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HGLLRLL 
GGCTGAGGGGAGGCCCGGAGCCTTTCTGGGGCCTGGGGGATCCTCTTGCACTGGTGGGTGGA 
GAGAAGCGCCTGCAGCCAACCAGGGTCAGGCTGTGCTCACAGTTTCCTCTGGCGGCATGTAA 
AGGCTCCACAAAGGAGTTGGGAGTTCAAATGAGGCTGCTGCGGACGGCCTGAGGATGGACCC 
CAAGCCCTGGACCTGCCGAGCGTGGCACTGAGGCAGCGGCTGACGCTACTGTGAGGGAAAGA 
AGGTTGTGAGCAGCCCCGCAGGACCCCTGGCCAGCCCTGGCCCCAGCCTCTGCCGGAGCCCT 
CTGTGGAGGCAGAGCCAGTGGAGCCCAGTGAGGCAGGGCTGCT'I‘GGCAGCCACCGGCCTGCA 
ACTCAGGAACCCCTCCAGAGGCCATGGACAGGCTGCCCCGCTGACGGCCAGGGTGAAGCATG 
TGAGGAGCCGCCCCGGAGCCAAGCAGGAGGGAAGAGGCTTTCATAGATTCTATTCACAAAGA 
ATAACCACCATTTTGCAAGGACCEAGGCCACTGTGCGTGACATGCTGGTGGCTCGGACTG 
CTGGCTGCCATGGGAGCTGTTGCAGGCCAGGAGGACGGTTTTGAGGGCACTGAGGAGGGCTC 
GCCAAGAGAGTTCATTTACCTAAACAGGTACAAGCGGGCGGGCGAGTCCCAGGACAAGTGCA 
CCTACACCTTCATTGTGCCCCAGCAGCGGGTCACGGGTGCCATCTGCGTCAACTCCAAGGAG 
CCTGAGGTGCTTCTGGAGAACCGAGTGCATAAGCAGGAGCTAGAGCTGCTCAACAATGAGCT 
GCTCAAGCAGAAGCGGCAGATCGAGACGCTGCAGCAGCTGGTGGAGGTGGACGGCGGCATTG 
TGAGCGAGGTGAAGCTGCTGCGCAAGGAGAGCCGCAACATGAACTCGCGGGTCACGCAGCTC 
TACATGCAGCTCCTGCACGAGATCATCCGCAAGCGGGACAACGCGTTGGAGCTCTCCCAGCT 
GGAGAACAGGATCCTGAACCAGACAGCCGACATGCTGCAGCTGGCCAGCAAGTACAAGGACC 
TGGAGCACAAGTACCAGCACCTGGCCACACTGGCCCACAACCAATCAGAGATCATCGCGCAG 
CTTGAGGAGCACTGCCAGAGGGTGCCCTCGGCCAGGCCCGTCCCCCAGCCACCCCCCGCTGC 
CCCGCCCCGGGTCTACCAACCACCCACCTACAACCGCATCATCAACCAGATCTCTACCAACG 
AGATCCAGAGTGACCAGAACCTGAAGGTGCTGCCACCCCCTCTGCCCACTATGCCCACTCTC 
ACCAGCCTCCCATCTTCCACCGACAAGCCGTCGGGCCCATGGAGAGACTGCCTGCAGGCCCT 
GGAGGATGGCCACGACACCAGCTCCATCTACCTGGTGAAGCCGGAGAACACCAACCGCCTCA 
TGCAGGTGTGGTGCGACCAGAGACACGACCCCGGGGGCTGGACCGTCATCCAGAGACGCCTG 
GATGGCTCTGTTAACTTCT'I‘CAGGAACTGGGAGACGTACAAGCAAGGGTTTGGGAACATTGA 
CGGCGAATACTGGCTGGGCCTGGAGAACATTTACTGGCTGACGAACCAAGGCAACTACAAAC 
TCCTGGTGACCATGGAGGACTGGTCCGGCCGCAAAGTCTTTGCAGAATACGCCAGTTTCCGC 
CTGGAACCTGAGAGCGAGTATTATAAGCTGCGGCTGGGGCGCTACCATGGCAATGCGGGTGA 
CTCCTTTACATGGCACAACGGCAAGCAGTTCACCACCC’I‘GGACAGAGATCATGATGTCTACA 
CAGGAAACTGTGCCCACTACCAGAAGGGAGGCTGGTGGTATAACGCCTGTGCCCACTCCAAC 
CTCAACGGGGTCTGGTACCGCGGGGGCCATTACCGGAGCCGCTACCAGGACGGAGTCTACTG 
GGCTGAGTTCCGAGGAGGCTCTTACTCACTCAAGAAAGTGGTGATGATGATCCGACCGAACC 
CCAACACCTTCCAClZ-QGCCAGCTCCCCCTCCTGACCTCTCGTGGCCATTGCCAGGAGCCCA 
CCCTGGTCACGCTGGCCACAGCACAAAGAACAACTCCTCACCAGTTCATCCTGAGGCTGGGA 
GGACCGGGATGCTGGATTCTGTTTTCCGAAGTCACTGCAGCGGATGATGGAACTGAATCGAT 
ACGGTGTTTTCTGTCCCTCCTACTTTCCTTCACACCAGACAGCCCCTCATGTCTCCAGGACA 
GGACAGGACTACAGACAACTCTTTCTTTAAATAAATTAAGTCTCTACAATAAAAAAAA 
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El?lllm 
></usr/seqdb2/sst/DNA/Dnaseqs.min/ss . DNA22779 

