1861413
‘I.‘m (19)F 2 REFEMER

/l F (2)%ARAENEA (ADEERH : TWIS6I413B

ey 45248 FERR113(2024) £11 A 11 A

(21)# 3% £ 1 110122529 Q)8 FERE 105(2016) £ 07 B 21 B
(51)Int. CL : C07K16/24 (2006.01) C07K16/28 (2006.01)
CO7K16/46 (2006.01) CI2N15/63 (2006.01)
CI2N5/10  (2006.01)
(30)E %A © 2015/07/23 £B 62/196,170
2015/08/04 £ 62/201,067
2016/06/27 £ 62/355,302

(THFFA - EH MR 5 MEBR MG A R 3 (18 B) BOEHRINGER INGELHEIM
INTERNATIONAL GMBH  (DE)
1
£ 75488812 A T8 (£B) MACROGENICS, INC.  (US)

(72)8 A A : ¥ Av¥ SINGH, SANJAYA (US) ; ;53 PAN,QI(CN) ; x4 2 H#%AF
BARRETT, RACHEL REBECCA (US) ; 3&#4 % # 2 S JOHNSON, LESLIE S.
(US) ; k& #%F% GUPTA, PANKAJ(US) ; B 341 LOW, SARAH (US) ;
% &% WU, HAIXIA (US)

(THRIEA : Tt

(56) % SURK
TW  I733685B US  2013/280256A1

WO 2013/177101A2
#3& X kk Su,Ding-Lei,et al. "Roles of pro-and antiinflammatory
cytokines in the pathogenesis of SLE." J Biomed Biotechnol. 2012
Feb 15, pl-15.
435 Bk Lubberts, E. “The IL-23-IL-17 axis in inflammatory
arthritis.” Nat Rev Rheumatol 11, 415-429, Published:28 April
2015.

FEAR MHEER

FiHEASE AR C 16 7R Bl X2 6 #376 B

(54) % #%
$or IL-23A 2 B g /56 B F(BAFF) 2 b4 A L A%
CULE S

AAB T RGN E7 TL23A R BAFF #yibé4s ~ 5 Febtnah b R AR ik o IF
#HRILE LS MR A MM ~ B R E L Tk -

The disclosure relates to compounds specific for IL23A and BAFF, compositions comprising the
compounds, and methods of use thereof. Nucleic acids, cells, and methods of production related to the

compounds and compositions are also disclosed.
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[ 3230847 ] COMPOUND TARGETING IL-23A AND B-CELL

ACTIVATING FACTOR (BAFF) AND USES THEREOF
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€39
The disclosure relates to compounds specific for IL23A and BAFF, compositions
comprising the compounds, and methods of use thereof. Nucleic acids, cells, and
methods of production related to the compounds and compositions are also
disclosed.

[EefsRE]] 35 (1A ) B -

[RE 2ot B A ]

jyS—
VNN

(R B

PI-24210 % 1 HEHEE)
110122529 FELGESE A0202 1103195553-0



1861413

[#9HERHE ]
[ o3 BH TR ) A IL-23 ABEBARAR S (LR +(BAFF) Z (L&Y K H A 2
[ 313734 BH4%% ] COMPOUND TARGETING IL-23A AND B-CELL
ACTIVATING FACTOR (BAFF) AND USES THEREOF
MHER R EE 25
[0001] AHFEFERBHEAMEERN2015F7 H23H
RIDEFZEHEBEBREFEFO62/196,17058 5 20154
SHAHE M HH Z25%662/201,067% 5 LLE201646H
2THRIMHEFZH62/355,3025; Z HFHZ @R > It
LT HBHEZEEE HECOMPOUND TARGETING
IL-23A AND B-CELL ACTIVATING FACTOR
(BAFF) AND USES THEREOF » Filifr A HFHEZ
= ANEELUSIHZ A AER -
[ Fehlgesis]
[0002]) AXEHGMENEEIL-23AHBYHEE(LK T
(B-cell activating factor; BAFF) L&Y Kk H H
[SeRisiT]
[0003] HXAFRIFHEUBMAEMFTFN R KLEENER
e fFE - Z80m 0 F 3 R R A R T HEY B 8RR & R W 2 E
BEXMEERE AR RBERKAERAEEERHAE Z2FIE - &
Fr B % 84 1L1-BAFF-TNF-o-IL6-IL12-IL17 -
IL18 RITL23 7 fg kM4l /> &2 B3 R KGR EA
B HY R BR AR o ZRTM 0 R B 2 MW BE MR ' Ay —

PI-24210 % 1 B(RHREE)
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THRESEREERAMATERCGFEER 2R ERNE B
kM ER

[0004] s+ B F23(IL23) {4 — fE 5 W (& o8 BB iz p40
BlplOH KR _ERMMHTE - plom B RER
IL-23A - #EEpl9s B BIL23 B HFH » Hp40oh B (i
BLA B ZIL12H Z-IL23 EHFR ABBREMETh17 98T
Ko KM EE4HHI (innate lymphoid cell; ILC)
EEHEEN T L =TFEHEEEENE I HRS X KES
FPIL17 ~ TL22 R H M i » ZWE £ - IL23REEE
cEHEBBMMPORY L - EinMmE AWK BPCD8+T
M S H T HEHEEEBENSEE - Z4 > 551L6 K
TGFP1 » IL23f| 4 9] % CD 4+ THHFd (naive CD4+ T
cell) 7L Th1 74 M - 8% > Th1 74 X EAEILLT >
TL17f% — TR XMMME R - HKB5 TS 830 f %
S$EAIL1 ~ IL6 » TNF-o » NOS-2 2 {8 % M 400/ £ 8y
EE T HARFEBHEXRBREMNOBLCNERZR
B IL23E MMM e EELFERN  HEREE 2
BEHBEHAIL2IRGTEMEENILI2ZEE ZILI2B1 5
B - IL23RZZHZMRANF ERBEMMBE - L H
TEETHM 228 (afpBys TCR+) KRNKHM E#
3% B -

[0005] FE/NE T > IL23pl19E KWW E RN KR EH
IL23TRERy BEEM®RL  HEEREBESNTHRENE R
ERE BFEIERFEEEEREOCNEE KD K 2EN

PI-24210 % 2 B(RHREE)
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E % A B B X B ( Ghilardi N % A - (2004) 7.
Immunol. 172 (5): 2827-33) - {Ff % & MW (LE -
MET R K XMBRZBHYHERMF - 6D TIL23p40 5
IL23pl19 f+ — & = & &k P IL23 % #8 2 4+ — @2 B (I
(TL23REIIL12p1 )W E N AR /NE B I T K& E Y
fEAR - FEAET A ERIL23pl I il E & ERH T
BMUGEER  THTHHE N ENEEXERNE -SSP FET
IL23FF L EEREEFTHIMHEM(Chen Y. % L (2006)

J. Clin. Invet. 116(5):1317-26 ; Elson CO. %

=q1

A ) (2007) Gastroenterology 132(7):
2359-70 ) o f/ W B TIL23ER M H X Ty EEKE
( LangowskiZ% A » (2006) Nature 442 (7101):
461-5 ; Kikly K % A » (2006) Curr. Opin.
Immunol. 18 (6): 670-5) - 54 £ 5 HIL23E
ECRE R TIL23EZEXRMEGB R Kk XHEERBRERRFTH
FERZE(AdamopoulosZHE A > (2011)J. Immunol.
187: 593-594 ; KLangris®% A > (2005) J. Exp.
Med. 201:233-240) - EfF#EFRTHRIL23 /) EMHE
Bl g aBl TIL23 - AN IHFMM T RIL22 B 5P i 2
MBI B (SherlockZ A » (2012) Nat. Med. 18:
1069-76) -

[0006]) B 4 fu & 1Eb + (B-cell activating
factor; BAFF)GR -l TR >  HERBEEHEILEKN T

(tumor necrosis factor; TNF)IEBEBBxFKE » I &5

PI-24210 % 3 B(RHREE)
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% # BAFF-R (BR3) - TACI ( transmembrane
activator and calcium modulator and
cyclophilin ligand interactor ; §& & b F #1 45 3
i F KR EBEZEEEBEAEMFHAKRF) KBCMA (B-cell
maturationantigen; BA UK AP R DAY EC &2 - BAFF
HEZRZEWNMETFEMEEZHE NP K 45 B4 i
DHEHNER HEBEXEERINEKYE AR E KR EKRE
H- - BERBANNEEBAFF K YEY & FEE % &EKFE
MAKEREBIEH 2E#RBE HKEBETEIREESH
MieEBRE - BERERB M ERREME HELAHE S
SR HSE S END - B IRE KB R OR MR A
FHEBREEREERBANBEANBAFFAKY - Wt #H
HZHRZHREBAFFZELALLUELAREBEALSEREROBE -
[0007] BAFF 7 DL = & B X 7 £ @ B & &
(mMbBAFF) » il A =% B BAFF (sBAFF) K 60 (#
BAFFE B (BAFF 60mer) 4K ZEBT A - & KB
FHHBEEERAEREHEZE T EERY XA ZBAFFH HH
HEM - MTfEIE > BAFF& &G EZ =1 %# > BAFFR
(BR3) - TACI K BCMA - % 7§ 5% E i 2 (APRIL) {4
TNFZBEEBEXRETHN —HMEBKE EETRMEBETACI
KBCMAH S HMMESEE - BB AWMEAPRIL:BCMA
HEMHFMAME - BAFF:BCMAM G fFH B A &B MM
(IL-2pM) - THEGERERNL AFEEZFEM (Bossen
K Schneider » 2006 )

PI-24210 % 4 B(RHREE)
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[0008) TR F 25 MHALABIIKIE (systemic lupus
erythematosus; SLE)W BT REHFRXEHEE (4
WE M) PUEKERBKEATNBEEBAFF - A/ A BAFF T
EBiBERRGFENHMBBRE (KalledFE A - 2005
MackayZ% A >2003:Smith ) Cancro>2003;: Patke
F AN 2004) - FHBAFFIREMEBAHY B & ILE P
CEBE /NKICIHUME » & ¢ F 4 W /NE B K 4
(proximal tubular epithelial cell; PTEC) A Y
= J\ER B i B (glomerular basement membrane;
GBM) - HE/NKABEKBEEHSE - LFEICIHE M
el e KT MHaMEKEGE EMmENkzESERBES - H
ZIHEEMEl (MC -~ PTEC ~ B R4 4 4R - N 241 M )
ELEWNEXRNE (FlW - IL6 - IL8 - MCP-1) #5 f 1
ot AR 2 (@l > BAAL ~ TH MY ~ 1ot 2 AR 4 il -
oM i Bk OK B WE4HRE ) ho B R B -

[0009] #i BAFF B # # # H Ffl K B i
(belimumab) (Benlysta®)E#HE TR ERBIABW
REIEES TEHEARAL2FHAMIEE(SLE)H & &R
THEEFGE AW HFRKBEHRIESLEE & T 0 I
ZE@ETH LHEFEMEE RO B (Furie®% A
20101) - A HFEEZEAH MR HAEY HRE
ERTEAF BB R EBERIREBRER - L4 HEFREGE
0y 5 A FE 7o ET RN B 2 By 1% 8% 0 DL [E K B G R BE B AV R
z[go

PI-24210 % 5 B(RHREE)
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(@ EENEZY

[0010])] A XMMEHHFRERNBAFF RIL23AN LG
v -BakBLteanda bl Rkt ELeay ez
{5 A B ZHE -

[0011])] ABAREZEBEEGHEN —HEBIFE —FNREK
BE_SZHRWBLEY o Hf o

(A) ZE—ZHREE

(i) HERFEF - EEONE -—REKREDQD(VLL) ZK
s ]S

(ii) FERE _BEEONE _2EKXEQ(VH2) Z H
A S DK

(i) & - EH K & E2(CH2) kR #H # 5 & & 3
(CH3) ; D Kk

(B) &% _ZKBE o :

(i) FERZRE_EEANE _REIREAD(VL2)Z
I

(il) FERZE "BEEANE -2 BEXEAQ(VHL) Z

B WS

oo

a) ZVLIBVHIG G U REcZS " HEEBANE S
fir B s

b)Z VL2E VH2®H s LIPRE GaZ B _EEBNE G
fir B s

PI-24210 % 6 H(EHHRAZR)
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c)ZEHKEEE?2 (CH2))EZREKabat T HEU &K 5]
WO BE2S2RAV M IERE W E2S54RBVAMRIERE KU B
2565 HY & i B - Dl Kk

d)#z % L EBHHBAFFHZ S — L EHHIL-23AK
ZH —HEBRIL-23AHZE _LEHHABAFF -

H H

(1) ZVLI1A EQ ID NO:2 % VHIHBESSEQ ID

=S
NO:1>»#% VL2 &SEQIDNO:4 K#ZVH2B &SEQ

4SEQ ID NO:4 » %2VHIHEEZSEQ ID
NO:3>#%VL2HEHESSEQIDNO:2: X#Z VH2HE &SEQ
ID NO:1 : B
(iii)®%Z VLIBEH SSEQIDNO:85:3% VH1HE &SEQID
NO:84 > VL2H =ZSEQIDNO:4 k#Z VH2H & SEQ
ID NO:4 ; =
(iv) ZVLIBESSEQ ID NO:4 > 3% VH18E &SEQ ID
NO:3'#%ZVL2HESEQIDNO:85" x#% VH2HE & SEQ
ID NO:84 ; H,

(v) #%ZVLIBESSEQIDNO:87 3% VH1HE &SEQID
NO:86°"3#% VL2HE ASEQID NO:4> K#Z VH2HE & SEQ
ID NO:3 . B
(vi) ZVLIBESSEQ ID NO:4 > 3% VH18E &SEQ ID
NO:3'#%ZVL2HESEQIDNO:87 x#% VH2HE &SEQ
ID NO:86 ; E

PI-24210 % 7T B(RHREE)
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(vii) ZVLIEESSEQIDNO:89 » %2VH1H &SEQ
ID NO:88 » % VL2 &SEQ ID NO:4 - K#% VH2H
4SEQ ID NO:3 ; 5

(viii) #ZVLIBEESEQ ID NO:4 > #%VH1I1H&SEQ
ID NO:3 » %ZVL2HBEASEQ ID NO:89 » x#% VH2H
4SEQ ID NO:88 ; H

(ix) ZVLIBEHSSEQIDNO:91:3%VH1&E&SEQID
NO:90 3% VL2H SZSEQIDNO:4> X#Z VH2H &SEQ
ID NO:3 . B

(x) #%ZVLIBESSEQ ID NO:4 3% VH1I18E &SEQ ID
NO:3'#%ZVL2HESEQIDNO:91°> Xx#% VH2HEH & SEQ
ID NO:90 -

(0012] HE—-&&FHEMNT > &ZE—-ZHRE T ESZ
%

VLIEZVH2 ZENE —~#HFT-HZE _FHRE—-FE
@& V0L2HEZ VHI Z BB S Z#@FE T - £ — & F G
T ZmB —#EFTHZST _HEHFEFTEOEERFI

GGGSGGGG (SEQ ID NO:69) - 7f — & 2 i ] f >
ZoE — BT RSB _HEBETAESRERFY
GGGSGGGG (SEQ ID NO:69) - ff — & & i #l
WE - — A AR VH2EZ VLI B % & HE
WE=—Hd#EF HzBE _ZHRE-FPEAZVHIZ®& (I
VHIBCRIGE ) s VL2 2% (FVL2HWCRimE ) #Y
HEF o E—BEHEAT  ZE -SRIz = E
F = = i i P 51

s

PI-24210 % 8 H(RHHRAE)
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GGCGGGEVAACEKEVAALEKEVAALEKEVAAL
EK (SEQ ID NO:82) > H#Z % LIk F M #PFF
& = 73 B i3 7 ¢l
GGCGGGKVAACKEKVAALKEKVAALKEKVAA

LKE (SEQ ID NO:83) - FHMEmRB T » &Z%E — %

W z % %5 = HE B F 82 @ K & B K Y
GGCGGGKVAACKEKVAALKEKVAALKEKVAA
LKE (SEQ ID NO:83) » H#azx%s — % kx5 5 U H #
¥ = = H B B& F? 5]
GGCGGGEVAACEKEVAALEKEVAALEKEVAAL
EK (SEQ ID NO:82) - ff —®EHwmPl & » &% FE— %K
Z w5 = # B O+ 44 4 B & B F Y

GGCGGGEVAACEKEVAALEKEVAALEKEVAAL
EK (SEQ ID NO:82) = B # & & 7
GGCGGGKVAACKEKVAALKEKVAALKEKVAA
LKE (SEQ ID NO:83) - FHMEHM T > %% =%
R oz 2 % W o# B o7 "2 9 & £ B OB S
GGCGGGEVAACEKEVAALEKEVAALEKEVAAL
EK (SEQ ID NO:82) = B # & & 7

GGCGGGKVAACKEKVAALKEKVAALKEKVAA

LKE (SEQ ID NO:83) - F —S&HHH T » &% =H
EFTrHEalEMERFIVEPKSC (SEQ ID NO:72) 5k
EBFIFNRGEC (SEQ ID NO:71) £ — & & J {l

o e EETFE e ABRF Y FNRGEC (SEQ 1D

PI-24210 %9 B(RHREE)
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NO:71)EBEMKFIVEPKSC (SEQ ID NO:72) -
F—SmEgmeh  ZE-_H#BFERAEERFT
VEPKSC (SEQ ID NO:72) K ZFNWHEHE T KE
M F 5 FNRGEC (SEQ ID NO:71) -

[0013])] fFE—-—®FHHT > Z2F —FNE—FE S &
VH2EZ VLT (WA RHEIE ) HEgEE 2 MeyE# K E
BIM(CHL) Hz 38 —~ZH#E - FPHEHESHZVHIBE VL2
(HARHEA) ZCRInENWKB#ERE&EEH(CL) » HF
ZCLBIZCHIEH " HmBEHFEGE —ELUPELCIE - 7F—
g pf o zFE —#@EF (ZVLIBEZVH2ZH ) =

s —HET (ZVL2EZVHIZE) B2 EKFI
GGGSGGGG (SEQ ID NO:69) - ff— & & I fl T -
o — H BT KZSE _HBETHEHSEERRFY
GGGSGGGG (SEQ ID NO:69) - ff— & & I fl T -
Ze —ZMRE-TPBEETZVH2EZVLL (R R M8 AED)
PZCHIZHWNWS =Z®EE T HZBF_Z2RE-TES

Z VHIEZ VL2 (HARMEA ) Bz CLZ HAY S U E
ToE—EFEAT B EHETRZENEETH
b &S LGGGSG (SEQ ID NO:70) - £ — &£ H I
e - B _HE@FETAZzENEZETESEERRF
LGGGSG (SEQ ID NO:70) - f£f —E£&FH > &3

—HEE TR/ ZFENEE TG E LN EREE - E
—EEEAT ZEZEBEETR/AZBUEETHESH

PI-24210 % 10 H(EEHHRAE)
110122529 F B4 A0202 1103195553-0
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E B K % GGCGGG (SEQ ID NO:135) =
LGGCGGGS (SEQ ID NO:136) -
[0014])] fF—®EHFEA T > ZE#HEREE2 (CH2)E
CHREBANEREBKabat T WEURSIHFHRAME234
EHI AR R BE235EN A KRB -
[(0015])] ZE—®EFHEMA T H ZREE  ZEHEEEE?2
(CH2)H sz BN e &3 (CH3))ZHAEMREFIEER
IgGlE I BNIgGd - fF—HFHH T > ZR#EEED
B & B & % EPKSCDKTHTCPPCP (SEQ 1ID
NO:76) - SEQIDNO: 762 #ETFTHENBFUWSEQ ID
NO:5&fkth - EHMERA S > KEEB S HERFT
LEPKSSDKTHTCPPCP (SEQ ID NO:130) - SEQ
ID NO:130Z R EFHENP MWSEQ ID NO:9 % ik
foe E X HMrE KA T > REEE S RERF T
ESKYGPPCPPCP (SEQ ID NO:134) - SEQ ID
NO: 134 B WEFENRPFMSEQ ID NO:13 % fkH -
[0016])] 7FE—®EHHEM T ZLtecWBAWEZE —%
Rk WmMEZE R EPFZmMESES -—SRE&HED —F
“HgasE — & - EF-EFHEAT zbaWE S W E
ZE—FZRKEMEZE LR HEPzmESE—%RKEH
Er—E_HmBEGFEeT —EBHETRZEE-—FRZ2ZE
KmEL-—E_HBEGFESE—@ZBE LK -
[(0017] 4 — %56+ -

PI-24210 % 11 HEEHRAE)
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(i) ZE—%KBAESEQ ID NO:5” i ERFFY K%
E %A ASEQ ID NO:6~ B FFol s =

(ii) LB —%KBAESEQ ID NO:7” ERFFY K%
B %A ASEQ ID NO:8 Al fFFol: =
(iii)ZFE—%KBAESEQ ID NO:9” i E B FF ¥l K& #%
F_ZMBEASEQ ID NO: 10 kAR ; K

(iv) Z% —ZMKBEEZSEQ ID NO:11ZEEMKFI X
ZE_HZREESEQ ID NO:12Z AR FS &
(v) %% —%MKBEESEQ ID NO:13 2 EMRKF?I K
Z B _ZMHBEESEQ ID NO: 14 AP & =
(vi) Z% —ZMKBEZSEQ ID NO:15Z AR I X
ZE S KBEESEQ ID NO: 167 BEMEY =
(vii) #ZFE—-ZKBEBEZSEQ ID NO: 17 fgAEMKFRF7
K#ZEZHZKREEZSEQ ID NO:I8Z AR FH &
(viii) #ZFH—-ZMKRBEBEZSEQ ID NO:19 X fix &M ¥l
K#ZE %MK EEZSEQ ID NO: 20 AR Y =
ZSEQ ID NO: 217 AKRFI K
Q ID NO:22 7 Fr A B ¥ & =

a
E
B4 SEQ ID NO: 23 - EMFEI K
E
] a

0

0

Q ID NO:24 7 Fr A B 5 =
SEQ ID NO:25 2 A K% &
EQ ID NO:26 > WA B FY 5 =
(xii) &% —-FHEEZSEQ ID NO:27 7 g & & Fr ¥l
K#ZE %MK EESEQ ID NO: 28 Y AR =

nx%ﬂ HK@/EI\

PI-24210 % 12 HEHRAE)
110122529 F B4 A0202 1103195553-0
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(xiii) #ZFH—-ZFZMHRBEBEZSEQ ID NO:29 fix &M ¥
KZE _%KkE&SEQ ID NO:30 > frAEEsFFFol =
(xiv) #ZE—-ZHKBESEQ ID NO:31 Z kA B P75l
K#ZEZHZKEEZSEQ ID NO:32Z AR FH &
(xVv) %% — % BE&SEQ ID NO:33xHMEMRFEY &
Z B %M BEESEQ ID NO:34 7 A F I & =

(xvi) #ZFE—-—FZHKBASEQ ID NO:35 A M Fr ¥l
KZE _%KkE&SEQ ID NO:36 7 & B FF ol =
(xvii) ZFE —FZHKBASEQ ID NO:37 7 i & B Fr ¥l
KZE % KkE&SEQ ID NO:38 2 A B FF ol =
(xviii)ZE —ZLHKBEBESEQ ID NO:39 & 7
K#ZFE %MK EESEQ ID NO:40 A » =
(xix) BZE—ZHKBEZSEQ ID NO:41 7 i A B P 5l
K#ZEZHZKREEZSEQ ID NO:42Z AR FH &
(xx) Z% —%MKBESEQ ID NO:43 2 EMRKFI K
Z B _ZMHBEESEQ ID NO:44 7 KM 5 =

(xxi) #&ZB—-FZKBEASEQ ID NO:45 fix & B Fr 7
K#ZE %MK EESEQ ID NO:46 2 A =
(xxii) ZE—ZHKBEZSEQ ID NO:47 7 i & B ¢ ¥l
K#ZE %MK EESEQ ID NO: 48 EMFY » =
(xxiii) Z E —Z KB EZSEQ ID NO:49 7 i & B 7 ¥l
KZE —%KkE&SEQ ID NO:50 > A B FF ol s =
(xxiv) % — % KB EASEQ ID NO:51 Z fix & & Fr 7
K#ZE %MK EESEQ ID NO:52 Y EMFY =

PI-24210

110122529

2 13 HEHHRPEE)
FHGTE A0202

1103195553-0



1861413

(xxv) #ZFE—-—FZHRBASEQ ID NO:53 7 A I Fr ¥l
K#ZEZHZHREEZSEQ ID NO:5S4Z AR FS &
(xxvi) ZE —FZMKBEASEQ ID NO:55 fix & B Fr ¥l
KZE _%KkE&SEQ ID NO:56 7 A B FF ol 5 =

— % kA 4E&SEQ ID NO: 57T REMFFE
G| K %% — %A ESEQ ID NO:58 Y lERFEY ; =
2 E - % KA SSEQ ID NO:59 2 MK

(xxvii) &% — =%
&
74
Gl K% E % kB ESEQ ID NO: 60 W EE F 4l 5 5
K
S

(xxviii)
(xxix) ZF—FZHBEESEQ ID NO:61 2 A F 5
K#ZEZHZKREEZSEQ ID NO:62Z AWM FH &
(xxx) ZBE—-FZMHMBEASEQ ID NO:63 fix & B Fr ¥l
K#ZEZHZHREEZSEQ ID NO:64Z AR FH &
kB &SEQ ID NO:65 > i & B & 7l
KZE —%KkE&SEQ ID NO:66 2 i E B FF %l 5 =
(xxxii) #ZFHF—-—FZMHRBESEQ ID NO:67 7 it & M Fr
Tl R %% % kE &SEQ ID NO:68 2 i AW FF ol -
[(0018]) ZHE—®EHFA T HbhZzbawa o mEzSB
SR EMEZSE R HPZMEE-—FZREEHED
— @ s amr— KL -
[0019])] HE—®EHFREA T ZLecWEITWHEZE —
IR WM EZSE %k BHFTE-FRZ— B KHE -
CH2KCH3HE -SSR HS — &Mk - CH2RCH3&
aURUEY F -F—®2FE6 T ZbtaWaa
ZE—FZREMEZE SR HPZEE -SSR Z2EE

(xxxi) &% —

%

PI-24210 % 14 HEEHRAE)
110122529 F B4 A0202 1103195553-0
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BaCHIL » g# - CH2RCH3IERZEF - FEHRZ2EEH

=

2CL HEHTE —-FHRZ —FHY# - CH2 K CH3 8
—ZRZH —EHR#E -  CH2KRCH3&G & HEB M ZF —
ZHHECHIHE —# % % = Z KA CL& o LU U {E S

T (flm - BEHE TN ERS B (fa-
teaMEKRV) - F—&FEMNT  ZbacWB W EZ
F-ZHREMEZE R HPZEFEE - 2EEE
R =—HET - W#  CH2KCH3  R#ZFFHF_FHKZ
EEEeFNHERET  HETE -FRKZ— &0 # -
CH2KCH3HE — 25 — & # - CH2 x CH3 &
EHEMzZS - ZKRAYE =HFFB —#Hz% %KY
BUUEE &L RIUME S T (B &7 FE o i Al
WERG - BERERE) (a0 bE&®UKLT)

[(0020] A REZHMEKERGHE KN —ESE —1L&

o lE —fbEeEWEE eV FSFEGEIL-23AKE

BAFF  HP B — L&V GE=S5HAENSK |
o

(A) ZE=ZSHhEa

(i) BRNE-—LEANE—GLKREA (VL) 2K

s ]S

(ii) "ERFEF _BEEONSE 2 EKXEQJ(VH2) Z &
A S DK

(i) R M E ~- EHEE&E?2 (CH2) R E#E & &3
(CH3) ; D Kk

PI-24210 % 15 H(EEHRAE)
110122529 F B4 A0202 1103195553-0
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(B) #ZEFEWNEZIKAE G :

(i) MERZS_ELEEBHNS R EKEB(VL2)Z
G WO

(iit) FERZS " LEEANE - RFEKREBH(VHL) Z
B WS

H H

(i) ZVLIBVHIGEGURPERGEGZSE —LEQ G
(SN T

(ii) ZVL2BEVH2EEGLURREcZE L EAQ G

& fir B o Dl K

(iiil)ZFE —ELELDHGBAFFHZE —“®EHQHGIL-23A
e —#HEHRIL-23AHZF £ EHHBAFF >
HEFZE_LaVWEITE -SSR RKEZFZRK > Hf
(i) %% —%KBASEQ ID NO:5” BEMFEY K%
E %A ASEQ ID NO:6~ B FFol s =

(ii) LB —%KBAESEQ ID NO:7” ERFFY K%
B %A ASEQ ID NO:8 Al fFFol: =
(iii)ZE—%KBASEQ ID NO:9~” W EMFFY K%
F %MK BEAZSEQ ID NO:10x g BB & =

(iv) Z% —ZMKBEEZSEQ ID NO:11ZEEMKFI X
Z%H _ZMHBEESEQ ID NO: 12 AP & =
(v) Z%—-ZMKBEBEZSEQ ID NO:13Z AR X

F_LZIKBEBESEQ ID NO: 147 fig & & FF 5l 5 5

gg

PI-24210 % 16 H(EEHRAE)
110122529 F B4 A0202 1103195553-0
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W — % A SSEQ ID NO:15 2 B E®RE S &
“SEQ ID NO:16 B EMFY ; =5
kB & SEQ ID NO:172 W EMFF75

%
F_LZIKBEBESEQ ID NO:18Z Jig £ f& FF 5l ¢ =
%

0

RE&SEQ ID NO:19Z fig % B 7 ¥l

0

ZSEQ ID NO:20 fig B & /% © =
Ze —ZHBEBASEQ 1D NO: 21 ZEMKKF I K

SEQ ID NO:227 g A& F 5l 5 =

KB ZSEQ ID NO:23 7 Jix & & 7 ¥ K

E
a
F_ZKBESEQ ID NO:24 7 AWK 5 5
a
E

(xi) Z% —FZMHMBEBZSEQ ID NO:25 7 AWM I X
ZE_HZREESEQ ID NO:26 7 AR F5 5
(xii) #FH—-ZFZKRBEBEZSEQ ID NO:27 2 fix &M ¥l
K#ZEZHZKEEZSEQ ID NO:28 X AN F5 &
(xiii) #ZFH—-ZFZMHRBEBEZSEQ ID NO:29 fix &M ¥
KZE _%KkE&SEQ ID NO:30 > frAEEsFFFol =
(xiv) #FH—-ZKRBEBEZSEQ ID NO:31 g AEMKFRFJY
K#ZEZHZKEEZSEQ ID NO:32Z AR FH &
(xVv) %% — % BE&SEQ ID NO:33xHMEMRFEY &

PI-24210

110122529

EQ ID NO:34 2 A5l 5
k& SEQ ID NO:35 2 i & B ¢ 4l
SEQ ID NO:36 2 fEMFY + &
k& SEQ ID NO:37 2 it & B e 4l

EQ ID NO:38 > ETR®FFHY 5 =

0

w2

0

217 HEHHRAZE)
FHEYE A0202 1103195553-0
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(xviii)ZFE - KRB ASEQ ID NO:39 i A& I Fr ¥l
K#ZFE %MK EESEQ ID NO:40 A » =

(xix) BZE—ZHKBEZSEQ ID NO:41 7 i A B P 5l
K#ZEZHZKREEZSEQ ID NO:42Z AR FH &
(xx) Z% —FZMHMBEBEZSEQ ID NO:43 AWM I X
Z B _ZMHBEESEQ ID NO:44 7 KM 5 =

(xxi) #&ZB—-FZKBEASEQ ID NO:45 fix & B Fr 7
K#ZE %MK EESEQ ID NO:46 2 A =
(xxii) ZE—ZHKBEZSEQ ID NO:47 7 i & B ¢ ¥l
K#ZE %MK EESEQ ID NO: 48 EMFY » =
(xxiii) Z E —Z KB EZSEQ ID NO:49 7 i & B 7 ¥l
KZE —%KkE&SEQ ID NO:50 > A B FF ol s =
(xxiv) ZE—ZHKBEZSEQ ID NO:51 Z i A B 7 ¥l
K#ZE %MK EESEQ ID NO:52 Y EMFY =
(xxv) ZE—-FZMHMBEASEQ ID NO:53 fix & B Fr ¥l
K#E %MK EBEESEQ ID NO:54 EMFY ; K
(xxvi) ZE —FZMKBEASEQ ID NO:55 fix & B Fr ¥l
KZE _%KkE&SEQ ID NO:56 7 A B FF ol 5 =
(xxvii) ZPE—-FZHKBEZSEQ ID NO:5STZHEMF
Gl K % E % kB ESEQ ID NO:5S8” W ERFY ;
(xxviii) ZFH—-FZMHBESEQ ID NO:59 2 E M
| R ZE %A SSEQ ID NO: 60 FEMKEY + =&
(xxix) #Z%H —FZKBEASEQ ID NO:61 Z fix & & Fr 7
K#ZEZHZKREEZSEQ ID NO:62Z AWM FH &

PI-24210

110122529

25 18 H(EHHHAE)
FHEYE A0202 1103195553-0
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ikl & SEQ ID NO:63 2 i & B ¢ 4l
ZSEQ ID NO:64 2 AR
AESEQ ID NO:65 2 i £ % ¢ 5
EQ ID NO:66 2 £ F7Y ;
(xxxii) ik & SEQ ID NO: 67~ KB FF
IR &% % EQ ID NO:68 > &M F5l -
[0021])] A/ rREZHMBEGBEN —BEE S WHESB
ZREMMESE KRB LEaw

HPTZWMES -—FRE&EHEb-—EH_mR#FEFE — KL H
HPZEE -SSR Z2EELHEL B _HR#EGFEE—

P P
>E[\HP >U\HP
g g
|l ||
R W
i i
) )
o Wy W
v F
ﬁ% ﬁ%

gg
=
@
Db%

7

HPfZEFEF 222285685

(i) HERF - ELEAHSE - EKXREA(VLL) ZE

S HTOEE
(ii) FERF_HLEBNSE _REKREB(VH2) Z E
S HTOEE

(i) EWEEBLI(CHL)) - R#@#E - HEHEEE2 (CH2)
KEHKEEE3 (CH3) : Dk

HPZEF 2R Z2E24EH

(i) MERZS_ELEEBHNS R EKEB(VL2)Z
G WO

(iit) FERZS " LEEANE - RFEKREBH(VHL) Z
B WS

(iii) fEH W EBB(CL) S

PI-24210 % 19 HEHRAE)
110122529 F B4 A0202 1103195553-0
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HfE -2 R #E - CH2 RCH3 B FE — F K 2
S EHIE#E CH2RCH3G e HE —H&ZFE —FHKY
CH1HZE % _FHRACL& & LUF kU EDT T

H o

a) ZVLIEVHIG s U REEZF —ELELONE S
fir &
b)ZVL2HEVH2GELURRE eSS _ L EBNES
fir &

c)ZEHKEEE?2 (CH2))EZREKabat T HEU &K 5]
WO BE2S2RAV M IERE W E2S54RBVAMRIERE KU B
2565 HY & i B - Dl Kk

d)#z % L EBHHBAFFHZ S — L EHHIL-23AK
ZH —HEBRIL-23AHZE _LEHHABAFF -

H H

(1) ZVLI1A EQ ID NO:2 > %2 VHIHEG&ZSEQ ID

=S
NO:1>»#% VL2 &SEQIDNO:4 K#ZVH2B &SEQ

4SEQ ID NO:4 » %2VHIHEEZSEQ ID
NO:3>#%VL2HEHESSEQIDNO:2: X#Z VH2HE &SEQ
ID NO:1 : B
(iii)®%Z VLIBEH SSEQIDNO:85:3% VH1HE &SEQID
NO:84 3% VL2H SZSEQIDNO:4> X#Z VH2H &SEQ

ID NO:4 ;. 5

PI-24210 2 20 H(EHHRAE)
110122529 F B4 A0202 1103195553-0



1861413

(iv) ZVLIAG=ZSEQ ID NO:4 > ZVHIHBE&ZSEQ ID
NO:3ZVL2H ZSEQID NO:85 #Z VH2H = SEQ

ID NO:84 ;

%%l’

(v) #%ZVLIBESSEQIDNO:87 3% VH1HE &SEQID
NO:86°"3#% VL2HE ASEQID NO:4> K#Z VH2HE & SEQ
ID NO:3 . B

(vi) ZVLIBESSEQ ID NO:4 > 3% VH18E &SEQ ID
NO:3'#%ZVL2HESEQIDNO:87 x#% VH2HE &SEQ
ID NO:86 ; E

(vii) ZVLIEESSEQIDNO:89 » %2VH1H &SEQ
ID NO:88 » % VL2 &SEQ ID NO:4 - K#% VH2H
4SEQ ID NO:3 ; 5

(viii) #ZVLIBEESEQ ID NO:4 > #%VH1I1H&SEQ
ID NO:3 » %ZVL2HBEASEQ ID NO:89 » x#% VH2H
4SEQ ID NO:88 ; H

(ix) ZVLIBEHSSEQIDNO:91:3%VH1&E&SEQID
NO:90>#Z VL2H =ZSEQIDNO:4° k#Z VH2H ZSEQ
ID NO:3 . B

(x) #%ZVLIBESSEQ ID NO:4 3% VH1I18E &SEQ ID
NO:3'#%ZVL2HESEQIDNO:91°> Xx#% VH2HEH & SEQ
ID NO:90 -

[0022])] FHFRHAHRELABEN —SLEREMNT ZEE—F
Rz &5 - T HE#%ZVLIEZVH2 Z B $H — #H#F
T o kEZEFEEF_SEZMRZ2ELEE - THZVL2HA

>E[§g;
[E—

V H

PI-24210 %6 21 HEEHRAE)
110122529 F B4 A0202 1103195553-0
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ZEHY s P e OE BB 8% B — HE T B

= —
W B B &+ 51 GGGSGGGG (SEQ ID

F_HETHEHS

NO:69) - ffF —SF T » &P —HE T kixP - HE
FHSHEBFIGGGSGGGG (SEQ ID NO:69) -
FE-—S2F AT ZESE -—FRZIEEE D ET K
VH2 (& VL1l) EZCHIZRHWNBFE=ZHEHET  KZF
FEMRZBZBEE T HETZVHL (BZVL2) B CL
ZHEHREUHEE T £ ST T ZB = HE T &
F MU HEE T HESKEMKRPFILGGGSG (SEQ 1D
NO:70) -

