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[Table 1]
Ec_g |Ec_SN |Ec_g/E|Bc_g |Bc_SN |Bc_g/B|Lm_g |Lm_S |LM_g/
P c_SNP P c_SNP NP Lm_S
NP

Normal |6442 [2553 (2.52 |7600 (2851 |2.67 [4074 |1775 |2.30

Normal (74562 32101 |2.32 |87619 |32496 |2.70  |67207 [29384 |(2.29

DMSO (15168 |5875 |2.58 |13392 |5336 |2.51 |8839 (3375 |(2.62

N2 119369 148095 |2.48  [129119 [49882 |2.59 89423 |41451 |2.16

20cycle 1922 671 2.86 2636 |867 3.04 1476 623 2.37

EDTA |749 271 2.76 |619 232 2.67 (2242 1032 |2.17

* Bc_g, Ec_SNP, Bc_g, Bc_SNP, Lm_g, Lm_SNP: read count 4t-= Y- E}{.

A7 F 19 AdE FE29b-2 240wl 16S iDNA Q]
N8 YEAY ol & 59 E. coli 16S rDNA (Ec_g)i= &
74900 A 119,369 7HA] @714 D Wl =7t Dl x| i=d] o] = <}

=3
o

e

=
)=

=
S
=
=
o
li¢

Ir

ZZ Folt}, 12]1}, SNP 16S DNA (Ec_SNP)ol| A &= A} £
7] Wl F-oll Ec_g/Ec_SNP2] #t-& FZ 710 FaaA <255 F-4 8L
Ne= Gl

ZZ g8o| BAE 4 v YE2] 16S DNA 7| A Wi of ZAS e 9
E3l=ol EAlshE 2 A= FAA Y & GFRAS AT E & 49
LAY T E BA & 2 AR F Ao 9 v g o] 25%0) 7k 4LeE
AbEHE T 53] 20 AFo) E(eycle) 2 oY EDTAZF A 71 ¥4 2HNA =

SNP 16S DNA?] 2]+ B A o] 2 215 3hg 218} 3T},
A71e] AR 2 HE v Y= 2}
Z7 A 16S rDNAS} =

a&ol RAE A=
A ko] Bk g 94 5}

X EEZ Free Text
A E-E 1L Escherichia coli®ll T3l A &% SNP 16S DNA ©]t}.
X Q&= 2= Bacillus cereus®l ™l A 2% SNP 16S DNA ©]|t}.

£

717k o] SNP 16S DNA7} U}oF 3t §-4 2} &%
FE AE S g A S ERIE N A, F
R A= 2 AL F o] 3

32 o rO*'

.

mE




WO 2015/076542 PCT/KR2014/011040
6

X Q&5 32 Listeria monocytogene®ll T3] A|Z=%¥ SNP 16S DNA ©]t},
o

]

] X Q&5 4% Staphylococcus aureus®l) T3l Al 2% SNP 16S DNA ©| T}
3] MAES 5= 168 FA4 S5 98 40 Zefolr 334F0| Tt

] MAES 62 165 FA4 TFS 98 AW Zefolr s11Fo|th.

] MLEST7E 168 FAA TF5 e G Zefol 798RO| .



WO 2015/076542 PCT/KR2014/011040
7

AT
[ 1] a) 16S IDNA A Aol el gd 7| S #y = Qi
& 714 Qo] %] 5kE SNP 16S DNAE A| 2 35}= ¢,
b) +21 thd Al = ofl 4 7] SNP 16S DNAE # 7}5}¢] 16S rDNA <}
EAol FEshE WA
c)bydAl A FEE B4 ¢7]+4]& 53l 165 rDNAS} SNP
16S DNAE -5t A% 3)ste= WA,
d) o)ytAl ol A G 16S IDNAS] %S SNP 16S DNAS] o &

U-0] 16S tDNA Q] %855 H 438+ WA,
£ ¥3lol= 1A A ek 3 o] guk

[81% 2] Al 18l oA,

7% 3] A 13} gvom
] a)§719] 168 rDNA -3 A= RNA R B & H A} §E-g-o

18] 34 cDNAS] S22} B4 7]dk 7239 o] ek uh,
(B2 4] Al 13 WA A 38l 5 o] 1= g o)) Qo] A,

7l RS e e A=A Fefl g A

oz =
N

=
re

A4

S
[%d -3 5] Al 4730l 9lof A,
A7) v A E-& Escherichia coli, Bacillus cereus, Listeria

monocytogenes 2 Staphylococcus aureus Z3-E] A Bl ¥ o] - 3}
O1Q1 FAA FA] Juk A o] 4 Y,

137 6] Al 43l Ao1A
7] AR B BRR, BT R ATHENE AEE of
Sht ol ol Sahiz A B fAA A A8 2P ] 4P .