><subunit 1 of 1, 493 aa, 1 stop 

><MW: 57104, pl: 7. 67, NX (S/T) : 2 

MRPLCVTCWWLGLLAAMGAVAGQEDGFEGTEEGSPREFIYLNRYKRAGESQDKCTYTFIVPQ 

QRVTGAICVNSKEPEVLLEINRVHKQELELLNNELLKQKRQIETLQQLVEVDGGIVSEVKLLR 

KESRNMNSRVTQLYMQLLHEIIRKRDNALELSQLENRILNQTADMLQLASKYKDLEJHKYQHL 

ATLAHNQSEIIAQLEEHCQRVPSARPVPQPPPAAPPRVYQPPTYNRIINQISTNEIQSDQNL 
KVLPPPLPTMPTLTSLPSSTDKPSGPWRDCLQALEDGHDTSSIYLVKPENTNRLMQVWCDQR 

HDPGGWTVIQRRLDGSVNFFRNWETYKQGFGNIDGEYWLGLENIYWLTNQGNYKLLVTMEDW 
SGRKVFAEYASFRLEPESEYYKLRLGRYHGNAGDSFTWHNGKQFTTLDRDHDVYTGNCAHYQ 

KGGWWYNACAHSNLNGVWYRGGHYRSRYQDGVYWAEE‘RGGSYSLKKVVMMIRPNPNTE‘H 

Important features of the protein: 

Signal peptide: 

amino acids 1-22 

N-glycosylation sites. 

amino acids 164-168, ‘192-196 

cAMP- and cGMP-dependent protein kinase phosphorylation site. 

amino acids 124-128 

Tyrosine kinase phosphorylation sites. 

amino acids 177-184, 385-393, 385-394, 461-468 

N-myristoylation sites. 

amino acids 12-18, 18-24, 22-28, 29-35, 114-120, 341-347, 

465-471, 473-479 

Amidation site. 

amino acids 373-377 

Fibrinogen beta and gamma chains C-terminal domain signature. 

amino acids 438-451 

Fibrinogen beta and gamma chains C-terminal domain proteins. 

amino acids 305-343, 365-402, 411-424, 428-458 

Trehalase proteins. 

amino acids 275-292 
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FIGURE 3 

CCCACGCGTCCGGCGCCGTGGCCTCGCGTCCATCTTTGCCGTTCTCTCGGACCTGTCACAAA 

GGAGTCGCGCCGCCGCCGCCGCCCCC'l‘CCC'l'CCGGTGGGCCCGGGAGGTAGAGAAAGTCAGT 

GCCACAGCCCGACCGCGCTGCTCTGAGCCCTGGGCACGCGGAACGGGAGGGAGTCTGAGGGT 

TGGGGACGTCTGTGAGGGAGGGGAACAGCCGCTCGAGCCTGGGGCGGGCGGACCGGACTGGG 

GCCGGGGTAGGCTCTGGAAAGGGCCCGGGAGAGAGGTGGCGTTGGTCAGAACCTGAGAAACA 

GCCGAGAGGTTTTCCACCGAGGCCCGCGCTTGAGGGATCTGAAGAGGTTCCTAGAAGAGGGT 

GTTCCCTCTTTCGGGGGTCCTCACCAGAAGAGGTTCTTGGGGGTCGCCCTTCTGAGGAGGCT 

GCGGCTAACAGGGCCCAGAACTGCCATTGGATGTCCAGAATCCCCTGTAGTTGATAATGTTG 

GGAATAAGCTCTGCAACTTTCTTTGGCATTCAGTTGTTAAAAACAAATAGGATGCAAATTCC 

TCAACTCCAGGTTATGAAAACAGTACTTGGAAAACTGAAAACTACCTAAZAEATCGTCTTTG 

GTTGGGCCGTGTTCTTAGCGAGCAGAAGCCTTGGCCAGGGTCTGTTGTTGACTCTCGAAGAG 

CACATAGCCCACTTCCTAGGGACTGGAGGTGCCGCTACTACCATGGGTAATTCCTGTATCTG 

CCGAGATGACAGTGGAACAGATGACAGTGTTGACACCCAACAGCAACAGGCCGAGAACAGTG 

CAGTACCCACTGCTGACACAAGGAGCCAACCACGGGACCCTGTTCGGCCACCAAGGAGGGGC 
CGAGGACCTCATGAGCCAAGGAGAAAGAAACAAAATGTGGATGGGCTAGTGTTGGACACACT 