(0023])] HE-—HBEHRAT &L =HET k&P EE
TEH2EERFILGGGSG (SEQ ID NO:70) ° £ —
LEmA T ZE=ZEHEFTR/NZBNEE TS ] E
FREREE £ -SLERAT > ZH=HEHET R/EZ
F N EETHEGKEERPINGGCGGG (SEQ 1D
NO:135)8 LGGCGGGS (SEQ ID NO:136) - ff —
EHEHmAT  ZmE#EEE2 (CH2)B S MREKabat
MEURGI wITAVME234RENAER KL E23SEHRA
BEE-fF —EERAT ZREE - ZEEEEE®E?2 (CH2)
Bz EHEEE3 (CH3) ZERFIIFEBENRIgGL =K
HRN1gG4 - F—EFEHM T > ZREHEESKEEKFI
EPKSCDKTHTCPPCP (SEQID NO:76) - EMF
JILEPKSSDKTHTCPPCP (SEQ ID NO:130) 3¢ [
ZHFYESKYGPPCPPCP (SEQ ID NO:134) -

PI-24210 % 22 H(EUHRAE)
110122529 F B4 A0202 1103195553-0
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(0024] 1 — &5 HF+ -

(i) ZFFE—-—FMHRZZELEHESEQ ID NO:5ZHAEMK
A RZESE - FHZRZZEHESEQID NO:6 7 i A
FP 5l 5 B

(ii) ZEF—FMZ2ZFEHASEQ ID NO:7 7 fig & &
AR ZESE - HZRZZEHESEQID NO:8 Z i A
FP 5l 5 B

(i) ZEE—-—FRZ2LEEHEBESEQ ID NO: 13 A
MRl kZEE _HZR2EEBESEQ ID NO: 147
BByl B

(iv) ZEFE ML EFEHESEQ ID NO: 15 &
I k&ZEE _HZR2EEBESEQ ID NO: 167
BByl B

SEQ ID NO:21 2 B

Bt

(v) ZEE—ZZHRZ2BZEEE

MRFEI MZEE SR 2EEBEZSEQ ID NO:22 7 [
(Vi) ZEE R Z2ZFHEBESSEQ ID NO:25 7 g #
MEFEINREZESE ZZRZEH

=

s & SEQ ID NO:26 2 fi%

N S I =
&

(vii) ZEF LR Z2ZFZEHASEQ ID NO:29 2 %
EMRFEINZESE K258 ESEQ ID NO:30
e L S ]| B4

PI-24210 %6 23 H(EUHRAE)

110122529 FH YR A0202 1103195553-0
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(viii) ZEBE LR Z2EEHESEQ ID NO:33 7 %
EMEINZESE KR 2ZEHESSEQ ID NO:34 7
= - 3 = | I=1%

(ix) ZEE TR Z2ZEHFBEESEQ ID NO:37 7 A

MEIRZESE _HZRZESE

e L S =

(x) ZEE—ZMRZ2EEBE
=

EFIKZEE SRS

=
B&SEQ ID NO:38 i

SEQ ID NO:412 B

Bt

=
HE&SEQ ID NO:42 > i

put

(xi) ZFF -~ FRZZFEHEBHBESEQ ID NO:45 7 Mg K&
BEFIAZEFE_ZRZ2EE

=

= BE&SEQ ID NO:46 7 %

e L =11
Sy

(xii) HZEBE LR Z2EEHEHESEQ ID NO:49 7 7
EMRFEINZESE K258 ESEQ ID NO:50
= - 3 = | I=1%

(xiii) ZES - ZNRZ2EFEEBHBESEQ ID NO:53 7 M
ERmPIRZEE SR ZEE

7= i A =7

(xiv) ZEB-ZFZHRZ2E5EE
EMFIINZES SR &E
7= i A =7

(xv) ZEFEFE SR 28"
BRI RZEE _FZRZE
BByl B

=
B&SEQ ID NO:54 >

SEQ ID NO:55 2 f#

=
B 4E4SEQ ID NO:56 2

SEQ ID NO:57 27 &

o @

=
HE&SEQ ID NO:58 2~ it

PI-24210 6 24 H(EUHRAE)
110122529 F B4 A0202 1103195553-0
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(xvi) ZFEBE-—ZFRHRZ2Z3EH EQ ID NO:59 > i
ERmPIRZEE SR ZEE
7= i A =7
(xvii) ZEBE -FNRZ2EEE
ERmPIRZEE SR ZEE
7= i A =7

=
B 4E4SEQ ID NO:60 2~

EQ ID NO:61 2 7

=
B 4SEQ ID NO:62

SEQ ID NO:63 2 f#

=
B&SEQ ID NO:64

Fe B W 3
(xix) ZEBEB LR Z2EEHEHESEQ ID NO:65 7 i
EMFEINZESE K258 ESEQ ID NO:66 2

7= i A =7

(xx) ZEFE—-FNR 2B E
MEFEINARZEE _ZRZ2EE
BB Al o

[0025])] A rEZHMEREGHE R —EE & WESE
—HMRAMESE - EZRNEEY: b ZzmES— % KL
HEL—EH _HfEgaert —EHHEPTZEE-—FRZE
tHBEL—E RGeS E—EZSE _FK HEF
(VZEFEF - ZHRZZBEABESSEQ ID NO:5 Z AR

SEQ ID NO:67 Z k& %

=
HE&SEQ ID NO:68 2~ it

=

MR EZEE LR ZSEEBEBESEQID NO:6 2 AT
5 ;5
PI-24210 25 25 H(EHHPEE)

110122529 FH YR A0202 1103195553-0
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(ii) ZFEF -FIMZEZELHEHESEQ ID NO:7Zfix & &
A RZEF_ZRZEEBHESEQID NO:8 Z fig & &
| =

(i) ZFELE -FRZIZEFEH/EZSEQ ID NO: 13X g &
I RZERE __ZRZIZEBHEZSEQ ID NO: 147§
2= I

(iv) ZFF -~ FRZIZEFH/EZSEQ ID NO: 157 g &
I RZERE __ZRZIZEBHEZSEQ ID NO: 167
2= I

SEQ ID NO:21 2 f#

Bt

(v) ZFF—FHRZEEHE
=]

=
PP RZERE __FZRZIZTEBEESEQ ID NO:22 7

53

(Vi) ZEE R Z2ZFHEBESSEQ ID NO:25 7 g #
MEFEINREZESE ZZRZEH

=

= & SEQ ID NO:26 2

e L =11
Sy

(vii) ZEBEB LR Z2EEHEHESEQ ID NO:29 7 i
EMRFEINZESE K258 ESEQ ID NO:30
= - 3 = | I=1%

(viii) ZES - ZNR2EFEEBBESSEQ ID NO:33 7 M
EMRFINEZES _ZRZEE

7= i A =7

(ix) ZFEFB SR8
BRI RZEE _FZRZE
BByl B

=
B &SEQ ID NO:34~

“SEQ ID NO:37 ~Z f& %

ne @

=
B&SEQ ID NO:38 i

PI-24210 25 26 H(EZUHRHAE)
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SEQ ID NO:41 2 f& %

=
BE&SEQ ID NO:42 2 7

BB A

(xi) ZFF -~ FNRZ2ZEFBHESEQ ID NO:45 7 &

FRI kZEFRE IR ZIEEBHLESEQ ID NO:46 7
2= I

(x11) 2 F - SEQ ID NO:49 7 J#

ES =
EEFIIAZEEF - ZMRZ2ZFBFHASEQ ID NO:50
7= i A =7
(xiii) ZES - ZNRZ2EFEEBHBESEQ ID NO:53 7 M
LEESEQ ID NO:54
ige= o i AT
(xiv) ZEB-ZFZHRZ2E5EE
ERmPIRZEE SR ZEE
7= i A =7
(xv) ZEFEFE SR 2&EE
MEFEINARZEE _ZRZ2EE
BByl B
(xvi) ZEB-FNRZ2ZBHE
B 9l Bz & &
ige= o i AT
(xvii) ZEFEE R Z2EBEHE
EMRFINEZES _ZRZEE
7= i A =7

SEQ ID NO:55 2 f#

=
B 4E4SEQ ID NO:56 2

SEQ ID NO:57 27 &

=
HE&SEQ ID NO:58 2~ it

SEQ ID NO:59 2 f#%

=
B 4E4SEQ ID NO:60 2~

><¥ 4
3
||
=
N
Iy

SEQ ID NO:61 2 [

=
B 4SEQ ID NO:62

PI-24210 % 27T H(EEUHRAE)
110122529 F B4 A0202 1103195553-0
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(xviii) ZES - ZNRZ2EFEEBBESEQ ID NO:63 7 M
ERmPIRZEE SR ZEE
7= i A =7
(xix) ZEE -—ZHRZEBEHE
ERmPIRZEE SR ZEE
7= i A =7
(xx) ZEFEF-FRZEEHEHE
I AZEE R ZEE
BB Al o
[0026])] ABTrREZHMBEEGHEAN —EB8 & WHEE
ZREMMESE KRB LEaw
HPTZWMES -—FRE&EHEb-—EH_mR#FEFE — KL H
HPZEE -SSR Z2EELHEL B _HR#EGFEE—
H 8% % = % K
HPZEE—sRhz&a588

(iv) RERSFE -~ LEAHSE - EKXRKEA(VLL) Z &

=
B&SEQ ID NO:64

SEQ ID NO:65 f#

=
B 4ESEQ ID NO:66 2

SEQ ID NO:67 2~ k&

=
B&SEQ ID NO:68 i

S HTOEE
(v) MERF_HLEBWNSE _REKREB(VH2) Z E
S HTOEE
(vi) s & - E#E KW EE2 (CH2) kK H#H & &3
(CH3) ;

HETZEF IR ZZEHE
(i) MERZS_ELEEBHNS R EKEB(VL2)Z
oG A = 0 LUK

PI-24210 26 28 H(EUHRHAE)
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(iit) FERZS " LEEANE - RFEKREBH(VHL) Z

au

E=i ORI

Hf e —FHRZ —F/I#E#E - CH2 R CH3HE —F K Z
- EH R - CH2 R CH3& & > H

H o

e) ZVLIBVHIG U P REEGEZFE RLELONE S
fir &
f)yZVL2EVH2G G U REEGEZS _ L EBNES
fir &

g)Z EHKEEE®E?2 (CH2)E SR EKabat Y EU R 5|
WM E2S2RE N  (TE2548E 07 & KB XL B
256 m By B B 5 LK

h) ZFEF - EHGRBAFFHZ E _#EQHRIL-23AK
Ze— P EDBRIL-23AH% S ¥ EQ{%RBAFF >

H H

(1) ZVL1IEEASEQ ID NO:2 » #%VHIHE&ESEQ ID
NO:1>#%VL2HEHSSEQIDNO:4 > X#Z VH2HE &SEQ
ID NO:3 . B
(ii) %ZVLIBESSEQ ID NO:4 > 3% VH18E &SEQ ID
NO:3>#%VL2HEHESSEQIDNO:2: X#Z VH2HE &SEQ
ID NO:1 : B

(iii)®%Z VLIBEH SSEQIDNO:85:3% VH1HE &SEQID
NO:84 > VL2H =ZSEQIDNO:4 k#Z VH2H & SEQ
ID NO:4 ; =

PI-24210 26 29 H(EUHRAE)
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(iv) ZVLIAG=ZSEQ ID NO:4 > ZVHIHBE&ZSEQ ID
NO:3ZVL2H ZSEQID NO:85 #Z VH2H = SEQ

ID NO:84 ;

%%l’

(v) #%ZVLIBESSEQIDNO:87 3% VH1HE &SEQID
NO:86°"3#% VL2HE ASEQID NO:4> K#Z VH2HE & SEQ
ID NO:3 . B

(vi) ZVLIBESSEQ ID NO:4 > 3% VH18E &SEQ ID
NO:3'#%ZVL2HESEQIDNO:87 x#% VH2HE &SEQ
ID NO:86 ; E

(vii) ZVLIEESSEQIDNO:89 » %2VH1H &SEQ
ID NO:88 » % VL2 &SEQ ID NO:4 - K#% VH2H
4SEQ ID NO:3 ; 5

(viii) #ZVLIBEESEQ ID NO:4 > #%VH1I1H&SEQ
ID NO:3 » %ZVL2HBEASEQ ID NO:89 » x#% VH2H
4SEQ ID NO:88 ; H

(ix) ZVLIBEHSSEQIDNO:91:3%VH1&E&SEQID
NO:90>#Z VL2H =ZSEQIDNO:4° k#Z VH2H ZSEQ
ID NO:3 . B

(x) #%ZVLIBESSEQ ID NO:4 3% VH1I18E &SEQ ID
NO:3'#%ZVL2HESEQIDNO:91°> Xx#% VH2HEH & SEQ
ID NO:90 -

[0027)] FHERBHAHNELABEN —SEFEREMNT ZEE—F
Rz &5 - T HE#%ZVLIEZVH2 Z B $H — #H#F
T o kEZEFEEF_SEZMRZ2ELEE - THZVL2HA

>E[§g;
[E—

V H

PI-24210 26 30 H(EUHRAE)
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>1I[§gk

CRME BT G T R T K
EWmEMFTY
i3

+ B lGGGSGGGG (SEQ ID
NO:69) - £ — &5 5 > 3 BT K#&ZF D EHE

“EMRZBEE S EETZVHIEZ VL2 Z C KR IF
FUHEFET £ -EFHEAT ZH - FHRZ&ZF = HE
T = £ i3 E2s i3 FF 5l
GGCGGGEVAACEKEVAALEKEVAALEKEVAAL
EK (SEQ ID NO:82) k&% =% KZ&%MNEBFET
2 £ i3 E2s i3 FF 5l
GGCGGGKVAACKEKVAALKEKVAALKEKVAA

LKE (SEQ ID NO:83) - FHMEmRB T » &Z%E — %

B Zz 2% % = # #E 7T &2 9 & £ B B 5l
GGCGGGKVAACKEKVAALKEKVAALKEKVAA
LKE (SEQ ID NO:83)  KkZ% - FHKZ&% N HEE
i = a Rz ES L 7 5l
GGCGGGEVAACEKEVAALEKEVAALEKEVAAL
EK (SEQ ID NO:82) - f£ ~EEHH Pl F - %% — 2K
Z % = = # # 7T &4 °© B £ B F 5l

GGCGGGEVAACEKEVAALEKEVAALEKEVAAL
EK (SEQ ID NO:82) = B # & & 7

GGCGGGKVAACKEKVAALKEKVAALKEKVAA

PI-24210 % 31 HCEEHHRAE)
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LKE (SEQ ID NO:83) - fEHMi&EmG F » &%HE %
R 2 % £ WO =#= B F B a4 KB £ B K 7
GGCGGGEVAACEKEVAALEKEVAALEKEVAAL
EK (SEQ 1D NO:82) = K B B K 4
GGCGGGKVAACKEKVAALKEKVAALKEKVAA
LKE (SEQ ID NO:83) - /E — & FHjm Ml F - &% F =
EFTHEHOKHAEBRRFIVEPKSC (SEQ ID NO:72) =
EMFYFNRGEC (SEQ ID NO:71) - £ — & & Ji #
o R ENEETE AR ERFIFNRGEC (SEQ ID
NO:71)S £ M FF VEPKSC (SEQ ID NO:72) o

-8 gEMN T %E=Z®HETEAREERFY
VEPKSC (SEQ ID NO:72) kW HEETHIKEE
R PIFNRGEC (SEQID NO:71) - £ — £ & Ju f & >
ZE#EEE?2 (CH2)BE 2R\ Kabat F A EU &K 5] &
SR B234ENABR AU E23SENRER - £ — L&
EHAT > ZREE - ZEHEEE?2 (CH2)X & = #
WEBE3 (CH3)) 2B ABRFF KB NIgGl HIE B B
IgG4 - fF — B FHA T ZHHEEBEEKEERF
EPKSCDKTHTCPPCP (SEQ ID NO:76) * lF & 7
5] LEPKSSDKTHTCPPCP (SEQ ID NO:130) 5}

E®F S ESKYGPPCPPCP (SEQ ID NO:134) - 7F

— A ER AT (DR EF - SK & EBASEQ ID
NOOZBEMFIRZEE SR & ERASEQ ID

NO:10Z kg & & 5 % B¢

PI-24210 %6 32 H(EEUHRAE)
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(ii) ZFEFE - FRZIZEFH/ESEQ ID NO:11ZE
B2 F7 3l ki F F =]
B3
(i) ZESF -FHRZEEE
I RZEF_ZHRZIEE
E B Bk
(iv) ZFF -~ FMHRZEEHE
=]

=
HE&SEQ ID NO:12 > it

><¥ 4
3
||
S
=
N
Iy

SEQ ID NO:17 2 f#

Bt

=
@& SEQ ID NO: 182 B

SEQ ID NO:19 2 f#

Bt

=1
B4 SEQ ID NO:20

SEQ ID NO:23 2 f#

fBJIt

=
B&SEQ ID NO:24

53

(vi) ZFE -~ FRZIZEFH/EZSEQ ID NO:27 7 fig &
BEFIAZEFE_ZRZ2EE
E B Bk
(vii) ZEF-—FHRZZEHEE
ERMEFINEZEFERSE _ZRZEZE
g - | =
(viii) ZEF -FHRZZEHEE
ERMEFINEZEFERSE _ZRZEZE
g - | =
(ix) ZFF —FKRZEEH
I RZEF_ZHRZIEE
E B Bk

=
@& SEQ ID NO:28 2 Bt

SEQ ID NO:31 2 f#

=
B 4SEQ ID NO:32 >~

SEQ ID NO:35 2 %

=
B 4SEQ ID NO:36 2

SEQ ID NO:39 2 &

=
@& SEQ ID NO:40 2 B

PI-24210 %6 33 H(EEHRAE)
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1861413 1104F0TH 26 A iE
(x) ZEFE LR ZEEFTHEESEQ ID NO:43 2 &
BRI ZEE R 2EE

BB E

(xi) ZFF R Z2EEH

BRI ZEE R 2EE

BB B

(xii) EZFEBF—ZMRZ2EZEH

EMFIRZESES _ZHRZ2BA

W B B R Yl -

[0028)] AKEBREZIXNEMBEGEN BB #2HSE

Vo WESHEGYBEBESAXFRER 2LEY (W

Wiz iEa)

[0029])] AT ZHMBEGHEN —HEAFAE®

HEFREKRMEERN T E KT EAE &R MER T A

it 2 ibaY (0 F X 2baey) B8 a&lbsa

VR EEHEY -

[0030] AKEBREZXEMBEGEREN — &M R E

m L RN AKX 2 bEaM(EN L Xm#E@ ZEE

V) o - B F - %R G E R R ER KM E

SR

[0031] AKEBREZIXNEMBEGEAN BB #2HE

Vol EEEEaE S AN EE DL 2 H®RAY AR SR I 2

t&aEY (U0 L Xz iba?) - F— % F 5§ o

ZHAARGERERBERERERMEER ZAE -

=
BE&SEQ ID NO:44 7 7

SEQ ID NO:47 2 kg X

&
B 4ZSEQ ID NO:48 2

SEQ ID NO:51 2 R#

=2
B 4SEQ ID NO:52

PI-24210 %6 34 HGEHHERHE)

110122529 FH YR A0202 1103195738-0
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[(0032] ARig/mZEZ X HEMEEK&®BRE K — % L&
B Bl 2 4R i AR DU P Al 2 % IR (3 W0 b SR Al 2 %R )
WEERPI KX REZEMEREGAEN BB S Z &
ey sl - £ — S EHRA T > sile B & B ix A % F A
RS T A/ rIXZEMERGRR —EE S &Z&%HA
B % & A5 Y 4 B -
[(0033] AR rREZHEMBEGRE K — & E £ XA
MZAEEMEHEZK (B0 XXl Z00) 2 7% It
HAES @ BEARHEN Z A (584 il 2 4l
B DR HEZAE TR AR 2 - EF
el FEE T EHeoHEEALELZZKREIEED -
[(0034] HFETXHALFTEHEAFE IEZ —HNEZHEE
Wl Z dHEh - A oREZHMEFHNES KB E T E O
Z DL E 30 ke 5% 4 1 Al DK TR B BE M R 55 5 OF &1 B B
R
E BN
(00351 LITEANPRARHASZTH — 87 HEE U
E- T RBAB IR ZIEERRE BFERAE S A XAH
ERZREERM cHFABATEHR S RBEFERANZ —
B B % g 4 it o BLBE AR -
[0036] S 1AE ¥ BAFF RI1L23AR & a8y O 1%
tewzrEE - $ - ZFHKi#EEAFCH3 » CH2 »~ VH,
(VHi) VL (VL) - F L HK#EEZHVH, (VH)

VL, (VL) - VL K VH R R E R P — 8 E B

[E’I

un

N

o
=

PI-24210 26 35 H(ERUHRAE)
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(BAFFEIL23AE —%) > WHVL, K VH R R ER
£ EH (IL23AEBAFF{E—3%) - LHlE E & E
nE-ZK#E - THEESER -EFE -FZHKRKZICH2 K
CH3M #15% — % — %k 2 CH2 R CH3 > 4 & P i /Y U
HiEEew(faO EFE s MELELE BRERRLE) -
gAlEBHVHE BVL, Z2&a k&EHEVH B BVL, Z2& 5
R —REBRF_EELNE FH -

(00371 S 1BE AR EZNBAFF KIL23AN 5 — x4l

MitemzrnEE -5 —-—ZK#ESZAHACH3 - CH2 -CHI -~
VH> (VHi) VL, (VL) - F X k@ ACL -

VH, (VH{) Kk VL, (VLi)# - VL, K VH & 2N H
—#&EH (BAFF=®HIL23AE —%&) > L HVL, kK VH,
rHENF _®HEH (IL23AKBAFFE —% ) - E&
EEEE G - ZSHK#E THEE ~&H-H% —-FKZ
CH2 R CH3H B 5 — 5 —F K ZCH2 R CH3 B Z & &
Ry ay (fla > EHE Pl ER- B
i) THERVH BVL, Z2&a K&EHBVHEHVL,
ZHEPRE —LEAS_RHEEANGEaEH - £HCL
HECHIB B MHEFRE - PHFaLtas? -

(0038]) 2 %E ~4 &G 104 Fr i ol 69 £ % &
FREENEX I mg/keFIRABERNLELEEWA(CEL
EXRE) ~b&WB (ZLEHFE) ~E&EWC (EL=
AR O kEtaewD(ZL=Z2AF)zmMERE(CFHEHELSD)
Y Hh 4R B -

~
P

PI-24210 25 36 H(EUHRAE)
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(0039] B3IBEE ~OEFLILIP LN EESEHWE—
XL TLl00mgs.c. BlEr{bta®WBZEMM AMER
E-REmE ERROANEFACmin (30 nM) -
[(0040] H4EE W EFI4THERANEETBZ
BEREOoEHEREZEPEH -

[(0041] SS5SEE CLEVBHILMNBAFFEFEZREN
WIS - HIBAFFR{ta¥WBE—EFH I NEEREZH
> WA ABAFFM I & (challenged) L5 & B 4l
E o B 14 RE - BB - IR B Al B & N
220+ BdiRE MU ot - (ERBAFFZ I EH BT BV E

K&
g

=
(&
i
mE

bl
=

M

[0042] S o6EE REEaWBHEHMIL23ERFERN
DS - FIL23GE EHM T EigE T EEEY
B HfIL23X{L&aYBIE—EH  NEEEZF®E: IH
ANTL23 B M X LLeF B a3 % - F&E&THY -+ M
NEEE - WEHE S WH/NERILITA R/ANEIL220 B 9
i fERIL23ZINETHEWE E -

(&1

[0043])] AKX X4 & EBAFF RIL-23A (TR
IL23pl19ERIL23A) WEWIEEY - HAr &1k > & A 1F
T MBAFFRIL23AM EWN EHM ELEY - E/F A&
/= g o TS e el VW | A A (el 7 e . - WA | o
WY B 58 A IR - Iz H O 5 BT 58 R BB B on I ¥ R B JEL R M BAR B
¥ (rheumatoid arthritis; RA)&E MY K& R Y X

PI-24210 %6 37 HEEUHRAE)
110122529 F B4 A0202 1103195553-0
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RS- thBHEAETHMNAIMFERN FHFOREERRBE(2E
B4 Genovese, M.C.~Cohen, S.~Moreland, L. -
Lium, D. - Robbins, S. % A > (2004). Arth.
Rheum. 50, 1412-9 ; Genovese, M.C. -~ Cohen,
S. - Moreland, L.~ Lium, D. - Robbins, S.% A >
(2004). Arth. Rheum. 50, 1412-9; FEWeinblatt,
M. - Schiff, M. - Goldman, A. Kremer, J.
Luggen, M.% A > (2007). Ann.Rheum.Dis.66,
228-34) o AN HREAEMN (flW - BE) KB EM®
(flan - FEWEYE D) HEEBE - &%tk
HermZHEitbtaw -

[0044] S ANEBIWNE CEHIAEAIHHBRZEEGE
BAFF RIL-23AMLE&YHH — L HEFHEHEEIL-23A
ECBAFFE— WA B MEEBHMUS S Bay R M- N &
RS taMEARBEEWNEYE T AXNNEEENEE
HEBERTE - LA £ —SF e EEB Rl
FTHAERE B XZELL S XEFE EBKETIEES
TEHARERE S - FE-—HEFHEAFT - L&MW ZCMC
FHEB R —SEtaWEAGBLEE(Tm) kKX E
B-fEf—HEET  —BERAELECLEYW LEB RN RBRE
THEEEE -BREAXHTHE LA ZCEYHEEERE 7+
(flan - 1TgGnyFHMREGSEGRE (Hl@ > Fab) ) L
BHAE—-=HEZMEAFMRME- Bl@R D& FER - e &

PI-24210 25 38 H(EZUHRHAE)
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EEREME e ey ER WAy &S S 8 M
) 1 R o1 I I

[(0045] HWH ABLREZEEGHENRTERENBAFF KX
IL-23AW BN LEY UAKMBELEE 2EHREET
Ao fF—HBEET AEHKMWEHENRHEGE XAV B &
TEEWNNXMERFNAEAE NN INE Y KEEFEFERBR
EEWA R EEREN 2T ML EIRE (systemic
lupus erythematosus; SLE) ~ i<~ & k82 5 %
ARIRE/IREE X (Lupus Nephritis; LN) - ANCA
W OB ol % ¥ (ANCA-associated vasculitis;
AAV) ~ JF 2% M &2 B JE f& Bf (primary Sjogren’s
syndrome; pSS) ~ M BEYH @ £ W (chronic
graft versus host disease; cGVHD) - & 5 ¥t {b
fE (systemic sclerosis; SSc) ~ 8 J&A B ¥ B &1 %
(RA) ~ 4 2 # (Psoriasis; Ps) ~ 58 H M & fff X
(Ankylosing Spondylitis; AS) k74 57 % M B &1 %
(Psoriatic Arthritis; PA) - BAFF/IL23A & & §5
B BRE/ REE SR BEIL23EE T EH KR
HasERETME LA EHRMEEHMMEHESLE K LNH & H
BEEMHEENERNEERNFENER  -HBAFFHLE X
IL-23 §i 88 Z 4 [ & % DL [F 6 30 &1 % [ g8 £ 4 b o
BAFF/IL23ASEERFNBEAEMEN  TEAEAUE
WY ME FE ME R BNV R R L 0 BAFF/TL23 A & 5 4 & JE
I 5T BN B B OHY 18R 0 DL R FE KB G R BE B AT R R -

PI-24210 26 39 H(EHHRAE)
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b > BAFF/IL23AF AR A A m RIGRE T K 2 E H E
BAI R/ BRI KIL23 i B WA S B G KW E
# o B R % MM E Bf (primary Sjogren’s
syndrome; pSS) ~ 8 M BHEYH @ £ W (chronic
graft versus host disease; ¢cGVHD) - & 5 ¥t (b
fE (systemic sclerosis; SSc) & ANCA B B il & %
(ANCA-associated vasculitis; AAV) o

[0046] EDIGReTEE M EGE T T K Wl (H5E M 2 78
BMiE—RBULERE o2 FAHEEAEN KA
HAEENEYHERME - SREEERNEBEHEHEMED
SFEEE HUERANARRE TEE ARG
B ARMERBEERFABEYE JERME (Demarest
SJ, Glaser SM. (2008). Curr Opin Drug Discov
Devel. 11, 675-87)ETH®E F ¥ my oI HERE -
(0047] pm > #HAB T —HESEMNMHBBAFF K
IL23WM B RE RV B m o F 2 7% - AEHR il 2 &8
Mmoo FEAAMNABSABETONREYE  HFUeBELEE

(Tm) SEETHEREEE XEHNN APKEM%  IEF
A EME — RECENFERs . c. & & -
&Y

[0048] A/ rREZEEGER —HERFRENRBAFF KX
IL23AM &8It a? -

[0049] TXREB_RBAFFHIRPIMEEBDFFI KIL23A
R Bl EB R -

PI-24210 26 40 H(EHHRAE)
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[0050)] >sp|Q9Y275|B 4 B ;& £ K F+ (BAFF) -
TNI3B_HUMANBE B HEHIERN R EEXKEKE13B
O0S=% A GN=TNFSF13B PE=1 SV=1

[0051] MDDSTEREQSRLTSCLKKREEMKLK
ECVSILPRKESPSVRSSKDGKLLAATLLLALLS
CCLTVVSFYQVAALQGDLASLRAELQGHHAEK
LPAGAGAPKAGLEEAPAVTAGLKIFEPPAPGEG
NSSQNSRNKRAVQGPEETVTQDCLQLIADSETP
TIQKGSYTFVPWLLSFKRGSALEEKENKILVKE
TGYFFIYGQVLYTDKTYAMGHLIQRKKVHVFG
DELSLVTLFRCIQNMPETLPNNSCYSAGIAKLE
EGDELQLAIPRENAQISLDGDVTFFGALKLL
(SEQ ID NO:80)

[0052)] >NP_057668.1 - IL23A [% A]
[0053] MLGSRAVMLLLLLPWTAQGRAVPGG
SSPAWTQCQQLSQKLCTLAWSAHPLVGHMDLR
EEGDEETTNDVPHIQCGDGCDPQGLRDNSQFC
LQRIHQGLIFYEKLLGSDIFTGEPSLLPDSPVGQ
LHASLLGLSQLLQPEGHHWETQQIPSLSPSQPW
QRLLLRFKILRSLQAFVAVAARVFAHGAATLSP
(FEAEBEI-19GTEHMEIRFI ) (SEQ ID NO:81)
[0054])] #F—&FRMFT LEVWBEHETE—-—ZFREEZ
ZHK-F—BERERMNFT  EFE-—FREE (OHDFERNE —
FEEHNS — R EEKREBR (VL) Z 8 5] 80 (11) FF £

PI-24210 % 41 HEEHRAE)
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RE__HLEONSE ZRENREQ(VH2) Z E # 7] F 5
LR (i) i#HE - E#REEE2 (CH2) R E#HE E &3

(CH3) - F—S&HHPHT  FB—-FKE-—FTESEH#HK
EE&L (CHL) - F—EFEAT - FZFREE © (0)F

AN _HEELONE - REKEH(VL2) Z K # @
B (IR RENFE -EEANE —REKXEBH(VHL) Z
BB F B ERM T E SR E DK
W EE((CL) -

[0055])] EHE S -—ZRZ2ABHLAEEEH/EFE
TMAXFHE_SERzTBBE LR E® /& (FF) 7 2
T KFF -8 —ZFZRKE ZFZK EBENKKZECKR Ik HY
/& 2 % o B MR R N BT oR e

[0056])] % — % Bk # Z 1 © N-VLI-VH2- & #
~CH2-CH3-C

[0057]) % — % Bk # & 2 ¢ N-VH2-VLI1- & #
~CH2-CH3-C

[0058) % — Z KA 3 N-VLI-VH2-CHI1 -
~CH2-CH3-C

[0059]) % — % Kkt A4 : N-VH2-VLI-CHI - $k
~CH2-CH3-C
[0060]) 2 —ZHBkHA1 : N-VL2-VHI1-C
[0061])] 5B —_Z%Bk#EA2: N-VH1-VL2-C

[0062] % —

%
%
%Rk A 3 N-VL2-VH1-CL-C
%

[0063] FE %k #EA4: N-VHI-VL2-CL-C

PI-24210 % 42 H(EEUHRAE)
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1861413

[0064) FBIABREIBETE LS 2T fli
A
[0065) ff—SLefhiflm % — HREME = %5k T%

BEHFLEGFELUERE " EEONESMNERE £ EOQ
WeEaird - F—S82FEM T > F—-—FRZVL1IEE
ZHRZVHIGalPlREasr —ELEONEa LB > H
FEZMRZVL2EE - FZRKZVH2EEGEUPKE & F
MEOHNSSMUE - F-S2FRA+T - F—8EEARK
BAFF K% W EHOMKBIL23A - I Hftt & 5@l + - F —
MEOHKBIL23AKRSE " EHHBAFF - JEHE - fl73
TE - BT E T  TAEBEAREEE—EEONEZEEE -
TXHERLEIEEO LBy FR2 B R E
VL2 R VH2Z & EHEWMFEWZoRflHdas -
* VL2 Kk VH2H FF 5 Z 7R

j=(11¢
ulai}

[0066 ]
VL1 - VHI1
[0067]) 1 : VL1 - VHI

PIEEE -

AHEERTT VL1 F551 VHI1 551 VL2 551 VH2 FF51]
1 SEQ ID NO:2 SEQ ID NO:1 SEQ ID NO:4 SEQ ID NO:3
2 SEQ ID NO:4 SEQ ID NO:3 SEQ ID NO:2 SEQ ID NO:1
3 SEQ ID NO:85 SEQ ID NO:84 SEQ ID NO: 4 SEQ ID NO: 3
4 SEQ ID NO:4 SEQ ID NO:3 SEQ ID NO:85 SEQ ID NO:84
5 SEQ ID NO:87 SEQ ID NO:86 SEQ ID NO:4 SEQ ID NO:3
6 SEQ ID NO:4 SEQ ID NO:3 SEQ ID NO:87 SEQ ID NO:86
7 SEQ ID NO:89 SEQ ID NO:88 SEQ ID NO:4 SEQ ID NO:3
3 SEQ ID NO:4 SEQ ID NO:3 SEQ ID NO:89 SEQ ID NO:88
PI-24210 % 43 H(#EWHHRHE)

110122529 FH 4498 A0202

1103195553-0
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9 SEQ ID NO:91 SEQ ID NO:90 SEQ ID NO:4 SEQ ID NO:3

10 SEQ ID NO:4 SEQ ID NO:3 SEQ ID NO:91 SEQ ID NO:90

[0068] & — =& wH T (&P EaVLLET R
VHIFES - VL2FEF R VH2ES - VLIFF &g % — §

$# CDR1 - CDR2 X CDR3 » VH1 % 0 & & — =
CDR1 -~ CDR2 X CDR3 » VL2 B % 1 & F& — &
CDR1 - CDR2 X CDR3 » VH2 B % & & & — = i

CDR1 - CDR2KCDR3 - ff —E&HEH T > CDRGKE 1
TR —HEEZM@EYLL - VHI - VL2 X VH2 [R5~
CDR - 1 pr#Efit 2 VLL » VH1 »~ VL2 K VH2H# i ffl
ME i K EMCDRFF AW T AR

[0069] SEQ ID NO: 1 CDRs: GGTFNNNAIN
(SEQ 1D NO:92) (CDR1),
GIIPMFGTAKYSQNFQG (SEQ ID NO:93)
(CDR2), SRDLLLFPHHALSP (SEQ ID NO:94)
(CDR3)

[0070] SEQ ID NO: 2 CDRs: QGDSLRSYYAS
(SEQ ID NO:95) (CDR1), GKNNRPS (SEQ 1ID
NO:96) (CDR2), SSRDSSGNHWV (SEQ 1ID
NO:97) (CDR3)

[0071] SEQ ID NO: 3 CDRs: GYTFTDQTIH
(SEQ 1D NO:98) (CDR1),

YIYPRDDSPKYNENFKG (SEQ ID NO:99)

PI-24210 % 44 H(EHRAE)
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(CDR2), PDRSGYAWFIY (SEQ ID NO:100)
(CDR3)

[0072)] SEQ ID NO: 4 CDRs: KASRDVAIAVA
(SEQ ID NO:101) (CDR1), WASTRHT (SEQ ID
NO:102) (CDR2), HQYSSYPFT (SEQ 1ID
NO:103) (CDR3)

[0073] SEQ ID NO: 84 CDRs: DHIFSIHWMQ
(SEQ ID NO:104) (CDR1),
EIFPGSGTTDYNEKFKG (SEQ ID NO:105)
(CDR2), GAFDY (SEQ ID NO:106) (CDR3)
[0074] SEQ ID NO: 85 CDRs:
RASQDIGNRLS (SEQ ID NO:107) (CDRI
ATSSLDS (SEQ ID NO:108) (CDR2),
LQYASSPFT (SEQ ID NO:109) (CDR3)
[0075)] SEQ ID NO: 86 CDRs: DHIFSIHWMOQ
(SEQ ID NO:110) (CDR1),
EIFPGSGTTDYNEKFKG (SEQ ID NO:111)
(CDR2), GAFDY (SEQ ID NO: 112) (CDR3)
[0076])] SEQ ID NO: 87 CDRs:
RASQDIGNRLN (SEQ ID NO:112) (CDRI
ATSSLDS (SEQ ID NO:113) (CDR2),
LQYASSPFT (SEQ ID NO:114) (CDR3)
[0077)] SEQ ID NO: 88 CDRs: GYSFSTFFIH

(SEQ ID NO:115) (CDR1),

PI-24210 26 45 H(EUHRAE)
110122529 F B4 A0202 1103195553-0
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RIDPNSGATKYNEKFES (SEQ ID NO:116)
(CDR2), GEDLLIRTDALDY (SEQ ID NO:117)
(CDR3)

[0078]) SEQ ID NO: 89 CDRs:
KASQNAGIDVA (SEQ ID NO:118) (CDR1),
SKSNRYT (SEQ ID NO: 119) (CDR2),
LOQYRSYPRT (SEQ ID NO:120) (CDR3)
[0079])] SEQ ID NO: 90 CDRs: GYSFSTFFIH
(SEQ ID NO:121) (CDR1),
GRIDPNSGATKYNEKFES (SEQ ID NO:122)
(CDR2), GEDLLIRTDALDY (SEQ ID NO:123)
(CDR3)

[0080])] SEQ ID NO: 91 CDRs:
KASQNAGIDVA (SEQ ID NO:124) (CDR1),
SKSNRYT (SEQ ID NO:125) (CDR2),
LQYRSYPRT (SEQ ID NO:126) (CDR3)
[0081])] HFE—-—&£&FmHT - t&WHERSVHL - VLI -
VH2 /8, VL2 > VH1 VLI~ VH2 /5 VL24aE&EHEZFE
I il 2520 80% (HI4 - 85%~90% ~95% ~
96% ~ 97 % ~ 98%E99% ) MHE (HNFIZEMEEE
WEeEBERRENEBE) WF I - F HKarlin and
Altschul Proc. Natl. Acad. Sci. USA
87:2264-68, 1990 (ffFfKarlinand Altschul Proc.
Natl. Acad. Sci. USA 90:5873-77, 199312k

PI-24210 25 46 H(EUHRAE)
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)z EEEA cWMERERFIZ" —SMHEEHE D -
B oE &' A P A Altschul & A > J. Mol. Biol.
215:403-10, 1990 NBLASTH XBLASTR = (2.0
i) o AT A A XBLASTRE N » 573 =50 F&K=3#H17T
BLASTEHEHMSUEBGEHFTHEINEDE »FHHE
WEEBRFY  EWEFPIIZEEEEENNELT W
Altschul % A ff Nucleic Acids Res.
25(17):3389-3402, 1997  Fp #F # &y - w1 {F H
Gapped BLAST - E{#H FHABLAST ¥, Gapped BLAST

AR HJERHAZIHNEAXNCHD XBLAST KNBLAST)

Z TR & B -

(oo082] HE—-(£8KEHM T E&WBEEZVHL VLI -
VH2 K, /5 VL2 VH1 VLI~ VH2E/HKVL2E8 & FE
Il 23 P a —ESME CF@ 1234
56789 10KEXMH) REHNFI - LHESE

R bR SF R BB UM - AR Z T R SF BB BE HL AU
GEAUEETHEERNANEOD B ZHHE & & R T
FENEEBNMA BERZMARSFIARBEGOELT R
HAWKEER TETHERMN: (a)y MT~L~V; (b)F-
Y W35 (¢c)K-R-H; (d)A-~G;(e)S~ T3 (f)Q -
N k(g) E~D-

[0083]) (&YW EE -CH2RCH3( HEBENCHI
KCL > Zib&aVaAREEE) 2BEEBRFY T RA R H
mM@EEE  PlUsEWlegGl ~ 1gG2 ~ 1gG331gG4 2 i

PI-24210 5 47 H(EEUHRAE)
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B2 E B AR MHER P AR E R EEEE
EfFS > PIOFEIMGTERE (www.imgt.org) 8 {F
www.vbase2.org/vbstat.php. BIEENHSE > W E
Ll A Z 05 s pF A& 3 -
[0084]) M4 FF— R\ AE T TJEFLEBERCHS
B C R b B R BE 58 B - NIt > CH3 K 2 C K I B b7 Bk 58
ERuERERBE DA HARcRHENZE P CHS3
Mz CRImBMERBREEN Y F - THAZEHRFERL D
B ECH3IM ZC R M R EN I HEER - £ —
EE MBI CH2 XK CH3IZ B EBFIIEBE RIgGL (fF
W >SEQID NO:75 )8 IgG4( fHl#1>SEQID NO:73)-
E—SHEgEfd  CLEaGxCLEACLZHERFT - 11
— %oF o f o % E B AR E BT
EPKSCDKTHTCPPCP (SEQ ID NO: 76)  7F ffil 4

i

SEQ ID NO:5% kT {FfFSEQ ID NO:76 2 & -
rHE ' R T Rk E R e REE BT
LEPKSSDKTHTCPPCP (SEQ ID NO:130) - f£ i
MSEQ ID NO:9% ik T {FESEQ ID NO:130 > % 4
& - SEQ ID NO:130 22 &% # & /F 7 £ ¥ SEQ ID
NO:129 Fcli Z MR - E X HMEKG T > &
@ & B B B F % ESKYGPPCPPCP (SEQ ID
NO:134) - £H #1SEQ ID NO:13% Kk FFESEQ 1D
NO:134 & - SEQ ID NO:1342 8 ## & I8 7 1F
ASEQ ID NO:127 2 FciiZ W& -

PI-24210 26 48 H(EUHRHAE)
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[0085)] 7 —®FEMH+ L& ZCH2K/ECHS3
(HEBENXCHIECL ElhaWaALEE) I8 & —
B B % e A e HUAU o b 2R R B BR HU U B BF 4 B CH2 E
CH3FA[E » ¥y 2R 1gGl CH2ECH3I T H —HE %
{f fz BB HUAU BB AR 1gG4 CH2E(CH3 T Hy — B ¥ %
{6 e 2 B WA (SEQ ID NO: 39 g fit ox ff 14 ¥ 4 A
IgGl) - AFMEHZ T HMEERR (252 #la-
US7704497 -~ US7083784 -~ US6821505 -~ US
8323962 - US6737056 K UST7416727)

[0086])] HE—SHEHHFSP - CH2EH N E MR B OR
BKabat T WWEU RS 438234 - 235 252~ 254K/
256 O EAMINM (Kabat® A > Sequences of
Proteins of Immunological Interest, U.S.