WO 2015/076542 PCT/KR2014/011040
1/2

Teig. 11

ABST USC 4M4C TR ‘BT 486

JR5E 15

I :
oldeg & DdR e 0jHE e |

A 8 40

ol g By A

HEY  wEp

SNP & DjYe

e big 3% S REEes 8% 21

FEEX (72 M91X) ISAIKR



PCT/KR2014/011040

WO 2015/076542

2/2

Al (72 H91xX) ISA/KR

NN =
(NSRS



INTERNATIONAL SEARCH REPORT International application No.

POT/KR2814/011040

AL CLASSIFICATION OF SUBJECT MATTER
CI20 L68(2006.01)i, CIZN 15/11{2006.01)i

According to International Patent Classification (IPC) or to both national classtfication and IPC

B. FIELDS SEARCHED

Minimum documentation searched (classification system followed by classification symbols)

C120 1/68

Documentation searched other than mintnun documentation to the extent that such documents are included in the fields scarched
Korean Utility models and applications {or Utility models: IPC as above
Fapanese Utility models and applications for Utility models: IPC as above

Electronic data base consulted during the international search (name of data base and, where practicable, search terms used)

eKOMPASS (KIPO internal) & Keywords: 168 rDNA, rRNA, SNP, 168 DINA, quantification, calibration, PCR, ete.”

C. DOCUMENTS CONSIDERED TO BE RELEVANT

Category™ Citation of document, with indication, where appropriate, of the relevant passages Relevant to claim No.
A KR 10-2011-0066018 A (SNU E&DRB FOUNDATION) 16 June 2011 1-6

See the entire document, especially claims 1-5

A BLOK, H. I et al., "Quantitative analysis of 165 rDNA using competitive PCR and the -6
QPCR System 5000" Biotechnigues, vol. 22, no. 4, pages 700-704, April 1997
See the entire document, especially pages 700-702.

A EP 1570086 B1 (ROCHE DIAGNOSTICS GMBH et al.y 20 Febmary 2013 1-6
See the entire document, especially claim 1.

A YOHDA, M. et al., "Quantitative discrimination of 16 § fRMNA genes of Dehalococcoides 1-6
species by Mag8NiPer, a quantitative single-nncleot ide-polymorphism genotyping method”
Biotechnol. Appl. Biochem., vol. 51, Pt. 2, pages 111-117, October 2008

See the entire document, especially abstract.

A SCHABEREITER-GURTNER, . et al,, "168 rDNA-based identification of hacteria 1-6
from conjunctival swabs by PCR and DGGE fingerprinting”

Invest. Ophthalmol. Vis. Sci., vel. 42, no. 6 pages 1164-1171, May 2001
See the entire document, especially abstract.

See patent family annex.

m Further documents are listed in the continuation of Box C.

: Special categories of cited documents: “T7  later document published atter the interational filing date or priority

“A”  document defining the general state of the art which is not considered Gme and not in contlict with the application but cited to understand
to be of particular relevance he principle or theory underlying the mnvention

“E”  eartier application or patent but published on or after the internationsl <X document of particular relevance: the claimed invention camiot be
filing date cousidered novel or canmot be considered to involve an inventive

“L7 document which may throw doubts on priority claim(s) or which is step when the document is taken alone

cited to estzmhsd the publication date of another citation or other

special reason {as specified)

“Y”  document of particular rel ¢; the claimed tnvention cannot be
considered to mvolve an inventive step when the document is

“07  docuraent referring to an orsl disclosure, use, exhibition or other combined with one or more other such documents, such combination

means being obvious 1o a person skilled in the art
WO g emmant il vrior to the mternat it te but later t . '

f document pu'bl.ahed‘pdqr to the international filing date but later than  «g 4o ciment member of the same patent family

the priority date claimed -

Date of the actual completion of the international search Date of mailing of the international search report
AUERRIIARY 2015717 02 < o T
12 FEBRUARY 2015 (12.02.2015) 16 FEBRUARY 2015 (16.02.2015)

Name and matiing address of the [SA/KR Authorized of

Kereas Intellectual Property Office
Govermnent Complex-Dacjecr, 189 Secnsa-ro, Daejeon 302-701,
Republic of Korea

mile MNo. §2-42-472-7140 Telephone No.