GGCAGTAATACGGACTCTTGTAGATAAGLILAGTATCTGACTCACGGTCACCTCCAGTGGAAT 

GAAAAGTG'I‘TCTGCCCGGAACCATGACTTTAGGACTCCTTCAGTTCCTTTAGGACATACTCG 

CCAAGCCTTGTGCTCACAGGGCAAAGGAGAATATTTTAATGCTCCGCTGATGGCAGAGTAAA 

TGATAAGATTTGATGTTTTTGCTTGCTGTCATCTACTTTGTCTGGAAATGTCTAAATGTTTC 

TGTAGCAGAAAACACGATAAAGCTATGATCTTTATTAGAG 
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FIGURE 4 

</usr/seqdb2/sst/DNA/Dnaseqs . min/ss. DNA26846 

<subunit 1 of l, 117 aa, 1 stop 

<MW: 12692, pl: 7 . 50, NX (S/T) : O 

MIVFGWAVFLASRSLGQGLLLTLEEHIAHFLGTGGAATTMGNSCICRDDSGTDDSVDTQQQQ 

AENSAVPTADTRSQPRDPVRPPRRGRGPHEPRRKKQNVDGLVLDTLAVIRTLVDK 

Important features: 

Signal peptide: 

amino acids 1-16 

N-myristoylation sites. 

amino acids 18-24, 32-38, 34-40, 35-41, 51-57 
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F GURE 5 

CCCACGCGTCCGCGCAGTCGCGCAGTTCTGCCTCCGCCTGCCAGTCTCGCCCGCGATCCCGG 

CCCGGGGCTGTGGCGTCGACTCCGACCCAGGCAGCCAGCAGCCCGCGCGGGAGCCGGACCGC 

CGCCGGAGGAGCTCGGACGGCATGCTGAGCCCCCTCCTT'I‘GCTGAAGCCCGAGTGCGGAGAA 

GCCCGGGCAAACGCAGGCTAAGGAGACCAAAGCGGCGAAGTCGCGAGACAGCGGACAAGCAG 

CGGAGGAGAAGGAGGAGGAGGCGAACCCAGAGAGGGGCAGCAAAAGAAGCGGTGGTGGTGGG 

CGTCGTGGCCLLIQGCGGCGGCTATCGCCAGCTCGCTCATCCGTCAGAAGAGGCAAGCCCGCG 

AGCGCGAGAAATCCAACGCCTGCAAGTGTGTCAGCAGCCCCAGCAAAGGCAAGACCAGCTGC 

GACAAAAACAAGTTAAATGTCTTTTCCCGGGTCAAACTCTTCGGCTCCAAGAAGAGGCGCAG 
AAGAAGACCAGAGCCTCAGCTTAAGGGTATAGTTACCAAGCTATACAGCCGACAAGGCTACC 