Department of Health and Human Services,

1991 & L5l A Z 5 &8 0F AR

(00871 MEHMBE AXFHEL o mMERERMUERE Y
NERMLEHRZEKabat T WWEURS 24wk - £ —®HF
e Bl CH2HE &L HE252 ~ 254 R /B0256 % Y g £ B2
HA - 1 — & Bl - LB 2525 B B A Bk & B8 IE B
AR Gk R HER - - SE N
TE2S4ARNHEER R - -—E&FRHN T TE
254N EMR bR iE M - HIER  BEER - BEKX
REWR F—S&FEM T -  CH2E 2 HE252 5 WY BB i
B2 ~ L E2S4IEHV AR  fy HE256 5 HY # g B ( A ST 7

SO
&
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BYTEZZER) - F—SF@mp T » CH2E S r&HE234
K/ 235m iy EEBEBMMN - F—SFwMT > CH2H &
T EBE234FEMNHNEBEMUE23SENRNER AKX TF#EE
KOzZe® i - f —SLFmpPl T »  CH2E S HE252 KW
Bl ~UBE254RBIFHEERE - UB2S6EMBERE (LB
234 M A B LU B23SENHERB > AXTEL
KO-YTEZg & -

[0088]) 1 — L& jig @l b — 805 & ¥ + 5 H *1F
E—FE MK/ E SR RS/ B EFESLE—E - BHm
S % —FZREUEaVLIBEVH2 B EETF - £ —%
RE -8 EGVLIEVH2 ( HUE R B ST & il 2 8 3)
L i MRy E - (Bl o -VL- B - 8 BB
-VH2-# 8 F-5#E) - 585 - ZHRBEBECHL » #0135 —
ZREBE VLIS VH2 (B AR Bl 2 8 ) #
CHI MW MEPEF(HW  -VLI-#FEF-CHIH-VH?2-
HEF-CH1) - £5 —BH T F LRI EVL2H
VHIZREWEEF - F_SZRTE B EEZHREZC
KU B Y VL2 B, VHIL & /Y & 8 + ( BUR P £ SR am ot 2
A pla-V0L2-#$EFE-VHI-EEF) - HF %
RE—-—FPEE2CL IE SR E-FPBEEVL2EVHL
(HUAR EXXFramal 2 #80 ) BLCL Z Bl Hy B+ (478
B -V0L2-##F-CLE-VH1-#FEF-CL) - JEH @ >
AEHER B E ZEE TS — Z K LR AR B E
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BEAEMEMS —HEE K/ EREMBE 2T
FE_ZMREBEMBANEEFZEMEMS —HHE -
[0089] AW EARKLIMER T E ROV M E T H
FHER - fF-SEHEA P HEFLRREETF o £ — 1
BT o REEFEE /P WERERE G023 4 -
56789 10{HEE % [@EKEMK - 1F—%EFHJ
T EETEEELEESL5040-30-25-20-~19 -~
181716151413+~ 12-~11+~10+9+8+7 -
6 ~ 5~ 4~ 3E2EmERK - - SFRAST - KHEETF
FEEFBEMNR2850 28402830 2820 2810 -
2819 ~ 2848 ~ 2B17 E 26 (H B AR M o 1E — T i B
fo REETFE AR EBRFIGGGSGGGG (SEQ 1D
NO:69) - LGGGSG (SEQ ID NO:70) - FNRGEC

}

(SEQ ID NO:71) - VEPKSC (SEQ ID NO:72) -
GGCGGGEVAACEKEVAALEKEVAALEKEVAAL
E K (SEQ 1D NO:82)

GGCGGGKVAACKEKVAALKEKVAALKEKVAA
LKE (SEQ ID NO:83)z kit 24 & - £ — 2 F i {5

ToMREE TR EEZETRFINZZEER - G A F I
GGGSGGGG (SEQIDNO:69) LGGGSG (SEQ ID

NO:70) - FNRGEC (SEQ ID NO:71) - VEPKSC

(SEQ ID NO:72)8 kil Z 4 & HY % (#E K -

[0090]) 1 — %8 M®H T - ZHRKEZZIKEAE T L
TR
PI-24210 5 51 HEHHRHAE)

110122529 FH YR A0202 1103195553-0
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Ak fE A1 : N-VL1-VH2-48-CH2-CH3-C >

%

i
|

— %
ZRkMERI2 : N-VH2-VL1-##-CH2-CH3-C >
%

AR AI1 : N-VL2-VHI1-C »

i
||

%Rk A2 N-VH1-VL2-C >

LPTE - ZFHRZVLIBEVH2 ZEHSE —EHFETHFEZE
iR ZVL2E VHI Z B S —EH #7482 ERRF7
GGGSGGGG (SEQ ID NO:69) - ff— & & I fl T -
s —HETFTERZE _H#HFTHEHEEREF S
GGGSGGGG (SEQ ID NO:69) - ff— & & I fl T -

i
H

\

F—FZRE - T E S VH2E VL2 X & 2 B #Y % =
HETHE SR E-—TFTEHETHZVHIEVL2E (CKig

&

DM FENEET - FE-EEBHEMT > ZHE - FHKZZF

= # F &2 = &’ &% ® 7
GGCGGGEVAACEKEVAALEKEVAALEKEVAAL
FE_ZRZ# T
2 £ i3 E2s i3 FF 5l
GGCGGGKVAACKEKVAALKEKVAALKEKVAA
LKE (SEQ ID NO:83) - FHMERBI T > ZFH — %
B 2 & % = #H # T B @ B E B F 7
GGCGGGKVAACKEKVAALKEKVAALKEKVAA
LKE (SEQ ID NO:83) > H&Z%E % KZZ %M HEHE
T = £ i3 E2s i3 FF 5l
GGCGGGEVAACEKEVAALEKEVAALEKEVAAL

EK (SEQ ID NO:82) - ff —®FmH F - & — F MK

1]

EK (SEQ ID NO:82) - H

gg
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110122529 F B4 A0202 1103195553-0



1861413

Z % = = # # 7T &4 °© B £ B F 5l
GGCGGGEVAACEKEVAALEKEVAALEKEVAAL
EK (SEQ ID NO:82) = B # & & 7
GGCGGGKVAACKEKVAALKEKVAALKEKVAA
LKE (SEQ ID NO:83) - FHMEHM T > %% =%
R oz 2 % W o# B o7 "2 9 & £ B OB S
GGCGGGEVAACEKEVAALEKEVAALEKEVAAL
EK (SEQ ID NO:82) = B # & & 7
GGCGGGKVAACKEKVAALKEKVAALKEKVAA
LKE (SEQ ID NO:83) - f£f —E£HH T » &ZH = #
ETHEABEEBFI VEPKSC (SEQ ID NO:72)H

EMEFIFNRGEC (SEQ ID NO:71) - ffF — & %&

ﬁ

[

%
=

{
ToZFNEETEGRERFIFNRGEC (SEQ ID
NO:71)sk g £ B F % VEPKSC (SEQ ID NO:72) -
E-EEHRANT > ZE-HEETAESEERRFY
VEPKSC (SEQ ID NO:72)H % &/ il# 7684 K&
B Fr I FNRGEC (SEQ ID NO:71) - f#& & K& fr ¥
FNRGEC (SEQ ID NO:71) {4 CL i (SEQ 1D
NO:77) Z f& & /~ {8 g & B = & H ¢ &2 B VEPKSC
(SEQ ID NO: 72)H i SEQ ID NO:76 2 CHIlZ &%
—EHEEREKBEE RO EEERRERE (BHESEQ
ID NO:5/f — )
[0091] HE—-EFKEMT B -FHREEZZHKAFL
R R

PI-24210 %6 53 H(EUHRAE)
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s — % KK B 3 ¢ N-VLI-VH2-CHI1- & #
-CH2-CH3-C >
s — % KK B 4 ¢ N-VH2-VL1-CHI1- & #
-CH2-CH3-C >
F_HHMHEAE3IN-VL2-VH 1-CL-C >

F_BKHEA4  N-VH 1-VL2-CL-C -

Hf®E - FHRZZVLIEZVH2 Z B E — #HFE T NP
“EMRZEZVL2EZVHAIZHEHZ S —#EE T E e RE

FE5GGGSGGGG (SEQ ID NO:69) - ff — b & i
Bl ZE—HEHEFRZE _EZETEARERF T
GGGSGGGG (SEQ ID NO:69) o {f — & & jf ff = >
ZE—FZNRE-FPHBEHZVH2EVLIBZCHI ZHHE
SHETHZE SR E-—PETZVHIEZ VL2HEK
CLYRBEMENEET - F-LFmAF > ZFE=ZHEFET
e HEE B OB ERBFILGGGSG (SEQ ID
NO:70) « £ — S & i flh » 5256 = H# 7 Rz B WU HE#
THEHaHEEEFILGGGSG (SEQ ID NO:70) » f£ —
g At REZEE TR/ EZBNEE RS ]
ERERBEE - £ —SEFEHEMN T - B =ZEEF K HE
F N HE ¥ a0l EKPFIWNGGCGGG (SEQ ID
NO:135)8 LGGCGGGS (SEQ ID NO:136) -
[0092])] fTE—®HFEA T  r - ZE#HEREE2 (CH2)E
CHREBARENMREKabat T W EU RS &KV L &B
234N AR AL BE235BEN A KR -

PI-24210 %6 54 H(EEUHRAE)
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[(0093] HE—-—&&HKEMN T LeWBEBIWMESE —FK K
MEREZFZHKR - -FE-—EFHAN T > F—-FRZ & ZK
# - CH2 R CH3#E —ZFHRZ5H —FHZHRWE - CH2 &
CH3I@Ga U lRMEEs (@ WES - ZREHS
Al i ~ CH2BEICH3 Z By & & = F AL DL Rl VU E 7
T -HEITEERENRS " LEEOHMES S LR
ENBE_HLEBANWES G B ) - F G E 5P
ZERBHNEREIERE FEBE -—ZFRE-—FTHEHESCHIEHS
“ERE—-FBEECLE - AICHL k CLIEJR | £ 8 U &
T ZEER (AW MEE - ZHRESR S B ## - CH2
HMCH3B MG e “RIEHE-—H&ZFE - FHKZICHI

—HZB _FRZCLE G RNEES T - UES T
BefF -~ ELEABNRESaUHE ST _ELELN M EE
afrE) - WEMH P EAL I ERNERIE - £ —
EERM T MESE - FHREREV —F_HEBSF S E —
- EFHEAT eV EaemMEZSE - FKEM
HZzeE 2K HITZFEFESE IR Z2EEEBETFZHE
T - CH2KRCH3 > HZEF _ZIRZIZEHESE
WmaER > HETE -FHRZ - FHRE ~  CH2 KCH3
HE -2 —FE/E#E - CH2 XCH3&G & HE —
2k — ZIRHY S = E T B — il 5% 5B % KAy S B
T e PR ES T (Bl & HE o b ey EAE
Bk (e EtaPukT)

=

PI-24210 25 55 H(E&UHRAE)
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[(0094] HF-HEFHMUNT ABTEGEN —HEEaW
5 —2REMESE - ZHRONIEED
HpZWMES-—FZRELEHE)L-—E _HEBEGFSE KA
HfZEE -FRZ2EBFK b= RS e E —
{5 5 — % Bk

HPZEE —FRhzzda688

(i) HERFEF - ELEEOWE - REHREB (VL) Z K

EEP

S HTOEE
(ii) FERF_HLEBNSE _REKREB(VH2) Z E
S HTOEE

(i) EWEEBLI(CHL)) - R#@#E - HEHEEE2 (CH2)
KEHKEEE3 (CH3) : Dk

HPZEF 2R Z2E24EH

(i) MERZS_ELEEBHNS R EKEB(VL2)Z
G WO

(iit) FERZS " LEEBANE - RFEKEB(VHL) Z
B WS

(iii) fEH W EBB(CL) S
Hf e —FHRZ —F/I#E#E - CH2 R CH3HE —F K Z
S EHIE#E CH2RCH3G e HE —H&ZFE —FHKY

CHIBZE —F _ZHRONCLE& S LFRMNED T

H

) VLIBVHIGEUFERESRE TEEOWNE S
fir B

PI-24210 25 56 H(EHHAZE)
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ll

b)s#Z VL2EEVH2 &G 5 LLIP K& 5 &
fir &

c)ZEHKEEE?2 (CH2))EZREKabat T HEU &K 5]
WO BE2S2RAV M IERE W E2S54RBVAMRIERE KU B
2565 HY & i B - Dl Kk

d)#z % L EBHHBAFFHZ S — L EHHIL-23AK
Z % —HEHMKRIL-23AHZE _H£EBHHBAFF >

H H

Z % _HEANSG S

(i) Z VLA EQ ID NO:2 » % VH1 8 5SEQ ID

=S
NO:1>»#% VL2 &SEQIDNO:4 K#ZVH2B &SEQ

4SEQ ID NO:4 » %2VHIHEEZSEQ ID
NO:3>#%VL2HEHESSEQIDNO:2: X#Z VH2HE &SEQ
ID NO:1 : B
(iii)®%Z VLIBEH SSEQIDNO:85:3% VH1HE &SEQID
NO:84 3% VL2 SEQID NO:4> K#Z VH2HE & SEQ
ID NO:4 ; =
(iv) ZVLIBESSEQ ID NO:4 > 3% VH18E &SEQ ID
NO:3'#%ZVL2HESEQIDNO:85" x#% VH2HE & SEQ
ID NO:84 ; H,

(v) #%ZVLIBESSEQIDNO:87 3% VH1HE &SEQID
NO:86°"3#% VL2HE ASEQID NO:4> K#Z VH2HE & SEQ

ID NO:3 . B

PI-24210 % 57 H(EEHRAE)
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(vi) ZVLIBESSEQ ID NO:4 > 3% VH18E &SEQ ID
NO:3'#%ZVL2HESEQIDNO:87 x#% VH2HE &SEQ
ID NO:86 ; I

(vii) ZVLIEESSEQIDNO:89 » %2VH1H &SEQ
ID NO:88 » % VL2 &SEQ ID NO:4 - K#% VH2H
4SEQ ID NO:3 ; 5

(viii) #ZVLIBEESEQ ID NO:4 > #%VH1I1H&SEQ
ID NO:3 » %ZVL2HBEASEQ ID NO:89 » x#% VH2H
4SEQ ID NO:88 ; H

(ix) ZVLIBEHSSEQIDNO:91:3%VH1&E&SEQID
NO:90 3% VL2HEH SEQID NO:4> #% VH2HE & SEQ
ID NO:3 . B

(x) #%ZVLIBESSEQ ID NO:4 3% VH1I18E &SEQ ID
NO:3'#%ZVL2HESEQIDNO:91°> Xx#% VH2HEH & SEQ
ID NO:90 -

[0095]) fFRBEM EAMBEEN —LFHEAF ZEE—F

& EFE - P BEBESZVLIEZVH2 Z B0 $ — # #F
T O HEZFE RIS FE-FEHTHZVL2EZVHI
ZHEHSE Z#HET - fFf—BEEH T T B
F_HETHEHAGRERKFIGGEGGSGGGG (SEQ ID
NO:69) - FF—SFHM T » &6 —HHET ks _HE
FHSHEBFIGGGSGGGG (SEQ ID NO:69) -
EF-—2F8EAT ZEF - ZFRZIEFE —-FHEHSZ
VH2E ZVLIEZCHIZHO S _##E 1+ > HZEFEZ
PI-24210 % 58 H(BHHAZR)
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SHhz&EE-—PHEZVHIEZVL2E ZCLZ H B
FUEETF -F—SHFHEO T - ZE = #EFRZ SN
EFTHOHEBRKFILGGGSG (SEQ ID NO:70) - {f
—HEERA T ZEZEEFRZEUEE TS RER
FSLGGGSG (SEQ ID NO:70) - {F — b g 3 il ft >

O HE B N/ E VU EE TR S T E R R R
B -fF—Sgmpd ZH=ZHEF R/ 2z $BNUEET
B e BmE®KFIIGGCGGG (SEQ ID NO:135) =
LGGCGGGS (SEQ ID NO:136) - {Ff— b 2 5 @ 1 >
ZEMHEEEB2 (CH2)EB & MREKabat P HEU E 5] 4
I BE234B NN MR R BE235ENANER - F— 4
BEHAl T ZWHEE  ZEHEEE2 (CH2)H X H #
maw®3 (CH3)) I EBAFY FHE RIgGLE K E R
IgG4 - ff — B HFRHA T ZH\FEEETKERFT
EPKSCDKTHTCPPCP (SEQ ID NO:76) ~ FEEF
5| LEPKSSDKTHTCPPCP (SEQ ID NO:130) 5 &
E®FEIFESKYGPPCPPCP (SEQ ID NO:134) -

[0096]) fFE—HFHEHMT  (HZEF-—FRZ2EEE

ZSEQIDNO:SYHMERFIIANZEFEF _HZRZ2&EH
“ZSEQ ID NO:6 2 AW FF & =

(ii) ZEE—ZMHRZ2ZEEBEBESEQ ID NO: 72 &AM
FIA R ZEE _ZRZ2EEHEESEQID NO:8 2 i A &
IS 1| =17

PI-24210 559 H(HRHHRHS)

110122529 FH YR A0202 1103195553-0



1861413
(i) ZFELE -FRZIZEFEH/EZSEQ ID NO: 13X g &
B2 F7 3l ki F F =]
B3
(iv) ZFF -~ FMHRZEEHE
I RZEF_ZHRZIEE
E B Bk
(v) ZEF - FHRZEEHE
=]

=
HE&SEQ ID NO:14 > i

H*M
3
||
S
=
N
Iy

SEQ ID NO:152 [

Bt

=
HE&SEQ ID NO:16 2 i

SEQ ID NO:21 2 f#

%

=1
B4 SEQ ID NO:22 2 [

BB A

(vi) ZFF - ZFNRZ2ZFEFBESEQ ID NO:25Z &
EI kZFRE _FHRZIEEBHLESEQ ID NO:26 2 %
2= I

(vii) 2 F - SEQ ID NO:29 7 J#

ES =
EEFIIAZEEF - ZMRZ2Z&BFHASEQ ID NO:30XZ
7= i A =7

(viii) ZEB -ZFNRZ2EEE
ERmPIRZEE SR ZEE
7= i A =7

(ix) ZFEFE-—FNR 2B HEE
MEFEINARZEE _ZRZ2EE
BByl B

(x) ZEE—-—ZFRZ2ZEEBE
MEFEINARZEE _ZRZ2EE
BByl B

SEQ ID NO:33 2 %

=
B&SEQ ID NO:34

SEQ ID NO:37 2 k&

=
B 4SEQ ID NO:38 2~

53

SEQ ID NO:41 2 f& %

=
HE&SEQ ID NO:42 > i
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(xi) ZFF -~ ZFNRZ2ZEFABHESEQ ID NO:45 7 &
=]

=
HE&SEQ ID NO:46 7 it

BByl B
(xii) HZELF-—FMZ2ZEHASEQ ID NO:49 7
E WA Kk #ZFE M &EZHBESEQ ID NO:50
7= i A =7

(xiil) ZEHEE LR Z2ZEBHZSEQ ID NO:53 7 %
H

£ =1
EMFPIRZEFRE IR ZIZEBHEZSEQ ID NO:54Z
2

Fe B W 3
(xiv) ZEBE LR Z2EEHEHESEQ ID NO:55 7
EMRFEINZESE K258 ESEQ ID NO:56 2

g - | =
(xV) ZEFF—FHRZEEEH
I RZEF_ZHRZIEE
E B Bk
(xvi) ZEB-—ZFZRZIE2ZEE
ERMEFINEZEFERSE _ZRZEZE
g - | =
(xvii) ZEBE -ZFRZIEZEE
BB Al Kz =]

SEQ ID NO:57 27 &

=
HE&SEQ ID NO:58 2~ it

SEQ ID NO:59 2 f#%

=
B 4E4SEQ ID NO:60 2~

SEQ ID NO:61 2~ f#

=
B 4SEQ ID NO:62

“ SEQ ID NO:63 2 J#
4 SEQ ID NO:64

it e |
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(xix) ZEBEB LR Z2EEHEHESEQ ID NO:65 7 i
EMEFEINZESE XK 2ZEHESSEQ ID NO:66 2
= - 3 = | I=1%

(xX) ZEHEE R Z2ZFEBBESEQ ID NO:67 2 g &
MEFEINREZESE ZZRZEH
® % 5l oo

[0097] A rREZHMEKEBERN —E B S WHESB
%

=
B&SEQ ID NO:68 i

mElb-—H_mEGFearFf EHETZEE -FIHRIZISE
tEEEL-—EH_MBGFeE —E&ZzE _FK 0 HHT

(VZEFEF - ZHRZZBEABESSEQ ID NO:5 Z AR
I kazEFEs %R Z2B BB EZSEQID NO:6 g AR
55 B

(ii) ZEF—FMZ2ZFEHASEQ ID NO:7 7 fig & &
PO R#ZES _ZRZEEHESEQID NO:8 Z A M
FP 5l 5 B

(i) ZEE—-—FRZ2LEEHEBESEQ ID NO: 13 A
MRl kZEE _HZR2EEBESEQ ID NO: 147
BByl B

(iv) ZEFE ML EFEHESEQ ID NO: 15 &
I k&ZEE _HZR2EEBESEQ ID NO: 167

E B Bk
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SEQ ID NO:21 2 fr

=
BE&SEQ ID NO:22 7 [

BB A

(vi) ZFF - ZFNRZ2ZFEFBESEQ ID NO:25Z &

EI kZFRE _FHRZIEEBHLESEQ ID NO:26 2 %
2= I

(vii) 2 F - SEQ ID NO:29 7 J#

ES =
EEFIIAZEEF - ZMRZ2Z&BFHASEQ ID NO:30XZ
7= i A =7

(viii) ZEB -ZFNRZ2EEE
ERmPIRZEE SR ZEE
7= i A =7

(ix) ZFEFE-—FNR 2B HEE
MEFEINARZEE _ZRZ2EE
BByl B

(x) ZEBSB-—FNRZ2ZBEE
MEFEINARZEE _ZRZ2EE

SEQ ID NO:33 2 %

=
B 4ESEQ ID NO:34

SEQ ID NO:37 2 k&

=
B 4SEQ ID NO:38 2~

53

SEQ ID NO:412 B

Bt

=
BE&SEQ ID NO:422~

53

put

(xi) ZFF -~ FRZZFEHEBHBESEQ ID NO:45 7 Mg K&
BEFIAZEFE_ZRZ2EE

=

= & SEQ ID NO:46 7 i

e L =11
Sy

(xii) ZEF LR Z2ZFZEHASEQ ID NO:49 7 %
EMRFEINZESE K258 ESEQ ID NO:50
e L S ]| B4
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(xiii) & FF

SEQ ID NO:53 7 J#

“4SEQ ID NO:54
W B BE B2 A

(x1Vv)

=
ERFI kZFHRZ
5

ZEBE R ZIEE
EMmPFIRZEFLE %

#SEQ ID NO:56~
i e =

SEQ ID NO:55 7 J#

me A

(xVv) ZEFEE TR ZEH

EFIKZEE SRS

“SEQ ID NO:58 7 %
e S | =

Q ID NO:57 Z W &

m@

(xvi) 2 F F %ZSEQ ID NO:59 7 %

g —
EMFEINNZESE - % 4 SEQ ID NO:60
=,

i = |
(xvii) 2% H H — EQ ID NO:61 7 [#

=
EMEFEI NZES % SEQ ID NO:62
9

it e |

(xviii) & FH —
ERFI KZFESR
g - | =

(xX1Xx)

EQ ID NO:63 2 Ji#

JoFe

“SEQ ID NO:64

= 5 EQ ID NO:65 2 [
B Rk FHR

%SEQ ID NO:66
i e =

me A

(xx) ZEBE LR Z28H

EFIKZEE SRS

“SEQ ID NO:68 > %
B2l e

m@

Q ID NO:67 Z k&

PI-24210

25 64 H(EHHRAE)
110122529 FHGTE A0202
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(00981 7 SC/RiE % 8 A S Fi il 2 (b & ¥ W $ L&
& W9 H b 2 P B0 B SR R L 2 A P DL S
EBAFFRIL23AMH S AL &9 - 15 — 2 & 5 61 > M
ARGV TEERAXHELZ S WHEEDLS80% -
85% ~90% ~95% ~96% ~97% ~98%FH9I9 % 2 Fr 5 —
B (EF 2 EEEE LS R M EEROBELR) - 7
PR A S5 4P B A B9 TR E (BT A A
ELISA - RE B ALK E) AEBWPULE S -

(0099 18 — i % jif (i of » A SCHT 8 4 2 (b & 90 5 2 1%
S EBAFFRIL23 AR E o B bl S b A G 8 T
BMEGE S L 0 b R R U B P e A R RR 9 5 3 0 A
FIDLOFI S B R OB M GE A 0 7 R R B R B G 4B B BT B
o BETE 0 H PR H OB R AR L o T E 0B Y - S B
i FE S Gr & 0 ELA B RR WS R R/ SRR E B TR A
HEABMME Ay FRRM THERGS , - BRES
EHMMEALLCEMELAE RBRAE Bl €55
RIRAFAEREBMTES ALen HREES S
EERFERAEA S - BAMS - 5 8M (HER)
SEEFE (P BAFFRIL23A ) B0H R ¥ it K %
G 4G & W B A E H i i R SR B R P A
fio 40 R R E M AB P E B A E KB FIME B - EE B R
IRAHERFEEE TS RER OGSy o oM
M EETEHE PN BRESAEE - EREM (G
EMEILRT R R RERE S TS - WHR - B I

PI-24210 25 65 H(EUHRAE)
110122529 F B4 A0202 1103195553-0
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TREMHSGESE T EBEAESE AN EFE(BEITEE)
HEfi & & - KBS BLELAR HEEGZ5HER
B HE—HEHT "THENEGE ZERKFIH
MR R EH ML EY ARG & 2 HMHEHEE R
By Bt B R R € B o TR — B F b B b A ST
ZIEEMEAHMNBAFF KIL23 8 HH M HEE & &
T EBESERMOE AXmER "EEaHOM K
REGEFHEKA - KA BRETE R (Kp)BIEE - £X
A i A 2 AL & W B R 8 BT R B0H IR M B R OR E B it Z —
EHMETEFZEZLIO~10°-10"7-~10"%-10"7 »
107"~ 10" 10" P M ER Z S S B AME(Kp) < f
Mey s &R AMEHER RN Kp - £ — S E i fl+ - K
B I A (o= 7/ BT N W= A N N 7 N =i I A
—HFHMEAEAELIO MIERZ &S WM
(Kp)  (EEVHEHRE —HELE “HREHEHRE =HKE
W E RIS THBESEEE =N HENKs (REHE
Kp) HEEE &% —EKSE ZHHENES Ka ( /N
BEKp) i - FHEBRT LEVWEAE —HEKSE
TR F-MEETHE -~ E0RNEAERRBRE —H
SEPHE _EQRHEBE)) HEERE=ZHH (0  F=
METHWMHEES —EQNFE _EOREER ) NE=K
A NHENE - SEeBAMETHEE (0 BRHEKR
B H Mtk ) I AEELLILS5 234510~ 15-~20 -

PI-24210 26 66 H(EHHRAE)
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37.5-50-70-~80-91-100-500-1000-10,000
2107 % -
[0100] &SaWiiMt(NEEREE) T &ETZE
Mg BFEYHGES - ELISA - R E &S IR 8D
Cflsm - 5 & ) - 5% &5 & %R M /A R Bl R
BEMNHBS-P%E® (10 mM HEPES pH 7.4 > 150
mM NaCl>0.005% (v/v)REEHEEP20) M - t%
R AR ENBEEEOREELNCEaNEaEd
ZRE #MHBAMUTHTEAEEEENEEETZRE
([Bound]) B FEE¥EED ZREE ([Freel]) K#H EH
GeEQZSaMBE 2 RERE HP(N)BSBEME D
FTHEE MU EHEE
[Bound] = [N][Free]/(Kd+[Freel])
[0101])] WAHEEFEZMIBKZHEEAE > AT > H
NERELESHEOME 2 EE2 20 (F@ - #HEQ
ELISASFACSZ JFA# & ) » LB KA # > HK K
AHARER  #HoHeBRSHOIERS A O265 - M
BEHRMOMEZ EEEN  HBEHRMME ZHH (Hl0 -
H D AE Ao (B 40 - JF B Sh ECOE B8R A AR e ) oY E M)
[(0102])] ZHE—HFHEAFT - LaPWBEETR2AT A EN
—HZMEE_SEZR  -FE-HERHAT  LEVEE
(i) %% —%KBASEQ ID NO:5” BEMFEY K%
E - %KBEASEQ ID NO: 6 EmFFl ; =

PI-24210 2 67 H(EEUHRAE)
110122529 F B4 A0202 1103195553-0
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(ii) ZE—%KBAESEQ ID NO:7” ERFFY K%
B %A ASEQ ID NO:8 Al fFFol: =
(iii)ZFE—%KBAESEQ ID NO:9” i E B FF ¥l K& #%
F_ZMBEASEQ ID NO: 10 kAR ; K

(iv) Z% —ZMKBEEZSEQ ID NO:11ZEEMKFI X
Z%H _ZMHBEESEQ ID NO: 12 AP & =
(v) Z%—-ZMKBEBEZSEQ ID NO:13Z AR X
ZE_HZREEZSEQ ID NO:14ZEERKRFS &
(vi) %% —%MKBEESEQ ID NO:152 M EMRKFI K
ZE S KBEESEQ ID NO: 167 BEMEY =
(vii) #ZFE—-ZKBEBEZSEQ ID NO: 17 fgAEMKFRF7
K#ZEZHZKREEZSEQ ID NO:I8Z AR FH &

%

(viii) &% 3B - ZFHKEBESEQ ID NO:19Z fig & & fF ¥

0

0

%
(ix) Z%F — KB ESEQ ID NO: 21 ZHAEMKFI K
Z B _ZMHBEESEQ ID NO: 22 A M F ¥ 5 =
(x) #Z%F KB ESEQ ID NO:23 ZHAMFKFI K
SEQ ID NO:24 7 A MFRFI 5 =
(xi) Z% —%MKBESEQ ID NO:25 2 EMRKF I K
SEQ ID NO:26 2 A M F5

K#ZH_ZZHREEZSEQ ID NO:20Z A F I 5 =
S

(xii) @ZE—-FZKEBESEQ ID NO:27 2 B &K T 5
k#ZE _ZEZKBESSEQ ID NO:28 2 AT + 5
(xiii) ZE—-ZLKBEESEQ ID NO:29 &M F %
F#ZE %K BEESEQ ID NO:30ZEMFY ; =
PI-24210 5 68 H(EHHRHF)

110122529 FH YR A0202 1103195553-0
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(xiv) #ZE—-ZHKBESEQ ID NO:31 Z kA B P75l
K#ZE %MK EESEQ ID NO:32 Y EMFY 5 =
(xVv) %% — % B&SEQ ID NO:33xHMEMRKEI &
Z B %M BEESEQ ID NO:34 7 A F I & =
(xvi) #ZFE—-—FZHKBASEQ ID NO:35 A M Fr ¥l
KZE _%KkE&SEQ ID NO:36 7 & B FF ol =
(xvii) ZBE —FZMKBEASEQ ID NO:37 2 fix & B 7 ¥l
KZE % KkE&SEQ ID NO:38 2 A B FF ol =
(xviii)ZFE - KRB ASEQ ID NO:39 i A& I Fr ¥l
K#ZEZZKREEZSEQ ID NO:40Z AR FF 5
(xix) BZE—ZHKBEZSEQ ID NO:41 7 i A B P 5l
K#ZEZHZKREEZSEQ ID NO:42Z AR FH &
(xx) Z% —%MKBESEQ ID NO:43 2 EMRKFI K
Z B _ZMHBEESEQ ID NO:44 7 KM 5 =
(xxi) BZE—-ZHKBEZSEQ ID NO:45 i & B P ¥l
K#ZEZHZKREEZSEQ ID NO:46 Z AR FF &
(xxii) ZFH—ZFZMRBEBEZSEQ ID NO:47 7 fix &M ¥l
K#ZEZHZHREEZSEQ ID NO:48Z AWM FH &
(xxiii) Z E —Z KB EZSEQ ID NO:49 7 i & B 7 ¥l
KZE —%KkE&SEQ ID NO:50 > A B FF ol s =
(xxiv) ZE—ZHKBEZSEQ ID NO:51 Z i A B 7 ¥l
K#ZEZHZHREEZSEQ ID NO:5S2Z AR FS &
(xxv) ZE—-FZMHMBEASEQ ID NO:53 fix & B Fr ¥l
K#ZEZHZHREEZSEQ ID NO:5S4Z AR FS &

