ser

Thr

Pro

Val

Ser

205

Ile

Val

Thr

Thr

Ser

Gln

Thr Lys

Ser Gly

Glu Pro
175

His Thr
190

Ser Val

Cys Asn

Glu Pro

Ala Thr
15

L.eu Ser
30

Gln Ser

Ala Pro

Gly

Gly

160

Val

Phe

Val

Val

LLys
240

Gly

l.eu

Val

Arg
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Leu

65

Phe

Leu

Trp

Val

Lys

145

Arg

Asn

Lys

Thr

225

Gly

Ala

Ala

50

Leu

Ser

Glu

Pro

Ala

130

Ser

Glu

Ser

Leu

Val

210

Lys

Gly

Ser

Pro

Ile

Gly

Pro

Arg

115

Ala

Gly

Ala

Gln

Ser

195

Tyr

Ser

Gly

Gly

Gly
275

Tyr

Ser

Glu

100

Thr

Pro

Thr

Lys

Glu

180

Ser

Ala

Phe

Val

Phe
260

Asp

Gly

Asp

Phe

Ser

Ala

Val

165

Ser

Thr

Cys

Asn

Val

245

Thr

s Gly

Ala

Ser

Phe

Gly

Val

Ser

150

Gln

Val

Leu

Glu

Arg

230

Gln

Phe

Leu

55

Ser

Gly

Ala

Gln

Phe

133

Val

Trp

Thr

Thr

Val

215

Gly

Pro

Ser

Glu

Asn

Thr

Val

Gly

120

[le

Val

Lys

Glu

Leu

200

Thr

Glu

Gly

Val

Trp
280

Arg

Asp

Tyr

105

Thr

Phe

Cys

Val

Gln

185

Ser

His

Arg
Tyr
265

Val

91

Ala

Phe

Tyr

Lys

Pro

Leu

Asp

170

Asp

Lys

Gln

Gln

Ser

250

Gly

Ala

Thr

75

Thr

Cys

Val

Pro

Leu

155

Asn

Ser

Ala

Gly

Val

235

Leu

Met

Ile

60

Gly

Leu

Gln

Glu

Ser

140

Asn

Ala

Lys

Asp

Leu

220

Gln

Arg

Asn

Ile

[le

Thr

Gln

Ile

125

Asp

Asn

Leu

Asp

Tyr

205

Ser

Leu

Leu

Trp

Tep
285

Pro
Ile
Ser
110
Lys
Glu
Phe
Gln
Ser
190
Glu
Ser
Val
Ser
Val
270

Tyr

Ala

Ser

Ser

Arg

GIn

Tyr

Ser

175

Thr

Lys

Pro

Glu

Cys

255

Arg

Asp

Arg

30

Ser

Asn

Thr

l.eu

Pro

160

Gly

Tyr

His

Val

Ser

240

Ala

Gln

Gly
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Asp

Arg

305

Ala

Pro

Ser

Thr

Pro

385

Val

Ser

Thr

Val

Phe

465

Thr

Val

Asn

290

Asp

Glu

Phe

Thr

Ser

370

Glu

His

Ser

Cys

Glu

450

Leu

Leu

Ser

Gln

Asn

Asp

Asp

Lys

355

Glu

Pro

Thr

Val

Asn

435

Ser

Gly

Met

Gln

Tyr

Ser

Thr

Tyr

340

Gly

Ser

Val

Phe

Val

420

Val

Lys

Gly

Ile

Glu
500

Tyr

Ala

325

Trp

Pro

Thr

Thr

Pro

405

Thr

Asp

Tyr

Pro

Ser

485

Asp

Ala

Asn

310

Val

Gly

Ser

Ala

Val

390

Ala

Val

His

Gly

Ser

470

Arg

Pro

Asp

295

Thr

Tyr

Gln

Val

Ala

375

Ser

Val

Pro

Pro

455

Val

Thr

Glu

Ser Val Lys

Leu

Tyr

Gly

Phe

360

Leu

Trp

Leu

Ser

Pro

440

Pro

Phe

Pro

Val

92

Tyr

Cys

Thr

345

Pro

Gly

Asn

Gln

Ser

425

Ser

Cys

Leu

Glu

Gln
505

Leu

Ala

330

Leu

Leu

Cys

Ser

Ser

410

Ser

Asn

Pro

Phe

Val

490

Phe

Gly

Gln

315

Arg

Val

Ala

Leu

Gly

395

Ser

Leu

Thr

Pro

Pro

475

Thr

Asn

Arg

300

Met

Asp

Thr

Pro

Val

380

Ala

Gly

Gly

Cys

460

Pro

Cys

Trp

Phe

Asn

Leu

Val

Cys

365

Lys

Leu

Leu

Thr

Val

445

Pro

Val

Tyr

Thr

Gly

Arg

Ser

350

Ser

Asp

Thr

Tyr

Lys

430

Asp

Ala

Pro

Val

Val
510

[le

Leu

Thr

335

Ser

Arg

Tyr

Ser

Ser

415

Thr

Pro

Val
495

Asp

Ser

Arg

320

Gly

Ala

Ser

Phe

Gly

400

Leu

Tyr

Arg

Glu

Asp

480

Asp

Gly
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Val

Ser

Leu

545

Ser

Pro

Gln

Ala

Thr

625

Leu

Ser

Ser

<210> 87

Glu

Thy

530

Asn

Ser

Gln

Val

Val

610

Pro

Thr

Val

Leu

Val

515

Tyr

Gly

Ile

Val

Ser

595

Glu

Pro

Val

Met

Ser
675

211> 235
<212> PRT
213> NLF3

<220>
223> NLJFHRHER: G2k

<400> 87

His

Arg

Lys

Glu

Tyr

580

Leu

Trp

Val

Asp

His

660

Leu

Asn

Val

Glu

Lys

565

Thr

Thr

Glu

Leu

Lys

645

Glu

Gly

Ala

Val

Tyr

550

Thr

Leu

Cys

Ser

Asp

630

Ser

Ala

Lys

Ser

535

Lys

[le

Pro

Leu

Asn

615

Ser

Arg

Leu

Thr Lys Pro

520

Val

Cys

Ser

Pro

Val

600

Gly

Asp

Trp

His

Leu

Lys

Lys

Ser

585

Lys

Gln

Gly

Gln

Asn

665

Thr

Val

Ala

270

Gln

Gly

Pro

Ser

Glu

650

His

Arg

Val

Ser

959

Lys

Glu

Phe

Glu

Phe

635

Gly

Tyr

Glu

Leu

540

Asn

Gly

Glu

Tyr

Asn

620

Phe

Asn

Thr

Glu

525

His

Lys

Gln

Met

Pro

605

Asn

Leu

Val

Gln

Gln

Gln

Gly

Pro

Thr

590

Ser

Tyr

Tyr

Phe

Lys
670

Phe

Asp

Leu

Arg

975

Lys

Asp

Lys

Ser

Ser

655

Ser

Asn

Trp

Pro

560

Glu

Asn

[le

Thr

Arg

640

Cys

Leu

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly

i

B

93

10

15
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Val

Pro

Ser

Glu

65

Asp

Thr

Tyr

Thr

Pro

145

Val

Ala

Gly

Gly

Lys
225

His

Gly

Asn

50

Trp

Ser

Leu

Tyr

Val

130

Ser

Leu

Leu

Thr
210

Val

Ser

Arg

35

Ser

Val

Val

Phe

Cys

115

Ser

Ser

Asp

Th

Tyr

195

Gln

Asp

Gln

20

Ser

Gly

Ala

Lys

Leu

100

Ala

Ser

Lys

Tyr

Ser

180

Ser

Thr

Lys

Val

Leu

Met

Val

Gly

85

Gln

Th¥

Ala

Ser

Phe

165

Gly

Leu

Tyr

Arg

Gln

Arg

His

Ile

70

Arg

Met

Asn

Ser

Thr

150

Pro

Val

Ser

Ile

Val
230

Leu

Leu

Trp

Trp

Phe

Asn

Asp

Thr

135

Ser

Glu

His

Ser

Cys

215

Glu

Val Glu Ser

Asp

40

Val

Tyr

Thr

Ser

Asp

120

Gly

Pro

Thr

Val

200

Asn

Pro

94

25

Cys

Arg

Asp

Ile

Leu

105

Tyr

Gly

Gly

Val

Phe

185

Val

Val

Lys

Lys

Gln

Gly

Ser

Arg

Trp

Pro

Thr

Thr

170

Pro

Thr

Asn

Ser

Gly

Ala

Ala

Ser

75

Arg

Ala

Gly

Ser

Ala

155

Val

Ala

Val

His

Cys
285

Gly

Ser

Pro

60

Asp

Glu

Gln

Val

140

Ala

Ser

Val

Pro

Lys
220

Gly

Gly

45

Gly

Arg

Asn

Asp

Gly

125

Phe

Leu

Trp

Leu

Ser

205

Pro

Val

30

[le

Lys

Tyr

Ser

Thr

110

Thr

Pro

Gly

Asn

Gln

190

Ser

Ser

Val

Thr

Gly

Tyr

Lys

95

Ala

Leu

Leu

Cys

Ser

175

Ser

Ser

Asn

Gln

Phe

Leu

Ala

80

Asn

Val

Val

Ala

Leu

160

Gly

Ser

Leu

Thr
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<210> 88

211> 680
<212> PRT
213> N3

<220>
<223> NTLFFIHEER: AmREIk

<400> 88
Met Gly Trp Ser Cys Ile Ile Leu
7

1

Val

Thr

Gly

Leu

65

Phe

Leu

Leu

Val

Asn S

His

Pro

Ser

50

Leu

Glu

Pro

Ala
130

Glu

Ser

Lys

35

Ser

Ile

Gly S

Ala

Phe
115

Ala

r Gly

Ala

Gln

Glu
20
Glu

Leu

Glu

100

Thr

Pro

Thr

Glu
180

[le

Lys

His

Tyr

Gly

85

Asp

Phe

Ser

Ala

Val

165

Ser

Val

Val

Trp

Ala

70

Ser

Ala

Gly

Val

Ser
150

Gln T

Val

Leu

Thr

Tyr

55

Ser

Gly

Ala

Pro

Phe

135

Val

Thr

Thr
Ile
40

Gln
Gln
Thr
Ala
Gly
120
Ile

Val

Glu

95

Phe
Gln
25

Thr
Gln
Ser
Asp
Tyr
105
Thr
Phe
Cys

Val

Gln

185

Leu

10

Ser

Cys

Lys

Phe

Phe

90

Tyr

Lys

Pro

Leu

Asp

17

Asp

Val

Pro

Arg

Pro

Ser

75

Thr

Cys

Val

Pro

L.eu

155

Asn

Ser

Ala

Asp

Ala

Asp

60

Gly

Leu

His

Asp

Ser

140

Asn

Ala

Thr

Phe

Ser

45

Gln

Val

Thr

Gln

Ile

125

Asp

Asn

LLeu

ys Asp

Ala

Gln

30

Gln

Ser

Pro

[le

Ser

110

Lys

Glu

Phe T

Gln

Ser
190

Thr

L&

Ser

Ser

Pro

Ser

Asn

95

Ser

Arg

Gln

Ser
175

Thr T

Gly

Val

Ile

Lys

Arg

80

Ser

Ser

Thr

Leu

Pro

160

Gly
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Ser

Lys

Thr

225

Gly

Ala

Ala

Gly

Thr

305

Phe

Arg

Tyr
385

Ser

Leu

Val

210

Lys

Val

Ser

Pro

Gly

290

Asp

Asp

Met

Ala

Ser

370

Phe

Gly

Leu

Ser

195

Tyr

Ser

Glu

Gly

Gly

275

Thr

Asp

Gly

Ser

355

Thr

Pro

Val

Ser

Ser

Ala

Phe

Val

Tyr

260

Gln

Asn

Ser

Thr

Phe

340

Thr

Ser

Glu

His

Thr

Cys

Asn

Lys

245

Thr

Gly

Phe

Thr

Ala

325

Asp

Lys

Glu

Pro

Thr

405

Val

Leu

Glu

Arg

230

Lys

Phe

Leu

Asn

Thr

310

Val

Tyr

Gly

Val
390

Phe

Val

Thr Leu Ser

Yal

215

Gly

Pro

Thr

Glu

Glu

295

Thr

Tyr

Trp

Pro

Thr

375

Thr

Pro

Thr

200

Thr

Glu

Gly

Asn

Trp

280

Lys

Ala

Tyr

Gly

Ser

360

Ala

Val

Ala

Val

His

Cys G

Ala

Tyr

265

Met

Phe

Tyr

Cys

Gln

345

Val

Ala

Ser

Val

Pro

96

Lys

Gln

Ser
250

Tyr

Gly

Met

Ala

330

Gly

Phe

Leu

Trp

Leu
410

Ala

Gly

Val

235

Val

Met

Gly

s Asn

Glu

315

Arg

Thr

Pro

Gly

Asn

395

Gln

Ser

Asp

Leu

220

Gln

Lys

Tyr

Ile

Arg

300

Leu

Arg

Thr

l.eu

-

Cys

380

Ser

Ser

Ser

Tyr

205

Ser

Leu

Val

Trp

Asn

285

Val

Lys

Asp

Val

Ala

365

Leu

Gly

Ser

L.eu

Glu

Ser

Val

Ser

Val

270

Pro

Thr

Tyr

Thr

350

Pro

Val

Ala

Gly

Gly

Lys

Pro

Gln

Cys

255

Arg

Ser

Leu

Leu

Arg

335

Val

Cys

Lys

Leu

Leu

415

Thr

His

Yal

-

240

Lys

Gln

Asn

Thr

Gln

320

Phe

Ser

Asp

Thr
400

Tyr
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Thr

Lys

Pro

465

Lys

Val

Asp

Phe

Asp

545

Leu

Arg

Lys

Asp

Lys
625

Tyr

Arg

450

Glu

Asp

Asp

Gly

Asn

530

Trp

Pro

Glu

Asn

Ile

610

Thr

Arg

Thr

435

Val

Phe

Thr

Val

Val

515

Ser

Leu

Ser

Pro

Gln

595

Ala

Thi

L.eu

420

Cys

Glu

l.eu

Leu

Ser

500

Glu

Thr

Asn

Ser

Gln

280

Val

Val

Pro

Thr

Asn

Ser

Gly

Met

485

Gln

Val

Tyr

Gly

Ile

565

Val

Ser

Glu

Pro

Val
645

Val
Lys
Gly
470
Ile
Glu
His
Arg
Lys
550
Glu
Tyr
Leu
Trp
Val
630

Asp

Asp

Tyr

455

Pro

Ser

Asp

Asn

Val

535

Glu

Lys

Thr

Thr

Glu

615

Leu

His
440

Gly

Ser

Arg

Pro

Ala
520

Val

Tyr

Thr

Leu

-

Cys
600

Ser

Asp

s Ser

Pro

Val

Thr

Glu

505

Lys

Ser

Lys

Ile

Pro

285

Leu

Asn

Ser

Arg

97

s Pro

Pro

Phe

Pro

490

Val

Thr

Val

Cys

Lo

Ser

570

Pro

Val

Gly

Asp

Trp
650

Ser

Cys

L.eu

475

Glu

Gln

Lys

Leu

Lys

555

Lys

Ser

Lys

Gln

Gly

635

Gln

Asn

Pro

460

Phe

Val

Phe

Pro

Thr

540

Val

Ala

Gln

Gly

Pro

620

Ser

Glu

Thr

445

Pro

Pro

Thr

Asn

Arg

525

Val

Ser

Lys

Glu

Phe

605

Glu

Phe

Gly

430

Lys

Cys

Pro

Cys

Leu

Asn

Gly

Glu

590

Tyr

Asn

Phe

Asn

Val

Pro

Val

495

Tyr

Glu

His

Lys

Gln

575

Met

Pro

Asn

Leu

Val
655

Asp

Ala

s Pro

480

Val

Val

Gln

Gln

Gly

560

Pro

Thr

Ser

Tyr

Tyr

640

Phe
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Ser Cys Ser

Ser Leu Ser

<210> 89
211> 24
<212> PR

213>

<220>

<223>

<400> 89
Met Gly Trp Ser
1

Val

Pro

Ser

Glu

65

Asp

Thr

Tyr

Gln

Val
145

His

Gly

Val

50

Trp

Ser

Leu

Tyr

Gly

130

Phe

675

0
a4

Ser

Arg

35

Tyr

Val

Val

Tyr

Cys

115

Thr

Pro

Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys

660

Leu Ser Leu Gly Lys

NLF3

Gln

20

Ser

Gly

Ala

Lys

Leu

100

Ala

Leu

Leu

680

ANLFF IR : SR ik

Cys Ile Ile Leu

5

Val

Leu

Met

Tle

Gly

85

Gln

Arg

Val

Ala

Gln

Arg

Asn

Ile

70

Arg

Met

Asp

Thr

Pro
150

Leu

Leu

Trp

Trp

Phe

Asn

Leu

Val

135

Ser

Val

Ser

40

Val

Tyr

Thr

Gly

Arg

120

Ser

Ser

98

665

Phe

Glu

25

Cys

Arg

Asp

Ile

Leu

105

Thr

Ser

Lys

Leu

10

Ser

Ala

Gln

Gly

Ser

90

Arg

Gly

Ala

Ser

Val

Gly

Ala

Ala

Asp

75

Arg

Ala

Pro

Ser

Thr
155

Ala

Gly

Ser

Pro

60

Asn

Asp

Glu

Phe

Thr

140

Ser

Thr

Gly

Gly

45

Gly

Gln

Asn

Asp

Asp

125

Lys

Gly

670

Ala

Val

30

Phe

Lys

Tyr

Ser

Thr

110

Tyr

Gly

Gly

Thr

15

Val

Thr

Gly

Tyr

Lys

95

Ala

Trp

Pro

Thr

Gly

Gln

Phe

Leu

Ala

80

Asn

Val

Gly

Ser

Ala
160
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Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe

165

Ser Trp Asn Ser Gly Ala Leu Thr
180

Val Leu Gln Ser Ser Gly Leu Tyr
195 200

Pro Ser Ser Ser Leu Gly Thr Gln
210 215

Lys Pro Ser Asn Thr Lys Val Asp
225 230

<210> 90

211> 673
<212> PRT
213> NP3

<220>
223> NTFBIiiER: &Mk

<400> 90

Met Gly Trp Ser Cys Ile Ile Leu
1 5

Val His Ser Glu Ile Val Leu Thr
20

Thr Pro Lys Glu Lys Val Thr Ile
3B 40

Gly Ser Ser Leu His Trp Tyr Gln
50 55

Leu Leu Ile Lys Tyr Ala Ser Gln
65 70

Phe Ser Gly Ser Gly Ser Gly Thr
85

Leu Glu Ala Glu Asp Ala Ala Ala
100

99

Ser

185

Ser

Thr

Lys

Phe

Gln

25

Thr

Gln

Ser

Asp

Tyr
105

170

Gly

Leu

Tyr

Arg

Leu V

10

Ser

Cys

Lys

Phe

Phe

90

Tyr

Pro

Val

Ser

Ile

Val
235

Pro

Arg

Pro

Ser

75

Thr

Cys

Glu

His

Ser

Cys

220

Glu

Ala

Asp

Ala

Asp

60

Gly

Leu

His

Pro

Thr

Val

205

Asn

Pro

Thr

Phe

Ser

45

Gln

Val

Thr

Gln

Val

Phe

190

Val

Val

Lys

Ala

Gln

30

Gln

Ser

Pro

Ile

Ser
110

Thr

175

Pro

Thr

Asn

Ser

Thr

15

Ser

Ser

Pro

Ser

Asn

95

Ser

Val

Ala

Val

His

Cys
240

Gly

Val

Ile

Lys

Arg

80

Ser

Ser
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Leu

Val

Lys

145

Arg

Asn

Ser

Lys

Thr

225

Gly

Ala

Ala

Ser

Arg

305

Ala

Pro

Ala
130

Ser

Glu

Ser

Leu

Val

210

Lys

Gly

Ser

Pro

Lys

290

Asp

Glu

Phe

115

Ala

Gly

Ala

Gln

Ser

195

Tyr

Ser

Gly

Gly

Gly

275

Arg

Asn

Asp

Thr

Pro

Thr

Lys

Glu

180

Ser

Ala

Phe

Val

Ile

260

Lys

Tyr

Ser

Thr

Phe

Ser

Ala

Val

165

Ser

Thr

Cys

Asn

Val

245

Thr

Gly

Tyr

Lys

Ala
325

Gly

Val

Ser

150

Gln

Val

Leu

Glu

Arg

230

Gln

Phe

Leu

Ala

Asn

310

Val

Pro

Phe

135

Val

Trp

Thr

Thr

Val

215

Gly

Pro

Ser

Glu

Asp

295

Thr

Tyr

Gly

120

Ile

Val

Lys

Glu

Leu

200

Thr

Glu

Gly

Asn

Trp

280

Ser

Leu

Tyr

100

Thr

Phe

Cys

Val

Gln

185

Ser

His

Cys

Arg

Ser

265

Val

Val

Phe

Cys

Lys

Pro

Leu

Asp

170

Asp

Lys

Gln

Gln

Ser

250

Gly

Ala

Lys

Leu

Ala
330

Val

Pro

Leu

155

Asn

Ser

Ala

Gly

Val

235

Leu

Met

Val

Gly

Gln

315

Thr

Asp

Ser

140

Asn

Ala

Asp

Leu

220

Gln

Arg

His

Ile

Arg

300

Met

Asn

Ile

125

Asp

Asn

Leu

Asp

Tyr

205

Ser

Leu

Leu

Trp

Trp

285

Phe

Asn

Asp

Lys

Glu

Phe

Gln

Ser

190

Glu

Ser

Val

Asp

Val

270

Tyr

Thr

Ser

Asp

Arg

Gln

Tyr

Ser

175

Thr

Lys

Pro

Glu

Cys

255

Arg

Asp

Ile

Leu

Tyr
335

Thr

Leu

Pro

160

Gly

Tyr

His

Val

Ser

240

Lys

Gln

Gly

Ser

Arg

320

Trp
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Gly

Ser

Ala

Val

385

Ala

Val

His

Gly

Ser

465

Arg

Pro

Ala

Val

Tyr
545

Gln

Val

Ala

370

Ser

Val

Pro

Lys

Pro

450

Val

Thr

Glu

Lys

Ser

530

Lys

Gly

Phe

355

Leu

Trp

Leu

Ser

Pro

435

Pro

Phe

Pro

Val

Thr

515

Val

Cys

Thr

340

Pro

Gly

Asn

Gln

Ser

420

Ser

Cys

Leu

Glu

Gln

500

Lys

Leu

Leu

Leu

Cys

Ser

Ser

405

Ser

Asn

Pro

Phe

Val

485

Phe

Pro

Thr

Val

Val

Ala

Leu

Gly

390

Ser

Leu

Thr

Pro

Pro

470

Thr

Asn

Arg

Val

Ser
550

Thr

Pro

Val

375

Ala

Gly

Gly

Cys
455

Pro

Cys

Trp

Glu

Leu

535

Asn

Val Ser Ser

Cys

360

Lys

Leu

Leu

Thr

Val

440

Pro

Lys

Val

Tyr

Glu

520

His

Lys

101

345

Ser

Asp

Thr

Tyr

Lys

425

Asp

Ala

Pro

Val

Val

505

Gln

Gln

Gly

Arg

Tyr

Ser

Ser

410

Thr

Pro

Lys

Val

490

Asp

Phe

Asp

Leu

Ala

Ser

Phe

Gly

395

Leu

Tyr

Arg

Glu

Asp

475

Asp

Gly

Asn

Trp

Pro
555

Ser

Thr

Pro

380

Val

Ser

Thr

Val

Phe

460

Thr

Val

Val

Ser

Leu

540

Ser

Thr

Ser

365

Glu

His

Ser

Cys

Glu

445

Leu

Leu

Ser

Glu

Thr

525

Asn

Ser

Lys

350

Glu

Pro

Thr

Val

Asn

430

Ser

Gly

Met

Gln

Val

510

Tyr

Gly

Ile

Gly

Ser

Val

Phe

Val

415

Val

Lys

Gly

Ile

Glu

495

His

Arg

Lys

Glu

Pro

Thr

Thr

Pro

400

Thr

Asp

Tyr

Pro

Ser

480

Asp

Asn

Val

Glu

Lys
560
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Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg

565

Leu Pro Pro Ser Gln Glu Glu Met
580

Cys Leu Val Lys Gly Phe Tyr Pro
595 600

Ser Asn Gly Gln Pro Glu Asn Asn
610 615

Asp Ser Asp Gly Ser Phe Phe Leu
625 630

Ser Arg Trp Gln Glu Gly Asn Val
645

Ala Leu His Asn His Tyr Thr Gln
660

Lys

<210> 91

211> 711
Ly PRI
213> NP3

<220>
223> NLJFH|WHER: G2k

<400> 91

Met Gly Trp Ser Cys Ile Ile Leu
1 5

Val His Ser Gln Val Gln Leu Val
20

Pro Gly Arg Ser Leu Arg Leu Ser
35 40

Ser Val Tyr Gly Met Asn Trp Val
50 55

102

Thr

585

Ser

Tyr

Tyr

Phe

Lys
665

Phe

Glu

25

Cys

Arg

570

Lys

Asp

Lys

Ser

Ser

650

Ser

Leu

10

Ser

Ala

Gln

Glu

Asn

Ile

Thr

Arg

635

Cys

Leu

Val

Gly

Ala

Ala

Pro

Gln

Ala

Thr

620

Leu

Ser

Ser

Ala

Gly

Ser

Pro
60

Gln

Val

Val

605

Pro

Thr

Val

Leu

Thr

Gly

Gly

45

Gly

Val

Ser

590

Glu

Pro

Val

Met

Ser

670

Ala

Val
30

Phe

Lys

Tyr
575

Leu

Trp

Val

Asp

His

655

Leu

Thr

15

Val

Thr

Gly

Thr

Thr

Glu

Leu

Lys

640

Glu

Gly

Gly

Gln

Phe

Leu
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Glu Trp Val

65

Asp

Thr

Tyr

Gln

Val

145

Ala

Ser

Val

Pro

LLys

225

Pro

Val

Thr

Glu

Ser

Leu

Tyr

Gly

130

Phe

Leu

Trp

Leu

Ser

210

Pro

Pro

Phe

Pro

Val

Val

Tyr

Cys

115

Thr

Pro

Gly

Asn

Gln

195

Ser

Ser

Leu

Glu
275

Gln

Ala

Lys

Leu

100

Ala

Leu

Leu

Cys

Ser

180

Ser

Ser

Asn

Pro

Phe

260

Phe

Ile

Gly

85

Gln

Arg

Val

Ala

Leu

165

Gly

Ser

Leu

Thr

Pro

245

Pro

Thr

Asn

Ile

70

Arg

Met

Asp

Thr

Pro

150

Val

Ala

Gly

Gly

Lys

230

Pro

Cys

Trp

Trp Tyr Asp

Phe

Asn

Leu

Val

135

Cys

Leu

Leu

Thr

215

Val

Pro

Lys

Val

Tyr

Thr

Gly

Arg

120

Ser

Ser

5 Asp

Thr

Tyr

200

Lys

Asp

Ala

Pro

Val

280

Val

Ile

Leu

105

Thr

Ser

Arg

Tyr

Ser

185

Ser

Thr

Pro

Lys

265

Val

Asp

103

Gly

Ser

Arg

Gly

Ala

Ser

Phe

170

Gly

Leu

Tyr

s Arg

Glu

250

Asp

Asp

Gly

Asp
75

Arg

Ala G

Pro

Ser

Thr

155

Pro

Val

Ser

Thr

Val

235

Phe

Thr

Val

Val

Asn

Asp

Phe

Thr

140

Ser

Glu

His

Ser

Cys

220

Glu

Leu

Leu

Ser

Glu

Gln

Asn

Asp

Asp

125

Lys

Glu

Pro

Thr

Val

205

Asn

Ser

Gly

Met

Gln

285

Val

Tyr

Ser

Thr

110

Tyr

Gly

Ser

Val

Phe

190

Val

Val

Lys

Gly

Ile

270

Glu

His

Tyr

Lys

95

Ala

Trp

Pro

Thr

Thr

175

Pro

Thr

Asp

Tyr

Pro

255

Ser

Asp

Asn

Ala

80

Asn

Val

Gly

Ser

Ala

160

Val

Ala

Val

His

Gly

240

Ser

Arg

Pro

Ala
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[0079]

Lys
305

Ser

Ile

Pro

Leu

385

Asn

Gln

His

Leu

465

Gly

Asp

Phe

290

Thr

Val

;5 Cys

Ser

Pro

370

Val

Gly

Ser

Cys

Trp
450

Ala

Ser

Phe

Gly

Lys

Leu

Lys

355

Ser

Lys

Gly

Pro

Arg

435

Tyr

Ser

Gly

Ala

Gly
515

Pro

Thr

s Val

340

Ala

Gln

Gly

Gly

Ala

420

Ala

Gln

Tyr

Thr

Val

500

Gly

Arg

Val

325

Lys

Glu

Phe

Gly

405

Thr

Gln

Leu

Asp

485

Tyr

Thr

Glu

310

Leu

Asn

Gly

Glu

Tyr

390

Ser

Leu

Lys

Lys

Glu

470

Phe

Tyr

295

Glu

His

Gln

Met

375

Pro

Gly

Ser

Gly

Pro

455

Thr

Cys

s Val

Gln

Gln

s Gly

Pro

360

Thr

Ser

Gly

Leu

Val

440

Gly

Gly

Leu

Gln

Glu
520

Phe

Asp

l.eu

345

Arg

Asp

Gly

Ser

425

Ser

Gln

Val

Thr

His

505

Ile

104

Asn

Trp
330

Pro

Glu

s Asn

Ile

Gly
410

Pro

Thr

Ala

Pro

Ile

4190

Ser

Ser
315

Leu

Pro

Gln

Ala
395

Ser

Pro

Ala
475

Ser

Arg

s Arg

300

Thr

Asn

Gln

Val

380

Val

Glu

Glu

Gly

Arg

460

Arg

Ser

Asp

Thr

Tyr

Gly

[le

Val

365

Ser

Glu

Ile

Arg

Tyr

445

Leu

Phe

Leu

Leu

Val
525

Arg

Lys

Glu

350

Tyr

l.eu

Trp

Val

Ala

430

Ser

Leu

Ser

Glu

Pro

510

Ala

Val

Glu

335

Thr

Thr

Glu

Leu

415

Thr

Tyr

Ile

Gly

Pro

495

Leu

Ala

Yal
320

Tyr

s Thr

Leu

Cys

Ser

400

Thr

Leu

Leu

Tyr

Ser

480

Glu

Thr

Pro
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[0080]

Ser

Ala

545

Val

Ser

Thr

Cys

Asn

625

Gly

Thr

Arg

Cys

L.eu
705

<210> 92

Val

530

Ser

Gln

Val

Leu

Glu

610

Arg

Gly

Thr

Leu

Ser

690

Ser

Phe

Val

Trp

Thr

Thr

595

Val

Gly

Gly

Pro

Thr

675

Val

211> 242
<212> PRT
213> NTLF%)

<220>
223> NLFPFIHHEA: AlREIK

Ile

Val

Glu

580

Leu

Thr

Glu

Ser

Pro

660

Val

Met

Ser

Phe

Cys

Val

565

Gln

Ser

His

Cys

Gly

645

Val

Asp

His

Leu

Pro

Leu

550

Asp

Asp

Lys

Gln

Gly

630

Gly

Leu

Lys

Glu

Gly
710

Pro Ser Asp Glu

235

Leu

Asn

Ser

Ala

Gly

615

Gly

Gly

Asp

Ser

Ala

695

Lys

Asn

Ala

Lys

Asp

600

Leu

Gly

Gly

Arg
680

Leu

Asn

Leu

Asp

585

Tyr

Ser

Gly

Ser

Asp

665

Trp

His

105

Phe

Gln

570

Ser

Glu

Ser

Ser

Gln

650

Gly

Gln

Asn

Gln

Tyr

255

Ser

Thr

Lys

Pro

Gly

635

Pro

Ser

Glu

His

Leu

540

Pro

Gly

Tyr

His

Val

620

Gly

Glu

Phe

Gly

Tyr
700

Lys

Arg

Asn

Ser

Lys

605

Thr

Gly

Asn

Phe

Asn

685

Thr

Ser

Glu

Ser

Leu

590

Val

Lys

Gly

Asn

Leu

670

Val

Gln

Gly

Ala

Gln

575

Ser

Tyr

Ser

Ser

Tyr

655

Tyr

Phe

Lys

Thr

Lys

560

Glu

Ser

Ala

Phe

Gly

640

Lys

Ser

Ser

Ser
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[0081]

<400> 92

Met Gly Trp

1

Val

Pro

Thr

Glu

65

Glu

Thr

Tyr

Trp

Pro

145

Thr

Thr

Pro

Thr

His

Gly

Asn

50

Trp

Lys

Ala

Tye

Gly

130

Ala

Val

Ala

Val
210

Ser

Ala

35

Tyr

Met

Phe

Tyr

Cys

115

Gln

Val

Ala

Ser

Val

195

Pro

Tyr

Gly

Lys

Met

100

Ala

Gly

Phe

LLeu

Trp

180

LLeu

Cys

Val

Val

Met

Gly

Asn

85

Glu

Arg

Thr

Pro

Gly

165

Asn

Gln

Ser

Ile

Gln

Lys

Tyr

Ile

70

Arg

Leu

Arg

Thr

Leu

150

Cys

Ser

Ser

Ser

[le

Leu

Val

Trp

Asn

Val

Lys

Asp

Val

135

Ala

Leu

Gly

Ser

Leu
215

Leu Phe Leu Val

Val

Ser

40

Val

Pro

Thr

Ser

Ty

120

Thr

Pro

Val

Ala

Gly

200

Gly

106

Gln
25

Cys
Arg
Ser
Leu
Leu
105
Arg
Val
Ser
Lys
Leu
185

Leu

Thr

10

Ser Gly

Lys Ala

Gln Ala

Asn Gly
75

Thr Thr
90

Gln Phe

Phe Asp

Ser Ser

Ser Lys

155

Asp Tyr

17

Thr Ser

Tyr Ser

Gln Thr

Ala

Val

Ser

Pro

60

Gly

Asp

Asp

Met

Ala

140

Ser

Phe

Gly

Leu

Tyr
220

Thr

Glu

Gly

45

Gly

Thr

Asp

Gly
125

Ser

Thr

PEa)

Val

Ser
205

[le

Ala

Val

30

Tyr

Gln

Asn

Ser

Thr

110

Phe

Thr

Ser

Glu

His T

190

Ser

Cys

Thr

13

Lys

Thr

Gly

Phe

Thr

95

Ala

Asp

Lys

Gly

Pro

175

Val

Asn

Gly

Lys

Phe

Leu

Asn

80

Thr

Val

Tyr

Gly

Gly

160

Val

Phe

Val

Val
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[0082]

Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys

225

Ser

Cys

<210> 93
<211> 70
<212> PR

<213>

<220>

223>

<400> 93
Met Gly Trp Ser Cys Ile Ile Leu
1 5

Val

Pro

Ser

Glu

Asp

Thr

Tyr

Gln

Val
145

His

Gly

Val

Trp

Ser

Leu

Tyr

Gly

130

Phe

8
-

Ser

Arg

35

Tyr

Val

Val

Tyr

Cys

115

Thr

Pro

NLF3

Gln

20

Ser

Gly

Ala

Lys

Leu

100

Ala

Leu

Leu

Val

Leu

Met

Ile

Gly

Gln

Arg

Val

Ala

230

Gln

Arg

Asn

Ile

Arg

Met

Asp

Thr

Pro

150

Leu

Leu

Trp

Trp

Phe

Asn

Leu

Val

135

Cys

ANLFFIRER: &k ik

Val

Ser

40

Val

Tyr

Thr

Gly

Arg

120

Ser

Ser

107

Phe

Glu

25

Cys

Arg

Asp

Tle

Leu

105

Thr

Ser

Arg

Leu

10

Ser

Ala

Gln

Gly

Ser

Arg

Gly

Ala

Ser

235

Val

Gly

Ala

Ala

Ala

Pro

Ser

Thr
155

Ala

Gly

Ser

Pro

Asn

Asp

Glu

Phe

Thr

140

Ser

Thr

Gly

Gly

Gly

Gln

Asn

Asp

Asp

125

Lys

Glu

Ala

Val

30

Phe

Lys

Tyr

Ser

Thr

110

Tyr

Gly

Ser

Tbr

15

Val

Thr

Gly

Tyr

Lys

Ala

Trp

Pro

Thr

240

Gly

Gln

Phe

Leu

Ala

Asn

Val

Gly

Ser

Ala
160
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[0083]

Ala

Ser

Val

Pro

Lys

225

Pro

Val

Thr

Glu

Lys

305

Ser

Ile

Pro

Leu

Trp

Leu

Ser

210

Pro

Pro

Phe

Pro

Val

290

Thr

Val

Cys

Ser

Pro
370

Gly

Asn

Gln

195

Ser

Ser

Cys

Leu

Glu

275

Gln

Lys

Leu

Lys

Lys

355

Ser

Cys

Ser

180

Ser

Ser

Asn

Pro

Phe

260

Val

Phe

Pro

Thr

Val

340

Ala

Gln

Leu

165

Gly

Ser

Leu

Th¥

Pro

245

Pro

Th¥

Asn

Arg

Val

325

Ser

Glu

Val

Ala

Gly

Gly

Lys

230

Cys

Pro

Cys

Trp

Glu

310

Leu

Asn

Gly

Glu

Lys

Leu

Leu

Thr

215

Val

Pro

Val

Tyr

295

Glu

His

Gln

Met
375

Asp Tyr Phe

Thr

Tyr

200

Asp

Ala

Pro

Val

280

Val

Gln

Gln

Gly

Pro

360

Thr

108

Ser
185

Ser

Thr

Pro

Lys

265

Val

Asp

Phe

Asp

Leu

345

Arg

Lys

170

Gly

Leu

Tyr

Arg

Glu

250

Asp

Asp

Gly

Asn

Trp

330

Pro

Glu

Asn

Pro

Val

Ser

Thr

Val

235

Phe

Thr

Val

Val

Ser

315

Leu

Ser

Pro

Gln

Glu

His

Ser

Cys

220

Glu

Leu

Leu

Ser

Glu

300

Th

Asn

Ser

Gln

Val
380

Pro

Thr

Val

205

Asn

Ser

Gly

Met

Gln

285

Val

Gly

Ile

Val

365

Ser

Val

Phe

190

Val

Val

Lys

Gly

[le

270

Glu

His

Arg

Lys

Glu

350

Tyr

Leu

Thr

175

Pro

Thr

Asp

Tyr

Pro

255

Ser

Asp

Asn

Val

Glu

335

Thr

Thr

Val

Ala

Val

His

Gly

240

Ser

Arg

Pro

Ala

Val

320

Tyr

Thr

Leu

Cys
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[0084]

Leu Val
385

Asn Gly

GIn Ser

Ser Cys

Gln Lys
450

Arg Ala
465

Asp Phe

Tyr Tyr

Thr Lys

Phe Pro

530

Cys Leu

545

Val Asp

Gln Asp

Ser Lys

His GIn

Lys

Gly

Pro

Arg

435

Pro

Thr

Thr

Val

515

Pro

l.eu

Asn

Ser

Ala
595

Gly

Gly

Gly

Ala

420

Ala

Gly

Gly

.eu

Gln

500

Glu

Ser

Asn

Ala

Lys

580

Asp

.eu

Phe

Gly

405

Thr

Ser

Gln

Ile

Thr

485

Gln

Ile

Asp

Asn

Leu

565

Asp

Tyr

Ser

Tyr

390

Ser

Leu

Gln

Ala

Pro

470

Ile

Lys

Glu

Phe

550

Gln

Ser

Glu

Ser

Pro Ser Asp Ile

Gly Gly

Ser Leu

Ser Val
440

Pro Arg
455

Ala Arg

Ser Ser

Ser Asn

Arg Thr
520

Gln Leu
535

Tyr Pro

Ser Gly

Thr Tyr

Lys His

600

Pro Val

Gly

Ser

425

Ser

Leu

Phe

Leu

Trp

505

Val

Lys

Arg

Asn

Ser

585

Lys

Thr

109

Gly
410

Pro

Ser

Leu

Ser

Glu

490

Pro

Ala

Ser

Glu

Ser

570

Leu

Val

Ala

345

Ser

Gly

Tyr

Ile

Gly

475

Pro

Arg

Ala

Gly

Ala

555

Gln

Ser

Tyr

s Ser

Val

Glu

Glu

Leu

Tyr

460

Ser

Glu

Thr

Pro

Thr

540

Glu

Ser

Ala

Phe

Glu

Ile

Arg

Ala

445

Asp

Gly

Asp

Phe

Ser

347

Ala

y Val

Ser

Thr

Cys
605

Asn

Trp

Val

Ala

430

Trp

Ala

Ser

Phe

Gly

510

Val

Ser

Gln

Val

Leu

590

Glu

Glu

Leu

415

Thr

Tyr

Ser

Gly

Ala

495

Gln

Phe

Val

Trp

Thr

575

Thr

Val

Gly

Ser

400

Thr

Leu

Gln

Asn

Thr

480

Val

Gly

Ile

Val

LLys

560

Glu

Leu

Thr

Glu
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[0085]

610 615

Cys Gly Gly Gly Gly Ser Gly Gly
625 630

Gly Gly Gly Gly Ser Gly GIn Pro
645

Pro Val Leu Asp Ser Asp Gly Ser
66

Val Asp Lys Ser Arg Trp Gln Glu
675 680

Met His Glu Ala Leu His Asn His
690 695

Ser Leu Gly Lys
705

<210> 94
211> 710
<212> PRT
213> ANT.F3

<2205
223> NLFFHIRHAR: GlEik

<400> 94
Met Gly Trp Ser Cys Ile Ile Leu
1 5

Val His Ser Gln Val Gln Leu Val
20

Pro Gly Ala Ser Val Lys Val Ser
35 40

Thr Asn Tyr Tyr Met Tyr Trp Val
50 55

Glu Trp Met Gly Gly Ile Asn Pro
70

Glu Lys Phe Lys Asn Arg Val Thr

Gly

Glu

Phe

665

Gly

Tyr

Phe

Gln

25

Cys

Arg

Leu

110

Gly

Asn

650

Phe

Asn

Thr

Leu

Ser

Lys

Gln

Asn

Thr

Ser

635

Asn

l.eu

Val

Gln

Val

Gly

Ala

Ala

Gly

Thr

620

Gly

Tyr

Tyr

Phe

Lys
700

Ala

Val

Ser

Pro

60

Gly

Asp

Gly

Lys

Ser

Ser

685

Ser

Thr

Glu

Gly

45

Gly

Thr

Ser

Gly

Thr

Arg

670

Cys

Leu

Ala

Val
30

Gln

Asn

Ser

Gly

Thr

655

Leu

Ser

Ser

Thr

Lys

Thr

Gly

Phe

Thr

Ser

640

Pro

Thr

Val

Leu

Gly

Lys

Phe

L.eu

Asn

Thr
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Thr
Tyr
Trp
Pro
145
Thr
Thr
Pro
Thr
Asp
225
Tyr
Pro
Ser

Asp

Asn
305

Ala

Tyr

Gly

130

Ser

Ala

Val

Ala

Val

210

His

Gly

Ser

Arg

Pro
290

Ala L

Tyr

Cys

115

Gln

Val

Ala

Ser

Val

195

Pro

Lys

Pro

Val

Thr

275

Glu

Met

100

Ala

Gly

Phe

l.eu

Trp

180

Leu

Ser

Pro

Pro

Phe

260

Pro

Val

s Thr

Glu

Arg

Thr

Pro

Gly

165

Asn

Gln

Ser

Cys

245

Leu

Glu

Gln

Leu

Arg

Thr

Leu

150

Cys

Ser

Ser

Ser

Asn

230

Pro

Phe

Val

Phe

s Pro

310

Lys

Asp

Val

135

Ala

Leu

Gly

Ser

Leu

215

Thr

Pro

Pro

Thr

Asn

295

Arg

Ser

Pro

Val

Ala

Gly

200

Gly

Lys

Cys

Pro

Cys

280

Trp

Glu

Leu
105
Arg

Val

Cys

Leu
185
Leu
Thr
Val
Pro
Lys
265
Val

Tyr

Glu

111

90

Gln

Phe

Ser

Ser

s Asp

170

Thr

Tyr

Lys

Asp

Ala

250

Pro

Val

Val

Gln

Phe

Arg

155

Tyr

Ser

Ser

Thr

Lys

235

Pro

Lys

Val

Asp

Phe
315

Asp

Met

Ala

140

Ser

Phe

Gly

Leu

Tyr

220

Arg

Glu

Asp

Asp

Gly

300

Asn

Asp

Gly

125

Ser

Thr

Pro

Val

Ser

205

Thr

Val

Phe

Thr

Val

285

Val

Ser

Thr

110

Phe

Thr

Ser

Glu

His

190

Ser

Cys

Glu

Leu

Leu

270

Ser

Glu

Thr

85

Ala

Asp

Glu

Pro

175

Thr

Val

Asn

Ser

Gly

255

Met

Gln

Val

Tyr

Yal

Tyr

5 Gly

Ser

160

Val

Phe

Val

Val

Lys

240

Gly

Ile

Glu

His

Arg
320
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Val

Glu

Lys

Thr

Thr

385

Glu

Leu

Thr

Tyr

Ser

465

Gly

Ala

Pro

Phe

Val

Tyr

Thr

Leu

370

Cys

Ser

Thr

Ile

Gln

450

Gln

Thr

Ala

Gly

Ile
530

Ser

Lys

Ile

355

Pro

Leu

Asn

Gln

Thr

435

Gln

Ser

Asp

Tyr

Thr

515

Phe

Val

Cys

340

Ser

Pro

Val

Gly

Ser

420

Cys

Lys

Phe

Phe

Tyr

500

Lys

Pro

Leu

325

Lys

Ser

Gly

405

Pro

Arg

Pro

Ser

Thr

485

Cys

Val

Pro

Thr

Val

Ala

Gln

Gly

390

Gly

Asp

Ala

Asp

Gly

470

Leu

His

Asp

Ser

Val

Ser

Lys

Glu

375

Phe

Gly

Phe

Ser

Gln

455

Val

Thr

Gln

Ile

Asp
THAT

Leu His Gln

Asn
Gly

360

Glu

Ser

Gln

Gln

440

Ser

Pro

Ile

Ser

Lys

520

Glu

112

Lys

345

Gln

Met

Pro

Gly

Ser

425

Ser

Pro

Ser

Asn

Ser

505

Arg

Gln

330

Gly

Pro

Thr

Ser

Gly

410

Val

[le

Lys

Arg

Ser

490

Ser

Thr

Leu

Asp

Leu

Arg

Asp

395

Gly

Thr

Gly

Leu

Phe

475

Leu

Leu

Val

Lys

Trp

Pro

Glu

Asn

380

[le

Gly

Pro

Ser

Leu

460

Ser

Glu

Pro

Ala

Ser
540

Leu

Ser

Pro

365

Gln

Ala

Ser

Ser

445

Ile

Gly

Ala

Phe

Ala

525

Gly

Asn

Ser

350

Gln

Val

Val

Glu

Glu

430

Leu

Lys

Ser

Glu

Thr

510

Pro

Thr

Gly

335

[le

Val

Ser

Glu

[le

415

His

Tyr

Gly

Asp

495

Phe

Ser

Ala

Lys

Glu

Tyr

Leu

Trp

400

Val

Val

Trp

Ala

Ser

480

Ala

Gly

Val

Ser
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[0088]