Form: PCT/ISA/210 (second sheet) (July 2009}



INTERNATIONAL SEARCH REPORT
Information on patent farnily members

International application No.

PCT/KR2014/811640

Alj 2003-288930 Al
Al 2003-300825 Al

AU 2003-300825 AB

CA 2507236
CA 2507240
CA 2507240
CA 2507933
CA 250
CA 252
ON 17
N
EP
£P
EP
EP
EP
£P
EP
EP
EP
JP

~4
o
[@¢]
a
on
pry

P b et b b i e
(@] -
~
D
j o)

[oa]
>]

=N Dol
W W
=
~

<

JP 04-37737882

SIS
JP 200
JP 20K
JP
JP 2
dP
Us
Us

us

Us 2
Us
us 77
us 81

2

WO 2004~

ST
& L
[
5
[

3D D
]
OO C

WJ
L

o O Q1 61 E

las)

~3 DN ™\
OO OO
[ah I G I G I ]
()] <o}

3,
DO D
D&
)
S
o

S &

N

NI

W0 2004-05¢

WO 2004-05

2
(>4
WO 2004-053

WJ
oo
OO O N
-
(o]

CT“
N
)]

Al
Al
c
Al
C

2 Al

A

co
Al

) AT

A
2!

WO 2004-08795

W0 2004-087950

Al
A
AZ
A3
AZ

A

4
|

.
3

Patent document Publication Patent famuly Publication
cited in search report date member date

KR 10-2011-0066018 A 16/06/2011 NONE

EP 1570086 B 20/02/2013 Alb 2008-288827 Al 30/06/2004

30/06/2004
30/06/2004
30/06/2004
24/06/2004
24/06/2004
24/05/2011

24/06/2004
10/11/2009
14/10/2004
03/05/2006
12/03/2008
08/06/2004
07/09/2005
07/09/2005
4

21/07 /2010
07/09/2005
11/01/2006
11/01/2006
21/03/2012
16/02/2011
02/12/2009
02/12/2009
13/02/2013
16/03/2006
16/03/2006
10/08/2006
21/09/2006
15/10/2009
11/05/2006
26/10/2006
30/11/2008
30/11/2008
23/06/2011
18/05/2010
20/03/2012
24/06/2004
24/06/2004
24/06/2004
23/09/2004
14/10/2004
25/11/2004

Forr PCT/ISA/210 (patent family annex) (July 2009)




TAELHNS
= Al & AR SLA PCT/KR2014/011040
A. B o] &£t= 7€ B F(FA S EFAPC))
C12Q 1/68(2006.01)i, C12N 15/11(2006.01)i
B. ZALE Bk
A HAFA(FAESEF{FE 714D
C12Q 1/68
FAFEL /| F 2okl St A 2w o199 B4
FTEFHBAUNFN W T T LS AUNFTR: ZAE H2FU| 7| AE 1PC
ARGHALLNGFR L dEFNLENAFR: A HATHeed 7|4 [PC
S AZALS] o] 85 <14k doleluo] ~e el wl o] =5 B3 L A Aol Tt A 5))
NCBI PubMed, eKOMPASS (KIPO internal), ‘16S rDNA, rRNA, SNP, 16S DNA, quantification, calibration, PCR, etc.’
c. #EEH
7hell e+ Qewa % v FAE s 492 714 SEEER
A KR 10-2011-0066018 A (A= tHeru kst Eeh) 2011-06-16 1-6
- B AA Fx 53] A7 15,
A BLOK, H. J. et al., ‘Quantitative analysis of 16S rDNA using competitive 1-6
PCR and the QPCR System 5000’
Biotechniques, Vol. 22, No. 4, pp. 700-704, 1997-04
- B5 HAA #Z&. 53] pp. 700-702.
A EP 1570086 B1 (ROCHE DIAGNOSTICS GMBH <) 2013-02-20 1-6
S RE AN AE 58 A7 1
A YOHDA, M. et al., ‘Quantitative discrimination of 16 S rRNA genes of 1-6
Dehalococcoides species by MagSNiPer, a quantitative
single—nucleot ide—polymorphism genotyping method’
Biotechnol. Appl. Biochem., Vol. 51, Pt. 2, pp. 111-117, 2008-10
- BE A @x. 59 2%,
A SCHABEREITER-GURTNER, C. et al., ‘16S rDNA-based identification of bacteria 1-6
from conjunctival swabs by PCR and DGGE fingerprinting’
Invest. Ophthalmol. Vis. Sci., Vol 42, No. 6, pp. 1164-1171, 2001-05
- BE A x50 2%,
F7} 2do] C(A%)9) /) Al o) gl Q5316 23 A8 B L
185 &3 £ : . - 5
PO EEA SR e e T FAENY 0 Fo FANE BHO 2 F A%} FEe
“A" B3] pee] Q= Ao w Hol= dulAel &2 Hojd £ ?%%Uq wre] 71zt He Yy o] B2 ols)e}r] 95 284
=4
SO RS TR P ST o cuaaae g B an 29 samnes 470 w4
com R EaE e T EE R glE Ao® B}
LA A gES AV R R OdEASEEY IAY L, . st e ) a1 = - =
L e R e sl g e Y SRS el g £2 49 2 s} o399 e g2
2ot A2 1 x2ge] BRI A AY G A D 4y
07 AN, AR, AN e B Rg dFdn de £ sdRdel gl= Ao oot
P o) Fo FE oY FAEAY o el FAE £ & AR S ST b Fd
A ZALe] A A gha T A AR 5L g
20159 022 1290 (12.02.2015) 20151 02€ 16Y (16.02.2015)
£ A
=]
(3
AAAA) A7 A= 189, S
: ELXEE IS
22 WG H482 42 472 3473 depile 82424818115

