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<110> KOREA UNIVERSITY RESEARCH AND BUSINESS FOUNDATION
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<170> KopatentIn 1.71

<210> 1
<211> 20
<212> DNA

<213> Artificial Sequence

<220>
<223> oligonucleotide

<400> 1
ctcaggtcga cagtctgegn

<210> 2
<211> 19
<212> DNA

<213> Artificial Sequence

<220>
<223> oligonucleotide

<400> 2
nccattccga ttctaagtg

<210> 3
<211> 40
<212> DNA

<213> Artificial Sequence

<220>
<223> oligonucleotide

<400> 3
gagtccagct gtcagacgen nggtaaggac taagattcac

<210> 4
<211> 19
<212> DNA

<213> Artificial Sequence
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<220>
<223> oligonucleotide

<400> 4
nccattccga ttctaagtg 19
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