Val

945

Trp

Thr

Thr

Val

Gly

625

Gly

Thr

Leu

Ser

Ser
705

<210> 95

Val

Lys

Glu

Leu

Thr

610

Glu

Ser

Pro

Thr

Val

690

Leu

Cys

Val

Gln

Ser

295

His

Cys

Gly

Pro

Val

675

Met

Ser

211> 703
<212> PRT
213> NLF3

<220>
223> NLJFHRH#R: G2k

<400> 95

Leu

Asp

Asp

580

Lys

Gln

Gly

Gly

Val

660

Asp

His

Leu

Leu

Asn

565

Ser

Ala

Gly

Gly

Gly

645

Leu

Lys

Glu

Gly

Asn

550

Ala

Lys

Asp

Leu

Gly

630

Gly

Asp

Ser

Ala

Lys
710

Asn Phe Tyr Pro

Leu

Asp

Tyr

Ser

615

Gly

Ser

Ser

Arg

Leu

695

Gln

Ser

Glu

600

Ser

Ser

Gly

Asp

Trp

680

His

Ser

Thr

585

Lys

Pro

Gly

Gln

Gly

665

Gln

Asn

Gly

570

Tyr

His

Val

Gly

Pro

650

Ser

Glu

His

Arg

555

Asn

Ser

Lys

Thr

Gly

635

Glu

Phe

Gly

Tyr

Glu

Ser

Leu

Val

Lys

620

Gly

Asn

Phe

Asn

Thr
700

Ala

Gln

Ser

Tyr

605

Ser

Ser

Asn

Leu

Val

685

Gln

Lys

Glu

Ser

590

Ala

Phe

Gly

Tyr

Tyr

670

Phe

Lys

Val

Ser

275

Thr

Cys

Asn

Gly

Lys

655

Ser

Ser

Ser

Gln

560

Val

Leu

Glu

Arg

Gly

640

Thr

Arg

Cys

Leu

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly

1

5

113

10

15
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Val

Pro

Ser

Glu

65

Asp

Thr

Tyr

Thr

Pro

145

Val

Ala

Gly

Gly

Lys
225

His

Gly

Asn

50

Trp

Ser

Leu

Tyr

Val

130

Cys

Leu

Leu

Thr
210

Val

Ser

Arg

35

Ser

Val

Val

Phe

Cys

115

Ser

Ser

Asp

Th

Tyr

195

Lys

Asp

Gln

20

Ser

Gly

Ala

Lys

Leu

100

Ala

Ser

Arg

Tyr

Ser

180

Ser

Thr

Lys

Val

Leu

Met

Val

Gly

85

Gln

Th¥

Ala

Ser

Phe

165

Gly

Leu

Tyr

Arg

Gln

Arg

His

Ile

70

Arg

Met

Asn

Ser

Thr

150

Pro

Val

Ser

Thr

Val
230

Leu

Leu

Trp

Trp

Phe

Asn

Asp

Thr

135

Ser

Glu

His

Ser

Cys

215

Glu

Val Glu Ser

Asp

40

Val

Tyr

Thr

Ser

Asp

120

Glu

Pro

Thr

Val

200

Asn

Ser

114

25

Cys

Arg

Asp

Ile

Leu

105

Tyr

Gly

Ser

Val

Phe

185

Val

Val

Lys

Lys

Gln

Gly

Ser

Arg

Trp

Pro

Thr

Thr

170

Pro

Thr

Asp

Tyr

Gly

Ala

Ala

Ser

75

Arg

Ala

Gly

Ser

Ala

155

Val

Ala

Val

His

Gly
285

Gly

Ser

Pro

60

Asp

Glu

Gln

Val

140

Ala

Ser

Val

Pro

Lys

220

Pro

Gly

Gly

45

Gly

Arg

Asn

Asp

Gly

125

Phe

Leu

Trp

Leu

Ser

205

Pro

Pro

Val

30

[le

Lys

Tyr

Ser

Thr

110

Thr

Pro

Gly

Asn

Gln

190

Ser

Ser

Cys

Val

Thr

Gly

Tyr

Lys

95

Ala

Leu

Leu

Cys

Ser

175

Ser

Ser

Asn

Pro

Gln

Phe

Leu

Ala

80

Asn

Val

Val

Ala

Leu

160

Gly

Ser

Leu

Thr

Pro
240
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Cys

Pro

Cys

Trp

Glu

305

Leu

Asn

Gly

Glu

Tyr

385

Gln

Gln

Ser

Pro

Pro

Lys

Val

Tyr

290

Glu

His

Lys

Gln

Met

370

Pro

Gly

Ser

Ser

Pro

450

Ser

Ala

Pro

Val

275

Val

Gln

Gln

Pro

355

Thr

Ser

Gly

Val

Ile

435

Lys

Arg

Pro
Lys
260
Val
Asp
Phe
Asp
Leu
340
Arg
Lys
Asp
Gly
Thr
420
Gly

Leu

Phe

Glu

245

Asp

Asp

Gly

Asn

Trp

325

Pro

Glu

Asn

Ile

Gly

405

Pro

Ser

Leu

Ser

Phe

Thr

Val

Val

Ser

310

Leu

Ser

Pro

Gln

Ala

390

Ser

Lys

Ser

Ile

Gly

Leu Gly Gly

Leu

Glu

295

Thr

Asn

Ser

Gln

Val

375

Val

Glu

Glu

Leu

Lys
455

Met

Gln

280

Val

Tyr

Gly

Ile

Val

360

Ser

Glu

Ile

Lys

His

440

Tyr

Gly

Ile

265

Glu

His

Arg

Lys

Glu

345

Tyr

Leu

Trp

Val

Val

425

Trp

Ala

Ser (

115

Pro

250

Ser

Asp

Asn

Val

Glu

330

Thr

Thr

Glu

110

Thr

Tyr

Ser

Ser

Arg

Pro

Ala

Val

S5

Tyr

5 Thr

Leu

Cys

Ser

395

Thr

Ile

Gln

Gln

Thr

Val

Thr

Glu

Lys

300

Ser

Lys

Ile

Pro

Leu

380

Asn

Gln

Thr

Gln

Ser
460

Phe

Pro

Val

285

Thr

Val

Cys

Ser

Pro

365

Val

Lys
445

Phe

Phe

Leu
Glu
270
Gln
Lys
Leu
Lys
Lys
350
Lys
Gly
Pro
Arg
430
Pro

Ser

Thr

Phe

255

Val

Phe

Pro

Thr

Val

335

Ala

Gln

Gly

Gly

Asp

415

Ala

Asp

Gly

l.eu

Pro

Thr

Asn

Arg

Val

320

Ser

Glu

Phe

Gly

400

Phe

Ser

Gln

Val

Thr
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465

Ile

Ser

Lys

Glu

Phe

545

Gln

Glu

Ser

Ser

625

Gly

Asp

Trp

His

Asn

Ser

Arg

Gln

530

Tyr

Ser

Thr

Lys

Pro

610

Gly

Gln

Gly

Gln

Asn
690

Ser

Ser

1

on

Leu

Pro

Gly

His
595

Val

Gly

Pro

Ser

Glu

675

His

Leu

Leu
500

Val

Lys S

Arg

Asn

Ser

580

Lys

Thr

Gly

Glu

Phe

660

Gly

Tyr

Glu
485

Pro

Ala

Glu

Ser

565

l.eu

Val

Lys

Gly

Asn

645

Phe

Asn

Thr

470

Ala

Phe

Ala

Gly

Ala

550

Gln

Tyr

Ser

Ser

630

Asn

Leu

Val

Gln

Glu

Thr

Pro

Thr

535

Lys

Glu

Ser

Ala

Phe

615

Gly

Tyr

Tyr S

Phe

Lys
695

Asp Ala Ala

Phe

Ser
520

Ala

Val

Ser

Thr

Cys
600

Asn

Gly

Ser
680

Ser

Gly

505

Val

Ser

Gln

Val

Leu

585

Glu

Arg

Gly

s Thr

Arg
665

Cys

Leu

116

490

Pro

Phe

Val

Trp

Thr

570

Thr

Val

Gly

Gly

Thr

650

Leu

Ser

Ser

475

Ala

Gly

Ile

Val

Glu

l.eu

Thr

Glu

Ser

635

Pro

Thr

Val

Leu

Tyr

Thr

Phe

Cys

540

Val

Gln

Ser

His

Cys

620

Gly

Pro

Val

Met

Ser
700

Tyr

Lys

Pro

925

Leu

Asp

Asp

Gln

605

Gly

Gly

Val

Asp

His

685

Leu

Cys

Val

510

Pro

Leu

Asn

Ser

s Ala

590

Gly

Gly

Gly

Leu

Lys

670

Glu

Gly

His

495

Asp

Ser

Asn

Ala

Lys

575

Leu

Gly

Gly

Asp

65

Ser

Ala

Lys

480

Gln

Ile

Asp

Asn

Leu

560

Asp

Gly

Ser

640

Ser

Arg

Leu
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<210> 96
<211> 1127
<212> PRT

213> NTFr

<220>

¢l

<223> NTLFFIHHEER: AlREIK

<400> 96
Met Gly Trp
1

Val His Ser

Gln 1le Gln
35

Phe Glu His
50

Leu Thr Leu
65

Pro Ile Asn

Val Leu Trp

Cys Met Leu
115

Glu Val Val
130

Val His Lys
145

Asn Val Asp

Tyr Met Gly

Ser

Ser

20

Val

Phe

Ile

Phe

Phe

100

Arg

Gln

Leu ’

Gly

Cys °

180

Cys

5

Glu

Phe

Leu

Trp

Arg

85

Arg

Asn

Lys

Tyr
165

Ile

Arg

Glu

Lys

Tve

70

Leu

Pro

Thr

Asp

Ile

150

Phe

Ile

Cys

Asp

Phe

55

Trp

Pro

Thr

Thr

Ser
135

Glu T

Pro

[le

Leu

Asp

Glu

40

Asn

Thr

Glu

Leu

Tyr

120

Cys

Ser

Gln

117

Phe

Asp

Pro

Tyr

Arg

Asn

Leu

105

Cys

Phe

~ Gly

Ser

Asn

185

Leu

10

Trp

Ala

Ser

Gln

Arg

90

Asn

Ser

Asn S

Ile

Val
170

Phe

Val

Gly

Arg

Thr

Asp

75

Ile

Asp

Lys

Asn

Ala

Leu

Ile

Ala

60

Arg

Ser

Thr

Val

Pro

140

Arg

Pro

Asn

Thr

Asp

Lys

45

His

Asp

Lys

Gly

Ala
125

Ala

Thr

30

Cys

Ser

Leu

Glu

Asn

110

Phe

Met Lys

Ile

Thr

Val

Thr

[le

[le
190

Thr

15

Met

Pro

Ala

Glu

Lys

95

Tyr

Pro

Leu

Cys

Thr

175

Pro

Gly

Arg

Leu

Gly

Glu

80

Asp

Thr

Leu

Pro

Pro

160

Trp

Glu
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Gly

Tyr

Thr

225

Pro

Pro

Met

Asp

Arg

305

Thr

Pro

Leu

Pro

385

Thr

Met

Thr

210

Arg

Pro

Gly

Asp

Asp

290

Thr

Ser

Gly

Arg

Val

370

Asn

Pro

Asn

195

Cys

Thr

Val

Glu

Ser

275

Ile

Glu

Glu

Glu

Tyr

355

Ser

Glu

Val

Leu

Val

Leu

Ile

Glu

260

Arg

Thr

Asp

Asp

Val

340

Thr

Ser

His

Ser

Ser

Val

Thr

His

245

Leu

Asn

Ile

Glu

Leu

325

Ala

Val

Ala

Thr
405

Phe

Thr

Val

230

Ser

Leu

Glu

Asp

Thr

310

Lys

Glu

Asn

Gly
390

Glu

Leu

Tyr

215

Lys

Pro

Ile

Val

Val

295

Arg

Arg

Ala

Lys

Glu

375

Thr

Gln

Ile Ala Leu

200

Pro

Val

Asn

Pro

Trp

280

Thr

Thr

Ser

Ala

Cys

360

Ile

Ile

Ala

118

Glu

Val

Asp

Cys

265

Trp

Ile

Gln

Tyr

Lys

345

Lys

Asp

Thr

Ser

Asn

Gly

His

250

Thr

Thr

Asn

[le

Val

330

Val

Glu

Val

Trp

Arg
410

Ile

Gly

Ser

235

Val

Val

Ile

Glu

Leu

315

Cys

Arg

Arg

Tyr

395

Ile

Ser

Arg

220

Pro

Val

Tyr

Asp

Ser

300

Ser

His

Gln

Glu

Pro

380

His

Asn
205
Thr

Lys

Phe

Gly

285

Ile

Ile

Ala

Lys

Glu

365

Cys

Asp

Gln

Asn

Phe

Asn

Glu

Ser

270

Lys

Ser

Lys

Arg

Val

350

Lys

Pro

His

Gly

His

Ala

Lys

255

Phe

Lys

His

Ser
335

Pro

[le

Leu

Ser

Lys
415

Asn

Leu

Val

240

Glu

Leu

Pro

Ser

Val

320

Ala

Ala

[le

Asn

Lys

400

Glu
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Lys

Cys

Lys

Phe

465

Tyr

Trp

Gly

Gly

Pro

545

Thr

Leu

Asp

Pro

Arg
625

Leu

Val

Phe

450

Met

Tyr

Val

Asn

530

Ile

Arg

Gly

Ile

Val

610

Arg

Trp

Val

435

Val

Gln

Glu

Lys

Lys

515

Tyr

Th

Pro

Ser

Ala

595

Leu

Ser

Phe

420

Arg

Glu

Lys

Phe

Asp

500

Asp

Thr

Arg

Val

Gln

580

Gly

Thr

Val

Asn

Asn

Leu

Phe

485

Cys

Arg

Cys

Val

Ile

565

Ile

Trp

Glu

Leu

Pro

Ser

Glu

Pro

470

Lys

Leu

His

Ile

550

Val

Gln

Asp

Ile
630

Ala

Ser

Pro

455

Val

Asn

Pro

Ile

Ala

535

Glu

Ser

Leu

Trp

Tyr

615

Thr

Lys Val Glu

Tyr

440

Asn

Ala

Glu

Leu

Val

520

Ser

Phe

Pro

Ile

Asn

600

Val

119

425

Cys

Leu

Gly

Asn

Leu

505

Met

Ile

Ala

Cys

585

Gly

Ser

Leu

Leu

Cys

Asp

Asn

490

Leu

Asn

Thr

Thr

Asn

570

Asn

Ser

Val

Asn

Asp

Arg

Tyr

Gly

475

Glu

Asp

Val

Leu

555

Glu

Val

Val

Glu

Ile
635

Ser Gly

[le Lys
445

Asn Ala
460

Gly Leu

Leu Pro

Asn Ile

Ala Glu
525

Leu Gly
540

Glu Glu

Thr Met

Thr Gly

[le Asp
605

Asn Pro
620

Ser Glu

His

430

[le

Gln

Val

His
510

Lys

Asn

Glu

Gln

590

Glu

Ala

[le

Ser

Ala

Cys

Leu

495

Phe

His

Gln

Lys

Val

575

Leu

Asp

Asn

Glu

Tyr

Ala

[le

Pro

480

Gln

Ser

Tyr

Pro

560

Asp

Ser

Ser
640
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Arg

Ile

Gly

Val

Ser

705

Pro

Gly

Asp

Asp

Met

785

Ala

Phe

Gly

Leu

Phe

Asp

Gly

Glu

690

Gly

Gly

Thr

Asp
770

Gly

Ser

Thr

Pro

Val
850

Ser

Tyr

Ala

Ser
675

Val

Tyr

Gln

Asn

-

Ser

755

Thr

Phe

Thr

Glu
835

His

Ser

Lys

Ala

660

Gly

Lys

Thr

Gly

Phe

740

Thr

Ala

Asp

Glu

820

Pro

Thr

Val

His

645

Tyr

Gly

Lys

Phe

Leu

725

Asn

Thr

Val

Tyr

s Gly

805

Ser

Val

Phe

Val

Pro

Ile

Gly

Pro

Thr

710

Glu

Glu

Thr

Tyr

Trp

790

Pro

Thr

Thr

Pro

Thr

Phe Thr Cys

Gln

Gly

Gly

695

Asn

Trp

Ala
Tyr

775

Gly

Ala

Val

Ala

855

Val

Leu

Ser

680

Ala

Tyr

Met

5 Phe

Tyr

760

Cys

Gln

Val

Ala

Ser

840

Val

Pro

Ile
665
Gln
Ser
Tyr
Gly
Lys
745
Met
Ala
Gly
Phe
Leu
825

Trp

Leu

120

Phe

650

Tyr

Val

Val

Met

Gly

730

Asn

Glu

Arg

Thr

Pro

810

Gly

Asn

Gln

Ser

Ala

Pro

Gln

Lys

Tyr

715

Ile

Arg

Leu

Arg

Thr

795

l.eu

Ser

Ser

Ser

Lys

Yal

Leu

Val

700

Trp

Asn

Val

Lvs

Asp

780

Val

Ala

Leu

Gly

Ser

860

Leu

Asn

Thr

Val
685

Ser

Val

Pro

Thr

-

Ser

765

Tyr

Thr

Pro

Val

Ala

845

Gly

Gly

Thr

Asn

670

Gln

Cys

Arg

Ser

L.eu

750

Leu

Arg

Val

Cys

Lys

830

Leu

Leu

Thr

His
655

Gly

Lys

Gln

Asn

735

Thr

Gln

Phe

Ser

Ser

815

Asp

Thr

Tyr

Gly

Gly

Gly

Ala

Ala

720

Gly

Thr

Phe

Asp

Ser

800

Arg

Tyr

Ser

Ser

s Thr
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865

Tyr

Arg

Glu

Asp

Asp

945

Gly

Asn

Trp

Pro

Arg

Thr

Pro

Asn

Phe

Thr

Val

Phe

Thr

930

Val

Val

Ser

Leu

Cys

Glu

Leu

915

Leu

Ser

Glu

Thr

Asn
995

Ser Ser

1010

Glu Pro
1025

Lys Asn
1040

Ser Asp
1055

Asn  Tyr
1070

Phe Leu
1085

Asn

Ser

900

Gly

Met

Gln

Val

Tyr

980

Gly

Ile

Gln

Gln

Ile

Lys

Tyr

Val

885

Lys

Gly

Ile

Glu

His

965

Arg

Lys

Glu

Val

Val

Ala

Thr

Ser

870

Asp

Tyr

Pro

Ser

Asp

950

Asn

Val

Glu

Lys

Val

Thr

Arg

His Lys Pro Ser
890

Gly Pro Pro Cys
905

Ser Val Phe Leu
920

Arg Thr Pro Glu
935

Pro Glu Val Gln

Ala Lys Thr Lys
970

Val Ser Val Leu
985

Pro

Phe

Val

Thr

Thr

Pro

Pro

Thr

940

Asn

Arg

Val

Lys Val

Cys Pro
910

Pro Lys
925

Cys Val

Trp Tyr

Glu Glu

Leu His
990

Asp
89

Ala

Pro

Val

Val

Gln

975

Gln

880

Lys

Pro

Val

Asp

960

Phe

Asp

Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu

1000

1005

Thr [Ile Ser Lys Ala Lys Gly Gln Pro

1015

Thr Leu Pro Pro Ser

1030

Leu Thr Cys Leu Val

1045

Glu Trp Glu Ser Asn

1060

Pro Pro Val Leu Asp

1075

Leu Thr Val Asp Lys

1090

121

1020

Gln Glu Glu Met
1035

Lys Gly Phe Tyr
1050

Gly Gln Pro Glu
1065

Ser Asp Gly Ser
1080

Ser Arg Trp Gln
1095
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Glu Gly Asn Val Phe Ser Cys

Asn

1100

His
1115

<210> 97
211> 11
<212> PR
213> NLFF3

<220>

<223>

<400> 97
Met Gly Trp Ser
1

Val

Gln

Phe

Leu

65

Pro

Val

Cys

Glu

Val
145

His

Ile

Glu

50

Thr

Ile

Leu

Met

Val

130

His

Ser Val Met His Glu

1105

1110

Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu
1120

20
‘)

Ser

Gln

35

His

Leu

Asn

Trp

Leu

115

Val

Lys

Ser

20

Val

Phe

Ile

Phe

Phe

100

Gln

Leu

ANLFF IR : SR ik

Cys Ile Ile Leu

5

Glu

Phe

Leu

Trp

Arg

85

Arg

Asn

Lys

Tyr

Arg

Glu

Lys

Tyr

70

Leu

Pro

Thr

Asp

Ile
150

Cys

Asp

Phe

95

Trp

Pro

Thr

Thr

Ser

135

Glu

Asp

Glu

40

Asn

Thr

Glu

Leu

Tyr

120

Cys

Tyr

122

Phe

Asp

25

Pro

Tyr

Arg

Asn

Leu

105

Cys

Phe

Gly

Leu

10

Trp

Ala

Ser

Gln

Arg

90

Asn

Ser

Asn

Tle

Val

Gly

Arg

Thr

Asp

75

Ile

Asp

Lys

Ser

Gln
155

1125

Ala

Leu

Tle

Ala

60

Arg

Ser

Thr

Val

Pro

140

Arg

Thr

Asp

Lys

45

His

Asp

Lys

Gly

Ala

125

Met

Ile

Ala Leu His

Gly Lys

Ala

Thr ¥

30

Cys

Ser

Leu

Glu

Asn

110

Phe

Lys

Thr

Thr

15

Pro

Ala

Glu

Lys

95

Tyr

Pro

Leu

Cys

Gly

Arg

Leu

Gly

Glu

80

Asp

Thr

Leu

Pro

Pro
160
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Asn

Tyr

Gly

Tyr

Thr

225

Pro

Pro

Met

Asp

Arg

305

Thr

Pro

Leu

Val

Met

Met

Thr

210

Arg

Pro

Gly

Asp

Asp

290

Thr

Ser

Gly

Arg

Val
370

Asp

Gly

Asn

195

Cys

Thr

Val

Glu

Ser

275

Ile

Glu

Glu

Glu

Tyr

355

Ser

Gly

Cys

180

Leu

Val

Leu

Ile

Glu

260

Arg

Thr

Asp

Asp

Val

340

Thr

Ser

Tyr

165

Tyr

Ser

Val

Thr

His

245

Leu

Asn

Ile

Glu

Leu

325

Ala

Val

Ala

Phe

Phe

Thr

Val

230

Ser

Leu

Glu

Asp

Thr

310

Lys

Glu

Asn

Pro

Ile

Leu

Tyr

215

Pro

Ile

Val

Val

295

Arg

Ala

Glu
375

Ser Ser Val

Gln

Ile

200

Pro

Val

Asn

Pro

Trp

280

Thr

Thr

Ser

Ala

Cys

360

Ile

123

Asn

185

Ala

Glu

Val

Asp

Cys

265

Trp

Ile

Gln

Tyr

Lys

345

Asp

170

Phe

Leu

Asn

Gly

His

250

Thr

Thr

Asn

[le

Val

330

Val

Glu

Val

Asn

Ile

Gly

Ser

235

Val

Val

Ile

Glu

Leu

315

Cys

Arg

Arg

Pro

Asn

Ser

Arg

220

Pro

Val

Tyr

Asp

Ser

300

Ser

His

Gln

Glu

Pro
380

Thr

Val

Asn

205

Thr

Tyr

Phe

Gly

285

Ile

Ile

Ala

Lys

Glu
365

Ile

Ile

190

Asn

Phe

Asn

Glu

Ser

270

Lys

Ser

Lys

Arg

Val

350

Lys

Pro

Thr

175

Pro

Gly

His

Ala

Lys

255

Phe

His

Ser

335

Pro

[le

Leu

Trp

Glu

Asn

Leu

Val

240

Glu

Leu

Pro

Ser

Val

320

Ala

Ala

[le

Asn
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[0099]

Pro

385

Thr

Lys

Cys

Phe

465

Tyr

Trp

Gly

Gly

Pro

545

Thr

Leu

Asp

Asn

Pro

Leu

Val

Phe

450

Lys

Met

Tyr

Val

Asn

530

Ile

Arg

Gly

Ile

Glu

Val

Trp

Val

435

Val

Gln

Glu

Lys

Lys

515

Tyr

Th

Pro

Ser

Ala
595

His

Ser

Phe
420

Arg

Glu

Lys

Phe

Asp

500

Asp

Thr

Arg

Val

Gln

580

Tyr

Th¥

405

Val

Asn

Asn

Leu

Phe

485

Cys

Arg

Cys

Val

Ile

565

Ile

Trp

Gly

390

Glu

Pro

Ser

Glu

Pro
470

Leu

His

Ile

550

Val

Gln

Lys

Thr

Gln

Ala

Ser

Pro

455

Val

Asn

Pro

Ile

Ala

535

Glu

Ser

Leu

Trp

Ile Thr Trp

Ala

Lys

Tyr

440

Asn

Ala

Glu

Leu

Val

520

Ser

Phe

Pro

Ile

Asn

600

124

Ser

Val

425

Cys

Leu

Gly

Asn

Leu

505

Met

Tyr

Ile

Ala

Cys

585

Gly

Arg

410

Glu

Leu

Cys

Asp

Asn

490

Leu

Asn

Thr

Thr

Asn

570

Asn

Ser

Tyr

395

Ile

Asp

Arg

Gly

475

Glu

Asp

Val

Leu

555

Glu

Val

Val

His

Ser

[le

Asn

460

Gly

Leu

Asn

Ala

Leu

540

Glu

Th

Th

[le

Asp

Gln

Gly

Lys

445

Ala

Leu

Pro

Ile

Glu

525

Gly

Glu

Met

Gly

Asp
605

Asp

His

His

430

[le

Gln

Val

Lys

His

510

Lys

Lys

Asn

Glu

Gln

590

Glu

Ser

Lys

415

Tyr

Ser

Ala

Cys

Leu

495

Phe

His

Gln

Lys

Val

575

Leu

Asp

Lys

400

Glu

Tyr

Ala

[le

Pro

480

Gln

Ser

Arg

Tyr

Pro

560

Ser

Asp
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[0100]

Pro

Arg

625

Arg

Ile

Gly

Gly

Ser

705

Pro

Lys

Asp

Glu

Gln

785

Val

Ala

Val

610

Arg

Phe

Asp

Gly

Gly

690

Gly

Gly

Arg

Asn

Asp

77

Gly

Phe

Leu

Trp

Leu Gly

Ser Thr

Tyr Lys

Ala Ala
660

Ser Gly
675

Val Val

Ile Thr

Lys Gly

Tyr Tyr

740

Ser Lys
755

Thr Ala

Thr Leu

Pro Leu

Gly Cys

820

Asn Ser

Glu

Leu

His

645

Tyr

Gly

Gln

Phe

Leu

725

Ala

Asn

Val

Val

Ala

805

Leu

Gly

Asp

Ile

630

Pro

Ile

Gly

Pro

Ser

710

Glu

Asp

Thr

Tyr

Thr

790

Pro

Val

Ala

Tyr Tyr Ser

615

Thr

Phe

Gln

Gly

Gly

695

Asn

Trp

Ser

Leu

Tyr

775

Val

Cys

Lys

Leu

Val

Thr

Leu

Ser

680

Arg

Ser

Val

Val

Phe

760

Cys

Ser

Ser

Asp

Thr

Ile
665
Gln

Ser

Ala

Lys

745

Leu

Ala

Ser

Arg

Tyr
825

125

Val

Asn

Phe

650

Tyr

Val

Leu

Met

Val

730

Gly

Gln

Thr

Ala

Ser

810

Phe

Gly

Glu

Ile

635

Ala

Pro

Gln

Arg

His

715

Ile

Arg

Met

Asn

=

Ser
795

Thr

Pro

Val

Asn

620

Ser

Lys

Val

Leu

Leu

700

Trp

Trp

Phe

Asn

Asp

78

Thr

Ser

Glu

His

Pro

Glu

Asn

Thr

Val

685

Asp

Val

Tyr

Thr

Ser

765

Asp

Lys

Glu

Pro

Thr

Ala

Ile

Thr

Asn

670

Glu

Cys

Arg

Asp

Ile

750

Leu

Tyr

Gly

Ser

Val

830

Phe

Asn

Glu

His

655

Gly

Ser

Lys

Gln

Gly

735

Ser

Arg

Trp

Pro

Thr

815

Thr

Pro

Lys

Ser

640

Gly

Gly

Gly

Ala

Ala

720

Arg

Ala

Gly

Ser

800

Ala

Val

Ala
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Val
Pro

865

Pro

Val

Thr

Glu

945

Lys

Lys

Ile

Leu

Thr

Trp

835 840 845

Leu GIn Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val
850 8565 360

Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His
870 875 880

s Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly

885 890 895

Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser
900 905 910

Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg
915 920 925

Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro
930 935 940

Val GIn Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala
950 955 960

Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val
965 970 975

Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr
980 985 990

Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr

995 1000 1005

Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr
1010 1015 1020

Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu
1025 1030 1035

Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu
1040 1045 1050

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro
1055 1060 1065

126
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[0102]

Pro Val Leu Asp Ser Asp

Thr

Ser

Leu

210>
A
212>
213>

1070

Val

1085

Val

1100

Ser

1115

<220>

<223>

98
1123
PRT

NLFE3

Asp Lys Ser Arg

Met His Glu Ala

Leu Ser Leu

Met Gly Trp Ser

1

Val

Pro

Ser

Glu

65

Asp

Thr

Tyr

His

Gly

Asn

50

Trp

Ser

Leu

Tyr

Ser

Arg

35

Ser

Val

Val

Phe

Cys
115

Gln

20

Ser

Gly

Ala

Lys

Leu

100

Ala

Gly

Gly Ser Phe Phe Leu Tyr Ser Arg Leu

1075

1080

Trp Gln Glu Gly Asn Val
1090

1095

Phe Ser Cys

Leu His Asn His Tyr Thr Gln Lys Ser

1105

Lys

1120

ANTFPRIRHE: &k
<400> 98

Cys Ile Ile Leu

5

Val

Leu

Met

Val

Gly

85

Gln

Thr

Gln

Arg

His

Ile

70

Arg

Met

Asn

Leu

Leu

Trp

Trp

Phe

Asn

Asp

Val

Asp

40

Val

Tyr

Thr

Ser

Asp
120

Phe

Glu

25

Cys

Arg

Asp

[le

Leu

105

Tyr

127

Leu

10

Ser

Lys

Gln

Gly

Ser

90

Arg

Trp

Val

Gly

Ala

Ala

Ser

75

Arg

Ala

Gly

1110

Ala

Gly

Ser

Pro

60

Lys

Asp

Glu

Gln

Thr

Gly

Gly

45

Gly

Arg

Asn

Asp

Gly
125

Ala

Val
30

Ile

Lys

Tyr

Ser

Thr

110

Thr

Thr

15

Val

Thr

Gly

Tyr

Lys

95

Ala

Leu

Gly

Gln

Phe

Leu

Ala

80

Asn

Val

Val
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[0103]

Thr

Pro

145

Val

Ala

Gly

Gly

Lys

225

Gly

Gln

Phe

Leu

Pro

305

Val

Cys

Val

130

Cys

Lys

Leu

Leu

Thr

210

Val

Gly

Ile

Glu

Thr

290

Ile

Leu

Met

Ser

Ser

Asp

Thr

Tyr

195

Lys

Asp

Gln

His

275

Leu

Asn

Leu

Ser

Tyr

Ser

180

Ser

Thr

Ser

Val

260

Phe

Ile

Phe

Phe

Arg
340

Ala

Ser

Phe

165

Gly

Leu

Tyr

Arg

Glu

245

Phe

Leu

Trp

Arg

Arg

325

Asn

Ser

Thr
150

Pro

Val

Ser

Thr

Val
230

Arg

Glu

Tyr

Leu

310

Pro

Thr

Thr

135

Ser

Glu

His

Ser

Cys

215

Glu

Cys

Asp

Phe

Trp

295

Pro

Thr

Thr

Lys Gly Pro

Glu

Pro

Thr

Val

200

Asn

Ser

Asp

Glu

Asn

280

Thr

Glu

Leu

Tyr

128

Ser

Val

Phe

185

Val

Val

Asp

Pro

265

Tyr

Arg

Asn

Leu

Cys
345

Thr

Thr

170

Pro

Thr

Asp

Tyr

Trp

250

Ala

Ser

Gln

Arg

Asn

330

Ser

Ser

Ala

155

Val

Ala

Val

His

Gly

235

Gly

Arg

Thr

Asp

Ile

315

Asp

Lys

Val

140

Ala

Ser

Val

Pro

Lys

220

Gly

Leu

[le

Ala

Arg

300

Ser

Thr

Val

Phe

Leu

Trp

Leu

Ser

205

Pro

Gly

Asp

Lys

His

285

Asp

Gly

Ala

Pro

Gly

Asn

Gln

190

Ser

Ser

Gly

Thr

Cys

270

Ser

Leu

Glu

Asn

Phe
350

Leu

Cys

Ser

175

Ser

Ser

Asn

Ser

Met

255

Pro

Ala

Glu

Tyr
JB0

Pro

Ala

Leu

160

Gly

Ser

Leu

Thr

Gly

240

Leu

Gly

Glu

Asp

320

Thr

Leu
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[0104]

Glu

Val

Asn

385

Tyr

Gly

Tyr

Thr

Pro

465

Pro

Met

Asp

Arg

Thr

545

Lys

Val

His

370

Val

Met

Met

Thr

Arg

450

Pro

Gly

Asp

Asp

Thr

530

Ser

Gly

Val

355

Lys

Asp

Gly

Asn

Cys

435

Th

Val

Glu

Ser

Ile

515

Glu

Glu

Glu

Gln

Leu

Gly

Cys

Leu

420

Val

Leu

Ile

Glu

Arg

500

Thr

Asp

Asp

Val

Tyr

Tyr

405

Ser

Val

Th¥

His

Leu

485

Asn

Ile

Glu

Leu

Ala
565

Asp

Ile

Phe

390

Phe

Thy

Val

Ser

470

Leu

Glu

Asp

Thy

Lys

550

Lys

Ser

Glu

375

Pro

Ile

Leu

Tyr

Lys

455

Pro

Ile

Val

Val

Arg

535

Ala

Cys Phe Asn

360

Tyr

Ser

Gln

Ile

Pro

440

Val

Asn

Pro

Trp

Thr

520

Thr

Ser

Ala

129

Gly

Ser

Asn

Ala

425

Glu

Val

Asp

Cys

Trp

505

Ile

Gln

Tyr

Lys

[le

Val

Phe

410

Leu

Asn

Gly

His

Thr

490

Thr

Asn

[le

Val

Val
570

Ser

Gln

Lys

395

Asn

Ile

Gly

Ser

Val

475

Val

Ile

Glu

Leu

Cys

555

Lys

Pro

Arg

380

Pro

Asn

Ser

Arg

Pro

460

Val

Tyr

Ser

Ser

540

His

Gln

Met

365

Ile

Thr

Val

Asn

Thr

445

Tyr

Phe

Gly

Ile

525

Ile

Ala

Lys

Lys

Thr

[le

[le

Asn

430

Phe

Asn

Glu

Ser

Lys

510

Ser

Lys

Val

Leu

Cys

Thr

Pro

415

Gly

His

Ala

Phe
495

His

Ser

Pro
575

Pro

Pro

Trp

400

Glu

Asn

Leu

Val

Glu

480

Leu

Pro

Ser

Val

Ala

560

Ala
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Pro

Leu

Pro

Thr

625

Lys

Cys

Lys

Phe

Tyr

705

Trp

Gly

Gly

Pro

Thr

785

L.eu

Arg

Val

Asn

610

Pro

Leu

Val

Phe

Lys

690

Met

Tyr

Val

Asn

Ile

770

Arg

Gly

Tyr

Ser

995

Glu

Val

Trp

Val

Val

675

Gln

Glu

Lys

Tyr
105

Thr

Pro

Thr

580

Ser

His

Ser

Phe

Arg

660

Glu

Lys

Phe

Asp

s Asp

74

Thr

Arg

Val

Gln

Val

Ala

Lys

Thr

Val

645

Asn

Asn

Leu

Phe

Cys

725

Arg

Val

Ile

Ile

Glu

Asn

Gly

Glu

630

Pro

Ser

Glu

Pro

Lys

710

Lys

Leu

His

Ile

Val

790

Gln

Lys Cys Lys

Glu

Thr

615

Gln

Ala

Ser

Pro

Val

695

Asn

Pro

[le

Ala

Glu

775

Ser

L.eu

Ile

600

Ile

Ala

Lys

Tyr

Asn

680

Ala

Glu

Leu

Val

Ser

760

Phe

Pro

Ile

585

Asp

Thr

Ser

Val

Cys

665

[.eu

Gly

Asn

Leu

Met

745

Tyr

Ile

Ala

Cys

130

Glu

Val

Trp

Arg

Glu

650

Leu

Cys

Asp

Asn

Leu

730

Asn

Thr T

Thr

Asn

Asn

Arg

Arg

Tyr

Ile

635

Asp

Arg

Gly

Glu
715

Asp

Val

Ivr

Leu

Glu

795

Val

Glu

Pro

Lys

620

His

Ser

Ile

~ Asn

Gly

700

Leu

Asn

Ala

Leu

Glu

780

Thr

Thr

Glu

Cys

605

Asp

Gln

Ala

685

Leu

Pro

Ile

Glu

Gly

765

Glu

Met

Gly

Lys

590

Pro

Asp

His

His

Ile

670

Gln

Val

Lys

His

Lys

750

Lys

Asn

Glu

Gln

Ile

Leu

Lys

Tyr

655

Ser

Ala

Cys

Leu

Phe
735

His

GIn T

Lys

Val

Leu

Ile

Asn

Lys

Glu

640

Tyr

Ala

Ile

Pro

Gln

720

Ser

Arg

Ivr

Pte

Asp

800

Ser
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[0106]

Asp

Pro

Arg

Arg

865

Ile

Asp

Gly

Ile

Glu

945

His

Arg

Lys

Glu

Val

Ile

Val

Arg

850

Phe

Asp

Lys

Pro

Ser

930

Asp

Asn

Val

Glu

Lys
1010

Ala

Leu

835

Ser

Tyr

Ala

Thr

Ser

15

Arg

Pro

Ala

Val

Tyr
995

Tyr
820

Gly

Thr

Lys

Ala

His
900

Val

Thr

Glu

Lys

-

Ser

980

Lys

805

Trp

Glu

L.eu

His

Tyr

885

Thr

Phe

Pro

Val

Thr

965

Val

Cys

Lys

Asp

Ile

Pro

870

Ile

Cys

Leu

Glu

Gln

950

Lys

Leu

Lys

Trp

Tyr

Thr

855

Phe

Gln

Pro

Phe

Val

935

Phe

Pro

Thr

Val

Asn

Tyr

840

Val

Thr

l.eu

Pro

Pro

920

Thr

Asn

Arg

Val

810

Gly Ser
825

Ser Val

LLeu Asn

Cys Phe

Tle Tyr
890

Cys Pro
905

Pro Lys

Cys Val

Trp Tyr

970

Leu His
985

Val

Glu

Ile

Ala

875

Pro

Ala

Pro

Val

Val

955

Gln

Gln

Ile

Asn

Ser

860

Lys

Val

Pro

Lys

Val

940

Asp

Phe

Asp

Asp

Pro

845

Glu

Asn

Thr

Glu

Asp

925

Asp

Gly

Asn

Trp

Glu

830

Ala

Ile

Thr

Asn

Phe

910

Thr

Val

Val

Ser

Leu

990

815

Asp

Asn

Glu

His

Ser

895

Leu

Leu

Ser

Glu

Thr

975

Asn

Asp

Lys

Ser

Gly

880

Gly

Gly

Met

Gln

Val

960

Tyr

Gly

Ser Asn Lys Gly Leu Pro Ser Ser Ile
1005

1000

Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln
1015

1020

Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr
1030

1025

131

1035

LLys Asn Gln
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Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile
1040 1045 1050

Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys
1055 1060 1065

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr
1070 1075 1080

Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val
1085 1090 1095

Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr
1100 1105 1110

Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys
1115 1120

<210> 99

211> 1130

212> PRT

[0107]1  <213> A L%

220> ‘

223> NLIPAIRHEA: Az iIk

<400> 99

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly

1 5 10 15

Val His Ser Gln Val Gln Leu Val Gln Ser Gly Val Glu Val Lys Lys

20 25 30
Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
35 40 45

Thr Asn Tyr Tyr Met Tyr Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
50 55 60

Glu Trp Met Gly Gly Ile Asn Pro Ser Asn Gly Gly Thr Asn Phe Asn

65 70 75 80

Glu Lys Phe Lys Asn Arg Val Thr Leu Thr Thr Asp Ser Ser Thr Thr

85 90 95

132
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[0108]

Thr

Tyr

Trp

Pro

145

Thr

Thr

Pro

Thr

Asp

225

Tyr

Trp

Ala

Ser

Gln
305

Ala

Tyr

Gly

130

Ser

Ala

Val

Ala

Val

210

His

Gly

Gly

Arg

Thr

290

Asp

Tyr

Cys

115

Gln

Val

Ala

Ser

Val

195

Pro

Lys

Gly

Leu

Ile

275

Ala

Arg

Met

100

Ala

Gly

Phe

Leu

Trp

180

Leu

Ser

Pro

Gly

Asp

260

His

Asp

Glu

Arg

Thr

Pro

Gly

165

Asn

Gln

Ser

Ser

Gly

245

Thr

Cys

Ser

Leu

Leu

Arg

Thr

Leu

150

Cys

Ser

Ser

Ser

Asn

230

Ser

Met

Pro

Ala

Glu
310

Lys

Asp

Val

135

Ala

Leu

Gly

Ser

Leu

215

Thr

Gly

Arg

Leu

Gly

295

Glu

Ser Leu Gln

Tyr

120

Thr

Pro

Val

Ala

Gly

200

Gly

Lys

Gly

Gln

Phe

280

Leu

Pro

133

105

Arg

Val

Cys

Lys

Leu

185

Leu

Thr

Val

Gly

Ile

265

Glu

Thr

Ile

Phe

Ser

Ser

Asp

170

Thr

Tyr

Asp

Gly

250

Gln

His

Leu

Asn

Phe

Asp

Ser

Arg

155

Tyr

Ser

Ser

Thr

Lys

235

Ser

Val

Phe

Ile

Phe
315

Asp

Met

Ala

140

Ser

Phe

Gly

Leu

Tyr

220

Arg

Glu

Phe

Leu

Trp

300

Arg

Asp

Gly

125

Ser

Thr

Pro

Val

Ser

205

Thr

Val

Arg

Glu

Lys

285

Tyr

Leu

Thr

110

Phe

Thr

Ser

Glu

His

190

Ser

Cys

Glu

Cys

Asp

270

Phe

Trp

Pro

Ala

Asp

Lys

Glu

Pro

175

Thr

Val

Asn

Ser

Asp

255

Glu

Asn

Thr

Glu

Val

Tyr

Gly

Ser

160

Val

Phe

Val

Val

Lys

240

Asp

Pro

Tyr

Arg

Asn

320
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[0109]

Arg

Asn

Ser

Asn

Ile

385

Val

Phe

Leu

Asn

Gly

465

His

Thr

Thr

Asn

Ile

Asp

Lys

Ser

370

Gln

Lys

Asn

Ile

Gly

450

Ser

Val

Val

Ile

Glu
530

Ser

Th

Val

355

Pro

Arg

Pro

Asn

Ser

435

Arg

Pro

Val

Tyr

Asp

515

Ser

Lys

Gly

340

Ala

Met

Ile

Thr

Val

420

Asn

Thr

Lys

Tyr

Phe

500

Gly

Ile

Glu
325

Asn

Phe

Th¥

Ile

405

Ile

Asn

Phe

Asn

Glu

485

Ser

Ser

Pro

Leu

Cys

390

Thy

Pro

Gly

His

Ala

470

Lys

Phe

His

Asp

Thr

Leu

Pro

375

Pro

Trp

Glu

Asn

Leu

455

Val

Glu

Leu

Pro

Ser
Ak

Val Leu Trp

Cys

Glu

360

Val

Asn

Tyr

Gly

Tyr

440

Thr

Pro

Pro

Met

Asp

520

Arg

134

Met

345

Val

His

Val

Met

Met

425

Thr

Arg

Pro

Gly

Asp

505

Asp

Thr

330

Leu

Val

Asp

Gly

410

Asn

Cys

Thr

Val

Glu

490

Ser

[le

Glu

Phe

Arg

Gln

Leu

Gly

395

Cys

Leu

Val

Leu

Ile

475

Glu

Arg

Thr

Asp

Arg

Asn

Lys

Tyr

380

Tyr

Tyr

Ser

Val

Th

460

His

Leu

Asn

[le

Glu
540

Pro

Thr

Asp

365

Ile

Phe

Lys

Phe

Thr

445

Val

Ser

Leu

Glu

Asp

525

Thr

Thr

Thr

350

Ser

Glu

Pro

[le

Leu

430

Tyr

Lys

Pro

[le

Val

510

Val

Arg

Leu

335

Tyr

Cys

Tyr

Ser

Gln

415

[le

Pro

Val

Asn

Pro

495

Trp

Thr

Thr

Leu

Cys

Phe

Gly

Ser

400

Asn

Ala

Glu

Val

Asp

480

Cys

Trp

[le

Gln



CN 114127107 B

F 5l

=

110/224

[0110]

Ile

545

Val

Val

Glu

Val

Trp

625

Arg

Glu

Leu

Cys

Asp

70

Asn

Leu

Asn

Thr

Leu

Cys

Lys

Arg

Arg

610

Tyr

Ile

Asp

Arg

Tyr

690

Gly

Glu

Asp

Val

Tyr

Ser

His

Gln

Glu

595

Pro

Lys

His

Ile
675

Asn

Gly

Leu

Asn

Ala

755

l.eu

Ile

Ala

Lys

580

Glu

Cys

Asp

Gln

Gly

660

Lys

Ala

[.eu

Pro

Ile

740

Glu

Gly

Lys

Arg

565

Val

Lys

Pro

Asp

His

645

His

Ile

Gln

Val

Lys

725

His

Lys

Lys

550

Ser

Pro

Ile

Leu

Ser
630

Lys

Tyr

Ser

Ala

Cys

710

Leu

Phe

His

s Gln

Val

Ala

Ala

Ile

Asn

615

Lys

Glu

Tyr

Ala

Ile

695

Pro

Gln

Ser

Arg

Tyr

Thr Ser

Lys Gly

Pro Arg
585

Leu Val
600

Pro Asn

Thr Pro

Lys Leu

Cys Val
665

Lys Phe
680

Phe Lys

Tyr Met

Trp Tyr

Gly Val

745

Gly Asn
760

Pro Ile

135

Glu

Glu

570

Tyr

Ser

Glu

Val

Trp

650

Val

Val

Gln

Glu

Lys

730

Lys

Tyr

Thr

Asp

555

Val

Thr

Ser

His

Ser

635

Phe

Arg

Glu

Lys

Phe

715

Asp

Asp

Thr

Arg

Leu

Ala

Val G

Ala

Lys

620

Thr

Val

Asn

Asn

Leu

700

Phe

Arg

Cys

Val

Lys

Lys

Asn

605

Gly

Glu

Pro

Glu
685

Pro

Lvs

Leu

His

765

Ile

Arg

Ala

Lys

590

Glu

Thr

Gln

Ala

-

Ser
670

Pro

Val

s Asn

Pro

Ile

750

Ala

Glu

Ser

Ala

275

Cys

Ile

Ile

Ala

Lys

655

Tyt

Asn

Ala

Glu

Leu

735

Val

Ser

Phe

Tyr
560
Lys
Lys
Asp

Thr

Ser
640

Val

Leu
Gly
Asn
720
Leu
Met

Tyr

Ile
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770 175 780

Thr Leu Glu Glu Asn Lys Pro Thr Arg Pro Val Ile Val Ser Pro Ala
785 790 795 800

Asn Glu Thr Met Glu Val Asp Leu Gly Ser Gln Ile Gln Leu Ile Cys
805 810 815

Asn Val Thr Gly Gln Leu Ser Asp Ile Ala Tyr Trp Lys Trp Asn Gly
820 825 830

Ser Val Ile Asp Glu Asp Asp Pro Val Leu Gly Glu Asp Tyr Tyr Ser
835 840 845

Val Glu Asn Pro Ala Asn Lys Arg Arg Ser Thr Leu Ile Thr Val Leu
850 855 860

Asn Ile Ser Glu Ile Glu Ser Arg Phe Tyr Lys His Pro Phe Thr Cys
865 870 875 880

Phe Ala Lys Asn Thr His Gly Ile Asp Ala Ala Tyr Ile Gln Leu Ile
[0111] 885 890 895

Tyr Pro Val Thr Asn Ser Gly Asp Lys Thr His Thr Cys Pro Pro Cys
900 905 910

Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro
915 920 925

Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys
930 935 940

Val Val Val Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp
945 950 955 960

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu
965 970 975

Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu
980 985 990

His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn
995 1000 1005

136
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Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys
1010 1015 1020

Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln
1025 1030 1035

Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys
1040 1045 1050

Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly
1055 1060 1065

Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser
1070 1075 1080

Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser
1085 1090 1095

Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu
1100 1105 1110

[0112]

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu
1115 1120 1125

Gly Lys
1130

<210> 100

<211> 1149

212> PRT

213> NP3

<2205
223> NLJFH|RHER: G2k

<400> 100

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly

4

10

15

Val His Ser Ser Glu Arg Cys Asp Asp Trp Gly Leu Asp Thr Met Arg
95

20

30

Gln Ile Gln Val Phe Glu Asp Glu Pro Ala Arg Ile Lys Cys Pro Leu
40

38

137

45
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[0113]

Phe

Leu

65

Pro

Val

Cys

Glu

Val

145

Asn

Tyr

Gly

Tyr

Thr

225

Pro

Pro

Glu

50

Thr

Ile

Leu

Met

Val

130

His

Val

Met

Met

Thr

210

Arg

Pro

Gly

His

Leu

Asn

Trp

Leu

115

Val

Lys

Asp

Gly

Asn

195

Cys

Thr

Val

Glu

Phe

Ile

Phe

Phe

100

Arg

Gln

Leu

Gly

Cys

180

Leu

Val

Leu

Ile

Glu
260

Leu

Trp

Arg

85

Arg

Asn

Lys

Tyr

Tyr

165

Tyr

Ser

Val

Thr

His

245

Leu

Lys

Tyr

70

Leu

Pro

Thr

Asp

Ile

150

Phe

Lys

Phe

Thr

Val

230

Ser

Leu

Phe

55

Trp

Pro

Thr

Thr

Ser

135

Glu

Pro

Ile

Leu

Tyr

215

Pro

Ile

Asn Tyr Ser

Thr

Glu

Leu

Tyr

120

Cys

Tyr

Ser

Gln

Ile

200

Pro

Val

Asn

Pro

138

Arg

Asn

Leu

105

Cys

Phe

Gly

Ser

Asn

185

Ala

Glu

Val

Asp

Cys
265

Gln

Arg

90

Asn

Ser

Asn

Ile

Val

170

Phe

Leu

Asn

Gly

His

250

Thr

Thr

Asp

75

Ile

Asp

Lys

Ser

Gln

155

Lys

Asn

Ile

Gly

Ser

235

Val

Val

Ala

60

Arg

Ser

Thr

Val

Pro

140

Arg

Pro

Asn

Ser

Arg

220

Pro

Val

Tyr

His

Asp

Lys

Gly

Ala

125

Met

Ile

Thr

Val

Asn

205

Thr

Tyr

Phe

Ser

Leu

Glu

Asn

110

Phe

Lys

Thr

Ile

Ile

190

Asn

Phe

Asn

Glu

Ser
270

Ala

Glu

Lys

95

Tyr

Pro

Leu

Cys

Thr

175

Pro

Gly

His

Ala

Lys

255

Phe

Gly

Glu

80

Asp

Thr

Leu

Pro

Pro

160

Glu

Asn

Leu

Val

240

Glu

Leu
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[0114]