ACTTGCAGCTGCAGGCGGA'I‘GGAACCATTGATGGCACCAAAGATGAGGACAGCACTTACACT 

CTGTTTAACCTCATCCCTGTGGGTCTGCGAGTGGTGGCTATCCAAGGAGTTCAAACCAAGCT 

GTACTTGGCAATGAACAGTGAGGGATACTTGTACACCTCGGAACTTTTCACACCTGAGTGCA 

AATTCAAAGAATCAGTGTTTGAAAATTATTATG'I‘GACATATTCATCAATGATATACCGTCAG 

CAGCAGTCAGGCCGAGGGTGGTATCTGGGTCTGAACAAAGAAGGAGAGATCATGAAAGGCAA 

CCATGTGAAGAAGAACAAGCCTGCAGCTCATTT'I‘CTGCCTAAACCACTGAAAGTGGCCATGT 

ACAAGGAGCCATCACTGCACGATCTCACGGAGTTCTCCCGATCTGGAAGCGGGACCCCAACC 

AAGAGCAGAAGTGTCTCTGGCGTGCTGAACGGAGGCAAATCCATGAGCCACAATGAATCAAC 

GQQCCAGTGAGGGCAAAAGAAGGGCTCTGTAACAGAACCTTACCTCCAGGTGCTGTTGAAT 

TCTTCTAGCAGTCCTTCACCCAAAAGTTCAAATTTGTCAGTGACATTTACCAAACAAACAGG 

CAGAGTTCACTATTCTATCTGCCATTAGACCTTCTTATCATCCATACTAAAGC 
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FIGURE 6 

></usr/seqdb2/sst/DNA/Dnaseqs.full/SS.DNA28498 
><subunit 1 of 1, 245 aa, 1 stop 

><MW2 27 564, pl: l0. l8, NX (S/T) : 1 

MAAAIASSLIRQKRQAREREKSNACKCVSSPSKGKTSCDKNKLNVFSRVKLFGSKKRRRRRP 

EPQLKGIVTKLYSRQGYHLQLQADGTIDGTKDEDSTYTLFNLIPVGLRVVAIQGVQTKLYLA 

MNSEGYLYTSELFTPECKE‘KESVFENYYVTYSSMIYRQQQSGRGWYLGLNKEGEIMKGNHVK 

KNKPAAHFLPKPLKVAMYKEPSLHDLTEE‘SRSGSGTPTKSRSVSGVLNGGKSMSHNEST 

N-glycosylation site. 

amino acids 242-246 

Glycosaminoglycan attachment site. 

amino acids_165-169, 218-222 

Tyrosine kinase phosphorylation site. 

amino acids 93-100 

N-myristoylation site. 

amino acids 87-93, 231-237 

ATP/GTP-binding site motif A (P-loop) . 

amino acids 231-239 

HBGF/FGF family proteins 

amino acids 78-94, 102-153 
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IGURE 7 

AEGCCGCGGCCATCGCTAGCGGCTTGA'I'CCGCCAGAAGCGGCAGGCGCGGGAGCAGCACTG 

GGACCGGCCGTCTGCCAGCAGGAGGCGGAGCAGCCCCAGCAAGAACCGCGGGCTCTGCAACG 

GCAACCTGGTGGATATCTTCTCCAAAGTGCGCATCTTCGGCCTCAAGAAGCGCAGGTTGCGG 

CGCCAAGATCCCCAGCTCAAGGGTATAGTGACCAGGTTATATTGCAGGCAAGGCTACTACTT 

GCAAATGCACCCCGATGGAGCTCTCGATGGAACCAAGGATGACAGCACTAATTCTACACTCT 

TCAACCTCATACCAGTGGGACTACGTGTTGTTGCCATCCAGGGAGTGAAAACAGGGTTGTAT 

ATAGCCATGAATGGAGAAGGTTACCTCTACCCATCAGAACTTTTTACCCCTGAATGCAAGTT 

TAAAGAATCTGTTTTTGAAAATTATTATGTAATCTACTCATCCATGTTGTACAGACAACAGG 

AATCTGGTAGAGCCTGGTTTTTGGGATTAAATAAGGAAGGGCAAGCTATGAAAGGGAACAGA 

GTAAAGAAAACCAAACCAGCAGCTCATT’ETCTACCCAAGCCATTGGAAGTTGCCATGTACCG 
AGAACCATCTTTGCATGATGTTGGGGAAACGGTCCCGAAGCCTGGGGTGACGCCAAGTAAAA 

GCACAAGTGCGTCTGCAATAATGAATGGAGGCAAACCAGTCAACAAGAGTAAGACAACAIAQ 
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FIGU E 8 

></usr/seqdb2/sst/DNA/Dnaseqs.min/ss.DNA28503 
><subunit 1 of 1, 247 aa, 1 stop 

><MW: 27702, p11: 10. 36, NX (S/T) : 2 

MAAAIASGLIRQKRQAREQHWDRPSASRRRSSPSKNRGLCNGNLVDIE‘SKVRIFGLKKRRLR 

RQDPQLKGIVTRLYCRQGYYLQMHPDGALDGTKDDSTNSTLFNLIPVGLRVVAIQGVKTGLY 

IAMNGEGYLYPSELFTPECKFKESVFENYYVIYSSMLYRQQESGRAWFLGLNKEGQAMKGNR 

VKKTKPAAHE‘LPKPLEVAMYREPSLHDVGETVPKPGVTPSKSTSASAIMNGGKPVNKSKTT 

N-glycosylation site. 

amino acids 100-104, 242-246 

cAMP- and cGMP-dependent protein kinase phosphorylation site. 

amino acids 28-32, 29-33 

Tyrosine kinase phosphorylation site. 

amino acids 199-207 

N-myristoylation site. 

amino acids 38-44, 89-95, 118-124, 122-128, 222-228 

HBGF/FGF family proteins. 

amino acids 104-155, 171-198 
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FIGU E 