PI-24210

110122529 FHGTE A0202

% 69 H(EHRAZR)
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(xxvi) ZFE —FZHKBASEQ ID NO:55 & B Fr ¥l
KZE _%KkE&SEQ ID NO:56 7 A B FF ol 5 =
(xxvii) #ZFE—-—LMHMBESEQ ID NO:5STZHMEMKF
Gl K % E % kB ESEQ ID NO:5S8” W ERFY ;
(xxviii) ZFHE—-FZMHBEBESEQ ID NO:59 B Fr

| R ZE %A SSEQ ID NO: 60 lFEMKEY + =&

(xxix) #Z%H —FZKBEASEQ ID NO:61 Z fix & & Fr 7
K#ZEZHZKREEZSEQ ID NO:62Z AWM FH &
(xxx) ZBE—-FZMHMBEASEQ ID NO:63 fix & B Fr ¥l
K#ZEZHZHREEZSEQ ID NO:64Z AR FH &
(xxxi) ZFE —FZHRBASEQ ID NO:65 7 i A& B Fr ¥l
KZE —%KkE&SEQ ID NO:66 2 i E B FF %l 5 =
(xxxii) #ZFHF—-—FZMHRBESEQ ID NO:67 7 it & M Fr

=

Gl K % E % kB ESEQ ID NO:68 2 F 5 B Fe %1l -
E&EtLEY  BEB - -BWERKRERZGTE

[0103])] A\IREZREBE NG HEEHE R #E ML 2 1L
BB AXFBEMLZ ZRCHW KRXF#ELZE— %K
HE IR MK EELAEYE S KT H—E RS
= R I N S NI Al T 7 e (il ) = NIl T 1
ZEHEMRNEMKER BB KRR HEK T B R E A TTE
HEBZEER KT KR -

[(0104] FE-HEFRMT BEHESSEHE (FOE
RElE) N-E—SgHoTd > HBEE T TREFEEREZ
Bz 09 BB T e

PI-24210 2 70 H(EHRAE)
110122529 F B4 A0202 1103195553-0
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[0105)] ZHERGFITARKRBELRXIHMBELE ZLEY
BOR Xl z H K BFEAEARRNE @ KR E
(cytomegalovirus; CMV) T H B HEBH F - KW FH
LTR (W Rous ABWHBELTR - HIV-LTR - HTLV-1
LTR) ~ EHEHFELI40 (SVI40) BB E T RERFElac
UVSEE FLURBMAMEHBEE kKK ERE T -

[0106]) JRFPIEAFIAEIBE F-HLETHGBBRES T
R B RBREBElacfl & 7+ F & & 8% 38 &1 5 DL B &
B lac Ut T AV W A B Y M M B Eh v 5 BT OB R RV R E
[Brown, M.% A > Cell, 49:603-612 (1987)] » {#
AMPEZRAMA F(tetR)AYH F[Gossen, M. Bl Bujard,
H.> Proc. Natl. Acad. Sci. USA 89:5547-5551
(1992) ; Yao, F.% A > Human Gene Therapy,
9:1939-1950 (1998) ; Shockelt, P.% A > Proc.
Natl. Acad. Sci. USA, 92:6522-6526 (1995)] -
HoAr 24 B A M — 8 - RU486 ~ I K By ok % & I =
FMBENFKS06 ~EHR - VP16H p65 - 5f E £ 4 7]
HInvitrogen » Clontech & Ariad -

[(0107]) W EMATHGBEST F EERHFEEEAFER
MmN EH - F—@FEHEGT - BREEE Lac il
FTRAFEFRAMERFAGRLUE EH ElacB 4 T ALY
A FP Bt By v 3 BT O $% (M. Brown % A - Cell,
49:603-612 (1987)]; GossenBlBujard (1992) ;
[M. Gossen % A » Natl. Acad. Sci. USA,

PI-24210 % 71 HEEHRAE)
110122529 F B4 A0202 1103195553-0
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89:5547-5551(1992)] > K W KANH 7 (tetR) HH
gL T (VP 16)8 & DLE £ tetRIF A B 1Y) 40 B 8 3% &
fEr@a&BtTa (tetR-VP 16)  Hf# EretOH K
N BB OF O B W AN B E 4 B % H (human
cytomegalovirus; hCMV) ¥ 3 17 B & 8 Bt &) 7 DL &
AtetR-tetiE 4 F RS REH WA Y WM T Y EKWRE
WeF—HERG T FEHNUNBEZTFE@EBE(YaoE A
Human Gene Therapy ; Gossen A » Natl. Acad.
Sci. USA, 89:5547-5551(1992); ShockettZ A >
Proc. Natl. Acad. Sci. USA, 92:6522-6526
(1995))

[0108]) 554 &#EF & AF G @LLT fay— a2 5 :
AEEELER HFUOFBEZER  AREHASHY @M
TEEREERYTEE LT B ACMV Z I BB E R
WMET/RB TR > AR S KFEESE S HSV40HT H %
Mk R RNABRBESR AR mRNABEM  EH ZSV40
LR K ColEL » FF & i 2 88 0 N & MR
Giafr B (IRESes) ~ @ ZH#EEMUE ° RTTH SPG6
RNAFE 7 AREHZRHEKERNAZ EBIIER - B
HBELANRELEABERNOESEBE 2 HE2 B A K it &
T BCAD G R e

[0109]) wHFEHFMKM (Hm - EZFEF - HEEKE R
RGBSR FE KB RBEABBER X 26 + M
W BB % RS ARG R B O 4 4R DL E A R ST P Al

~

\
r_

PI-24210 % 72 HEHRAE)
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Ztbtaey - £ —E&FEP T FEhHmRE - 15 E A
G EMERMS TR AXMEL ZLLaZRER -

[(0110] AR FRIJARXAHHEILZ Lo A L Hr
ZEMRWBE TAEAT AAEAE (EORBRE) KE E
FREBZAKE FeEms > WABSYAE (E0 T EHE BN
HAI M (Chinese hamster ovary cells; CHO) ) Hi
AR ANSHEABEFEY EZTHEENERNBE T T
FZEBEGEahRBEREBNTNRE RG (Foecking

Z A > (1986) " Powerful And Versatile
Enhancer-Promoter Unit For Mammalian
Expression Vectors ; > Gene 45:101-106

Cockett@ A >(1990) " High Level Expression Of
Tissue Inhibitor Of Metalloproteinases In
Chinese Hamster Ovary Cells Using Glutamine
Synthetase Gene Amplification |
Biotechnology 8:662-667)

[0111] w®EHZIERERHEKE R HF R B KA HE
MZAEEMER AR ZRK-BHMEERE RFERT
HR-FHHEEEMTEE RBEERAGEERCHHEL Z(LE
MEAXmER 2R 2EEBEFY > mARTMAH > EH
INENE Sl I I = A RS S v i 0 T N (A
KX zEE&EY HEBEEAER: BEY o 4
MEHSEREDNA - EEDNANS AR XM#EIL 21L&
MH RSB ERDNARERE&#HESLOVHAE CH

PI-24210 % 73 HEHRAE)
110122529 F B4 A0202 1103195553-0
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W REBEREAEEFAERE) C HEH 05K LA # il
ZiEeVH R EHBESREREELVEBES (A O
MEZLRAELD) BRrCAGHAXHMHBEER ZLEYNFF
iy EA W EREESEE (AW BARWE) B & & i &
o R EdAFERESRSE (MW 6l XA ERE
(CaMV) KA EEBKXFHB(TMV) ) A S A &GRS H
iz aTiEEYH R EHERRESL (H 0 -
TiEfR) B EYHAN ZRG ARG CH
> COS ~CHO ~BHK ~ 293 ~293T ~ 3T34fHg ~
Edii (2REEHEAMNES,807,71558) » Per C.6 4
Bl (HCrucell 2 E B H AREFEMAM) BF S H BE
THEARE WS LEFME THENWHASY ML E
Re (Pl EBEBMEBMRE ) RIFEBENRWHASHYRKS
(P4 BWEERHERE T AEFET . SKEH T)

[(0112])] HHAEZRGKT > JTHAERERBEHNLSD R
WHZRAMMERER S RHEE -EEfNs  EEEKRE
EEHER SN AXFELREZ L ZBEHG N E
Ao FEBESI GRS K ZRMEeaEB EY Z KRR
e - BB BEEAEANRK KRB R E XA IS
pUR278 ( Ruther 2 A - (1983) " Easy
Identification Of ¢cDNA Clones ; » EMBO 1J.
2:1791-1794) H P A FHEEFIEBESEHFlac
ZEmWBEASETHEE  FEFEEMSER S pINFKE
(InouyeZ% A > (1985) "TUp-Promoter Mutations

PI-24210 % 74 HEEHRAE)
110122529 F B4 A0202 1103195553-0
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In The Ilpp Gene Of Escherichia Coli ; » Nucleic
Acids Res. 13:3101-3110 : Van Heeke & A >
(1989) [ Expression Of Human Asparagine
Synthetase In Escherichia Coli ; » J. Biol.
Chem. 24:5503-5509) ; R %E - pGEX # 8 J5 1]
A B IE % RBEBBAEAZMNRHIKS- & B B
(glutathione S-transferase; GST)WR&EEH - K
BEMEs HEMSEQ A AW HTE S M 5 H E MM FE
AR kEEEEEEZNRETK-BREREE & 2 DUF K&
BRMEHMKGFEET AWML 4L - pGEX & 8 & 3% 51 DL & &
i Xa N T+TEBBMABAUBELESITBEGSTHE 7 B K
EEEENEY -

[0113])] TFRSZZGT BEERARBEXESZARBR S
(Autographa californica nuclear polyhedrosis
virus; AcNPV)RF#EHBGDUEZHIIBFEEN - kIR HFEE
FEHMESER T THEEHFYEREERERE ZEE

K@ (il ZAREDER) » TENRACNPVE &+
(Pl ZEEEORS ) ZFHT -

[0114] HFWATHYETHMBE T TEARSENRTE
NWERBHAZG - CHEBRFEAERRAEABOBERT > 7&K A
I GEHBFIEaERFEER/ BEZEHEaY (0
W BB E TFREZHATEFS ) - FIERFEEER K
ERANEBAGERaENGE AR EERNAFT - HHEE R
MZIEEARAEFTHFEA (@ BEISE3 ) & & £ E A

PI-24210 % 75 HEHRAE)
110122529 F B4 A0202 1103195553-0
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WHE HEdAREERUTHHENEZREE £ T RE 2 E
kK& B o (@ > 2 K Logan & A > (1984)
" Adenovirus Tripartite Leader Sequence
Enhances Translation Of mRNAs Late After
Infection | » Proc. Natl. Acad. Sci. USA
81:3655-3659) - JRul 75 ZFr B % B 46 E 58 H 1 P fE
AEHEEBRFI 2S5 NEEZE  HEEHRBEHATCRET
5 7 & MH #E B 5l o RS - R an A T 0 JH B P R 4R S R B
2 [ GEME B A DLOME fr B fE A RS BV B B - i F AN T
HlERAELEEHEEH T IJEAFRAB SR ZELIE - 7] 5
HESEEEREE oM Eek & E T FREEREN
(% H Bitter® A > (1987) T Expression And
Secretion Vectors For Yeast ; °* Methods in
Enzymol. 153:516-544)

[(0115]) 554 Rl B4 EH Mk s FHMKNASE
Frfl APl 2RI\ DL F R B 5 & kiR B E K
EY - EHEEY LB Es (M BEELFEHR) KE
Ol H@E) IHEBBEZEMREE - B M
FEREERO T AJRAXHELZEEYRE LR EE
NHeEY (flan - BEZHKHE THNZELREY) » FE
FEEHRANEHMHEES T ED KBEHBEDP R AR
Fif 2 itaMz BB/ LK - AL KB REE S &K
BMEIMDGEBEE A XHBEARZILEY ZZ Ky EEA
A o+ WEEBEFIBHEEMNES XS ELANEY Z

PI-24210 2 76 H(EEHRHAE)
110122529 F B4 A0202 1103195553-0
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HERABNIRERFY - ZEONEY 2EHZRABE S
Kyl ztawzEZRh -BaRrXmEdzEEam 2
SR mEEY > FEBFRABIZEEESEN (JRE
FEHRKRANELHAMHMAGK /B EE THMBA - f0F &
HUBERN BN EOBRAR) Bl F £ FEER I CHO -
ZEM#ETFTL S ANEE I EOBUKBNHEEY F 5
FECENEENMTFTFEI KBFEFHOKESA BT AEE
MR ARMEBRTARMEAELD Z 41 KE
i - R ZEOAEY XTI BE SN EARERLITAE
FrE B RS E R - AR ER T AEM S HED
fg B¢ K B =] B R AT S& V1 o 2 Py R A (2 B - BT 40 A I B EG
Xald ¥ (NagaiZ% A > (1985) " Oxygen Binding
Properties Of Human Mutant Hemoglobins
Synthesized In Escherichia Coli  » Proc. Nat.
Acad. Sci. USA 82:7252-7255 > F{Flenny % A -
(2003) TACritical Review Of The Methods For

Cleavage Of Fusion Proteins With Thrombin

And Factor Xa ; > Protein Expr. Purif. 31:1-11
TgEa o Bt 2 B BUSIHZ AR ALRI) B
5 (Collins-RacieZE A > (1995) " Production Of
Recombinant Bovine Enterokinase Catalytic

Subunit In Escherichia Coli Using The Novel

Secretory Fusion Partner Dsb A N ’

Biotechnology 13:982-987 > ¥ s HZ 7 X2

PI-24210 % 771 HEEHRAE)
110122529 F B4 A0202 1103195553-0
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HOFAAR) ~HMEDH KACTEY (Parks & A
(1994)" Release Of Proteins And Peptides From

Fusion Proteins Using A Recombinant Plant

Virus Proteinase | , Anal. Biochem.
216:413-417 > FHUSIHZ A 28I AR) MK
I ERsELHBC3 -

[0116])] AEBEBFHMENREDOELKEREY Z #H &
tRrRHEAEHAEAR E T EEEEH - 0] 2 EET MK
HEITARARAUERMMER ZIIEED Z EEES KE
Mo BEEEMN  AIEMHAE&ZE THM HEFEE&EE £ MM
EFWHMEBEHNANEEREEERNEY 2 9 E 5% B E L
ER kBEBRAMFHA LEHEABHYE THBEBEELRRRY
CHO - VERY  BHK - HeLa - COS - MDCK - 293 -
293T -3T3 -WI38 -BT483 -Hs578T -HTB2-BT20
B1T47D - CRL7030K Hs578Bst o

[0117] N EH SEENEHAEOLAE  BEERM
B fE - BPIME > Alsxet B e RBE AR HE I ZEEYHY
MHL R - T H B EE RBEEH T CHO - Bre+ - 1 #E
FRFA RS EREBALMUCESE) ZEFADNA
kaEEZEECELE TH@R mMEEAGAERHE Z R E L
ER)REEE o FE AN BEDNAZ % - T K EED
WHRHEEEEEETERLI-2KR T HEBE®E K 2 2 EMHE
mEE BHABERTWAEEECS N ERER THME - T
FH R E RSB e ESI RERTREEREDP K E R

PI-24210 2 78 H(EEUHRAE)
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B PEE A 4K BT K PR S RC Al B PR - IR D7 A AT A A H
AR R BOR SCT M 2 AL & YA 4 B Bk o B &R BT Y
WAk RN ERFIEEHAIRAHER (L&Y E
mAEEMEIFERANLEY -

[0118])] FAEARZEEAG BFEAOARRELAEL
WEME Ml (WiglerE A > (1977) " Transfer Of
Purified Herpes Virus Thymidine Kinase Gene

To Cultured Mouse Cells ;> Cell 11:223-232)
KRR -SRI R ZBEEEERE (Szybalska®E A >
(1992) " Use Of The HPRT Gene And The HAT
Selection Technique In DNA-Mediated
Transformation Of Mammalian Cells First

Steps Toward Developing Hybridoma

Techniques And Gene Therapy ;| » Bioessays 14:
495-500) KB EBLHERZBEEZEHEZE (LowyFE A
(1980) " Isolation Of Transforming DNA:
Cloning The Hamster aprt Gene ; °» Cell 22:
817-823) ZNKNA 7 hl HNtk->hgprt-Zaprt-4HH -
o mA#HmETHELNTERNGEREERE  dhfr >
O B ok OB O ( Wigler & A 0 (1980)
"Transformation Of Mammalian Cells With An
Amplifiable Dominant-Acting Gene ; * Proc.

Natl. Acad. Sci. USA 77:3567-3570 , O'Hare

Z A (1981) " Transformation Of Mouse
PI-24210 5% 79 HEHHRHAF)

110122529 FH YR A0202 1103195553-0
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Fibroblasts To Methotrexate Resistance By A

Recombinant Plasmid Expressing A

Prokaryotic Dihydrofolate Reductase ; » Proc.
Natl. Acad. Sci. USA 78: 1527-1531) ; gpt >
oM B B O T St M ( Mulligan F A 0 (1981)
"Selection For Animal Cells That Express The
Escherichia coli Gene Coding For

Xanthine-Guanine

Phosphoribosyltransferase ;>Proc. Natl. Acad.
Sci. USA 78:2072-2076) ;neo > [l EEEHFG-418
B 73 %E (Tolstoshev (1993) T Gene Therapy,
Concepts, Current Trials And Future
Directions ; > Ann. Rev. Pharmacol. Toxicol.
32:573-596 ; Mulligan (1993) T The Basic
Science Of Gene Therapy | ’ Science
260:926-932 ; KMorgan F A > (1993) " Human
Gene Therapy | ’ Ann. Rev. Biochem.
62:191-217)Khygro > mBEMEZWE TH M (Santerre
% N> (1984) "Expression Of Prokaryotic Genes
For Hygromycin B And G418 Resistance As
Dominant-Selection Markers In Mouse L

Cells | Gene 30:147-156 ) fFAusubelHE A (4 ) >

1993, Current Protocols in Molecular Biology,

John Wiley & Sons, NY ; Kriegler, 1990, Gene

PI-24210 2 80 H(UHRAE)
110122529 F B4 A0202 1103195553-0
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Transfer and Expression, A Laboratory

Manual, Stockton Press, NYHF ; FFFE12F Kk F
13% Tt > Dracopoli®ZE A (4% ) » 1994, Current

Protocols in Human Genetics, John Wiley &

Sons, NY.:; Colberre-GarapinZZ A » (1981) " A

New Dominant Hybrid Selective Marker For

Higher Eukaryotic Cells ; > J. Mol. Biol.
150:1-14a A (2 EHDNAR flg His @ % E A
W5 E

(0119 W My &k #2 5 08 38 0 A X Pr i 2 2 (b & 9 =
AT HE WA R ZRBE K CHR SR 2 A

Bebbington 1 Hentschel » The use of vectors

N

based on gene amplification for the expression

of cloned genes in mammalian cells in DNA

cloning, % 3% (Academic Press, New York,
1987)) - ERB|AXH Il Z (L&Y E R &HK Y E
3R F O 6O B T8 E AN BB R P 77 1F 69 900 0 K ¥ 9
g mELERNZEREE - B R EWEE PR S #
ZibaPE KRBl ZR 2K ERFINGE 2 KDY
BE A FE W (CrouseZ A > T Expression And
Amplification Of Engineered Mouse
Dihydrofolate Reductase Minigenes ; > Mol.

Cell. Biol. 3:257-266) -

PI-24210 % 81 H(EHHRAE)
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[0120] W fEfs £ 40 A B2 W [ =% 3R & e 3L A 3 2> 58 —
HEEBAXFRHELZLELaWZF: - K HE Z ik
BAXHER ZEteaMzES SR -MEKETEHHE
R BEEET  BEEXBRAMME SR ZEFRE - =
G A A E AR EEEREE WM SR - RS
ZitaWwZz L Re &S F Y 8 S cDNASE KA
DNA -

[(0121] —HEEHARBFEARAXHWEULZLEEY AKX
A 2l 2 2 Bk > Al 38 B A R flo 2 i B AT Y £ T 07 A (b
EEeaMRZHRUEZK - FREGRIEALE (H
- BHURERDEEFREENREBALETE) - IO H
EArA (Pl B A CHEFEEHRER
MHEHEIE (AELAEEBBEAZEZEZR®R > EHRIEL
GV E G Fcil (HFemByE 77) ) > UARTEEREN
D) o BEOIER > ERAEME > B HE M
LU % R 2 4t %2 Y 40k -

[(0122] AR rREZHEMBEEGER —BEE S XA
Al 2 M B B SCOPT Al 2 sk A HY A RE - dH BE AT Ry TR B B
HZAKE - -FE-S2FRMT > AHEASWASTYAE - K
B Al o B Al R R A -

[(0123] AR/ rREZNHEMEREGE N —HEE LA
A ol Z {6 &Y B0 AR TR Al 2 % ARk C Bl 40 - 35 — % ik =4
FLEMROBNFFHE KT ARG EBE AR LA E L Z 4
KA T RE ARl % F— EE

g
—F

g
—F

PI-24210 % 82 H(EUHRAE)
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1861413 1104E07TH 26 H FHEE

W EE - A e oW EAEARCHAHEAL (LG A
A A A ) NI

ERTAEAKRARBELZHARNESY

[0124])] ABTREZHMBEGE R ER T ERAR®
gL ZHARNEGY-HHREFERECY S EBANL
avzIERFMEENGBEULTHLEY !

(i) ZE—%HKBESEQ ID NO:5Y AWKV K%
"% BKBASEQ ID NO: 6 HERFY ; =

(ii) ZE—ZHKBESEQ ID NO: 7 AWKV K%

m

B % BBEAESEQ ID NO:8” EMF I ; =
(iiil)ZE—ZHKBESEQ ID NO: 9 A F ¥ Kk %
F_ZHKEESEQ ID NO:10 AW FI & K
(iv) Z% —FMKBEBESEQ ID NO: 11 ZEAMKFI X
ZFE B ESEQ ID NO: 122 EMRFI &
(v) #Z$H—-FMHBEBESEQ ID NO:13 2B AMKFII X
ZHE _ZKBEESEQ ID NO: 14 EEERFI -
(vi) Z% —FZMHBEBESEQ ID NO:15 2B AMKFII X
ZHE _ZKBEESEQ ID NO: 16 i E B P35 5

(vii) & B —-ZHKEBESEQ ID NO:17 g & & Fr ¥
K#Z$H _ZIKBESEQ ID NO: 182 & F 5 & =
(viii) &% B —ZHKRBEESEQ ID NO:19 iz & f& 7 ¥
K#Z$H _ZIKBESEQ ID NO:20 g & F 5 5 =
(ix) Z% —FMHMBESEQ ID NO:21 2 AEKFI K

B _ZBAEASEQ ID NO: 22 AR FEY %

PI-24210 %6 83 H(HHRHE)
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s — % KB E&SEQ ID NO:23 2 A MK I K
ZE_HZREESEQ ID NO: 247 AR FY &
(xi) Z% —%MKBESEQ ID NO:25 2 EMRKF I K
Z B _ZMHBEESEQ ID NO:26 7 7 A M 4l 5 =
(xii) #ZB—-FZNKRBASEQ ID NO:27Z g & M FF 7
K#ZEZHZKEEZSEQ ID NO:28 X AN F5 &
“SEQ ID NO: 29 B EH e ¥
EQ ID NO: 30 EMFY +

S
KRB ZSEQ ID NO:31Z i #A B 5l

b

~—~
>E[§g;
i

(xiii) #%—

g S )

=
@
a3

W W

(xiv) & —

K#ZE %MK EESEQ ID NO:32 Y EMFY 5 =
(xVv) %% — % BE&SEQ ID NO:33xHMEMRFEY &
Z B %M BEESEQ ID NO:34 7 A F I & =

(xvi) #ZFE—-—FZHKBASEQ ID NO:35 A M Fr ¥l
KZE _%KkE&SEQ ID NO:36 7 & B FF ol =
(xvii) ZBE —FZMKBEASEQ ID NO:37 2 fix & B 7 ¥l
KZE % KkE&SEQ ID NO:38 2 A B FF ol =
(xviii)Z B —FZMKBASEQ ID NO:39 X fix & B ¢ 7l
K#ZEZZKREEZSEQ ID NO:40Z AR FF 5
(xix) #HFH—-ZRBEBEZSEQ ID NO: 41 AWM F7

b

K#ZE %MW EESEQ ID NO:42 EMFY =
% SEQ ID NO:43 > A M F %l &

EQ ID NO:44 7 fiF KB FFHl 5 E

kB ZSEQ ID NO:45 7 M & B R ¥l

SEQ ID NO:46Z iz ERFY & 2

o
>
>E[\ll
H
|
W
o
[E’I

"
>
>E[\lly
H
o R V)

NEE IR E S

PI-24210 2 84 H(ERUHRAE)
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(xxii) #Z B —FZKBEASEQ ID NO:47 Z fix & & Fr 7
K#ZEZHZHREEZSEQ ID NO:48Z AWM FH &
(xxiii)#Z$H —FZMRBEBEZSEQ ID NO:49 7 fix &M ¥l
KZE —%KkE&SEQ ID NO:50 > A B FF ol s =
(xxiv) % — % KB EASEQ ID NO:51 Z fix & & Fr 7
K#ZEZHZHREEZSEQ ID NO:5S2Z AR FS &
(xxv) ZE—-FZMHMBEASEQ ID NO:53 2 fix & B Fr ¥l
K#ZEZHZHREEZSEQ ID NO:5S4Z AR FS &
(xxvi) ZE —FZMKBEASEQ ID NO:55 fix & B Fr ¥l
KZE _%KkE&SEQ ID NO:56 7 A B FF ol 5 =
(xxvii) ZPE—-FZHKBEZSEQ ID NO:5STZHEMF
Bl %E %K EESEQ ID NO:S8SYMEMEY + =
(xxviii) Z%H - FMKBEZSEQ ID NO:59ZHEMF
Gl K% E % kB ESEQ ID NO: 60 W EE F 4l 5 5

(xxix) #Z%H —FZKBEASEQ ID NO:61 Z fix & & Fr 7
K#ZEZHZKREEZSEQ ID NO:62Z AWM FH &
(xxx) ZBE—-FZMHMBEASEQ ID NO:63 fix & B Fr ¥l
K#ZEZHZHREEZSEQ ID NO:64Z AR FH &
% %6 — % kB & SEQ ID NO:65 2 fir & B % ¥
KZE —%KkE&SEQ ID NO:66 2 i E B FF %l 5 =
(xxxii) #ZFHF—-—FZMHRBESEQ ID NO:67 7 it & M Fr
K %% % kB ASEQ ID NO:68 2 it 5 ¢ 7l -
[(0125)] HE—®EFRA T -EETEHARGERBE &
BEERBRXEER I AR AT R -£F— 8% F

(xxx1) &

ﬁwﬁ

PI-24210 % 85 H(UHRAE)
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T e AEE e HER (MW BEE R R E RN
XMEEFHNERNRBEEE R R ERK X ERKFE R T
EHE )" TAXHmEL 2taWlEazbta Ve & aEd
a4y -

[(0126]) FHAXXFMHILZ FEEBREZMEE AW A
g oFEMAME WABVEBEELOARRESEY
MEY EY BEEHE®EY KK MR KKE -
TEEGREN NEMEE T A ERA RN KR ER R R RS
BAEEWROYANEHMERS ZAERWFNVERIJFEDERE R
H (fa FEEE =0 FEDEHE -CT
i fE B ) sk Bl o B B M R W Y (| B A B OR
MR/ —EZEEAR - B=W (O B8R E KX
ME BN ) HY B TR SOE IR By A B AT <B 38 BY — e B2 B BT A
Mo BHERTHNMEESREEAKERZRER KN T
) — B0 % By (e -

[0127] ERREEERWNZIIERBMHEENLEIREE
(lupus nephritis; LN) (B2 R K825 M4 R
JE (systemic lupus erythematosus; SLE)) -~ £
Z 1% 4L P& JR J& (systemic lupus erythematosus;
SLE) ~ JH 3% ¥ 8 ¥ JE & B (primary Sjogren's
syndrome; pSS) R MmMERW BEDIHEEWN(graft
versus host disease; GVHD) (@l - BMHEKBEY
15 £ 8 (chronic graft versus host disease;
cGVHD) ) ~ = B %Mt L JE (systemic sclerosis;

PI-24210 2 86 H(EHRAE)
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SSc) ~ LB T M B I K M M E 8 K bt &
(Anti-Neutrophil Cytoplasmic Autoantibody;
ANCA))@EB ILE X (ANCA-associated vasculitis;
AAV) - BIRBEMEEEE X - T K@ 1HBERKF  =5M%
AiRE BESET BERE2ZEMEFRFRBHFECBERRKF)
SEIE B WFEMELE X - wEARKE - BB MN
Gk KB mKE > BEMES MR - F B MR E X
ZAMXERIN R - ZHEESHETRR - 2ETENLE
2R ~ BehcetRIEME - ZHMWEE  STELREEK
W RENTBHESGEKEE X

[(0128]) X MHEKZIFMRFMEE G B REEER MR E
kX~ 2FMHARIRE BT - BEMES MR - P E®
BERELSEMEMUXGRFE EREEMHBFLMEEGD - B
mREMEiX BEREZEMWN IR B &L EMEKES 8
W A fE & Bf (autoimmune lymphoproliferative
syndrome; ALPS) -~ H # % & % [ /R KD MHE R K
(autoimmune thrombocytopenic purpura;
ATP) » BehcetfR i ~ KM HE RKMEE - LILK - LR
MEE-KX - EHEESEEF REHRBEEMBE (chronic
fatigue syndrome immune deficiency
syndrome; CFIDS) - 18 1% % M Wi 88 8 M & % M W &
W WMEMHMEREE - 8% RN > CrestfiE 8B - 70 &
KA > DegofR i ~ KA X~ RALX-FLHF - BARE
B -HEEMESH 2KEQME - &N F-&&I X -

PI-24210 % 87 H(EEUHRAE)
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BERK BE ZKRE®BRE - B AR HBARE X - 5 3% 1% A
4o b~ R o MmO D M &R B (idiopathic
thrombocytopenia purpura; ITP) ~ Iga B F - &
SEMBAHARERRK (18 ) - FLVFHEE X - BREER -
BREGFHAB N - ZHMEE - BEENKED =ERME
B-EMHEND  ZHHEEEITRR - ZWEF X - ZRE
EERE - EORMZHLE - 2k B R - R My B
EHME - FEEETHEMNBEL - 4% > Raynaud (X
WA ~ Reiter RIEBEE -~ MOBE - &GEIW - B IE ~ 8
MeEEEE - = F Al BEEME » TakayasufX ik % - #
Ak / EMEERX  BEBEEHGEHE X BEEX  ME
T HREWAEBRPIRANFRH F-LEFHEHNT BERR
EERWSEXEERERR B CERBRRKF BEMES KR, KR
M R B R e
[(0129] B TEBAXHMBRZITE 5 HFENEG R
Efe (Flwm > AB))BBTARENRLHHILZIEGEYH
BEHRAeW CANZIEEL RGN AJERLEFREZ RZAK K
TAREHRKWZtew REFEEBEOARK KW -
LA~ BEREMN - FFAIRW - T~ &/ - BB S R g B8 18 e
AR RTE REBEEINENBETEAEHKRWM ZI/ES
Py W HRMEAEMAEYEER (GFAORXAE ) —ERT I
FibteaY HEAJLEEFNFEH - FBREF KO T - & 5
By #& B 2 TR & - 5] fF B 40 7 IE 3R 20 0E & a8 o B OB UE
HEHEEY  "WERE -—#BHRKRT K-

PI-24210 2 88 H(ZHHRHAE)
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[(0130] AXFMEMZ ANE | HI5FEE BB —
FXREAMLLEHsB A THEER TERSRMT
W& —bEaPWlE - QAR EBREEERERE  WIEBRE
EE fFRER2E (BEFkK - 8K 8358 - %5
KEE) - BFRFEERM LT ER (BEF) IME - &
gt 7 By B R DL ke R M BE AR RO Ak B 4K Bm s B N oAy M O IN
ZoANEBMATHRERMEME TS E - EEFERNE
BAKMEARTH —KRXEBHZRFAMN HOEFABBE R
WERBTMLIER - BERENZE & HE A58 7
ZH R REE2 THREHEZHEN RS X 2 H
B AM > ARMWERTH -—KTEHFEHRE  DREE
BN~ OB R RSN EE L £ AR [EE 8RR
WEEERATINZEE -
[(0131])] EWFEW(HFUOFEH)BEFAYREE L
A - ZBfmsE BHBAHRBEARETHENLELEY (FA
BaXKBEALBREE ABAEBVENLLE? )T H U
EREEWZFERLBGIEEaYZEEEREZRATK
- HEEEBERE T A FE B/ ER K HRE EHIE
AR B RIR Z 8B /BT H ke /BB E R BUIE &R 0 B
o teVIFEEERENFALCY I A E TN - KE 0 H
BMTENARERFERRONSEHREY LEE -
(0132] E—&&FHEHMN T BHELHEH Elk— K-
=R -BUXR -FAREKEBAKR--E—-EFHEH T - &5

MR BEBE 28 48 5B 68 878 -

H

ol

PI-24210 2 89 H(EUHRHAE)
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B8 - EFBIBEXEFI0EH —-XHEBA B2HAHNE3IH N
FA—KR-HLERZERGNER T NN kg & -
‘EEHE (BHEATRHAEEY) FJTBEBEMmMEEL -
(0133] HE—-&FHM T HRNEEEEAKAMFE -
HETHLKO0O.01E1000 mg/kgai BN ZH = - £ — &
BEHAT > BMENNIZE200mg 2 M - FEBEHTE (K
Bl > W&~ ER KE®E) IR E @S KRS ZR
oMU kbtectE (FObae? 2+ =8 kA&
B BRI HY A F R )

[(0134] HRNABLREZHW AXFHELZLELETZ
BHRERNARARANS ELtea(HRtazdsa
) cGEZHEEY AR  REZIBEEMEEREREE (L
e ESKE THRBERRGE BB St aE - #iEZ R
R RS EDLEE R EL R BRI AE -85 K
BEHRETEEY EEZZINEFHAMAEROBE - — =N
A REAL &Y 2 i gE A S AR B B B BUR Y 2 A
ZEHMRIL - REEBWZEEFERZAN  KAHREREGE
MOy HEMANE - LR EJEREERRLEEARHEE -
AU —RIEREE IO FEFREERRFIZIA - HEIZ
& o

[(0135] AXFmEMZMm=E"GF GiEGRK BEA
R E AR 2 B W R RV (E Be B A e T (L& W EE 1t
BV a HEEZGERE - GRE  BKE - &% X8
MR -NE - AEBHPZERR  RRERKBRMER -

PI-24210 25 90 H(ZHHRAE)
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[0136] MERFEMITIERNZ FREIER  JFEK
RRABERE BRERFA EFRELEREGR KA E
A MR ERZBRAEZEH - HBE - & - T8 -
f8 o b /B B R 2 R o b JE 4R BT OHU R BN A SR R/ Bk B
ZToHEFHNMEEMEAANEEHEERE - © & ) KRR
HEEERERR BN G AGEEASE AT AMEEEE
£ 45 E Wy [ HE P9/ 3% B — BE % (R W E IR AY B R K/
HAEGERBEANBEEAREREN T A - HBELKEE E
REKR R  EAH LGSt EAEEROE S #H i -
[(0137]) EHZ"HRE, N"TEE EERENIRIDE
A k/HEERERE - - RBRFZ#FRA A EMNE HEA KR
flir <R 33k T FCRD By AR A BE PR R Ol 0 DL BE A o 28T 0 3B UK 18
RE R A EHMNER - RN ABREZEHE  #EIE
BETSHEZEDEBRRE - ' ¥ BFEEE  EH K
e AXFIERZERZ " 8K, " %4 6FK0H
ke BAR 3 e

[(0138] H—EFHEMNT DU—-—EERFELGENEE
& TR 2 b &Y b E R DE SR N E0E RSN R
BAFFEIL23AZ —FXWEZ EEMNMHHEDL20% (fl
Ww>30% - ~40% ~50% ~60% ~T70% ~80% ~ 90 %z &
R) - Al FABTEMAHR A EsY Z & g Ty
E e EEM TRME M MEBAFF RIL23 A G & & -
[(0139])] BEKMERTH —KREEBFCANEANT
A AR HUR R B E Z R WO R BOR R | S

PI-24210 % 91 H(EEHHRAE)
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TILEYHBEHASY - 70 & B H M F mE K CH O -
e~ -FHRKAESZ BN BHE - &8 O -
B HEANWRBESKE T )RTHEEGY - KX
AzirsE "Ll  BF~KT KA - FRA - ALKR - B
B 8RN - BRER BN BN RGN EEAE
WA Rl B IR EHLE A A EFE R (H
WME A TM@EA 3@ A 6 A G 7 EEY T E RS
B hk7mZE) mERETHEY -

BEHSY

[0140])] ABREZXNHEHMEEGRE RN E & A XHEIL
ZIEEYHEEEa Y- - EHEA BB R EER =XM% E
HWEBENREERBRAEERXEERERBN R ER T
BearEREMZEEY (Fl@ - HPRBAFFEIL23A
MERENLE)) NEEY - FEHKME - FREX
EHREM 2L ERARGCEER R EER R EER
Y BE R B S R Ay [ M o R TH BT BB R B OB % RO BCR M
ER T EBEEEMAEAGEA SR TILEY - it H 5 g
HeawhERAOERBEHEMG ZEEY ZIERGEEF O G
BalTHIEEYD :

(i) ZE—%KBAESEQ ID NO:5” i ERFFY K%
B % KB ASEQ ID NO:6 2 EMKFEH ; =

(ii) LB —%KBAESEQ ID NO:7” ERFFY K%

B % KBASEQ ID NO: 8B EMKFEY ; =

PI-24210 % 92 H(EUHRAE)
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(iii) % %E —%KBASEQ ID NO:9” EMFEY K %

F_ZMBEASEQ ID NO: 10 kAR ; K

(iv) Z% —ZMKBEEZSEQ ID NO:11ZEEMKFI X
SEQ ID NO:12ZAMKRFI =

(v) Z%—-ZMKBEBEZSEQ ID NO:13Z AR X
SEQ ID NO:14 AR =

(vi) %% —%MKBEESEQ ID NO:152 M EMRKFI K
%SEQ ID NO:l6 > lEMBFEY ; =

kB & SEQ ID NO:17 2 i 5 B Fr 5

(vii) #EHE—F
K#ZBEZZMBESEQ ID NO: 18 7% M fr ¥l =
%

0

(viii) #ZFE - ZFHKBEBEZSEQ ID NO:19Z g AWK F %l

0

K& EZZIKE Q ID NO:202Z g% M fr 5l & B

oy

2 S

KB &SEQ ID NO:21 7 &M FF Yl K

SEQ ID NO:22 7 A MKRFY =
(x) #Z%F KB ESEQ ID NO:23 ZHAMFKFI K

SEQ ID NO:24 7 A MFRFI 5 =

KB & SEQ ID NO:25 7 A M K ¥l &

SEQ ID NO:26 2 A M F5
(x11) Z s — ZRBEEZSEQ ID NO:27 Z kg & B R ¥l
K#&HEZFHZRE EQ ID NO:28 2 AWM & B

%
=)
(xiii) #ZF—-—FZMHBEEZSEQ ID NO:29 2 A EKRF Y
=
%
=

0

0

K% E A ESSEQ ID NO:30MEMPEY ; =
=7 KB &SEQ ID NO:31Z [ EMFF5

SEQ ID NO:32Z A B ¥l 5 B

(x1Vv)