Met Asp Ser

Asp

Arg
305

Thr

Pro

Leu

Pro
385

Thr

Phe
465

Tyr

Asp

290

Thr

Ser

Gly

Arg

Val

370

Asn

Pro

Leu

Val

Phe

450

Met

275

Ile

Glu

Glu

Glu

Tyr

355

Ser

Glu

Val

Val

435

Val

Gln

Glu

Arg

Thr

Asp

Asp

Val

340

Thr

Ser

His

Ser

Phe

420

Arg

Glu

Lys

Phe

Asn

Ile

Glu

Leu

325

Ala

Val

Ala

Th¥

405

Val

Asn

Asn

Leu

Phe
485

Glu

Asp

Thr
310

Glu

Asn

Gly

390

Glu

Pro

Ser

Glu

Pro

470

Lys

Val

Val

295

Arg

Arg

Ala

Lys

Glu

375

Thr

Gln

Ala

Ser

Pro

455

Val

Asn

Trp

280

Thr

Thr

Ser

Ala

Cys

360

Ile

Ile

Ala

Tyr

440

Asn

Ala

Glu

139

Trp

Ile

Gln

Tyr

Lys

345

Lys

Asp

Thr

Ser

Val

425

Cys

Leu

Gly

Asn

Thr

Asn

[le

Val

330

Val

Glu

Val

Arg

410

Glu

Leu

Cys

Asp

Asn

490

Ile

Glu

Leu

315

Cys

Arg

Arg

Tyr

395

Ile

Asp

Arg

Gly
475

Glu

Asp Gly
285

Ser lle
300

Ser lle

His Ala

GIln Lys

Glu Glu

365

Pro Cys
380

His Gln

Ser Gly

[le Lys

445

Asn Ala
460

Gly Leu

Leu Pro

Lys

Ser

Lys

Arg

Val

350

Lys

Pro

Asp

His

His

430

[le

Gln

Val

Lys

His

Lys

Ser

335

Pro

[le

Leu

Ser

Lys

415

Tyr

Ser

Ala

Cys

Leu
495

Pro

Ser

Val

320

Ala

Ala

[le

Asn

Lys

400

Glu

Ala

[le

Pro

480

Gln
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[0115]

Trp

Gly

Gly

Pro

545

Lire

Leu

Asp

Pro

Arg

625

Arg

Ile

Asp

Gly

Ile

705

Glu

Tyr

Val

Asn

530

Ile

Arg

Gly

Ile

Val

610

Arg

Phe -

Asp

Lys

Pro

690

Ser

Asp

Lys

Lys

015

Tyr

Thr

Pro

Ser

Ala

595

Leu

Ser

Ivr

Ala

Thr

675

Ser

Arg

Pro

Thr

Arg

Val

Gln

580

Tyr

Gly

Thr

Lys

Ala

660

His

Val

Thr

Glu

Arg

Cys

Val

Ile

565

[le

Trp

Glu

Leu

His

645

Tyr

Thr

Phe

Pro

Val

Lys

Leu

His

Ile

550

Val

Gln

Lys

Asp

Ile

630

Pro

Ile

Cys

l.eu

Glu

710

Gln

Pro

Ile

Ala

5635

Glu

Leu

Trp

Tyr

615

Thr

Phe

Gln

Pro

Phe

695

Val

Phe

Leu

Val

520

Ser

Phe

Pto

Ile

Asn

600

Tyr

Val

Thr

Leu

Pro

680

Pro

Thr

Asn

Leu

505

Met

Tyr

Ile

Ala

Cys

585

Gly

Ser

Leu

Ile
665

Cys

Pro

140

Leu

Asn

Thr

Thr

Asn

570

Asn

Ser

Val

Asn

Phe

650

Tyr

Pro

Val

Tyr

Asp
Val
Tyr
Leu
555
Glu
Val
Val
Glu
Ile
635
Ala

Pro

Ala

s Pro

Val
715

Val

Asn

Ala

Leu

540

Glu

Thr

Thr

Ile

Asn

620

Ser

Lys

Val

Pro

Lys

700

Val

Asp

Ile

Glu

525

Gly

Glu

Met

Gly

Asp

605

Pro

Glu

Asn

Thr

Glu

685

Asp

Asp

Gly

His

510

Lys

Lys

Asn

Glu

Gln

590

Glu

Ala

Ile

Thr

Asn

670

Phe

Thr

Val

Val

Phe

His

Gln

Lys

Val

575

Leu

Asp

Asn

Glu

His

655

Ser

Leu

l.eu

Ser

Glu

Arg

Tyr

Pro

560

Asp

Ser

Asp

Lys

Ser

640

Gly

Gly

Gly

Met

Gln

720

Val
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[0116]

His

Arg

Glu

785

Tyr

Leu

Trp

Val

Asp

865

His

Leu

Leu

Leu

Trp
945

Asn

Val

s Glu

770

Lys

Thr

Thr

Glu

Leu

850

Lys

Glu

Gly

Val

Asp

930

Val

Ala

Val

755

Tyr

Thr

Leu

Cys

Ser

835

Asp

Ser

Ala

Lys

Glu

915

Cys

Arg

Lys
740

Ser

Ile

Pro

Leu

820

Asn

Ser

Arg

Leu

Gly

900

Ser

Lys

Gln

Val

s Cys

Ser

Pro

805

Val

Gly

Asp

Trp

His

885

Gly

Gly

Ala

Ala

Lys

Leu

Lys

Gln

Gly

Gln

870

Asn

Gly

Gly

Ser

Pro
950

Pro

Thr

s Val

775

Ala

Gln

Gly

Pro

Ser

855

Glu

His

Gly

Gly

Gly

935

Gly

Arg

Val

760

Ser

Lys

Glu

Phe

Glu

840

Phe

Gly

Tyr

Ser

Val

920

Ile

Glu

745

Leu

Asn

Gly

Glu

Tyr

825

Asn

Phe

Asn

Thr

Gly

905

Val

Thr

s Gly

141

730

Glu

His

Gln

Met

810

Pro

Asn

Leu

Val

Gln

890

Gly

Gln

Phe

Leu

Gln

Gln

s Gly

Pro
795
Thr
Ser
Tyr
Tyr
Phe
875
Lys
Gly
Pro

Ser

Glu
955

Phe

Asp

L.eu

780

Arg

Asp

Lys

Ser

860

Ser

Gly

Gly

Asn

940

Trp

Asn

Trp
765

Pro

Glu

5 Asn

Ile

Thr

845

Arg

Cys

Leu

Ser

Arg

925

Ser

Val

Ser

750

Leu

Ser

Pro

Gln

Ala

830

Thr

Leu

Ser

Ser

Gln

910

Ser

Gly

Ala

Asn

Ser

Gln

Val

815

Val

Pro

Thr

Val

Leu

895

Val

Leu

Met

Val

Tyr

Gly

Ile

Val

800

Ser

Glu

Pro

Val

Met

880

Ser

Gln

Arg

His

Ile
960
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[0117]

Trp Tyr Asp Gly Ser Lys Arg Tyr Tyr Ala Asp Ser Val Lys Gly Arg
970

965

975

Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr Leu Phe Leu Gln Met
980 985

990

Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys
1005

995 1000

Asp Asp Tyr Trp Gly Gln Gly Thr
1010 1015

Gly Gly Gly Ser Gly Gly Gly Gly
1025 1030

Gly Gly Gly Ser Glu Ile Val Leu
1040 1045

Ser Leu Ser Pro Gly Glu Arg Ala
1055 1060

Gln Ser Val Ser Ser Tyr Leu Ala
1070 1075

GIn Ala Pro Arg Leu Leu lle Tyr
1085 1090

Gly Ile Pro Ala Arg Phe Ser Gly
1100 1105

Thr Leu Thr Ile Ser Ser Leu Glu
1115 1120

Tyr Cys Gln Gln Ser Ser Asn Trp
1130 1135

Thr Lys Val Glu Ile Lys
1145

<210> 101
<211> 1123
<212> PRT

142

Leu Val Thr

Ser

Thr

Thr

Trp

Asp

Ser

Pro

Pro

Gly

Gln

Leu

Tyr

Ala

Gly

Glu

Gly

Ser

Ser

Gln

Ser

Ser

Asp

Thr

Val
1020

Gly
1035

Pro

1050

Cys
1065

Gln
1080

Asn

1095

Gly
1110

Phe
1125

Phe
1140

Ser

Gly

Ala

Arg

Lys

Arg

Thr

Ala

Gly

Ala Thr Asn

Ser Gly

Ser Gly

Thr Leu

Ala Ser

Pro Gly

Ala Thr

Asp Phe

Val Tyr

Gln Gly
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213> ANTLFF%

<220>
<223> NLRHHER: SlEik

<400> 101
Met Gly Trp Ser Cys Ile Ile Leu
1 5

Val

Gln

Phe

Leu

65

Pro

Val

Cys

Glu

Val

145

Asn

Tyr

Gly

His

[le

Glu

50

Thr

[le

Leu

Met

Val

130

His

Val

Met

Met

Ser
Gln
35

His
Leu
Asn
Trp
Leu
115
Val
Lys
Asp

Gly

Asn
195

Ser

20

Val

Phe

Ile

Phe

Phe

100

Arg

Gln

Leu

Gly

Cys

180

Leu

Glu

Phe

Leu

Trp

Arg

Arg

Asn

Tyr

Tyr

165

Tyr

Ser

Arg

Glu

Lys

Tyr

70

Leu

Pro

Thr

Asp

Ile

150

Phe

Lys

Phe

Cys

Asp

Phe

95

Trp

Pro

Thr

Thr

Ser

135

Glu

Pro

Ile

Leu

Asp

Glu

40

Asn

Thr

Glu

Leu

Tyr

120

Cys

Tyr

Gln

Ile
200

Phe

Asp

Pro

Tyr

Arg

Asn

Leu

105

Cys

Phe

Gly

Ser

Asn

185

Ala

143

Leu

10

Trp

Ala

Ser

Gln

Arg

Asn

Ser

Asn

Ile

Val

170

Phe

Leu

Val

Gly

Arg

Thr

Asp

75

Ile

Asp

Lys

Ser

Gln

155

Asn

Ile

Ala

Leu

Ile

Ala

Arg

Ser

Thr

Val

Pro

140

Arg

PEé

Asn

Ser

Thr

Asp

Lys

45

His

Asp

Lys

Gly

Ala

125

Met

Ile

Thr

Val

Asn
205

Ala

Thr

Cys

Ser

Leu

Glu

Asn

110

Phe

Lys

Thr

Ile

Ile

190

Asn

ler

15

Met

Pro

Ala

Glu

Lys

Tyr

Pro

Leu

Cys

Thr

175

Pro

Gly

Gly

Arg

Leu

Gly

Glu

80

Asp

Thr

Leu

Pro

Pro

160

Glu

Asn
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Tyr

Thr

225

Pro

Pro

Met

Asp

Arg

305

Thr

Lys

Pro

Leu

Pro

385

Thr

Lys

Thr

210

Arg

Pro

Gly

Asp

Asp

290

Thr

Ser

Gly

Arg

Val

370

Asn

Pro

Leu

Cys

Th

Val

Glu

Ser

275

Ile

Glu

Glu

Glu

Tyr

355

Ser

Glu

Val

Trp

Val

Leu

Ile

Glu

260

Arg

Thr

Asp

Asp

Val

340

Thr

Ser

His

Ser

Phe
420

Val

Th¥

His

245

Leu

Asn

Ile

Glu

Leu

325

Ala

Val

Ala

Th¥
405

Val

Thr

Val

230

Ser

Leu

Glu

Asp

Thr

310

Lys

Glu

Asn

Gly

390

Glu

Pro

Tyr

215

Pro

Ile

Val

Val

295

Arg

Arg

Ala

Glu

375

Thr

Gln

Ala

Pro Glu Asn

Val

Asn

Pro

Trp

280

Thr

Thr

Ser

Ala

Cys

360

Ile

Ile

Ala

Lys

144

Val

Asp

Cys

265

Trp

Ile

Gln

Tyr

Lys

345

Asp

Thr

Ser

Val
425

Gly

His

250

Thr

Thr

Asn

[le

Val

330

Val

Glu

Val

Trp

Arg

410

Glu

Gly

Ser

235

Val

Val

Ile

Glu

Leu

315

Cys

Lys

Arg

Arg

Tyr

395

Ile

Asp

Arg

220

Pro

Val

Tyr

Asp

Ser

300

Ser

His

Gln

Glu

Pro

380

His

Ser

Thr

Tyr

Phe

Gly

285

Ile

Ile

Ala

Lys

Glu

365

Cys

Asp

Gln

Gly

Phe

Asn

Glu

Ser

270

Lys

Ser

Lys

Arg

Val

350

Lys

Pro

Asp

His

His
430

His

Ala

Lys

255

Phe

His

Ser
335

Pro

[le

Leu

Ser

Lys

415

Tyr

Leu

Val

240

Glu

Leu

Pro

Ser

Val

320

Ala

Ala

[le

Asn

Lys

400

Glu

Tyr
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Cys

Lys

Phe

465

Tyr

Trp

Gly

Gly

Pro

545

Thr

Leu

Asp

Pro

Arg

625

Arg

Ile

Val
Phe
450
Lys
Met
Tyr
Val
Asn
530
Ile
Arg
Gly
Ile
Val
610
Arg

Phe

Asp

Val

435

Val

GIn

Glu

Lys

Lys

515

Tyr

Thr

Pro

Ser

Ala

595

Leu

Ser

Tyr

Ala

Arg

Glu

Lys

Phe

Asp

500

Asp

Thr

Arg

Val

Gln

580

Gly

Thr

Lys

Ala

Asn

Asn

Leu

Phe

485

Cys

Arg

Cys

Val

Ile

565

Ile

Trp

Glu

Leu

His
645

Ser

Glu

Pro

470

Lys

Lys

Leu

His

Ile

550

Val

Gln

Asp

Ile
630

Pro

Ile

Ser Tyr Cys

Pro

455

Val

Asn

Pro

Ile

Ala

535

Glu

Ser

Leu

s Trp

Tyr

615

Thr

Phe

Gln

440

Asn

Ala

Glu

Leu

Val

520

Ser

Phe

Pro

Ile

Asn (

600

Tyr

Val

Thr

l.eu

Gly

Asn

Leu

505

Met

Tyr

Ile

Ala

Cys

585

Ser

Leu

Cys

Ile

145

Leu

Cys

Asp

Asn

490

Leu

Asn

Thr

Thr

Asn

570

Asn

Val

Asn

Phe
650

Arg

Tyr

Gly

475

Glu

Asp

Val

Tyr

Leu

055

Glu

Val

Val

Glu

Ile

635

Ala

Pro

Ile
Asn
460
Gly
Leu
Asn
Ala
l.eu
540
Glu
Thr
Thr
Ile
Asn
620
Ser

Lys

Val

Lys

445

Ala

Leu

Pro

Ile

Glu

525

Gly

Glu

Met

Gly

Asp

60

Pro

Glu

Asn

Thr

Ile

Gln

Val

Lys

His

510

Lys

Lys

Asn

Glu

Gln

590

Glu

Ala

Ile

Thr

Asn C

Ser

Ala

Cys

Leu

495

Phe

His

Gln

Lys

Val

575

Leu

Asp

Asn

Glu

His
655

Ala

Ile

Pro

480

Gln

Ser

Arg

Tyr

Pro

560

Asp

Ser

Asp

Lys

Ser

640

Gly

Gly
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Gly

Ala

Ala

705

Gln

Tyr

Thr

Val

Gly

785

Ile

Val

Lys

Glu

Leu

865

Thr

Gly

Thr

690

Ser

Gln

Leu

Asp

Tyr

770

Thr

Phe

Cys

Val

Gln

850

Ser

His

Ser
675

Leu

Lys

Glu

Phe

755

Tyr

Lys

Pro

Leu

Asp

835

Asp

Lys

Gln

660

Gly

Ser

s Gly

Pro

Ser (

740

Thr

Cys

Val

Pro

Leu

820

Asn

Ser

Ala

Gly

Gly

Leu

Val

Gly

725

Leu

Gln

Glu

Ser

805

Asn

Ala

Lys

Asp

Leu
885

Gly

Ser

Ser

710

Gln

Val

Thr

His

Ile

790

Asp

Asn

Leu

Asp

Tyr

870

Ser

Gly

Pro

695

Thr

Ala

Pro

Ile

Ser

775

Lys

Glu

Phe

Gln

Ser

855

Glu

Ser

Ser

680

Gly

Ser

Pro

Ala

Ser

760

Arg

Arg

Gln

Tyr

Ser

840

Thr

Lys

Pro

Glu

Gly

Arg

Arg

745

Ser

Asp

Thr

Leu

Pro

825

Gly

Tyr

His

Yal

146

Ile

Arg

Tyr

Leu

730

Phe

Leu

Leu

Val

Lys

810

Arg

Asn

Ser

Lys

Thr
890

Val

Ala

Ser

715

Leu

Ser

Glu

Pro

Ala

795

Glu

Ser

Leu

Val
875

Leu

Thr

700

Ile

Gly

Pro

Leu

780

Ala

Gly

Ala

Gln

Ser

860

Tyr

5 Ser

Thr

685

Leu

L.eu

Tyr

Ser

Glu

765

Thr

Pro

Thr

Lys

Glu

845

Ser

Ala

Phe

670

Gln

Ser

His

Leu

Gly

750

Asp

Phe

Ser

Ala

Val

330

Ser

Thr

Cys

Asn

Ser

Cys

Trp

Ala

735

Phe

Gly

Val

Ser

815

Gln

Val

Leu

Glu

Arg
895

Pro

Arg

Tyr

720

Ser

Gly

Ala

Gly

Phe

800

Val

Ixp

Thr

Thr

Val

880

Gly
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Glu

Gly

Ile

Glu

945

His

Arg

Glu

Val

Val

Ala

Thr

Ser

Phe

Cys Gly

Pro Ser
915

Ser Arg
930

Asp Pro

Asn Ala

Val Val

Glu Tyr
995

Lys Thr
1010

Tyr Thr
1025

Ser Leu
1040

Val Glu
1055

Thr Pro
1070

Arg Leu
1085

Ser Cys
1100

Pro

900

Val

Thr

Glu

Lys

Ser

980

Lys

Pro

Phe

Pro

Val

Thr

965

Val

Cys

Cys

Leu

Glu

Gln

950

Leu

Lys

[le Ser Lys

Leu

Thr

Trp

Pro

Thr

Ser

Pro

Cys

Glu

Val

Val

Val

Pro

Leu

Ser

Leu

Asp

Met

Pro Pro Cys Pro

905

Phe Pro Pro Lys

920

Val Thr Cys Val

Phe Asn Trp Tyr

Pro Arg Glu Glu

Ala

Pro

Val

Val

Pro Glu

925

940

955

970

Thr Val Leu His Gln

985

Gln

Phe Asn

Asp Trp

Phe Leu
910

Lys Asp Thr Leu

Asp Gly Val Glu

Gly

Met

Val Asp Val Ser Gln

Val
960

Ser Thr Tyr

975

Leu Asn
990

Gly

Val Ser Asn Lys Gly Leu Pro Ser Ser Ile

1000

Ala Lys Gly
1015

Ser Gln Glu
1030

Val Lys Gly
1045

Asn  Gly Gln
1060

Asp Ser Asp
1075

Lys Ser Arg
1090

His Glu Ala
1105

147

Gln

Glu

Phe

Pro

Gly

Trp

Leu

Pro

Met

Tyr

Glu

Ser

Gln

His

10

Arg
1020

Thr
1035

Pro
1050

Asn

1065

Phe
1080

Glu
1095

Asn

1110

05

Glu Pro

Lys Asn

Ser Asp

Asn Tyr

Phe Leu

Gly Asn

His Tyr

Gln

Gln

Ile

Lys

Tyr

Val

Thr
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Gln

Lys
1115

<210> 10
211> 11
<212> PR

<213>

<220>

<223>

Ser Leu Ser Leu Ser Leu Gly Lys
1120

2
19
al

<400> 102
Met Gly Trp Ser
1

Val

Gln

Phe

Leu

Pro

Val

Cys

Glu

Val

145

Asn

His

Ile

Glu

Thr

Ile

Leu

Met

Val

130

His

Val

Ser

Gln

His

Leu

Asn

Trp

Leu

115

Val

Lys

Asp

NLF3

Ser

20

Val

Phe

Ile

Phe

Phe

100

Gln

Leu

Gly

ANLFFEER: &l ik

Cys Ile Ile Leu

5

Glu

Phe

Leu

Trp

Arg

Arg

Asn

Lys

Tyr

Tyr
165

Arg

Glu

Lys

Tyr

70

Leu

Pro

Thr

Asp

Ile

150

Phe

Cys
Asp
Phe
55

Trp
Pro
Thr
Thr
Ser
185

Glu

Pro

Asp

Glu

40

Asn

Thr

Glu

Leu

Tyr

120

Cys

Tyr

Ser

148

Phe

Asp

Pro

Tyr

Arg

Asn

Leu

105

Cys

Phe

Gly

Ser

Leu

10

Trp

Ala

Ser

Gln

Arg

Asn

Ser

Asn

Tle

Val
170

Val

Gly

Arg

Thr

Asp

Ile

Asp

Lys

Ser

Gln

155

Lys

Ala

Leu

Tle

Ala

Arg

Ser

Thr

Val

Pro

140

Arg

Pro

Thr

Asp

Lys

45

His

Asp

Lys

Gly

Ala

125

Met

Ile

Thr

Ala

Thr

Cys

Ser

Leu

Glu

Asn

110

Phe

Lys

Thr

Tle

Thr

15

Met

Pro

Ala

Glu

Lys

95

Tyr

Pro

Leu

Cys

Thr
175

Gly

Arg

Leu

Gly

Glu

Asp

Thr

Leu

Pro

Pro

160

Trp
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Tyr

Gly

Tyr

Thr

225

Pro

Pro

Met

Asp

Arg

305

Thr

Lys

Pro

Leu

Pro
385

Met

Met

Thr

210

Arg

Pro

Gly

Asp

Asp

290

Thr

Ser

Gly

Arg

Val

370

Asn

Gly

Asn

195

Cys

Th

Val

Glu

Ser

275

Ile

Glu

Glu

Glu

Tyr

355

Ser

Glu

Cys

180

Leu

Val

Leu

Ile

Glu

260

Arg

Thr

Asp

Asp

Val

340

Thr

Ser

His

Tyr

Ser

Val

Th¥

His

245

Leu

Asn

Ile

Glu

Leu

325

Ala

Val

Ala

Lys

Phe

Thy

Val

230

Ser

Leu

Glu

Asp

Thy

310

Lys

Glu

Asn

Gly
390

Ile

Leu

Tyr

215

Pro

Ile

Val

Val

295

Arg

Arg

Ala

Glu
375

Thr

Gln Asn Phe

Ile

200

Pro

Val

Asn

Pro

Trp

280

Thr

Thr

Ser

Ala

Cys

360

Ile

Ile

149

185

Ala

Glu

Val

Asp

Cys

265

Trp

Ile

Gln

Tyr

Lys

345

Asp

Thr

Leu

Asn

Gly

His

250

Thr

Thr

Asn

[le

Val

330

Val

Glu

Val

Trp

Asn

Ile

Gly

Ser

235

Val

Val

Ile

Glu

Leu

315

Cys

Lys

Arg

Arg

Tyr
au0

Asn

Ser

Arg

220

Pro

Val

Tyr

Asp

Ser

300

Ser

His

Gln

Glu

Pro

380

Lys

Val
Asn

205

Thr

Tyr

Phe

Gly

285

Ile

Ile

Ala

Lys

Glu

365

Cys

Asp

[le

190

Asn

Phe

Asn

Glu

Ser

270

Lys

Ser

Lys

Arg

Val

350

Lys

Pro

Asp

Pro

Gly

His

Ala

Lys

255

Phe

His

Lys

Ser

335

Pro

[le

Leu

Ser

Glu

Asn

Leu

Val

240

Glu

Leu

Pro

Ser

Val

320

Ala

Ala

[le

Asn

Lys
400
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Thr

Lys

Cys

Lys

Phe

465

Tyr

Trp

Gly

Gly

Pro

545

Thr

Leu

Asp

Pro

Arg

Pro

Leu

Val

Phe

450

Lys

Met

Tyr

Val

Asn

530

Ile

Arg

Gly

Ile

Val

610

Arg

Val

Trp

Val

435

Val

Gln

Glu

Lys

515

Tyr

Thr

Pro

Ala
595

Leu

Ser

Ser

Phe
420

Arg

Glu

Lys

Phe

Asp

50

Asp

Thr

Arg

Val

Gln

580

Tyr

Gly

Thr

Thr

405

Val

Asn

Asn

Leu

Phe

485

Cys

Arg

Cys

Val

[le

565

Ile

Trp

Glu

L.eu

Glu

Pro

Ser

Glu

Pro

470

Lys

Leu

His

Ile

550

Val

Gln

Lys

Asp

Ile

Gln Ala Ser

Ala

Pro
455

Val

Asn

s Pro

Ile

Ala

7, 57

Glu

Leu

Trp

Tyt

615

Thr

Lys

Tyr

440

Asn

Ala

Glu

Leu

Val

520

Ser

Phe

Pro

Ile

Asn

600

Tyr

Val

Yal

425

Leu

Gly

Asn

Tyr

Ile

Ala

Cys

585

Gly

Ser

L.eu

150

Arg
410
Glu
Leu
Cys
Asp
Asn
490
Leu
Asn
Thr
Thr
Asn
570
Asn
Ser

Val

Asn

Ile

Asp

Arg

Tyr

Gly

475

Glu

Asp

Val

Tyr

Leu

555

Glu

Val

Val

Glu

Ile

His

Ser

Ile

Asn

460

Gly

Leu

Asn

Ala

Leu

540

Glu

Thr

Thr

Ile

Asn
620

Gln

Gly

Lys

445

Ala

Leu

Pro

Ile

Glu

525

Gly

Glu

Met

Gly

Asp

605

Pro

Glu

His

His

430

Ile

Gln

Val

Lys

His

510

Lys

Lys

Asn

Glu

Gln

590

Glu

Ala

Ile

Lys
415

Tyr

Ala

Cys

Leu

495

Phe

His

Gln

Lys

Val

875

Leu

Asp

Asn

Glu

Glu

Tyr

Ala

[le

Pro

480

Gln

Ser

Arg

Tyr

Pro

560

Asp

Ser

Asp

Lys

Ser
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625

Arg

Ile

Gly

Ala

Ala

705

Gly

Gly

Leu

Gln

Glu

785

Asn

Ala

Phe

Asp

Gly

Thr

690

Gln

Ile

Thr

Gln

770

Ile

Asp

Asn

Leu

s Asp

850

Tyr

Ala

Ser

675

Leu

Gln

Ala

Pro

Ile

755

Ser

Lys

Glu

Phe

Gln

835

Ser

Lys

Ala

660

Gly

Ser

Ser

Pro

Ala

740

Ser

Ser

Arg

Gln

Tyr

820

Ser

Thr

His
645
Tyr
Gly
Leu
Val
Arg
725
Arg
Ser
Asn
Thr
Leu
805
Pro

Gly

Tyr

630

Pro

Ile

Gly

Ser

Ser

710

Leu

Phe

Leu

Trp

Val

790

Lys

Arg

Asn

Phe

Gln

Gly

Pro

695

Leu

Ser

Glu

Pro

775

Ala

Glu

Ser

Leu

855

Thr

Leu

Ser

680

Gly

Ile

Gly

Pro

760

Arg

Ala

Gly

Ala

Gln

840

Ser

Cys

Ile

665

Glu

Glu

L.eu

Tyr

Ser

745

Glu

Thr

Pro

Thr

Lys

825

Glu

Ser

151

Phe

650

Tyr

Ile

Arg

Ala

Asp

730

Gly

Asp

Phe

Ser

Ala

810

Val

Ser

Thr

635

Ala

Pro

Val

Ala

Trp

718

Ala

Ser

Phe

Gly

Val

795

Ser

Gln

Val

Leu

Lys

Val

L.eu

Thr

700

Tyr

Ser

Gly

Ala

Gln

780

Phe

Val

Trp

Thr

Thr
860

Asn

Thr

Thr

685

Leu

Gln

Asn

Thr

Val

765

Gly

Ile

Val

Lys

Glu

845

Leu

Thr

Asn

670

Gln

Ser

Gln

Arg

Asp

750

Tyr

Lire

Phe

Cys

Val

830

Gln

Ser

His
655
Gly

Ser

Cys

Ala
735
Phe
Tyr
Lys
Pro
Leu
815

Asp

Asp

640

Gly

Gly

Pro

Arg

s Pro

720

Thr

Thr

Cys

Val

Pro

300

Leu

Asn

Ser

s Ala
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Asp

865

Leu

Pro

Phe

Pro

Val

945

Thr

Val

Cys

Ser

Pro

Cys

Glu

Val

Tyr Glu Lys His Lys
870

Ser Ser Pro Val Thr
885

Cys Pro Pro Cys Pro
900

Leu Phe Pro Pro Lys
915

Glu Val Thr Cys Val
930

GIn Phe Asn Trp Tyr
950

Lys Pro Arg Glu Glu
965

Leu Thr Val Leu His
980

Lys Val Ser Asn Lys
995

Lys Ala Lys Gly Gln
1010

Pro Ser Gln Glu Glu
1025

Leu Val Lys Gly Phe
1040

Ser Asn Gly Gln Pro
1055

Leu Asp Ser Asp Gly
1070

Val Tyr Ala Cys

Lys Ser Phe Asn
890

Ala Pro Glu Phe
905

Pro Lys Asp Thr
920

Val Val Asp Val
SEAT

Val Asp Gly Val

Gln Phe Asn Ser
970

Gln Asp Trp Leu
985

Glu

875

Arg

Leu

Leu

Ser

Glu

955

Thr

Asn

Val Thr His

Gly Glu Cys

Gly Gly Pro
910

Met [le Ser
925

GIn Glu Asp
940

Val His Asn

Tyr Arg Val

Gly Lys Glu
990

Gln

Gly

895

Ser

Arg

Pro

Ala

Val

975

Ty

Gly

880

Pro

Val

Thr

Glu

Lys

960

Ser

Lys

Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile

1000

Pro Arg Glu Pro

1015

Met Thr Lys Asn

1030

Tyr Pro Ser Asp

1045

Glu Asn Asn Tyr

1060

Ser Phe Phe Leu

1075

152

1005

GIn Val Tyr

1020

Gln Val Ser

1035

Ile Ala Val

1050

Lys Thr Thr

1065

Tyr Ser Arg

1080

Thr

Leu

Glu

Pro

Leu

Leu

Thr

Trp

Pro

Thr
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Val Asp Lys Ser Arg Trp Gln

Val

Ser

1085

Met
1100

Leu
1115

<210> 10
211> 11
<212> PR

<213>

<220>

<223>

His Glu Ala Leu His

Ser Leu Gly Lys

3
22
i

<400> 103
Met Gly Trp Ser
1

Val

Ser

Ser

Leu

Phe

Leu

Trp

Val

His

Pro

Ser

Leu

Ser

Glu

Pro

Ala
130

Ser

Gly

35

Tyr

Ile

Gly

Pro

Arg
| N

Ala

NLFE3

Glu

20

Glu

Leu

Tyr

Ser

Glu

100

Thr

Pro

Glu Gly Asn Val Phe

1090

1095

Asn His Tyr Thr Gln

1105

ANLFFEER: &l ik

Cys Ile Ile Leu

5

Tle

Arg

Ala

Asp

Gly

Asp

Phe

Ser

Val

Ala

Trp

Ala

Ser

Phe

Gly

Val

Leu

Thr

Tyr

95

Ser

Gly

Ala

Gln

Phe
135

Thr

Leu

40

Gln

Asn

Thr

Val

Gly

120

Ile

153

Phe
Gln
25

Ser
Gln
Arg
Asp
Tyr
105

Thr

Phe

Leu

10

Ser

Cys

Lys

Ala

Phe

Tyr

Lys

Pro

Val

Pro

Arg

Pro

Thr

Thr

Cys

Val

Pro

1110

Ala

Ala

Ala

Gly

Gly

Leu

Gln

Glu

Ser

140

Thr

Thr

Ser

45

Gln

Ile

Thr

Gln

Ile

125

Asp

Ser Cys Ser

Lys Ser Leu

Ala

Leu

Gln

Ala

Pro

Tle

Ser

110

Lys

Glu

Thr

15

Ser

Ser

Pro

Ala

Ser

Ser

Arg

Gln

Gly

Leu

Val

Arg

Arg

Ser

Asn

Thr

Leu
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[0129]

Lys

145

Arg

Asn

Ser

Lys

Thr

225

Gly

Ile

Glu

Thr

Ile

305

Leu

Met

Val

Ser

Glu

Ser

Leu

Val

210

Lys

Gly

Gln

His

Leu

290

Asn

Trp

Leu

Val

Gly

Ala

Gln

Ser

195

Tyr

Ser

Ser

Val

Phe

275

Ile

Phe

Phe

Arg

Gln
355

Thr

Lys

Glu

180

Ser

Ala

Phe

Glu

Phe

260

Leu

Trp

Arg

Arg

Asn

340

Lys

Ala

Val

165

Ser

Thr

Cys

Asn

Arg

245

Glu

Lys

Tyr

Leu

Pro

325

Thr

Asp

Ser

150

Gln

Val

Leu

Glu

Arg

230

Cys

Asp

Phe

Trp

Pro

310

Thr

Thr

Ser

Val

Trp

Thr

Thr

Val

215

Gly

Asp

Glu

Asn

Thr

295

Glu

Leu

Tyr

Cys

Val Cys Leu

Lys

Glu

Leu

200

Thr

Glu

Asp

Pro

Tyr

280

Arg

Asn

Leu

Cys

Phe
360

154

Val

Gln

185

Ser

His

Cys

Trp

Ala

265

Ser

Gln

Arg

Asn

Ser

345

Asn

Asp

170

Asp

Lys

Gln

Gly

Gly

250

Arg

Thr

Asp

Ile

Asp

330

Lys

Ser

Leu

155

Asn

Ser

Ala

Gly

Gly

23b

Leu

Ile

Ala

Arg

Ser

315

Thr

Val

Pro

Asn

Ala

Lys

Asp

Leu

220

Gly

Asp

His

Asp

300

Gly

Ala

Met

Asn

Leu

Asp

Tyr

205

Ser

Gly

Thr

Cys

Ser

285

Leu

Glu

Asn

Phe

Lys
365

Phe

Gln

Ser

190

Glu

Ser

Ser

Met

Pro

270

Ala

Glu

Lys

Tyr

Pro

350

Leu

Tyr
Ser

175

Thr

Pro

Gly

Arg

255

Leu

Gly

Glu

Asp

Thr

335

Leu

Pro

Pro

160

Gly

Tyr

His

Val

Gly

240

Gln

Phe

Leu

Pro

Val

320

Cys

Glu

Val
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[0130]

His

Val

385

Met

Met

Thr

Arg

Pro

465

Gly

Asp

Asp

Thr

Arg

Val

Lys

370

Asp

Gly

Asn

Cys

Thr

450

Val

Glu

Ser

Ile

Glu

530

Glu

Glu

Tyr

Ser

Leu

Gly

Cys

Leu

Val

435

Leu

Ile

Glu

Arg

Thr

515

Asp

Asp

Val

Thr

Ser

Tyr

Tyr

Tyr

Ser

420

Val

Thr

His

Leu

Asn

500

Ile

Glu

Leu

Ala

Ile

Phe

Lys

405

Phe

Thr

Val

Ser

Leu

485

Glu

Asp

Thr

Lys

Lys

565

Glu

a Asn

Glu

Pro
390

Ile G

Leu

Tyr

Lys

Pro

470

Ile

Val

Val

Arg

550

Ala

Lys

Glu

Tyr Gly Ile

375

Ser

Ile

Pro

Val

455

Asn

Pro

Trp

Thr

Thr

935

Ser

Ala

Cys

Ile

Ser

Asn

Ala

Glu

440

Val

Asp

Cys

Trp

Ile

520

Gln

Tyr

Lys

Lys

Asp

Val

Phe

Leu

425

Asn

Gly

His

Thr

Thr

505

Asn

Ile

Val

Val

Glu

585

Val

155

Gln

Asn

410

Ile

Gly

Ser

Val

Val

490

Ile

Glu

Lys
570

Arg

Arg

Arg

x Pro

395

Asn

Ser

Arg

Pro

Val

475

Tyr

Asp

Ser

Ser

His

555

Gln

Glu

Pro

Ile

380

Thr

Val

Asn

Thr

Lys

460

Phe

Gly

Ile

Ile

240

Ala

Lys

Glu

Cys

Thr Cys

[le Thr

Ile Pro

Asn Gly
430

Phe His
445

Asn Ala

~ Glu Lys

Ser Phe

Lys Lys
510

Ser His

525

Arg Ser

Val Pro

Lys Ile
590

Pro Leu

Pro

Trp

Glu

415

Asn

Leu

Val

Glu

Leu

495

Pro

Ser

s Val

Ala

Ala

575

Ile

Asn

Asn

Tyr

400

Gly

Tyr

Thr

Pro

Pro

480

Met

Asp

Arg

Thr

Lvs

560

Pro

Leu

Pro
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[0131]

Asn
Pro
625
Leu
Val
Phe
Lys
Met
705
Tyr
Val
Asn
Ile
Arg
785

Gly

Ile

Glu

610

Val

Trp

Val

Val

Gln

690

Glu

Lys

Lys

Tyr

Thr

770

Pro

Ser

Ala

595

His

Ser

Phe

Arg

Glu

675

Lys

Phe

Asp

Asp

Thr

755

Arg

Val

Gln

Tyr

Lys

Thr

Val

Asn

660

Asn

Leu

Phe

Cys

Arg

740

Cys

Val

Ile

Ile

Trp
820

Gly

Glu

Pro

645

Ser

Glu

Pro

Lys

Lys

725

Leu

His

Ile

Val

Gln
805

Thr

Gln
630

Ile
615

Ala

Ala Lys

Ser

Pro

Val

Asn

710

Pro

Ile

Ala

Glu

Ser

790

Leu

s Trp

Tyr

Asn

Ala

695

Glu

Leu

Val

Ser

Phe

775

Pro

Ile

Asn

600

Thr

Ser

Val

Cys

Leu

680

Gly

Asn

Leu

Met

Tyr

760

[le

Ala

Cys

Gly

Trp Tyr

Arg Ile

Glu Asp
650

Leu Arg
665

Cys Tyr

Asp Gly

Asn Glu

Leu Asp
730

Asn Val
745

Thr Tyr

Thr Leu

Asn Glu

Asn Val

810

Ser Val
825

156

Lys

His

635

Ile

Asn

Gly

Leu

715

Asn

Ala

Leu

Glu

Thr

795

Thr

Ile

Asp

62

Gln

Gly

Lys

Ala

Leu

700

Pro

Ile

Glu

Gly

Glu

780

Met

Gly

Asp

605

Asp

His

His

Ile

Gln

685

Val

Lys

His

Lys

Lys

765

Asn

Glu

Gln

Glu

Ser

Lys

Ser

670

Ala

Cys

Leu

Phe

His

750

Gln

Lys

Val

Leu

Asp
830

Lys

Glu

Tyr

655

Ala

Ile

Pro

GIn

Ser

735

Arg

Tyr

Pro

Asp

Ser

815

Asp

Thr

Lys

640

Cys

Lys

Phe

Tyr

Trp

720

Gly

Gly

Pro

Thr

Leu

300

Asp

Pro
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Val

Arg

Phe

865

Asp

Pro

Ser

Asp

945

Asn

Val

Glu

Tyr

Ser

Leu

Ser

850

Tyr

Ala

Thr

Ser

Arg

930

Pro

Ala

Val

Tyr

Thr

1010

Thr Leu Pro Pro Ser Gln
1025

Leu Thr Cys Leu Val Lys
1040

Gly

835

Thr

Lys

Ala

His

Val

915

Thr

Glu

Lys

Ser

Lys
995

[le Ser Lys Ala Lys

Glu

Leu

His

Tyr

Thr

900

Phe

Pro

Val

Thr

Val

980

Cys

Asp

Ile

Pro

Ile

885

Cys

Leu

Glu

Gln

Lys

965

Leu

Lys

Tyr Tyr

Thr Val
855

Phe Thr
870

Gln Leu

Pro Pro

Phe Pro

Val Thr

935

Phe Asn
950

Pro Arg

Thr Val

Val Ser

Ser Val Glu Asn Pro Ala Asn Lys Arg
840 845

Leu Asn Ile Ser Glu Ile Glu Ser Arg
860

Cys Phe Ala Lys Asn Thr His Gly Ile
875 880

Ile Tyr Pro Val Thr Asn Ser Gly Asp
890 895

Cys Pro Ala Pro Glu Phe Leu Gly Gly
905 910

Pro Lys Pro Lys Asp Thr Leu Met Ile
920 925

Cys Val Val Val Asp Val Ser Gln Glu
940

Trp Tyr Val Asp Gly Val Glu Val His
155 960

Glu Glu GIn Phe Asn Ser Thr Tyr Arg
970 975

Leu His Gln Asp Trp Leu Asn Gly Lys
985 990

Asn Lys Gly Leu Pro Ser Ser Ile Glu
1000 1005

Gly Gln Pro Arg Glu Pro Gln Val

1015 1020

Glu Glu Met Thr Lys Asn Gln Val

1030 1035

Gly Phe Tyr Pro Ser Asp Ile Ala

1045 1050

157
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Val Glu Trp

Thr

Arg

Ser

Lys

1055

Pro

1070

Leu
1085

Cys
1100

Ser
1115

<210> 10
211> 11
<212> PR

<213>

<220>

<223>

Pro

Thr

Ser

Leu

4
26
i

<400> 104
Met Gly Trp Ser Cys Ile Ile Leu

1

Val

Ser

Ser

Gln

Val

Thr

His

Pro

Thr

Ala

Pro

Ile

Ser

Gly

35

Ser

Pro

Ala

Ser

Glu Ser

Val Leu

Val Asp

Val Met

Ser Leu

NLFE3

Glu

Glu

Gly

Ser
100

5

Tle

Arg

Tyr

Leu

Phe

Leu

Asn

Asp

Lys

His

Ser

Val

Ala

Ser

Leu

Ser

Glu

Gly Gln Pro

1060

Ser Asp Gly

1075

Ser Arg Trp

1090

Glu Ala Leu

1105

Leu Gly Lys

1120

ANLFF R &l ik

Leu Thr

Thr Leu

Tyr Leu

25

Ile Tyr

Gly Ser

Pro Glu

Phe
Gln
25

Ser

Leu

Gly

Asp
105

158

Leu

Ser

Cys

s Trp

Ala

Ser

Phe

Glu Asn

Ser Phe

Gln Glu

His Asn

Val

Pro

Arg

Tyr

Ser

Gly

Ala

Asn

1065

Phe

1080

1095

His

1110

Ala

Ala

Ala

Gln

Tyr

Thr

Val

Thr

Thr

Ser

Gln

Leu

Asp

Tyr

Tyr

Leu

Gly Asn

Tyr

Ala

Leu

Lys

Lys

Glu

Phe

Tyr
110

Lys Thr

Tyr Ser

Val Phe

Thr Gln

Thr

Ser

Gly

Pro

Ser

Thr

Cys

Gly

Leu

Val

Gly

Gly

Leu

Gln
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His

Ile

Asp

145

Asn

Leu

Asp

Tyr

Ser

225

Gly

Thr

Cys

Ser

Leu

305

Glu

Ser

Lys

130

Glu

Phe

Gln

Ser

Glu

210

Ser

Ser

Met

Pro

Ala

290

Glu

Lys

Arg

115

Arg

Gln

Tyr

Ser

Thr

195

Lys

Pro

Gly

Arg

Leu

275

Gly

Glu

Asp

Asp

Thr

Leu

Pro

Gly

180

Tyr

His

Val

Gly

Gln

260

Phe

Leu

Pro

Val

Leu

Val

Lys

Arg

165

Asn

Ser

Lys

Thr

Gly

245

Ile

Glu

Thr

Ile

Leu
325

Pro

Ala

Ser

150

Glu

Ser

Leu

Val

Lys

230

Gly

Gln

His

Leu

Asn

310

Trp

Leu

Ala

135

Gly

Ala

Gln

Ser

Tyr

215

Ser

Ser

Val

Phe

Ile

295

Phe

Phe

Thr
120

Pro

Thr

Glu

Ser

200

Ala

Phe

Glu

Phe

Leu

280

Trp

Arg

Arg

159

Phe

Ser

Ala

Val

Ser

185

Thr

Cys

Asn

Arg

Glu

265

Lys

Tyr

Leu

Pro

Gly

Val

Ser

Gln

170

Val

Leu

Glu

Arg

Cys

250

Asp

Phe

Trp

Pro

Thr
330

Gly

Phe

Val

155

Trp

Thr

Thr

Val

Gly

235

Asp

Glu

Asn

Thr

Glu

315

Leu

Gly
[le

140

Val

Glu

Leu

Thr

220

Glu

Asp

Pro

Tyr

Arg

300

Asn

Leu

Tt

125

Phe

Cys

Val

Gln

Ser

205

His

Cys

Trp

Ala

Ser

285

Gln

Arg

Asn

Pro

Leu

Asp

Asp

190

Lys

Gln

Gly

Gly

Arg

270

Thr

Asp

[le

Asp

Val

Pro

Leu

Asn

175

Ser

Ala

Gly

Gly

Leu

255

Ile

Ala

Arg

Ser

Thr
335

Glu

Ser

Asn

160

Ala

Lys

Asp

Leu

Gly

240

Asp

Lys

His

Asp

Lys

320

Gly
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Asn

Phe

Lys

Thr

385

Ile

Ile

Asn

Phe

Asn

465

Glu

Lys

Ser

Tyr

Pro

Leu

370

Cys

Thr

Pro

Gly

His

450

Ala

Lys

Phe

Lys

His

530

Lys

Ser

Thr
Leu
355
Pro
Pro
Trp
Glu
Asn
435
Leu
Val
Glu
l.eu
Pro
515

Ser

Val

Cys

340

Glu

Val

Asn

Tyr

Gly

420

Thr

Pro

Pro

Met

500

Asp

Arg

Thr

Ala Lys

Met

Val

His

Val

Met

405

Met

Thr

Arg

Pro

Gly

485

Asp

Asp

Thr

Ser

Gly

Leu

Val

Lys

Asp

390

Gly

Asn

Cys

Thr

Val

470

Glu

Ser

Ile

Glu

Glu

550

Glu

Arg Asn Thr

Gln

Leu

375

Gly

Cys

Leu

Val

Leu

455

Ile

Glu

Arg

Thr

Asp

3, 5

Asp

Val

Lys

360

Tyr

Tyr

Tyr

Ser

Val

440

Thr

His

Leu

Asn

Ile

520

Glu

Leu

Ala

345

Asp

Ile

Phe

Lys

Phe

425

Thr

Val

Ser

Leu

Glu

505

Asp

Thr

Lys

160

Thr

Ser

Glu

Pro

Ile

410

Leu

Tyr

Lys

Pro

Ile

490

Val

Val

Arg

Arg

s Ala

Tyr

Cys

Tyr

Ser

395

Gln

Ile

Pro

Val

Asn

475

Pro

Trp

Thr

Thr

Ser

555

Ala

Cys

Phe

Gly

380

Ser

Asn

Ala

Glu

Val

460

Asp

Cys

Trp

Ile

Gln

540

Tyr

Ser
Asn
365
Ile
Val
Phe
Leu
Asn
445
Gly
His
Thr
Thr
Asn
525

Ile

Val

s Val

Lys

350

Ser

Gln

Lys

Asn

Ile

430

Gly

Val

Val

Ile

510

Glu

Leu

Cys

Val

Pro

Arg

Pro

Asn

415

Ser

Arg

Pro

Val

Tyr

495

Asp

Ser

Ser

His

s Gln

Ala

Met

Ile

Thr

400

Val

Asn

Thr

Lys

Tyr

480

Phe

Gly

[le

Ile

Ala
560
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Val

Lys

Pro

Asp

625

His

His

Ile

Gln

Val

705

Lys

His

Lys

Lys

Asn
785

Pro
Ile
L.eu
610
Ser
Lys
Tyr
Ser
Ala
690
Cys
Leu
Phe
His
Gln

770

Lys

Ala

Ile

595

Asn

Lys

Glu

Tyr

Ala

675

Ile

Pro

Gln

Arg
755

Tyr

Pro

Pro

580

Leu

Pro

Thr

Lys

Cys

660

Phe

Tyr

Trp

Gly

740

Gly

Pro

Thr

565

Arg

Val

Asn

Pro

Leu

645

Val

s Phe

Tyr

725

Val

Asn

Ile

Arg

Tyr

Ser

Glu

Val

630

Trp

Val

Val

Gln

Glu

710

Lys

Tyr

Thr

Pro
790

Thr

Ser

His

615

Ser

Phe

Arg

Glu

Lys

695

Phe

Asp

s Asp

Thr

Arg
775

Val

Val

Ala
600

Lys

Thr

Val

Asn

Asn

680

Leu

Phe

Cys

Arg

-

Cys
760

Val

Ile

Glu

585

Asn

Gly

Glu

Pro

Ser

665

Glu

Pro

Lys

Lys

Leu

745

His

Ile

Val

161

570

Lys

Glu

Thr

Gln

Ala

650

Ser

Pro

Val

Asn

Pro

730

Ile

Ala

Glu

Ser

Cys

Ile

Ile

Ala

635

Lys

Tyr

Asn

Ala

Glu

715

Leu

Val

Phe

Pro
795

Lys

Asp

Thr

620

Ser

Val

Cys

Leu

Gly

700

Asn

Leu

Met

Tyr

Ile

780

Ala

Glu
Val
605
Trp
Arg
Glu
Leu
Cys
685
Asp
Asn

Leu

Asn

Thr T

765

Thr

Asn

Arg

590

Arg

Tyr

Ile

Asp

Arg

670

Tyr

Gly

Glu

Asp

Val

750

Ivr

Leu

Glu

o975

Glu

Pro

Lys

His

Ser

655

[le

Asn

Gly

Leu

Asn

735

Ala

Leu

Glu

Thr

Glu

Cys

Asp

Gln

640

Gly

Lys

Ala

Leu

Pro

720

Ile

Glu

Gly

Glu

Met
800
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Glu

Gln

Glu

Ala

Ile

865

Thr

Asn

Phe

Thr

Val

945

Val

Ser

Leu

Ser

Val

Leu

Asp

Asn

850

Glu

His

Ser

Leu

Leu

930

Ser

Glu

Thr

Asn

Ser
1010

Asp

Ser

Asp

835

Lys

Ser

Gly

Gly

Gly

915

Met

Gln

Val

Tyr

Gly
995

[le Glu Lys Thr Ile

Leu

Asp

820

Pro

Arg

Arg

Ile

Asp

900

Gly

Ile

Glu

His

Arg

980

Lys

Gly

805

Ile

Val

Arg

Phe

Asp

885

Lys

Pro

Ser

Asp

Asn

965

Val

Glu

Ser

Ala

Leu

Ser

Tyr

870

Ala

Thr

Ser

Arg

Pro

950

Ala

Val

Tyr

Gln

Tyr

Gly

Thr

855

Ala

His

Val

Thr

935

Glu

Lys

Ser

Ile Gln Leu

Trp

Glu

840

Leu

His

Tyr

Thr

Phe

920

Pro

Val

Thr

Val

Cys
1000

Lys

825

Asp

Ile

Pro

Ile

Cys

905

Leu

Glu

Gln

Lys

Leu
985

Lys Val Ser Asn Lys

810

Trp

Tyr

Thr

Phe

Gln

890

Pro

Phe

Val

Phe

Pro

970

Thr

Ile

Asn

Tyr

Val

Thr

875

Leu

Pro

Pro

Thr

Asn

955

Arg

Val

Cys

Gly

Ser

Leu

860

Cys

Ile

Cys

Pro

Cys

940

Trp

Glu

Leu

Asn

Ser

Val

845

Asn

Phe

Tyr

Pro

Lys

925

Val

Tyr

Glu

His

Val

Val

830

Glu

Ile

Ala

Pro

Ala

910

Pro

Val

Val

Gln

Gln
990

Thr
815

Ile

Asn

Ser

Lys

Val

895

Pro

Lys

Val

Asp

Phe

975

Asp

Gly

Asp

Pro

Glu

Asn

880

Thr

Glu

Asp

Asp

Gly

960

Asn

Trp

Gly Leu Pro

1005

Ser Lys Ala Lys Gly Gln Pro Arg

1015

162

1020
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Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser

1025 1030

Lys Asn Gln Val Ser Leu Thr Cys Leu Val

1040 1045

Ser Asp Ile Ala Val Glu Trp Glu Ser Asn

1055 1060

Asn Tyvr Lys Thr Thr Pro Pro Val Leu Asp

1070 1075

Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys

1085 1090

Gly Asn Val Phe Ser Cys Ser Val Met His

1100 1105

His Tyvr Thr Gln Lys Ser Leu Ser Leu Ser

1115 1120

<210> 105
211> 714
<212> PRT
213> NP3

<220>
223> NTFrBIiiR: &Mz ik

<400> 105

Met Gly Trp Ser Cys Ile Ile Leu Phe
i | i

Val His Ser Gln Val Gln Leu Val Glu
20 25

Pro Gly Arg Ser Leu Arg Leu Asp Cys
35 40

Ser Asn Ser Gly Met His Trp Val Arg
50 55

Glu Trp Val Ala Val Ile Trp Tyr Asp
65 70

163

Leu Val

10

Ser Gl

Lys Al

GIn Al

Gly Se
75

Gln

Lys

Gly

Ser

Ser

Glu

Leu

v Gly Gly Val

a Ser Gly Ile

a Pro Gly Lys

60

r Lys Arg Tyr

Glu
1035

Gly
1050

Gln
1065

Asp
1080

Arg
1095

Ala
1110

Gly
1125

45

Glu

Phe

Pro

Gly

Trp

Leu

Lys

Ala Thr Ala

30

Met Thr

Tyr Pro

Glu Asn

Ser Phe

Gln Glu

His Asn

Thr
15

Val
Thr

Cys

Tyr

Gly

Gln

Phe

Leu

Ala
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Asp

Thr

Tyr

Thr

Gly

145

Ala

Ala

Gly

Gly

Leu

225

Gln

Glu

Leu

Leu

Ser

Leu

Tyr

Val

130

Gly

Thr

Ser

Gln

Ile

210

Thr

Gln

Ile

Val

Ser
290

Val

Phe

Cys

115

Ser

Ser

Leu

Gln

Ala

195

Pro

Ile

Ser

Glu
25

Cys

Lys

Leu

100

Ala

Ser

Gly

Ser

Ser

180

Pro

Ala

Ser

Ser

Gly

260

Ser

Ala

Gly

Gln

Thr

Gly

Gly

Leu

165

Val

Arg

Arg

Ser

Asn

245

Gly

Gly

Ala

Arg

Met

Asn

Gly

Gly

150

Ser

Ser

Leu

Phe

Leu

230

Trp

Gly

Gly

Ser

Phe

Asn

Asp

Gly

135

Gly

Pro

Ser

Leu

Ser

215

Glu

Pro

Gly

Gly

Gly
295

Thr Ile Ser

Ser

Asp

120

Gly

Ser

Gly

Tyr

Ile

200

Gly

Pro

Arg

Ser

Val

280

Phe

164

Leu

105

Tyr

Ser

Glu

Glu

Leu

185

Tyr

Ser

Glu

Thr

Gly

265

Val

Thr

90

Arg

Trp

Gly

Ile

Arg

170

Ala

Asp

Gly

Asp

Phe

250

Gly

Gln

Phe

Arg

Ala

Gly

Gly

Val

155

Ala

Trp

Ala

Ser

Phe

23b

Gly

Gly

Pro

Ser

Asp

Glu

Gln

Gly

140

Leu

Thr

Tyr

Ser

Gly

220

Ala

Cys

Gly

Gly

Val
300

Asn

Asp

Gly

125

Gly

Thr

Leu

Gln

Asn

205

Thr

Val

Gly

Ser

Arg

285

Tyr

Ser

Thr
110

Thr

Ser

Gln

Ser

Gln

190

Arg

Asp

Tyr

Thr

Gln

270

Ser

Gly

Lys

95

Ala

Leu

Gly

Ser

Cys

175

Ala

Phe

Tyr

Lys

255

Val

Leu

Met

Asn

Val

Val

Gly

Pro

160

Arg

Pro

Thr

Thr

Cys

240

Val

Gln

Arg

Asn
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Trp

305

Trp

Phe

Asn

Leu

Val

385

Cys

Lys

Leu

Leu

Thr

465

Val

Pro

Lys

Val

Val

Tyr

Thr

Gly

Arg

370

Ser

Ser

Asp

Thr

Tyr

450

Lys

Asp

Ala

Pro

Arg

Asp

Ile S

Leu

355

Thr

Ser

Arg

Tyr

Ser

435

Ser

Thr

Lys

Pro

Lys
515

Gln

Gly

340

Arg

Gly

Ala

Phe
420

Gly

Leu

Tyr

Arg

Glu

500

Asp

Val Val Asp

Ala

Asp

32

Arg

Ala

Pro

Ser

Thr

405

Pro

Val

Ser

Thr

Val

485

Phe

Thr

Val

Pro

310

Asn

Asp

Glu

Phe

Thr

390

Ser

Glu

His

Ser

Cys
470

Glu S

Leu

Leu

Gly Lys Gly

Gln

Asn

Asp

Asp

375

Lys

Glu

Pro

Thr

Val

455

Asn

Gly

Met

Gln

Tyr

Ser

Thr

360

Tyr

Gly

Ser

Val

Phe

440

Val

Val

Lys

Gly

Ile

520

Glu

Tyr

Lys

345

Ala

Trp

Pro

Thr

Thr

425

Pro

Thr

Asp

Tyr

Pro

505

Ser

Asp

165

Leu

Ala

330

Asn

Val

Gly

Ser

Ala

410

Val

Ala

Val

His

Gly

490

Ser

Arg

Pro

Glu
315
Asp
Thr
Tyr
Gln
Val
395

Ala

Val
Pro
Lys
475
Pro
Val

Thr

Glu

Trp

Ser

Leu

Tyr

Gly

380

Phe

l.eu

Trp

Leu

Ser

460

Pro

Pro

Phe

Pro

Val

Val

Val

Tyr

Cys

365

Thr

Pro

Gly

Asn

Gln

445

Ser

Ser

Cys

Leu

Glu

525

Gln

Ala

Lys

Leu G

350

Ala

Leu

Leu

Cys

Ser

430

Ser

Ser

Asn

Pro

Phe

510

Val

Phe

Ile

Gly

335

Arg

Val

Ala

.eu

415

Gly

Ser

Leu

Thr

Pro

495

Pro

Thr

Asn

Ile

320

Arg

Met

Asp

Thr

Pro

400

Val

Ala

Gly

Gly

Lys

480

Cys

Pro

Cys

Trp



CN 114127107 B

5

141/224

[0141]

Tyr

545

Glu

His

Lys

Gln

Met

625

Pro

Asn

Leu

Val

Gln
705

530

Val

Gln

Gln

Gly

Pro

610

Thr

Ser

Tyr

Tyr

Phe

690

Lys

Asp

Phe

Asp

Leu

595

Arg

Lys

Asp

Lys

Ser

675

Ser

<210> 106
211> 714
<212> PRT
213> N3

<220>
<223> NLFHH#R: G2 ik

<400> 106
Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly

Gly

Asn

Trp
580

Pro S

Glu

Asn

Ile

Thr

660

Arg

Cys

Leu

Val

Ser

565

l.eu

Pro

Gln

Ala

645

Thr

Leu

Ser

Ser

Glu

550

Thr

Asn

Ser

Gln

Val

630

Val

Pro

Thr

Val

[.eu
710

535

Val

Tyr

Gly

[le

Val

615

Ser

Glu

Pro

Val

Met

695

Ser

His

Arg

Lys

Glu

600

Tyr

Leu

Trp

Val

Asp

680

His

l.eu

Asn

Val

Glu

585

Lys

Thr

Thr

Glu

Leu

665

Lys

Glu

Gly

166

Ala
Val
570
Tyr
Thr
Leu
Cys
Ser
650
Asp
Ser

Ala

Lys

Lys
555

Ser

Lys

Ile

Pro

Leu

635

Asn

Ser

Arg

Leu

540

Thr

Val

Cys

Ser

Pro

620

Val

Gly

Asp

Trp

His
700

Lys

Leu

Lys

Lys

605

Ser

Lys

Gln

Gly S

Gln
685

Asn

Pro

Thr

Val
590

Ala

Gln

Gly

Pro

670

Glu

His

Arg

Val

575

Ser

Lys

Glu

Phe

Glu

655

Phe

Gly

Tyr

Glu

560

Leu

Asn

Gly

Glu

Tyr

640

Asn

Phe

Asn

Thr
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[0142]

1

Val

Ser

Leu
65

Phe
Leu
Trp
Gly
Gly
145
Gly
Asn
Trp

Ser

Leu
225

His

Pro

Ser

50

Leu

Ser

Glu

Pro

Gly

130

Arg

Ser

Val

Val

210

Phe

Ser

Gly

Tyr

Ile

Gly

Pro

Arg

115

Ser

Gln

Ser

Gly

Ala

195

Lys

Leu

Glu

Glu

l.eu

Tyr

Ser

Glu

100

Thr

Gly

Val G

Leu

Met

180

Val

Gly

Gln

Ile

Arg

Ala

Asp

Gly

Asp

Phe

Gly

Arg

165

His

Ile

Arg

Met

Val

Ala

Trp

Ala

70

Phe

Gly

Gly

Leu

150

Leu

Trp

Trp

Phe

Asn
230

Leu

Thr

Tyr
55

Ser

Gly

Ala

Gly
135

Val

Asp

Val

Tyr

Thit
215

Ser

Thr

Leu

Gln

Asn

Thr

Val

Gly

120

Ser

Glu

Cys

Arg

Asp

200

[le

Leu

Gln

25

Ser

Gln

Arg

Asp

Tyr

105

Thr

Gly

Ser

Lys

Gln

185

Gly

Ser

Arg

167

10

Ser

Cys

Ala

Phe

Tyr

Lys

Gly

Gly

Ala

170

Ala

Ser

Arg

Ala

Pro

Arg

s Pro

Thr
75

Thr
Cys
Val
Gly
Gly
155
Ser
Pro
Lys

Asp

Glu
235

Ala

Ala

Gly

60

Gly

Leu

Gln

Glu

Gly

140

Gly

Gly

Gly

Arg

Asn

220

Asp

Thr

Ser

Gln

Ile

Thr

Gln

Ile

125

Ser

Val

Ile

Lys

Tyr

205

Ser

Thr

Leu

30

Gln

Ala

Pro

Ile

Ser

110

Lys

Gly

Val

Thr

Cys

190

Tyr

Lys

Ala

15

Ser

Ser

Pro

Ala

Ser

Ser

Gly

Gly

Gln

Phe

175

Leu

Ala

Asn

Val

Leu

Val

Arg

Arg

80

Ser

Asn

Gly

Gly

Pro

160

Ser

Glu

Asp

Thr

Tyr
240
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Tyr

Val

Leu

Leu

Trp

305

Trp

Phe

Asn

Leu

Val

385

Cys

Leu

Leu

Cys

Ser

Val

Ser

290

Val

Tyr

Thr

Gly

Arg

370

Ser

Ser

Asp

Thr

Tyr
450

Ala

Ser

Glu

275

Cys

Arg

Asp

Ile

Leu

355

Thr

Ser

Arg

Tyr

Ser

435

Ser

Thr

Gly

260

Ser

Ala

Gln

Gly

Ser

340

Arg

Gly

Ala

Ser

Phe

420

Gly

Leu

Asn

245

Gly

Gly

Ala

Ala

Asp

325

Arg

Ala

Pro

Ser

Thr

405

Pro

Val

Ser

Asp

Gly

Gly

Ser

Pro

310

Asn

Asp

Glu

Phe

Thr

390

Ser

Glu

His

Ser

Asp

Gly

Gly

Gly

295

Gly

Gln

Asn

Asp

Asp

375

Glu

Pro

Thr

Val
455

Tyr Trp Gly

Ser
Val

280

Phe

Tyr

Ser

Thr

360

Tyr

Gly

Ser

Val

Phe

440

Val

168

Gly

265

Val

Thr

Gly

Tyr

Lys

345

Ala

Trp

Pro

Thr

Thr

425

Pro

Thr

250

Gly

Gln

Phe

Leu

Ala

330

Asn

Val

Gly

Ser

Ala

410

Val

Ala

Val

Gln

Gly

Pro

Ser

Glu

315

Asp

Thr

Gln

Val

395

Ala

Ser

Val

Pro

Gly

Gly

Gly

Val

300

Trp

Ser

Leu

Tyr

Gly

380

Phe

Leu

Trp

Leu

Ser
460

Thr

Ser

Arg

285

Tyr

Val

Val

Tyr

Cys

365

Thr

Pro

Gly

Asn

Gln

445

Ser

Leu

Gln

270

Ser

Gly

Ala

Lys

Leu

350

Ala

Leu

Leu

Cys

Ser

430

Ser

Ser

Val

255

Val

Leu

Met

[le

Gly

335

Gln

Arg

Val

Ala

Leu

415

Gly

Ser

Leu

Thr

Gln

Arg

Asn

[le

320

Arg

Met

Asp

Thr

Pro

400

Val

Ala

Gly

Gly
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Thr
465
Val

Pro

Val

Tyr

545

Glu

His

Lys

Gln

Met

625

Pro

Asn

Leu

Lys

Asp

Ala

Pro

Val

530

Val

Gln

Gln

Gly

Pro

610

Thr

Ser

Tyr

Tyr

Thr

Lys

Pro

Lys

515

Val

Asp

Phe

Asp

Leu

595

Arg

Lys

Asp

Lys

Ser
675

Tyr

Arg

Glu

500

Asp

Asp

Gly

Asn

Trp

580

Pro

Glu

Asn

Ile

Thr

660

Arg

Thr

Val

485

Phe

Thr

Val

Val

Ser

565

Leu

Ser

Pro

Gln

Ala

645

Thr

Leu

Cys

470

Glu

Leu

Leu

Ser

Glu

550

Thr

Asn

Ser

Gln

Val

630

Val

Pro

Thr

Asn

Ser

Gly

Met

Gln

535

Val

Tyr

Gly

Ile

Val

615

Ser

Glu

Pro

Val

Val Asp His

Lys

Gly

Ile

520

Glu

His

Arg

Lys

Glu

600

Tyr

Leu

Trp

Val

Asp
680

169

Tyr

Pro

505

Ser

Asp

Asn

Val

Glu

585

Lys

Thr

Thr

Glu

Leu

665

Lys

Gly

490

Ser

Arg

Pro

Ala

Val

570

Tyr

Thr

Leu

Cys

Ser

650

Asp

Ser

Lys

475

Pro

Val

Thr

Glu

Lys

555

Ser

Lys

Ile

Pro

Leu

635

Asn

Ser

Arg

Pro

Pro

Phe

Pro

Val

540

Thr

Val

Cys

Ser

Pro

620

Val

Gly

Asp

Trp

Ser

Cys

Leu

Glu

525

Gln

Lys

Leu

Lys

605

Ser

Lys

Gln

Gly

Gln
685

Asn

Pro

Phe

510

Val

Phe

Pro

Thr

Val

590

Ala

Gln

Gly

Pro

Ser

670

Glu

Thr

Pro

495

Pro

Thr

Asn

Arg

Val

575

Ser

Lys

Glu

Phe

Glu

655

Phe

Gly

Lys

480

Cys

Pro

Cys

Trp

Glu

560

Leu

Asn

Gly

Glu

Tyr

640

Asn

Phe

Asn
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Val Phe Ser Cys Ser Val Met

690

695

Gln Lys Ser Leu Ser Leu Ser

705

<210>
211>
AR
213>

<220>

L2E3»
<400>

107
714
PRT

NLF3

Met Gly Trp Ser
1

Val

Pro

Ser

Glu

65

Asp

Thr

Tyr

Thr

Pro
145

His

Gly

Asn

Trp

Ser

Leu

Tyr

Val

130

Cys

Ser

Arg

35

Ser

Val

Val

Phe

Cys

115

Ser

Ser

GIn

20

Ser

Gly

Ala

Lys

Leu

100

Ala

Ser

710

His Glu Ala Leu His Asn His Tyr Thr

Leu Gly Lys

ANLFFIREE: &z ik
107

Cys Ile Ile Leu

5

Val

Leu

Met

Val

Gly

85

Gln

Thr

Ala

Ser

GIn

Arg

His

Ile

70

Arg

Met

Asn

Ser

Thr
150

l.eu

Leu

Trp

Trp

Phe

Asn

Asp

Thr

135

Ser

Phe

Val Glu

Asp
40

25

Cys

Val Arg

Tyr Asp

Thr

Ser

Asp
120

Tle

Leu
105

Tyr

Lys Gly

Glu

170

Ser

Leu

10

Ser

Lys

Gln

Gly

Ser

90

Arg

Trp

Pro

Thr

Val

Gly

Ala

Ala

Ser

75

Arg

Ala

Gly

Ser

Ala
155

700

Ala

Gly

Ser

Pro

Lys

Asp

Glu

Gln

Val

140

Ala

Thr

Gly

Gly

Gly

Arg

Asn

Asp

Gly

125

Phe

Leu

Ala

Val

30

Ile

Lys

Tyr

Ser

Thr

110

Thr

Pro

Gly

Thr
15

Val
Thr
Gly

Tyr

Lys

Ala

Leu

Leu

Cys

Gly

Gln

Phe

Leu

Ala

80

Asn

Val

Val

Ala

Leu
160
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Val

Ala

Gly

Gly

Lys

225

Cys

Pro

Cys

Trp

Glu

305

[.eu

Asn

Gly

Glu

Tyr

Lys

Leu

Leu

Thr

210

Val

Pro

Lys

Val

Tyr

290

Glu

His

Lys

Gln

Met

370

Pro

Asp

Thr

Tyr

195

Lys

Asp

Ala

Pro

Val

275

Val

Gln

Gln

Gly

Pro

515

Thr

Ser

Tyr

Ser

180

Thr

Lys

Pro

Lys

260

Val

Asp

Phe

Asp

Leu

340

Arg

Lys

Asp

Phe

165

Gly

Leu

Tyr

Arg

Glu

245

Asp

Asp

Gly

Asn

Trp

325

Pro

Glu

Asn

Ile

Pro

Val

Ser

Thr

Val

230

Phe

Thr

Val

Val

Ser

310

l.eu

Pro

Gln

Ala

Glu Pro Val

His

Cys

215

Glu

Leu

.eu

Ser

Glu

4L

Thr

Asn

Ser

Gln

Val

375

Yal

Thr

Val

200

Asn

Ser

Gly

Met

Gln

280

Val

Tyr

Gly

[le

Val

360

Ser

Glu

Phe

185

Val

Val

Lys

Gly

Ile

265

Glu

His

Arg

Glu

345

Tyr

Leu

Trp

171

Thr

170

Pro

Thr

Asp

Tyr

Pro

250

Ser

Asp

Asn

Val

5 Glu

330

Lvs

Thr

Thr

Glu

Val

Ala

Val

His

Gly

235

Ser

Arg

Pro

Ala

Val

315

Tyr

Thr

Leu

Cys

Ser

Ser

Val

Pro

Lys

220

Pro

Val

Thr

Glu

Lys

300

Ser

Ile

Pro

Leu

380

Asn

Trp

Leu

-

205

Pro

Pro

Phe

Pro

Val

285

Thr

Val

5 Cys

Ser

Pro

365

Val

Gly

Asn

Gln

190

Ser

Cys

Leu

Glu

270

Gln

Lys

Leu

Lys

350

Ser

Lys

Gln

Ser

175

Ser

Ser

Asn

Pro

Phe

255

Val

Phe

Pro

Thr

s Val

335

Ala

Gln

Gly

Pro

Gly

Ser

Leu

Thr

Pro

240

Pro

Thr

Asn

Arg

Val

320

Lvs

Glu

Phe

Glu
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385

Asn

Phe

Asn

Thr

Gly

465

Val

Thr

Cys

Tyr

Lys

545

Ala

Trp

Gly

Ile

Asn

Leu

Val

Gln

450

Gly

Gln

Phe

Leu

Ala

530

Asn

Val

Gly

Gly

Val
610

Tyr

Tyr

Phe

435

Lys

Gly

Pro

Ser

Glu
515

Asp

Thr

Tyr

Gln

Gly

595

Leu

Lys

Ser

420

Ser

Ser

Gly

Gly

Val

500

Trp

Ser

Leu

Tyr

Gly

580

Gly

Thr

Thr

405

Arg

Cys

Leu

Ser

Arg

485

Tyr

Val

Val

Tyr

Cys

565

Thr

Ser

Gln

390

Thr

Leu

Ser

Gln

470

Ser

Gly

Ala

Lys

Leu

550

Ala

Leu

Pro

Thr

Val

Leu

455

Val

Leu

Met

Ile

Gly

535

Gln

Arg

Val

Gly

Pro
615

Pro

Val

Met

440

Ser

Gln

Arg

Asn

Ile
520

Arg

Met

Asp

Thr

Gly

600

Asp

Val

Asp

425

His

Leu

l.eu

Leu

Trp

505

Trp

Phe

Asn

Leu

Val

585

Gly

Phe

172

Leu

410

Lys

Glu

Gly

Val

Ser

490

Val

Tyr

Thr

Gly

Arg

570

Ser

Ser

Gln

395

Asp

Ser

Ala

Lys

Glu

475

Cys

Arg

Asp

Ile

Leu

555

Thr

Ser

Ser

Arg

Leu

Gly

460

Ala

Gln

Gly

o

Ser

540

Arg

Gly

Gly

Gly

Val
620

Asp

1rp

His

445

Gly

Gly

Ala

Ala

Asp

525

Arg

Ala

Pro

Gly

Gly

605

Thr

Gly

Gln

430

Asn

Gly

Gly

Ser

Pro

510

Asn

Asp

Glu

Phe

Gly

590

Gly

Pro

Ser
415
Glu
His
Gly
Gly
Gly
495
Gly
Gln
Asn
Asp
Asp
HT S

Gly

Ser

400

Phe

Gly

Tyr

Ser

Val

480

Phe

Lys

Tyr

Thr

560

Tyr

Ser

Glu

s Glu
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Lys Val Thr Ile
625

His Trp Tyr Gln

Tyr Ala Ser Gln
660

Gly Ser Gly Thr
675

Asp Ala Ala Ala
690

Phe Gly Cys Gly
705

<210> 108
211> 714
<212> PRT
213> NP3

<220>

Thr Cys
630

Gln Lys
645

Ser Phe

Asp Phe

Tyr Tyr

Thr Lys
710

Arg Ala Ser Gln

Pro Asp

Ser Gly

Thr Leu
680

Cys His
695

Val Asp

223> NTFPAlatik: Gk

<400> 108

Met Gly Trp Ser Cys Ile Ile Leu

1

Val His Ser Gln

Pro Gly Arg Ser

Ser Asn Ser Gly

5

Val Gln

Leu Arg

Met His

Leu Val

Leu Asp
40

Trp Val
5B

Glu Trp Val Ala Val Ile Trp Tyr

Asp Ser Val Lys

70

Gly Arg
85

Phe Thr

173

Gln
Val
665
Thr

Gln

[le

Phe
Glu
25

Cys
Arg

Asp

Ile

Ser

650

Pro

Ile

Ser

Lys

Leu

Ser

Lys

Gln

Gly

Ser

Ser

635

Pro

Ser

Asn

Ser

Val

Gly

Ala

Ala

Ile

Lys

Arg

Ser

Ser

700

Ala

Gly

Ser

Pro

Lys

Asp

Gly

Leu

Phe

Leu

685

Leu

Thr

Gly

Gly

Gly

Arg

Asn

Ser

Leu

Ser

670

Glu

Pro

Ala

Val

Tle

Lys

Tyr

Ser

Ser

Ile

655

Gly

Ala

Phe

Thr

Val

Thr

Gly

Tyr

Lys
95

Leu

640

Lys

Ser

Glu

Thr

Gly

Gln

Phe

Leu

Ala

Asn



CN 114127107 B

5

=

149/224
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Thr

Tyr

Thr

Pro

145

Val

Ala

Gly

Gly

Lys

225

Cys

Pro

Cys

Trp

Glu
305

Leu

Tyr

Val

130

Cys

Leu

Leu

Thr

210

Val

Pro

Lys

Val

Tyr

290

Glu

Phe

Cys

115

Ser

Ser

Asp

Thr

Tyr

195

Lys

Asp

Ala

Pro

Val

275

Val

Gln

Leu

100

Ala

Ser

Arg

Tyr

Ser

180

Ser

Thr

Lys

Pro

Lys

260

Val

Asp

Phe

Gln

Thr

Ala

Ser

Phe

165

Gly

Leu

Tyr

Arg

Glu

245

Asp

Asp

Gly

Asn

Met

Asn

Ser

Thr

150

Pro

Val

Ser

Thr

Val

230

Phe

Thr

Val

Val

Ser
310

Asn

Asp

Thr

135

Ser

Glu

His

Ser

Cys

215

Glu

Leu

Leu

Ser

Glu

295

Thr

Ser Leu Arg

Asp

120

Lys

Glu

Pro

Thr

Val

200

Asn

Ser

Gly

Met

Gln

280

Val

Tyr

174

105

Tyr

Gly

Ser

Val

Phe

185

Val

Val

Lys

Gly

Ile

265

Glu

His

Arg

Trp

Pro

Thr

Thr

170

Pro

Thr

Asp

Tyr

Pro

250

Ser

Asn

Val

Ala

Gly

Ser

Ala

155

Val

Ala

Val

His

Gly

235

Ser

Arg

Pro

Ala

Val
315

Glu

Gln

Val

140

Ala

Ser

Val

Pro

Lys

220

Pro

Val

Thr

Glu

Lys

300

Ser

Asp

Gly

125

Phe

Leu

Trp

Leu

Ser

205

Pro

Pro

Phe

Pro

Val

285

Thr

Val

Thr

110

Thr

Pro

Gly

Asn

Gln

190

Ser

Ser

Cys

Leu

Glu

270

Gln

Leu

Ala

Leu

Leu

Cys

Ser

175

Ser

Ser

Asn

Pro

Phe

255

Val

Phe

Pro

Thr

Val

Val

Ala

Leu

160

Gly

Ser

Leu

Thr

Pro

240

Pro

Thr

Asn

Arg

Val
320
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Leu

Asn

Gly

Glu

Tyr

385

Asn

Phe

Asn

Thr

Gly

465

Ser

Ser

Pro

Ser

His

Lys

Gln

Met

370

Pro

Asn

Leu

Val

Gln

450

Gly

Val

Ile

Lys

Arg
530

Gln

Gly

Pro

355

Thr

Ser

Tyr

Tyr

Phe

435

Lys

Gly

Thr

Gly

Leu

515

Phe

Asp
Leu

340

Arg

Asp

Lys

Ser

420

Ser

Ser

Gly

Pro

Ser

500

Leu

Ser

Trp

325

Pro

Glu

Asn

Ile

Thr

405

Arg

Cys

Leu

Ser

Lys

485

Ser

Ile

Gly

Leu

Ser

Pro

Gln

Ala

390

Thr

Leu

Ser

Ser

Glu

470

Glu

Leu

Lys

Ser

Asn

Ser

Gln

Val

375

Val

Pro

Thr

Val

Leu

455

Ile

Lys

His

Tyr

Gly
hin

Gly Lys Glu

Ile

Val

360

Ser

Glu

Pro

Val

Met

440

Ser

Val

Val

Trp

Ala

520

Ser

175

Glu

345

Tyr

Leu

Trp

Val

Asp

425

His

Leu

Leu

Thr

Tyr

505

Ser

Gly

330

Lys

Thr

Thr

Glu

Leu

410

Glu

Gly

Thr

Ile

490

Gln

Gln

Thr

Tyr

Thr

Leu

Cys

Ser

395

Asp

Ser

Ala

Lys

Gln

475

Thr

Gln

Ser

Asp

Lys

Ile

Pro

Leu

380

Asn

Ser

Arg

Leu

Gly

460

Ser

Cys

Lys

Phe

Phe
540

Cys

Ser

Pro

365

Val

Gly

Asp

Trp

His

445

Gly

Pro

Arg

Pro

Ser

525

Thr

Lys

Lys

350

Ser

Lys

Gln

Gly

Gln

430

Asn

Gly

Asp

Ala

Asp

510

Gly

Leu

Val

335

Ala

Gln

Gly

Pro

Ser

415

Glu

His

Gly

Phe

Ser

495

Gln

Val

Thr

Ser

Lys

Glu

Phe

Glu

400

Phe

Gly

Tyr

Ser

Gln

480

Gln

Ser

Pro

Ile
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Asn

545

Ser

Gly

Gly

Gln

Phe

625

Leu

Ala

Asn

Val

Gly
705

Ser

Ser

Gly

Gly

Pro

610

Ser

Glu

Asp

Thr

Tyr

690

Gln

Leu

Leu

Gly

Gly

995

Gly

Val

Trp

Ser

Leu

675

Tyr

Gly

<210> 109
<211> 683
<212> PRT
213> NP3

<220>
223> NLJFHIWHER: S lZ ik

<400> 109
Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly

1

Glu

Pro

Gly

580

Ser

Arg

Tyr

Val

Val

660

Tyr

Cys

Thr

Ala

Phe

565

Ser

Gln

Ser

Gly

Ala

645

Lys

Leu

Ala

Leu

5

Glu

550

Thr

Gly

Val

Leu

Met

630

Ile

Gly

Gln

Arg

Val
710

Asp Ala Ala Ala

Phe

Gly

Gln

Arg

615

Asn

Ile

Arg

Met

Asp

695

Thr

Gly

Gly

Leu

600

Leu

Trp

Trp

Phe

Asn

680

Leu

Val

Cys

Gly

285

Val

Ser

Val

Tyr

Thr

665

Gly

Ser

176

Gly
570

Ser

Glu

Cys

Arg

Asp

650

Ile

Leu

Thr

Ser

10

Tyr

555

Thr

Gly

Ser

Ala

Gln

635

Gly

Ser

Arg

Gly

Tyr

Lys

Gly

Gly

Ala

620

Ala

Asp

Arg

Ala

Pro

700

Cys

Val

Gly

Gly

605

Ser

Pro

Asn

Asp

Glu

685

Phe

His

Asp

Gly

590

Gly

Gly

Gly

Gln

Asn

670

Asp

Asp

Gln

[le

975

Ser

Val

Phe

Lys

Tyr

655

Ser

Thr

Tyr

15

Ser

560

Lys

Gly

Val

Thr

Cys

640

Tyr

Lys

Ala

Trp
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Val

Thr

Gly

Leu

65

Phe

Leu

[.eu

Val

Lys

145

Arg

Asn

Lys

Thr
225

Val

His

Pro

=

Ser
50

Leu

Ser

Glu

Pro

Ala

130

Ser

Glu

Ser

Leu

Val
210

Lys

Gln

Ser

Lys

35

Ser

Ile

Gly

Ala

Phe

115

Ala

Gly

Ala

Gln

-

Ser

195

Tyr

Ser

Ser

Glu

20

Glu

Leu

Lys

Ser

Glu

100

Thr

Pro

Thr

Lys

Glu

180

Ser

Ala

Phe

Gly

Ile

Lys

His

Tyr

Gly

85

Asp

Phe

Ala

Val

165

Ser

Thr

Cys

Asn

Val

Val

Val

Trp

Ala

70

Ser

Ala

Gly

Val

Ser

150

Gln

Val

Leu

Glu

Arg

230

Glu

Leu Thr Gln

Thi

Tyr

55

Ser

Gly

Ala

Pro

Phe

135

Val

Trp

Thr

Thr

Val

215

Gly

Yal

Ile

Gln

Gln

Thr

Ala

Gly

120

[le

Val

Lys

Glu

Leu S

200

Thr

Glu

25

Thr

Gln

Ser

Asp

Tyr

105

Thr

Phe

Cys

Val

Gln

185

His

Cys

177

Ser

Cys

Lys

Phe

Phe

90

Tyr

Pro

Leu

Asp

170

Asp

Lvs

Gln

Gly

s Pro

Pro

Arg

Pro

Ser

75

Thr

Cys

s Val

Pro

Leu

155

Asn

Ser

Ala

Gly

Ser

235

Gly

Asp

Ala

Asp

Gly

Leu

His

Ser
140

Asn

Ala

Asp

Leu

220

Gly

Ala

Phe

Ser

15

Gln

Val

Thr

Gln

Ile

125

Asp

Asn

Leu

s Asp

Tyr
205

Ser

Gln

Gln
30

Gln

Pro

Ile

Ser

110

Lys

Glu

Phe

Gln

Ser

190

Glu

Ser

Val

Val

Ser

Ser

Pro

Ser

Asn

5

Ser

Arg

Gln

Tyr

Ser

175

Thr

Lys

Pro

Gln

Val

Ile

Lys

Arg

80

Ser

Ser

Thr

Leu

Pro

160

Gly

Tyr

His

Val

Leu
240

s Val
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Ser

Val

Pro

Thr

305

Tyr

Thr

Pro

Val

385

Ala

Gly

Gly

Lys

Cys
465

Cys

Arg

Ser

290

Leu

Leu

Arg

Val

Cys

370

Lys

Leu

Leu

Thr

Val

450

Pro

Lys

Gln

275

Asn

Thr

Gln

Phe

Ser

355

Ser

Asp

Thr

Tyr

Lys

435

Asp

Ala

Ala S

260

Ala

Gly

Thr

Phe

Asp

340

Ser

Arg

Tyr

Ser

=

Ser

420

Thr

Lys

Pro

Pro

Gly

Asp

Asp

325

Met

Ala

Ser

Phe

Gly

405

Leu

Tyr

Arg

Glu

Gly

Gly

Thr

Ser

310

Asp

Gly

Ser

Thr

Pro

390

Val

Thr

Val

Phe
470

Tyr

Gln

Asn

295

Ser

Thr

Phe

Thr

Ser

375

Glu

His

Cys

Glu
455

Leu

Thr

Gly

280

Phe

Thr

Ala

Asp

Lys

360

Glu

Pro

Thr

Val

Asn

440

Ser

Gly

Phe

265

Leu

Asn

Thr

Val

Tyr

345

Gly

Ser

Val

Phe

Val

425

Val

Lys

Gly

178

250

Thr

Glu

Glu

Thr

Tyr

330

Trp

Pro

Thr

Thr

Pro

410

Thr

Asp

Tyr

Pro

Asn

Trp

Ala

315

Tyr

Gly

Ser

Ala

Val

395

Ala

Val

His

Gly

Ser
475

Tyr

Met

s Phe

300

Tyr

Cys

Gln

Val

Ala

380

Val

Pro

Lys

Pro

460

Val

Tyr

Gly

285

Met

Ala

Gly

Phe

365

Leu

Trp

Leu

Ser

Pro

145

Pro

Phe

Met
270

Gly

5 Asn

Glu

Arg

Thr

350

Pro

Gly

Asn

Gln

Ser

430

Ser

Cys

l.eu

Ile

Arg

Leu

Arg

335

Thr

Leu

Cys

Ser

Ser

415

Ser

Asn

Pro

Phe

Trp

Asn

Val

Lys

320

Asp

Val

Ala

Leu

Gly

400

Ser

Leu

Thr

Pro

Pro
480
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[0154]

Pro

Cys

Trp

Glu

Leu

945

Asn

Gly

Glu

Tyr

Asn

625

Phe

Asn

Thr

Lys

Val

Tyr

Glu

530

His

Lys

Gln

Met

Pro

610

Asn

Leu

Val

Gln

Pro

Val

Val

015

Gln

Gln

Gly

Pro

Thr

995

Ser

Tyr

Tyr

Phe

Lys
675

<210> 110
211> 687
<212> PRT

Lys

Val

500

Asp

Phe

Asp

Leu

Arg

580

Lys

Asp

Ser

Ser
660

Ser

Asp

485

Asp

Gly

Asn

Trp

Pro

565

Glu

Asn

Ile

Thr

Arg

645

Cys

Leu

Thr

Val

Val

Ser

Leu

550

Ser

Pro

Gln

Ala

Thr

630

Leu

Ser

Ser

Leu Met Ile Ser

Ser

Glu

Thr

535

Asn

Ser

Gln

Val

Val

615

Pro

Thr

Val

Leu

Gln

Val

520

Tyr

Gly

Ile

Val

Ser

600

Glu

Pro

Val

Met

Ser
680

Glu
505

His

Arg

Lys

Glu

Tyr

585

Leu

Trp

Val

Asp

His

665

Leu

179

490

Asp

Asn

Val

Glu

Lys

570

Thr

Thr

Glu

Leu

Lys

650

Glu

Gly

Arg

Pro

Ala

Val

Tyr

555

Thr

Leu

Cys

Ser

Asp

635

Ser

Ala

Lys

Thr

Glu

Lys

Ser

540

Lys

Ile

Pro

Leu

Asn

620

Ser

Arg

Leu

Pro

Val

Thr

525

Val

Cys

Ser

Pro

Val

605

Gly

Asp

Trp

His

Glu

Gln

510

Lys

Leu

Lys

Lys

Ser

590

Lys

Gln

Gly

Gln

Asn
670

Val

495

Phe

Pro

Thr

Val

Ala

975

Gln

Gly

Pro

Ser

Glu

655

His

Thr

Asn

Arg

Val

Ser

560

Lys

Glu

Phe

Glu

Phe

640

Gly

Tyr
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213> ANTLFF%

<220>
<223> NLRHHER: SlEik

<400> 110
Met Gly Trp Ser Cys Ile Ile Leu
1 5

Val

Thr

Gly

Leu

65

Phe

Leu

Leu

Val

145

Arg

Asn

Ser

His

Pro

Ser S

50

Leu

Ser

Glu

Pro

Ala

130

Ser

Glu

Ser

Leu

Ser

Lys

35

Ile

Gly

Ala

Phe

115

Ala

Gly

Glu

20

Glu

Leu

Lys

Ser

Glu

100

Thr

Pro

Thr

Ala Lyc

Gln

Ser
195

Glu
180

Ser

Ile

Lys

His

Tyr

Gly

Asp

Phe

Ser

Ala

Val

165

Ser

Thr

Val

Val

Trp

Ala

70

Ser

Ala

Gly

Val

Ser

150

Gln

Val

Leu

Leu

Thr

Tyr

95

Ser

Gly

Ala

Pro

Phe

135

Val

Trp

Thr

Thr

Thr

Ile

40

Gln

Gln

Thr

Ala

Gly

120

Ile

Val

Glu

Leu
200

Phe

Gln

Thr

Gln

Ser

Asp

Tyr

105

Thr

Phe

Cys

Val

Gln

185

Ser

180

Leu

10

Ser

Cys

Lys

Phe

Phe

Tyr

Lys

Pro

Asp
170

Asp

Lys

Val

Pro

Arg

Pro

Ser

75

Thr

Cys

Val

Pro

Leu

155

Asn

Ser

Ala

Ala

Asp

Ala

Asp

Gly

Leu

His

Asp

Ser

140

Asn

Ala

Lys

Asp

Thr

Phe

Ser

45

Gln

Val

Thr

Gln

Ile

125

Asp

Asn

Leu

Asp

Tyr
205

Ala

Gln

Gln

Ser

Pro

Ile

Ser

110

Lys

Glu

Phe

Gln

Ser

190

Glu

Thr
15

Ser
Ser
Pro
Ser
Asn
95

Ser
Arg

Gln

Tyr

— L)
[e]
=

75

Thr

Lys

Gly

Val

Ile

Lys

Arg

80

Ser

Ser

Thr

Leu

Pro

160

Gly

Tyr

His
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Lys

Thr

225

Gln

Ser

Tyr

Gly

Lys

305

Met

Ala

Gly

Phe

Leu

385

Trp

Leu

Val

210

Val

Val

Met

Gly

290

Asn

Glu

Arg

Thr

Pro

370

Gly

Asn

Gln

Tyr

Ser

Gln

Lys

Tyr

275

Ile

Arg

Leu

Arg

Th

355

Leu

Cys

Ser

Ser

Ala

Phe

Leu

Val

260

Trp

Asn

Val

Lys

Asp

340

Val

Ala

Leu

Gly

Ser
420

Cys

Asn

Val
245

Ser

Val

Pro

Th¥

Ser
v

Tyr

Th¥

Pro

Val

Ala
405

Gly

Glu

Arg

230

Gln

Cys

Arg

Ser

Leu

310

Leu

Arg

Val

Cys

Lys

390

Leu

Leu

Val
215
Gly

Ser

Gln

Asn

295

Thr

Gln

Phe

Ser

Ser

375

Asp

Thr

Tyr

Thr His Gln

Glu

Gly

Ala

Ala

280

Gly

Thr

Phe

Asp

Ser

360

Arg

Ser

Ser

181

Cys

Val

Ser

265

Pro

Gly

Asp

Asp

Met

345

Ala

Ser

Phe

Gly

Leu
425

Gly

Glu

250

Gly

Gly

Thr

Ser

Asp

330

Gly

Ser

Thr

Pro

Val

410

Ser

Gly
Gly

235

Val

Gln

Asn

Ser

315

Thr

Phe

Thr

Ser

Glu

395

His

Ser

Leu

220

Gly

Lys

Th

Gly

Phe

300

Th

Ala

Asp

Glu
380

Pro

Th

Val

Ser

Gly

Lys

Phe

Leu

285

Asn

Thr

Val

Tyr

Gly

365

Ser

Val

Phe

Val

Ser

Ser

Pro

Thr

270

Glu

Glu

Thr

Tyr

Trp

350

Pro

Thr

Thr

Pro

Thr
430

Pro

Gly

Gly

255

Asn

Trp

Lys

Ala

Tyr

335

Gly

Ser

Ala

Val

Ala

415

Val

Val

Ser

240

Ala

Tyr

Met

Phe

Tyr

320

Cys

Gln

Val

Ala

Ser

400

Val

Pro
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Ser

Pro

Pro

465

Phe

Pro

Val

Thr

Val

545

Cys

Ser

Pro

Val

Gly

625

Asp

Trp

Ser

Ser

450

Cys

Leu

Glu

Gln

Lys

530

Leu

Lys

Lys

Ser

Lys

610

Gln

Gly S

Gln

Ser

435

Asn

Pro

Phe

Val

Phe

015

Pro

Thr

Val

Ala

Gln

595

Gly

Pro

Glu

Leu

Thr

Pro

Pro

Thr

500

Asn

Arg

Val

Ser

Lys

580

Glu

Phe

Glu

Phe

Gly

Gly

Lys

Cys

Pro

485

Trp

Glu

Leu

Asn

565

Gly

Glu

Tyr

Asn

Phe

645

Asn

Thr

Val

Pro

470

Lys

Val

Tyr

Glu

His

550

Gln

Met

Pro

Asn

630

Leu

Val

Lys Thr Tyr

Asp

455

Ala

Pro

Val

Val

Gln

5635

Gln

Pro

Thr

Ser

615

Tyr

Tyr

Phe

440

Lys

Pro

Lys

Val

Asp

520

Phe

Asp

Leu

Arg

Lys

600

Asp

Ser

Ser

Arg

Glu

Asp

Asp

505

Gly

Asn

Ttp

Pro

Glu

585

Asn

Ile

s Thr

Arg

Cys

182

Thr

Val

Phe

Thr

490

Val

Val

Ser

Leu

Ser

570

Pro

Gln

Ala

Thr

Leu

650

Ser

Glu

Leu

475

Leu

Glu

Thr

Asn

555

Ser

Gln

Val

Val

Pro

635

LI

Val

Asn

Ser

460

Gly

Met

Gln

Val

Tyr

540

Gly

[le

Val

Ser

Glu

620

Pro

Val

Met

Val

445

Lys

Gly

Ile

Glu

His

525

Arg

Lys

Glu

Tyr

Leu

605

Trp

Val

Asp

His

Asp

Tyr

Pro

Ser

Asp

510

Asn

Val

Glu

Thr

590

Thr

Glu

Leu

Lys

Glu

His

Gly

Ser

Arg

495

Pro

Ala

Val

Tyr

s Thr

975

Leu

Cys

Ser

Ser
655

Ala

Lys

Pro

Val

480

Thr

Glu

Lys

Ser

Lys

560

Ile

Pro

Leu

Asn

Ser

640

Arg

Leu
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660

665

670

His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys

675

<210> 111
211> 715
<212> PRT
213> ANLR%

<220>

223> NTLFHIRIHEA:

<400> 111
Met Gly Trp Ser

1

Val His Ser Glu

Ser

Ser

[.eu

65

Phe S

Leu

Trp

Gly

Gly

145

Gly

Pro
Ser

50

Leu

Glu

Pro

Gly

130

Ser

Arg

Gly

35

Tyr

Ile

Gly

Pro

Arg

115

Ser

Gln

Ser

20

Glu

Leu

Tyr

Ser

Glu

100

Thr

Gly

Val

Leu

5

[le Val

Arg Ala

Ala Trp

Asp Ala

70

Gly Ser

Asp Phe

Phe Gly

Gly Gly

Gln Leu

150

Arg Leu

Leu

Thr

Gly

Ala

Cys

Gly

135

Val

Asp

680

ERLEN

Cys Ile Ile Leu Phe

Thr Gln
25

Leu Ser
40

Gln Gln
Asn Arg
Thr Asp
Val Tyr

105

Gly Thr
120
Ser Gly

Glu Ser

Cys Lys

183

Leu

10

Ser

Cys

Lys

Ala

Phe

Tyr

Lys

Gly

Gly

Ala

Val

Pro

Arg

Pro

Thr

75

Thr

Cys

Val

Gly

Gly

155

Ser

Ala

Ala

Ala

Gly

60

Gly

Leu

Gln

Glu

Gly

140

Gly

Gly

685

Thr

Thr

Ser

45

Gln

Ile

Thr

Gln

Ile

125

Val

Ile

Ala

Leu

Gln

Ala

Pro

Ile

Ser

110

Gly

Val

Thr

Thr

15

Ser

Ser

Pro

Ala

Ser S

Ser

Gly

Gly

Gln

Phe

Gly

Leu

Val

Arg

Arg

80

Asn

Gly

Gly

Pro

160

Ser
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Asn

Leu

228

Tyr

Val

Leu

Leu

Trp

305

Ser

Phe

Asp

Gly

Thr
385

Ser
Val
Val
210
Phe
Cys
Ser
Val
Ser
290
Val
Ser
Thr
Ser
Val
370

Val

Gly

Ala

195

Leu

Ala

Ser

Glu

215

Cys

Arg

Gly

Ile

Leu

355

Thr

Ser

Met
180

Val

s Gly

Gln

Thr

Gly

260

Ser

Ser

Gln

Gly

=

Ser

340

Arg

Lys

Ser

Ile
Arg
Met
Asn
245
Gly
Gly
Ser
Ala
Gly
325
Arg
Pro

Gly

Ala

is Trp

Trp

Phe

Asn

230

Asp

Gly

Gly

Ser

Pro

310

Gly

Asp

Glu

Tyr

Ser
390

Val

Tyr

Thr

215

Ser

Asp

Gly

Gly

Gly

295

Gly

Thr

Asn

Asp

Phe

375

Thr

Arg

Asp

200

Ile

Leu

Ser

Val
280

Phe

Lys

Tyr

Ser

Thr

360

Asp

Gln

185

Gly

Ser

Arg

Trp

Gly

265

Val

Ile

Gly

Tyr

Lys

345

Gly

Val

s Gly

184

170

Ala

Ser

Arg

Ala

Gly

250

Gly

Gln

Phe

Leu

Pro

330

Asn

Val

Trp

Pro

Pro

Lys

Asp

Glu

235

Gln

Gly

Pro

Ser

Glu

315

Asp

Thr

Tyr

Gly

Ser
395

Gly
Arg
Asn
220
Asp
Gly
Gly
Gly
Ser
300
Trp
Thr
Leu
Phe
Gln
380

Val

Lys

Tyr

205

Ser

Thr

Thr

Ser

Arg

285

Tyr

Val

Val

Phe

Cys

365

Gly

Phe

Cys
190

Tyr

Ala

l.eu

Glu

270

Ser

Asp

Ala

Lys

Leu

350

Ala

Thr

Pro

Ala

5 Asn

Val

Val

255

Val

Leu

Met

Tyr

Gly

335

Gln

Arg

Pro

Leu

Glu

Asp

Thr

Tyr

240

Thr

Gln

Arg

Ser

Ile

320

Arg

Met

Gly

Val

Ala
400
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Pro

Val

Ala

Gly

Gly

465

Lys

Cys

Pro

Cys

Trp

545

Glu

Leu

Asn

Gly

Cys

Lys

Leu

Leu

450

Thr

Val

Pro

Lys

Val

530

Tyr

Glu

His

Lys

Gln
610

Ser

Asp

Thr

435

Tyr

Lys

Asp

Ala

Pro

515

Val

Val

Gln

Gln

Gly

595

Pro

Arg

Tyr

420

Ser

Ser

Thr

Lys

Pro

500

Val

Asp

Phe

Asp

580

Leu

Arg

Ser

405

Phe

Gly

Leu

Tyr

Arg

485

Glu

Asp

Asp

Gly

Asn

565

Trp

Pro

Glu

Thr

Pro

Val

Ser

Thr

470

Val

Phe

Thr

Val

Val

550

Ser

Leu

Ser

Pro

Ser

Glu

His

Ser

455

Cys

Glu

Leu

Leu

Ser

535

Glu

Thr

Asn

Ser

Gln
615

Glu Ser Thr

Pro

Thr

440

Val

Asn

Ser

Gly

Met

520

Gln

Val

Tyr

Gly

Ile

600

Val

185

Val

425

Phe

Val

Val

Lys

Gly

505

Ile

Glu

His

Arg

Lys

585

Glu

Tyr

410

Thr

Pro

Thr

Asp

Tyr

490

Pro

Ser

Asp

Asn

Val
570

Glu

Thr

Ala

Val

Ala

Val

His

475

Gly

Ser

Arg

Pro

Ala

555

Val

Tyr

Thr

Leu

Ala

Ser

Val

Pro

460

Lys

Pro

Val

Thr

Glu

540

Lys

Ser

Lys

Ile

Pro
620

Leu

Trp

Leu

445

Ser

Pro

Pro

Phe

Pro

525

Val

Thr

Val

Cys

Ser

605

Pro

Gly

Asn

430

Gln

Ser

Ser

Cys

Leu

510

Glu

Gln

Lys

Leu

Lys

590

Lys

Ser

Cys

415

Ser

Ser

Ser

Asn

Pro

495

Phe

Val

Phe

Pro

Thr

575

Val

Ala

Gln

Leu

Gly

Ser

Leu

Thr

480

Pro

Pro

Thr

Asn

Arg

560

Val

Ser

Glu
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Glu Met Thr Lys Asn
625

Tyr Pro Ser Asp Ile
645

Asn Asn Tyr Lys Thr
660

Phe Leu Tyr Ser Arg
675

Asn Val Phe Ser Cys
690

Thr GIn Lys Ser Leu
705

<210> 112
211> 233
<212> PRT
213> NP3

<220>

Gln

630

Ala

Thr

Leu

Ser

Ser

710

Val Ser Leu Thr

Val Glu

Pro Pro

Thr Val
680

Val Met
695

Leu Ser

223> NTFrAlfswid: Ak ik

<400> 112

Met Gly Trp Ser Cys Ile Ile Leu

1 )

Val His Ser Asp Ile Gln Met Thr

Ser Val Gly Asp Arg Val Thr Ile

His Asn Tyr Leu Thr Trp Tyr Gln

50

95

Leu Leu Ile Tyr Asn Ala Lys Thr

65

70

Phe Ser Gly Ser Gly Ser Gly Thr

85

186

Trp

Val

665

Asp

His

Leu

Phe

Gln

Thr

Gln

Leu

Asp

Glu

650

Leu

Lys

Glu

Gly

Leu

Ser

Cys

Thr

Ala

Tyr
90

Cys

635

Ser

Asp

Ser

Ala

Lys
715

Val

Pro

Arg

Pro

Asp

Thr

Leu

Asn

Ser

Arg

Leu

700

Ala

Ser

Ala

Gly

Gly

Phe

Val

Gly

Asp

Trp

685

His

Thr

Ser

Ser

45

Lys

Val

Thr

Lys

Gln

Gly

670

Gln

Asn

Ala

Leu

Gly

Ala

Pro

Ile

Gly
Pro
655
Ser

Glu

His

Thr
15

Ser
Asn
Pro

Ser

Ser
95

Phe

640

Glu

Phe

Gly

Tyr

Gly

Ala

Ile

Lys

Arg

Ser



CN 114127107 B

F

5l %=

162/224 7

[0162]

Leu

Ile

Val

Lys

145

Arg

Asn

Ser

Lys

Thr
225

Gln

Pro

Ala
130

Ser

Glu

Ser

Leu

Val

210

Lys

Pro

Tyr

115

Ala

Gly

Ala

Gln

Ser

195

Tyr

Ser

<210> 113
211> 715
<212> PRT
213> NP3

<220>
223> NLJFHIRHER: Gz ik

<400> 113
Met Gly Trp Ser Cys Ile Ile Leu Phe

1

Val His Ser Asp Ile Gln Met Thr

Ser Val Gly Asp Arg Val Thr Ile

35

Glu

100

Thr

Pro

Thr

Lys

Glu

180

Ser

Ala

Phe

20

Asp

Phe

Ser

Ala

Val

165

Ser

Thr

Cys

Asn

5

Ile

Gly

Val

Ser

150

Gln

Val

Leu

Glu

Arg
230

Ala Thr Tyr Tyr

Gln

Phe

135

Val

Trp

Thr

Thr

Val

215

Gly

105

Gly Thr

120

Ile Phe

Val Cys

Lys Val

Glu Gln

185

Leu Ser
200
Thr His

Glu Cys

25

40

187

Lys

Pro

Leu

Asp

170

Asp

Lys

Gln

Cys

Leu

Pro

Leu

155

Asn

Ser

Ala

Gly

Gln

Glu

Ser

140

Asn

Ala

Lys

Asp

Leu
220

Leu Val Ala

10

Gln Ser Pro Ser

Thr Cys Arg Ala

His

Ile

125

Asp

Asn

Leu

Asp

Tyr

205

Ser

Thr

Ser

Phe

110

Lys

Glu

Phe

Gln

Ser

190

Glu

Ser

Ala

Leu
30

Trp
Arg
Gln
Tyr
Ser
175
Thr

Lys

Pro

Thr
15

Ser

Ser

Thr

Leu

Pro

160

Gly

Tyr

His

Val

Gly

Ala

Ser Gly Asn Ile

45
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His

Leu

65

Phe

Leu

Ile

Gly

Gly

145

Gly

Ser

Trp

Thr

Leu

225

Phe

Gln

Asn

50

Leu

Ser

Gln

Pro

Gly

130

Ser

Arg

Tyr

Val

Val

210

Phe

Cys

Gly

Tyr

Ile

Gly

Pro

Tyr

115

Ser

Glu

Ser

Asp

Ala

195

Lys

Leu

Ala

Thr

Leu

Tyr

Ser

Glu

100

Thr

Gly

Val

Leu

Met

180

Gly

Gln

Arg

Pro
260

Thr

Asn

Gly

85

Asp

Phe

Gly

Gln

Arg

165

Ser

Ile

Arg

Met

Gly

245

Val

Ser

Ile

Gly

Leu

150

Leu

Trp

Ser

Phe

Asp

230

Thr

Tyr

55

Gly

Ala

Cys

Gly

135

Val

Ser

Val

Ser

Thr

215

Ser

Val

Val

Gln Gln Thr

Thr

Thr

Thr

Gly

120

Ser

Glu

Cys

Arg

Gly

200

Ile

Leu

Thr

Ser

188

Leu

Asp

Tyr

105

Thr

Gly

Ser

Ser

Gln

185

Gly

Ser

Arg

Lys

Ser
265

Ala
Tyr

90

Tyr

Gly

Gly

Ser

170

Ala

Gly

Arg

Pro

Gly

250

Gly

Pro

Asp

75

Thr

Cys

Leu

Gly

Gly

155

Ser

Pro

Gly

Asp

Glu

235

Tyr

Gly

Gly

60

Gly

Phe

Gln

Glu

Gly

140

Gly

Gly

Gly

Thr

Asn

220

Asp

Phe

Gly

Val

Thr

His

Ile

125

Ser

Val

Phe

Lys

Tyr

205

Ser

Thr

Asp

Gly

Ala

Pro

Ile

Phe

110

Lys

Gly

Val

Ile

Cys

190

Tyr

Lys

Gly

Val

Ser
270

Pro

Ser

Ser

95

Trp

Gly

Gly

Gln

Phe

175

Leu

Pro

Asn

Val

Trp

255

Gly

Lys

Arg

80

Ser

Ser

Gly

Gly

Pro

160

Ser

Glu

Asp

Thr

Tyr

240

Gly

Gly
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Gly

Pro

=

305

Glu

Asp

Thr

Tyr

Thr

385

Pro

Val

Ala

Gly

Gly

465

Lys

Cys

Gly

Gly

290

Asn

Trp

Ser

Leu

Tyr

370

Val

Cys

Lys

Leu

Leu

450

Thr

Val

Pro

Ser

L4

Arg

Ser

Val

Val

Ser

Asp

Thr

435

Tyr

Lys

Asp

Ala

Gln

Ser

Gly

Ala

Lys

340

Leu

Ala

Ser

Arg

Tyr
420

Thr

Lys

Pro

Val

Leu

Met

Val

325

Gly

Gln

Thr

Ala

Ser

405

Phe

Gly

Leu

Tyr

Arg

485

Glu

Gln

Arg

His

310

Ile

Arg

Met

Asn

-

Ser
390

Thr

Pro

Val

Thr
470

Val

Phe

Leu Val Glu

Leu
295
Trp
Trp
Phe

Asn

Asp
375
Thr
Ser

Glu

His

-

Ser
455
Cys

Glu

Leu

280

Asp

Val

Tyr

Thr

Ser

360

Asp

Lys

Glu

Pro

Thr

440

Val

Asn

Ser

Gly

Cys

Arg

Asp

Ile

345

Leu

Tyr

Gly

Ser

Val

Val

Lys

Gly

189

Ser

Lys

Gln

Gly

330

Ser

Arg

Trp

Pro

Thr

410

Thr

Pro

Thr

Asp

Tyr

490

Pro

Gly

Ala

Ala

315

Ser

Arg

Ala

Gly

-

Ser

395

Ala

Val

Ala

Val

His

475

Gly

Ser

Gly

Ser

300

Pro

Lys

Asp

Glu

Gln

380

Val

Ala

Ser

Val

Pro

460

Lys

Pro

Val

Gly
285
Gly
Gly
Arg
Asn
Asp
365
Gly
Phe
Leu
Trp
Leu
445
Ser
Pto

Pro

Phe

Val

Ile

Lys

Tyr

Ser

350

Thr

Thr

Pro

Gly

Asn

430

Gln

Ser

Cys

l.eu

Val

Thr

Gly

Tyr

335

Lys

Ala

.eu

Leu

Cys

415

Ser

Ser

Asn

Pro

495

Phe

Gln

Phe

Leu

320

Ala

Asn

Val

Val

Ala

400

Leu

Gly

Ser

Leu

Thr

480

Pro

Pro
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Pro

Cys

Trp

545

Glu

Leu

Asn

Gly

Glu

625

Tyr

Asn

Phe

Asn

Thr
705

Lys
Val
530
Tyr
Glu
His
Lys
Gln
610
Met
Pro
Asn
Leu
Val
690

Gln

Pro

215

Val

Val

Gln

Gln

Gly

595

Pro

Thr

Ser

Tyr

Tyr

675

Phe

Lys

<210> 114
211> 715

500

Lys

Val

Asp

Phe

Asp

580

Leu

Arg

Lys

Asp

Lys

660

Ser

Ser

Asp

Asp

Gly

Asn

565

Trp

Pro

Glu

Asn

Ile

645

Thr

Arg

Cys

Leu

Thr

Val

Val

550

Ser

[.eu

Ser

Pro

Gln

630

Ala

Thr

Leu

Ser

Ser
710

Leu

Ser

535

Glu

The

Asn

Ser

Gln

615

Val

Val

Pro

Thr

Val

695

Leu

Met

920

Gln

Val

Tyr

Gly

Ile

600

Val

Ser

Glu

Pro

Val

680

Met

Ser

505

Ile
Glu
His
Arg
Lys
585
Glu
Tyr
Leu
Trp
Val
665
Asp
His

Leu

190

Ser

Asp

Asn

Val

570

Glu

Lys

Thr

Thr

Glu

650

Leu

Lys

Glu

Gly

Arg

Pro

Ala

29

Val

Tyr

Thr

Leu

Cys
635

Ala

Lys
715

Thr

Glu

540

Lys

Ser

Ile

Pro

620

Leu

Asn

Ser

Arg

Leu
700

Pro

925

Val

Thr

Val

s Cys

Ser
605

Pro

Val

Gly

Asp

Trp

685

His

510

Glu
Gln
Lys
Leu
Lys
590
Lys
Ser
Lys
Gln
Gly
670

Gln

Asn

Val

Phe

Pro

Thr

875

Val

Ala

Gln

Gly

Pro

655

Ser

Glu

His

Thr

Asn

Arg

560

Val

Ser

Lys

Glu

Phe

640

Phe

Gly

Tyr



CN 114127107 B

52

5l %=

166/224 7

[0166]

<212> PRT
213> ANLRH%

<220

>

223> NLF3R#AR: & mE ik

<400> 114
Met Gly Trp Ser Cys Ile Ile Leu

1

Val

Pro

Ser

Glu

Asp

Thr

Tyr

Gly

Gly

145

Gln

Val

Trp

His

Gly

Ser

50

Trp

Thr

Leu

Phe

Gln

130

Gly

Met

Thr

Tyr

Ser

Arg

35

Tyr

Val

Val

Phe

Cys

115

Gly

Gly

Thr

Ile

Gln
195

Glu

20

Ser

Asp

Ala

Lys

Leu

100

Ala

Thr

Ser

Gln

Thr

180

Gln

5

Val

Leu

Met

Tyr

Gly

Gln

Arg

Pro

Gly

— LN
(0]
a1

65

Cys

Thr

Gln

Arg

Ser

Ile

Arg

Met

Gly

Val

Gly

150

Pro

Arg

Pro

Leu

Leu

Trp

55

Ser

Phe

Asp

Gly

Thr

135

Gly

Ser

Ala

Gly

Val

Ser

40

Val

Ser

Thr

Ser

Val

120

Val

Gly

Ser

Ser

Lys
200

Phe Leu Val
10

Glu Ser Gly
25

Cys Ser Ser

Arg Gln Ala

Gly Gly Gly

Ile Ser Arg

90

Leu Arg Pro
105

Thr Lys Gly T

Ser Ser Gly

Ser Gly Gly
155

LLeu Ser Ala
170

Gly Asn lle
185

Ala Pro Lys

191

Ala

Gly

Ser

Pro

60

Gly

Asp

Glu

Ivr

Gly

140

Gly

Ser

His

Leu

Thr
Gly
Gly
45

Gly
Thr
Asn
Asp
Phe
125
Gly
Gly
Val

Asn

Leu
205

Ala

Val

30

Phe

Lys

Tyr

Ser

Thr

110

Asp

Gly

Ser

Gly

Tyr

190

Ile

Thr

15

Val

Ile

Cys

Tyr

Lys

95

Gly

Val

Ser

Asp

Asp

175

Leu

Tyr

Gly

Gln

Phe

Leu

Pro

Asn

Val

Trp

Gly

Ile

160

Arg

Thr

Asn
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Ala

Ser

225

Ile

Gly

Gly

Pro

Ser

305

Glu

Asp

Thr

Tyr

Thr

385

Pro

Val

Lys

210

Gly

Ala

Cys

Gly

Gly

290

Asn

Trp

Ser

Leu

Tyr

370

Val

Cys

Lys

Thr

Thr

Thr

Gly

Ser

275

Arg

Ser

Val

Val

Phe

355

Cys

Ser

Ser

Asp

Leu

Asp

Tyr

Thr

260

Gln

Ser

Gly

Ala

Lys

340

Leu

Ala

Ser

Arg

Tyr
420

Ala

Tyr

Tyr

245

Val

Leu

Met

Val

325

Gly

Gln

Thr

Ala

Ser

405

Phe

Thr

230

Cys

Leu

Gln

Arg

His

310

Ile

Arg

Met

Asn

Ser

390

Thr

Pro

Gly

215

Phe

Gln

Glu

Leu

Leu

295

Trp

Trp

Phe

Asn

Asp

375

Thr

Ser

Glu

Val Pro Ser

Thr

His

Ile

Val

280

Asp

Val

Thr

Ser
360

Asp

Glu

Pro

192

Ile

Phe

Lys

265

Glu

Cys

Arg

Asp

Ile

345

Leu

Tyr

Gly

Ser

Val
425

Ser

Trp

250

Gly

Ser

Lys

Gln

Gly

330

Ser

Arg

Trp

Pro

Thr

410

Thr

Arg

Ser

235

Ser

Gly

Gly

Ala

Ala

315

Ser

Arg

Ala

Gly

Ser

395

Ala

Val

Phe

220

Leu

[le

Gly

Gly

Ser

300

Pro

Asp

Glu

Gln

380

Val

Ala

Ser

Ser Gly Ser Gly

Gln

Pro

Gly

Gly

285

Gly

Gly

Arg

Asn

Asp

365

Gly

Phe

Leu

Trp

Pro

Tyr

Ser

270

Val

Ile

Lys

Tyr

Ser

350

Thr

Thr

Pro

Gly

Asn

430

Glu Asp
240

Thr Phe
255

Gly Gly

Val Gln

Thr Phe

Gly Leu
320

Tyr Ala
JB0

Lys Asn

Ala Val

Leu Val

Leu Ala
400

Cys Leu
415

Ser Gly
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Ala Leu

Gly

Gly

465

Cys

Pro

Cys

Trp

545

Glu

Leu

Asn

Gly

Glu

625

Tyr

Leu

450

Thr

Val

Pro

Lys

Val

530

Tyr

Glu

His

Lys

Gln

610

Met

Pro

Thr

435

Tyr

Lys

Asp

Ala

Pro

515

Val

Val

Gln

Gln

Gly

595

Pro

Thr

Ser

Ser

Ser

Thr

Pro

500

Lys

Val

Asp

Phe

Asp

580

Leu

Arg

Asp

Gly

Leu

Tyr

Arg

485

Glu

Asp

Asp

Gly

Asn

565

Trp

Pro

Glu

Asn

Ile
645

Val

Ser

Thr

470

Val

Phe

Thr

Val

Val

550

Ser

Leu

Ser

Pro

Gln

630

Ala

His

Ser

455

Cys

Glu

Leu

Leu

Ser

535

Glu

Thr

Asn

Ser

Gln

615

Val

Val

Thr Phe Pro

440

Val

Asn

Ser

Gly

Met

520

Gln

Val

Tyr

Gly

Ile

600

Val

Ser

Glu

193

Val

Val

Lys

Gly

505

Ile

Glu

His

Arg

Lys

585

Glu

Tyr

Leu

Trp

Thr

Asp

Tyr

490

Pro

Ser

Asp

Asn

Val

570

Glu

Thr

Thr

Glu
650

Ala

Val

His

475

Gly

Ser

Arg

Pro

Ala

555

Val

Tyr

Thr

Leu

Cys

635

Ser

Val

Pro

460

Lys

Pro

Val

Thr

Glu

540

Lys

Ser

Lys

Ile

Pro

620

Leu

Asn

Leu

445

Ser

Pro

Pro

Phe

Pro

525

Val

Thr

Val

Cys

Ser

605

Pro

Val

Gly

Gln

Ser

Ser

Cys

Leu

510

Glu

Gln

Lys

Leu

Lys

590

Lys

Ser

Lys

Gln

Ser

Ser

Asn

Pro

495

Phe

Val

Phe

Pro

Thr

575

Val

Ala

Gln

Gly

Pro
655

Ser

Leu

Thr

480

Pro

Pro

Thr

Asn

Arg

560

Val

Ser

Glu

Phe
640

Glu
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Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu

660

665

Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys

675 680

Asn Val Phe Ser Cys Ser Val Met His Glu

690 695

Thr GIn Lys Ser Leu Ser Leu Ser
705 710

<210> 115
211> 715
<212> PRT

213> NP3

<220>
223> NTFFIistik: Gzt

<400> 115

Leu

Met Gly Trp Ser Cys Ile Ile Leu Phe
1

5

Val His Ser Gln Val Gln Leu Val Glu

20

Pro Gly Arg Ser Leu Arg Leu Asp
35 40

25

Cys

Ser Asn Ser Gly Met His Trp Val Arg

50 95

Glu Trp Val Ala Val Ile Trp Tyr Asp

Asp Ser Val Lys Gly Arg Phe Thr

Thr Leu Phe Leu Gln Met Asn Ser
100

Tyr Tyr Cys Ala Thr Asn Asp Asp
115 120

194

Ile

Leu
105

Tyr

Gly

Leu

10

Ser

Lys

Gln

Gly

Trp

Asp

Ser

Ala

Lys
715

Val

Gly

Ala

Ala

Ala

Gly

Ser

Arg

Leu

700

Ala

Gly

Ser

Pro

60

Lys

Asp

Glu

Gln

Asp
Trp

685

His

Thr

Gly

Gly

45

Gly

Arg

Asn

Asp

Gly
125

Gly Ser Phe

670

Gln

Asn

Ala

Val

30

Ile

Lys

Tyr

Ser

Thr

110

Thr

Glu

His

Thr
15

Val
Thr
Gly

Tyr

Lys

Ala

Leu

Gly

Tyr

Gly

Gln

Phe

Leu

Ala

Asn

Val

Val
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Thr

Pro
145

Val

Ala

Gly
Gly
Lys
225
Cys
Pro
Cys
Trp
Glu
305
Leu

Asn

Gly

Val

130

Cys

Lys

Leu

Leu

Thr

210

Val

Pro

Lys

Val

Tyr

290

Glu

His

Lys

Gln

Ser

Ser

Asp

Thr

Tyr

195

Lys

Asp

Ala

Pro

Val

Val

Gln

Gln

Gly

Pro

Ser

Arg

Tyr

Ser

180

Ser

Thr

Pro

Lys

260

Val

Asp

Phe

Asp

Leu

340

Arg

Ala

Ser

Phe

165

Gly

Leu

Tyr

s Arg

Glu

245

Asp

Asp

Gly

Asn

Trp
325

Pro

Glu

Ser

Thr

150

Pro

Val

Ser

Thr

Val

230

Phe

Thr

Val

Val

-

Ser

310

Leu

Ser

Pro

Thr Lys Gly

135

Ser

Glu

His

Ser

Cys

215

Glu

Leu

Leu

Ser

Glu

295

Thr

Asn

Ser

Gln

Glu

Pro

Thr

Val

200

Asn

Ser

Gly

Met

Gln

280

Val

Tyr

Gly

Ile

Val

Ser

Val

Phe

185

Val

Val

Pro

Thr

Thr

170

Pro

Thr

Asp

vs Tyr

Gly

Ile

265

Glu

His

Arg

Lys

Glu

345

Tyr

195

Pro
250

Ser

Asp

Asn

Val

Glu

330

Lys

Thr

Ser

Ala

155

Val

Ala

Val

His

Gly

235

Arg

Pro

Ala

Val

315

Tyr

Thr

l.eu

Val
140

Ala

Val

Pro

Lys

220

Pro

Val

Thr

Glu

LLys

300

Ser

Lys

Ile

Pro

Phe

Leu

Trp

Leu

Ser

205

Pro

Pro

Phe

Pro

Val

285

Thr

Val

Cys

Ser

Pro

Pro

Gly

Asn

Gln

190

Ser

Ser

Cys

Leu

Glu

270

Gln

Leu

Lys

Lys

350

Ser

Leu

Cys

-

175

Ser

Ser

Asn

Pro

Phe

255

Val

Phe

s Pro

Thr

Val

335

Ala

Gln

Ala

Leu

160

Gly

Ser

Leu

Thr

Pro

240

Pro

Thr

Asn

Arg

Val

320

Ser

Lys

Glu
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Glu

Tyr

385

Asn

Phe

Asn

Thr

Gly

465

Ser

Asn

Pro

Ser
545

Trp

Gly

Met

370

Pro

Asn

Leu

Val

Gln

450

Gly

Ala

Ile

Lys

Arg

530

Ser

Ser

Gly

355

Thr

Ser

Tyr

Tyr

Phe

435

Lys

Gly

Ser

His

Leu

915

Phe

Leu

Ile

Gly

Lys

Asp

Ser

420

Ser

Ser

Gly

Val

Asn

500

Leu

Gln

Pro

Gly
580

Asn

Ile

5 Thr

405

Arg

Cys

Leu

Ser

Gly

485

Tyr

Ile

Gly

Pro

Tyr

565

Ser

Gln

Ala

390

Thr

Leu

Ser

Asp

470

Asp

Leu

Glu
550

Thr

Gly

Val

375

Val

Pro

The

Val

Leu

455

Ile

Arg

Thr

Asn

Gly

535

Asp

Phe

Gly

360

Ser

Glu

Pro

Val

Met

440

Ser

Gln

Val

Trp

Ala

520

Ser

Ile

Gly

Gly

Leu

Trp

Val

Asp

425

His

Leu

Met

Thr

Tyr

505

Lys

Gly

Ala

Cys

Gly
585

196

Thr
Glu
l.eu
410
Lys
Glu
Gly
Thr
Ile
490
Gln
Thr
Thr
Thr
Gly

570

Ser

Cys

Ser

395

Asp

Ser

Ala

Lys

Gln

475

Thr

Gln

Leu

Asp

Tyr

595

Thr

Gly

Leu
380

Asn

Arg
Leu
Gly
460
Ser
Cys
Thr
Ala
Tyr
540
Tyr

Lys

Gly

365

Val

Gly

Asp

Trp

His

445

Gly

Pro

Arg

Pro

Asp

525

Thr

Cys

Leu

Gly

Lys

Gln

Gly

Gln

430

Asn

Gly

Ser

Ala

Gly

510

Gly

Phe

Gln

Glu

Gly
590

Gly
Pro
Ser
415
Glu
His
Gly
Ser
Ser
495
Lys
Val
Thr
His
Ile

275

Ser

Phe

Glu

400

Phe

Gly

Tyr

Ser

Leu

480

Gly

Ala

Pro

Ile

Phe

560

Lys

Gly
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Gly Gly Gly Ser Glu Val Gln Leu Val Glu

295 600

Gln Pro Gly Arg Ser Leu Arg Leu
610 615

Phe Ser Ser Tyr Asp Met Ser Trp
625 630

Leu Glu Trp Val Ala Tyr Ile Ser
645

Pro Asp Thr Val Lys Gly Arg Phe
660

Asn Thr Leu Phe Leu Gln Met Asp
675 680

Val Tyr Phe Cys Ala Arg Gly Gly
690 695

Trp Gly Gln Gly Thr Pro Val Thr
705 710

<210> 116
211> 715
<212> PRT
213> NP3

<220>
223> NLJFH|RHER: S RZ ik

<400> 116

Met Gly Trp Ser Cys Ile Ile Leu
1 B

Val His Ser Gln Val Gln Leu Val
20

Pro Gly Arg Ser Leu Arg Leu Asp
35 40

Ser Asn Ser Gly Met His Trp Val
50 55

197

Ser
Val
Ser
Thr
665
Ser

Val

Val

Phe
Glu
25

Cys

Arg

Cys

Arg

Gly

650

Ile

Leu

Thr

Ser

Leu

Ser

Lys

Gln

Ser

Ser

Gln

635

Gly

Ser

Arg

Lys

Ser

715

Val

Gly

Ala

Ala

Gly

Ser

620

Ala

Gly

Arg

Pro

Gly
700

Ala

Gly

Ser

Pro

Gly

605

Ser

Pro

Gly

Asp

Glu

685

Tyr

Thr

Gly

Gly

Gly

Gly

Gly

Gly

Thr

Asn

670

Asp

Phe

Ala

Val

Tle

Lys

Val

Phe

Lys

Tyr

655

Ser

Thr

Asp

Thr

Val

Thr

Gly

Val

[le

Cys

640

Tyr

Lys

Gly

Val

Gly

Gln

Phe

Leu
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Glu Trp Val

65

Asp

Thr

Tyr

Thr

Pro

145

Val

Ala

Gly

Gly

Lys

225

Cys

Pro

Cys

Ser

Leu

Tyr

Val

130

Cys

Leu

Leu

Thr

210

Val

Pro

Val

Val

Phe

Cys

115

Ser

Ser

Asp

Thr

Tyr

195

Asp

Ala

Pro

Val
275

Ala

Lys

Leu

100

Ala

Ser

Arg

Tyr

Ser

180

Ser

Thr

Lys

Pro

Lys

260

Val

Val

Gly

Gln

Thr

Ala

Ser

Phe

165

Gly

Leu

Tyr

Arg

Glu

245

Asp

Asp

Ile

70

Arg

Met

Asn

Ser

Thr

150

Pro

Val

Ser

Thr

Val

230

Phe

Thr

Val

Trp

Phe

Asn

Thr

135

Ser

Glu

His

Ser

Cys

215

Glu

Leu

Leu

Ser

Tyr Asp Gly

Thr

Ser

Asp

120

Glu

Pro

Thr

Val

200

Asn

Ser

Gly

Met

Gln
280

198

Ile

Leu

105

Tyr

Gly

Ser

Val

Phe

185

Val

Val

Lys

Gly

Ile

265

Glu

Ser

Arg

Trp

Pro

Thr

Thr

170

Pro

Thr

Asp

Tyr

Pro

250

Ser

Asp

Ser

75

Arg

Ala

Gly

Ser

Ala

155

Val

Ala

Val

His

Gly

235

Ser

Arg

Pro

Asp

Glu

Gln

Val

140

Ala

Ser

Val

Pro

Lys

220

Pro

Val

Thr

Glu

Arg

Asn

Asp

Gly

125

Phe

Leu

Trp

Leu

Ser

205

Pro

Pro

Phe

Pro

Val
285

Ser

Thr
110

Thr

Pro

Gly

Asn

Gln

190

Ser

Ser

Cys

Leu

Glu

270

Gln

Lys

95

Ala

Leu

Leu

Cys

Ser

175

Ser

Ser

Asn

Pro

Phe

255

Val

Phe

Ala

80

Asn

Val

Val

Ala

Leu

160

Gly

Ser

Leu

Thr

Pro

240

Pro

Thr

Asn
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Trp

Glu

305

Leu

Asn

Gly

Glu

Tyr

385

Asn

Phe

Asn

Thr

Gly

465

Val

Ile

Tyr

290

Glu

His

Lys

Gln

Met

370

Pro

Asn

Leu

Val

Gln

450

Gly

Gln

Phe

Val

Gln

Gln

Gly

Pro

355

Thr

Ser

Tyr

Tyr

Phe

435

Lys

Gly

Pro

Ser

Asp

Phe

Asp

Leu

340

Arg

Lys

Asp

Ser

420

Ser

Ser

Gly

Gly

Ser
500

Gly

Asn

Trp

325

Pro

Glu

Asn

Ile

Thr

405

Arg

Cys

Leu

Ser

Arg

485

Tyr

Val

Ser

310

Leu

Ser

Pro

Gln

Ala

390

Thr

Leu

Ser

Ser

Glu

470

Ser

Asp

Glu

295

Thr

Asn

Ser

Gln

Val

375

Val

Pro

Thr

Val

Leu

455

Val

Leu

Met

Val His Asn

Tyr

Gly

Ile

Val

360

Ser

Glu

Pro

Val

Met

440

Ser

Gln

Arg

Ser

199

Arg

Lys

Glu

345

Tyr

Leu

Trp

Val

Asp

425

His

Leu

Leu

Leu

Trp
505

Val

Glu

330

Thr

Thr

Glu

Leu

410

Lys

Glu

Gly

Val

Ser

490

Val

Ala

Val

315

Tyr

Thr

Leu

Cys

Ser

395

Asp

Ser

Ala

Lys

Glu

475

Cys

Arg

Lys

300

Ser

Lys

Ile

Pro

Leu

380

Asn

Ser

Arg

Leu

Gly

460

Ser

Ser

Gln

Thr

Val

Cys

Ser

Pro

365

Val

Gly

Asp

Trp

His

445

Gly

Gly

Ser

Ala

Lys

Leu

Lys

Lys

350

Ser

Lys

Gln

Gly

Gln

430

Asn

Gly

Gly

Ser

Pro
510

Pro

Thr

Val

335

Ala

Gln

Gly

Pro

Ser

415

Glu

His

Gly

Gly

Gly

495

Gly

Arg
Val

320

Ser

Glu

Phe

Glu

400

Phe

Gly

Tyr

Ser

Val

480

Phe

Lys
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Cys

Tyr

Lys

545

Gly

Val

Ser

Asp

Asp

625

Leu

Tyr

Ser

Glu

Thr
705

Leu

Pro

530

Asn

Val

Trp

Gly

[le

610

Arg

Thr

Asn

Gly

Asp

69

Phe

Glu
515
Asp
Thr
Tyr
Gly
Gly
595
Gln
Val
Trp
Ala
Ser
675
Ile

Gly

<210> 117
<211> 683
<212> PRT
213> ANLF%

Trp

Thr

Leu

Phe

Gln

580

Gly

Met

Thr

Tyr

Lys

660

Gly

Ala

Cys

Val

Val

Phe

Cys

565

Gly

Gly

Thr

Ile

Gln

645

Thr

Thr

Thr

Gly

Ala

Lys

Leu

550

Ala

Thr

Ser

Gln

Thr

630

Gln

Leu

Asp

Tyr

Thr
710

Tyr

Gly

535

Gln

Arg

Pro

Gly

Ser

615

Cys

Thr

Ala

Tyr

Tyr

695

Lys

Ile Ser Ser

520

Arg

Met

Gly

Val

Gly

600

Pro

Arg

Pro

Asp

Thr

680

Cys

Leu

Phe

Asp

Gly

Thr

585

Gly

Ser

Ala

Gly

Gly

665

Phe

Gln

Glu

200

Thr

Ser

Gly

Ser

Ser

Lys

650

Val

Thr

His

Ile

Gly

Ile

Leu

555

Thr

Ser

Ser

Leu

Gly

635

Ala

Pro

Ile

Phe

Lys
715

Gly

Ser

540

Arg

Lys

Ser

Gly

Ser

620

Asn

Pro

Ser

Ser

Trp
700

Gly

525

Arg

Pro

Gly

Gly

Gly

605

Ala

Ile

Lys

Arg

Ser
685

Gly

Asp

Glu

Tyr

Gly

590

Gly

Ser

His

Leu

Phe

670

Leu

Tle

Thr

Asn

Asp

Phe

a75

Gly

Gly

Val

Asn

Leu

655

Ser

Gln

Pro

Tyr

Ser

Thr

560

Asp

Gly

Ser

Gly

Tyr

640

Ile

Gly

Pro

Tyr
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[0176]

<220>
<223> NLFHI#ER: A2k

<400>

117

Met Gly Trp Ser Cys Ile Ile Leu

1

Val

His

Leu

Phe

Leu

Ile

Val

Lys

145

Arg

Asn

Ser

Lys

His

Val

Asn

50

Leu

Ser

Gln

Pro

Ala

130

Ser

Glu

Ser

Leu

Val

Ser

Gly

Tyr

Ile

Gly

Pro

Tyr

115

Ala

Gly

Ala

Gln

Ser

195

Tyr

Asp

20

Asp

Leu

Tyr

Ser

Glu

100

Thr

Pro

Thr

Lys

Glu
180

Ser

Ala

5

Ile

Arg

Thr

Asn

Gly

85

Asp

Phe

Ser

Ala

Val

165

Ser

Thr

Cys

Gln

Val

Trp

Ala

Ser

Ile

Gly

Val

Ser

150

Gln

Val

Leu

Glu

Met

Thr

Tyr

95

Lys

Gly

Ala

Gln

Phe

135

Val

Trp

Thr

Thr

Val

Thr

Ile

40

Gln

Thr

Thr

Thr

Gly T

120

Ile

Val

Lys

Glu

Leu

200

Thr

Phe
Gln
25

Thr

Leu

Asp

Phe
Cys
Val
Gln

185

His

201

Leu

10

Ser

Cys

Thr

Ala

Tyr

90

Tyr

Lys

Pro

Leu

Asp

170

Asp

Lys

Gln

Val

Pro

Arg

Pro

Asp

Thr

Cys

Leu G

Pro

Leu

155

Asn

Ser

Ala

Gly

Ala

Ser

Ala

Gly

60

Gly

Phe

Gln

Ser
140

Asn

Ala

Thr

Ser

Ser

45

Lys

Val

Thr

His

Ile

125

Asp

Asn

Leu

.ys Asp

Asp

Leu

Tyr
205

Ser

Ala

Leu

Gly

Ala

Pro

Ile

Phe

110

Lys

Glu

Phe

Gln

Ser

190

Glu

Ser

Thr

15

Ser

Asn

Pro

Ser

Ser

95

Trp

Arg

Gln

Tyr

Ser

175

Thr

Lys

Pro

Gly

Ala

Ile

Lys

Arg

Ser

Ser

Thr

Leu

Pro

160

Gly

His

Val
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[0177]

Thr
AT

Val

Val

Pro

Thr

305

Ser

Tyr

Thr

Pro

Val

385

Ala

Gly

Gly

210

Lys
Gln
Cys
Arg
Ser
290
Leu
Leu
Arg
Val
Cys
370
Lys
Leu

Leu

Thr

Ser

Ser

Gln

275

Asn

Thr

Gln

Phe

Ser

355

Ser

Asp

Thr

Tyr

Lys
435

Phe

Gly

s Ala

260

Ala

Gly

Thr

Phe

Asp

340

Ser

Arg

Tyr

Ser

Ser

420

Thr

Asn
Val

245

Pro

Asp

Asp
325

Met

Ala S

Ser

Phe

Gly

405

Leu

Tyr

Arg

230

Glu

Gly

Gly

Thr

Ser

310

Asp

Gly

Thr

Pro

390

Val

Ser

Thr

215

Gly
Val
Tyr
Gln
Asn
295
Ser
Thr
Phe
Thr
Ser
375
Glu
His
Ser

Cys

Glu

Lys

Thr

Gly

280

Phe

Thr

Ala

Asp

Lys

360

Glu

Pro

Thr

Val

Asn
440

Cys

Lys

Phe

265

Leu

Asn

Thr

Val

Tyr

345

Gly

Ser

Val

Phe

Val

425

Val

202

Gly

Pro

250

Thr

Glu

Glu

Thr

Tyr

330

Trp

Pro

Thr

Thr

Pro

410

Thr

Asp

Ser

235

Gly

Asn

Trp

Ala
315

Tyr

Gly

Ala

Val

395

Ala

Val

His

220

Gly

Ala

Tyr

Met

s Phe

300

Tyr

Cys

Gln

Val

Ala

380

Val

Pro

Gln

Ser

Tyr

Gly

285

Met

Ala

Gly

Phe

365

Leu

Trp

Leu

Ser

s Pro

445

Val

Val

Met

270

Gly

s Asn

Glu

Arg

Thr
350

Pro

Gly

Asn

Gln

Ser

430

Ser

Gln

Lys

A7ty

Tyr

Ile

Arg

Leu

Arg

335

Thr

Leu

Cys

Ser

Ser

415

Ser

Asn

Leu

240

Val

Trp

Asn

Val

Lys

320

Asp

Val

Ala

Leu

Gly

400

Ser

Leu

Thr
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[0178]

Lys

Cys

465

Pro

Cys

Trp

Glu

Leu

545

Asn

Gly

Glu

Tyr

Asn

625

Phe

Asn

Val

450

Pro

Lys

Val

Tyr

Glu

530

His

Lys

Gln

Met

Pro

610

Asn

Leu

Val

Asp

Ala

Pro

Val

Val

515

Gln

Gln

Gly

Pro

Thr

595

Ser

Tyr

Tyr

Phe

Pro

Lys

Val

500

Asp

Phe

Asp

Leu

Arg
580

Ser

Ser
660

Arg

Glu

Asp

485

Asp

Gly

Asn

Trp

Pro

565

Glu

Asn

Ile

Thr

Arg

645

Cys

Val

Phe

470

Thr

Val

Val

Ser

Leu

550

Ser

Pro

Gln

Ala

Thr

630

Leu

Ser

Glu

455

Leu

Leu

Ser

Glu

Thr

535

Asn

Ser

Gln

Val

Val

615

Pro

Thr

Val

Ser Lys Tyr

Gly

Met

Gln

Val

520

Tyr

Gly

Ile

Val

Ser

600

Glu

Pro

Val

Met

203

Gly

Ile

Glu

505

His

Arg

Lys

Glu

Tyr

585

Leu

Trp

Val

Asp

His
665

Pro

Ser

490

Asp

Asn

Val

Glu

Lys

570

Thr

Thr

Glu

Leu

Lys

650

Glu

Gly

Ser

475

Arg

Pro

Ala

Val

Tyr

555

Thr

Leu

Cys

Ser

Asp

635

Ser

Ala

Pro

460

Val

Thr

Glu

Lys

Ser

540

Lys

Ile

Pro

Leu

Asn

620

Ser

Arg

Leu

Pro

Phe

Pro

Val

Thr

525

Val

Cys

Ser

Pro

Val

605

Gly

Asp

Trp

His

Cys

Leu

Glu

Gln

510

Lys

Leu

Lys

Lys

Ser

590

Lys

Gln

Gly

Gln

Asn

670

Pro

Phe

Val

495

Phe

Pro

Thr

Val

Ala

575

Gln

Gly

Pro

Ser

Glu

655

His

Pro

Pro

480

Thr

Asn

Arg

Val

Ser

560

Glu

Phe

Glu

Phe

640

Gly

Tyr
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[0179]

Thr GIn Lys Ser Leu Ser Leu Ser Leu Gly Lys

675

<210> 118

211>
212>

241
PRT

213> ANLFF3
<220>

<223>

<400> 118
Met Gly Trp Ser
1

Val

Pro

Ser

Glu

Asp

Thr

Tyr

Gly

Ser

145

Ala

His

Gly

Ser

Trp

Thr

Leu

Phe

Gln

130

Val

Ala

Ser

Arg

35

Tyr

Val

Val

Phe

Cys

115

Gly

Phe

Leu

Glu

20

Ser

Asp

Ala

Lys

Leu

100

Ala

Thr

Pro

Gly

680

ANLFFEER: &l ik

Cys Ile Ile Leu

5

Val

Leu

Met

Tyr

Gly

Gln

Pro

Leu

Cys
165

Gln

Arg

Ser

Ile

Arg

Met

Gly

Val

Ala

150

Leu

Leu

Leu

Trp

Ser

Phe

Asp

Gly

Thr

135

Pro

Val

Val

Ser

40

Val

Ser

Thr

Ser

Val

120

Val

Ser

Lys

Phe
Glu
25

Cys
Arg
Gly
Ile
Leu
105
Thr
Ser

Ser

Asp

204

Leu

10

Ser

Ser

Gln

Gly

Ser

Arg

Lys

Ser

Lys

Tyr
170

Val

Gly

Ser

Ala

Pro

Gly

Ala

Ser

155

Phe

Ala

Gly

Ser

Pro

Gly

Asp

Glu

Tyr

Ser

140

Thr

Pro

Thr

Gly

Gly

45

Gly

Thr

Asn

Asp

Phe

125

Thr

Ser

Glu

Ala

Val

Phe

Lys

Tyr

Ser

Thr

110

Asp

Lys

Gly

Pro

Thr

15

Val

Ile

Gly

Tyr

Lys

95

Gly

Val

Gly

Gly

Val
175

Gly

Gln

Phe

Leu

Pro

Asn

Val

Trp

Pro

Thr

160

Thr
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[0180]

Val Ser Trp Asn Ser Gly Ala Leu
180

Ala Val Leu Gln Ser Ser Gly Leu
195 200

Val Pro Ser Ser Ser Leu Gly Thr
210 215

His Lys Pro Ser Asn Thr Lys Val
225 230

Cys

<210> 119
211> 687
<212> PRT

213> NP3

<220>
223> NTFP3Iijtik: Gk

<400> 119
Met Gly Trp Ser Cys Ile Ile Leu
1 5

Val His Ser Asp Ile Gln Met Thr
20

Ser Val Gly Asp Arg Val Thr Ile
35 40

His Asn Tyr Leu Thr Trp Tyr Gln
50 717

Leu Leu Ile Tyr Asn Ala Lys Thr
65 70

Phe Ser Gly Ser Gly Ser Gly Thr

Leu Gln Pro Glu Asp Ile Ala Thr
100

205

Thr
185
Tyr

Gln

Asp

Phe
Gln
25

Thr
Gln
Leu

Asp

Tyr
105

Ser

Ser

Thr

Lys

Leu

10

Ser

Cys

Thr

Ala

Tyr
90

Gly

Leu

Tyr

Arg
230

Val

Pro

Arg

Pro

Asp

Thr

Val

Ser

Ile

220

Val

Ala

Ser

Ala

Gly

Gly

Phe

5 Gln

His

Ser

205

Cys

Glu

Thr

Ser

Ser

Lys

Val

Thr

His

Thr

190

Val

Asn

Pro

Ala

Leu

Gly

Ala

Pro

Tle

Phe
110

Phe

Val

Val

Lys

Thr

Ser

Asn

Pro

Ser

Ser

Trp

Pro

Thr

Asn

Ser

240

Gly

Ala

[le

Lys

Arg

Ser

Ser
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[0181]

Ile

Val

Lys

145

Arg

Asn

Ser

Lys

Thr

225

Gln

Ser

Tyr

Gly

Lys

305

Met

Pro

Ala
130

Ser

Glu

Ser

Leu

Val

210

Lys

Val

Val

Met

Gly

290

Asn

Glu

Tyr

115

Ala

Gly

Ala

Gln

Ser

195

Tyr

Ser

Gln

Lys

Tyr

275

Ile

Arg

Leu

Thr

Pro

Thr

Glu

180

Ser

Ala

Phe

Leu

Val

260

Trp

Asn

Val

Lys

Phe

Ser

Ala

Val

165

Ser

Thr

Cys

Asn

Val

245

Ser

Val

Pro

Thr

Ser
Dory

Gly

Val

Ser

150

Gln

Val

Leu

Glu

Arg

230

Gln

Cys

Arg

Ser

Leu

310

Leu

Gln

Phe

135

Val

Trp

Thr

Thr

Val

215

Gly

Ser

Gln

Asn

295

Thr

Gln

Gly Thr Lys

120

Ile

Val

Glu

Leu

200

Thr

Glu

Gly

Ala

Ala

280

Gly

Thr

Phe

206

Phe

Cys

Val

Gln

185

Ser

His

Cys

Val

Ser

265

Pro

Gly

Asp

Asp

Pro

Leu

Asp

170

Asp

Lys

Gln

Gly

Glu

250

Gly

Gly

Thr

Ser

Asp
330

Leu

Pro

Leu

155

Asn

Ser

Ala

Gly

Gly

235

Val

Tyr

Gln

Asn

Ser

315

Thr

Glu

Ser

140

Asn

Ala

Asp

Leu

220

Gly

Lys

Thr

Gly

Phe

300

Thr

Ala

Ile

125

Asn

Leu

Asp

Tyr

205

Ser

Gly

Lys

Phe

Leu

285

Asn

Tt

Val

Glu

Phe

Gln

Ser

190

Glu

Ser

Ser

Pro

Thr

270

Glu

Glu

Thr

Tyr

Arg

Gln

Tyr

Ser

175

Thr

Lys

Pro

Gly

Gly

255

Asn

Trp

Ala

Tyr
a0

Thr

Leu

Pro

160

Gly

Tyr

His

Val

Ser

240

Ala

Tyr

Met

Phe

Tyr

320

Cys
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[0182]