CTCGCAGCCGAGCGCGGCCGGGGAAGGGCTCTCCTTCCAGCGCCGAGCACTGGGCCCTGGCA 
GACGCCCCAAGATTGTTGTGAGGAGTCTAGCCAGTTGGTGAGCGCTGTAATCTGAACCAGCT 
GTGTCCAGACTGAGGCCCCATTTGCA'I‘TGTTTAACATACTTAGAAAATGAAGTGTTCATTTT 
TAACATTCCTCCTCCAATTGGTTTAATGCTGAATTACTGAAGAGGGCTAAGCAAAACCAGGT 
GCTTGCGCTGAGGGCTCTGCAGTGGCTGGGAGGACCCCGGCGCTCTCCCCGTGTCCTCTCCA 
CGACTCGCTCGGCCCCTCTGGAATAAAACACCCGCGAGCCCCGAGGGCCCAGAGGAGGCCGA 
CGTGCCCGAGCTCCTCCGGGGGTCCCGCCCGCGAGCTTTCTTCTCGCCTTCGCATCTCCTCC 
TCGCGCGTCTTGGACECCAGGAATAAAAAGGATACTCACTGTTACCATTCTGGCTCTCTG 
TCTTCCAAGCCCTGGGAATGCACAGGCACAGTGCACGAATGGCTTTGACCTGGATCGCCAGT 
CAGGACAGTGTTTAGATATTGATGAATGCCGAACCATCCCCGAGGCCTGCCGAGGAGACATG 
ATGTGTGTTAACCAAAATGGCGGGTATTTATGCATTCCCCGGACAAACCCTGTGTATCGAGG 
GCCCTACTCGAACCCCTACTCGACCCCCTACTCAGGTCCGTACCCAGCAGCTGCCCCACCAC 
TCTCAGCTCCAAACTATCCCACGATCTCCAGGCCTCTTATATGCCGCTTTGGATACCAGATG 
GATGAAAGCAACCAATGTGTGGATGTGGACGAGTGTGCAACAGATTCCCACCAGTGCAACCC 
CACCCAGATCTGCATCAATACTGAAGGCGGGTACACCTGCTCCTGCACCGACGGATATTGGC 
TTCTGGAAGGCCAGTGCTTAGACATTGATGAATGTCGCTATGGTTACTGCCAGCAGCTCTGT 
GCGAATGTTCCTGGATCCTATTCTTGTACATGCAACCCTGGTTTTACCCTCAATGAGGATGG 
AAGGTCTTGCCAAGATGTGAACGAGTGTGCCACCGAGAACCCCTGCGTGCAAACCTGCGTCA 
ACACCTACGGCTCTCTCATCTGCCGCTGTGACCCAGGATATGAACTTGAGGAAGATGGCGTT 
CATTGCAGTGATATGGACGAGTGCAGCTTCTCTGAGTTCCTCTGCCAACATGAGTGTGTGAA 
CCAGCCCGGCACATACTTCTGCTCCTGCCCTCCAGGCTACATCCTGCTGGATGACAACCGAA 
GCTGCCAAGACATCAACGAATGTGAGCACAGGAACCACACGTGCAACC'I‘GCAGCAGACGTGC 
TACAATTTACAAGGGGGCTTCAAATGCATCGACCCCATCCGCTGTGAGGAGCCTTATCTGAG 
GATCAGTGATAACCGCTGTATGTGTCCTGCTGAGAACCCTGGCTGCAGAGACCAGCCCTTTA 
CCATCTTGTACCGGGACATGGACGTGGTGTCAGGACGCTCCGTTCCCGCTGACATCT'I‘CCAA 
ATGCAAGCCACGACCCGCTACCCTGGGGCCTATTACATTTTCCAGATCAAATCTGGGAATGA 
GGGCAGAGAATTTTACATGCGGCAAACGGGCCCCATCAGTGCCACCCTGGTGATGACACGCC 
CCATCAAAGGGCCCCGGGAAATCCAGCTGGACTTGGAAATGATCACTGTCAACACTGTCATC 

AACTTCAGAGGCAGCTCCGTGATCCGACTGCGGATATATGTGTCGCAGTACCCATTCEXGC 
CTCGGGCTGGAGCCTCCGACGCTGCCTCTCATTGGCACCAAGGGACAGGAGAAGAGAGGAAA 
TAACAGAGAGAATGAGAGCGACACAGACGTTAGGCATTTCCTGCTGAACGTTTCCCCGAAGA 
GTCAGCCCCGACTTCCTGACTCTCACCTGTACTATTGCAGACCTGTCACCCTGCAGGACTTG 
CCACCCCCAGTTCCTATGACACAGTTATCAAAAAGTATTATCATTGCTCCCCTGATAGAAGA 
TTGTTGGTGAATTTTCAAGGCCTTCAGTTTATTTCCACTATTTTCAAAGAAAATAGATTAGG 
TTTGCGGGGGTCTGAGTCTATGTTCAAAGACTGTGAACAGCTTGCTGTCACTTCTTCACCTC 
TTCCACTCCTTCTCTCACTGTGTTACTGCTTTGCAAAGACCCGGGAGCTGGCGGGGAACCCT 
GGGAGTAGCTAGTTTGCTTTTTGCGTACACAGAGAAGGCTATGTAAACAAACCACAGCAGGA 
TCGAAGGGTTTTTAGAGAATGTGTT'I‘CAAAACCATGCCTGGTATTTTCAACCATAAAAGAAG 
TTTCAGTTGTCCTTAAATTTGTATAACGGTTTAATTCTGTCTTGTTCATTTTGAGTATTTTT 
AAAAAATATGTCGTAGAATTCCTTCGAAAGGCCTTCAGACACATGCTATGTTCTGTCTTCCC 
AAACCCAGTCTCCTCTCCATTTTAGCCCAGTGTTTTCTTTGAGGACCCCTTAATCTTGCTTT 
CTTTAGAATTTTTACCCAATTGGATTGGAATGCAGAGGTCTCCAAACTGATTAAATATTTGA 
AGAGA 
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FlGURE 10 
MPGIKRILTVTILALCLPSPGNAQAQCTNGFDLDRQSGQCLDIDECRTIPEACRGDMMCVNQ 