0

K& EZZIKE

PI-24210 2 93 H(EHHRHAE)
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(xVv) %% — % BE&SEQ ID NO:33xHMEMRFEY &
Z B %M BEESEQ ID NO:34 7 A F I & =
(xvi) #ZFE—-—FZHKBASEQ ID NO:35 A M Fr ¥l
KZE _%KkE&SEQ ID NO:36 7 & B FF ol =
(xvii) ZFE —FZHKBASEQ ID NO:37 7 i & B Fr ¥l
KZE % KkE&SEQ ID NO:38 2 A B FF ol =
(xviii)ZFE - KRB ASEQ ID NO:39 i A& I Fr ¥l
K#ZFE %MK EESEQ ID NO:40 A » =
(xix) BZE—ZHKBEZSEQ ID NO:41 7 i A B P 5l
K#ZEZHZKREEZSEQ ID NO:42Z AR FH &
(xx) Z% —%MKBESEQ ID NO:43 2 EMRKFI K
Z B _ZMHBEESEQ ID NO:44 7 KM 5 =
(xxi) BZE—-ZHKBEZSEQ ID NO:45 i & B P ¥l
K#ZEZHZKREEZSEQ ID NO:46 Z AR FF &
(xxii) #Z B —FZKBEASEQ ID NO:47 Z fix & & Fr 7
K#ZE %MK EESEQ ID NO: 48 EMFY » =
(xxiii)#Z B — KB EASEQ ID NO:49  fix & & Fr 7
KZE —%KkE&SEQ ID NO:50 > A B FF ol s =
(xxiv) ZE—ZHKBEZSEQ ID NO:51 Z i A B 7 ¥l
K#ZE %MK EESEQ ID NO:52 Y EMFY =
(xxv) #ZFE—-—FZHRBASEQ ID NO:53 7 A I Fr ¥l
K#E %MK EBEESEQ ID NO:54 EMFY ; K
(xxvi) ZFE —FZHKBASEQ ID NO:55 & B Fr ¥l
KZE _%KkE&SEQ ID NO:56 7 A B FF ol 5 =

PI-24210

110122529
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(xxvii) #H—-ZFMRBEBESEQ ID NO:5TZHEMKRKF
Gl K % E % kB ESEQ ID NO:5S8” W ERFY ;
(xxviii) ZFH—-FZMHBESEQ ID NO:59 2 E M
| R ZE %A SSEQ ID NO: 60 lFEMKEY + =&
(xxix) ZF—FZHBEESEQ ID NO:61 2 A F 5
K#ZEZHZKREEZSEQ ID NO:62Z AWM FH &
(xxx) ZBE—-FZMHMBEASEQ ID NO:63 fix & B Fr ¥l
K#ZEZHZHREEZSEQ ID NO:64Z AR FH &
(xxxi) ZHE—FZMHMBASEQ ID NO:65 fix & B Fr ¥l
KZE —%KkE&SEQ ID NO:66 2 i E B FF %l 5 =

(xxxii) &% — 4% SEQ ID NO: 67T WMEMF
IR &% % EQ ID NO:68 > &M F5l -
[(0141])] AXMEMRZME BEHESY  GiEEXXH
M2 (LEWHEBEZ PO EZ 2 HBHaNHALY - B
e - B S EIEE (FW o AR R %R
N EHEEMEELEY)

[0142])] AXMEMRZMmE " BESE LI HZTZHE
ERES kB IR — @A (Bl - 3% EE ) K
EMES &M (FlU FBZEE A& D) 1Y
BEEE LR E2 MK HE Y ECE B MO E S
HAE - WmEE - MR - MWEEE (fla- HEK -8B
£ TR B 85 - BE RS MR 85 BCBE S MR BT SR BEAE R ) o OB B E
BEMOK - BEEZ LA ESZHEBAHREHFALY Z X MK o

%
w
g

=
@

b
w2

=)

%

[

=
Cl"

T

]

PI-24210 2 95 H(RUHRAE)
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AHAHEHEESZESREENER LT TT#E2 (60
AHEEFAMESE  RE - ABHpHE)

[0143])] A REBFEFELSLIEIZEHBOMEZ — &
BOERE: (L) FOAE "TaEELERE: (2)BD
A EOK B KGR BRG S EERKHETEY - &
MHEFREHERZNE FEBEER Z2EHEER  M&E&
EENMERBEER S (OB RIREFERE S (5)FXZF 5 (6)
HB(THHEER SO iERSE AEERBENRER
(8)M P &l » 2540 = 5] A ket B8 5 (9) M &l - 25 40 46 &
H o~ MKW LA - Z Rl - B - ROk K R EOH
(10) = F - FEWOW -8 (11)ZukE - sEOHH - bFHE
e - HEEKE L Z B (polyethylene glycol;
PEG):; (12)f5 > s#H0 BB R AER IR » (13)E
Bs s (L) & @A > FUuafb#Ekafbiz (15)1F%
Be s (Le)MmBVR K 5 (17)F 2K 5 (18) MK ER
(19)Z B - (20)pHEEHEWR > (21)EE >~ Bk K&/
BCEREC(22)RRAE > FE W Z AR K R A BE (23) M E M o o
M ’EFBHEBR - HDLRLDL 5 (22)C2-C12FEMH » 34
WM R(23)BEFEY T A& H 8y H 5 5 1A
Y a o

(0144])] HEVTIRAFERBR - Z QK - BEH -

BEE - HURE - FHRE T EE - R E kA -
AXE g ERsES T PR, - TEE, - T BESE L

w2 Z kAR ) TF o EE

PI-24210 2 96 H(EHHRAE)
110122529 F B4 A0202 1103195553-0
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(0145] HE—&FHHM T #FHEHEHN EHEE &M@
ERREHREAE THS THARAZEHKN ZEE

o EHEAMAEAR DA > WAKEBARM A BREE (W
BB ) ZCE & - B THEYE > ERHAEHK
i Z Ae & 1 A U Wy A 8 e

(01461 1 HE M &M O £ Z F R &R & T ;%K%
ARz taw - F£—-E@BEREPT > TEHE (28R
W - Langer, 1990, Science 249:1527-1533

Sefton, 1989, CRC Crit. Ref. Biomed. Eng.
14:201 ; BuchwaldZ% A > 1980, Surgery 88:507

SaudekZH A > 1989, N. Engl. J. Med. 321:574 ) -

Es—®eT  wWERAEaMEAS - (25 #la-

W

Medical Applications of Controlled Release

( Langer Bl Wise 4 » CRC Press, Boca Raton,
Fla., 1974 ) ; Controlled Drug Bioavailability,
Drug Product Design and Performance ( Smolen
EiBall4g > Wiley, New York, 1984 ) ; Ranger £
Peppas » 1983, Macromol. Sci. Rev. Macromol.
Chem. 23:61 /82 H LevyZE A > 1985, Science
228:190 ; During % A > 1989, Ann. Neurol.
25:351 ;5 Howard % A - 1989, J. Neurosurg.
71:105.) HtERBR ZGm RO Langer([F L)
E':Io

PI-24210 % 97 H(EEUHRAE)
110122529 F B4 A0202 1103195553-0
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[(0147) FASHEB 2L EMW TR BEEMAE PR
FORSEFEA VA GEEANBE GO —RES
X WA R

(0148])] HFHAFHP T REERAEFHFEELA Y
s IC Ry @ | e (Bl > NB D) A Ik N X B 3R T & #E
WEZHAasY BE HFOHIHNRENHEY FERESF 2

KEEKBEBRTHER FLEBEXT  EY IR HEEEE
A ke Jm BB ek BB (B A% R D) o DUAE R 5 B T RS
B - KiBisE > BB DB AE RS E— L ER
goPIMERERE N EEE ZEN A S (580 % 8
)T EREZH KM KEGEY FHEEWHERTEY

o

4
t

By
b,
I

WES T M S A &S E S %S R K ECE KT &R T

Bcgey) - fEFEH T H &% 7 E# Y > 7142 # 3 5 H & & K 5
MK %28 EEAERENES S ERT -

[0149]) H R 2EMHERENEBERHAAaY T BER (fH
W mEEK ABRMKBRR ARSI Hank s /5® ) « 54 >
BEEdarE EEE R AESEMAA X HE B NKR
oo IR E RE A e

[0150])] W ERBEEBEMAIMAEN (50088 M E)
NeFBHFEaY LT ENRIFELEHERSE  -FHTREA T
BN HUBEREEZE HNEHaaEEHF - 7
T a A M & B B Z W B X v 5 B 2 B &
(dioleoylphosphatidylethanolamine; DOPE) -
BAKE (SEHE%2-10EH% ) G rEEN " EBEER-

N‘

PI-24210 2 98 H(EHHRAE)
110122529 F B4 A0202 1103195553-0
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A& 88 fr |, (stabilized plasmid-lipid particle;
SPLP)  E & it & %W » X #F H T 2 Z E
(polyethyleneglycol; PEG)ZEE{HESHBEIE (Zhang

Y. P.ZE A > Gene Ther. 1999, 6:1438-47 ) - % IFE
B W EE (3 W N-[1-(2,3- 2 Hig&HEzESA)MRN
EI-N, N, N-=ZF E-FEHMK%K) )" "DOTAP , H R

LN KM AEN CE®RE AL EEEEN > ®F -
S B > i EBHEFE4,880,635% 5 4,906,477

5 F4,911,9285% 7 F4,917,9513%; 4,920,016

N

I KEFE4,921,75735% -

[(0151])] B MES HFAFELBER THHFHFERAEFE N
EZBEHHAdGY BERHRAR I EZBE#A Y ERE
et " BEUME GEHRERBEcFLIERERE E W

" #e
TUBE T B ErTaoABEEEZEEMM  HELIHE
Loz A& B pr & e B2 A0 C R Bl - s AS B2 & ) BH B /Y BT & 08

[0152])] FHFE—&FmMF IR ELZLLEYH®
B R EE o (BT - BUR A ) o BA RO R IE 3 G R B
FHWEESK (BFEMAOFcE) WM 287 > @l
Amon % A > [ Monoclonal Antibodies For
Immunotargeting Of Drugs In Cancer
Therapy , > Monoclonal Antibodies And Cancer

Therapy™ » ReisfeldZFHE A (4 ) > 1985 FE243-56

H » Alan R. Liss, Inc. )  Hellstrom & A -
PI-24210 % 99 H(HHHRHS)

110122529 FH YR A0202 1103195553-0
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"Antibodies For Drug Delivery ; » Controlled
Drug Delivery ( &2k ) > RobinsonZH A (4 ) -
1987 » 2% 623-53 H » Marcel Dekker, Inc. )

Thorpe > " Antibody Carriers Of Cytotoxic
Agents In Cancer Therapy: A Review ; >
Monoclonal Antibodies '84: Biological And
Clinical Applicationstd » PincheraZ% A (4% ) -
1985 5475-506H ) 5 " Analysis, Results, And

Future Prospective Of The Therapeutic Use Of

Radiolabeled Antibody In Cancer Therapy ; -
Monoclonal Antibodies For Cancer Detection
And TherapyH  BaldwinZE A( % )>)1985°-%6303-16
H » Academic Press ; fThorpeZ A (1982) "The
Preparation And Cytotoxic Properties Of
Antibody-Toxin Conjugates ; > Immunol. Rev.,
62:119-158 -

[(0153] WO AR BHEEEYRHELEBREREN LKE
HEHBES () BH 2AEHRZPABNERFEHRINZ
&Y k(b)FE _F&H > a AN EHNEESE LA #
ZZWBER (F@- ME oK) - BEESZ LA EZZHEN
HARAZFHRNZ Rzt &Y 2 F# # B = - 8
BMEGGAEBENEROYT AULHEEEENEY H o 2 H
B oFEHARNEHEWBRFREERE e PAEHRNWEREEHE

Jale

PI-24210 25 100 E(ZEHHERIASE)
110122529 F B4 A0202 1103195553-0
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WEEE EHAB T I i et B N B & g8 E B S - A
EHHHNEHR -
[(0154])] EXZ—®BEkT 8BFEaFmHREGHELSH# L
ZHERFAOMBANE L F-EFHEAT HEA e FES K
THR o -BEHAESEEMOmR - MR EH S KA E - B
AHSEORENRERE ZZEM B - £ — & F 6T
FaBRBRABHAREBRAXFFHELZEZBHWEAEY H A
BEREEEH AL - B2HAWMS  FH T BFRATRKIENA
AR HETEINIMFZE LA R -HaP Py E®
BlAEAZHKmMZbtay £ L8 T > && L BH
FaBEBOERE " HUEYRHAREGENERK o] &
—FdHEHeF _FHE B Ao EeRBEE L ERI&E
Bl > sEA BB R B OK - MR B RICAEREMREZ K - H
m H - ERAEEENNERSE LS EAAHFHEMMS
B BREMKEE - WMER - BIES  HHE EHEK
BEEHGAHSNEE®RE -
[(0155]) fEfME - FPHAK AN BN T BE R E A
it E A ER EXHEANAARZES IEERARERE - HIE
KU TR EERAGAEREARBAE METLHTER T A
DA B ARSI AG REZHREE 77 - R AXHEHZ
HEVE B USIHZ TG0 AR5 HZArA A
O -

" Bl
BH1: BMEIL23ARBAFFHRPIEILENZEE

PI-24210 2 101 E(EEHRIASE)
110122529 F B4 A0202 1103195553-0
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[0156]) HHRKMEBEB T MO ELHETEEE LR EH
ol 216 & W ( B > fl @ > PCT A F &£ WO
2006/113665 -~ WO 2008/157379 K WO
2010/080538 > LA AMEZIANELSIHEZ T H
AR ) - R2ARBESETXEHEG P HEMHZIL23AMH
BAFF@W B8y RmPIMEILEY - S Z > M FreeStyle
MAXHABI(CHO) B ®BE —taePWzsE - FMRKE =
SRk H)E B — R E Y ECHO-SH g - 54 kB
13-14K > WEHEBABNM A4 ED MM EENLLSE
Yo R R THEHE T 2 & —F dibt&aY -

(01571 *=2A: RE(HEIL23ABBAFFE &t &7
(LA¥ID  K#vL  [K#VH /NEVL VNEVH B = R (EEREE SEQ ID

W

TR
(£—/1%-
E41Y)
&9 E BAFF(1)VLIL23A(1) [IL23A(1) [BAFF(1) [LGGGSG|lgGIKO- |5/6

(SEQ IDIVH (SEQVL(SEQIDIVH (SEQ(SEQ IDYTE (SEQ
NO:2) ID NO:3) [NO:4) IDNO:1) [NO:70) [ID NO:128)

(L&t vV IL23A(1) [BAFF(1) [BAFF(1)VLIIL23A(1) |[LGGGSG|IgGIKO- [7/8
VL (SEQIDIVH (SEQ(SEQ IDIVH (SEQ(SEQ IDYTE (SEQ
NO:4) ID NO:1) [NO:2) IDNO:3) [NO:70) [ID NO:128)

L&Y U BAFF(1)VL[IL23A(1) [IL23A(1) |[BAFF(1) [E(C-1) [Fc-IgG1KO- [9/10
(SEQ IDVH (SEQVL (SEQIDIVH (SEQ(SEQ IDYTE (SEQ
NO:2) ID NO:3) [NO:4) ID NO:1) [NO:82), [ID NO:129)
K-coil(C-
1) (SEQ
ID

NO:83)

PI-24210 2 102 E(EEHRIASE)
110122529 F B4 A0202 1103195553-0
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s=cZ/N\ IL23A(1) |[BAFF(1) |[BAFF(1) [IL23A(1) [E(C-1) |Fc-IgG1KO-|11/12
VL (SEQ IDIVH (SEQVL (SEQID[VH (SEQ(SEQ IDYTE (SEQ
NO:4) ID NO:1) [NO:2) ID NO:3) [NO:82), [ID NO:129)
K-coil(C-
1) (SEQ
ID

NO:83)

(L&t X BAFF(1) [IL23A(1) [IL23A(1) [BAFF(1) |[LGGGSG|IgG4-Pro- |13/14
VL (SEQ IDIVH (SEQVL (SEQIDIVH (SEQ(SEQ ID|YTE (SEQ
NO:2) ID NO:3) [NO:4) IDNO:1) [NO:70) [ID NO: 74)

(L&) F IL23A(1) [BAFF(1) [BAFF(1) [IL23A(1) |[LGGGSG|IgG4-Pro- |15/16
VL (SEQ IDIVH (SEQVL (SEQIDIVH (SEQ(SEQ ID|YTE (SEQ
NO:4) ID NO:1) [NO:2) ID NO:3) [NO:70) [ID NO: 74)

in=xZR'4 BAFF(1) [IL23A(1) [IL23A(1) |[BAFF(1) [E(C-1) [Fc-1gG4- 17/18
VL (SEQ IDIVH (SEQVL (SEQ ID[VH (SEQ(SEQ IDPro-YTE
NO:2) ID NO:3) [NO:4) ID NO:1) [NO:82), [(SEQ 1D
K-coil(C- [NO:127)

1) (SEQ
ID
NO:83)

L&Y S IL23A(1) |[BAFF(1) [BAFF(1) [IL23A(1) [E(C-1) [Fc-1gG4- 19/20
VL (SEQ IDIVH (SEQVL (SEQ ID[VH (SEQ(SEQ IDPro-YTE
NO:4) ID NO:1) [NO:2) ID NO:3) [NO:82), [(SEQ 1D
K-coil(C- [NO:127)

1) (SEQ
ID
NO:83)

(L&Y G IL23A(1) [BAFF (4)BAFF (4)IL23A(1) [LGGGSG[IgG1KO-  [21/22
VL (SEQ IDIVH (SEQVL (SEQ IDIVH (SEQ(SEQ ID|YTE (SEQ
NO:4) ID NO:84) [NO: 85)  [[IDNO:3) [NO:70) [ID NO:128)

L&t AA IL23A(1) [BAFF (4)BAFF (4)}IL23A(1) [E(C-1) |Fc- 1gG1KO0-23/24
VL (SEQ IDIVH (SEQVL (SEQID[VH (SEQ(SEQ IDYTE (SEQ
NO:4) ID NO:84) [NO: 85) ID NO:3) [NO:82), [ID NO:129)
K- coil(CH
1) (SEQ
ID
NO:83)

=70 IL23A(1) [BAFF (4)BAFF (4)IL23A(1) |[LGGGSG|IgG4-Pro- [25/26
VL (SEQ IDIVH (SEQVL (SEQ IDIVH (SEQ(SEQ ID|YTE (SEQ
NO:4) ID NO:84) [NO: 85)  IDNO:3) [NO:70) [ID NO: 74)

PI-24210 2 103 H(EEHHRIASE)
110122529 F B4 A0202 1103195553-0
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{L&%] AB IL23A(1) [BAFF (4)BAFF  (4)[IL23A(1) [E(C-1) [Fc-1gG1KO- [27/28
VL (SEQ IDIVH (SEQVL (SEQID[VH (SEQ(SEQ IDYTE (SEQ
NO:4) ID NO:84) [NO: 85) ID NO:3) [NO:82), [ID NO:129)
K-coil(C-
1) (SEQ
ID
NO:83)

(L&) K IL23A(1) [BAFF (5)BAFF (5)IL23A(1) |[LGGGSG|IgGIKO-  [29/30
VL (SEQ IDIVH (SEQVL (SEQIDIVH (SEQ(SEQ ID|YTE (SEQ
NO:4) ID NO:86) [NO:87)  [[IDNO:3) [NO:70) [ID NO:128)

L&Y AC IL23A(1) |[BAFF (5)BAFF  (S}IL23A(1) [E(C-1) |Fc- 1gG1KO0431/32
VL (SEQ IDIVH (SEQVL (SEQID[VH (SEQ(SEQ IDYTE (SEQ
NO:4) ID NO:86) INO:87) ID NO:3) [NO:82), [ID NO:129)
K- coil(CH
1) (SEQ
ID
NO:83)

(L& M IL23A(1) [BAFF (5)BAFF  (5)IL23A(1) |LGGGSG|IgG4-Pro- [33/34
VL (SEQ IDIVH (SEQVL (SEQ IDIVH (SEQ(SEQ ID|YTE (SEQ
NO:4) ID NO:86) [NO:87)  |[IDNO:3) [NO:70) [ID NO: 74)

{E&#) AD IL23A(1) [BAFF (S)BAFF  (S)IL23A(1) [E(C-1) [Fe-1gG4- 35/36
VL (SEQ ID[VH (SEQVL (SEQ ID[VH  (SEQ(SEQ IDPPro-YTE
NO:4) ID NO:86) INO:87) ID NO:3) [NO:82), |(SEQ 1D
K- coil(C{NO:127)

1) (SEQ
1D
NO:83)

(L&) C IL23A(1) [BAFF (6)BAFF (6)IL23A(1) |LGGGSG|IgGIKO- [37/38
VL (SEQ IDIVH (SEQVL (SEQIDIVH (SEQ(SEQ IDYTE (SEQ
NO:4) ID NO:88) [NO:89)  [[DNO:3) [NO:70) [ID NO:128)

{L&%] AE IL23A(1) [BAFF (6)BAFF (6)}IL23A(1) [E(C-1) |Fc- IgG1KO439/40
VL (SEQ IDIVH (SEQVL (SEQID[VH (SEQ(SEQ IDYTE (SEQ
NO:4) ID NO:88) INO:89) ID NO:3) [NO:82), [ID NO:129)
K- coil(CH
1) (SEQ
ID
NO:83)

(&%) D [L23A(1) [BAFF (6)BAFF (6)IL23A(1) |[LGGGSG|IgG4-Pro- |[41/42
VL (SEQ ID[VH (SEQVL (SEQ ID|VH (SEQ ID(SEQ IDIYTE (SEQ
NO:4) ID NO:88) [NO:89) INO:3) NO: 70) [ID NO: 74)

(L& AR IL23A(1) [BAFF (6)BAFF (6)IL23A(1) [B(C-1) |Fc-IgG4-  143/44
VL (SEQ IDIVH (SEQVL (SEQ IDIVH  (SEQ(SEQ IDPPro-YTE
NO:4) ID NO:88) [NO:89)  |[IDNO:3) [NO:82), [(SEQ ID
K- coil(C{NO:127)

1) (SEQ

D

NO:83)
PI-24210 2 104 H(EEHRIASE)

110122529 FH YR A0202 1103195553-0
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&% A 1L23A(1) [BAFF (7)BAFF (7)IL23A(1) [LGGGSGIlgGIKO-  [45/46
VL (SEQ ID[VH (SEQVL (SEQ ID|VH (SEQ ID(SEQ IDIYTE (SEQ
NO:4) ID NO:90) NO:91) NO:3) NO: 70) [ID NO:128)
&% AG 1L23A(1) [BAFF (7)BAFF (7)IL23A(1) [E(C-1) [Fc- IgG1KO{47/48
VL (SEQ IDIVH (SEQVL (SEQID[VH (SEQ(SEQ IDIYTE (SEQ
NO:4) ID NO:90) NO:91) ID NO:3) [NO:82), [ID NO:129)
K- coil(CH
1) (SEQ
ID
NO:83)
&% B 1L23A(1) [BAFF (7)BAFF (7)IL23A(1) |[LGGGSG|IgG4-Pro-  |49/50
VL (SEQ ID[VH (SEQVL (SEQ ID|VH (SEQ ID(SEQ IDIYTE (SEQ
NO:4) ID NO:90) NO:91) NO:3) NO: 70) [ID NO:74)
(&%) AH 1L23A(1) [BAFF (7T)BAFF (7)IL23A(1) [E(C-1) [Fc-IgG4-  [51/52
VL (SEQ ID[VH (SEQVL (SEQ IDIVH (SEQ(SEQ IDPro-YTE
NO:4) ID NO:90) NO:91) ID NO:3) |NO:82), |[(SEQ D
K- coil(C{NO:127)
1) (SEQ
ID
NO:83)
(&% H BAFF  (4)IL23A(1) [IL23A(1) [BAFF (4JLGGGSGIgGIKO-  [53/54
VL (SEQ ID[VH (SEQVL(SEQID|VH (SEQ(SEQ IDIYTE (SEQ
NO:85 ID NO:3) [NO:4) ID NO:84) [NO: 70) [ID NO:128)
He=x7h BAFF  (4)IL23A(1) [IL23A(1) [BAFF  (4JLGGGSG|IgG4-Pro-  [55/56
VL (SEQ ID[VH (SEQVL(SEQID|VH (SEQ(SEQ IDIYTE (SEQ
NO: 85) [[D NO:3) [NO:4) ID NO:84) [NO: 70) [ID NO:74)
(&%) L BAFF  (5)IL23A(1) [IL23A(1) [BAFF  (5)LGGGSGIgGIKO-  [57/58
VL (SEQ ID[VH (SEQVL(SEQID|VH (SEQ(SEQ IDIYTE (SEQ
NO:87) ID NO:3) [NO:4) ID NO:86) [NO: 70) [ID NO:128)
L&Y N BAFF  (5)IL23A(1) [IL23A(1) [BAFF  (S}LGGGSG|IgG4-Pro-  [59/60
VL (SEQ ID[VH (SEQVL(SEQID|VH (SEQ(SEQ IDIYTE (SEQ
NO:87) ID NO:3) [NO:4) ID NO:86) [NO: 70) [ID NO:74)
&% 0 BAFF  (6)IL23A(1) [IL23A(1) [BAFF (6)LGGGSGIgGIKO-  [61/62
VL (SEQ ID[VH (SEQVL(SEQID|VH (SEQ(SEQ IDIYTE (SEQ
NO:89) ID NO:3) [NO:4) ID NO:88) [NO: 70) [ID NO:128)
(&%) P BAFF  (6)IL23A(1) [IL23A(1) [BAFF  (6)LGGGSG|IgG4-Pro-  [63/64
VL (SEQ ID[VH (SEQVL(SEQID|VH (SEQ(SEQ IDIYTE (SEQ
NO:89) ID NO:3) [NO:4) ID NO:88) [NO: 70) [ID NO:74)
(L& Q BAFF 7) VLIIL23A(1) [IL23A(1) [BAFF (7)LGGGSGIgGIKO-  [65/66
(SEQ IDIVH (SEQVL(SEQIDVH (SEQ(SEQ ID|YTE (SEQ
NO:91) ID NO:3) [NO:4) ID NO:90) [NO: 70) [ID NO:128)
&%) R BAFF  (7)IL23A(1) [IL23A(1) [BAFF (7)LGGGSG|IgG4-Pro- [67/68
VL (SEQ ID[VH (SEQVL(SEQID|VH (SEQ(SEQ IDIYTE (SEQ
NO:91) ID NO:3) [NO:4) ID NO:90) [NO: 70) [ID NO:74)
PI-24210 25 105 H(EHARHE)
FHGTE A0202

110122529

1103195553-0
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VL= g
Z & H
[0158]

BAFFEIL23{F — ZH &
= 2B :

[0159]

SR SR 0 VH=T 2
#HF TGGGSGGG (SEQ ID NO:69) -

=

B —#FEVLBEVH

IR REER BN ERASBIGE HRBRAGKER

RN
HREpUE/ A

HRESY

a2l

(BAFF (1))

BRI 1 (JU-BAFF BRDTAS)

BAFF(1) VH (SEQ ID
INO:1)

BAFF(1) VL (SEQ ID
NO:2)

B & EO IR 2 (JEHUREBAFF(2) (SEQ ID NO:131)
BAFF ZEEMEIEHR ) (BAFF (2)

(BAFF (3))

BRI 3 (JU-BAFF BHRDTAS)

BAFF(3) VH (SEQ ID
NO:132)

BAFF(3) VL (SEQ ID
NO:133)

(IL-23A (1))

HIRPUE 4 (PT-IL-23A BkpUaR)

IL23A(1) VH (SEQ ID
INO:3)

IL23A(1) VL (SEQ ID,
NO:4)

'EH2
IR
[0160]

F 20T

e ZzZRARENR

£2110C P& HBHBHE 24 EDSC
(MicroCal» LLC » ) =80 ) LL60C /hr Z 7 1 58 R B

ELEYHEHRBEEEHE R T2 mg/mlJF R Z KT E
K BECER o SATT I R M FE 4% B R OAY W K m dE DL O7 MR 88 AV IR
RN ESE KAV ESER HRTEHERHEEBLELE
B X EFRHEZIFPEBELEGSGEEHAETE - B H
Origin 7.0 IERLFH - BE I EHAE fiy [E
BEBENER > DG BRES/AENHEHE 5 E
(Cp.ex) - EERE(Tm) ZREBEREERLLEZ

H 17 & &

PI-24210

110122529

Y i

FHGTE A0202

KREZMIE -

25 106 H (RIS

1103195553-0
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[0161] R3IFTREIRGER - ERER > LAIL23AK
BAFFHI /RPIMHIELEMEAEASE —E (T ) WV E ZE R T &
B> EPNHESL.59CETL.25CHERN - &85 NEF -
NEsrfitteesdlEEAHERESBIL &AL
IL-23AWMEVHEKVLERNFFI - BHG S EHZEE A
teawEmNEe  LHIFTEAEGFRH -

[0162] R3 : {EEVHAEZNBEELE

EEYID | T (C) T2 (C)

{E&® A | 69.35 83.63

{L&Y) B 65.87

L& C | 67.89 82.36

{E&YID | 6493

L& E | 51.59 68.8

L&Y F 5275 64.48

{E&# G | 7088 83.21

L& H | 7125 83.62

{E&71 67.83

{E&)] 68.26

L& K | 6833 83.23

L&% L 68.3 82.58

{EEYIM | 64.98

{EEYIN | 6552

&0 | 61.79 83.85

{EEY P 65.09

IL&Q | 69.19 81.9

PI-24210 5 107 H(EHAHE)
110122529 FHIGIHE A0202 1103195553-0
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L&Y R 65.97

L&Y X 52.36 64.53

BEH3 : " BELEYWZREEERLRK (Surface
Plasma Resonance; SPR)Z f1f&
[0163] #¥ B SPRZ #1 M A& WL H & BAFF X
IL23AHY 3 F11E -
B oRE B J7 ik
[0164])] TFProteOn XPR36{F s (Bio Rad) F $1T
SPRER - FE BHE B KE T mE EL30 pl/minZ i & 2
¥ 0.5%2SDS ~ 50 mMZNaOHK 100 mM 2 HCI
HETHOOOMKHEREMGLME R -
[0165]) MEHIMEEFOMAKELBEE T LL1L:1 2 REH
EDC (76.7 mg/ml) & -NHS (21.7 mg/ml)R &
EALHEBEGLMER - K10 mM ~ pH 5.008 8 W &
T RE B30 pg/ml Z L FEH AlgG (GAHA)
Fcy (Invitrogen)fE6{# /K ¥ i@ EHTMEE E£E(LGLM
fe A EHY8,0001{F 3k B ot - & & 1 6 {E K @ m M A
I MZERHCIEERA &SR - BATHEGAHAS R EE X
EH TR AESHEHEERE LWMERNALEY > I H K &
®m—EBEEHEEFESE -
[0166)] HEHEEHEFMMEZSRBEXREEZE KEHTEMU
Behag - FLLTREB&EBER(Bio Rad) * W & B & & K
B K (pH 7.4) > 0.005% Tween 205 2,40 pl/min

ZARAEBERBAEEEIO.OnM--5.00n0M-~2.50n0M -

PI-24210 25 108 H (RIS
110122529 F B4 A0202 1103195553-0
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1.25 nM K 0.625 oM #y & # ¥ - A IL-23
(Boehringer Ingelheim Pharmaceuticals, Inc.)
KYEFHFHALLEWEE L1058 - oF@E2/DE -
IO @EB& & K2/ EEE - EAKFEHEEHFITHE LD
100 pl/minZ RBAE R HERE EZH (187 )0.85%
Z BB (Bio Rad) BEGAHARME - 54 GAHA % {ff H
NE—EaBH DEUTXETLEYEERERE
IL23 - ABAFFEEEMBEBAFF 2 &4 BN A&
ZEABAFFEH B EWMBEBAFFH B ERE H56.25 nM -
3.12 nM~1.56 nM >~ 0.78 nM&O0.39 nM -

&R

[0167] T4 W&EREB R ME 2 W EALE Yk
01 7 H OB OB N B B (KD) T4 & BAFF K
IL23 -

[0168] 4 :{EEVWHFEEEBAFF KIL23Z H MK

L&Y ID KD Z A BAFF | KD Z&%EE |[KDZA IL23 (pM)KD Z & EHE 1123
(PM) BAFF (pM) (PM)

L&Y A <15 <15 <15 <15

L&Y B <15 <15 <15 <15

1L&Y C <15 <15 <15 <15

{L&#) D <15 <15 <15 <15

{LEYE <15 <15 <15 <15

L&t F <15 <15 <15 <15

EH4: BAFFR-CHORNXZEHMBHREABRFIIARERTE
MEBEBAFF=FRBFEENFKB & 8 # &

PI-24210 2 109 BRI
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M oek 7k

[0169] 5 > EX-VIVOILS5 ( —fE1fL 2 E &£ HY K
M&EHERE (Lonza)) F1(v/v) 1FER/EEERZ R
Ehr B HE (assay medium; AM)HF U EHEEZFA1.6x10°
fEHhd 2 REHRE AR -STBEBEBRF ABAFFR CHO
NFkBEICRXBEHREMNAN - FAMPTUE -RE(S52 pM)
Bl EH AN E %MW IEBAFF = & 8 (Boehringer
Ingelheim Pharmaceuticals, Inc.) > i H AME ¥
AN A LEMZIETEREEMBEERT3ITC ~ 5%
CO, TTER&E3IOD# - FHHEEBAFF+ A ta®mZ
%> BS0uwlZBEEWARMESO I ZHA EHAE37TC (A
Frfgal ) T - HEMNAR24NE - HREERXZFERAM
(KRR FEE) AMPmENEHABAFF =58 ( ® K
HIE) £—% F24/) G ER  HEHSZHKFHSFH
100ul STEADY-Glo Bl (Promega) & B 4l g 5% %
o W HmEZECRERE - G EMGMEE #OEET
(Relative Luminesence Unit; RLU) ¥ b H & £ &
) ZLoglOREHRE ZMKE » HdfMHHExcelfff
hmIE X1fit (ID Business Solutions Limited) % £
2 EEPEHTEICs B 1CyofH - 40 £ S Fr fif # #Y
P B AEEWICsBICy 5 > T ZEERBTTELRM

FHEE HE /RN RS kRS -

&R
PI-24210 % 110 E(EEHRIASE)
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(o170 MW & & & ¥ B 2 & 8 M # I & 7
BAFFR-CHO & X ZE M ® ZEA BT A K& ERE
BAFF=ZF®RFENFkB/EIL - RS K FO6F Aron& R 15
o M EEYHICs B IC, M I EAHREBAFF
BB MHE R HERESKR -

(01711 %5 : ARMHE BAFFR-CHO # & 4 fiig § #y
ABAFFZFEEICso K1Coo & i ¥ 39 H

{E&9) ID ICs 1Cy9

(»M) (pM)

{E&7) A 43 180
{L&Y) B 39 256
L&Y C 35 110
{L&¥ D 34 172
m=xz/hd 72 293
L&Y O 27 119
L&Y P 19 88
{EEYIQ 26 108
{L&EYIR 30 139
L&Y X 106 361
EFIEIA% 1 (BAFF (1)) 232 743
B & & O U 2 (BAFF (2)) 173 914
¥HIRTAS 3 (BAFF (3)) 70 417

= 6 HR#I&Hl BAFFR-CHO ¥ ZE4HB o 1y & 8 W
BAFF =i I1Cso & 1Cqo 2% 10 ¢ ¥ H

{EE%) ID ICs ICyy
S SEEE | SESEISE
pM pM
PI-24210 2111 HEHRHE)

110122529 FH YR A0202 1103195553-0
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L&Y A 132 191

{E&%) B 132 295

{L&¥ D 118 248

EFIEIA% 1 (BAFF (1)) 288 635

B & & O U 2 (BAFF (2)) 602 1089
EHIEHEE 3 (BAFF (3)) 257 588

EMHS  : TACI-CHOBXLXEMNEEHABEFPAABAFF=
ZERFENFKBIE LR HIF

Moek 07k

[(0172] g2 > fEX-VIVOILS5 ( —fE1fL 8 E £y
MEHBEE) T(v/v) 12 FEE/#EEBEZ R EREE
(AM)YF LEZF1.6x10° [40M 2 &ERE - KK st
BHEEBEEATACI CHO NFkBE X RAMBREHMM - 1F
AM T DLE —RBE (222 pM)E fff E4H ANBAFF = ¥ &
(Boehringer Ingelheim Pharmaceuticals,
Inc.) THAMEBBHS AU ALY 2 HE® EF DR
BEHET3ITC 5% CO, THEE3IO»E - EHE '
BAFF+Hl&A &Mz ® FHSOuwlZEEMARMESO ul
TR WAE3TC (M) T - aEMAKR24
INEF - WIREAFEWAM (KRR HHER) HAM B ED
EH ABAFF=%®8 (FMHRHER) £—%& - 24/ NF 5
BE > HEHESHKRHASZTMHI00 ul STEADY-Glo Al
(Promega) R HAMMBITHR > W HREZEHLXBRHA -
e BORT 5 fH ¥ 3 ¢ B Jr (Relative Luminesence
Unit; RLU)HEEEWMAELEM ZLoglOTEEHRE Z i

PI-24210 % 112 BE(EEHRIEE)
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w28 - H b Il Excel fff 138 X1fit (ID Business
Solutions Limited) X HFWNMNUSHEHHEMITEHEIC;,
BLICoofH - W1 E XA Mgy st ERHHEEHICs o B ICy
B ITEZEERETIEXTEEE  HEIRERTT -
&R

(o173]1 MW & &8 & % B 8 K 8 M # I & 7T
TACI-CHOE X ZMEREMMW T ABAFF=ZRBEFE
NFkBJE L - R7TF Forn&E RED > HALEWHIICs, H
ICoo MY EBMERBAFFENBIMEE SHEENESR
T e