Ala

Gly

Phe

Leu

385

Trp

Leu

Pro

Pro

465

Phe

Pro

Val

Thr

Arg

Thr

Pro

370

Gly

Asn

Gln

Ser

Ser

450

Cys

Leu

Glu

Gln

Lys

530

Leu

Arg

Thr

355

Leu

Cys

Ser

Ser

Ser

435

Asn

Pro

Phe

Val

Phe

515

Pro

Thr

s Val

Asp

340

Val

Ala

Leu

Gly

Ser

420

[Leu

Thr

Pro

Pro

Thr

500

Asn

Val

Tyr

Thr

Pro

Val

Ala

405

Gly

Gly

Lys

Cys

Pro

485

Cys

Trp

Glu

Leu

Asn

Arg

Val

Cys

Lys

390

Leu

Leu

Thr

Val

Pro

470

Lys

Val

Tyr

Glu

His
550

Phe Asp Met

Ser

5

375

Asp

Thr

Tyr

Asp
455

Ala

Pro

Val

Val

Gln

3, 5

Gln

5 Gly

Ser

360

Arg

Tyr

Ser

Ser

5 Thr

440

Lys

Pro

Lys

Val

Asp

520

Phe

Asp

l.eu

345

Ala

Ser

Phe

Gly

Leu

425

Tyr

Arg

Glu

Asp

Asp

505

Gly

Asn

Trp

Pro

207

Gly

Ser

Thr

Pro

Val

410

Ser

Thr

Val

Phe

Thr

490

Val

Val

Ser

Leu

Ser

Phe

Thr

Ser

Glu

395

His

Ser

Cys

Glu

Leu

475

Leu

Ser

Glu

Thr

Asn

555

Ser

Asp

Lys

Glu

380

Pro

Thr

Val

Asn

Ser

460

Gly

Met

Gln

Val

Tyr

540

Gly

Ile

Tyr

Gly

365

Val

Phe

Val

Val

445

Lys

Gly

Ile

Glu

His

525

Arg

Lys

Glu

Trp

350

Pro

Thr

Thr

Pro

Thr

430

Asp

Tyr

Pro

Ser

Asp

510

Asn

Val

Glu

Gly

Ser

Ala

Val

Ala

415

Val

His

Gly

Ser

Arg

495

Pro

Ala

Val

Tyr

s Thi

Gln

Val

Ala

Ser

400

Val

Pro

Lys

Pro

Val

480

Thr

Glu

Lys

Ser

Lys

560

Ile
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565

Ser Lys Ala Lys Gly Gln Pro Arg
580

Pro Ser Gln Glu Glu Met Thr Lys
595 600

Val Lys Gly Phe Tyr Pro Ser Asp
610 615

Gly Gln Pro Glu Asn Asn Tyr Lys
625 630

Asp Gly Ser Phe Phe Leu Tyr Ser
645

Trp Gln Glu Gly Asn Val Phe Ser
660

His Asn His Tyr Thr Gln Lys Ser
675 680

<210> 120
<211> 733
<212> PRT
213> AT

<220> N
223> NLIFHIHHEAR: GlRZ ik
<400> 120

Met Gly Trp Ser Cys Ile Ile Leu
1 5

Val His Ser Glu Val Gln Leu Val
20

Pro Gly Arg Ser Leu Arg Leu Ser
35 10

Ser Ser Tyr Asp Met Ser Trp Val
50 55

Glu Trp Val Ala Tyr Ile Ser Ser

Glu

585

Asn

Ile

Thr

Arg

Cys

665

Leu

Phe

Glu

25

Cys

Arg

Gly

208

570

Pro

Gln

Ala

3 4

Leu

650

Ser

Ser

Leu

10

Ser

Ser

Gln

Gly

Gln

Val

Val

Pro

635

Thr

Val

l.eu

Val

Ala

Gly

Val

Ser

Glu

620

Pro

Val

Met

Ser

Ala

Gly

Ser

Pro

60

Gly

Tyr
Leu
605
Trp
Val
Asp
His

l.eu
685

Thr
Gly
Gly
45

Gly

Thr

Thr

590

Thr

Glu

Leu

Lys

Glu

670

Gly

Ala

Val

30

Phe

Lys

Tyr

o975

Leu

Cys

Ser

Asp

Ser

655

Ala

Lys

Thr

15

Val

[le

Gly

Tyr

Pro

Leu

Asn

-

Ser
640

Arg

Leu

Gly

Gln

Phe

Leu

Pro
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65

Asp

Thr

Tyr

Gly

Ser

145

Ala

Val

Ala

Val

His

225

Gly

Ser

Arg

Pro

Thr

Leu

Phe

Gln

130

Val

Ala

Ser

Val

Pro

210

Lys

Pro

Val

Thr

Glu
290

Val

Phe

Cys

115

Gly

Phe

Leu

Trp

Leu

195

Ser

Pro

Pro C

Phe

Pro
275

Val

Lys

Leu

100

Ala

Thr

Pro

Gly

Asn

180

Gln

Ser S

Ser

Leu
260

Glu

Gln

Gly
85

Gln

Pro
l.eu
Cys
165

Ser

Ser

Asn
Pro
245
Phe

Val

Phe

70

Arg

Met

Gly

Val

Ala

150

Leu

Gly

Ser

Leu

Thr

230

Pro

Pro

Thr

Asn

Phe

Asp

Gly

Thr

135

Pro

Val

Ala

Gly

Gly

215

Lys

Cys

Pro

Cys

Trp
295

Thr

Ser

Val

120

Val

Cys

Lys

Leu

Leu

200

Thr

Val

Pro

Lys

Val

280

Tyr

Ile Ser
90

Leu Arg
105

Thr Lys C

Ser Ser

Ser Arg

Asp Tyr
170

Thr Ser
185

Tyr Ser

Lys Thr T

Asp Lys

Ala Pro
250

Pro Lys
265

Val Val

Val Asp

209

75

Arg

Pro

Ala

Ser

1585

Phe

Gly

Leu

Ivr

Arg

235

Glu

Asp

Asp

Gly

Asp

Glu

Tyr

Ser

140

Thr

Pro

Val

Ser

Thr

220

Val

Phe

Thr

Val

Val
300

Asn

Asp

Phe

125

Thr

Ser

Glu

His

Ser

205

Cys

Glu

Leu

Leu

Ser

285

Glu

Ser

Thr

110

Lys

Glu

Pro

Thr

190

Val

Asn

Ser

Gly

Met

270

Gln

Val

Val

Gly

Ser

Val

175

Phe

Val

Val

Glu

His

80

Asn

Val

Trp

Pro

Thr

160

Thr

Pro

Thr

Asp

Tyr

240

Pro

Ser

Asp

Asn
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Ala Lys

305

Val

Tyr

Thr

Leu

Cys

385

Ser

Ser

Gln

Ser

His

465

Leu

Gly

Asp

Ser

Lys

Ile

Pro

370

Leu

Asn

Gly

Ser

Cys

450

Trp

Ala

Ser

Phe

Thr

Val

Cys

Ser

355

Pro

Val

Gly

Gly

Pro

435

Arg

Tyr

Ser

Gly

Ala
UG

Lys

Leu

Lys

340

Lys

Ser

Lys

Gly

Gly

420

Ala

Ala

Gln

Tyr

Thr

500

Val

Pro

Thr

325

Val

Ala

Gln

Gly

Gly

405

Gly

Thr

Ser

Gln

Leu

485

Tyr

Arg
310
Val

Ser

Glu

Phe

390

Gly

Ser

Leu

Lys

470

Glu

Phe

Tyr

Glu

Leu

Asn

Gly

Glu

375

Tyr

Ser

Gly

Ser

Gly

455

Pro

Ser

Thr

Cys

Glu Gln Phe

His

Lys

Gln

360

Met

Pro

Gly

Gly

Leu

440

Val

Gly

Gly

Leu

Gln
520

210

Gln

Gly

345

Pro

Thr

Ser

Gly

Gly

425

Ser

Ser

Gln

Val

Thr

505

His

Asp

330

Leu

Arg

Lys

Asp

Gly

410

Gly

Pro

Thr

Ala

Pro

490

Ile

Ser

Asn

315

Trp

Pro

Glu

Asn

Ile

395

Gly

Ser

Gly

Ser

Pro

475

Ala

Ser

Arg

Ser

Leu

Ser

Pro

Gln

380

Ala

Ser

Glu

Glu

Gly

460

Arg

Arg

Ser

Asp

Thr

Asn

Ser

Gln

365

Val

Val

Gly

Ile

Arg

445

Tyr

Leu

Phe

Leu

Leu
525

Tyr

Gly

Ile

350

Val

Ser

Glu

Gly

Val

430

Ala

Ser

Leu

Ser

Glu

510

Pro

Arg

Lys

335

Glu

Tyr

Leu

Trp

Gly

415

Leu

Thr

Tyr

Ile

Gly

495

Pro

Leu

Val

320

Glu

Lys

Thr

Thr

Glu

400

Gly

Thr

Leu

Leu

Tyr

480

Ser

Glu

Thr
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Phe

Ser

545

Ala

Val

Thr
Cys

625

Asn

Gly

Pro

Glu
705

His

Gly

530

Val

Ser

Gln

Val

Leu

610

Glu

Arg

Gly

Glu

Phe

690

Gly

Tyr

Gly

Phe

Val

Trp

Thr

595

Thr

Val

Gly

Gly

Asn

675

Phe

Asn

Thr

<210> 121
211> 730
<212> PRT
213> NLF%

Gly

Ile

Val

Lys

580

Glu

Leu

Thr

Glu

Ser

660

Asn

Leu

Val

Gln

Thr

Phe

Cys

565

Val

Gln

Ser

His

Cys

645

Gly

Tyr

Tyr

Phe

Lys
725

Lys

Pro

550

Leu

Asp

Asp

Lys

Gln

630

Gly

Gly

Ser
710

Ser

Val Glu Tle

535

Pro

Leu

Asn

Ser

Ala

615

Gly

Gly

Gly

Thr

Arg

695

Cys

Leu

Ser

Asn

Ala

Lys

600

Asp

Leu

Gly

Gly

Thr

680

Leu

Ser

Ser

Asp

Asn

Leu

585

Asp

Tyr

Ser

Gly

Ser

665

Pro

Thr

Val

Leu

211

Lys

Glu

Phe

570

Gln

Ser

Glu

Ser

Ser

650

Gly

Pro

Val

Met

Ser
730

Arg

Gln

555

Tyr

Ser

Thr

Lys

Pro

635

Gly

Gly

Val

Asp

His

715

Leu

Thr

540

Leu

Pro

Gly

Tyr

His

620

Val

Gly

Gly

Leu

Lys

700

Glu

Gly

Val

Lys

Arg

Asn

Ser

605

Lys

Thr

Gly

Gly

Asp

685

Ser

Ala

Lys

Ala

Ser

Glu

Ser

590

Leu

Val

Lys

Gly

Ser

670

Ser

Arg

Leu

Ala

Gly

Ala

275

Gln

Ser

Tyr

Ser

Ser

655

Gly

Asp

Trp

His

Pro

Thr

560

Lys

Glu

Ala

Phe

640

Gly

Gln

Gly

Gln

Asn

720
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<220>
223> NLIFH|WHER: Gk

400> 121
Met Gly Trp Ser

1

Val

Pro

Thr

Glu

65

Glu

Thr

Tyr

Trp

Pro

145

Thr

Thr

Pro

His

Gly

Asn

Trp

Lys

Ala

Tyr

Gly
130

Ser

Ala

Val

Ala

Ser

Ala

35

Tyr

Met

Phe

Tyr

Cys

115

Gln

Val

Ala

Ser

Val
195

Gln

20

Ser

Tyr

Gly

Lys

Met
100

Ala

Gly

Phe

Leu

Trp

180

Leu

Cys Ile Tle Leu

5

Val

Val

Met

Gly

Asn

85

Glu

Arg

Thr

Pro

Gly

165

Asn

Gln

Gln

Lys

Tyr

Tle

70

Arg

Leu

Arg

Thr

Leu

150

Cys

Ser

Ser

Leu

Val

Trp

Asn

Val

Lys

Asp

Val
185

Ala

Leu

Gly

Ser

Val

Ser

40

Val

Pro

Thr

Ser

Tyr

120

Thr

Pro

Val

Ala

Gly
200

212

Phe

Gln

25

Cys

Arg

Ser

Leu

Leu

105

Arg

Val

Cys

Lys

Leu

185

Leu

Leu

Ser

Lys

Gln

Asn

Thr

90

Gln

Phe

Ser

Ser

Asp

170

Thr

Tyr

Val

Gly

Ala

Ala

Gly

75

Thr

Phe

Asp

Ser

Arg

155

Tyr

Ser

Ser

Ala

Val

Ser

Pro

Gly

Asp

Asp

Met

Ala

140

Ser

Phe

Gly

Leu

Thr

Glu

Gly

45

Gly

Thr

Ser

Asp

Gly

125

Ser

Thr

Pro

Val

Ser
205

Ala

Val
30

Tyr

Gln

Asn

Ser

Thr

110

Phe

Thr

Ser

Glu

His

190

Ser

Thr

Lys

Thr

Gly

Phe

Thr
95

Ala

Asp

Lys

Glu

Pro

175

Thr

Val

Gly

Lys

Phe

Leu

Asn

80

Thr

Val

Tyr

Gly

Ser

160

Val

Phe

Val
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Thr
Asp
225
Tyr
Pro
Ser
Asp
Asn
305
Val
Glu
Lys
Thr
Thr
385
Glu

Gly

Thr

Val
210
His
Gly
Ser
Arg
Pro
290
Ala
Val
Tyr
Thr
Leu
370
Cys
Ser

Ser

Gln

Pro

Lys

Pro

Val

Thr

2F5

Glu

Lys

Ile

355

Pro

Leu

Asn

Gly

Ser

Ser

Pro

Pro

Phe

260

Pro

Val

Thr

Val

Cys

340

Ser

Pro

Val

Gly

Gly

420

Pro

Ser

Ser

&

Cys

245

Leu

Glu

Gln

Lys

Leu

325

Lys

Lys

Ser

Lys

Gly

405

Gly

Ser

Ser

Asn

230

Pro

Phe

Val

Phe

Pro

310

Thr

Val

Ala

Gln

Gly

390

Gly

Gly

Ser

Leu Gly Thr

215

Thi

Pro C

Pro

Thr

Asn

295

Arg

Val

Ser

Lys

Glu

375

Phe

Gly

Ser

L.eu

Lys

Pro

Cys

280

Trp

Glu

Leu

Asn

Gly

360

Glu

Tyr

Ser

Gly

Ser

Val

Pro

Lys

265

Val

Tyr

Glu

His

Lys

345

Gln

Met

Pro

Gly

Gly

425

Ala

213

Lys

Asp

Ala

250

Pro

Val

Val

GIn

Gln

330

Gly

Pro

Thr

Ser

Gly

410

Gly

Thr

Lys

235

Pro

Lys

Val

Asp

Phe

315

Asp

Leu

Arg

Asp

395

Gly

Gly

Val

Tyr

220

Arg

Glu

Asp

Asp

Gly

300

Asn

Trp

Pro

Glu

5 Asnh

380

Ile

Gly

Ser

Gly

Thr

Val

Phe

Thr

Val

285

Val

Ser

Leu

Ser

Pro

365

Gln

Ala

Ser

Asp

Asp

Cys

Glu

Leu

Leu

270

Ser

Glu

Thr

Asn

Ser

350

Gln

Val

Val

Gly

Ile

430

Arg

Asn

Ser

Gly G

255

Met

Gln

Val

Tyr

Gly

335

Ile

Val

Ser

Glu

Gly

415

Gln

Val

Val

Lys

240

Ile

Glu

His

Arg

320

Lys

Glu

Tyr

l.eu

Trp

400

Gly

Met

Thr
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Ile

Gln

465

Thr

Thr

Thr

Gly

Ile

545

Val

Lys

Glu

Leu

Thr

625

Glu

Ser

Thr

450

Gln

l.eu

Asp

Tyr

Thr

530

Phe

Cys

Val

Gln

Ser

610

His

Cys

Gly

Thr

Ala

Tyr

1

()]
()]

Lys

Pro

Leu

Asp

Asp

595

Lys

Gln

Gly

Gly

s Arg

Pro

Thr

500

Cys

Leu

Pro

Leu

Asn

580

Ser

Ala

Gly

Ala

Gly

Gly

485

Phe

Gln

Glu

Ser

Asn

565

Ala

Lys

Asp

Leu

Gly

645

Gly

Ser

Lys

470

Val

Thr

His

Ile

Asp

550

Asn

Leu

Asp

Tyr

Ser

630

Gly

Ser

Gly

455

Ala

Pro

Ile

Phe

Lys

535

Glu

Phe

Gln

Ser

Glu

615

Ser

Ser

Gly

440

Asn

Pro

Ser

Trp

520

Arg

Gln

Thr

600

Lys

Pro

Gly

Gly

Ile

Lys

Arg

Ser

505

Thr

Leu

Pro

Gly

585

Tyr

His

Val

Gly

Gly
665

214

His

Leu

Phe

490

Leu

Ile

Val

Lys

Arg

570

Asn

Ser

Lys

Thr

Gly

650

Gly

Asn

Leu

475

Ser

Gln

Pro

Ala

Ser

555

Glu

Ser

Leu

Val

Lys

635

Gly

Ser

Tyr

160

Ile

Gly

Pro

Ala
540

Gly

Ala

Gln G

Ser

Tyr

620

Ser

Ser

Gly

Glu

Thr

02b

Pro

Thr

Lys

Ser

605

Ala

Phe

Gly

Gln

Thr

Asn

Gly

Asp

510

Phe

Ser

Ala

Val

Ser

590

Thr

Cys

Asn

Gly

Pro
670

Trp

Ala

Ser

495

Ile

Gly

Val

Ser

Gln

575

Val

Leu

Glu

Arg

Gly

655

Glu

Tyr

Lys

480

Gly

Ala

Gln

Phe

Val

560

Trp

el 4

Thr

Val

Gly

640

Gly

Asn
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Asn Tvr Lys Thr
675

Leu Tyr Ser Arg
690

Val Phe Ser Cys
705

Gln Lys Ser Leu

<210> 122
211> 723
<212> PRT
213> NLFF3

<220>

Thr

Leu

Ser

Ser

725

Pro Pro Val Leu Asp

680

Thr Val Asp Lys Ser

695

Val Met His Glu Ala

710

Leu Ser Leu Gly Lys

223> NTFPAIR#ik: Gk

400> 122
Met Gly Trp Ser
1

Val His Ser Gln
20

Pro Gly Arg Ser
35

Ser Asn Ser Gly
50

Glu Trp Val Ala
65

Asp Ser Val Lys

Thr Leu Phe Leu
100

Tyr Tyr Cys Ala
115

Cys Ile Tle

5

Val

Leu

Met

Val

Gly

85

Gln

Thr

Gln

Leu

Arg Leu

His

Ile
70

Trp

Trp

Arg Phe

Met

Asn

Asn

Asp

Leu

Val

Asp

40

Val

Tyr

Thr

Ser

Asp
120

215

Phe

Glu

25

Cys

Arg

Asp

[le

Leu

105

Tyr

730

Leu

10

Ser

Lys

Gln

Gly

Ser

90

Trp

Ser

Arg

Leu

715

Val

Gly

Ala

Ala

Ser

75

Ala

Gly

Asp
Trp

700

His

Ala

Gly

Ser

Pro

60

Lys

Asp

Glu

Gln

Gly Ser Phe Phe

685

Gln

Asn

Thr

Gly

Gly

45

Gly

Arg

Asn

Asp

Gly
125

Glu Gly Asn

His Tyr Thr

Ala

Val
30

Ile

Lys

Tyr

Ser

Thr

110

Thr

Thr

15

Val

Thr

Gly

Tyr

Lys

95

Ala

Leu

720

Gly

Gln

Phe

Leu

Ala

80

Asn

Val

Val
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Thr

Pro

145

Val

Ala

Gly

Gly

Lys

225

Cys

Pro

Cys

Trp

Glu

305

Leu

Asn

Val

130

Cys

Lys

Leu

Leu

Thr

210

Val

Pro

Lys

Val

Tyr

290

Glu

His

Lys

Ser

Ser

Asp

Thr

Tyr

195

Lys

Asp

Ala

Pro

Val

275

Val

Gln

Gln

Gly

Ser

Arg

Tyr

Ser

180

Ser

Thr

Lys

Pro

Lys

260

Val

Asp

Phe

Asp

Leu
340

Ala

Ser

Phe

165

Gly

Leu

Tyr

Arg

Glu

245

Asp

Asp

Gly

Asn

Trp

325

Pro

Ser

Thr

150

Pro

Val

Ser

Thr

Val

230

Phe

Thr

Val

Val

Ser

310

Leu

Ser

Thr

135

Ser

Glu

His

Ser

Cys

215

Glu

Leu

Leu

Ser

Glu

295

Thr

Asn

Ser

Lys Gly Pro

Glu

Pro

Thr

Val

200

Asn

Ser

Gly

Met

Gln

280

Val

Gly

Ile

216

Ser

Val

Phe

185

Val

Val

Gly

Ile

265

Glu

His

Arg

Glu
345

Thr

Thr

170

Pro

Thr

Asp

Tyr

Pro

250

Ser

Asp

Asn

Val

Glu

330

Lys

Ser

Ala

155

Val

Ala

Val

His

Gly

235

Ser

Arg

Pro

Ala

Val

315

Thr

Val

140

Ala

Ser

Val

Pro

Lys

220

Pro

Val

Thr

Glu

Lys

300

Ser

[le

Phe

Leu

Trp

Leu

Ser

205

Pro

Pro

Phe

Pro

Val

285

Thr

Val

Cys

Ser

Pro

Gly

Asn

Gln

190

Ser

Ser

Cys

Leu

Glu

270

Gln

Lys

Leu

Lys

Lys
350

Leu

Cys

Ser

175

Ser

Ser

Asn

Pro

Phe

255

Val

Phe

Pro

Thr

Val

335

Ala

Ala

Leu

160

Gly

Ser

Leu

Thr

Pro

240

Pro

Thr

Asn

Arg

Val

320

Ser

Lys
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Gly

Glu

Tyr

385

Ser

Gly

Ser

Asn

Pro

465

Ser

Ser

Trp

Arg

Gln

545

Tyr

Gln

Met

370

Pro

Gly

Gly

Ala

Ile

450

Arg

Ser

Ser

Thr

530

Leu

Pro

Pro

355

Th

Ser

Gly

Gly

Ser

435

His

Leu

Phe

Leu

Ile

515

Val

Lys

Arg

Arg

Lys

Asp

Gly

Gly

420

Val

Asn

Leu

Ser

Gln

500

Pro

Ala

Ser

Glu

Glu

Asn

Ile

Gly

405

Ser

Gly

Tyr

Ile

Gly

485

Pro

Tyr

Ala

Gly

Ala
565

Pro

Gln

Ala

390

Ser

Asp

Asp

Leu

Tyr

470

Ser

Glu

Thy

Pro

Thy

550

Lys

Gln

Val

375

Val

Gly

Ile

Arg

Thr

455

Asn

Gly

Asp

Phe

Ser

535

Ala

Val

Val Tyr Thr

360

Ser

Glu

Gly

Gln

Val

440

Trp

Ala

Ser

Ile

Gly

520

Val

Ser

Gln

217

Leu

Trp

Gly

Met

425

Thr

Tyr

Gly

Ala

505

Gln

Phe

Val

Trp

Thr

Glu

Gly

410

Thr

[le

Gln

Thr

Thr

490

Thr

Gly

[le

Val

Lys
570

Leu

Cys

Ser

395

Ser

Gln

Thr

Gln

Leu

475

Asp

Thr

Phe

Cys

555

Val

Pro

Leu

380

Asn

Gly

Ser

Cys

Th

460

Ala

Tyr

Tyr

Lys

Pro

540

Leu

Asp

Pro

365

Val

Gly

Gly

Pro

Arg

445

Pro

Asp

Thr

Cys

Leu

525

Pro

Leu

Asn

Ser Gln Glu

Lys

Gly

Gly

Ser

430

Ala

Gly

Gly

Phe

Gln

510

Glu

Ser

Asn

Ala

Gly

Gly

Gly

415

Ser

Ser

Val

Thr

495

His

[le

Asp

Asn

Leu
575

Phe

Gly

400

Ser

Leu

Gly

Ala

Pro

480

[le

Phe

Lys

Glu

Phe

560

Gln
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Ser

Thr

Lys

Pro

625

Gly

Gly

Val

Asp

His

705

Leu

Gly

Tyr

His

610

Val

Gly

Gly

Leu

Lys

690

Glu

Gly

Asn
Ser
595
Lys
Thr
Gly
Gly
Asp
675

Ala

Lys

L1y 13

<211> 25

<212> PRT
213> ANTF%

(220>

223> NTLFHIHE: & ik

220>
<221> MISC FEATURE
<222> (1)..(25)
<223> ARFEHA[fE1-5"Gly Gly Gly Gly Ser" EH HiT

<400> 123
Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly

Val

Lys

Gly

Ser

660

Arg

Leu

Gln

Ser

Tyr

Ser

Ser

645

Gly

Asp

Trp

His

Glu

Ser

Ala

Phe

630

Gly

Gln

Gly

Gln

Asn
710

Ser

Thi

Cys
615

Asn

Gly

Pro

Ser

Glu

695

His

Val Thr
585

Leu Thr
600

Glu Val

Arg Gly

Gly Gly

Glu Asn

665

Phe Phe
680

Gly Asn

Tyr Thr

218

Glu

Leu

Thr

Glu

Ser

650

Asn

l.eu

Val

Gln

Gln

Ser

His

Cys

635

Gly

Tyr

Tyr

Phe

Lys
715

Asp

Lys

Gln

620

Gly

Gly

Lys

Ser

-

Ser
700

Ser

Ser

Ala

605

Gly

Gly

Gly

Thr

Arg

685

Leu

Lys

590

Asp

Leu

Gly

Gly

Thr

670

Leu

Ser

Asp

Tyr

Ser

Gly

Ser

655

Pro

Thr

Val

Leu

Ser

Glu

Ser

640

Gly

Pro

Val

Met

Ser
720
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[0194]

1 5 10

Gly Gly Gly Ser Gly Gly Gly Gly Ser
20 25

<210> 124
211> 10

<212> PRT
213> N3

<220>
223> NTLFHIRHAR: & Rk

<220>
<221> MISC FEATURE

<222> (1)..(10)

<223> AEH| A5 1-5"Gly Ser” EE HoT

<400> 124
10

Gly Ser Gly Ser Gly Ser Gly Ser Gly Ser
1 )

<210> 125
Q11> 711
<212> PRT
213> NT.F%

<220>
<223> NLFHIHIER: GlZIk

<400> 125

Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val

1 5 10

Val His Ser Gln Val Gln Leu Val Glu Ser Gly

20 G

Pro Gly Arg Ser Leu Arg Leu Ser Cys Ala Ala

35 40

Ser Val Tyr Gly Met Asn Trp Val Arg Gln Ala

50 95

Glu Trp Val Ala Ile Ile Trp Tyr Asp Gly Asp

65 70

Asp Ser Val Lys Gly Arg Phe Thr Ile Ser Arg

219

75

Ala Thr Ala

Gly

Ser

Pro

60

Asn

Asp

Gly Val
30

Gly Phe

45

Gly Lys

Gln Tyr

Asn Ser

15

Thr Gly

15

Val

Gln

Thr Phe

Gly Leu

Tyr Ala

Lys

80

Asn
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Thr

Tyr

Gln

Val

145

Ala

Ser

Val

Pro

Lys

225

Pro

Val

Thr

Glu

Lys
305

Leu

Tyr

Gly

130

Phe

Leu

Trp

Leu

Ser

210

Pro

Pro

Phe

Pro

Val

290

Thr

Tyr

Cys

115

Thr

Pro

Gly

Asn

Gln

195

Ser

Ser

Cys

Leu

Glu

275

Gln

Leu

100

Ala

l.eu

Leu

Cys

Ser

180

Ser

Ser

Asn

Pro

Phe

260

Val

Phe

s Pro

Gln
Arg
Val
Ala
l.eu
165
Gly
Ser
Leu
Thr
Pro
245
Pro
Thr

Asn

Arg

Met

Asp

Thr

Pro

150

Val

Ala

Gly

Gly

Lys

230

Cys

Pro

Cys

Trp

Glu
310

Asn

Leu

Val

135

Cys

Leu

Leu

Thr

215

Val

Pro

Lys

Val

Tyr

295

Glu

Gly

Arg

120

Ser

Ser

s Asp

Thr

Tyr

200

Lys

Asp

Ala

Pro

Val

280

Val

Gln

Ser

185

Ser

Thr

Lys

Pro

Lys

265

Val

Asp

Phe

220

90

Arg

Gly

Ala

Ser

Phe

170

Gly

LLeu

Tyr

Arg

Glu

250

Asp

Asp

Gly

Asn

Ala Glu

Pro

Ser

Thr

155

Pro

Val

Ser

Thr

Val

235

Phe

Thr

Val

Val

Ser
315

Phe

Thr

140

Ser

Glu

His

Ser

Cys

220

Glu

Leu

Leu

Ser

Glu

300

Thr

Asp

Asp

125

Glu

Pro

Thr

Val

205

Asn

Ser

Gly

Met

Gln

285

Val

Tyr

Thr
110

Tyr

3 Gly

Ser

Val

Phe

190

Val

Val

Lys

Gly

Ile

270

Glu

His

Arg

95

Ala

Trp

Pro

Thr

Thr

175

Pro

Thr

Asp

Tyr

Pro

255

Asp

Asn

Val

Val

Gly

Ser

Ala

160

Val

Ala

Val

His

Gly

240

Ser

Arg

Pro

Ala

Val
320
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[0196]

Ser

Lys

Ile

Pro

Leu

385

Asn

Leu

Lys

Glu

465

Phe

Tyr

Pro

Val

Cys

Ser

Pro

370

Val

Gly

Ser

Gly

Pro

450

Ser

Thr

Cys

Val

Pro
530

Leu

Lys

Lys

355

Ser

Lys

Gly

Leu

Val

435

Gly

Gly

Leu

Gln

Glu

515

Ser

Thr

Val

340

Ala

Gln

Gly

Gly

Ser

420

Ser

Gln

Val

Thr

His

500

Ile

Asp

Val

325

Ser

Lys

Glu

Phe

Gly

405

Pro

Thr

Ala

Pro

Ile

485

Ser

Lys

Glu

Leu

Asn

Gly

Glu

Tyr

390

Ser

Gly

Ser

Pro

Ala

470

Ser

Arg

Arg

Gln

Gln

Met

375

Pro

Glu

Glu

Gly

Arg

455

Arg

Ser

Asp

Thr

Leu
535

Gln Asp Trp

Gly

Pro

360

Thr

Ser

Ile

Arg

Tyr

440

Leu

Phe

Leu

Leu

Val

520

Lys

221

Leu
345

Arg

Val

Ala

425

Ser

Leu

Ser

Glu

Pro

505

Ala

Ser

330

Pro

Glu

Asn

Ile

Leu

410

Thr

Tyr

Ile

Gly

Pro

490

Leu

Ala

Gly

Leu

Ser

Pro

Gln

Ala

395

Thr

Leu

Leu

Tyr

Ser

475

Glu

Thr

Pro

Thr

Asn

Ser

Gln

Val

380

Val

Gln

Ser

His

Leu

460

Gly

Asp

Phe

Ser

Ala
540

Gly

Ile

Val

365

Ser

Glu

Ser

Cys

Trp

445

Ala

Ser

Phe

Gly

Val

525

Ser

Lys

Glu

350

Tyr

Leu

Trp

Pro

Arg

430

Tyr

Ser

Gly

Ala

Gly

510

Phe

Val

Glu

335

Lys

Thr

Thr

Glu

Ala

415

Ala

Gln

Tyr

Thr

Val

495

Gly

Ile

Val

Tyr

Thr

Leu

Cys

Ser

400

Thr

Ser

Gln

Leu

Asp

480

Tyr

Thr

Phe

Cys
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Leu

945

Asp

Asp

Lys

Gln

Gly

625

Gly

Thr

Arg

Cys

Leu
705

Leu Asn

Asn Ala

Ser Lys

Ala Asp
595

Gly Leu
610

Gly Gly

Gly Gly

Thr Pro

Leu Thr
675

Ser Val
690

Ser Leu

<210> 126
211> 711
<212> PRT

<213>

<220>

<223>

<400> 126
Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly

1

Asn

Leu

Asp

580

Tyr

Ser

Gly

Ser

Pro

660

Val

Met

Ser

NLFE3

Phe

Gln

565

Ser

Glu

Ser

Ser

Gly

645

Val

Asp

His

Leu

5

Tyr

550

Ser

Thr

Lys

Pro

Gly

630

Gly

Leu

Lys

Glu

Gly
710

Pro Arg Glu Ala

Gly Asn

Tyr Ser

His Lys
600

Val Thr
615

Gly Gly

Gly Gly

Asp Ser

Ser Arg
680

Ala Leu
695

Lys

ANLFF R &l ik

Ser

Leu

585

Val

Lys

Gly

Ser

Asp

665

Trp

His

222

Gln

570

Ser

Tyr

Ser

Ser

Gln

650

Gly

Gln

Asn

10

Lys

555

Glu

Ser

Ala

Phe

Gly

635

Pro

Ser

Glu

His

Val

Ser

Thr

Cys

Asn

620

Gly

Glu

Phe

Gly

Tyr
700

Gln

Val

Leu

Glu

605

Arg

Gly

Asn

Phe

Asn

685

Thr

Trp

Thr

Thr

590

Val

Gly

Gly

Asn

Leu

670

Val

Gln

Lys

Glu

275

Leu

Thr

Glu

Ser

Tyr

655

Tyr

Phe

Lys

15

Val

560

Gln

Ser

His

Cys

Gly

640

Lys

Ser

Ser

Ser
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Val

Pro

Ser

Glu

65

Asp

Thr

Tyr

Gln

Val

145

Ala

Ser

Val

Pro

Lys
225

His

Gly

Val

50

Trp

Ser

Leu

Tyr

Gly

130

Phe

Leu

Trp

Leu

Ser

210

Pro

Ser

Arg

35

Tyr

Val

Val

Tyr

Cys

115

Th

Pro

Gly

Asn

Gln

195

Ser

Ser

Gln

20

Ser

Gly

Ala

Lys

Leu

100

Ala

Leu

Leu

Cys

Ser

180

Ser

Ser

Asn

Val

Leu

Met

Ile

Gly

85

Gln

Arg

Val

Ala

Leu

165

Gly

Ser

Leu

Th¥

Gln

Arg

Asn

Ile

70

Arg

Met

Asp

Thy

Pro

150

Val

Ala

Gly

Gly

Lys
230

Leu

Leu

Trp

Trp

Phe

Asn

Leu

Val

135

Cys

Leu

Leu

Thr
215

Val

Val Glu Ser

Ser

Val

Thr

Gly

Arg

120

Ser

Ser

Asp

Thr

Tyr

200

Asp

223

25

Cys

Arg

Asp

Ile

Leu

105

Thr

Ser

Arg

Tyr

Ser

185

Ser

Thr

Lys

Ala

Gln

Gly

Ser

Arg

Gly

Ala

Ser

Phe
170
Gly

Leu

Arg

Gly

Ala

Ala

Asp

75

Arg

Ala

Pro

Ser

Thr

155

Pro

Val

Ser

Thr

Val
235

Gly Gly

Ser Gly
45

Pro Gly
60

Asn Gln

Asp Asn

Glu Asp

Phe Asp
125

Thr Lys
140

Ser Glu

Glu Pro

His Thr

Ser Val
205

Cys Asn
220

Glu Ser

Val

30

Phe

Lys

Tyr

Ser

Thr

110

Tyr

Gly

Ser

Val

Phe

190

Val

Val

Lys

Val

Thr

Gly

Tyr

Lys

95

Ala

Trp

Pro

Thr

Thr

175

Pro

Thr

Asp

Tyr

Gln

Phe

Leu

Ala

80

Asn

Val

Gly

Ser

Ala

160

Val

Ala

Val

His

Gly
240



CN 114127107 B

52

5

=

199/224 7

[0199]

Pro

Val

Thr

Glu

Lys

305

Ser

Ile

Pro

Leu

385

Asn

Glu

Glu

Gly

Arg

Pro

Phe

Pro

Val

290

Thr

Val

Pro

370

Val

Gly

Ile

Arg

Tyr

450

Leu

Cys

Leu

Glu

275

Gln

Lys

Leu

Lys

355

Ser

Lys

Gly

Val

Ala

435

Ser

L.eu

Pro

Phe

260

Val

Phe

Pro

Thr

Val
340

Ala

Gln

Gly

Gly

Leu

420

Thr

Tyr

Ile

Pro

245

Pro

Thr

Asn

Arg

Val

325

Ser

Lys

Glu

Phe

Gly

405

Thr

Leu

Leu

Cys

Pro

Cys

Trp

Glu

310

Leu

Asn

Gly

Glu

Tyr

390

Ser

Gln

Ser

His

L.eu

Pro Ala Pro

Lys

Val

Tyr

295

Glu

His

Gln

Met
375

Pro

Cys

Trp
455

Ala

Pro

Val

280

Val

Gln

Gln

5 Gly

Pro
360

Thr

Ser

Gly C

Pro

Arg

440

Tyr

Ser

Asp

Phe

Asp

Arg

Lys

Ala

425

Ala

Gln

Tyr

224

Glu
250

s Asp

Asp

Gly

Asn

Trp

330

Pro

Glu

Asn

Ile

Gly

410

Thr

Ser

Gln

Leu

Phe

Thr

Val

Val

Ser

315

Leu

Ser

Pro

Gln

Ala
395

Ser (

Leu

Lys

Lys

Glu

Leu

Leu

Glu

300

Thr

Asn

Ser

Gln

Val

380

Val

Ser

Gly

Pro
460

Gly

Met

Gln

285

Val

Tyr

Gly

Ile

Val

365

Ser

Glu

Gly

Leu

Val

445

Gly

Gly

Gly

Ile

270

Glu

His

Arg

Lys

Glu

350

Tyr

Leu

Trp

Gly

-

Ser

430

Ser

Gln

Val

Pro

255

Ser

Asp

Asn

Val

Glu

335

Thr

Thr

Glu

Gly

415

Pro

Thr

Ala

Pro

Ser

Arg

Pro

Ala

Val

320

Tyr

s Thr

Leu

Cys

Ser

400

Ser

Gly

Ser

Pro

Ala



CN 114127107 B

5

200/224 T

[0200]

465

Arg

Ser

Asp

Thr

Leu

545

Pro

Gly

Tyr

His

Val

625

Gly

Thr

Arg

Cys

Phe

Leu

Leu

Val

530

Lys

Arg

Asn

Ser

Lys

610

Thr

Gly

Thr

Leu

Ser
690

Ser

Glu

Pro

215

Ala

Ser

Glu

Ser

Leu

595

Val

Lys

Gly

Pro

Thr

675

Val

Gly

Pro

500

[.eu

Ala

Gly

Ala

Gln

580

Tyr

Ser

Pro
660

Val

Met

Ser
485

Glu

Thr

Pro S

Thr

Lys

565

Glu

Ser

Ala

Phe

Gly

645

Val

Asp

His

470

Gly

Asp

Phe

Ala

550

Val

Ser

Thr

Cys

Asn

630

Gly

Leu

Lys

Glu

Ser

Phe

Gly

Val

535

Ser

Gln

Val

Leu

Glu

615

Arg

Gly

Asp

Ser

Ala
695

Gly

Ala

Gly

520

Phe

Val

Trp

Thr

Thr

600

Val

Gly

Gly

Ser

Arg

680

Leu

Thr

Val

505

Gly

Ile

Val

Lys

Glu

585

Leu

Thr

Glu

Ser

Asp

665

Trp

His

225

Asp

490

Tyr

Thr

Phe

Cys

Ser

His

Cys

Gln

650

Gly

Gln

Asn

475

Phe

Tyr

Lys

Pro

Leu

555

Asp

Asp

Lys

Gln

Gly

635

Pro

Glu

His

Thr

Cys

Val

Pro S

540

Leu

Asn

Ser

Ala

Gly

620

Gly

Glu

Phe

Gly

Tyr
700

Leu

Gln

Glu

025

Asn

Ala

Asp
605

Leu

Gly

Asn

Phe

Asn

685

Thr

Thr

His

510

Ile

Asp

Asn

Leu

s Asp

590

Tyr

Ser

Gly

Asn

Leu

670

Val

Gln

Ile

495

Ser

Lys

Glu

Phe

Gln

575

Ser

Glu

Ser

Ser

Tyr

655

Tyr

Phe

Lys

480

Ser

Arg

Arg

Gln

Tyr

560

Ser

Thr

Lvs

Pro

Gly

640

Ser

Ser

Ser
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Leu Ser Leu Ser Leu Gly Lys

705

210>
211>
212>
213>

<220>

<223>

127
711
PRT

NLFe3

<400> 127
Met Gly Trp Ser
1

Val

Pro

Ser

Glu

65

Asp

Thr

Tyr

Gln

Val

145

Ala

His

Gly

Val

50

Trp

Ser

Leu

Tyr

Gly

130

Phe

Leu

Ser

Arg

35

Tyr

Val

Val

Tyr

Cys

115

Thr

Pro

Gly

Gln

20

Ser

Gly

Ala

Lys

Leu

100

Ala

Leu

Leu

Cys

710

ANLFFI R : SR ik

Cys Ile Ile Leu

5

Val

Leu

Met

Tle

Gly

85

Gln

Arg

Val

Ala

Leu
165

Gln

Arg

Asn

Ile

70

Arg

Met

Asp

Thr

Pro

150

Val

Leu

Leu

Trp

Trp

Phe

Asn

Leu

Val

135

Cys

Lys

Val

Ser

40

Val

Tyr

Thr

Gly

Arg

120

Ser

Ser

Asp

Phe

Glu

25

Cys

Arg

Asp

Ile

Leu

105

Thr

Ser

Arg

Tyr

226

Leu

10

Ser

Ala

Gln

Gly

Ser

90

Arg

Gly

Ala

Ser

Phe
170

Val

Gly

Ala

Ala

Asp

75

Arg

Ala

Pro

Ser

Thr

155

Pro

Ala

Gly

Ser

Pro

60

Asn

Asp

Glu

Phe

Thr

140

Ser

Glu

Thr

Gly

Gly

45

Gly

Gln

Asn

Asp

Asp

125

Lys

Glu

Pro

Ala

Val

30

Phe

Lys

Tyr

Ser

Thr

110

Tyr

Gly

Ser

Val

Thr

15

Val

Thr

Gly

Tyr

Lys

95

Ala

Trp

Pro

Thr

Thr
175

Gly

Gln

Phe

Leu

Ala

80

Asn

Val

Gly

Ser

Ala

160

Val
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Ser Trp Asn

Val

Pro

Lys

225

Pro

Val

Thr

Glu

Lys

305

Ser

Lys

Ile

Pro

Leu
385

Leu

Ser

210

Pro

Pro

Phe

Pro

Val

290

Thr

Val

Cys

Ser

Pro

370

Val

Gln

195

Ser

Ser

Cys

Leu

Glu

275

Gln

Lys

Leu

Lys

Lys

355

Ser

Lys

Ser

180

Ser

Ser

Asn

Pro

Phe

260

Val

Phe

Pro

Thr

Val

340

Ala

Gln

Gly

Gly

Ser

Leu

Thr

Pro

245

Pro

Thr

Asn

Arg

Val

325

Ser

Glu

Phe

Ala

Gly

Gly

Lys

230

Cys

Pro

Cys

Trp

Glu

310

Leu

Asn

Gly

Glu

Tyr
390

Leu

Leu

Thr

215

Val

Pro

Lys

Val

Tyr

295

Glu

His

Lys

Gln

Met

375

Pro

Thr Ser Gly

Tyr

200

Lys

Asp

Ala

Pro

Val

280

Val

Gln

Gln

Gly

Pro

360

Thr

Ser

227

185

Ser

Thr

Pro

Lys

265

Val

Asp

Phe

Asp

Leu

345

Arg

Asp

Leu

Tyr

Arg

Glu

250

Asp

Asp

Gly

Asn

Trp

330

Pro

Glu

Asn

[le

Val

Ser

Thr

Val

235

Phe

Thr

Val

Val

Ser

315

Leu

Ser

Pro

Gln

Ala
395

His

Ser

Cys

220

Glu

Leu

Leu

Ser

Glu

300

Thr

Asn

Ser

Gln

Val

380

Val

Thr

Val

205

Asn

Ser

Gly

Met

Gln

285

Val

Tyr

Gly

Ile

Val

365

Ser

Glu

Phe Pro
190

Val Thr

Val Asp

Gly Pro
255

[le Ser
270

Glu Asp

His Asn

Arg Val

Lys Glu

335

Glu Lys

350

Tyr Thr

Leu Thr

Trp Glu

Ala

Val

His

Gly

240

Ser

Arg

Pro

Ala

Val

320

Thr

Leu

Cys

Ser
400
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Asn

Gly

Ser

Gly

Pro

465

Ser

Thr

Cys

Val

Pro

545

Leu

Asn

Ser

Ala

Gly

Gly

Leu

Val

450

Gly

Gly

Leu

Gln

Glu

530

Ser

Asn

Ala

Lys

Asp
610

Gly

Gly

Ser

435

Ser

Gln

Val

Thr

His

515

Ile

Asp

Asn

Leu

Asp

595

Tyr

Gly

Gly

420

Pro

Thr

Ala

Pro

Ile

500

Ser

Lys

Glu

Phe

Gln

580

Ser

Glu

Gly

405

Ser

Gly

Ser

Pro

Ala

485

Ser

Arg

Arg

Gln

Tyr

565

Ser

Thr

Lys

Ser

Glu

Glu

Gly

Arg

470

Arg

Ser

Asp

Thr

Leu

550

Pro

Gly

Tyr

His

Gly

Ile

Arg

Tyr

455

Leu

Phe

Leu

Leu

Val

535

Arg

Asn

Ser

Lys
615

Gly Gly Gly

Val

Ala

440

Ser

Leu

Ser

Glu

Pro

520

Ala

Ser

Glu

Ser

Leu

600

Val

228

Leu

425

Thr

Tyr

Ile

Gly

Pro

505

Leu

Ala

Gly

Ala

Gln

585

Ser

Tyr

410

Thr

Leu

Leu

Tyr

Ser

490

Glu

Thr

Pro

Thr

Lys

570

Glu

Ser

Ala

Ser

Gln

Ser

His

Leu

475

Gly

Asp

Phe

Ser

Ala

555

Val

Ser

Thr

Cys

Gly

Ser

Cys

Trp

460

Ala

Ser

Phe

Gly

Val

540

Ser

Gln

Val

Leu

Glu
620

Gly

Pro

Arg

445

Tyr

Ser

Gly

Ala

Gly

525

Phe

Val

Trp

Thr

Thr

605

Val

Gly

Ala

430

Ala

Gln

Tyr

Thr

Val

510

Gly

Ile

Val

Lys

Glu

590

Leu

Thr

Gly

415

Thr

Ser

Gln

Leu

Asp

495

Tyr

Thr

Phe

Cys

Val

575

Gln

Ser

His

Ser

Leu

Lys

Glu
480
Phe

Tyr

Pro

Leu

560

Asp

Asp

Gln
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[0204]

Gly Leu Ser Ser Pro Val Thr Lys Ser Phe

625 630

Gly Gly Gly Ser Gly Gly Gly Gly Ser

645

Thr Thr Pro Pro Val Leu Asp Ser Asp

660

Arg Leu Thr Val Asp Lys Ser Arg
675 680

665

Trp

Cys Ser Val Met His Glu Ala Leu His

690 695

Leu Ser Leu Ser Leu Gly Lys
705 710

<210> 128
211> 711
<212> PRT
213> NP3

<2205
223> NLJFH|WHEIR: S aZ ik

<400> 128

Met Gly Trp Ser Cys Ile Ile Leu Phe

1 6]