NGGYLCIPRTNPVYRGPYSNPYSTPYSGPYPAAAPPLSAPNYPTISRPLICRFGYQMDESNQ 

CVDVDECATDSHQCNPTQICINTEGGYTCSCTDGYWLLEGQCLDIDECRYGYCQQLCANVPG 

SYSCTCNPGFTLNEDGRSCQDVNECATENPCVQTCVNTYGSLICRCDPGYELEEDGVHCSDM 

DECSFSEFLCQHECVNQPGTYFCSCPPGYILLDDNRSCQDINECEHRNHTCNLQQTCYNLQG 

GFKCIDPIRCEEPYLRISDNRCMCPAENPGCRDQPFTILYRDMDVVSGRSVPADIFQMQATT 

RYPGAYYIFQIKSGNEGREFYMRQTGPISATLVMTRPIKGPREIQLDLEMITVNTVINE‘RGS 

SVIRLRIYVSQYPF 

Important features of the protein: 

Signal peptide: 

amino acids 1-25 

N-glycosylation sites. 

amino acids 283-287, 296-300 

N-myristoylation sites. 

amino acids 21-27, 64-70, 149-155, 186-192, 226-232, 242-248, 

267-273, 310-316 

Aspartic acid and asparagine hydroxylation sites. 

amino acids 144-156, 181-193, 262-274 

Cell attachment sequence. 

amino acids 54-57 

Calcium-binding EGF-like. 

amino acids 131-166, 172-205, 211-245, 251-286 
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FIGU E 12 

MQELHLLWWALLLGLAQACPEPCDCGEKYGFQIADCAYRDLESVPPGFPANVTTLSLSANRL 

PGLPEGAFREVPLLQSLWLAHNEIRTVAAGALASLSHLKSLDLSHNLISDFAWSDLHNLSAL 

QLLKMDSNEILTE‘IPRDAFRSLRALRSLQLNHNRLHTLAEGTFTPLTALSHLQINENPE‘DCTC 
GIVWLKTWALTTAVSIPEQDNIACTSPHVLKGTPLSRLPPLPCSAPSVQLSYQPSQDGAELR 
PGFVLALHCDVDGQPAPQLHWHIQIPSGIVEITSPNVGTDGRALPGTPVASSQPRFQAE‘ANG 
SLLIPDFGKLEEGTYSCLATNELGSAESSVDVALATPGEGGEDTLGRRFHGKAVEGKGCYTV 

DNEVQPSGPEDNVVIIYLSRAGNPEAAVAEGVPGQLPPGLLLLGQSLLLFFFLTSF 

Important features of the protein: 

Signal peptide: 

amino acids l-18 

Transmembrane domain: 

amino acids 403-418 

N-glycosylation sites . 

amino acids 51-55, 120-124, 309-313 

Tyrosine kinase phosphorylation site. 

amino acids 319-326 

N-myristoylation sites. 

amino acids 14-20, 64-70, 92-98, 218-224, 294-300, 323-329, 

334-340, 350-356, 394-400 

Amidation site. 

amino acids 355-359 

Leucine rich repeats. 

amino acids 51-74, 75-98, 99-122, 123-146, 147-170 

Leucine rich repeat C-terminal domain. 

amino acids 180-230 
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FIGURE 13 