[(0174] %7 : AHRMMHTACI-CHO E H 4l fu Ay A
BAFF=FBEHICso KICoo 27}V H

{E&%) ID ICs 1Cy9
S (| 4TS E
pM pM
L&Y A 159 417
L&Y B 159 510
{L&¥ D 163 436
S 1 (BAFF (1)) 273 576
HIEL A E O DU 2 (BAFF (2)) 829 1945
EFIEI A% 3 (BAFF (3)) 241 618

HEHl6: BAFFR-CHORNXEBEBAMR FTHBAFF
60merg5 8 NFkBJE b B il &
Mokt T

PI-24210 % 113 BE(EEHRIEE)
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[(0175] g2 > fEX-VIVOILS5 ( —fEfb 8 g £y ME
MEHBEE) T(v/v) 12 FEE/#EEBEZ R EREE
(AM)EPL)L%ﬂ1.6x106{é535@25)%§f%,\ s A
B EBEEABAFFR CHO NFKkB Ot R W &4 -
FAMPLDE —-REE4.2 pM)EFH EH ABAFF 60mer
(Boehringer Ingelheim Pharmaceuticals,
Inc.) THAMEBBHS AU ALY 2 HE® EF DR
BEHET3ITC 5% CO, THEE3IO»E - EHE '
BAFF+Hl&A &Mz ® FHSOuwlZEEMARMESO ul
TR WAE3TC (M) T - aEMAKR24
/N B e

[(0176] HRELXFEWAM (RFHHIE) HCAMP
Mo E4H ABAFF 60mer (I MBER) £ —%& - 7£24 /)
I E® BEEMNEESEHEHERHILIOO ul STEADY-Glo
L Hl (Promega) R MM B 2R > L HiREZE LRI R
H oo e B A5 MHE 2B EE Jr(Relative Luminesence
Unit; RLU)HEEEWMAELEM ZLoglOTEEHRE Z i
i lE > H o A BHExcel ffjn¥ X1fit (ID Business
Solutions Limited) X HFWNMNUSHEHHEMITEHEIC;,
BLICoofH ~ W E XM EH AL EHICsoBLICy
B TEZEERTERMTEEE HETIRZEFSF -
&R

(o177 A & & & ¥ B 2 K ¥ % st # & 7
BAFFR-CHOZ St RB s HE 4T # ABAFF 60mer

|

PI-24210 % 114 E(EEHRIAE)
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1861413

B ENFkBEL - R8T vy Rl R LEWA -
B~C+ D0 P~ QlKRHEICsoHEHICy,% o] 35 {H ¥ Ay
A=Y RBBAFFEN A MHEERNTD -

(01781 %8 : ANIMH BAFFR-CHO # & 4 g &y
ABAFF 60merfyICso M1Cqo %% ] 3¢5 EH

{E&%) ID ICs 1Cy9
(»M) (pM)
{E&7) A 6 19
L&) B 6 17
L&Y C 6 14
{E&¥) D 4 12
{LEYF 1300 7388
L& 0 5 6
L&Y P 2 9
{E&71Q 5 13
{E&?I R 5 16
L&Y X 1555 6839
EFIEIA% 1 (BAFF (1)) 24075 180053
HIEL A E O DU 2 (BAFF (2)) 43 107
EHHESHE 3 (BAFF (3)) 15 38

HEH7: BAFFRCHOR KXEBMBEBARFTHNEREES
BAFF& ENFkKkBJE LR : /1

i WS

[(0179] St & %3 ABAFFHYCHO-KI14M ~ I £ 12
L ERBETUSZEA2xI0°FHARNEEER T -5

e A
TEIEE S aBAFFH H @ > H0.125% % F B &

PI-24210 % 115 B(EEHRIEE)
110122529 F B4 A0202 1103195553-0
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(Electron Microscopy)EH 4 »r T EEE THEE
— /B - R EEEE ABAFF CHO-KI1 4/ - 10 F &
EERBMBEPUBEA 210 EAMERTE - HE3T
C 5% CO, T ERM®K - MB®EKXEEBIEANBAFF
CHO-KI14HH » M X-VIVOIS T LUHFEZFF3.2x10°
[Hh 2 RERBEY  X-VIVOISESH1%F # &=/ #
ME(V/VvIWIERELEENMMAE (Lonza) fn & 5§ & &
(AM) -

[0180] R EHBETUBZEFA1.6x10°H4
mERE AR KAHBEBEF ABAFFR CHO NFkKB &t &
B #t B Al il - RS EAMP LEZEFA3.2x10° {4 iz
HmHAHAIA e 2 HEHEH R ERNEE ABAFF
CHO-K14ifE AM=ES50 ulZ ABAFFR CHO NFkBZ%
R EHA T HEITC TE-FFEE24/NEEF - I
B EUIEAM (RFBHR) BCAMS i EA G E
ABAFF CHO-KI1dii (R BER) £ —%& - £24 /N0
E % > FH100 ul STEADY-Gloz B (Promega) &
Mg A TeeEEtRMBERR - §HEMEEYHOLET
(Relative Luminesence Unit; RLU) ¥ b H & £ &
) ZLoglOREHRE ZMKE » HdfMHHExcelfff
hmIE X1fit (ID Business Solutions Limited) % £
2 EEPEHTEICs B 1CyofH - 40 £ S Fr fif # #Y
P B AEEWICsBICy 5 > T ZEERBTTELRM
YHEE HEBRIRFEI T -

N

PI-24210 % 116 HE(EEHRIAE)
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(o181]1 MW & &8 & % W 8 K 8 M # # & 7T
BAFFR-CHO & Xt ZMH E WM THESE & ABAFFH
ENFkBELL - ROFT A R&GREBEH - WAL EWHIICS,
HICo EH T A=Y RBAFFHE B MEEEFKT -
[0182])] %9 : FAAMNMH BAFFR-CHO % & 41 fg T Y
mbBAFFHIICso R ICyo 2% i 15 H

{E&9) ID ICs 1Cy9

(»M) (pM)

L&Y A 118 1015

L&Y B 125 1139

{E&%) D 104 938
EFIEIA% 1 (BAFF (1)) 553 10116
HIEL A E O DU 2 (BAFF (2)) 581 3678
EFIEI A% 3 (BAFF (3)) 250 2916

EHS: EASTATI R XA BBEEBOINCBHABEBANR
(DB4HAE ) FHIAIL-237E &89 #0&

% S WA IS

[0183] H 1 % & STAT-3/ & >t & B @ & & KN
(Qiagen) B e HENKE MBI (DBYI ; ATCC
H # 9% #CRL-2289 ) - ff {# B E ¥ f & (Life
Technologies) WVEE THRFEEWNHN - 2 BFEE
B AA10% FBS (Hyclone) 22 pg/mL IZE 5 # &
(Life Technologies) iy RPMI-1640 #7 & % (Life

Technologies) » f € &E2 X A # % A 10% FBS

PI-24210 % 117 EEEHRIAE)
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(Hyclone) # RPMI-1640 ¥ & %K (Life
Technologies) o

[0184] FHEFEEI6GFANRF LL20,000 {F 4 i/ L 7F
aEBEE TS0 pL/ Al EBELHKITHDB-STAT3 4
B - TR MG B E 96 FL IR o /Y f  1 & B b B W & 1L
alox) HREWmBUOLEELE1 pg/mLEL10pg/mL
vHEIESHE -mE—-FL—-RX=HBAMI0 pL 2R MRS
FTHEHBEREE (BRHEA) - @EH—FAFM1I0 pl
Z10x ATL-23( ZEEBRTSng/mLZ BE&ERE) - &
mOEBARMIO pLZ & E - e EHEEN
IL-23% &R DB 4 M AY AIL-23 2 EC60 R 8 &l
2o Wt TR AER - FF37C THIS% CO, 8y
BN E R - B % ONE-Glo'™ & % X B & & X &
(Promega) » HmEm & —fL A M100 pL il )& & - TF
EnvisionfR B AB L EWH L > THBEEH (y#h) #H
bR E(x@ OGS E-FEHMEMHGraphPad Prism
CEMBIENENZEI4ZHUSTHRHE-RERNBKRAELEY
ZICsoff - ¥ HHEH AGraphPad Prism 68 A Find
ECanythingit EER KA EICooH - BEEZEHE BT E
L EHME TEBRHRRTRIOS -

[0185) R E T > FiHALEGYWEBIMDHEAEAF
STAT3E XXM HEMADBAMM T A ATIL-23F#4 -

PI-24210 % 118 H(EHHRIASE)
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1861413

[0186])] =10 : H KR HI & M E B 48 B RY B8 A
IL-2381Cso K I1Cqq % {0 3 35

{t&%) ID ICs ICyy

(»M) (pM)

L&Y A 145 1229
L&Y B 161 1101
L&Y C 189 2330
{L&¥ D 128 3087
FHIRHUAS 4 (IL-23A (1)) 79 634

BEHI: MEBRARETNWARSERBEIL-237E %8 HH
7wt B 77 A

[0187]) H#ExRB/NEME (MM > CSTBL/6 > & #R /I
133 ; Jackson Laboratories ) Y B % 40 B 45 B
W OHBAEAEEZIEEETHAMNBEEEL (Tcell media;
TCM) T 4x10°E4HH/ ml - B —FMAZmIL-2/ 4
MEFRAMEBEICGILWME M ENR - ETCMHF B E 4 A
IL-23 (Boehringer Ingelheim
Pharmaceuticals, Inc.) 5 & 41 & % § /% IL-23
(Boehringer Ingelheim Pharmaceuticals,
Inc.) WHA3ITC THFEE2/NE > HPEFEHTCME#E
HAEERZFEE - FHEAKEAR+IL-230HEEE Z%& -
BL1o0 ulZ KA AMEMM » XHE3TC TFTHS% CO,
Mg zZRmnEaNAR48/NEF - HEEABFE®RTCM (R FH
ME IR ) HTCM T BN ESHIL-23 (FBHE) £—

o EREBEZR MEBEHEEHFHZFT(R&D Systems)

PI-24210 % 119 BE(EEHRIASE)
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A Quantikine®/NEIL-17 %% & 8 £F R A & /N
BIL-17K¥ - gt E - BAHERNBEmIL-17 pg/ml
g > X @ # i ¥ 1B H 5 bk (percent of control;
POC) - @8l M3 EA ZPOCHELEE M4 B > It# A M
Excel fff i1 3 XLfit (Activity Base # B - ID
By ¥ By e A
P EICo {8 - BERN E XMt 2 1Cso B 1Coo 5 #7 5 1k
ay > BB SHAERMYE - IR tEitEL% M TEY
H> TERRRELILL -

& R

[0188) &SRB R AR CEWEBWH /NEIL-17
T ONEBLE B OBE- L2355 E ey B4R B R R -
[0189]) =11 : ARG /NEBRAME T AKREER
BIL-23K1CsoBI1Co 0% F1 {8

Business Solutions, Ltd. ) Er&fypy

B

A IL23 BERR IL23
L& ID ICs ICyy ICs ICyy
(M) (M) (M) (M)
& A 146 1647 155 1309
&% B 202 1360 200 1480
{E&#) C 133 761 110 880
&% D 105 1700 97 1554
EHHEHTAS 4 (IL-23A (1)) 84 366 64 331

BEH10: tEVMERBERETNEDE £
R N A I

PI-24210 % 120 E(EEHHRIASE)
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[(0190])] TFHMHEEEWRETERYI N IALCLEDA -
B -CKEDHWEBEEIMN (intravenous; IV)H &PKWRE
(B Tn=2) - HWEREHE]l mg/kg IV HRHEREEH
T - E4EEERT - G858 RGEHERO.25/NFF ~ 2/hFF K6
INEF o DU & EE®RIR 2K 3K 4K TR 10K -
14K ~21RKE28 R EL2MHER - HEHENRMSDH K
A EREFGRETTF2MFERE

[0191] 1 100%E &/ & 8 W% & T %K EE
AR KB E M (quality control; QCH)FE R - & —
REMGHCEIEZR AL > BHEMNS12 ng/mL > R
HEWBE=(F  TAEHEZaKEA (EoMYAyERE) - 8
R T hSEBNEZEQCE A 4% 256 ng/mL >
B EEMBEINMEE8 ng/mL > ERMER2MEWZERE4
ng/ mLHJEZEKQC - FHEXTHAMTHME > —AAWHEE
RS KQCHER - KEMLW TR EEREE b &REKR
x m QCH - BEATHANKREREABBERERE W
30% - W EEMEBRNBREELERREN3IOR -
[(0192] R TEHMLEEATHEEEY RE  BHE X
BEY FHEEEEBHER(IxPBSHTS% BSAEHF0.05%
Tween 20) T #0.5 pg/mLZEYERIILEHANABAFF
BL0.5 pg/mLEEELTMNLUFER AIgGHEMEAE - @96
LIFGE & HE R U EBASORLANMER e - maF L
BEVHIFEGSEREBAL A WHBAM2S pLZEE KXQC
(EFEEEBHBRTL:20BEHE) - FEEEBHBRT

PI-24210 % 121 EEEHRRIAE)
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20 BRERESASPMEFNEAEEHER T 1:400 2
RKAMBELR HaATEGEYNIEEGaR T AM2S
RLMEELR fE=ER TERKREZS L (500rpm > 1.5
h) rEIFGER - Wit - FHIS50 nLIHET & &R ( B
H1X PBSHI5% BSA > HHF0.05% Tween 20 ) [HE
MSDIMAEA#ERER TEKRKZSDI E(500rpm >

Sh) =R TITHEE EH&BEBZ® AHESA3000L 2%
HEE R (IXPBSH0.05% Tween 20 ) %K MSDIR
=X - AMSDIRAMAKBE LG ERHWSO pLZ HEEXK - I
=R THEE (1.5h>600rpm) - EFFEZIR  HE
HEEBREBRR = > LHEEFAFMIS0 pLZ2x Read
Buffer T > JfFMSD Sector Imager 2400 F 37 Bl 8
Hl - fEFHMSD Discovery Workbench#{ #2 & & 4 gj
G E2NSHEHEHEHTERX - ffFPhoenix WinNonlin
6.3 (Certara> MD » 2H ) TEHIFTEDHTE
RN N
&R -

[(0193])] F2EE FRHFLEWH FH(SD)MERE
HibEmE - R2PEEMNA LG LH(SD)EY
B8 Bl BEEELEYRE BT R ME K
AECHEEMEMBENRE  SREEZEVH DSHATEZ
Gh e
[0194] F12: FEBE Xl mg/kgiFkNE 2R ENER
BEWMEEANARKLELEY ZFHE(SD)EYH )2 ¥

4
t

%&\‘
/

&}

I

PI-24210 % 122 H(EHRIAE)
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{L&%) ID AUC a9 AUC ging CL Vss T 1/, (K)
(ng*d/mL) (ng*d/mL) (mL/K/kg) (mL/kg)
(L&t A 52.5 (6.6) 54.2 (7.1) 18.6 (2.4) 61.6 (4.3) 3.1(0.3)
(L&) B 102.7 (1.8) 127.0 (3.6) 7.9 (0.2) 64.4 (6.6) 6.2 (0.7)
(L&) C 26.6 (1.4) 27.0 (1.3) 37.1(1.8) 66.9 (13.2) 2.3 (0.4)
(L&) D 33.8(1.3) 34.5 (1.8) 29.0 (1.5) 55.7 (5.5) 2.8 (0.8)
BEAL1l: HFARHAMELEEYWHWAPKRE AR E
[0195]1 #EH EAXDedrick K K1 &Y B Z ¥ H Rk

1% = & 4N E
g HRN

/)% [%F

N HRIoMHERMEML.
fE R O0.85 - i FHM A,

0 B2 R E EIE
v. I EF B E - E

mWEBReEZEMEMEIEERELY - EHRKEMMETEIL.

& A HY
/IS I

HEEHPNTEAAFEmMADbs &

G By Y s . ¢
.C. Jj]l/ﬁ/h:rd E[TFEﬁ%ﬁFFHr

e

110122529

HAHEEANENBERREALARGFEZMoH A0.34 L/dR
9.9d - FEME -~ KK FT100mg s.c. HEZ®R  FH
3E T E L&Y B HM A R T - IF E i
HMHANAUNEEFE WA — Xs.c.
B EHGHEFCmin=30 nM (6 u
BN B s o 1R - AN A MK B A &
RHMWRSLERRAB AR AN HEH N KE ®
MK EH (tabalumab) frblisibimod &
LY RER R E - 1F I
KA H E230-40 nMFE AR Cmin 57 B
BELTAMBAFFAHIENAEEKE S

EBEEENRNEERF

[0196]) I’ L1
mg/kg - I &
g/mL)aEﬁ

Jt(Benlysta )~ ¥

W

iEHRE-PD
T >  BAFFHBBEAYER Z &
ORI TL23 f fF /Y
 HR IS 28 H RN

Z=Cmin o

PI-24210 % 123 H(EHRIAE)

FHGTE A0202

1103195553-0
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gH12  {bEamEt

kA

(01971 f{E M Mab Select SuRe {F & 1 4 & &t F
BRatibay  -FEHBERMEEH®pH 3.58T 58 - £
Mab Select SuRe#i{LZ®& T E A WLEMHMNKPoros
50 HSHfHE » & M KK N & & KT H S ES
BE o BAEIEET20 mMBEBEBEMN L1120 mM NaCl pH
6.0 NEHE  TFHMTIrXMEREZR KEE —-H>95%

HE -
[0198) f# M & B »» i # 2 & ( (Analytical
ultracentrifugation; AUC) ®y Jr FBE O E

(Sedimentation velocity; SV) & B & B i & & 4
ErkEERENERN - F20C THEHLL40,000 rpmiE
i OH) An60Ti U FL # + f£ i £ XL-I (Beckman
Coulter, Fullerton, CA) T EELOEHEAR - FFH280
nmpg LA U EHMEEREBESE B RKELS2H & B K
BB UL B R R o F A X L-TF e e i & 8 2 80 4 i
ERFE AR E > B WEMSEDFITERE (14.14)
FOHY O c(S) BRI DL Ay AT BL& U0 B R B2
fi - BEREsEEERAEEREI S -

=

[0199] HEXRI3TRERIEEY ZHEEER - EHE
ToMEEVMEASAEE K E B ImE N B Y YR E M
[0200])] =13

i

PI-24210 % 124 H(EEHRIAE)
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SR {LE¥A-B-C-D
BRHG O o EE (URZRE ) 99% BB 1957 FE A

BEH13 : fbeaWzBEZ o Tk K
HE
[0201])] KAKEARKR
[(0202])] HEFFIEILEEYWHELDBENESEERE - |
0.15ulkE AR F4 F Agilent PoroShell 300SB-C3%
f£>5um > (30x1.0mm) k£ - BFERE B80T H i &) K
K150 ul/min - FHOZSEFE10%B X657 $EEF85%BHY
HMERKLEYRESESRENE BHHALBK/ ZKE/H
B/ Z Mg (99/1/0.1/2mM) I EMHBRIERNE/ZE/
KIE B (70/20/10/0.1) - B Hi W E5 ZE Agilent
6224 TOFEER HEXZLKEEEEO600EEE320070
i - HEE A MassHunterf [ RBBE R X8 -
[0203] ML EK R
[0204] HEFHSIFEOEXNRBENEE K EHNE
M5 uL>~28M Guanadine HCL:TCEP 2 20:1 &
RS wiz AR > DHEERTHEEIST#E - @1 £
EHO.IS wlZ A HPEAMLTNTEZE  HE O &
KFS%B £ 65 #EK85%BHIH E K& YE&EBE BB
EFR BN ABEER60TC » HEE#HE /5600-2000 -
[0205] £ EAKER
[0206]) KR FHFIELE K #E KB #EY LB AEEG
E-M3.2ul 2400 mMixBi s #%  PNGase F220:1

ES

il

oy

t

il

PI-24210 % 125 B(EEHRIAE)
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BEVRMT.S wlZHEAER > HAE3ITC THEEING - FE
B o mMEXRXASNMIO ulZ28M Guanadine HCL:TCEP
Z20:1R&EY > WHEZERTHEBEISE - @ £ T8 HE
({5 7 NE =S = vl = 7 N

(0207 ] # 8 m iAW KE

[0208]) #H BHE XM B BH6M GdHCI » 250 mM
Tris-HCL pH 7.5K 10 mM DTT4 5E 0y & M 4% &K -
WHERREITC THEEIOHE - BBk MM 2 EE R R ELE
Ko WAEZERTEBERETHE &30S8 - £ l Sephadex
G-25 Superfine EFHHEKIER &Y 4 1L I 48 & < # 5K
100mM Tris-HCL pH 7.5 -« fE% T 37C T M4 /0% k2
EHEABEOBEMLESRX BEZHHBSMTFAS kAT
HIEWRIERGY -

[0209]) & E Dionex Ultimate 3000 HPLC > H
B OH OB & K AT B B B E B M LY S F
Phenomenex Jupiter CISKMHEMF L - # FH H & H
A:0.1%HEE/99%K/I1% ZBERBEHB:0.1%F /5%
KIOS% ZBEH MBI EIBE 248 - AHBZH 7L &H
14038 B0% N E38% - FEETLL100 pl/min>
REBEREEREBN > BEFHNESTHERARGTEER
CT-frEgthoEe BAEADEEESZEHEAEE

o

Ay Thermo Scientific Orbitrap Fusion’&E & & f -

TR AN A EABEECIDWELEA > (FH30,000 2 @1
E ~ 10,0007 & /N{25% - 1.0 8E~E K35.0V21F

PI-24210 % 126 H(EHRIAE)
110122529 F B4 A0202 1103195553-0
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AL ERE - HFSEHERF AR ER20% - B W EX
ME R EMSiHHE A E HHERCID MS/MSE R B E
e H£250-2000Da2 B BB WL/ 2B G HE
RKIWEER -

[0210])] #H AHProteome Discover 1.4 (Thermo
Scientific)$t ¥ &5 & = % 7> 7 5 B 8 £ ¥ 89 Fr & TR
GLC MSKLC-MS/MS R E&ER - R EHHNEE
ERRANLZIRHNEICOH EAN-X-S/T (XK BP)Z —H
ME Ry Sk Rl BK o (E A S ELCHY B A (B K Z M S 58 & {5 51 P
ZHEEERHE T -

&R -

[0211] RI4FTRERGR - BEREDN CEEEEIHNERE
BHERTRERKE T I EREFY LEH-BE
EEAXBCHOMM T RIFAN B NG 2 HA - I HRE
NSRS i o

[0212])] F14:
E2 (L&Y B

EEEOT  SEERRY Y T BT ERY/ITECRRY

EEE AT ¢ MEES LR PRI CHO RIRAY 1gG

BEfl14 - BERETHERBSE
[(0213] HEEMMLIEHASFEHMEGTEE NG RE
TERERNEGLEEYWBZE TR - F M8HE K S E R
THEMR20 mMEZEEKHN120 mM NaCl pH 6 Z F £ &
i DHEBTTEREOMHEEA -

PI-24210 % 127 E(EEHRRIAE)
110122529 F B4 A0202 1103195553-0
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kA

[0214]) {# FHH Amicon UltraZ B EZSZF50,000
HHBEZE I T E(Millipore Billerica) F ik &
MBZEMmEMEBE RGN EE ME&BERIE - &1
W EBEHEBRBREEE oHseca T LR ERMNER
MEREENREBHEN - EHAgilent 1200FH 5 HPLC
Ao rEfA o DL1.0 ml/minsh 17t R & 2357 8 -

B30 ug 2 MM EFH F|Tosoh Biosciences TSKgel

G3000SWXLEMHF(S5um7.8x30cm)Hf > Jf F£280 nm
RatthER - -FTEAZASHKE RSSO mMbg B2 o~ 0.2
M L-#BpH 6.8 -

&R -

[0215] RISKkFI4BTIHERGEREHEHNLS
IBZ M SECE R Z & - 2 W E R IR E T ey
FERGBEAMGENEN  KWwmE T Ea®WBFEAEEMN
W RE T BN MEE -

[0216] ®15: FREHENEONLETBZ oM

SECHE # & It &

1E&%) B B (mg/ml) 531t SEC Bt
10 99.6% EERY » 0.4% 5 Eope
20 99.5% BERE » 0.5% 5 5
40 99.6% EERY » 0.4% 5 Eope
75 99.5% BERE » 0.5% 5 5
100 99.5% BERE » 0.5% 5 5
121 99.5% BERE » 0.5% 5 5
PI-24210 % 128 H(HHHHEF)
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M=Ef  A=FEE

BH15 L&MW EE

Pl

[(0217] EHAIHMEIREXENLE ZEE  KEE
EeaVEEHEERERENMLIO mMEKESO mM KCI
pH 5. 08K - FEBFKET > F20 pLZKEKDI
mg/mL# A2x2x4 mm > GHEEEMT-#HI10MWCO
2 EEBELAUEREYRMBEES MG LEEESEE
aF o FERAOFARAREEETES - BEREMI mAER
FWbam Sl &EREILES > HJIF 6 K E K
CHEBER THFEED FTHEESTREH -FEHHEHEE -
F5 B [ %] (linear photodiode array; LPDA) {& il &
i £ B R & o7 57 4% > (& t2 it 0 Bb & I fE BE By 58 FE G B -
EHEZEETRARBSZARAEHFEEABER LB R E AN
B - -BEREHFBOHLE R FKE (B AUCJ 5 & HY L FE
REERS) MHEBEFFRR(HERE&HEF/0. 122 0m ) -
HERKEBER(6.35mS) K FHRE(0.05 M) ZFHINE
MR E - 2 Al ER -

&R

[0218] EE:EKR (2E5F16) HErlbaWEBERT
HEBEREE (T - BRFTFHWEAEHERDE Z H KM
EEH) - EAFAEHBEANISHIEEY B F 8% % HE T HMHE
BFRAKEARRBEAAEZESEE TMUHAK -
[0219] %16 ' ‘L&YWz EHEEN

PI-24210 % 129 H(EHRIASE)
110122529 F B4 A0202 1103195553-0
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{t&%) ID pH 5.0 THI{EE
L&Y A 24.4+02
{L&Y) B 21.5+03
L&) D 21.8+0.2

BEHle : bWz mRBE

7 A

[0220])] # Octet REDY96 E %R i FE#HE > LLE
M 2 MfM(whole blood; WB)GFE MMEE&WZEFE
MECHRBELESE S ZWE - E37CHRE TR &M K 1x
HEABEFEK(Ixkb)THWILEMAREEAI8/NE -
HAEkmAREEBH#HE R (streptaviding SA) LY /K
Hl 28 22 (ForteBio, Menlo Park, CA)F27C T #
THEEBLEYEARANBEEN FEEHER R 2 M T B
R E/IEAEHR IR - EEE2EFBERMOET#E -

[(0221])] R1I7THFREREGR - HRHHA‘EEY K ZE K
& F i
[0222] XR17: &Mz EEHER
e WB/ENEREER PRI & (557 |WB/BIRRGE B h A4 & (S5
81\ BAFF 7 EEA A IL23 2Bk
L&Y A 1.2 1.1
{L&Y) B 1.2 1.5
L&Y C 1.1 1.3
{E&YI D 1.3 1.7
PI-24210 % 130 H(&IHHIF)

110122529 FH YR A0202 1103195553-0
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L&Y E 1.0 1.1

L&Y F 1.0 1.2

BH17 : BEREE(in silico) B BEFEEFEMA

DAl

[0223]) #HM A HBH EpiVax, Inc. (Providence RI)
E#E M E T HEEpiMatrixE R T HNE B B G K
ZowERM - EpiMatrix & §F T8 By §t R 2R € 86 iz B K&
T-regdhi A€ 8 Az 8y 78 - H g =& & W/ B R kK E
mEeEEAEMHEHNE - G2 B KEBERFIBENKE
L9-merfkfE > HEHWHEHRBIIBFEHLAG G XL - &
NEBEM NG EHMFMEI-mer JR E VM £ EITH
HLAHBERZZBNEG R - EEGF o LR
O-merfREZEHF —HLAHBERNNGHE T > I HHA T E
BEUEGSEZHEHLANEEZRNEREMI -mer L £ 2
MR E ERRA e R R M A SRR E - &k BAELEHR
R MRS tRegf BEpx G (L& W H EEH R
HER N R ERE -

[0224] RI8FTERGR - Mk oy @ %k JHE
TOoRB HEWMEZFLEY A TSGR EIE

s KJE o
[0225])] %18 : EpiVaxifE5

A=}

S8 EpiVax (## 1, § 2)
&% A ‘-46.13, -28.39
PI-24210 % 131 E(EEHRIAE)

110122529 FH YR A0202 1103195553-0
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{L&%) B 145,77, -28.39
L&Y C -41.40, -28.42
(L&) D -41.01, -28.42
L&Y E -39.81, -41.43
(L&) F 142.15, -36.94
L&Y G 143.75, -29.30
(L&Y H -35.19, -43.44
{LETT 143.38, -29.30
(L&Y -34.78, -43.44
L&Y K -43.75, -33.61
(L&Y L -37.80, -43.44
{LEYIM 143.38, -33.61
{LEYIN -37.40, -43.44
(L&) O 134.66, -39.56
(L&) P 134.24, -39.56
{LEYQ -34.64, -47.37
{LEYIR -34.22, -47.37
L&Y S -40.96, -40.09
{L&#) T 143.91, -40.09
L&Y U -41.31, -44.98
L&) vV 142,53, -36.94
{LEIW 138.33, -44.98
(L&Y X -39.42, -41.43

BEp18: EREABUARMEERESR ABAFFA A

M ek k75
[0226]

PI-24210

110122529

7%

Wt & A A By IR B MR & A Cn=3{#
e ) B H =B &E Y A B & B H Biological

FHGTE A0202

% 132 HE&HHRAZ)

1103195553-0
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Specialty Corporation - T #EEEEX EHTAHI1I0%
FBS (Life Technologies) fJ Pen/Strep (Life
Technologies)?™yIMDM (Life Technologies) - B
M sMmEEBERBEBREMg" " K Ca""JFEDPBS (Life
Technologies) il 2% FBS jfi2 mM EDTA (Life
Technologies) 4 fk -
[(0227] B#FE A& o8k AB4HK
[0228])] WIWEHZAHRELE2MBXLE 1000 mL i &
BERZEH T - UAMEREANDPBS -« =+ 17 (35)
ZHFPBSHENMEENSO aLE XK ZHBEESE T E
H H£ B 15 mL Ficoll-Paque™ Plus(GE
Healthcare) Z JHE L - fF = T L2000 rpm i .0 B
Mo E200 &M A B - #E > WHIESN EF RSN =7
ZZ oKk e A BEEDKEZXIAM (peripheral blood
mononuclear cell; PBMC)YHY T B K E®MiXZEZ50 mL
HE - AMDPBS (Ca™" " KEMg " ") +2% FBS >
HESOmLZAER -PL1200rpmfeBE I EHE 107 # -
AIDPBS (Ca"™" kMg " i) +2% FBS ( 2 M 4 & K )
BERFMGAM/NEK  TEERELIER (1200rpm & 2
10788 ) - FRABKREERTHXERZFZHAB /NI > HF
50 mL - 7£ I BS BR = W 40 B 0E ) R 4 BE R E -
[0229] B&LU1200 rpmE@EjilEslE 100 & @ I
=ELFK HAEBEHEEEEZAAM /DK I 48HWE
EAE ES5x 10 HMM/ mL - FHRFHWENRTS cméd

PI-24210 25 133 H(EHRIAE)
110122529 F B4 A0202 1103195553-0
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SR EEMT > LES% COLE®EME (E37CT) BE
W - Btk B R R B W S P & 8 F Dynabeads®
Untouched M AB# i E4 (Life Technologies) 4y
HEBAEHE o AF B O AN MEORE RO ) 2 0 W4 E OB A
EHANTHRE

[0230]) f# M3H-M & 6f % 2 5¥ 5 B 41 B A
[0231] ffFalconfi@&WBEIGABEER(SFAIx10"
MAHRL/100 nLEFHRE) T EEBYM - K - Fl F =K
B EHREE0.028FE20 nM 4 x H B E T WHE
M 5 R EAxEE TBAME A (FlgMbi iRk A
BAFF) - M&HIFLFMS0 pLZAHBENAY S (HZK
BEEO0.007ES nM) - [k > AHEEILFRMS0 pL 2
REBULUEH AlgM (HR&EE2 g/ mL) RhBAFF (&
MEESng/mLKIS pM) (ZFEHECE) - F£5% CO,
3TCMBHEBLTHBEBAM T2 NG « FHBSEMT
N S — fLRM20 pL 21 pCi 3H K
(Pelkin Elmer) - {# Fl 41 g #% & 258 ¥ 3H- fg & 4t
DNA/fLB L EMBEWHEEER BT EREHEKRE D
A/NEF B LIR30 pL 2 B 3 % - (f fl MicroBeta
Topcount B M & — fL 2 & % & 3 & (counts per
minute; cpm) g > W Mcepm(E (y#lh) ¥ A
EE (xE) B GE -

[0232] & &t M

PI-24210 % 134 H(EHRIAE)
110122529 F B4 A0202 1103195553-0
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(0233] #M BB AGraphPad Prism 6% #% (i il 4§ &
BEREAZHSPERE-RERBLKAEICs xI1Cqy -
EZEERAELRMEEE > TR AR FLIOT -

&R

[0234] ERER > BILEEWICsoRICHEK > {E&Y
BEEHEREBIMEMUFAEFTO2ERT -

(02351 = 19:4 KA AN Bl RE E @€ T % 50 H A
BAFFHJICso kI1Cqo %A 15 1E

W

{L&%) ID ICs ICyy

(pM) (pM)

L&Y B 33.7 160.2

HIE 8 3 (BAFF (3)) 87.3 370.8

HH19 : BIO.RITI/NEFTH ABAFFEEREAFEN
B220+ B4R H R

i - SIS

[0236]) =2 > F% 1K HB10O.RIIIIE M /N E
(6-8# K » Jackson Laboratory ) [Ef# 7 & 10 {# Ef
H-10EY/BFH ML HTHL1.3-0.4x0.13 mg/kg
HEEL - 3K0.1 mg/kgZ EEEHRERELE TEERE &
frR (20 mMESEBEHM > 115 mM NaCl > pH 6.0)
BEHEEamZ100 plEEREN  BXEZXHBO R
RH/NE BEINER FEREBIRRERES @ K B (#3
mgH Z(1.5 mg/mL) > ABAFF{MEDNA (System
Biosciences) & HR A 8 JJ X H & 7 /N B ¥ L &= 8 &
(empty vector; EV)H I - FE3I KR - F6K - F

PI-24210 2 135 H(EHRIAE)
110122529 F B4 A0202 1103195553-0
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ORKEI2RKR » 72/ 0% B H E 5 K8 K& &K ZH B
e Y Hy e E N AR -

[0237]) HFE14K > EHESE W (Butler Schein) Jiii
FOoNER I RSB R AR NER - B X IS
B220+ B H AN MAEE s IMHEMBIFER - EHE
M ANOVA®E Z DiDunnett ZHEEWMAAH EF — 6K
AP E G EHAYRAMIEILEENE - EHS5E T
& o~ &5 R e

[0238] HERE R HEHILEYWBIGRE14KEE % H H
#lBH ABAFFMEBDNAGF E/B220+ B4l Z EHE -
BEH20: C57/B16/NE B AIL23S E/NEIL17AR
TL 228 ey &

i - SIS

[0239])] =2 #®CS7TBL/6WEM/NE (7-108 K -
Charles River) BB 7 HS{E A4 - 81 E Y/ A -
W HA4 B LL1.3 - 0.4£0.13 mg/kg¥ftE1 ~ 3K0.1
mg/kgZ EBEEHHEBLE TESGBEBEEEH K (20 mME
BBedh > 115 mM NaCl-pH 6.0) SHSAEEGEHZ100
nlpgE BE W& & -

[0240] HFHHRLELEDRER — /NI - & HEHFKE
(Butler Schein)ii®/NE » WH #H 2 F0.1%9BS A
(Sigma)H BB /K (Invitrogen) PTHEA1S png/ml

(0.3pg) rhIL23 (NEEE) 220 pl LW ESH - # &

ot

PI-24210 2 136 H(HHRIASE)
110122529 F B4 A0202 1103195553-0
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PREBHEREEANKE - TF _RAFBFRER - TH/NER -
KEHEMBRMIEENE  TBEWEEL - F1 mlZ 5
4 %2 @& % ( HBSS (Gibco) 5 0.4% Triton X-100
(Sigma); SigmaFastEL M A (Sigma) ) # £ 4
MP Biomedicals Fast-Prep 2438 %5 5 (k5 4
& - FACTRKMHEEEEERBE O TBELIO D E > WIWE EE
oo MR B OE PR A FE (R&D Systems) £ A
Quantikine®/NEIL-17 K/NEBIL-22% % & & 8 /N
BILI7TARIL220FEFERE LER - HE —F A A&
AN fE MR - Epeg/mlfE - B m ANOVA & ~ L)
DunnettZ BLEWMA A EE —GFHAN EHpg/ml
K ket BB IRE MLV EE S -

[0241] FoBETHEREN FHEEEEANREZ
LEEeEYBWEERERENBEEZANTHWXREH ZEELNIETH
HAANIL23GFEENEBE AN /NBEILIT RIL22Z By -

5l

SEQ ID NO =27

1 QVQLQQSGAEVKKPGSSVRVSCKASGGTFNNNAINW VRQAPGQGLEWMGGIIP
MFGTAKYSQNFQGRVAITADESTGTASMELSSLRSEDTAVYYCARSRDLLLFPHH
ALSPWGRGTMVTVSS

" SSELTQDPAVSVALGQTVRVTCQGDSLRSYYASWYQQKPGQAPVLVIYGKNNRP
SGIPDRFSGSSSGNTASLTITGAQAEDEADY YCSSRDSSGNHW VEGGGTELTVL

3 QVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIGYIYPR
DDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVY YCAIPDRSGY AWFIY
WGQGTLVTVSS

PI-24210 % 137 E(EEHRIAE)
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4 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRFSGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIK

N SSELTQDPAVSVALGQTVRVTCQGDSLRSYYASWYQQKPGQAPVLVIYGKNNRP
SGIPDRFSGSSSGNTASLTITGAQAEDEADYYCSSRDSSGNHWVFGGGTELTVLG
GGSGGGGQVOQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLE
WIGYIYPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVY YCAIPDRS
GYAWFIYWGQGTLVTVSSLGGGSGASTKGPSVFPLAPS SKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVN
HKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLYITREPEV
TCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTC
LVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN
VESCSVMHEALHNHYTQKSLSLSPG