221 PCT/ISA/210 (- W1 A 8-2]) 2015 1€




FAEALE A
& :

FAZLANL
PCT/KR2014/011040

A 2 1 54 0] A

oo sl =5wa TN s 53l=e ML

KR 10-2011-0066018 A 2011/06/16 8=y

EP 1570086 Bl 2013/02/20 AU 2003-289927 Al 2004/06/30
AU 2003-289930 Al 2004/06/30
AU 2003-300825 Al 2004/06/30
AU 2003-300825 A8 2004/06/30
CA 2507236 Al 2004/06/24
CA 2507240 Al 2004/06/24
CA 2507240 C 2011/05/24
CA 2507933 Al 2004/06/24
CA 2507933 C 2009/11/10
CA 2525482 Al 2004/10/14
CN 1768151 A 2006/05/03
CN 1768151 CO 2008/03/12
EP 1426447 Al 2004/06/09
EP 1570070 Al 2005/09/07
EP 1570079 Al 2005/09/07
EP 1570079 Bl 2010/07/21
EP 1570086 A2 2005/09/07
EP 1570086 A4 2006/01/11
EP 1613771 A2 2006/01/11
EP 1613771 Bl 2012/03/21
EP 2284278 Al 2011/02/16
JP 04-377375B2 2009/12/02
JP 04-377378B2 2009/12/02
JP 05-144605B2 2013/02/13
JP 2006-508669A 2006/03/16
JP 2006-508694A 2006/03/16
JP 2006-518189A 2006/08/10
JP 2006-521092A 2006/09/21
JP 2009-252871A 2009/10/15
US 2006-0099596 Al 2006/05/11
US 2006-0240427 Al 2006/10/26
US 2006-0269914 Al 2006/11/30
US 2006-0269922 Al 2006/11/30
US 2011-0151550 Al 2011/06/23
US 7718361 B2 2010/05/18
US 8137616 B2 2012/03/20
WO 2004-053148 Al 2004/06/24
WO 2004-053155 Al 2004/06/24
WO 2004-053457 A2 2004/06/24
WO 2004-053457 A3 2004/09/23
WO 2004-087950 A2 2004/10/14
WO 2004-087950 A3 2004/11/25

X2 PCT/ISA/210 (T]-3- 53] 5-718-4]) (20154 19




	Page 1 - front-page
	Page 2 - front-page
	Page 3 - description
	Page 4 - description
	Page 5 - description
	Page 6 - description
	Page 7 - description
	Page 8 - description
	Page 9 - claims
	Page 10 - drawings
	Page 11 - drawings
	Page 12 - wo-search-report
	Page 13 - wo-search-report
	Page 14 - wo-search-report
	Page 15 - wo-search-report