CCAGGCCGGGAGGCGACGCGCCCAGCCGTCTAAACGGGAACAGCCCTGGCTGAGGGAGCTGC 

AGCGCAGCAGAGTATCTGACGGCGCCAGGTTGCGTAGGTGCGGCACGAGGAGTTTTCCCGGC 

AGCGAGGAGGTCCTGAGCAGCA'LQGCCCGGAGGAGCGCCTTCCCTGCCGCCGCGCTCTGGCT 

CTGGAGCATCCTCCTGTGCCTGCTGGCACTGCGGGCGGAGGCCGGGCCGCCGCAGGAGGAGA 

GCCTGTACCTATGGATCGATGCTCACCAGGCAAGAGTACTCATAGGATTTGAAGAAGATATC 

CTGATTGTTTCAGAGGGGAAAATGGCACCTTTTACACATGATTTCAGAAAAGCGCAACAGAG 

AATGCCAGCTATTCCTGTCAATATCCATTCCATGAATTTTACCTGGCAAGCTGCAGGGCAGG 

CAGAATACTTCTATGAATTCCTGTCCTTGCGCTCCCTGGATAAAGGCATCATGGCAGATCCA 

ACCGTCAATGTCCCTCTGCTGGGAACAGTGCCTCACAAGGCATCAGTTGTTCAAGTTGGTTT 

CCCATGTCTTGGAAAACAGGATGGGGTGGCAGCATTTGAAGTGGATGTGATTGTTATGAATT 

CTGAAGGCAACACCATTCTCCAAACACCTCAAAATGCTATCTTCTTTAAAACATGTCAACAA 

GCTGAGTGCCCAGGCGGGTGCCGAAATGGAGGCTTTTGTAATGAAAGACGCATCTGCGAGTG 

TCCTGATGGGTTCCACGGACCTCACTGTGAGAAAGCCCTTTGTACCCCACGATGTATGAATG 

GTGGACTTTGTGTGACTCCTGGTTTCTGCATCTGCCCACCTGGATTCTATGGAGTGAACTGT 

GACAAAGCAAACTGCTCAACCACCTGCTTTAATGGAGGGACCTGTTTCTACCCTGGAAAATG 

TATTTGCCCTCCAGGACTAGAGGGAGAGCAGTGTGAAATCAGCAAATGCCCACAACCCTGTC 

GAAATGGAGG‘I‘AAATGCAT'I‘GGTAAAAGCAAATGTAAGTGTTCCAAAGGTTACCAGGGAGAC 

CTCTGTTCAAAGCCTGTCTGCGAGCCTGGCTGTGGTGCACATGGAACCTGCCATGAACCCAA 

CAAA'I‘GCCAATGTCAAGAAGGTTGGCATGGAAGACACTGCAATAAAAGGTACGAAGCCAGCC 

TCATACATGCCC'I‘GAGGCCAGCAGGCGCCCAGCTCAGGCAGCACACGCCTTCACTTAAAAAG 

GCCGAGGAGCGGCGGGATCCACCTGAATCCAATTACATCTGGEAACTCCGACATCTGAAAC 

GTTTTAAGTTACACCAAGTTCATAGCCTTTGTTAACCTTTCATGTGTTGAA'1‘G'1"I‘CAAA‘1‘AA 

TGTTCATTACACTTAAGAATACTGGCCTGAATTTTATTAGCTTCATTATAAATCACTGAGCT 

GATATTTACTCTTCCTTTTAAGTTTTCTAAGTACGTCTGTAGCATGATGGTATAGATTTTCT 

TGTTTCAGTGCTTTGGGACAGATTTTATATTATGTCAATTGATCAGGTTAAAATTTTCAGTG 

TGTAGTTGGCAGATATTTTCAAAATTACAATGCATTTATGGTGTCTGGGGGCAGGGGAACAT 

CAGAAAGGTTAAATTGGGCAAAAATGCGTAAGTCACAAGAATTTGGATGGTGCAGTTAATGT 

TGAAGTTACAGCATTTCAGATTTTATTGTCAGATATTTAGATG'l‘T'l‘G'Fl‘ACA'l‘TTTTAAAAA 

TTGCTCTTAATTTTTAAACTCTCAATACAATATATTTTGACCTTACCATTATTCCAGAGATT 

CAGTATTAAAAAAAAAAAAATTACACTGTGGTAGTGGCATTTAAACAA'I‘ATAATATATTCTA 

AACACAATGAAATAGGGAATATAATGTATGAACTTTTTGCATTGGCTTGAAGCAATATAATA 

TATTGTAAACAAAACACAGCTCTTACCTAATAAACATTTTATACTGTTTGTATGTATAAAAT 

AAAGGTGCTGCTTTAGTTTTTTGG 
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FIGURE 14 