6 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRFSGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLQQSGAEVKKPGSSVRVSCKASGGTFNNNAINW VRQAPGQGLEWMG

GIIPMFGTAKYSQNFQGRVAITADESTGTASMELSSLRSEDTAVYYCARSRDLLLF
PHHALSPWGRGTMVTVSSLGGGSGRTVAAPSVFIFPPSDEQLKSGTASVVCLLNN
FYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVY
ACEVTHQGLSSPVTKSFNRGEC

7 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRFSGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLQQSGAEVKKPGSSVRVSCKASGGTFNNNAINW VRQAPGQGLEWMG
GIIPMFGTAKYSQNFQGRVAITADESTGTASMELSSLRSEDTAVYYCARSRDLLLF
PHHALSPWGRGTMVTVSSLGGGSGASTKGPSVFPLAPSSKSTSGGTAALGCLVK
DYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVN
HKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLYITREPEV
TCVVVDVSHEDPEVKFNWY VDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQD
WLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTC
LVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGN
VESCSVMHEALHNHYTQKSLSLSPG

PI-24210 25 138 H(HHRIASE)
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3 SSELTQDPAVSVALGQTVRVTCQGDSLRSYYASWYQQKPGQAPVLVIYGKNNRP
SGIPDRFSGSSSGNTASLTITGAQAEDEADYYCSSRDSSGNHWVFGGGTELTVLG
GGSGGGGQVOQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLE
WIGYIYPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVY YCAIPDRS
GYAWFIYWGQGTLVTVSSLGGGSGRTVAAPSVFIFPPSDEQLKSGTASVVCLLNN
FYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVY
ACEVTHQGLSSPVTKSFNRGEC

9 SSELTQDPAVSVALGQTVRVTCQGDSLRSYYASWYQQKPGQAPVLVIYGKNNRP
SGIPDRFSGSSSGNTASLTITGAQAEDEADYYCSSRDSSGNHWVFGGGTELTVLG
GGSGGGGQVOQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLE
WIGYIYPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVY YCAIPDRS
GYAWFIYWGQGTLVTVSSGGCGGGEVAACEKEVAALEKEVAALEKEVAALEKL
EPKSSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSHEDP
EVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKV
SNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALH
NHYTQKSLSLSPG

10 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRFSGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLQQSGAEVKKPGSSVRVSCKASGGTFNNNAINW VRQAPGQGLEWMG
GIIPMFGTAKYSQNFQGRVAITADESTGTASMELSSLRSEDTAVYYCARSRDLLLF
PHHALSPWGRGTMVTVSSGGCGGGKVAACKEKVAALKEKVAALKEKVAALKE

11 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRFSGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLQQSGAEVKKPGSSVRVSCKASGGTFNNNAINW VRQAPGQGLEWMG

GIIPMFGTAKYSQNFQGRVAITADESTGTASMELSSLRSEDTAVYYCARSRDLLLF
PHHALSPWGRGTMVTVSSGGCGGGEVAACEKEVAALEKEVAALEKEVAALEKL
EPKSSDKTHTCPPCPAPEA AGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSHEDP

EVKFNWY VDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKV
SNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV

EWESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNVFSCSVMHEALH
NHYTQKSLSLSPG

PI-24210 2 139 H(EHRIAE)
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12 SSELTQDPAVSVALGQTVRVTCQGDSLRSYYASWYQQKPGQAPVLVIYGKNNRP
SGIPDRFSGSSSGNTASLTITGAQAEDEADY YCSSRDSSGNHW VFGGGTELTVLG

GGSGGGGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLE
WIGYIYPRDDSPK YNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRS
GYAWFIYWGQGTLVTVSSGGCGGGKVAACKEKVAALKEKVAALKEKVAALKE

13 SSELTQDPAVSVALGQTVRVTCQGDSLRSYYASWYQQKPGQAPVLVIYGKNNRP
SGIPDRFSGSSSGNTASLTITGAQAEDEADYYCSSRDSSGNHWVFGGGTELTVLG
GGSGGGGQVOQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLE
WIGYIYPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVY YCAIPDRS
GYAWFIYWGQGTLVTVSSLGGGSGASTKGPSVFPLAPCSRSTSESTAALGCLVKD
YFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVD
HKPSNTKVDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLYITREPEVTCV
VVDVSQEDPEVQFNWY VDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWL
NGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLV
KGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFES
CSVMHEALHNHYTQKSLSLSLG

14 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRFSGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLQQSGAEVKKPGSSVRVSCKASGGTFNNNAINW VRQAPGQGLEWMG

GIIPMFGTAKYSQNFQGRVAITADESTGTASMELSSLRSEDTAVYYCARSRDLLLF
PHHALSPWGRGTMVTVSSLGGGSGRTVAAPSVFIFPPSDEQLKSGTASVVCLLNN
FYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVY
ACEVTHQGLSSPVTKSFNRGEC

15 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRFSGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLQQSGAEVKKPGSSVRVSCKASGGTFNNNAINW VRQAPGQGLEWMG
GIIPMFGTAKYSQNFQGRVAITADESTGTASMELSSLRSEDTAVYYCARSRDLLLF
PHHALSPWGRGTMVTVSSLGGGSGASTKGPSVFPLAPCSRSTSESTAALGCLVKD
YFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVD
HKPSNTKVDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLYITREPEVTCV
VVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWL
NGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLV
KGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFS
CSVMHEALHNHYTQKSLSLSLG

PI-24210 % 140 E(EEHHRIASE)
110122529 F B4 A0202 1103195553-0



1861413

16 SSELTQDPAVSVALGQTVRVTCQGDSLRSYYASWYQQKPGQAPVLVIYGKNNRP
SGIPDRFSGSSSGNTASLTITGAQAEDEADYYCSSRDSSGNHWVFGGGTELTVLG
GGSGGGGQVOQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLE
WIGYIYPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVY YCAIPDRS
GYAWFIYWGQGTLVTVSSLGGGSGRTVAAPSVFIFPPSDEQLKSGTASVVCLLNN
FYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVY
ACEVTHQGLSSPVTKSFNRGEC

17 SSELTQDPAVSVALGQTVRVTCQGDSLRSYYASWYQQKPGQAPVLVIYGKNNRP
SGIPDRFSGSSSGNTASLTITGAQAEDEADYYCSSRDSSGNHWVFGGGTELTVLG
GGSGGGGQVOQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLE
WIGYIYPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVY YCAIPDRS
GYAWFIYWGQGTLVTVSSGGCGGGEVAACEKEVAALEKEVAALEKEVAALEKE
SKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFEN
WYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGL
PSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESN
GQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQ
KSLSLSLG

18 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRFSGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLQQSGAEVKKPGSSVRVSCKASGGTFNNNAINW VRQAPGQGLEWMG
GIIPMFGTAKYSQNFQGRVAITADESTGTASMELSSLRSEDTAVYYCARSRDLLLF
PHHALSPWGRGTMVTVSSGGCGGGKVAACKEKVAALKEKVAALKEKVAALKE

19 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRFSGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLQQSGAEVKKPGSSVRVSCKASGGTFNNNAINW VRQAPGQGLEWMG
GIIPMFGTAKYSQNFQGRVAITADESTGTASMELSSLRSEDTAVYYCARSRDLLLF
PHHALSPWGRGTMVTVSSGGCGGGEVAACEKEVAALEKEVAALEKEVAALEKE
SKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFN
WYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGL
PSSIEKTISK AKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESN
GQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQ
KSLSLSLG

PI-24210 % 141 E(EEHRRIAE)
110122529 F B4 A0202 1103195553-0



1861413

20 SSELTQDPAVSVALGQTVRVTCQGDSLRSYYASWYQQKPGQAPVLVIYGKNNRP
SGIPDRFSGSSSGNTASLTITGAQAEDEADYYCSSRDSSGNHWVFGGGTELTVLG

GGSGGGGQVOQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLE
WIGYIYPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVY YCAIPDRS
GYAWFIYWGQGTLVTVSSGGCGGGKVAACKEKVAALKEKVAALKEKVAALKE

21 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRESGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGSSVKVSCKAPDHIFSIHWMQW VRQAPGQGLEWMG
EIFPGSGTTDYNEKFKGKVTITVDKSTSTAYMELSSLRSEDTAVYYCASGAFDYW
GQGTTVTVSSLGGGSGASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTV
SWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKV
DKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLYITREPEVTCVVVDVS
HEDPEVKFNWY VDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEY
KCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPS
DIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH
EALHNHYTQKSLSLSPG

22 DIQMTQSPSSLSASVGDRVTITCRASQDIGNRLSWLQQEPGKAPKRLIYATSSLDS
GVPSRFSGSRSGTEFTLTISSLQPEDFVTYYCLQYASSPFTFGQGTKLEIKGGGSGG
GGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIGYI
YPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGYAW
FIYWGQGTLVTVSSLGGGSGRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPRE
AKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEV
THQGLSSPVTKSFNRGEC

23 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRESGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGSSVKVSCKAPDHIFSIHWMQW VRQAPGQGLEWMG
EIFPGSGTTDYNEKFKGKVTITVDKSTSTAYMELSSLRSEDTAVYYCASGAFDYW
GQGTTVTVSSGGCGGGEVAACEKEVAALEKEVAALEKEVAALEKILEPKSSDKTH|
TCPPCPAPEAAGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSHEDPEVKFNWY V
DGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSL
SLSPG

PI-24210 % 142 H(EEHRIAE)
110122529 F B4 A0202 1103195553-0



1861413

24 DIQMTQSPSSLSASVGDRVTITCRASQDIGNRLSWLQQEPGKAPKRLIYATSSLDS
GVPSRFSGSRSGTEFTLTISSLQPEDFVTYYCLQYASSPFTFGQGTKLEIKGGGSGG
GGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIGYI
YPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGYAW
FIYWGQGTLVTVSSGGCGGGKVAACKEKVAALKEKVAALKEKVAALKE

25 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRESGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGSSVKVSCKAPDHIFSIHWMQW VRQAPGQGLEWMG
EIFPGSGTTDYNEKFKGKVTITVDKSTSTAYMELSSLRSEDTAVYYCASGAFDYW
GQGTTVTVSSLGGGSGASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVD
KRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPE
VOQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVS
NKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHN
HYTQKSLSLSLG

26 DIQMTQSPSSLSASVGDRVTITCRASQDIGNRLSWLQQEPGKAPKRLIYATSSLDS
GVPSRFSGSRSGTEFTLTISSLQPEDFVTYYCLQYASSPFTFGQGTKLEIKGGGSGG
GGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIGYI
YPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGYAW
FIYWGQGTLVTVSSLGGGSGRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPRE
AKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEV
THQGLSSPVTKSFNRGEC

27 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRESGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGSSVKVSCKAPDHIFSIHWMQW VRQAPGQGLEWMG
EIFPGSGTTDYNEKFKGKVTITVDKSTSTAYMELSSLRSEDTAVYYCASGAFDYW
GQGTTVTVSSGGCGGGEVAACEKEVAALEKEVAALEKEVAALEKESKYGPPCPP
CPAPEFLGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVE
VHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISK]
AKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYK
TTPPVLDSDGSFFLYSRLTVDKSRWQEGNVESCSVMHEALHNHYTQKSLSLSLG

PI-24210 % 143 H(EEHRRIAE)
110122529 F B4 A0202 1103195553-0



1861413

28 DIQMTQSPSSLSASVGDRVTITCRASQDIGNRLSWLQQEPGKAPKRLIYATSSLDS
GVPSRFSGSRSGTEFTLTISSLQPEDFVTYYCLQYASSPFTFGQGTKLEIKGGGSGG
GGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIGYI
YPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGYAW
FIYWGQGTLVTVSSGGCGGGKVAACKEKVAALKEKVAALKEKVAALKE

29 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRESGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGSSVKVSCKAPDHIFSIHWMQW VRQAPGQGLEWMG
EIFPGSGTTDYNEKFKGKVTITVDKSTSTAYMELSSLRSEDTAVYYCASGAFDYW
GQGTTVTVSSLGGGSGASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTV
SWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKV
DKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLYITREPEVTCVVVDVS
HEDPEVKFNWY VDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEY
KCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPS
DIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMH
EALHNHYTQKSLSLSPG

30 DIQMTQSPSSLSASVGDRVTITCRASQDIGNRLNWYQQKPGKAPKRLIYATSSLDS
GVPSRFSGSRSGTEFTLTISSLQPEDFVTYYCLQYASSPFTFGQGTKLEIKGGGSGG
GGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIGYI
YPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGYAW
FIYWGQGTLVTVSSLGGGSGRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPRE
AKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEV
THQGLSSPVTKSFNRGEC

31 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRESGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGSSVKVSCKAPDHIFSIHWMQW VRQAPGQGLEWMG
EIFPGSGTTDYNEKFKGKVTITVDKSTSTAYMELSSLRSEDTAVYYCASGAFDYW
GQGTTVTVSSGGCGGGEVAACEKEVAALEKEVAALEKEVAALEKILEPKSSDKTH|
TCPPCPAPEAAGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSHEDPEVKFNWY V
DGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPI
EKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQP
ENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSL
SLSPG

PI-24210 % 144 H(EEHRIASE)
110122529 F B4 A0202 1103195553-0



1861413

32 DIQMTQSPSSLSASVGDRVTITCRASQDIGNRLNWYQQKPGKAPKRLIYATSSLDS
GVPSRFSGSRSGTEFTLTISSLQPEDFVTYYCLQYASSPFTFGQGTKLEIKGGGSGG
GGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIGYI
YPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGYAW
FIYWGQGTLVTVSSGGCGGGKVAACKEKVAALKEKVAALKEKVAALKE

33 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRESGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGSSVKVSCKAPDHIFSIHWMQW VRQAPGQGLEWMG
EIFPGSGTTDYNEKFKGKVTITVDKSTSTAYMELSSLRSEDTAVYYCASGAFDYW
GQGTTVTVSSLGGGSGASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVS
WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVD
KRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPE
VOQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVS
NKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHN
HYTQKSLSLSLG

34 DIQMTQSPSSLSASVGDRVTITCRASQDIGNRLNWYQQKPGKAPKRLIYATSSLDS
GVPSRFSGSRSGTEFTLTISSLQPEDFVTYYCLQYASSPFTFGQGTKLEIKGGGSGG
GGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIGYI
YPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGYAW
FIYWGQGTLVTVSSLGGGSGRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPRE
AKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEV
THQGLSSPVTKSFNRGEC

35 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRESGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGSSVKVSCKAPDHIFSIHWMQW VRQAPGQGLEWMG
EIFPGSGTTDYNEKFKGKVTITVDKSTSTAYMELSSLRSEDTAVYYCASGAFDYW
GQGTTVTVSSGGCGGGEVAACEKEVAALEKEVAALEKEVAALEKESKYGPPCPP
CPAPEFLGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVE
VHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISK]
AKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYK
TTPPVLDSDGSFFLYSRLTVDKSRWQEGNVESCSVMHEALHNHYTQKSLSLSLG

36 DIQMTQSPSSLSASVGDRVTITCRASQDIGNRLNWYQQKPGKAPKRLIYATSSLDS
GVPSRFSGSRSGTEFTLTISSLQPEDFVTYYCLQYASSPFTFGQGTKLEIKGGGSGG
GGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIGYI

YPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGYAW

PI-24210 2 145 H(EEHRIAE)
110122529 F B4 A0202 1103195553-0



1861413

FIYWGQGTLVTVSSGGCGGGKVAACKEKVAALKEKVAALKEKVAALKE

37 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRESGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGASVKVSCKASGYSFSTFFIHW VRQRPGQGLEWIGRI
DPNSGATKYNEKFESKVTLTRDTSISTAYMELSRLRSDDTAVYYCARGEDLLIRT
DALDYWGQGTSVTVSSLGGGSGASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHK
PSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLYITREPEVTC
VVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCL
VKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNV
FSCSVMHEALHNHYTQKSLSLSPG

38 DIQMTQSPSSLSASVGDRVSITCKASQNAGIDVAWFQQKPGKAPKLLIYSKSNRY
TGVPSRESGSGSGTDFTLTISSLQPEDFADY YCLQYRSYPRTFGGGTKLEIKGGGS
GGGGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIG
YIYPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGY
AWFIYWGQGTLVTVSSLGGGSGRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFY
PREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYAC
EVTHQGLSSPVTKSFNRGEC

39 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRESGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGASVKVSCKASGYSFSTFFIHW VRQRPGQGLEWIGRI
DPNSGATKYNEKFESKVTLTRDTSISTAYMELSRLRSDDTAVYYCARGEDLLIRT
DALDYWGQGTSVTVSSGGCGGGEVAACEKEVAALEKEVAALEKEVAALEKLEP
KSSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSHEDPEV
KFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNVFESCSVMHEALHNH
YTQKSLSLSPG

PI-24210 % 146 H(EEHRIASE)
110122529 F B4 A0202 1103195553-0



1861413

40 DIQMTQSPSSLSASVGDRVSITCKASQNAGIDVAWFQQKPGKAPKLLIYSKSNRY
TGVPSRESGSGSGTDFTLTISSLQPEDFADY YCLQYRSYPRTFGGGTKLEIKGGGS

GGGGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIG
YIYPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGY

AWFIYWGQGTLVTVSSGGCGGGKVAACKEKVAALKEKVAALKEKVAALKE

41 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRESGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGASVKVSCKASGYSFSTFFIHW VRQRPGQGLEWIGRI
DPNSGATKYNEKFESKVTLTRDTSISTAYMELSRLRSDDTAVYYCARGEDLLIRT
DALDYWGQGTSVTVSSLGGGSGASTKGPSVFPLAPCSRSTSESTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHK
PSNTKVDKRVESKY GPPCPPCPAPEFLGGPSVFLFPPKPKDTLYITREPEVTCVVV
DVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNG
KEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKG
FYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SRLTVDKSRWQEGNVESCS
VMHEALHNHYTQKSLSLSLG

42 DIQMTQSPSSLSASVGDRVSITCKASQNAGIDVAWFQQKPGKAPKLLIYSKSNRY
TGVPSRESGSGSGTDFTLTISSLQPEDFADY YCLQYRSYPRTFGGGTKLEIKGGGS
GGGGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIG
YIYPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGY
AWFIYWGQGTLVTVSSLGGGSGRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFY
PREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYAC
EVTHQGLSSPVTKSFNRGEC

43 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRESGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGASVKVSCKASGYSFSTFFIHW VRQRPGQGLEWIGRI
DPNSGATKYNEKFESKVTLTRDTSISTAYMELSRLRSDDTAVYYCARGEDLLIRT
DALDYWGQGTSVTVSSGGCGGGEVAACEKEVAALEKEVAALEKEVAALEKESK
Y GPPCPPCPAPEFLGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNW
YVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPS
SIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKS
LSLSLG

PI-24210 % 147 E(EEHRRIASE)
110122529 F B4 A0202 1103195553-0



1861413

44 DIQMTQSPSSLSASVGDRVSITCKASQNAGIDVAWFQQKPGKAPKLLIYSKSNRY

TGVPSRESGSGSGTDFTLTISSLQPEDFADY YCLQYRSYPRTFGGGTKLEIKGGGS

GGGGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIG
YIYPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGY

AWFIYWGQGTLVTVSSGGCGGGKVAACKEKVAALKEKVAALKEKVAALKE

45 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRESGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGASVKVSCKASGYSFSTFFIHW VRQAPGQGLEWIGRI
DPNSGATKYNEKFESRVTMTRDTSISTAYMELSRLRSDDTAVYYCARGEDLLIRT
DALDYWGQGTSVTVSSLGGGSGASTKGPSVFPLAPSSKSTSGGTAALGCLVKDY
FPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHK
PSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLYITREPEVTC
VVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDW
LNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCL
VKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNV
FSCSVMHEALHNHYTQKSLSLSPG

46 DIQMTQSPSSLSASVGDRVSITCKASQNAGIDVAWFQQKPGKAPKLLIYSKSNRY
TGVPSRESGSGSGTDFTLTISSLQPEDFATY YCLQYRSYPRTFGQGTKLEIKGGGS
GGGGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIG
YIYPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGY
AWFIYWGQGTLVTVSSLGGGSGRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFY
PREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYAC
EVTHQGLSSPVTKSFNRGEC

47 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRESGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGASVKVSCKASGYSFSTFFIHW VRQAPGQGLEWIGRI

DPNSGATKYNEKFESRVTMTRDTSISTAYMELSRLRSDDTAVYYCARGEDLLIRT
DALDYWGQGTSVTVSSGGCGGGEVAACEKEVAALEKEVAALEKEVAALEKLEP
KSSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSHEDPEV

KFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSN
KALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNVFESCSVMHEALHNH
YTQKSLSLSPG

PI-24210 % 148 H(EHHRIASE)
110122529 F B4 A0202 1103195553-0



1861413

48 DIQMTQSPSSLSASVGDRVSITCKASQNAGIDVAWFQQKPGKAPKLLIYSKSNRY
TGVPSRESGSGSGTDFTLTISSLQPEDFATY YCLQYRSYPRTFGQGTKLEIKGGGS
GGGGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIG
YIYPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGY
AWFIYWGQGTLVTVSSGGCGGGKVAACKEKVAALKEKVAALKEKVAALKE

49 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRESGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGASVKVSCKASGYSFSTFFIHW VRQAPGQGLEWIGRI
DPNSGATKYNEKFESRVTMTRDTSISTAYMELSRLRSDDTAVYYCARGEDLLIRT
DALDYWGQGTSVTVSSLGGGSGASTKGPSVFPLAPCSRSTSESTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHK
PSNTKVDKRVESKY GPPCPPCPAPEFLGGPSVFLFPPKPKDTLYITREPEVTCVVV
DVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNG
KEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKG
FYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SRLTVDKSRWQEGNVESCS
VMHEALHNHYTQKSLSLSLG

50 DIQMTQSPSSLSASVGDRVSITCKASQNAGIDVAWFQQKPGKAPKLLIYSKSNRY
TGVPSRESGSGSGTDFTLTISSLQPEDFATY YCLQYRSYPRTFGQGTKLEIKGGGS
GGGGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIG
YIYPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGY
AWFIYWGQGTLVTVSSLGGGSGRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFY
PREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYAC
EVTHQGLSSPVTKSFNRGEC

51 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRESGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGASVKVSCKASGYSFSTFFIHW VRQAPGQGLEWIGRI
DPNSGATKYNEKFESRVTMTRDTSISTAYMELSRLRSDDTAVYYCARGEDLLIRT
DALDYWGQGTSVTVSSGGCGGGEVAACEKEVAALEKEVAALEKEVAALEKESK
Y GPPCPPCPAPEFLGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNW
YVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPS
SIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKS
LSLSLG

PI-24210 % 149 H(EEHRIASE)
110122529 F B4 A0202 1103195553-0



1861413

52 DIQMTQSPSSLSASVGDRVSITCKASQNAGIDVAWFQQKPGKAPKLLIYSKSNRY
TGVPSRESGSGSGTDFTLTISSLQPEDFATY YCLQYRSYPRTFGQGTKLEIKGGGS
GGGGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIG
YIYPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGY
AWFIYWGQGTLVTVSSGGCGGGKVAACKEKVAALKEKVAALKEKVAALKE

53 DIQMTQSPSSLSASVGDRVTITCRASQDIGNRLSWLQQEPGKAPKRLIYATSSLDS
GVPSRFSGSRSGTEFTLTISSLQPEDFVTYYCLQYASSPFTFGQGTKLEIKGGGSGG
GGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIGYI
YPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGYAW
FIYWGQGTLVTVSSLGGGSGASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEP|
VIVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSN
TKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLYITREPEVTCVVV
DVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNG
KEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKG
FYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNVFSCS
VMHEALHNHYTQKSLSLSPG

54 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRESGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGSSVKVSCKAPDHIFSIHWMQW VRQAPGQGLEWMG
EIFPGSGTTDYNEKFKGKVTITVDKSTSTAYMELSSLRSEDTAVYYCASGAFDYW
GQGTTVTVSSLGGGSGRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKV
QWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQ
GLSSPVTKSFNRGEC

55 DIQMTQSPSSLSASVGDRVTITCRASQDIGNRLSWLQQEPGKAPKRLIYATSSLDS
GVPSRFSGSRSGTEFTLTISSLQPEDFVTYYCLQYASSPFTFGQGTKLEIKGGGSGG
GGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIGYI
YPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGYAW
FIYWGQGTLVTVSSLGGGSGASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEP
VIVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSN
TKVDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLYITREPEVTCVVVDVS
QEDPEVQFNWY VDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEY
KCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPS
DIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVESCSVMH
EALHNHYTQKSLSLSLG

PI-24210 2 150 B3RS
110122529 F B4 A0202 1103195553-0
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56 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRFSGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGSSVKVSCKAPDHIFSIHWMQW VRQAPGQGLEWMG
EIFPGSGTTDYNEKFKGKVTITVDKSTSTAYMELSSLRSEDTAVYYCASGAFDYW
GQGTTVTVSSLGGGSGRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKV
QWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQ
GLSSPVTKSFNRGEC

57 DIQMTQSPSSLSASVGDRVTITCRASQDIGNRLNWYQQKPGKAPKRLIYATSSLDS
GVPSRFSGSRSGTEFTLTISSLQPEDFVTYYCLQYASSPFTFGQGTKLEIKGGGSGG
GGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIGYI
YPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGYAW
FIYWGQGTLVTVSSLGGGSGASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEP|
VIVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSN
TKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLYITREPEVTCVVV
DVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNG
KEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKG
FYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNVFSCS
VMHEALHNHYTQKSLSLSPG

58 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRESGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGSSVKVSCKAPDHIFSIHWMQW VRQAPGQGLEWMG
EIFPGSGTTDYNEKFKGKVTITVDKSTSTAYMELSSLRSEDTAVYYCASGAFDYW
GQGTTVTVSSLGGGSGRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKV
QWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQ
GLSSPVTKSFNRGEC

59 DIQMTQSPSSLSASVGDRVTITCRASQDIGNRLNWYQQKPGKAPKRLIYATSSLDS
GVPSRFSGSRSGTEFTLTISSLQPEDFVTYYCLQYASSPFTFGQGTKLEIKGGGSGG
GGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIGYI
YPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGYAW
FIYWGQGTLVTVSSLGGGSGASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEP
VIVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSN
TKVDKRVESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLYITREPEVTCVVVDVS
QEDPEVQFNWY VDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEY
KCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPS
DIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVESCSVMH
EALHNHYTQKSLSLSLG

PI-24210 % 151 E(EEHRIASE)
110122529 F B4 A0202 1103195553-0



1861413

60 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRFSGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGSSVKVSCKAPDHIFSIHWMQW VRQAPGQGLEWMG
EIFPGSGTTDYNEKFKGKVTITVDKSTSTAYMELSSLRSEDTAVYYCASGAFDYW
GQGTTVTVSSLGGGSGRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKV
QWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQ
GLSSPVTKSFNRGEC

61 DIQMTQSPSSLSASVGDRVSITCKASQNAGIDVAWFQQKPGKAPKLLIYSKSNRY
TGVPSRESGSGSGTDFTLTISSLQPEDFADY YCLQYRSYPRTFGGGTKLEIKGGGS
GGGGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIG
YIYPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGY
AWFIYWGQGTLVTVSSLGGGSGASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKP
SNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLYITREPEVTCV
VVDVSHEDPEVKFNWY VDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLV
KGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVF
SCSVMHEALHNHYTQKSLSLSPG

62 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRESGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGASVKVSCKASGYSFSTFFIHW VRQRPGQGLEWIGRI
DPNSGATKYNEKFESKVTLTRDTSISTAYMELSRLRSDDTAVYYCARGEDLLIRT
DALDYWGQGTSVTVSSLGGGSGRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFY
PREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYAC
EVTHQGLSSPVTKSFNRGEC

63 DIQMTQSPSSLSASVGDRVSITCKASQNAGIDVAWFQQKPGKAPKLLIYSKSNRY
TGVPSRESGSGSGTDFTLTISSLQPEDFADY YCLQYRSYPRTFGGGTKLEIKGGGS
GGGGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIG
YIYPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGY
AWFIYWGQGTLVTVSSLGGGSGASTKGPSVFPLAPCSRSTSESTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHK
PSNTKVDKRVESKY GPPCPPCPAPEFLGGPSVFLFPPKPKDTLYITREPEVTCVVV
DVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNG
KEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKG
FYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SRLTVDKSRWQEGNVESCS
VMHEALHNHYTQKSLSLSLG

PI-24210 % 152 H(EHRIAE)
110122529 F B4 A0202 1103195553-0



1861413

64 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRESGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGASVKVSCKASGYSFSTFFIHW VRQRPGQGLEWIGRI
DPNSGATKYNEKFESKVTLTRDTSISTAYMELSRLRSDDTAVYYCARGEDLLIRT
DALDYWGQGTSVTVSSLGGGSGRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFY
PREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYAC
EVTHQGLSSPVTKSFNRGEC

65 DIQMTQSPSSLSASVGDRVSITCKASQNAGIDVAWFQQKPGKAPKLLIYSKSNRY
TGVPSRESGSGSGTDFTLTISSLQPEDFATY YCLQYRSYPRTFGQGTKLEIKGGGS
GGGGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIG
YIYPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGY
AWFIYWGQGTLVTVSSLGGGSGASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKP
SNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLYITREPEVTCV
VVDVSHEDPEVKFNWY VDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWL
NGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLV
KGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVF
SCSVMHEALHNHYTQKSLSLSPG

66 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRESGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGASVKVSCKASGYSFSTFFIHW VRQAPGQGLEWIGRI
DPNSGATKYNEKFESRVTMTRDTSISTAYMELSRLRSDDTAVYYCARGEDLLIRT
DALDYWGQGTSVTVSSLGGGSGRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFY
PREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYAC
EVTHQGLSSPVTKSFNRGEC

67 DIQMTQSPSSLSASVGDRVSITCKASQNAGIDVAWFQQKPGKAPKLLIYSKSNRY
TGVPSRESGSGSGTDFTLTISSLQPEDFATY YCLQYRSYPRTFGQGTKLEIKGGGS
GGGGQVQLVQSGAEVKKPGSSVKVSCKASGYTFTDQTIHWMRQAPGQGLEWIG
YIYPRDDSPKYNENFKGKVTITADKSTSTAYMELSSLRSEDTAVYYCAIPDRSGY
AWFIYWGQGTLVTVSSLGGGSGASTKGPSVFPLAPCSRSTSESTAALGCLVKDYF
PEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHK
PSNTKVDKRVESKY GPPCPPCPAPEFLGGPSVFLFPPKPKDTLYITREPEVTCVVV
DVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNG
KEYKCKVSNKGLPSSIEKTISKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKG
FYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SRLTVDKSRWQEGNVESCS
VMHEALHNHYTQKSLSLSLG

PI-24210 2 153 H(EHRIAE)
110122529 F B4 A0202 1103195553-0



1861413

68 DIQMTQSPSSLSASVGDRVTITCKASRDVAIAVAWYQQKPGKVPKLLIYWASTRH
TGVPSRESGSGSRTDFTLTISSLQPEDVADYFCHQYSSYPFTFGSGTKLEIKGGGSG
GGGQVQLVQSGAEVKKPGASVKVSCKASGYSFSTFFIHW VRQAPGQGLEWIGRI

DPNSGATKYNEKFESRVTMTRDTSISTAYMELSRLRSDDTAVYYCARGEDLLIRT
DALDYWGQGTSVTVSSLGGGSGRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFY
PREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYAC

EVTHQGLSSPVTKSFNRGEC
69 GGGSGGGG
70 LGGGSG
71 FNRGEC
72 VEPKSC
73 ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAYV]

LQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAP
EFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWY VDGVEVHN
AKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKG
QPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYTQKSLSLSLG

74 ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAYV]
LQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPPCPAP
EFLGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNA
KTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQ
PREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSRLTVDKSRWQEGNVESCSVMHEALHNHYTQKSLSLSLG

75 ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPA
VLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPP
CPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVE
VHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNY
KTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP

G
76 EPKSCDKTHTCPPCP
77 RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQES
PI-24210 % 154 H(EHRIASE)

110122529 FH YR A0202 1103195553-0



1861413

VTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC

78 ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPA
VLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPP
CPAPEAAGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSHEDPEVKFNWYVDGVE
VHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNY
KTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP
GK

79 ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPA
VLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPP
CPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVE
VHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNY
KTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP
G

80 MDDSTEREQSRLTSCLKKREEMKLKECVSILPRKESPSVRSSKDGKLLAATLLLA
LLSCCLTVVSFYQVAALQGDLASLRAELQGHHAEKLPAGAGAPKAGLEEAPAVT
AGLKIFEPPAPGEGNSSQNSRNKRAVQGPEETVTQDCLQLIADSETPTIQKGSYTF
VPWLLSFKRGSALEEKENKILVKETGYFFIYGQVLYTDKTYAMGHLIQRKKVHV
FGDELSLVTLFRCIQNMPETLPNNSCYSAGIAKLEEGDELQLAIPRENAQISLDGD
VITFFGALKLL

81 MLGSRAVMLLLLLPWTAQGRAVPGGSSPAWTQCQQLSQKLCTLAWSAHPLVGH
MDLREEGDEETTNDVPHIQCGDGCDPQGLRDNSQFCLQRIHQGLIFYEKLLGSDIF
TGEPSLLPDSPVGQLHASLLGLSQLLQPEGHHWETQQIPSLSPSQPWQRLLLRFKI
LRSLQAFVAVAARVFAHGAATLSP

82 GGCGGGEVAACEKEVAALEKEVAALEKEVAALEK

33 GGCGGGKVAACKEKVAALKEKVAALKEKVAALKE

84 QVQLVQSGAEVKKPGSSVKVSCKAPDHIFSIHWMQW VRQAPGQGLEWMGEIFP
GSGTTDYNEKFKGKVTITVDKSTSTAYMELSSLRSEDTAVYYCASGAFDYWGQG
TTVTVSS

85 DIQMTQSPSSLSASVGDRVTITCRASQDIGNRLSWLQQEPGKAPKRLIYATSSLDS

GVPSRFSGSRSGTEFTLTISSLQPEDFVTYYCLQYASSPFTFGQGTKLEIK

PI-24210 25 155 B(EHRIAE)
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86 QVQLVQSGAEVKKPGSSVKVSCKAPDHIFSIHWMQW VRQAPGQGLEWMGEIFP
GSGTTDYNEKFKGKVTITVDKSTSTAYMELSSLRSEDTAVYYCASGAFDYWGQG
TTVTVSS

87 DIQMTQSPSSLSASVGDRVTITCRASQDIGNRLNWYQQKPGKAPKRLIYATSSLDS

GVPSRFSGSRSGTEFTLTISSLQPEDFVTYYCLQYASSPFTFGQGTKLEIK

38 QVQLVQSGAEVKKPGASVKVSCKASGYSFSTFFIHW VRQRPGQGLEWIGRIDPNS
GATKYNEKFESKVTLTRDTSISTAYMELSRLRSDDTAVYYCARGEDLLIRTDALD
YWGQGTSVTVSS

39 DIQMTQSPSSLSASVGDRVSITCKASQNAGIDVAWFQQKPGKAPKLLIYSKSNRY

TGVPSRFSGSGSGTDFTLTISSLQPEDFADY YCLQYRSYPRTFGGGTKLEIK

90 QVQLVQSGAEVKKPGASVKVSCKASGYSFSTFFIHW VRQAPGQGLEWIGRIDPNS
GATKYNEKFESRVIMTRDTSISTAYMELSRLRSDDTAVYYCARGEDLLIRTDALD
YWGQGTSVTVSS

91 DIQMTQSPSSLSASVGDRVSITCKASQNAGIDVAWFQQKPGKAPKLLIYSKSNRY

TGVPSRESGSGSGTDFTLTISSLQPEDFATY YCLQYRSYPRTFGQGTKLEIK

92 GGTFNNNAIN

93 GIIPMFGTAKYSQNFQG
04 SRDLLLFPHHALSP

95 QGDSLRSYYAS

96 GKNNRPS

97 SSRDSSGNHWYV

98 GYTFTDQTIH

99 YIYPRDDSPKYNENFKG
100 PDRSGYAWFIY

101 KASRDVAIAVA

102 WASTRHT

103 HQYSSYPFT

PI-24210 % 156 H(HHHHEF)
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104 DHIFSIHWMQ

105 EIFPGSGTTDYNEKFKG

106 GAFDY

107 RASQDIGNRLS

108 ATSSLDS

109 LQYASSPFT

110 DHIFSIHWMQ

111 EIFPGSGTTDYNEKFKG

112 GAFDY

113 RASQDIGNRLN

114 ATSSLDS

115 GYSFSTFFIH

116 RIDPNSGATKYNEKFES

117 GEDLLIRTDALDY

118 KASQNAGIDVA

119 SKSNRYT

120 LQYRSYPRT

121 GYSFSTFFIH

122 GRIDPNSGATKYNEKFES

123 GEDLLIRTDALDY

124 KASQNAGIDVA

125 SKSNRYT

126 LQYRSYPRT

PI-24210 5157 HEHSAE)
110122529 FH 4498 A0202
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127 ESKYGPPCPPCPAPEFLGGPSVFLFPPKPKDTLYITREPEVICVVVDVSQEDPEVQF
NWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKG

LPSSIEKTISK AKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWES
NGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMHEALHNHYT
QKSLSLSLG

128 ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPA
VLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPP
CPAPEAAGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSHEDPEVKFNWYVDGVE
VHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNY
KTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP
G

129 LEPKSSDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLYITREPEVTCVVVDVSHED
PEVKFNWY VDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCK
VSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIA
VEWESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNVESCSVMHEAL

HNHYTQKSLSLSPG
130 LEPKSSDKTHTCPPCP
131 GCKWDLLIKQWVCDPLGSGSATGGSGSTASSGSGSATHMLPGCKWDLLIKQWV

CDPLGGGGGVDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVKFNWY VDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGK
EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFY
PSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLY SKLTVDKSRWQQGNVESCSV

MHEALHNHYTQKSLSLSPGK

132 QVQLQOQWGAGLLKPSETLSLTCAVYGGSFSGY Y WSWIRQPPGKGLEWIGEINHS
GSTNYNPSLKSRVTISVDTSKNQFSLKLSSVTAADTAVYYCARGYYDILTGYYYY
FDYWGQGTLVTVSS