Val His Ser Gln Val Gln Leu Val Glu

20

Pro Gly Arg Ser Leu Arg Leu Ser
35 40

25

Cys

Ser Val Tyr Gly Met Asn Trp Val Arg

50 ab

Glu Trp Val Ala Ile Ile Trp Tyr Asp

65 70

Asp Ser Val Lys Gly Arg Phe Thr
85

229

Tle

Gln

650

Gly

Gln

Asn

Leu

10

Ser

Ala

Gln

Gly

Ser
90

Asn

635

Pro

Ser

Glu

His

Val

Gly

Ala

Ala

Asp
75

Arg

Glu

Phe

Gly

Tyr
700

Ala

Gly

Ser

Pro

60

Asn

Asp

Gly

Asn

Phe

Asn

685

Thr

Thr

Gly

Gly

45

Gly

Gln

Asn

Glu

Asn

Leu

670

Val

Gln

Ala

Val

30

Phe

Lys

Tyr

Ser

Cys
Tyr
655
Tyr

Phe

Lys

Thr
15

Val
Thr
Gly

Tyr

Lys
95

Gly

640

Lys

Ser

Ser

Ser

Gly

Gln

Phe

Leu

Ala

80

Asn
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Thr

Tyr

Gln

Val

145

Ala

Ser

Val

Pro

Lys

AT

Pro

Val

Thr

Glu

Lys
305

Leu

Tyr

tly T

130

Phe

Leu

Trp

Leu

-

Ser

210

Pro

Pro

Phe

Pro

Val

290

Thr

Val

Pro

Gly

Asn

GIn

195

Ser

Cys

lL.eu

Glu

215

Gln

Lys

L.eu

Leu
100

s Ala

Leu

Leu

Cys

Ser

180

Ser

Asn

Pro

Phe

260

Val

Phe

Pro

Thr

Gln

Arg

Val

Ala

Leu

165

Gly

Ser

Leu

Thr

Pro

245

Pro

Thr

Asn

Arg

Val

Met

Asp

Thr

Pro

150

Val

Ala

Lys
230

Cys

Pro

Trp

Glu
310

L.eu

Asn Gly Leu

Leu

Val

135

Cys

Lys

Leu

[Leu

Thr

215

Val

Pro

Val

Tyr

295

Glu

His

Arg

120

Ser

Ser

Asp

Thr

Tyr

200

Lys

Asp

Ala

s Pro

Val

280

Val

Gln

Gln

105

Thr

Ser

Arg

Tyr

Ser

185

Ser

Thr

Lys

Pro

Lys

265

Val

Asp

Phe

Asp

230

Arg

Gly

Ala

Ser

Phe

170

Gly

Leu

Tyr

Arg

Glu

250

Asp

Asp

Gly

Asn

Trp

Ala

Pro

Ser

Thr

155

Pro

Val

Ser

Thr

Val

235

Phe

Thr

Val

Val

Ser

315

l.eu

Glu

Phe

Thr

140

Ser

Glu

His

Ser

-

Cys

220

Glu

Leu

L.eu

Ser

Glu

300

Thr

Asn

Asp

Asp

12

Lys

Glu

Pro

Thr

Val

205

Asn

Ser

Gly

Met

Gln

285

Val

Tyr

Gly

Thr

110

Tyr

Gly

Ser

Val

Phe

190

Val

Val

Lys

Gly

Ile

270

Glu

His

Arg

Ala

Trp

Pro

Thr

Thr

175

Pro

Thr

Asp

Tyr

Pro

255

Asp

Asn

Val

s Glu

Val

Ala

160

Val

Ala

Val

His

Gly

240

Ser

Arg

Pro

Ala

Val

320

Tyr
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Lys

Ile

Pro

Leu

385

Asn

Gly

Ser

Cys

Trp

465

Ala

Phe

Gly

Val
545

Cys

Ser

Pro

370

Val

Gly

Gly

Pro

Arg

450

Tyr

Ser

Gly

Ala

Gly

530

Phe

Lys

Lys

355

Ser

Lys

Gly

Gly

Ala

435

Ala

Gln

Tyr

Thr

Val

915

Gly

Ile

Val ¢

340

Ala

Gln

Gly

Gly

Gly

420

Thr

Ser

Gln

Leu

Asp

500

Tyr

Thr

Phe

Lys

Glu

Phe

Gly

405

Ser

Leu

Lys

Lys

Glu

485

Phe

Tyr

Lys

Pro

Asn

Gly

Glu

Tyr

390

Gly

Ser

Gly

Pro

470

Ser

Thr

Cys

Val

Pro
550

Lys

Gln

Met

375

Pro

Gly

Gly

Leu

Val

455

Gly

Gly

Leu

Gln

Glu

535

Ser

Gly

Pro

360

Thr

Ser

Gly

Gly

Ser

440

Ser

Gln

Val

Thr

His

520

[le

Asp

Leu
345

Arg

Asp
Gly
Gly
425
Pro
Thr
Ala
Pro
Ile
505
Ser

Lys

Glu

231

330

Pro

Glu

5 Asn

Ile

Gly

Ser

Pro

Ala

490

Arg

Arg

Gln

Pro

Gln

Ala

395

Glu

Glu

Gly

Arg

475

Arg

Asp

Thr

Ser

Gln

Val

380

Val

Gly

Ile

Arg

Tyr

460

Leu

Phe

Leu

Leu

Val
540

[le

Val

365

Ser

Glu

Gly

Val

Ala

445

Ser

Leu

Ser

Glu

Pro

525

Ala

s Ser

Glu

350

Tyr

l.eu

Trp

Gly

Leu

430

Thr

Tyr

Ile

Gly

Pro

510

Leu

Ala

Gly

Thr

Thr

Glu

Gly

415

Thr

Leu

Leu

Tyr

Ser

495

Glu

Thr

Pro

Thr

s Thr

Leu

Cys

Ser

400

Ser

Gln

Ser

His

Leu

480

Gly

Asp

Phe

Ser

Ala
560
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Ser

Gln

Val

Leu

Glu

625

Arg

Thr

Arg

Cys

Leu
705

Val

Trp

Thr

Thr

610

Val

Gly

Thr

Leu

Ser

690

Ser

Val

Lys

Glu

295

Leu

Thr

Glu

Pro

Thr

675

Val

Leu

<210> 129
211> 721
<212> PRT
213> NP3

<220>
223> NLJFH|RHER: G2k

<400> 129
Met Gly Trp Ser Cys Ile Ile Leu Phe Leu Val Ala Thr Ala Thr Gly

4

Cys

Val

580

Gln

Ser

His

Cys

Pro

660

Val

Met

Ser

Leu

565

Asp

Asp

Lys

Gln

Gly

645

Val

Asp

His

Leu

7

Leu

Asn

Ser

Ala

Gly

630

Gly

Leu

Lys

Glu

Gly
710

Asn Asn Phe Tyr

Ala

Lys

Asp

615

Leu

Gly

Asp

Ser

Ala

695

Lys

Leu

Asp

600

Tyr

Ser

Gly

Ser

Arg

680

Leu

Gln
585

Ser

Glu

Ser

Ser

Asp

665

Trp

His

270

Ser

Thr

Lys

Pro

Gln

650

Gly

Gln

Asn

10

Pro

Gly

Tyr

His

Val

635

Pro

Ser

Glu

His

Arg

Asn

Ser

Lys

620

Thr

Glu

Phe

Gly

Tyr
700

Glu

Ser

Leu

605

Val

Lys

Asn

Phe

Asn

685

Thr

Ala

Gln

590

Ser

Tyr

Ser

Asn

Leu

670

Val

Gln

Lys

275

Glu

Ser

Ala

Phe

Tyr

655

Tyr

Phe

Lys

15

Val

Ser

Thr

Cys

Asn

640

Lys

Ser

Ser

Ser

Val His Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln

20

232

25

30
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[0208]

Pro

Ser

Glu

65

Asp

Thr

Tyr

Gln

Val

145

Ala

Ser

Val

Pro

Lys

225

Pro

Gly

Val

50

Trp

Ser

Leu

Tyr

Gly

130

Phe

Leu

Trp

Leu

Ser

210

Pro

Pro

Arg

Tyr

Val

Val

Tyr

Cys

115

Thr

Pro

Gly

Asn

Gln

195

Ser

Ser

Cys

Ser

Gly

Ala

Lys

Leu

100

Ala

Leu

Leu

Cys

Ser

180

Ser

Ser

Asn

Pro

Leu

Met

Ile

Gly

85

Gln

Arg

Val

Ala

Leu

165

Gly

Ser

Leu

Thr

Pro
245

Arg

Asn

Ile

70

Arg

Met

Asp

Thr

Pro

150

Val

Ala

Gly

Gly

Lys

230

Cys

Leu

Trp

Trp

Phe

Asn

Leu

Val

135

Cys

Lys

Leu

Leu

Thr

215

Val

Pro

Ser Cys Ala

40

Val

Tyr

Thr

Gly

Arg

120

Ser

Ser

Asp

Thr

Tyr

200

Asp

Ala

233

Arg

Asp

Ile

Leu

105

Thr

Ser

Arg

Tyr

Ser

185

Ser

Thr

Pro

Gln

Gly

Ser

90

Gly

Ala

Ser

Phe

170

Gly

Leu

Arg

Glu
250

Ala

Ala

Asp

Arg

Ala

Pro

Ser

Thr

155

Pro

Val

Ser

Thr

Val

235

Phe

Ser Gly
45

Pro Gly
60

Asn Gln

Asp Asn

Glu Asp

Phe Asp
125

Thr Lys
140

Ser Glu

Glu Pro

His Thr

Ser Val

205

Cys Asn
220

Glu Ser

Leu Gly

Phe

Lys

Tyr

Ser

Thr

110

Tyr

Gly

Ser

Val

Phe

190

Val

Val

Lys

Gly

Thr

Gly

Tyr

Lys

95

Ala

Trp

Pro

Thr

Thr

175

Pro

Thr

Asp

Tyr

Pro
255

Phe

Leu

Ala

80

Asn

Val

Gly

Ser

Ala

160

Val

Ala

Val

His

Gly

240

Ser
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Val

Thr

Glu

Lys

305

Ser

Lys

Ile

Pro

Leu

385

Asn

Gly

Ser

Gly

Pro
465

Phe

Pro

Val

290

Thr

Val

Cys

Ser

Pro

370

Val

Gly

Gly

Leu

Val

450

Gly

Leu

Glu

275

Gln

Lys

Leu

Lys

Lys

355

Ser

Lys

Gly

Gly

Ser

435

Ser

Gln

Phe

260

Val

Phe

Pro

Thr

Val

340

Ala

Gln

Gly

Gly

Gly

420

Pro

Thr

Ala

Pro

Th¥

Asn

Arg

Val

325

Ser

Glu

Phe

Gly

405

Ser

Gly

Ser

Pro

Pro

Cys

Trp

Glu

310

Leu

Asn

Gly

Glu

Tyr

390

Ser

Glu

Glu

Gly

Arg
470

Lys

Val

Tyr

295

Glu

His

Lys

Gln

Met

375

Pro

Gly

Ile

Arg

Tyr

455

Leu

Pro Lys Asp

Val

280

Val

Gln

Gln

Gly

Pro

360

Thr

Ser

Gly

Val

Ala

440

Ser

Leu

234

265

Val

Asp

Phe

Asp

Leu

345

Arg

Asp

Gly

Leu

425

Thr

Tyr

Ile

Asp

Gly

Asn

Trp

330

Pro

Glu

Asn

[le

Gly

410

Thr

Leu

Leu

Tyr

Thr

Val

Val

Ser

315

Leu

Ser

Pro

Gln

Ala

395

Ser

Gln

Ser

His

Leu
475

Leu

Ser

Glu

300

Th

Asn

Ser

Gln

Val

380

Val

Gly

Ser

Cys

Trp

460

Ala

Met

Gln

285

Val

Tyr

Gly

Ile

Val

365

Ser

Glu

Gly

Pro

Arg

445

Tyr

Ser

[le

270

Glu

His

Arg

Lys

Glu

350

Tyr

Leu

Trp

Gly

Ala

430

Ala

Gln

Tyr

Ser

Asp

Asn

Val

Glu

335

Lys

Thr

Thr

Glu

Gly

415

Thr

Ser

Gln

Leu

Arg

Pro

Ala

Val

320

Thr

Leu

Cys

Ser

400

Ser

Leu

Lys

Glu
480
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Ser

Thr

Cys

Val

Pro

545

Leu

Asn

Ser

Ala

Gly

625

Gly

Gly

Asp

Ser

Ala

Gly

Leu

Gln

Glu

530

Ser

Asn

Ala

Lys

Asp

610

Leu

Gly

Gly

Ser

Arg

690

Leu

Val

Thr

His

815

Ile

Asp

Asn

Leu

Asp

505

Tyr

Ser

Asp
675

Trp

His

Pro

Ile

500

Lys

Glu

Phe

Gln

580

Ser

Glu

Ser

Gln

660

Gly

Gln

Asn

Ala

485

Ser

Arg

Arg

Gln

Tyr

565

Ser

Thr

Lys

Pro

Gly

645

Pro

Ser

Glu

His

Arg

Ser

Asp

Thr

Leu

550

Pro

Gly

Tyr

His

Val
630

Gly C

Glu

Phe

Gly

Tyr

Phe Ser Gly

Leu

Leu

Val

i1 L

Lys

Arg

Asn

Ser

Lys

615

Thr

Asn

Phe

Asn
695

Thr

Glu

Pre

520

Ala

Ser

Glu

Ser

Leu

600

Val

Lys

Gly

Asn

Leu

680

Val

Gln

Pro

205

Leu

Ala

Gly

Ala

Gln

585

Tyr

Ser

Ser

Tyr

665

Tyr

Phe

235

Ser

490

Glu

Thr

Pro

Thr

Lys

570

Glu

Ala

Phe

Gly

650

Lvs

Ser

Ser

Gly

Asp

Phe

Ser

Ala

555

Val

Ser

Thr

Cys

Asn

635

Gly

Thr

Arg

Cys

Leu

Ser

Phe

Gly

Val

540

Ser

Gln

Val

Leu

Glu

620

Arg

Gly C

Thr

Leu

Ser

700

Ser

Gly

Ala

Gly

625

Phe

Val

Trp

Thr

Thr

605

Val

Pro
Thr
685

Val

L.eu

Thr

Val

510

Gly

Ile

Val

Lys

Glu

590

Leu

Thr

Glu

Pro

670

Val

Met

Ser

Asp

495

Tyr

Thr

Phe

Cys

Val

275

Gln

His

Cys

Gly C

655

Val

Asp

His

l.eu

Phe

Tyr

Lys

Pro

Leu

560

Asp

Asp

Lys

Gln

Gly

640

Leu

Lys

Glu

Gly
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705

Lys

<210> 130
211> 701
<212> PRT
213> N3

<220

&

710

223> NLJFFEA: G Zik

<400> 130
Met Gly Trp Ser Cys Ile Ile Leu

1

Val His Ser

Pro

Ser

Glu
65

Asp
Thr
Tyr
Gln
Val
145

Ala

Gly
Val

50

Trp

Leu

Tyr

Gly

130

Phe

Leu

Arg

35

Tyr

Val

Val

Tyr

Cys

115

Thr

Pro

Gly

Gln

20

Ser

Gly

Ala

Lys

Leu

100

Ala

Leu

Leu

Cys

[

Val

Leu

Met

[le

Gly

85

Gln

Arg

Val

Ala

Leu

Gln

Arg

Asn

Ile

70

Arg

Met

Asp

Thr

Pro

150

Val

Leu

Leu

Trp

55

Phe

Asn

Leu

Val

135

Cys

Lys

Val
Ser

40

Val

Thr

Gly

Arg

120

Ser

Ser

Asp

Phe
Glu
25

Cys

Arg

~ Asp

Ile
Leu

105

Thr

Arg

Tyr

236

Leu

10

Ser

Ala

Gln

Gly

=

Ser

90

Arg

Gly

Ala

Ser

Phe

715

Val

Gly

Ala

Ala

Asp

Arg

Ala

Pro

Ser

Thr

155

Pro

Ala

Gly

Ser

Pro

Asn

Asp

Glu

Phe

Thr

140

Ser

Glu

Thr

Gly

Gly

45

Gly

Gln

Asn

Asp

Asp

125

Glu

Pro

Ala

Val

30

Phe

Lys

Thr
110

Tyr

Val

Thr

15

Val

Thr

Gly

~ Tyr

Lys

L

Ala

Trp

Pro

Thr

Thr

720

Gly

Gln

Phe

Leu

Ala

80

Asn

Val

Gly

Ser

Ala

160

Val
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[0212]

Ser

Val

Pro

Lys

228

Pro

Val

Thr

Glu

Lys

305

Ser

Lys

Ile

Pro

Leu
385

Trp

Leu

Ser

210

Pro

Pro

Phe

Pro

Val

290

Thr

Val

Cys

Ser

Pro

370

Val

Asn

Gln

195

Ser

Ser

Cys

Leu

Glu

215

Gln

Lys

Leu

Lys

Lys

355

Ser

Ser
180
Ser
Ser
Asn
Pro
Phe
260
Val
Phe
Pro
Thr
Val
340

Ala

Gln

s Gly

Ser

L.eu

Thr

Pro

245

Pro

Thr

Asn

Arg

Val

325

Lys

Glu

Phe

Ala

Gly

Gly

Lys

230

Cys

Pro

Cys

Trp

Glu

310

Leu

Asn

Gly

Glu

Tyr
390

Leu
Leu
Thr
215
Val
Pro
Lys
Val
Tyr
295
Glu
His
Lys
Gln
Met
315

Pro

Thr

Tyr

200

Asp

Ala

Pro

Val

280

Val

Gln

Gln

Gly

Pro

360

Thr

Ser

Ser
185

Ser

s Thr

Lys

Pro

Lys

265

Val

Asp

Phe

Asp

Leu

345

Arg

Lys

Asp

237

170

Gly

Leu

Tyr

Arg

Glu

250

Asp

Asp

Gly

Asn

Trp

330

Pro

Glu

Asn

Ile

Val

Ser

Thr

Val

235

Phe

Thr

Val

Val

-

Ser

315

Leu

Pro

Gln

Ala
395

His
Ser
Cys
220
Glu
Leu
Leu
Ser
Glu
300

Thr

Asn

Gln

Val
380

Val

Thr

Val

205

Asn

Ser

Gly

Met

Gln

285

Val

Tyr

Gly

[le

Val

365

Ser

Glu

Phe

190

Val

Val

Lys

Gly

Ile

270

Glu

His

Arg

Lys

Glu

350

Tyr

Leu

Trp

Thr

Asp

Tyr

Pro

255

Ser

Asp

Asn

Val

Glu

335

Lys

Thr

Thr

Glu

Ala

Val

His

Gly

240

Ser

Arg

Pro

Ala

Val

320

Tyr

Thr

Leu

Cys

Ser
400
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[0213]

Asn

Gln

Ser

His

Leu

465

Gly

Asp

Phe

Ser

Ala

545

Val

Ser

Thr

Cys

Gly

Ser

Cys

Trp

450

Ala

Ser

Phe

Gly

Val

530

Ser

Gln

Val

Leu

Glu
610

Gly

Pro

Arg

435

Tyr

Ser

Gly

Ala

Gly

515

Phe

Val

Trp

Thr

Thr

595

Val

Gly

Ala

420

Ala

Gln

Tyr

Thr

Val

500

Gly

Ile

Val

Lys

Glu

580

Leu

Thr

Gly

405

Thr

Ser

Gln

Leu

Asp

485

Tyr

Thr

Phe

Cys

Val

565

Gln

Ser

His

Ser

Leu

Lys

Glu
470
Phe

Tyr

Pro

Leu

550

Asp

Asp

Gln

Gly

Ser

Gly

Pro

455

Ser

Thr

Cys

Val

Pro

535

Leu

Asn

Ser

Ala

Gly
615

Gly Gly Gly

Leu

Val

440

Gly

Gly

Leu

Gln

Glu

520

Ser

Asn

Ala

Asp
600

Leu

238

Ser

425

Ser

Gln

Val

Thr

His

505

Ile

Asp

Asn

Leu

Asp

585

Tyr

Ser

410

Pro

Thr

Ala

Pro

Ile

490

Ser

Glu

Phe

Gln

570

Ser

Glu

Ser

Ser

Gly

Ser

Pro

Ala

475

Ser

Arg

Arg

Gln

Tyr

555

Ser

Thr

Pro

Glu

Glu

Gly

Arg

460

Arg

Ser

Asp

Thr

Leu

540

Pro

Gly

Tyr

His

Val
620

Ile

Arg

Tyr

445

Leu

Phe

Leu

Leu

Val

525

Lys

Arg

Asn

Ser

Lys

605

Thr

Val

Ala

430

Ser

Leu

Ser

Glu

Pro

510

Ala

Ser

Glu

Ser

Leu

590

Val

Lys

Leu

415

Thr

Tyr

[le

Gly

Pro

495

Leu

Ala

Gly

Ala

Gln

575

Ser

Tyr

Ser

Thr

Leu

Leu

Tyr

Ser

480

Glu

Thr

Pro

Thr

Lys

560

Glu

Ser

Ala

Phe
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[0214]

Asn Arg

625

Pro Glu

Ser Phe

Glu Gly

His Tyr
690

Gly

Asn

Phe

Asn

675

Thr

<210> 131
<211> 731
<212> PRT
213> NP3

<220>

Glu

Asn

Leu

660

Val

Gln

Cys

Tyr

645

Tyr

Phe

Lys

Gly

630

Lys

Ser

Ser

Ser

Gly Gly Gly Ser

Thr

Arg

Cys

Leu

695

Thr

Leu

Ser

680

Ser

223> NTFrFlatik: Gk

<400> 131
Met Gly Trp Ser Cys Ile Ile Leu

1

Val His

Pro Gly

Ser Val

Glu Trp

Asp Ser

Thr Leu

Ser

Arg

Tyr

Val

Val

Tyr

Gln

Ser

Gly

Ala

Lys

Leu

100

5

Val

Leu

Met

Tle

Gly

Gln

Gln

Arg

Asn

Ile

Arg

Met

Leu

Leu

Trp

95

Trp

Phe

Asn

Val

Ser

Val

Tyr

Thr

Gly

239

Pro
Thr
665

Val

Leu

Phe
Glu
25

Cys
Arg
Asp

[le

Leu
105

Pro

650

Val

Met

Ser

Leu

10

Ser

Ala

Gln

Gly

Ser

Arg

Gly

635

Val

Asp

His

Leu

Val

Gly

Ala

Ala

Asp

Arg

Ala

Gly

Leu

Lys

Glu

Gly
700

Ala

Gly

Ser

Pro

Asn

Asp

Glu

Gly

Asp

Ser

Ala
685

Lys

Thr

Gly

Gly

Gly

Gln

Asn

Asp

Gly

Ser

Arg

670

Leu

Ala

Val

Phe

Lys

Tyr

Ser

Thr
110

Ser

Asp

655

Trp

His

Thr

Val

Thr

Gly

Tyr

Lys

95

Ala

Gln

640

Gly

Gln

Asn

Gly

Gln

Phe

Leu

Ala

Asn

Val
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[0215]

Tyr

Gln

Val

145

Ala

Ser

Val

Pro

Lys

225

Pro

Val

Thr

Glu

Lys

305

Ser

Tyr

Gly

130

Phe

Leu

Trp

Leu

Ser

210

Pro

Pro

Phe

Pro

Val

290

Thr

Val

Cys

115

Th

Pro

Gly

Asn

Gln

195

Ser

Ser

Cys

Leu

Glu

275

Gln

Lys

Leu

Ala

Leu

Leu

Cys

Ser

180

Ser

Ser

Asn

Pro

Phe

260

Val

Phe

Pro

Thr

Arg

Val

Ala

Leu

165

Gly

Ser

Leu

Th¥

Pro

245

Pro

Th¥

Asn

Arg

Val
325

Asp

Thy

Pro

150

Val

Ala

Gly

Gly

Lys

230

Cys

Pro

Cys

Trp

Glu

310

Leu

Leu
Val

135

Cys

Leu

Leu

Thr

215

Val

Pro

Val

Tyr

295

Glu

His

Arg Thr Gly

120

Ser

Ser

Asp

Thr

Tyr

200

Asp

Ala

Pro

Val

280

Val

Gln

Gln

240

Ser

Arg

Tyr

Ser

185

Ser

Thr

Pro

Lys

265

Val

Asp

Phe

Asp

Ala

Ser

Phe

170

Gly

Leu

Tyr

Arg

Glu

250

Asp

Asp

Gly

Asn

Trp
330

Pro

Ser

Thr

155

Pro

Val

Ser

Thr

Val

235

Phe

Thr

Val

Val

Ser

315

Leu

Phe Asp
125

Thr Lys
140

Ser Glu

Glu Pro

His Thr

Ser Val
205

Cys Asn
220

Glu Ser

Leu Gly

Leu Met

Ser Gln

285

Glu Val
300

Thr Tyr

Asn Gly

Tyr

Gly

Ser

Val

Phe

190

Val

Val

Lys

Gly

[le

270

Glu

His

Arg

Lys

Trp

Pro

Thr

Thr

175

Pro

Thr

Asp

Tyr

Pro

255

Ser

Asp

Asn

Val

Glu
335

Gly

Ser

Ala

160

Val

Ala

Val

His

Gly

240

Ser

Arg

Pro

Ala

Val

320

Tyr
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[0216]

Lys

Ile

Pro

Leu

385

Asn

Cys
Trp

465

Ala

Phe

Gly

Cys

Ser

Pro

370

Val

Gly

Gly

Pro

Arg

450

Tyr

Ser

Gly

Ala

Gly

530

Phe

Val

Lys

Lys

355

Ser

Lys

Gly

Gly

Ala

435

Ala

Gln

Tyr

Thr

Val T

215

Gly

Ile

Val

Val

340

Ala

Gln

Gly

Gly

Gly

420

Thr

Ser

Gln

Leu

Asp

50

Ivr

Thr

Phe

Cys

Ser

Lys

Glu

Phe

Gly

405

Ser

Leu

Lys

Lys

Glu

485

Phe

Tyr

Lys

Pro

L.eu

Asn

Gly

Glu

Tyr

390

Ser

Gly

Ser

Gly

Pro

470

Ser

Thr

Val

Pro
550

L.eu

Lys Gly Leu

Gln

Met

375

Pro

Gly

Gly

[Leu

Val

455

Gly

Gly

Leu

Gln

Glu

3, 5

Ser

Asn

Pro
360
Thr
Ser
Gly
Gly
Ser
440
Gln
Val
Thr
His
520
Ile

Asp

Asn

345

Arg

Lys

Asp

Gly

Gly

425

Pro

Thr

Ala

Pro

Ile

505

Ser

Lys

Glu

Phe

241

Pro

Glu

Asn

Ile

Gly

410

Ser

Pro

Ala

490

Arg

Arg

Gln

Tyr

Ser

Pro

Gln

Ala

395

Ser

Glu

Glu

Gly

Arg

475

Arg

Ser

Asp

Thr

Leu

555

Pro

Ser

Gln

Val

380

Val

Gly

Ile

Arg

Tyr

460

Leu

Phe

L.eu

Leu

Val

540

Lys

Arg

Ile

Val

365

Glu

Gly

Val

Ala

445

Leu

Ser

Glu

Pro

525

Ala

Ser

Glu

Glu

350

Tyr

Leu

Trp

Gly

Leu

430

Thr

Tyr

Ile

Gly

Pro

510

Leu

Ala

Gly

Ala

Lys

Thr

Thr C

Glu

Gly

415

Thr

.eu

Leu

Tyr

Ser

495

Glu

Thr

Pro

Thr

Thr

Leu

Ser

400

Ser

Gln

Ser

His

Leu

480

Gly

Phe

Ser

Ala
560

;5 Val
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565 570 o975

Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu Ser
580 585 590

Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr
595 600 605

Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr Ala Cys
610 615 620

Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser Phe Asn
625 630 635 640

Arg Gly Glu Cys Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly
645 650 655

Gly Gly Ser Gly Gly Gly Gly Ser Gly Gly Gly Gly Ser Gln Pro Glu
660 665 670

Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe
[0217] 675 680 685

Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly
690 695 700

Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr
705 710 715 720

Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys
725 730

<210> 132
211> 726
<212> PRT
213> ANTLF3

<220>
223> NTLFHIMHEAR: GlEik

<400> 132
Met Gly Trp Ser Cys lle Ile Leu Phe Leu Val Ala Thr Ala Thr Gly
1 5 10 15

Val His Ser Gln Val Gln Leu Val Glu Ser Gly Gly Gly Val Val Gln

242
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[0218]

Pro

Ser

Glu

Asp

Thr

Tyr

Gln

Val
145

Ala

Ser

Val

Pro

Lys

225

Pro

Gly

Val

Trp

Ser

Leu

Tyr

Gly

130

Phe

Leu

Trp

Leu

Ser

210

Pro

Pro

Arg

35

Tyr

Val

Val

Cys

115

Thr

Pro

Gly

Asn

Gln S

195

Ser

Ser

Cys

20

Ser

Gly

Ala

Lys

l.eu

100

Ala

Leu

Leu

Cys

Ser

180

Ser

Asn

Pro

Leu

Met

Ile

Gly

Gln

Val

Ala

Leu

165

Gly

Leu

Thr

Pro
245

Arg

Asn

Ile

70

Arg

Met

Asp

Thr

Pro

150

Val

Ala

Gly

Gly

Lys

230

Cys

Leu

Trp

Trp

Phe

Asn

Leu

Val

L35

Cys

Lys

Leu

Leu

Thr

215

Val

Pro

Ser

Val

Tyr

Thr

Gly

Arg

120

Ser

Ser

Asp

Thr

Tyr

200

Lys

Asp

Ala

25

Cys Ala

Arg Gln

Asp Gly

Ile Ser
90

Leu Arg
105

Thr Gly

Ser Ala

Arg Ser

Tyr Phe
170

Ser Gly
185

Ser Leu

Thr Tyr

Lys Arg

Pro Glu
250

243

Ala

Ala

Asp

75

Arg

Ala

Pro

Ser

Thr

155

Pro

Val

Thr

Val
235

Phe

Ser

Pro

Asn

Asp

Glu

Phe

Thr

140

Ser

Glu

His

Cys
220

Glu

Leu

Gly

45

Gly

Gln

Asn

Asp

Asp

125

Lys

Glu

Pro

Thr

Val

205

Asn

Ser

Gly

30

Phe

Lys

Ser

Thr

110

Tyr

Gly

Ser

Val

Phe

190

Val

Val

Lys

Gly

Thr

Gly

Tyr

Lys

15

Ala

Trp

Pro

Thr

Thr

175

Pro

Thr

Asp

Tyr

Pro
ASL0]

Phe

Leu

Ala

30

Asn

Val

Gly

Ser

Ala

160

Val

Ala

Val

His

Gly
240
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[0219]

Val

Thr

Glu

Lys

305

Ser

Lys

Ile

Pro

Leu

385

Asn

Gly

Ser

Gly

Pro
465

Phe

Pro

Val

290

Thr

Val

Cys

Ser

Pro

370

Val

Gly

Gly

Leu

Val

450

Gly

Leu

Glu

275

Gln

Lys

Leu

Lys

Lys

355

Ser

Lys

Gly

Gly

Ser

435

Ser

Gln

Phe

260

Val

Phe

Pro

Thr

Val

340

Ala

Gln

Gly

Gly

Gly

420

Pro

Thr

Ala

Pro

Thr

Asn

Arg

Val

325

Ser

Glu

Phe

Gly

405

Ser

Gly

Ser

Pro

Pro

Cys

Trp

Glu

310

Leu

Asn

Gly

Glu

Tyr

390

Ser

Glu

Glu

Gly

Arg
470

Lys

Val

Tyr

295

Glu

His

Lys

Gln

Met

375

Pro

Gly

Ile

Arg

Tyr

455

Leu

Pro Lys Asp

Val

280

Val

Gln

Gln

Gly

Pro

360

Thr

Ser

Gly

Val

Ala

440

Ser

Leu

244

265

Val

Asp

Phe

Asp

Leu

345

Arg

Asp

Gly

Leu

425

Thr

Tyr

Ile

Asp

Gly

Asn

Trp

330

Pro

Glu

Asn

[le

Gly

410

Thr

Leu

Leu

Tyr

Thr

Val

Val

Ser

315

Leu

Ser

Pro

Gln

Ala

395

Ser

Gln

Ser

His

Leu
475

Leu

Ser

Glu

300

Thr

Asn

Ser

Gln

Val

380

Val

Gly

Ser

Cys

Trp

460

Ala

Met

Gln

285

Val

Tyr

Gly

Ile

Val

365

Ser

Glu

Gly

Pro

Arg

445

Tyr

Ser

Ile

270

Glu

His

Arg

Lys

Glu

350

Tyr

Leu

Trp

Gly

Ala

430

Ala

Gln

Tyr

Ser

Asp

Asn

Val

Glu

335

Lys

Thr

Thr

Glu

Gly

415

Thr

Ser

Gln

Leu

Arg

Pro

Ala

Val

320

Thr

Leu

Cys

Ser

400

Ser

Leu

Lys

Glu
480
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[0220]

Ser

Thr

Cys

Val

Pro

545

Leu

Asn

Ser

Ala

Gly

625

Gly

Gly

Thr

Leu

Gly

Leu

Gln

Glu

530

Ser

Asn

Ala

Lys

Asp

610

Leu

Gly

Gly

Pro

Thr
690

Val

Thr

His

515

Ile

Asp

Asn

Leu

Asp

595

Tyr

Ser

Gly

Ser

Pro

675

Val

Pro
Ile

500

Ser

Glu

Phe

Gln

580

Ser

Glu

Ser

Ser

Gly

660

Val

Asp

Ala

485

Ser

Arg

Arg

Gln

Tyr

565

Ser

Thr

Lys

Pro

Gly

645

Gly

Leu

Lys

Ser

Asp

Thr

Leu

550

Pro

Gly

Tyr

His

Val

630

Gly

Gly

Asp

Ser

Phe

Leu

Leu

Val

535

Arg

Asn

Ser

Lys

615

Thr

Gly

Gly

Ser

Arg
695

Ser Gly Ser

Glu

Pro

520

Ala

Ser

Glu

Ser

Leu

600

Val

Lys

Gly

Ser

Asp

680

Trp

245

Pro

505

Leu

Ala

Gly

Ala

Gln

585

Ser

Tyr

Ser

Ser

Gln

665

Gly

Gln

490

Glu

Thr

Pro

Thr

Lys

570

Glu

Ser

Ala

Phe

Gly

650

Pro

Ser

Glu

Gly

Asp

Phe

Ser

Ala

555

Val

Ser

Thr

Cys

Asn

635

Gly

Glu

Phe

Gly

Ser

Phe

Gly

Val

540

Ser

Gln

Val

Leu

Glu

620

Arg

Gly

Asn

Phe

Asn

700

Gly

Ala

Gly

525

Phe

Val

Trp

Thr

Thr

605

Val

Gly

Gly

Asn

Leu

685

Val

Thr

Val

510

Gly

Ile

Val

Lys

Glu

590

Leu

Thr

Glu

Ser

Tyr

670

Tyr

Phe

Asp

495

Tyr

Thr

Phe

Cys

Val

575

Gln

Ser

His

Cys

Gly

655

Lys

Ser

Ser

Phe

Tyr

Lys

Pro

Leu

560

Asp

Gln

Gly

640

Gly

Thr

Arg

Cys
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Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu

705

710

Ser Leu Ser Leu Gly Lys

<210>
211>
AR
213>

<220>

L2E3»
<400>

133
726
PRT

NLF3

Met Gly Trp Ser
1

Val

Pro

Ser

Glu

65

Asp

Thr

Tyr

Gln

Val
145

His

Gly

Val

Trp

Ser

Leu

Tyr

Gly

130

Phe

Ser

Arg

35

Tyr

Val

Val

Tyr

Cys

115

Thr

Pro

GIn

20

Ser

Gly

Ala

Lys

Leu

100

Ala

Leu

Leu

725

ANLFFIREE: &z ik
133

Cys Ile Ile Leu

5

Val

Leu

Met

Ile

Gly

85

Gln

Arg

Val

Ala

GIn

Arg

Asn

Ile

70

Arg

Met

Asp

Thr

Pro

150

l.eu

Leu

Trp

Trp

Phe

Asn

Leu

Val

135

Cys

Val

Ser

40

Val

Tyr

Thr

Gly

Arg

120

Ser

Ser

Phe

Glu

25

Cys

Arg

Asp

Tle

Leu

105

Thr

Ser

Arg

246

Leu

10

Ser

Ala

Gln

Gly

Ser

90

Arg

Gly

Ala

Ser

715

Val

Gly

Ala

Ala

Asp

75

Arg

Ala

Pro

Ser

Thr
155

Ala

Gly

Ser

Pro

Asn

Asp

Glu

Phe

Thr

140

Ser

Thr

Gly

Gly

Gly

Gln

Asn

Asp

Asp

125

Lys

Glu

Ala

Val

30

Phe

Lys

Tyr

Ser

Thr

110

Tyr

Gly

Ser

Thr
15

Val
Thr
Gly

Tyr

Lys

Ala

Trp

Pro

Thr

720

Gly

Gln

Phe

Leu

Ala

80

Asn

Val

Gly

Ser

Ala
160
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Ala Leu

Ser

Val

Pro

Lys

225

Pro

Val

Thr

Glu

Lys

305

Lys

Ile

Pro

Leu

Trp

Leu

Ser

210

Pro

Pro

Phe

Pro

Val

290

Thr

Val

Cys

Ser

Pro

370

Val

Gly

Asn

GIn

195

Ser

Ser

Cys

Leu

Glu

2l

Gln

Lys

lL.eu

Lys

Lys

355

Ser

Cys

Ser

180

Ser

Asn

Pro

Phe

260

Val

Phe

Pro

Thr

Val

340

Ala

Gln

s Gly

Leu

165

Gly

Ser

Leu

Thr

Pro

245

Pro

Thr

Asn

Arg

Val

325

Ser

Lys

Glu

Phe

Val

Ala

Gly

Gly

Lys

230

Cys

Pro

Trp

Glu

310

L.eu

Asn

Gly

Glu

Tyr

Lys Asp Tyr

Leu

Leu

Thr

215

Val

Pro

Val

Tyr

295

Glu

His

Lys

Gln

Met

375

Pro

Thr

Tyr

200

Lys

Asp

Ala

s Pro

Val

280

Val

Gln

Gln

Gly

Pro

360

Thr

Ser

Ser
185
Ser
Thr
Lys

Pro

Lys
265
Val
Asp
Phe
Asp
Leu
345
Arg

Lys

Asp

247

Phe

170

Gly

Leu

Tyr

Arg

Glu

250

Asp

Asp

Gly

Asn

Trp

330

Pro

Glu

Asn

Ile

Pro

Val

Ser

Thr

Val

235

Phe

Thr

Val

Val

Ser

315

l.eu

Pro

Gln

Ala

Glu

His

Cys

220

Glu

Leu

l.eu

Glu
300

Thr

Asn

Ser

Gln

Val

380

Val

Pro

Thr

Val

205

Asn

Ser

Gly

Met

Gln

285

Val

Tyr

Gly

Ile

Val

365

Ser

Glu

Val

Phe

190

Val

Val

Lys

Gly

Ile

270

Glu

His

Arg

Glu
350
Tyr

Leu

Trp

Thr

175

Pro

Thr

Asp

Tyr

Pro

255

Asp

Asn

Val

5 Glu

335

Lys

Thr

Thr

Glu

Val

Ala

Val

His

Gly

240

Ser

Arg

Pro

Ala

Val

320

Thr

Leu

Cys

Ser
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385

Asn

Cys

Trp

465

Ala

Ser

Phe

Gly

Val

545

Gln

Val

Leu

Gly

Gly

Pro

Arg

450

Tyr

Ser

Gly

Ala

Gly

530

Phe

Val

Trp

Thr

Thr
610

Gly

Gly

Ala

435

Ala

Gln

Tyr

Thr

Val

515

Gly

Ile

Val

Lys

Glu

595

Leu

Gly

Gly

420

Thr

Ser

Gln

Leu

Asp

500

Tyr

Thr

Phe

Val
580

Gln

Ser

Gly

405

Ser

L.eu

Lys

Glu

485

Phe

Tyr

Lys

Pro

Leu

565

Asp

Asp

390

Ser

Gly

s Pro

470

Ser

Thr

Cys

Val

Pro

550

Leu

Asn

Ser

s Ala

Gly

Gly

Leu

Val

455

Gly

Gly

Leu

Gln

Glu

535

Ser

Asn

Ala

Lys

Asp
615

Gly
Gly
Ser
440
Ser
Gln
Val
Thr
His
520
[le
Asp
Asn
Leu
Asp
600

Tyr

Gly Gly
410

Gly Ser
425

Pro Gly

Thr Ser

Ala Pro

Pro Ala
490

Ile Ser
505

Ser Arg

Lys Arg

Glu Gln

Phe Tyr

570

Gln Ser
585

Ser Thr

Glu Lys

248

Glu

Glu

Gly

Arg

475

Arg

Ser

Asp

Thr

Leu

555

Pro

Gly

Tyr

His

Gly

Ile

Arg

Tyr

460

Leu

Phe

Leu

Leu

Val

540

Lys

Arg

Asn

Ser

Lys
620

Gly

Val

Ala

445

Ser

Leu

Ser

Glu

Pro

525

Ala

Ser

Glu

Ser

Leu

605

Val

Gly

Leu

430

Thr

Tyr

Ile

Gly

Pro

510

Leu

Ala

Gly

Ala

Gln

590

Ser

Tyr

Gly

415

Thr

Leu

Leu

Ser

495

Glu

Thr

Pro

Thr

Lys

279

Glu

Ser

Ala

400

Ser

Gln

His

l.eu

480

Gly

Asp

Phe

Ala

560

Val

Ser

Thr

Cys
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Glu
625

Arg

Gly

Thr

Leu

Ser

705

Ser

Val

Gly

Gly

Pro

Thr
690

Val

Leu

Thr

Glu

Ser

Pro

675

Val

Met

Ser

His

Cys

Gly

660

Val

Asp

His

Leu

Gln

Gly

645

Gly

Leu

Lys

Glu

Gly
725

Gly

630

Gly

Gly

Asp

Ser

Ala
710

Leu

Gly

Gly

Ser

Arg

695

Leu

Ser Ser Pro

Gly Ser Gly
650

Ser Gln Pro
665

Asp Gly Ser
680
Trp Gln Glu

His Asn His

249

Val

635

Gly

Glu

Phe

Gly

Tyr
715

Thr

Gly

Asn

Phe

Asn

700

Thr

Gly

Asn

Leu

685

Val

Gln

Ser

Ser

Tyr

670

Tyr

Phe

Lys

Phe

Gly

655

Lys

Ser

Ser

Ser

Asn
640
Gly

Thr

Cys

Leu
720
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HEEANARERT -

B 1

MGWSCIILFLVATATGVHSQVQLVQSGVEVKKPGASVKVSCKASGYTFINYYMYW
VRQAPGQGLEWMGGINPSNGGTNFNEKFKNRVTLTTDSSTTTAYMELKSLQFDDTA
VYYCARRDYRFDMGFDYWGQGTTVTVSSGGGGSGGGGSGGGGSGGGGSEIVLTQS
PATLSLSPGERATLSCRASKGVSTSGYSYLHWYQQKPGQAPRLLIYLASYLESGVPA
RFSGSGSGTDFTLTISSLEPEDFAVYYCQHSRDLPLTFGGGTKVEIKGGGGSGGGGSQ
VQLVESGGGVVQPGRSLRLSCAASGFTFSVYGMNWVRQAPGKGLEWVAIIWYDGD
NQYYADSVKGRFTISRDNSKNTLYLOMNGLRAEDTAVYYCARDLRTGPFDYWGQG
TLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVH
TFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKY GPPCPPC
PAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHN
AKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQP
REPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDS
DGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK

B 2

MGWSCIHLFLVATATGVHSEIVLTQSPDFQSVTPKEKVTITCRASQSIGSSLHWYQQK
PDQSPKLLIKYASQSFSGVPSRFSGSGSGTDFTLTINSLEAEDAAAYYCHQSSSLPFTF
GPGTKVDIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRG
EC

ITA102
BE 1

MGWSCHLFLVATATGVHSQVQLVESGGGVVQPGRSLRLDCKASGITFSNSGMHWYV
RQAPGKGLEWVAVIWYDGSKRYYADSVKGRFTISRDNSKNTLFLQMNSLRAEDTA
VYYCATNDDYWGQGTLVTVSSGGGGSGGGGSGGGGSGGGGSEIVLTQSPATLSLSP
GERATLSCRASQSVSSYLAWYQOQKPGQAPRLLIYDASNRATGIPARFSGSGSGTDFTL
TISSLEPEDFAVYYCQQSSNWPRTFGQGTKVEIKGGGGSGGGGSQVQLVESGGGVY
QPGRSLRLSCAASGFTFSVYGMNWVRQAPGKGLEWVAIIWYDGDNQYYADSVKGR
FTISRDNSKNTLYLOMNGLRAEDTAVYYCARDLRTGPFDYWGQGTLVTVSSASTKG
PSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLY
SLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFLGGPSVF
LFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFN
STYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPS
QEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLT
VDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK

415

255
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FE2ANTTATOL A EE24H [H]

ITAI03

B 1

MGWSCHLFLVATATGVHSQVQLVESGGGVVQPGRSLRLSCAASGFTFSVYGMNWV
ROQAPGKGLEWVAIIWYDGDNQYYADSVKGRFTISRDNSKNTLYLOMNGLRAEDTA
VYYCARDLRTGPFDYWGQGTLVTVSSGGGGSGGGGSGGGGSGGGGSEIVLTQSPDF
QSVTPKEKVTITCRASQSIGSSLHWYQQKPDQSPKLLIKYASQSFSGVPSRFSGSGSGT
DFTLTINSLEAEDAAAYYCHQSSSLPFTFGPGTKVDIKGGGGSGGGGSQVOLVQSGV
EVKKPGASVKVSCKASGYTFINYYMYWVRQAPGQGLEWMGGINPSNGGTNFNEKF
KNRVTLTTDSSTTTAYMELKSLQFDDTAVYYCARRDYRFDMGFDYWGQGTTVTVS
SASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVL
QSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKP
REEQFNSTYRVVSVLTVLHOQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQV
YTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFF
LYSRLTVDKSRWQEGNVFSCSYVMHEALHNHYTQKSLSLSLGK

B 2

MGWSCHLFLVATATGVHSEIVLTQSPATLSLSPGERATLSCRASKGVSTSGYSYLHW
YQOKPGQAPRLLIYLASYLESGVPARFSGSGSGTDFTLTISSLEPEDFAVYYCQHSRD
LPLTFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKYV
DNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTK
SFNRGEC

ITA104
BE 1

MGWSCHLFLVATATGVHSQVQLVESGGGVVQPGRSLRLSCAASGFTFSVYGMNWYV
RQAPGKGLEWVAIIWYDGDNQYYADSVKGRFTISRDNSKNTLYLQMNGLRAEDTA

VYYCARDLRTGPFDYWGQGTLVTVSSGGGGSGGGGSGGGGSGGGGSEIVLTQSPDF
QSVTPKEKVTITCRASQSIGSSLHWYQQKPDQSPKLLIKYASQSFSGVPSRFSGSGSGT
DFTLTINSLEAEDAAAYYCHQSSSLPFTFGPGTKVDIKGGGGSGGGGSQVQLVESGG

GVVQPGRSLRLDCKASGITFSNSGMHWVRQAPGKGLEWVAVIWYDGSKRYYADSV
KGRFTISRDNSKNTLFLOQMNSLRAEDTAVYYCATNDDYWGQGTLVTVSSASTKGPS

VFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFLGGPSVFLF

PPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNST

YRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQE

EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVD
KSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK

K555

256
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¥ 2

MGWSCIILFLVATATGVHSEIVLTQSPATLSLSPGERATLSCRASQSVSSYLAWYQQK
PGQAPRLLIYDASNRATGIPARFSGSGSGTDFTLTISSLEPEDFAVYYCQQSSNWPRTF
GQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVY ACEVTHQGLSSPVTKSFNRG
EC

iITA201

B 1

MGWSCHLFLVATATGVHSQVOQLVESGGGY VQPGRSLRLSCAASGFTFSVYGMNWYV
RQAPGKGLEWVAITWYDGDNQYYADSVKGRFTISRDNSKNTLYLQMNGLRAEDTA
VYYCARDLRTGPFDYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKD
YFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHK
PSNTKVDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKC
KVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNH
YTQKSLSLSLGKGGGGSGGGGSQVQLVQSGVEVKKPGASVKVSCKASGYTFTNYY
MY WVRQAPGQGLEWMGGINPSNGGTNFNEKFKNRVTLTTDSSTTTAYMELKSLQF
DDTAVYYCARRDYRFDMGFDYWGQGTTVTVSSGGGGSGGGGSGGGGSGGGGSE]
VLTQSPATLSLSPGERATLSCRASKGVSTSGYSYLHWYQQKPGQAPRLLIYLASYLES
GVPARFSGSGSGTDFTLTISSLEPEDFAVYYCQHSRDLPLTFGGGTKVEIK

FE2AITTATOT RO 824 [H]

ITA202
L |

MGWSCHLFLVATATGVHSQVQLVESGGGVVQPGRSLRLSCAASGFTFSVYGMNWV
RQAPGKGLEWVAIIWYDGDNQYYADSVKGRFTISRDNSKNTLYLQMNGLRAEDTA
VYYCARDLRTGPFDYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKD
YFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHK
PSNTKVDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDYV
SQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKC
KVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNH
YTQKSLSLSLGKGGGGSGGGGSQVQLVESGGGVVQPGRSLRLDCKASGITFSNSGM
HWVRQAPGKGLEWVAVIWYDGSKRYYADSVKGRFTISRDNSKNTLFLOMNSLRAE
DTAVYYCATNDDYWGQGTLVTVSSGGGGSGGGGSGGGGSGGGGSEIVLTQSPATL
SLSPGERATLSCRASQSVSSYLAWYQQKPGQAPRLLIYDASNRATGIPARFSGSGSGT
DFTLTISSLEPEDFAVYYCQQSSNWPRTFGQGTKVEIK

K555

257
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FE2RITTALOL B EE2AH 5]

ITA203
B 1

MGWSCILFLVATATGVHSQVQLVQSGVEVKKPGASVKVSCKASGYTFINYYMYW
VRQAPGQGLEWMGGINPSNGGTNFNEKFKNRVTLTTDSSTTTAYMELKSLQFDDTA
VYYCARRDYRFDMGFDYWGQGTTVTVSSASTKGPSVFPLAPCSRSTSESTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNV
DHKPSNTKVDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHODWLNGKE
YKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSD
IAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEAL
HNHYTQKSLSLSLGKGGGGSGGGGSQVOQLVESGGGVVQPGRSLRLSCAASGFTFSVY
YGMNWVRQAPGKGLEWVAIIWYDGDNQYYADSVKGRFTISRDNSKNTLYLQMNG
LRAEDTAVYYCARDLRTGPFDYWGQGTLVTVSSGGGGSGGGGSGGGGSGGGGSEI
VLTQSPDFQSVTPKEKVTITCRASQSIGSSLHWYQQKPDQSPKLLIKY ASQSFSGVPSR
FSGSGSGTDFTLTINSLEAEDAAAYYCHQSSSLPFTFGPGTKVDIK

BE2RITTA103 A EE24H [R]

ITA204
1

MGWSCIHLFLVATATGVHSQVQLVESGGGVVQPGRSLRLDCKASGITFSNSGMHWYV
RQAPGKGLEWVAVIWYDGSKRYYADSVKGRFTISRDNSKNTLFLQMNSLRAEDTA
VYYCATNDDYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEP
VTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTY TCNVDHKPSNTK
VDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDP
EVQFNWY VDGVEVHNAK TKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCK VSN
KGLPSSIEKTISKAKGQPREPQVY TLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQK
SLSLSLGKGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTFSVYGMNWVR
QAPGKGLEWVAIIWYDGDNQYYADSVKGRFTISRDNSKNTLYLQMNGLRAEDTAV
YYCARDLRTGPFDYWGQGTLVTVSSGGGGSGGGGSGGGGSGGGGSEIVLTQSPDFQ
SVTPKEKVTITCRASQSIGSSLHWYQQKPDQSPKLLIKYASQSFSGVPSRFSGSGSGTD
FTLTINSLEAEDAAAYYCHQSSSLPFTFGPGTKVDIK