MARRSAFPAAALWLWSILLCLLALRAEAGPPQEESLYLWIDAHQARVLIGFEEDILIVSEGK 

MAPFTHDE‘RKAQQRMPAIPVNIHSMNFTWQAAGQAEYFYEFLSLRSLDKGIMADPTVNVPLL 

GTVPHKASVVQVGFPCLGKQDGVAAFEVDVIVMNSEGNTILQTPQNAIFFKTCQQAECPGGC 

RNGGE‘CNERRICECPDGE‘HGPHCEKALCTPRCMNGGLCVTPGFCICPPGFYGVNCDKANCST 

TCFNGGTCFYPGKCICPPGLEGEQCEISKCPQPCRNGGKCIGKSKCKCSKGYQGDLCSKPVC 

EPGCGAHGTCHEPNKCQCQEGWHGRHCNKRYEASLIHALRPAGAQLRQHTPSLKKAEEIRRDP 

PESNYIW 

Signal sequence. 

amino acids 1-28 

N-glycosylation sites. 

amino acids 88-92, 245-249 

Tyrosine kinase phosphorylation site. 

amino acids 370-378 

N-myristoylation sites. 

amino acids 184-190, 185-191, 189-195, 315-321 

ATP/GTP-binding site motif A (P-loop) . 

amino acids 285-293 

EGF-like domain cysteine pattern signature. 

amino acids 198-210, 230-242, 262-274, 294-306, 326-338 
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FIGURE 15 

AGAACCTCAGAAATGTGAGTTATTTGGGAATGGCTGTTTGTAAATGTCCTTACGTAAGCCAA 

GAGGAGGTCTTGACTTGGGGTCCCAGGGGTACCGCAGATCCCAGGGACTGGAGCAGCACTAG 

CAAGCTCTGGAGGATGAGCCAGGAGTCTGGAATTGAGGCTGAGCCAAAGACCCCAGGGCCGT 

CTCAGTCTCATAAAAGGGGATCAGGCAGGAGGAGTTTGGGAGAAACCTGAGAAGGGCCTGAT 

TTGCAGCATCAILQATGGGCCTCTCCTTGGCCTCTGCTGTGCTCCTGGCCTCCCTCCTGAGTC 

TCCACCTTGGAACTGCCACACGTGGGAGTGACATATCCAAGACCTGCTGCTTCCAATACAGC 

CACAAGCCCCTTCCCTGGACCTGGGTGCGAAGCTATGAATTCACCAGTAACAGCTGCTCCCA 

GCGGGCTGTGATATTCACTACCAAAAGAGGCAAGAAAGTCTGTACCCATCCAAGGAAAAAAT 

GGGTGCAAAAATACATTTCTTTACTGAAAACTCCGAAACAATTGEACTCAGCTGAATTTTC 
ATCCGAGGACGCTTGGACCCCGCTCTTGGCTCTGCAGCCCTCTGGGGAGCCTGCGGAATCTT 

TTCTGAAGGCTACATGGACCCGCTGGGGAGGAGAGGGTGTTTCCTCCCAGAGTTACTTTAAT 

AAAGGTTGTTCATAGAGTTGAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAA 
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w 
MMGLSLASAVLLASLLSLHLGTATRGSDISKTCCFQYSHKPLPWTWVRSYEFTSNSCSQRAV 

IFTTKRGKKVCTHPRKKWVQKYISLLKTPKQL 

Important features of the protein: 

Signal peptide: 

amino acids 1-23 

N-myristoylation sites . 

amino acids 3-9, 26-32 

Amidation site. 

amino acids 68-72 

Small cytokines (intecrine/chemokine) . 

amino acids 23-88 
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FIGURE 18 

MGLWGQSVPTASSARAGRYPGARTASGTRPWLLDPKILKFVVFIVAVLLPVRVDSATIPRQD 

EVPQQTVAPQQQRRSLKEEECPAGSHRSEYTGACNPCTEGVDYTIASNNLPSCLLCTVCKSG 

QTNKSSCTTTRDTVCQCEKGSFQDKNSPEMCRTCRTGCPRGMVKVSNCTPRSDIKCKNESAA 

SSTGKTPAAEETVTTILGMLASPYHYLIIIVVLVIILAVVVVGFSCRKKE'ISYLKGICSGGG 

GGPERVHRVLFRRRSCPSRVPGAEDNARNETLSNRYLQPTQVSEQEIIQGQELAELTGVTVES 

PEEPQRLLEQAEAEGCQRRRLLVPVNDADSADISTLLDASATLEEGHAKETIQDQLVGSEKL 
FYEEDEAGSATSCL 

Important features of the protein: 

Transmembrane domains: 

amino acids 35-52, 208-230 

N-glycosylation sites. 

amino acids 127-131, 182-186, 277-281 

Glycosaminoglycan attachment site. 

amino acids 245-249 

cAMP- and cGMP-dependent protein kinase phosphorylation site. 

amino acids 260-264 

N-myristoylation sites. 

amino acids 21-27, 86-92, 102-108, 161-167, 242-248, 270-276, 

297-303, 380-386 

ATP/GTP-binding site motif A (P-loop) . 

amino acids 185-193 

TNFR/NGFR cysteine-rich region. 

amino acids 99-139 
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