K55

258
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FE2FI T TALOA ) FE24H [A]

ITA301
B o1

MGWSCIHLFLVATATGVHSEIVLTQSPATLSLSPGERATLSCRASKGVSTSGYSYLHW
YQQKPGQAPRLLIYLASYLESGVPARFSGSGSGTDFTLTISSLEPEDFAVYYCQHSRD
LPLTFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKY
DNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTK
SFNRGECQVQLVESGGGVVQPGRSLRLSCAASGFTFSVYGMNWVRQAPGKGLEWYV
AIIWYDGDNQYYADSVKGRFTISRDNSKNTLY LQMNGLRAEDTAVYYCARDLRTGP
FDYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNS
GALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVES
KYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWY
VDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHODWLNGKEYKCKVSNKGLPSSIEK
TISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNY
KTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK

BEORITTATO1 FIEE2AH [H]
B 3:

MGWSCHLFLVATATGVHSQVQLVQSGVEVKKPGASVKVSCKASGYTFTNYYMYW

VRQAPGQGLEWMGGINPSNGGTNFNEKFKNRVTLTTDSSTTTAYMELKSLQFDDTA
VYYCARRDYRFDMGFDYWGQGTTVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL

VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVN
HKPSNTKVDKRVEPKSC

ITA302
1

MGWSCIILFLVATATGVHSEIVLTQSPATLSLSPGERATLSCRASQSVSSYLAWYQQK
PGQAPRLLIYDASNRATGIPARFSGSGSGTDFTLTISSLEPEDFAVYYCQQSSNWPRTF
GQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRG
ECQVQLVESGGGVVQPGRSLRLSCAASGFTFSVYGMNWVRQAPGKGLEWVAIIWY
DGDNQYYADSVKGRFTISRDNSKNTLYLQMNGLRAEDTAVYYCARDLRTGPFDYW
GQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTS
GVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPP
CPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGV
EVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKA
KGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK

K555

259
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BEQRTTALO1 A BE2AH [F]
B 3:

MGWSCHLFLVATATGVHSQVQLVESGGGVVQPGRSLRLDCKASGITFSNSGMHWYV
ROAPGKGLEWVAVIWYDGSKRYYADSVKGRFTISRDNSKNTLFLOMNSLRAEDTA
VYYCATNDDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEP
VTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTK
VDKRVEPKSC

ITA303
B

MGWSCHLFLVATATGVHSEIVLTQSPDFQSVTPKEKVTITCRASQSIGSSLHWYQQK
PDQSPKLLIKYASQSFSGVPSRFSGSGSGTDFTLTINSLEAEDAAAYYCHQSSSLPFTF
GPGTKVDIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRG
ECQVQLVQSGVEVKKPGASVKVSCKASGYTFINYYMYWVRQAPGQGLEWMGGIN
PSNGGTNFNEKFKNRVTLTTDSSTITTAYMELKSLQFDDTAVYYCARRDYRFDMGFD
YWGQGTTVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGA
LTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKY
GPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVD
GVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTIS
KAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK

BE2RITTAT03 /0 EE2AH [H]
% 3:

MGWSCHLFLVATATGVHSQVQLVESGGGVVQPGRSLRLSCAASGFTFSVYGMNWYV
RQAPGKGLEWVAIIWYDGDNQYYADSVKGRFTISRDNSKNTLYLQMNGLRAEDTA
VYYCARDLRTGPFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHK
PSNTKVDKRVEPKSC

ITA304

BE 1

MGWSCHLFLVATATGVHSEIVLTQSPDFQSVTPKEKVTITCRASQSIGSSLHWYQQK
PDQSPKLLIKYASQSFSGVPSRFSGSGSGTDFTLTINSLEAEDAAAYYCHQSSSLPFTF
GPGTKVDIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRG
ECQVQLVESGGGVVQPGRSLRLDCKASGITFSNSGMHWVRQAPGKGLEWVAVIWY

K555

260
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DGSKRYYADSVKGRFTISRDNSKNTLFLOMNSLRAEDTAVYYCATNDDYWGQGTL

VTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTF
PAVLOSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPA
PEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAK
TKPREEQFNSTYRVVSVLTVLHODWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPRE
POQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDG
SFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK

FE2FTTA104 EE24H [
FESAITTA303 (1) %k 3AH [F]

ITA401: X=2, Y=4; ITC401: X=1, Y=5; ITC402: X=3, Y=3; ITC403: X=4, Y=2;
ITC404: X=5, Y=1; ITC405: X=4, Y=4; ITC406: X=2, Y=2; ITD401: X=5, Y=5;

ITD402: X=4, Y=5; ITD403: X=5,Y=4
B 1

MGWSCHLFLVATATGVHSQVQLVESGGGVVQPGRSLRLSCAASGFTFSVYGMNWV
RQAPGKGLEWVAIWYDGDNQYYADSVKGRFTISRDNSKNTLYLQMNGLRAEDTA

VYYCARDLRTGPFDYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKD
YFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHK

PSNTKVDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV

SQEDPEVOQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKC
KVSNKGLPSSIEKTISKAKGOQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAV

EWESN(GGGGS ) )xEIVLTQSPATLSLSPGERATLSCRASKGVSTSGYSYLHWYQOQKPG

QAPRLLIYLASYLESGVPARFSGSGSGTDFTLTISSLEPEDFAVYYCQHSRDLPLTFGG
GTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSG
NSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC(
GGGGS)yQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNH
YTQKSLSLSLGK

FEOFTTALOL [ 55 24H [
% 3:

MGWSCHLFLVATATGVHSQVQLVQSGVEVKKPGASVKVSCKASGYTFINYYMYW
VRQAPGQGLEWMGGINPSNGGTNFNEKFKNRVTLTTDSSTTTAYMELKSLQFDDTA
VYYCARRDYRFDMGFDYWGQGTTVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVN
HKPSNTKVDKRVEPKSC

5
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ITA402
B

MGWSCHLFLVATATGVHSQVQLVESGGGVVQPGRSLRLSCAASGFTFSVYGMNWV
RQAPGKGLEWVAIIWYDGDNQYYADSVKGRFTISRDNSKNTLYLOQMNGLRAEDTA
VYYCARDLRTGPFDYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKD
YFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHK
PSNTKVDKRVESKY GPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDY
SQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKC
KVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAV
EWESNGGGGSGGGGSEIVLTQSPATLSLSPGERATLSCRASQSVSSYLAWYQQKPGQ
APRLLIYDASNRATGIPARFSGSGSGTDFTLTISSLEPEDFAVYYCQQSSNWPRTFGQG
TKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGN
SQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECG
GGGSGGGGSGGGGSGGGGSGOPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGN
VFSCSVMHEALHNHYTQKSLSLSLGK

BEQANTTAL01 8% 24H [F]
FEIFITTAS02 [ 5% 34H A

TA403
|

MGWSCHLFLVATATGVHSQVQLVQSGVEVKKPGASVKVSCKASGYTFINYYMYW
VRQAPGQGLEWMGGINPSNGGTNFNEKFENRVTLTTDSSTITAYMELKSLQFDDTA
VYYCARRDYRFDMGFDYWGQGTTVTVSSASTKGPSVFPLAPCSRSTSESTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNV
DHKPSNTKVDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSQEDPEVOQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKE
YKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSD
TAVEWESNGGGGSGGGGSEIVLTQSPDFQSVTPKEKVTITCRASQSIGSSLHWY QQKP
DQSPKLLIKYASQSFSGVPSRFSGSGSGTDFTLTINSLEAEDAAAYYCHQSSSLPFTFG
PGTKVDIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQS
GNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGE
CGGGGSGGGGSGGGGSGGGGSGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQE
GNVFSCSVMHEALHNHYTQKSLSLSLGK

BE2ANTTAL03 M) 5% 24H [F]
B3N TTAS03 8 34 7]

K55
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iTA404
BE 1

MGWSCHLFLVATATGVHSQVQLVESGGGVVQPGRSLRLDCKASGITFSNSGMHWYV
RQAPGKGLEWVAVIWYDGSKRYYADSVKGRFTISRDNSKNTLFLQMNSLRAEDTA
VYYCATNDDYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEP
VTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTK
VDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDP
EVOFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSN
KGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWES
NGGGGSGGGGSEIVLTQSPDFQSVTPKEKVTITCRASQSIGSSLHWYQQKPDQSPKLL
IKYASQSFSGVPSRFSGSGSGTDFTLTINSLEAEDAAAYYCHQSSSLPFTFGPGTKVDI
KRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESV
TEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGGGGSG
GGGSGGGGSGGGGSGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCS
VMHEALHNHYTQKSLSLSLGK

FE2ANTTA104 0 5240 [H]
BEIFITTA303 MK 54340 [

iTB101

1

MGWSCHLFLVATATGVHSSERCDDWGLDTMRQIQVFEDEPARIKCPLFEHFLKFNY

STAHSAGLTLIWYWTRQDRDLEEPINFRLPENRISKEKDVLWFRPTLLNDTGNYTCM
LRNTTYCSKVAFPLEVVQKDSCFNSPMKLPVHKLYIEYGIQRITCPNVDGYFPSSVKP
TITWYMGCYKIQNFNNVIPEGMNLSFLIALISNNGNYTCVVTYPENGRTFHLTRTLTV
KVVGSPKNAVPPVIHSPNDHVVYEKEPGEELLIPCTVYFSFLMDSRNEVWWTIDGKK
PDDITIDVTINESISHSRTEDETRTQILSIKKVTSEDLKRSYVCHARSAKGEVAKAAKYV
KQKVPAPRYTVEKCKEREEKIILVSSANEIDVRPCPLNPNEHKGTITWYKDDSKTPVS
TEQASRIHQHKEKLWFVPAKVEDSGHYYCVVRNSSYCLRIKISAKFVENEPNLCYNA
QAIFKQKLPVAGDGGLVCPYMEFFKNENNELPKLQWYKDCKPLLLDNIHFSGVKDR
LIVMNVAEKHRGNYTCHASYTYLGKQYPITRVIEFITLEENKPTRPVIVSPANETMEV
DLGSQIQLICNVTGQLSDIAYWKWNGSVIDEDDPVLGEDYYSVENPANKRRSTLITV

LNISEIESRFYKHPFTCFAKNTHGIDAAYIQLIYPVINGGGGSGGGGSQVQLVQSGVE

VKKPGASVKVSCKASGYTFTNYYMYWVRQAPGQGLEWMGGINPSNGGTNFNEKF

KNRVTLTTDSSTTTAYMELKSLQFDDTAVYYCARRDYRFDMGFDYWGQGTTVTVS
SASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVL
QSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFL
GGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKP

REEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQV

K55
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YTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFF
LYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK

BEQFITTAL03 [ 5E2AH [F]

ITB102

B 1

MGWSCHLFLVATATGVHSSERCDDWGLDTMRQIQVFEDEPARIKCPLFEHFLKFNY

STAHSAGLTLIWYWTRQDRDLEEPINFRLPENRISKEKDVLWFRPTLLNDTGNYTCM
LRNTTYCSKVAFPLEVVQKDSCFNSPMKLPVHKLYIEYGIQRITCPNVDGYFPSSVKP
TITWYMGCYKIQNFNNVIPEGMNLSFLIALISNNGNYTCVVTYPENGRTFHLTRTLTV
KVVGSPKNAVPPVIHSPNDHVVYEKEPGEELLIPCTVYFSFLMDSRNEVWWTIDGKK
PDDITIDVTINESISHSRTEDETRTQILSIKKVTSEDLKRSYVCHARSAKGEVAKAAKY

KQKVPAPRYTVEKCKEREEKIILVSSANEIDVRPCPLNPNEHKGTITWYKDDSKTPVS
TEQASRIHQHKEKLWFVPAKVEDSGHYYCVVRNSSYCLRIKISAKFVENEPNLCYNA
QAIFKQKLPVAGDGGLVCPYMEFFKNENNELPKLOQWYKDCKPLLLDNIHFSGVKDR
LIVMNVAEKHRGNYTCHASYTYLGKQYPITRVIEFITLEENKPTRPVIVSPANETMEV

DLGSQIQLICNVTGQLSDIAYWKWNGSVIDEDDPVLGEDYYSVENPANKRRSTLITV

LNISEIESRFYKHPFTCFAKNTHGIDAAYIQLIYPVINGGGGSGGGGSQVQLVESGGG

VVOQPGRSLRLDCKASGITFSNSGMHWVRQAPGKGLEWVAVIWYDGSKRYYADSVK
GRFTISRDNSKNTLFLOMNSLRAEDTAVYYCATNDDYWGQGTLVTVSSASTKGPSV

FPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLS

SVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFLGGPSVFLFP
PKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTY
RVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEE

MTKNQVSLTCLVKGFYPSDIAVEWESNGOPENNYKTTPPVLDSDGSFFLYSRLTVDK
SRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK

BE2FITTALOA R BE2AH [F]

ITB103

B

MGWSCHLFLVATATGVHSQVQLVESGGGVVQPGRSLRLDCKASGITFSNSGMHWYV
ROAPGKGLEWVAVIWYDGSKRYYADSVKGRFTISRDNSKNTLFLOMNSLRAEDTA

VYYCATNDDYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEP
VIVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTK
VDKRVESKYGGGGSGGGGSERCDDWGLDTMRQIQVFEDEPARIKCPLFEHFLKFNY
STAHSAGLTLIWYWTRQDRDLEEPINFRLPENRISKEKDVLWFRPTLLNDTGNYTCM
LRNTTYCSKVAFPLEVVQKDSCFNSPMKLPVHKLYIEYGIQRITCPNVDGYFPSSVKP
TITWYMGCYKIQNFNNVIPEGMNLSFLIALISNNGNYTCVVTYPENGRTFHLTRTLTV
KVVGSPKNAVPPVIHSPNDHVVYEKEPGEELLIPCTVYFSFLMDSRNEVWWTIDGKK
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PDDITIDVTINESISHSRTEDETRTQILSIKKVTSEDLKRSYVCHARSAKGEVAKAAKYV
KQKVPAPRYTVEKCKEREEKIILVSSANEIDVRPCPLNPNEHKGTITWYKDDSKTPVS
TEQASRIHQHKEKLWFVPAKVEDSGHYYCVVRNSSYCLRIKISAKFVENEPNLCYNA
QAIFKQKLPVAGDGGLVCPYMEFFKNENNELPKLOQWYKDCKPLLLDNIHFSGVKDR
LIVMNVAEKHRGNYTCHASYTYLGKQYPITRVIEFITLEENKPTRPVIVSPANETMEV
DLGSQIQLICNVTGQLSDIAYWKWNGSVIDEDDPVLGEDYYSVENPANKRRSTLITV
LNISEIESRFYKHPFTCFAKNTHGIDAAYIQLIYPVINSGDKTHTCPPCPAPEFLGGPSV
FLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQF
NSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPP
SQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRL
TVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK

BE2FNTTA104 /) BE24H [H)
IIB104
U |

MGWSCHLFLVATATGVHSQVQLVQSGVEVKKPGASVRKVSCKASGYTFTNYYMYW
VRQAPGQGLEWMGGINPSNGGTNFNEKFKNRVTLTTDSSTTTAYMELKSLQFDDTA
VYYCARRDYRFDMGFDYWGQGTTVTVSSASTKGPSVFPLAPCSRSTSESTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNV
DHKPSNTKVDKRVESKY GGGGSGGGGSERCDDWGLDTMRQIQVFEDEPARIKCPLF
EHFLKFNYSTAHSAGLTLIWYWTRQDRDLEEPINFRLPENRISKEKDVLWFRPTLLND
TGNYTCMLRNTTYCSKVAFPLEVVQKDSCFNSPMKLPVHKLYIEYGIQRITCPNVDG
YFPSSVKPTITWYMGCYKIQNFNNVIPEGMNLSFLIALISNNGNYTCVVTYPENGRTF
HLTRTLTVKVVGSPKNAVPPVIHSPNDHVVYEKEPGEELLIPCTVYFSFLMDSRNEV
WWTIDGKKPDDITIDVTINESISHSRTEDETRTQILSIKKVTSEDLKRSY VCHARSAKG
EVAKAAKVKQKVPAPRYTVEKCKEREEKIILVSSANEIDVRPCPLNPNEHKGTITWY
KDDSKTPVSTEQASRIHQHKEKLWFVPAKVEDSGHY YCVVRNSSYCLRIKISAKFVE
NEPNLCYNAQAIFKQKLPVAGDGGLVCPYMEFFKNENNELPKLQWYKDCKPLLLD
NIHFSGVKDRLIVMNVAEKHRGNYTCHASYTYLGKQYPITRVIEFITLEENKPTRPVI
VSPANETMEVDLGSQIQLICNVTGQLSDIAYWKWNGSVIDEDDPVLGEDYYSVENP
ANKRRSTLITVLNISEIESRFYKHPFTCFAKNTHGIDAAYIQLIYPVINSGDKTHTCPPC
PAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHN
AKTKPREEQFNSTYRVVSVLTVLHODWLNGKEYKCKVSNKGLPSSIEKTISKAKGQP
REPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDS
DGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK

FE2FNTTA103 [ BE24H [F]

FEI545
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iTB10S

MGWSCHLFLVATATGVHSSERCDDWGLDTMRQIQVFEDEPARIKCPLFEHFLKFNY
STAHSAGLTLIWYWTRQDRDLEEPINFRLPENRISKEKDVLWFRPTLLNDTGNYTCM
LRNTTYCSKVAFPLEVVQKDSCFNSPMKLPVHKLYIEYGIQRITCPNVDGYFPSSVKP
TITWYMGCYKIQNFNNVIPEGMNLSFLIALISNNGNYTCVVTYPENGRTFHLTRTLTV
KVVGSPKNAVPPVIHSPNDHVVYEKEPGEELLIPCTVYFSFLMDSRNEVWWTIDGKK
PDDITIDVTINESISHSRTEDETRTQILSIKKVTSEDLKRSY VCHARSAKGEVAKAAKYV
KQKVPAPRY TVEKCKEREEKIILVSSANEIDVRPCPLNPNEHKGTITWYKDDSKTPVS
TEQASRIHQHKEKLWFVPAKVEDSGHY YCVVRNSSY CLRIKISAKFVENEPNLCYNA
QAIFKQKLPVAGDGGLVCPYMEFFKNENNELPKLQWYKDCKPLLLDNIHFSGVKDR
LIVMNVAEKHRGNYTCHASY TYLGKQYPITRVIEFITLEENKPTRPVIVSPANETMEV
DLGSQIQLICNVTGQLSDIAYWKWNGSVIDEDDPVLGEDYYSVENPANKRRSTLITV
LNISEIESRFY KHPFTCFAKNTHGIDAAYIQLIYPVTNSGDK THTCPPCPAPEFLGGPSV
FLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVEVHNAKTKPREEQF
NSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPP
SQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRL
TVDKSRWQEGNVFSCSVMHEALHNHY TQKSLSLSLGKGGGGSGGGGSQVQLVESG
GGVVQPGRSLRLDCKASGITFSNSGMHWVRQAPGKGLEWVAVIWYDGSKRY YADS
VKGRFTISRDNSKNTLFLQMNSLRAEDTAVYYCATNDDYWGQGTLVTVSSGGGGS
GGGGSGGGGSGGGGSEIVLTQSPATLSLSPGERATLSCRASQSVSSYLAWY QQKPGQ
APRLLIYDASNRATGIPARFSGSGSGTDFTLTISSLEPEDFAVYYCQQSSNWPRTFGQG
TKVEIK

ITB106
B

MGWSCHLFLVATATGVHSSERCDDWGLDTMRQIQVFEDEPARIKCPLFEHFLKFNY
STAHSAGLTLIWYWTRQDRDLEEPINFRLPENRISKEKDVLWFRPTLLNDTGNYTCM
LRNTTYCSKVAFPLEVVQKDSCFNSPMKLPVHKLYIEYGIQRITCPNVDGYFPSSVKP
TITWYMGCYKIQNFNNVIPEGMNLSFLIALISNNGNYTCVVTYPENGRTFHLTRTLTV
KVVGSPKNAVPPVIHSPNDHVVYEKEPGEELLIPCTVYFSFLMDSRNEVWWTIDGKK
PDDITIDVTINESISHSRTEDETRTQILSIKKVTSEDLKRSYVCHARSAKGEVAKAAKY
KQKVPAPRYTVEKCKEREEKIILVSSANEIDVRPCPLNPNEHKGTITWYKDDSKTPVS
TEQASRIHQHKEKLWFVPAKVEDSGHYYCVVRNSSYCLRIKISAKFVENEPNLCYNA
QAIFKQKLPVAGDGGLVCPYMEFFKNENNELPKLOQWYKDCKPLLLDNIHFSGVKDR
LIVMNVAEKHRGNY TCHASYTYLGKQYPITRVIEFITLEENKPTRPVIVSPANETMEV
DLGSQIQLICNVTGQLSDIAYWKWNGSVIDEDDPVLGEDYYSVENPANKRRSTLITV
LNISEIESRFYKHPFTCFAKNTHGIDAAYIQLIYPVINGGGGSGGGGSEIVLTQSPATLS
LSPGERATLSCRASKGVSTSGYSYLHWYQQKPGQAPRLLIYLASYLESGVPARFSGS
GSGTDFTLTISSLEPEDFAVYYCQHSRDLPLTFGGGTKVEIKRTVAAPSVFIFPPSDEQ
LKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLT
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LSKADYEKHKVYACEVTHQGLSSPVTKSFNRGECGPPCPPCPAPEFLGGPSVFLFPPK
PKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRV
VSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMT
KNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSR
WQEGNVFSCSVMHEALHNHYTQKSLSLSLGK

FE2FNITA30 1/ HE2AH [
ITB107

w1

MGOGWSCHLFLVATATGVHSSERCDDWGLDTMROIQVFEDEPARIKCPLFEHFLKFNY
STAHSAGLTLIWYWTRQDRDLEEPINFRLPENRISKEKDVLWFRPTLLNDTGNYTCM
LRNTTYCSKVAFPLEVVQKDSCFNSPMKLPVHKLYIEYGIQRITCPNVDGYFPSSVKP
TITWYMGCYKIQNFNNVIPEGMNLSFLIALISNNGNYTCVVTYPENGRTFHLTRTLTV
KVVGSPKNAVPPVIHSPNDHVVYEKEPGEELLIPCTVYFSFLMDSRNEVWWTIDGKK
PDDITIDVTINESISHSRTEDETRTQILSIKKVTSEDLKRSYVCHARSAKGEVAKAAKY
KQKVPAPRYTVEKCKEREEKHILVSSANEIDVRPCPLNPNEHKGTITWYKDDSKTPVS
TEQASRIHQHKEKLWFVPAKVEDSGHYYCVVRNSSYCLRIKISAKFVENEPNLCYNA
QAIFKQKLPVAGDGGLVCPYMEFFKNENNELPKLOQWYKDCKPLLLDNIHFSGVKDR
LIVMNVAEKHRGNYTCHASYTYLGKQYPITRVIEFITLEENKPTRPVIVSPANETMEV
DLGSQIQLICNVTGQLSDIAYWKWNGSVIDEDDPVLGEDYYSVENPANKRRSTLITV
LNISEIESRFYKHPFTCFAKNTHGIDAAYIQLIYPVTNGGGGSGGGGSEIVLTQSPATLS
LSPGERATLSCRASQSVSSYLAWYQQKPGQAPRLLIYDASNRATGIPARFSGSGSGTD
FTLTISSLEPEDFAVYYCQQSSNWPRTFGQGTKVEIKRTVAAPSVFIFPPSDEQLKSGT
ASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKAD
YEKHKVYACEVTHQGLSSPVTKSFNRGECGPPCPPCPAPEFLGGPSVFLFPPKPKDTL
MISRTPEVTCVYVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLT
VLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVS
LTCLVKGFYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGN
VFSCSVMHEALHNHYTQKSLSLSLGK

FE2FITA302 A #E24E [F]

# 1

MGWSCHLFLVATATGVHSEIVLTQSPATLSLSPGERATLSCRASQSVSSYLAWYQQK
PGQAPRLLIYDASNRATGIPARFSGSGSGTDFTLTISSLEPEDFAVYYCQQSSNWPRTF
GQGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRG
ECGGGGSGGGGSERCDDWGLDTMRQIQVFEDEPARIKCPLFEHFLKFNYSTAHSAGL
TLIWYWTROQDRDLEEPINFRLPENRISKEKDVLWFRPTLLINDTGNYTCMLRNTTYCS

K555
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KVAFPLEVVQKDSCFNSPMKLPVHKLYIEYGIQRITCPNVDGYFPSSVKPTITWYMG
CYKIQNFNNVIPEGMNLSFLIALISNNGNYTCVVTYPENGRTFHLTRTLTVKVVGSPK
NAVPPVIHSPNDHVVYEKEPGEELLIPCTVYFSFLMDSRNEVWWTIDGKKPDDITIDV
TINESISHSRTEDETRTQILSIKKVTSEDLKRSYVCHARSAKGEVAKAAKVKQKVPAP
RYTVEKCKEREEKHLVSSANEIDVRPCPLNPNEHKGTITWYKDDSKTPVSTEQASRIH
QHKEKLWFVPAKVEDSGHYYCVVRNSSYCLRIKISAKFVENEPNLCYNAQAIFKQKL
PVAGDGGLVCPYMEFFKNENNELPKLOQWYKDCKPLLLDNIHFSGVKDRLIVMNVAE
KHRGNYTCHASYTYLGKQYPITRVIEFITLEENKPTRPVIVSPANETMEVDLGSQIQLI
CNVTGQLSDIAYWKWNGSVIDEDDPVLGEDYYSVENPANKRRSTLITVLNISEIESRF
YKHPFTCFAKNTHGIDAAYIQLIYPVTNSGDKTHTCPPCPAPEFLGGPSVFLFPPKPKD
TLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSV
LTVLHODWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQ
VSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQE
GNVFSCSVMHEALHNHYTQKSLSLSLGK

BE2FNTTASO2F) FE24H [FH]

%1

MGWSCIILFLVATATGVHSEIVLTQSPATLSLSPGERATLSCRASKGVSTSGYSYLHW
YQOQKPGQAPRLLIYLASYLESGVPARFSGSGSGTDFTLTISSLEPEDFAVYYCQHSRD
LPLTFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKV
DNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTK
SFNRGECGGGGSGGGGSERCDDWGLDTMRQIQVFEDEPARIKCPLFEHFLKFNYSTA
HSAGLTLIWYWTRQDRDLEEPINFRLPENRISKEKDVLWFRPTLLNDTGNYTCMLRN
TTYCSKVAFPLEVVQKDSCFNSPMKLPVHKLYIEYGIQRITCPNVDGYFPSSVKPTIT
WYMGCYKIQNFNNVIPEGMNLSFLIALISNNGNYTCVVTYPENGRTFHLTRTLTVKYV
VGSPKNAVPPVIHSPNDHVVYEKEPGEELLIPCTVYFSFLMDSRNEVWWTIDGKKPD
DITIDVTINESISHSRTEDETRTQILSIKKVTSEDLKRSYVCHARSAKGEV AKAAKVKQ
KVPAPRYTVEKCKEREEKILVSSANEIDVRPCPLNPNEHKGTITWYKDDSKTPVSTE
QASRIHQHKEKLWFVPAKVEDSGHYYCVVRNSSYCLRIKISAKFVENEPNLCYNAQ
AIFKQKLPVAGDGGLVCPYMEFFKNENNELPKLOQWYKDCKPLLLDNIHFSGVKDRLI
VMNVAEKHRGNYTCHASYTYLGKQYPITRVIEFITLEENKPTRPVIVSPANETMEVD
LGSQIQLICNVTGOQLSDIAYWKWNGSVIDEDDPVLGEDYYSVENPANKRRSTLITVL
NISEIESRFYKHPFTCFAKNTHGIDAAYIQLIYPVINSGDKTHTCPPCPAPEFLGGPSVF
LFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFN
STYRVVSVLTVLHQDWLNGKEY KCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPS
QEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLT
VDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK

BE2AITTA301 A BE24H [

54
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iTE101

BE 1

MGWSCHLFLVATATGVHSQVQLVESGGGVVQPGRSLRLDCKASGITFSNSGMHWYV
ROQAPGKCLEWVAVIWYDGSKRYYADSVKGRFTISRDNSKNTLFLQMNSLRAEDTA
VYYCATNDDYWGQGTLVTVSSGGGGSGGGGSGGGGSGGGGSEIVLTQSPATLSLSP
GERATLSCRASQSVSSYLAWYQQKPGQAPRLLIYDASNRATGIPARFSGSGSGTDFTL
TISSLEPEDFAVYYCQQSSNWPRTFGCGTKVEIKGGGGSGGGGSQVQLVESGGGVY
QPGRSLRLSCAASGFTFSVYGMNWVRQAPGKGLEWVAIWYDGDNQYYADSVKGR
FTISRDNSKNTLYLQMNGLRAEDTAVYYCARDLRTGPFDYWGQGTLVTVSSASTKG
PSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLY
SLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKY GPPCPPCPAPEFLGGPSVF
LFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVOQFNWYVDGVEVHNAKTKPREEQFN
STYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPS
QEEMTRKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLT
VDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK

FE2RTTA101 85240 [F]
ITE102

MGWSCIHLFLVATATGVHSEIVLTQSPATLSLSPGERATLSCRASQSVSSYLAWYQQK
PGQAPRLLIYDASNRATGIPARFSGSGSGTDFTLTISSLEPEDFAVYYCQQSSNWPRTF
GCGTKVEIKGGGGSGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLDCKASGI
TFSNSGMHWVRQAPGKCLEWVAVIWYDGSKRYYADSVKGRFTISRDNSKNTLFLQ

MNSLRAEDTAVYYCATNDDYWGQGTLVTVSSGGGGSGGGGSQVQLVESGGGVVQ
PGRSLRLSCAASGFTFSVYGMNWVRQAPGKGLEWV AITWYDGDNQYYADSVKGRF
TISRDNSKNTLYLQMNGLRAEDTAVYYCARDLRTGPFDYWGQGTLVTVSSASTKGP
SVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYS
LSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFLGGPSVFL
FPPKPKDTLMISRTPEVTCVVVDVSQEDPEVOQFNWYVDGVEVHNAKTKPREEQFNS

TYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQ
EEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTV
DKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK

FE2RTTA101 5240 [F)

B

MGWSCHLFLVATATGVHSQVQLVESGGGVVQPGRSLRLDCKASGITFSNSGMHWY
RQAPGKGLEWVAVIWYDGSKRYYADSVKGRFTISRDNSKNTLFLOMNSLRAEDTA
VYYCATNDDYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEP

K555
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VTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTK
VDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDP
EVOQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHODWLNGKEYKCKVSN
KGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQK
SLSLSLGKGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFTFSVYGMNWVR
QAPGKCLEWVAHWYDGDNQYYADSVKGRFTISRDNSKNTLYLOMNGLRAEDTAY
YYCARDLRTGPFDYWGQGTLVTVSSGGGGSGGGGSGGGGSGGGGSEIVLTQSPDFQ
SVTPKEKVTITCRASQSIGSSLHWYQQKPDQSPKLLIKYASQSFSGVPSRFSGSGSGTD
FTLTINSLEAEDAAAYYCHQSSSLPFTFGCGTKVDIK

BEOAITTATOA M B 244 [H]

B

MGWSCHLFLVATATGVHSQVQLVESGGGVVQPGRSLRLDCKASGITFSNSGMHWY
RQAPGKGLEWVAVIWYDGSKRYYADSVKGRFTISRDNSKNTLFLOQMNSLRAEDTA
VYYCATNDDYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEP
VIVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTK
VDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDP
EVOFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHOQDWLNGKEYKCKVSN
KGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQK
SLSLSLGKGGGGSGGGGSEIVLTQSPDFQSVTPKEKVTITCRASQSIGSSLHWYQQKP
DQSPKLLIKYASQSFSGVPSRFSGSGSGTDFTLTINSLEAEDAAAYYCHQSSSLPFTFG
CGTKVDIKGGGGSGGGGSGGGGSGGGGSQVQLVESGGGVVQPGRSLRLSCAASGFT
FSVYGMNWVRQAPGKCLEWVAIIWYDGDNQYYADSVKGRFTISRDNSKNTLYLQM
NGLRAEDTAVYYCARDLRTGPFDYWGQGTLVTVSS

BEQRITTALOA MR BE24H ]

BE 1

MGWSCHLFLVATATGVHSEIVLTQSPDFQSVTPKEKVTITCRASQSIGSSLHWYQQK
PDQSPKLLIKYASQSFSGVPSRFSGSGSGTDFTLTINSLEAEDAAAYYCHQSSSLPFTF
GPGTKVDIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRG
ECGSGQVOLVQSGVEVKKPGASVKVSCKASGYTFINYYMYWVRQAPGQGLEWMG
GINPSNGGTNFNEKFKNRVTLTTDSSTTTAYMELKSLQFDDTAVYYCARRDYRFDM
GFDYWGQGTTVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWN
SGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVE
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SKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNW
YVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHODWLNGKEYKCKVSNKGLPSSIE
KTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENN
YKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHY TQKSLSLSLG
K

FE2FNBES S5 TTA30 (R BE2 AN B4 34H [+

B

MGWSCHLFLVATATGVHSEIVLTQSPDFQSVTPKEKVTITCRASQSIGSSLHWYQQK
PDQSPKLLIKYASQSFSGVPSRFSGSGSGTDFTLTINSLEAEDAAAYYCHQSSSLPFTF
GPGTRKVDIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQ
SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRG
ECGGGGSGSQVQLVQSGVEVKKPGASVKVSCKASGYTFINYYMYWVRQAPGQGL
EWMGGINPSNGGTNFNEKFKNRVTLTTDSSTTTAYMELKSLQFDDTAVYYCARRDY
RFDMGFDYWGQGTTVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVT
VSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVD
KRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEV
QFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKG
LPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNG
QPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSL
SLSLGK

FE2FEES S TTASOL [k 2 RN 88 34 7]
ITF101
BE 1

MGWSCILFLVATATGVHSEIVLTQSPATLSLSPGERATLSCRASQSVSSYLAWYQQK
PGQAPRLLIYDASNRATGIPARFSGSGSGTDFTLTISSLEPEDFAVYYCQQSSNWPRTF
GCGTKVEIKGGGGS GGGGSGGGGSGGGGSQVQLVESGGGYVQPGRSLRLDCKASGI
TFSNSGMHWVRQAPGKCLEWVAVIWYDGSKRYYADSVKGRFTISRDNSKNTLFLQ

MNSLRAEDTAVYYCATNDDYWGQGTLVTVSSGGGGSGGGGSEVQLVESGGGVVQ
PGRSLRLSCSSSGFIFSSYDMSWVRQAPGKGLEWVAYISSGGGGTY YPDTVKGRFTIS
RDNSKNTLFLOMDSLRPEDTGVYFCARGGVTKGYFDVWGQGTPVTVSSASTKGPSV
FPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLS
SVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFLGGPSVFLEP
PKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQENSTY
RVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEK TISKAKGQPREPQVY TLPPSQEE
MTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDK
SRWQEGNVFSCSVMHEALHNHY TQKSLSLSLGK

K555
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B 2

MGWSCIILFLVATATGVHSDIQMTQSPSSLSASVGDRVTITCRASGNIHNYLTWYQQ

TPGKAPKLLIYNAKTLADGVPSRFSGSGSGTDYTFTISSLQPEDIATYYCQHFWSIPYT
FGQGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNAL
QSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNR
GEC

iTrioz

B 1

MGWSCHLFLVATATGVHSDIQMTQSPSSLSASVGDRVTITCRASGNIHNYLTWYQQ
TPGKAPKLLIYNAKTLADGVPSRFSGSGSGTDYTFTISSLQPEDIATYYCQHFWSIPYT
FGCGTKLEIKGGGGSGGGGSGGGGSGGGGSEVQLVESGGGVVQPGRSLRLSCSSSGF
IFSSYDMSWVRQAPGKCLEWVAYISSGGGGTYYPDTVKGRFTISRDNSKNTLFLOM
DSLRPEDTGVYFCARGGVTKGYFDVWGQGTPVTVSSGGGGSGGGGSQVQLVESGG
GVVQPGRSLRLDCKASGITFSNSGMHWVRQAPGKGLEWVAVIWYDGSKRYYADSV
KGRFTISRDNSKNTLFLOQMNSLRAEDTAVYYCATNDDYWGQGTLVTVSSASTKGPS
VFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAPEFLGGPSVFLF
PPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNST
YRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVD
KSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK

ORI T TALOA A 55 240 [F]
ITF103
1

MGWSCIILFLVATATGVHSEVQLVESGGGVVQPGRSLRLSCSSSGFIFSSYDMSWVR
QAPGKCLEWVAYISSGGGGTYYPDTVKGRFTISRDNSKNTLFLQMDSLRPEDTGVYF
CARGGVTKGYFDVWGQGTPVTVSSGGGGSGGGGSGGGGSGGGGSDIQOMTQSPSSL
SASVGDRVTITCRASGNIHNYLTWYQQTPGKAPKLLIYNAKTLADGVPSRFSGSGSG
TDYTFTISSLQPEDIATYYCQHFWSIPYTFGCGTKLEIKGGGGSGGGGSQVQLVESGG
GVVQPGRSLRLDCKASGITFSNSGMHWVRQAPGKGLEWVAVIWYDGSKRYYADSV
KGRFTISRDNSKNTLFLOQMNSLRAEDTAVYYCATNDDYWGQGTLVTVSSASTKGPS
VFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSL
SSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKY GPPCPPCPAPEFLGGPSVFLF
PPKPKDTLMISRTPEVTCVVVDVSQEDPEVOFNWYVDGVEVHNAKTKPREEQFNST
YRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQE
EMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVD
KSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK
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FEOFITTA10A I EE 248 [H)

iTF201
BE 1

MGWSCHLFLVATATGVHSQVQLVESGGGVVQPGRSLRLDCKASGITFSNSGMHWY
ROAPGKGLEWVAVIWYDGSKRYYADSVKGRFTISRDNSKNTLFLOMNSLRAEDTA
VYYCATNDDYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEP
VTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTK
VDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDP
EVOFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWILNGKEYKCKVSN
KGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQK
SLSLSLGKGGGGSGGGGSDIQMTQSPSSLSASVGDRVTITCRASGNIHNYLTWYQQT
PGKAPKLLIYNAKTLADGVPSRFSGSGSGTDYTFTISSLQPEDIATYYCQHFWSIPYTF
GCGTKLEIKGGGGSGGGGSGGGGSGGGGSEVQLVESGGGVVQPGRSLRLSCSSSGFI
FSSYDMSWVRQAPGKCLEWVAYISSGGGGTYYPDTVKGRFTISRDNSKNTLFLOMD
SLRPEDTGVYFCARGGVTKGYFDVWGQGTPVTVSS

FE2FNITALO4A4H [A]
ITF202
%1

MGWSCIILFLVATATGVHSQVQLVESGGGVVQPGRSLRLDCKASGITFSNSGMHWYV
RQAPGKGLEWVAVIWYDGSKRYYADSVKGRFTISRDNSKNTLFLQMNSLRAEDTA
VYYCATNDDYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEP
VTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTK
VDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDP
EVOQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSN
KGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQK
SLSLSLGKGGGGSGGGGSEVQLVESGGGVVQPGRSLRLSCSSSGFIFSSYDMSWVRQ
APGKCLEWVAYISSGGGGTYYPDTVKGRFTISRDNSKNTLFLOQMDSLRPEDTGVYFC
ARGGVTKGYFDVWGQGTPVTVSSGGGGSGGGGSGGGGSGGGGSDIQMTQSPSSLS
ASVGDRVTITCRASGNIHNYLTWY QQTPGKAPKLLIYNAKTLADGVPSRFSGSGSGT
DYTFTISSLQPEDIATYYCQHFWSIPYTFGCGTKLEIK

FEOFITTA1044H [H]
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iITF301
1

MGWSCIILFLVATATGVHSDIQMTQSPSSLSASVGDRVTITCRASGNIHNYLTWYQQ
TPGKAPKLLIYNAKTLADGVPSRFSGSGSGTDYTFTISSLQPEDIATYYCQHFWSIPYT
FGQGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNAL
QSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNR
GECGSGQVQLVQSGVEVKKPGASVKVSCKASGYTFTNYYMYWVRQAPGQGLEWM
GGINPSNGGTNFNEKFKNRVTLTTDSSTTTAYMELKSLQFDDTAVYYCARRDYRFD
MGFDYWGQGTTVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSW
NSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTK VDKRY
ESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFN
WYVDGVEVHNAKTKPREEQENSTYRVVSVLTVLHQODWLNGKEYKCK VSNKGLPSS
IEKTISKAKGQPREPQVY TLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSL
GK

BEOFN T TATO3 [ %% 241 [
B3

MGWSCHLFLVATATGVHSEVOLVESGGGVVQPGRSLRLSCSSSGFIFSSYDMSWVR
QAPGKGLEWVAYISSGGGGTYYPDTVKGRFTISRDNSKNTLFLOMDSLRPEDTGVYF
CARGGVTKGYFDVWGQGTPVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPS
NTKVDKRVEPKSC

ITF302

i |

MGWSCIILFLVATATGVHSDIQMTQSPSSLSASVGDRVTITCRASGNIHNYLTWYQQ

TPGKAPKLLIYNAKTLADGVPSRFSGSGSGTDY TFTISSLQPEDIATYY CQHFWSIPYT
FGQGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNAL
QSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNR
GECGGGGSGSQVOLVQSGVEVKKPGASVKVSCKASGYTFTNYYMYWVRQAPGQG
LEWMGGINPSNGGTNFNEKFKNRVTLTTDSSTTTAYMELKSLQFDDTAVYYCARRD
YRFDMGFDYWGQGTTVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPV
TVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKV
DKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPE

VQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNK
GLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLYKGFYPSDIAVEWESN

GQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKS
LSLSLGK
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FEQMIFES 5 ITF301 A A2 RN 3 4 7]

iTF401

B

MGWSCHLFLVATATGVHSEVQLVESGGGVVQPGRSLRLSCSSSGFIFSSYDMSWVR
QAPGKGLEWVAYISSGGGGTYYPDTVKGRFTISRDNSKNTLFLOQMDSLRPEDTGVYF
CARGGVTKGYFDVWGQGTPVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPS
NTKVDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQ
EDPEVOFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCK
VSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVE
WESNGGGGSGGGGSGGGGSGGGGSGGOGGSEIVLTQSPATLSLSPGERATLSCRASKG
VSTSGYSYLHWYQOQKPGQAPRLLIYLASYLESGVPARFSGSGSGTDFTLTISSLEPEDF
AVYYCQHSRDLPLTFGGGTKVEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYP
REAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVT
HQGLSSPVTKSFNRGECGGGGSGGGGSGGGGSGGGGSGGGGSGQPENNYKTTPPVL
DSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK

FE2MTTF101 O EE2AH )
FEIAITTA301 A 4E3AH [F]

B

MGWSCHLFLVATATGVHSQVQLVQSGVEVKKPGASVKVSCKASGYTFTNYYMYW
VRQAPGQGLEWMGGINPSNGGTNFNEKFKNRVTLTTDSSTTTAYMELKSLQFDDTA
VYYCARRDYRFDMGFDYWGQGTTVTVSSASTKGPSVFPLAPCSRSTSESTAALGCL
VKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNV
DHKPSNTKVDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVY
VDVSQEDPEVOQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKE
YKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSD
IAVEWESNGGGGSGGGGSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTITCR
ASGNIHNYLTWYQQTPGKAPKLLIYNAKTLADGVPSRFSGSGSGTDYTFTISSLQPED
IATYYCQHFWSIPYTFGQGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYP
REAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVT
HQGLSSPVTKSFNRGECGGGGSGGGGSGGGGSGGGGSGGGGSGQPENNYKTTPPVL
DSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK

BE2RNFES S T TRI02 [ BE2 AN 55 3AH [

54
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1TF403

1

MGWSCHLFLVATATGVHSQVQLVESGGGVVQPGRSLRLDCKASGITFSNSGMHWYV
RQAPGKGLEWVAVIWYDGSKRYYADSVKGRFTISRDNSKNTLFLOMNSLRAEDTA
VYYCATNDDYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEP
VITVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTK
VDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDP
EVOFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSN
KGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWES
NGGGGSGGGGSGGGGSGGGGSGGGGSDIQMTQSPSSLSASVGDRVTITCRASGNIHN
YLTWYQQTPGKAPKLLIYNAKTLADGVPSRFSGSGSGTDYTFTISSLQPEDIATYYCQ
HFWSIPYTFGQGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQ
WKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSS
PVTKSFNRGECGGGGSGGGGSGGGGSGGGGSGGGGSGQPENNYKTTPPVLDSDGSF
FLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLGK

BE2AITTAL04 M) 55 24H [F]
BEIFNTTFA02) 5% 34H [F]
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i %

ABT-981 (Abbvie)

ABT-98 1 —FPHIIL-1 a / B XUAJ 25 &5 #4315
RIEEREH (DVD-1g) , EFEFKAT
BITERTR (0A)

Anakinra (Biovitrum)

Anakinrasg 5 4H FIEHE{L
ANEANRIZEREEDH)

Avelumab (Merck KGaA)

Avelumab (MSB-0010718C) &4t %PD-L1
(4 AE TR AR (87 BEHT A
(MAb) , FF &P Sk misyT

BCD-100, (Biocad)

BCD-100/2iPD1 B 7 B Hiik, AT
YRIT BRI AR/ e R 40

Bermekimab (XBiotech)

Bermekimab (MABpl) & —Ff#FR T AEANF-1a
BN TIgC1 B pEHiA, HTiHI7 A B mEEm.

FOMFEIR A . RIE R 2 GE (pyoderma gangrenosum)

LM RE 98 (hiradentis suppurtiva) , &5HIGEE
B, JE/4nffiiE (NSCLC) . FERRES. 4R,
FESE . Bl kA (atopic dermatitis) FIEE ).

BGB-A333 (BeiGene)

BGB-A333 &£t A A2 R4 B A8 T 1-Fc ik 1
(PD-L1) B AT G172 S .50 FE ST A

TR I FAE 7

Camrel_izumab Camrelizumab (SHR-1210) #& AVE{LATHIPDL
(Lo fEmEE TG4 BEPUIR, IETE R A FIEE G TT
AR AFD

Canakinumab (Novartis)

Canakinumab (ACZ-885) & —FpHiEANE1B K
NRBTRESR, TER TR HAH 3¢ R 3
14454 1E (cryopirin—associated periodic
syndrome, CAPS) (FIRMXHEMBLEEGE
(familial cold urticaria syndrome, FCAS) .
-F - KEESE (Muckle—Wells syndrome, MWS)
g JLRIFMZ E RE R IEZH (Neonatal-Onset
Multisvstem Inflammatory disease, NOMID)
BHEAEHERGFKT LA (chronic
infertile neurological cutaneous articular
Syndrome, CINCA) )

Z]6A
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Cemiplimab (Regeneron)

Cemiplimab (REGN-2810) f&%1%tPD-1(1
e NIRAL s wE BEfUiA, IF R T-H8hE 16 7

CS-1001 (CStone
Pharmaceuticals)

CS-1001 (WBP3155) f&—Fh5e4
AL B A1HIPD-L1 1gG o vi B2 4iddk,
TF & E 167

Durvalumab
(MedImmune)

Durvalumab (MEDI-4736) &$iPDLI
R, TP TREER

envafolimab (Alphamab)

Envafolimab (KN-035) Jj&# @ PDL1
0 gekdifk, R FREREMGIT

Gevokizumab (Xoma)

Gevokizumab (XOMA-052) Zu[5EHM%E1B
(IL-1B) &a8—FPiR NIEILIgG2H
SeRE DA, T PERR BORE G TT

INJ-63723283
( Johnson & Johnson)

JNJ-3283 (JNJ-63723283) J&HiPD-1
oL, TR TREERGRIT

M-7824 (Merck KGaA)

M-7824 (MSB0011359C) J&#HPD-L1
o or B HUAFITGE B B XU EERE S8R A,
H it y7 fe e

MEDI-0680
(MedImmune)

MEDI-0680 (AMP-514) JfZHiPD-1. 5%
Pk, JFRHTRERE R Qe 76T

MGA-012 (MacroGenics)

MGA-012f& N JEALHPD-1 5 v B fifds,
I H T Ak g 19 6 7

Nivolumab (BMS)

Nivolumab (MDX-1106; ONO-4538)
FEPPD-114 AlgG4 H i fEdiik,
FH T 90 AP g R e (1) 76T

Rilonacept (Regeneron)

Rilonacept (RGN-303;: Arcalyst) J&—Ffh A%
B[R PEPE &R 1 (Cytokine Trap protein) ,
BT & - laf @A & -1b@iEYE, wTH T

TEIT A WA OC R R ZR G fE (CAPS) , — R 5|
P SEPEER (RFERE-TF T IRZEAIE (MWS)

%68
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FIRMEIER T RAEMELEEAE (FCAS) B FEEL HABARSL

Sintilimab Sintilimab/g—Fh4x AFIPD-1 e fEHUIA,
(Innovent Biologics) & B TEEfET

SOBI-006 (Affibody) SOBI-006:& —Fh -1 (IL-1) i),
TFR R FI077 RAETER A RS k%

Spartalizumab Spartalizumab (PDR-001) fZPD-1 AJEfL
(Novartis) TgGafifk, JF K& ATIRIEREIT
6C
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