133 EIVLTQSPATLSLSPGERATLSCRASQSVSRYLAWYQQKPGQAPRLLIYDASNRAT

GIPARFSGSGSGTDSTLTISSLEPEDFAVY YCQQRSNWPRTFGQGTKVEIK

134 ESKYGPPCPPCP

135 GGCGGG

136 LGGCGGGS

PI-24210 25 158 H(ZHHERIASE)
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H = 5

(0242] HALUAEMEcdHaeaAZHSIITMBRZMA
- EBEHANMEE - FREMEMUE SR #SE R
AFEHEPMBRZE R - WL bRIES 7T HERKE
o GAIFT R R 28 —RHEER — KRRV ZF MU
#H & -

[0243] BH EXHEML RERBRIME JE S EE RS
INEZERFGFE BENRERB REZH M kEENIE
MT HAETAB RIEZSEELAEUUEELEE AR S
A KEE- W HMWEREMN B NREFEENEEN-
[FF5ai i ]

[0244)]

jyS—
it
VNN

(VR F]
[0245] BN E &N GRIRF it ~ HIH - 9ERBIHAEERD)

jyS—
it
VNN

[0246] EISNETFE AN GRIRFFRIR ~ s - B - 9RBIEAEE
a0)

jyS—
it
VNN
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GigllEd

<110>

<120>

<140>
<141>

<150>
<151>

<150>
<151>

<150>
<151>

<160>
<170>
<210>
<211>
<212>

<213>

<220>
<223>

<400>

Gln Val Gln Leu Gln Gln Ser

1

Ser Val Arg Val Ser Cys Lys

Ala Ile Asn Trp Val Arg Gln

110122529

mE - GMREZEHZEREK AR A S (Boehringer Ingelheim
International GmbH)

Epg - #BREREMHERNT/AF (MacroGenics, Inc.)
B IL-23A Bl B #HHE(LIR T (BAFF) ZALE&YI R EH#®

LESERS
[ bk

UsS 62/196,170
2015-07-23

Us 62/201,067
2015-08-04

Us 62/355,302
2016-06-27

136

PatentIn 3.5 fR

123
PRT

NI

5 10

20 25

35 40 45

B 1HEIFR)
FHGTE A0202

Gly Ala Glu VvVal Lys Lys Pro Gly Ser

Ala Ser Gly Gly Thr Phe Asn Asn Asn

Ala Pro Gly Gln Gly Leu Glu Trp Met

1103195553-0
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Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe
50 55 60

Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Gly Thr Ala Ser
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ala Leu Ser Pro
100 105 110

Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser
115 120

<210> 2
<211> 108
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 2

Ser Ser Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln

Thr Val Arg Val Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala
20 25 30

Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr
35 40 45

Gly Lys Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser
50 55 60

Ser Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu
65 70 75 80

F2HEFYIR)
110122529 FELIHR A0202 1103195553-0
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Asp Glu

Trp Val

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Gln Val

1

Ser Vval

Thr Ile

Gly Tyr
50

Lys Gly
65

Met Glu

Ala Tle

110122529

Ala Asp Tyr Tyr Cys Ser Ser Arg Asp Ser Ser Gly Asn His
85 90 95

Phe Gly Gly Gly Thr Glu Leu Thr Val Leu
100 105

3
120
PRT

NI

Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Asp Gln
20 25 30

His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45

Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn Glu Asn Phe
55 60

Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser Thr Ala Tyr
70 75 80

Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr Trp Gly Gln
100 105 110

EIHFEIIFR)
FHEYE A0202 1103195553-0
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Gly Thr Leu Val Thr Val Ser Ser
115 120

<210> 4
<211> 107
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 4

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys
100 105

<210> 5
<211> 571
<212> PRT

<213> ATF

<220>

F4HEFYIR)
110122529 FELIHR A0202 1103195553-0
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<223> Bk
<400> 5
Ser Ser Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln

1 5 10 15

Thr Val Arg Val Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala
20 25 30

Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr
35 40 45

Gly Lys Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser
50 55 60

Ser Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Arg Asp Ser Ser Gly Asn His
85 90 95

Trp Val Phe Gly Gly Gly Thr Glu Leu Thr Val Leu Gly Gly Gly Ser
100 105 110

Gly Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys
115 120 125

Lys Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr
130 135 140

Phe Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly
145 150 155 160

Leu Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr
165 170 175

%5 H(FIR)
110122529 FELIHR A0202 1103195553-0
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Asn Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr
180 185 190

Ser Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala
195 200 205

Val Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile
210 215 220

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Leu Gly Gly Gly
225 230 235 240

Ser Gly Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser
245 250 255

Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys
260 265 270

Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu
275 280 285

Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu
290 295 300

Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr
305 310 315 320

Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val
325 330 335

Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro
340 345 350

Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe
355 360 365

% 6 H(F5IR)
110122529 FELIHR A0202 1103195553-0
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Pro Pro Lys Pro Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu Val
370 375 380

Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe
385 390 395 400

Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro
405 410 415

Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val VvVal Ser Val Leu Thr
420 425 430

Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val
435 440 445

Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala
450 455 460

Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg
465 470 475 480

Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly
485 490 495

Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro
500 505 510

Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser
515 520 525

Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln
530 535 540

Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His
545 550 555 560

% 7THEFYIR)
110122529 FELIHR A0202 1103195553-0
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Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly
565 570

<210> 6
<211> 351
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 6
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe
130 135 140

%8 H(FYIHR)
110122529 FELIHR A0202 1103195553-0
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Asn Asn Asn Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Met Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser
165 170 175

Gln Asn Phe Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Gly
180 185 190

Thr Ala Ser Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ala
210 215 220

Leu Ser Pro Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Leu Gly
225 230 235 240

Gly Gly Ser Gly Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro
245 250 255

Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu
260 265 270

Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp
275 280 285

Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp
290 295 300

Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys
305 310 315 320

Ala Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln
325 330 335

%9 H(FYIR)
110122529 FELIHR A0202 1103195553-0
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Gly Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
340 345 350

<210> 7
<211> 573
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 7
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

10 H(F5IR)
110122529 FELIHR A0202 1103195553-0
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Pro Gly Ser Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe
130 135 140

Asn Asn Asn Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Met Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser
165 170 175

Gln Asn Phe Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Gly
180 185 190

Thr Ala Ser Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ala
210 215 220

Leu Ser Pro Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Leu Gly
225 230 235 240

Gly Gly Ser Gly Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala
245 250 255

Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu
260 265 270

Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly
275 280 285

Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser
290 295 300

Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu
305 310 315 320

% 11 HEFIR)
110122529 FELIHR A0202 1103195553-0
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Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr
325 330 335

Lys Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr
340 345 350

Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe
355 360 365

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro
370 375 380

Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val
385 390 395 400

Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr
405 410 415

Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val
420 425 430

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys
435 440 445

Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser
450 455 460

Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro
465 470 475 480

Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val
485 490 495

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly
500 505 510

12 HEFIR)
110122529 FELIHR A0202 1103195553-0
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Gln
Gly
Gln
545

Asn

Pro

Ser

530

Gln

His

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ser

Thr

Ser

Gly

Ser

65

Asp

110122529

Ser

Val

Trp

Lys

50

Ser

Glu

Glu
515

Phe

Gly

Tyr

8
349
PRT

Asn

Phe

Asn

Thr

NI

Arg

Tyr

35

Asn

Gly

Ala

Leu

Val

20

Gln

Asn

Asn

Asp

Asn

Leu

Val

Gln
565

Thr

Thr

Gln

Arg

Thr

Tyr
85

FHGTE A0202

Tyr

Tyr

Phe

550

Lys

Gln

Cys

Lys

Pro

Ala

70

Tyr

Lys

Ser

535

Ser

Ser

Asp

Gln

Pro

Ser

55

Ser

Cys

Thr

520

Lys

Cys

Leu

Pro

Gly

Gly

40

Gly

Leu

Ser

Thr

Leu

Ser

Ser

Ala

Asp

25

Gln

Ile

Thr

Ser

Pro

Thr

Val

Leu
570

Val

10

Ser

Ala

Pro

Ile

Arg
90

% 13 HFYIR)

Pro

Val

Met

555

Ser

Ser

Leu

Pro

Asp

Thr

75

Asp

Val

Asp

540

His

Pro

Val

Arg

Val

Arg

60

Gly

Ser

Leu Asp Ser Asp
525

Lys Ser Arg Trp

Glu Ala Leu His
560

Ala Leu Gly Gln
15

Ser Tyr Tyr Ala
30

Leu Val Ile Tyr
45

Phe Ser Gly Ser

Ala Gln Ala Glu
80

Ser Gly Asn His
95

1103195553-0
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Trp Val Phe Gly Gly Gly Thr Glu Leu Thr Val Leu Gly Gly Gly Ser
100 105 110

Gly Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys
115 120 125

Lys Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr
130 135 140

Phe Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly
145 150 155 160

Leu Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr
165 170 175

Asn Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr
180 185 190

Ser Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala
195 200 205

Val Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile
210 215 220

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Leu Gly Gly Gly
225 230 235 240

Ser Gly Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser
245 250 255

Asp Glu Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn
260 265 270

Asn Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala
275 280 285

14 HEF5IR)
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Leu Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys
290 295 300

Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp
305 310 315 320

Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu
325 330 335

Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
340 345

<210> 9
<211> 502
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 9

Ser Ser Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln

Thr Val Arg Val Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala
20 25 30

Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr
35 40 45

Gly Lys Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser
50 55 60

Ser Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu
65 70 75 80

15 H(F5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Arg Asp Ser Ser Gly Asn His
85 90 95

Trp Val Phe Gly Gly Gly Thr Glu Leu Thr Val Leu Gly Gly Gly Ser
100 105 110

Gly Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys
115 120 125

Lys Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr
130 135 140

Phe Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly
145 150 155 160

Leu Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr
165 170 175

Asn Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr
180 185 190

Ser Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala
195 200 205

Val Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile
210 215 220

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Cys Gly
225 230 235 240

Gly Gly Glu Val Ala Ala Cys Glu Lys Glu Val Ala Ala Leu Glu Lys
245 250 255

Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys Leu Glu
260 265 270

% 16 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Pro Lys Ser Ser Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro
275 280 285

Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys
290 295 300

Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr Cys Val Val Val
305 310 315 320

Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp
325 330 335

Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr
340 345 350

Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp
355 360 365

Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu
370 375 380

Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg
385 390 395 400

Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys
405 410 415

Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp
420 425 430

Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys
435 440 445

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser
450 455 460

17 HEFIR)
110122529 FELIHR A0202 1103195553-0



1861413

Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser
465 470 475 480

Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser
485 490 495

Leu Ser Leu Ser Pro Gly
500

<210> 10
<211> 272
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 10
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

18 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Gly Gly Gly Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe
130 135 140

Asn Asn Asn Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Met Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser
165 170 175

Gln Asn Phe Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Gly
180 185 190

Thr Ala Ser Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ala
210 215 220

Leu Ser Pro Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly
225 230 235 240

Cys Gly Gly Gly Lys Val Ala Ala Cys Lys Glu Lys Val Ala Ala Leu
245 250 255

Lys Glu Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu
260 265 270

<210> 11
<211> 504
<212> PRT

<213> ATF

<220>

19 H(F5IR)
110122529 FELIHR A0202 1103195553-0



1861413

<223> Bk
<400> 11
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe
130 135 140

Asn Asn Asn Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Met Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser
165 170 175

20 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Gln Asn Phe Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Gly
180 185 190

Thr Ala Ser Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ala
210 215 220

Leu Ser Pro Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly
225 230 235 240

Cys Gly Gly Gly Glu val Ala Ala Cys Glu Lys Glu Val Ala Ala Leu
245 250 255

Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys
260 265 270

Leu Glu Pro Lys Ser Ser Asp Lys Thr His Thr Cys Pro Pro Cys Pro
275 280 285

Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys
290 295 300

Pro Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr Cys Val
305 310 315 320

Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr
325 330 335

Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu
340 345 350

Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His
355 360 365

%21 H(F5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys
370 375 380

Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln
385 390 395 400

Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met
405 410 415

Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro
420 425 430

Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn
435 440 445

Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu
450 455 460

Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val
465 470 475 480

Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln
485 490 495

Lys Ser Leu Ser Leu Ser Pro Gly
500

<210> 12
<211> 270
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 12

Ser Ser Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln
1 5 10 15

%22 HIFIR)
110122529 FELIHR A0202 1103195553-0



1861413

Thr Val Arg Val Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala
20 25 30

Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr
35 40 45

Gly Lys Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser
50 55 60

Ser Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Arg Asp Ser Ser Gly Asn His
85 90 95

Trp Val Phe Gly Gly Gly Thr Glu Leu Thr Val Leu Gly Gly Gly Ser
100 105 110

Gly Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys
115 120 125

Lys Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr
130 135 140

Phe Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly
145 150 155 160

Leu Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr
165 170 175

Asn Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr
180 185 190

Ser Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala
195 200 205

% 23 H(F5IR)
110122529 FELIHR A0202 1103195553-0
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Val
Tyr
225

Gly

Lys

Tyr

210

Trp

Gly

Val

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ser

Thr

Ser

Gly

Ser
65

110122529

Ser

Val
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Lys

50

Ser

Tyr

Gly

Lys

Ala

13
568
PRT

Cys
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Val

Ala
260

NI

EILEL

13

Glu

Arg

Tyr

35

Asn

Gly
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Val

20

Gln

Asn

Asn

Ala

Gly

Ala

245

Leu

Thr

Thr

Gln

Arg

Thr

FHGTE A0202

Ile

Thr

230

Ala

Lys
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Cys

Lys

Pro
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70

Pro

215

Leu

Cys

Glu
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Gln

Pro

Ser

55

Ser
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Lys

Lys

Pro

Gly

Gly

40

Gly

Leu

Arg
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Glu

Val
265

Ala
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25

Gln
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Thr
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Lys

250

Ala

Val

10

Ser
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Pro

Ile

24 HIF5IR)

Gly

Ser

235

Val

Ala

Ser

Leu

Pro

Asp

Thr
75

Tyr

220

Ser
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Leu

Val

Arg

Val

Arg

60

Gly
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Lys
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Leu

45

Phe
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Trp

Leu

Glu
270

Leu

Tyr

30
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Gln

Phe Ile

Cys Gly

240

Lys Glu
255

Gly Gln

15

Tyr Ala

Ile Tyr

Gly Ser

Ala Glu
80
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1861413

Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Arg Asp Ser Ser Gly Asn His
85 90 95

Trp Val Phe Gly Gly Gly Thr Glu Leu Thr Val Leu Gly Gly Gly Ser
100 105 110

Gly Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys
115 120 125

Lys Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr
130 135 140

Phe Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly
145 150 155 160

Leu Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr
165 170 175

Asn Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr
180 185 190

Ser Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala
195 200 205

Val Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile
210 215 220

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Leu Gly Gly Gly
225 230 235 240

Ser Gly Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys
245 250 255

Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys
260 265 270

%25 H(F5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu
275 280 285

Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu
290 295 300

Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr
305 310 315 320

Lys Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val
325 330 335

Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro
340 345 350

Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys
355 360 365

Pro Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr Cys Val
370 375 380

Val Val Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr
385 390 395 400

Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu
405 410 415

Gln Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His
420 425 430

Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys
435 440 445

Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln
450 455 460

%26 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met
465 470 475 480

Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro
485 490 495

Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn
500 505 510

Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu
515 520 525

Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val
530 535 540

Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln
545 550 555 560

Lys Ser Leu Ser Leu Ser Leu Gly
565

<210> 14
<211> 351
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 14
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

271 H(F5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe
130 135 140

Asn Asn Asn Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Met Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser
165 170 175

Gln Asn Phe Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Gly
180 185 190

Thr Ala Ser Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ala
210 215 220

Leu Ser Pro Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Leu Gly
225 230 235 240

% 28 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Gly Gly Ser Gly Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro
245 250 255

Pro Ser Asp Glu Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu
260 265 270

Leu Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp
275 280 285

Asn Ala Leu Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp
290 295 300

Ser Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys
305 310 315 320

Ala Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln
325 330 335

Gly Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
340 345 350

<210> 15
<211> 570
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 15
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

29 H(F5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe
130 135 140

Asn Asn Asn Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Met Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser
165 170 175

Gln Asn Phe Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Gly
180 185 190

Thr Ala Ser Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ala
210 215 220

% 30 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Leu Ser Pro Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Leu Gly
225 230 235 240

Gly Gly Ser Gly Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala
245 250 255

Pro Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu
260 265 270

Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly
275 280 285

Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser
290 295 300

Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu
305 310 315 320

Gly Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr
325 330 335

Lys Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro
340 345 350

Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro
355 360 365

Pro Lys Pro Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr
370 375 380

Cys Val val Val Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe Asn
385 390 395 400

Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg
405 410 415

% 31 H(F5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val
420 425 430

Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser
435 440 445

Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys
450 455 460

Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu
465 470 475 480

Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe
485 490 495

Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu
500 505 510

Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe
515 520 525

Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly
530 535 540

Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr
545 550 555 560

Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly

565 570
<210> 16
<211> 349
<212> PRT
<213> ATIfF5]
<220>
<223> BEREHK

£ 3R HJFIIFR)
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1861413

<400> 16

Ser Ser Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln

Thr Val Arg Val Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala
20 25 30

Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr
35 40 45

Gly Lys Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser
50 55 60

Ser Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Arg Asp Ser Ser Gly Asn His
85 90 95

Trp Val Phe Gly Gly Gly Thr Glu Leu Thr Val Leu Gly Gly Gly Ser
100 105 110

Gly Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys
115 120 125

Lys Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr
130 135 140

Phe Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly
145 150 155 160

Leu Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr
165 170 175

Asn Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr
180 185 190

33 HEFYIR)
110122529 FELIHR A0202 1103195553-0



1861413

Ser Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala
195 200 205

Val Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile
210 215 220

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Leu Gly Gly Gly
225 230 235 240

Ser Gly Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser
245 250 255

Asp Glu Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn
260 265 270

Asn Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala
275 280 285

Leu Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys
290 295 300

Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp
305 310 315 320

Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu
325 330 335

Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
340 345

<210> 17
<211> 498
<212> PRT

<213> ATF

<220>

34 HIFIR)
110122529 FELIHR A0202 1103195553-0



1861413

<223> Bk
<400> 17
Ser Ser Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln

1 5 10 15

Thr Val Arg Val Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala
20 25 30

Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr
35 40 45

Gly Lys Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser
50 55 60

Ser Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Arg Asp Ser Ser Gly Asn His
85 90 95

Trp Val Phe Gly Gly Gly Thr Glu Leu Thr Val Leu Gly Gly Gly Ser
100 105 110

Gly Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys
115 120 125

Lys Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr
130 135 140

Phe Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly
145 150 155 160

Leu Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr
165 170 175

% 35 H(F5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Asn Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr
180 185 190

Ser Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala
195 200 205

Val Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile
210 215 220

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Cys Gly
225 230 235 240

Gly Gly Glu Val Ala Ala Cys Glu Lys Glu Val Ala Ala Leu Glu Lys
245 250 255

Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Ser
260 265 270

Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly
275 280 285

Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Tyr
290 295 300

Ile Thr Arg Glu Pro Glu Val Thr Cys Val VvVal VvVal Asp Val Ser Gln
305 310 315 320

Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val
325 330 335

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr
340 345 350

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly
355 360 365

% 36 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile
370 375 380

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val
385 390 395 400

Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser
405 410 415

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu
420 425 430

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
435 440 445

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Vval
450 455 460

Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met
465 470 475 480

His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser
485 490 495

Leu Gly
<210> 18
<211> 272

<212> PRT

<213> ATF

<220>
<223> Bk

<400> 18

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

% 371 H(F5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe
130 135 140

Asn Asn Asn Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Met Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser
165 170 175

Gln Asn Phe Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Gly
180 185 190

Thr Ala Ser Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

% 38 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Tyr Tyr Cys Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ala
210 215 220

Leu Ser Pro Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly
225 230 235 240

Cys Gly Gly Gly Lys Val Ala Ala Cys Lys Glu Lys Val Ala Ala Leu
245 250 255

Lys Glu Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu
260 265 270

<210> 19
<211> 500
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 19

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

39 H(F5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Gln Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Arg Val Ser Cys Lys Ala Ser Gly Gly Thr Phe
130 135 140

Asn Asn Asn Ala Ile Asn Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Met Gly Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser
165 170 175

Gln Asn Phe Gln Gly Arg Val Ala Ile Thr Ala Asp Glu Ser Thr Gly
180 185 190

Thr Ala Ser Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Arg Ser Arg Asp Leu Leu Leu Phe Pro His His Ala
210 215 220

Leu Ser Pro Trp Gly Arg Gly Thr Met Val Thr Val Ser Ser Gly Gly
225 230 235 240

Cys Gly Gly Gly Glu val Ala Ala Cys Glu Lys Glu Val Ala Ala Leu
245 250 255

Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys
260 265 270

540 H(F5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe
275 280 285

Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr
290 295 300

Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr Cys Val Val Val Asp Val
305 310 315 320

Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val
325 330 335

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser
340 345 350

Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu
355 360 365

Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser
370 375 380

Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro
385 390 395 400

Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln
405 410 415

Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala
420 425 430

Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr
435 440 445

Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu
450 455 460

41 HEFIR)
110122529 FELIHR A0202 1103195553-0



1861413

Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser
465 470 475 480

Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser
485 490 495

Leu Ser Leu Gly
500

<210> 20
<211> 270
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 20

Ser Ser Glu Leu Thr Gln Asp Pro Ala Val Ser Val Ala Leu Gly Gln

Thr Val Arg Val Thr Cys Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala
20 25 30

Ser Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Val Leu Val Ile Tyr
35 40 45

Gly Lys Asn Asn Arg Pro Ser Gly Ile Pro Asp Arg Phe Ser Gly Ser
50 55 60

Ser Ser Gly Asn Thr Ala Ser Leu Thr Ile Thr Gly Ala Gln Ala Glu
65 70 75 80

Asp Glu Ala Asp Tyr Tyr Cys Ser Ser Arg Asp Ser Ser Gly Asn His
85 90 95

Trp Val Phe Gly Gly Gly Thr Glu Leu Thr Val Leu Gly Gly Gly Ser
100 105 110

42 HEFYIR)
110122529 FELIHR A0202 1103195553-0



1861413

Gly Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys
115 120 125

Lys Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr
130 135 140

Phe Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly
145 150 155 160

Leu Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr
165 170 175

Asn Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr
180 185 190

Ser Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala
195 200 205

Val Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile
210 215 220

Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Cys Gly
225 230 235 240

Gly Gly Lys Val Ala Ala Cys Lys Glu Lys Val Ala Ala Leu Lys Glu
245 250 255

Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu
260 265 270

<210> 21
<211> 564
<212> PRT

<213> ATF

<220>

43 H(F5IR)
110122529 FELIHR A0202 1103195553-0



1861413

<223> GER
<400> 21
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Pro Asp His Ile Phe
130 135 140

Ser Ile His Trp Met Gln Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Met Gly Glu Ile Phe Pro Gly Ser Gly Thr Thr Asp Tyr Asn
165 170 175

44 HEFIR)
110122529 FELIHR A0202 1103195553-0



1861413

Glu Lys Phe Lys Gly Lys Val Thr Ile Thr Val Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ser Gly Ala Phe Asp Tyr Trp Gly Gln Gly Thr Thr
210 215 220

Val Thr Val Ser Ser Leu Gly Gly Gly Ser Gly Ala Ser Thr Lys Gly
225 230 235 240

Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly
245 250 255

Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
260 265 270

Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
275 280 285

Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
290 295 300

Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val
305 310 315 320

Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys
325 330 335

Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala
340 345 350

Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr
355 360 365

45 H(F5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr Cys Val Val Val Asp Val
370 375 380

Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val
385 390 395 400

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser
405 410 415

Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu
420 425 430

Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala
435 440 445

Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro
450 455 460

Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln
465 470 475 480

Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala
485 490 495

Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr
500 505 510

Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu
515 520 525

Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser
530 535 540

Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser
545 550 555 560

5 46 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Leu Ser Pro Gly

<210> 22
<211> 348
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 22
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Gly Asn Arg
20 25 30

Leu Ser Trp Leu Gln Gln Glu Pro Gly Lys Ala Pro Lys Arg Leu Ile
35 40 45

Tyr Ala Thr Ser Ser Leu Asp Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Arg Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Val Thr Tyr Tyr Cys Leu Gln Tyr Ala Ser Ser Pro Phe
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

47 H(FIR)
110122529 FELIHR A0202 1103195553-0



1861413

Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Leu Gly Gly Gly Ser
225 230 235 240

Gly Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp
245 250 255

Glu Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn
260 265 270

Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu
275 280 285

Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp
290 295 300

Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr
305 310 315 320

Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser
325 330 335

48 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
340 345

<210> 23
<211> 495
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 23
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

49 HIF5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Pro Asp His Ile Phe
130 135 140

Ser Ile His Trp Met Gln Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Met Gly Glu Ile Phe Pro Gly Ser Gly Thr Thr Asp Tyr Asn
165 170 175

Glu Lys Phe Lys Gly Lys Val Thr Ile Thr Val Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ser Gly Ala Phe Asp Tyr Trp Gly Gln Gly Thr Thr
210 215 220

Val Thr Val Ser Ser Gly Gly Cys Gly Gly Gly Glu Val Ala Ala Cys
225 230 235 240

Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys
245 250 255

Glu Val Ala Ala Leu Glu Lys Leu Glu Pro Lys Ser Ser Asp Lys Thr
260 265 270

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser
275 280 285

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Tyr Ile Thr Arg
290 295 300

Glu Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro
305 310 315 320

% 50 H(F5I%R)
110122529 FELIHR A0202 1103195553-0



1861413

Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala
325 330 335

Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val
340 345 350

Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr
355 360 365

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr
370 375 380

Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu
385 390 395 400

Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys
405 410 415

Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser
420 425 430

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp
435 440 445

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser
450 455 460

Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala
465 470 475 480

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly

485 490 495
<210> 24
<211> 269
<212> PRT
<213> ATIfF5]
£ 51 H(FAIER)

110122529 FH YR A0202 1103195553-0



1861413

<220>
<223> Bk

<400> 24
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Gly Asn Arg
20 25 30

Leu Ser Trp Leu Gln Gln Glu Pro Gly Lys Ala Pro Lys Arg Leu Ile
35 40 45

Tyr Ala Thr Ser Ser Leu Asp Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Arg Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Val Thr Tyr Tyr Cys Leu Gln Tyr Ala Ser Ser Pro Phe
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

% 52 H(FYIR)
110122529 FELIHR A0202 1103195553-0



1861413

Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Cys Gly Gly
225 230 235 240

Gly Lys Val Ala Ala Cys Lys Glu Lys Val Ala Ala Leu Lys Glu Lys
245 250 255

Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu
260 265

<210> 25
<211> 561
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 25
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

% 53 H(F5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Pro Asp His Ile Phe
130 135 140

Ser Ile His Trp Met Gln Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Met Gly Glu Ile Phe Pro Gly Ser Gly Thr Thr Asp Tyr Asn
165 170 175

Glu Lys Phe Lys Gly Lys Val Thr Ile Thr Val Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ser Gly Ala Phe Asp Tyr Trp Gly Gln Gly Thr Thr
210 215 220

Val Thr Val Ser Ser Leu Gly Gly Gly Ser Gly Ala Ser Thr Lys Gly
225 230 235 240

% 54 H(F5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser
245 250 255

Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
260 265 270

Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
275 280 285

Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
290 295 300

Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val
305 310 315 320

Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys
325 330 335

Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly
340 345 350

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Tyr Ile
355 360 365

Thr Arg Glu Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu
370 375 380

Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
385 390 395 400

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg
405 410 415

Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys
420 425 430

% 55 H(F5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu
435 440 445

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr
450 455 460

Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu
465 470 475 480

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
485 490 495

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
500 505 510

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp
515 520 525

Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His
530 535 540

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu

545 550 555 560
Gly

<210> 26

<211> 348

<212> PRT

<213> ATF

<220>
<223> Bk

<400> 26

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

% 56 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Gly Asn Arg
20 25 30

Leu Ser Trp Leu Gln Gln Glu Pro Gly Lys Ala Pro Lys Arg Leu Ile
35 40 45

Tyr Ala Thr Ser Ser Leu Asp Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Arg Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Val Thr Tyr Tyr Cys Leu Gln Tyr Ala Ser Ser Pro Phe
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

% 57 H(F5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Leu Gly Gly Gly Ser
225 230 235 240

Gly Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp
245 250 255

Glu Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn
260 265 270

Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu
275 280 285

Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp
290 295 300

Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr
305 310 315 320

Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser
325 330 335

Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
340 345

<210> 27
<211> 491
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 27

% 58 H(F5I%R)
110122529 FELIHR A0202 1103195553-0



1861413

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Pro Asp His Ile Phe
130 135 140

Ser Ile His Trp Met Gln Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Met Gly Glu Ile Phe Pro Gly Ser Gly Thr Thr Asp Tyr Asn
165 170 175

Glu Lys Phe Lys Gly Lys Val Thr Ile Thr Val Asp Lys Ser Thr Ser
180 185 190

% 59 H(F5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ser Gly Ala Phe Asp Tyr Trp Gly Gln Gly Thr Thr
210 215 220

Val Thr Val Ser Ser Gly Gly Cys Gly Gly Gly Glu Val Ala Ala Cys
225 230 235 240

Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys
245 250 255

Glu Val Ala Ala Leu Glu Lys Glu Ser Lys Tyr Gly Pro Pro Cys Pro
260 265 270

Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe
275 280 285

Pro Pro Lys Pro Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu Val
290 295 300

Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe
305 310 315 320

Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro
325 330 335

Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr
340 345 350

Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val
355 360 365

Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala
370 375 380

5 60 H(F51%R)
110122529 FELIHR A0202 1103195553-0



1861413

Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln
385 390 395 400

Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly
405 410 415

Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro
420 425 430

Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser
435 440 445

Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu
450 455 460

Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His
465 470 475 480

Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly
485 490

<210> 28
<211> 269
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 28
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Gly Asn Arg
20 25 30

Leu Ser Trp Leu Gln Gln Glu Pro Gly Lys Ala Pro Lys Arg Leu Ile
35 40 45

% 61 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Tyr Ala Thr Ser Ser Leu Asp Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Arg Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Val Thr Tyr Tyr Cys Leu Gln Tyr Ala Ser Ser Pro Phe
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Cys Gly Gly
225 230 235 240

% 62 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Gly Lys Val Ala Ala Cys Lys Glu Lys Val Ala Ala Leu Lys Glu Lys

245

250

Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu

<210>
<211>
<212>
<213>

<220>
<223>

<400>

29
564
PRT

260

NI

EILEL

29

Asp Ile Gln

1

Asp

Val

Tyr

Ser

65

Glu

Thr

110122529

Arg

Ala

Trp

50

Gly

Asp

Phe

Val

Trp

35

Ala

Ser

Val

Gly

Met

Thr

20

Tyr

Ser

Arg

Ala

Ser
100

Thr

Ile

Gln

Thr

Thr

Asp
85

FHGTE A0202

Gln

Thr

Gln

Arg

Asp

70

Tyr

Thr

Ser

Cys

Lys

His

55

Phe

Phe

Lys

Pro

Lys

Pro

40

Thr

Thr

Cys

Leu

265

Ser

Ala

25

Gly

Gly

Leu

His

Glu
105

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

% 63 H(F5IHR)

Leu

Arg

Val

Pro

Ile

75

Tyr

Lys

Ser

Asp

Pro

Ser

60

Ser

Ser

Gly

Ala

Val

Lys

45

Arg

Ser

Ser

Ser

Ala

30

Leu

Phe

Leu

Tyr

Gly
110

255

vVal Gly
15

Ile Ala

Leu Ile

Ser Gly

Gln Pro

80

Pro Phe
95

Ser Gly

1103195553-0



1861413

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Pro Asp His Ile Phe
130 135 140

Ser Ile His Trp Met Gln Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Met Gly Glu Ile Phe Pro Gly Ser Gly Thr Thr Asp Tyr Asn
165 170 175

Glu Lys Phe Lys Gly Lys Val Thr Ile Thr Val Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ser Gly Ala Phe Asp Tyr Trp Gly Gln Gly Thr Thr
210 215 220

Val Thr Val Ser Ser Leu Gly Gly Gly Ser Gly Ala Ser Thr Lys Gly
225 230 235 240

Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly
245 250 255

Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
260 265 270

Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
275 280 285

Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
290 295 300

% 64 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val
305 310 315 320

Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Pro Lys
325 330 335

Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala
340 345 350

Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr
355 360 365

Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr Cys Val Val Val Asp Val
370 375 380

Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val
385 390 395 400

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser
405 410 415

Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu
420 425 430

Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala
435 440 445

Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro
450 455 460

Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln
465 470 475 480

Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala
485 490 495

% 65 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr
500 505 510

Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu
515 520 525

Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser
530 535 540

Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser
545 550 555 560

Leu Ser Pro Gly

<210> 30
<211> 348
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 30
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Gly Asn Arg
20 25 30

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Arg Leu Ile
35 40 45

Tyr Ala Thr Ser Ser Leu Asp Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Arg Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

5 66 H(F5I%R)
110122529 FELIHR A0202 1103195553-0



1861413

Glu Asp Phe Val Thr Tyr Tyr Cys Leu Gln Tyr Ala Ser Ser Pro Phe
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Leu Gly Gly Gly Ser
225 230 235 240

Gly Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp
245 250 255

Glu Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn
260 265 270

% 67 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu
275 280 285

Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp
290 295 300

Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr
305 310 315 320

Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser
325 330 335

Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
340 345

<210> 31
<211> 485
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 31
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

% 68 H(F5I%R)
110122529 FELIHR A0202 1103195553-0



1861413

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Pro Asp His Ile Phe
130 135 140

Ser Ile His Trp Met Gln Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Met Gly Glu Ile Phe Pro Gly Ser Gly Thr Thr Asp Tyr Asn
165 170 175

Glu Lys Phe Lys Gly Lys Val Thr Ile Thr Val Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ser Gly Ala Phe Asp Tyr Trp Gly Gln Gly Thr Thr
210 215 220

Val Thr Val Ser Ser Gly Gly Cys Gly Gly Gly Glu Val Ala Ala Cys
225 230 235 240

Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys
245 250 255

% 69 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Glu Val Ala Ala Leu Glu Lys Leu Glu Pro Lys Ser Ser Asp Lys Thr
260 265 270

His Thr Cys Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser
275 280 285

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Tyr Ile Thr Arg
290 295 300

Glu Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro
305 310 315 320

Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala
325 330 335

Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val
340 345 350

Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr
355 360 365

Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr
370 375 380

Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu
385 390 395 400

Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys
405 410 415

Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser
420 425 430

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp
435 440 445

70 H(F5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser
450 455 460

Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala
465 470 475 480

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly
485 490 495

<210> 32
<211> 269
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 32
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Gly Asn Arg
20 25 30

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Arg Leu Ile
35 40 45

Tyr Ala Thr Ser Ser Leu Asp Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Arg Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Val Thr Tyr Tyr Cys Leu Gln Tyr Ala Ser Ser Pro Phe
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

% 71 HEFYIR)
110122529 FELIHR A0202 1103195553-0



1861413

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Cys Gly Gly
225 230 235 240

Gly Lys Val Ala Ala Cys Lys Glu Lys Val Ala Ala Leu Lys Glu Lys
245 250 255

Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu
260 265

<210> 33
<211> 561
<212> PRT

<213> ATF

<220>

% 12 H(FYIR)
110122529 FELIHR A0202 1103195553-0



1861413

<223> Bk
<400> 33
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Pro Asp His Ile Phe
130 135 140

Ser Ile His Trp Met Gln Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Met Gly Glu Ile Phe Pro Gly Ser Gly Thr Thr Asp Tyr Asn
165 170 175

% 13 HEFYIR)
110122529 FELIHR A0202 1103195553-0



1861413

Glu Lys Phe Lys Gly Lys Val Thr Ile Thr Val Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ser Gly Ala Phe Asp Tyr Trp Gly Gln Gly Thr Thr
210 215 220

Val Thr Val Ser Ser Leu Gly Gly Gly Ser Gly Ala Ser Thr Lys Gly
225 230 235 240

Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg Ser Thr Ser Glu Ser
245 250 255

Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val
260 265 270

Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe
275 280 285

Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val
290 295 300

Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr Tyr Thr Cys Asn Val
305 310 315 320

Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys Arg Val Glu Ser Lys
325 330 335

Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly
340 345 350

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Tyr Ile
355 360 365

14 H(FIR)
110122529 FELIHR A0202 1103195553-0



1861413

Thr Arg Glu Pro Glu Val Thr Cys Val Val Val Asp Val Ser Gln Glu
370 375 380

Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
385 390 395 400

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg
405 410 415

Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys
420 425 430

Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu
435 440 445

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr
450 455 460

Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu
465 470 475 480

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
485 490 495

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
500 505 510

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp
515 520 525

Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His
530 535 540

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu
545 550 555 560

75 H(F5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Gly
<210> 34
<211> 348

<212> PRT

<213> ATF

<220>
<223> Bk

<400> 34
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Gly Asn Arg
20 25 30

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Arg Leu Ile
35 40 45

Tyr Ala Thr Ser Ser Leu Asp Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Arg Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Val Thr Tyr Tyr Cys Leu Gln Tyr Ala Ser Ser Pro Phe
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

% 76 H(F5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Leu Gly Gly Gly Ser
225 230 235 240

Gly Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp
245 250 255

Glu Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn
260 265 270

Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu
275 280 285

Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp
290 295 300

Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr
305 310 315 320

Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser
325 330 335

71 H(FIR)
110122529 FELIHR A0202 1103195553-0



1861413

Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
340 345

<210> 35
<211> 491
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 35
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

% 18 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Pro Asp His Ile Phe
130 135 140

Ser Ile His Trp Met Gln Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Met Gly Glu Ile Phe Pro Gly Ser Gly Thr Thr Asp Tyr Asn
165 170 175

Glu Lys Phe Lys Gly Lys Val Thr Ile Thr Val Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ser Gly Ala Phe Asp Tyr Trp Gly Gln Gly Thr Thr
210 215 220

Val Thr Val Ser Ser Gly Gly Cys Gly Gly Gly Glu Val Ala Ala Cys
225 230 235 240

Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys
245 250 255

Glu Val Ala Ala Leu Glu Lys Glu Ser Lys Tyr Gly Pro Pro Cys Pro
260 265 270

Pro Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe
275 280 285

Pro Pro Lys Pro Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu Val
290 295 300

Thr Cys Val Val Val Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe
305 310 315 320

%79 H(F5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro
325 330 335

Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr
340 345 350

Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val
355 360 365

Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala
370 375 380

Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln
385 390 395 400

Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly
405 410 415

Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro
420 425 430

Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser
435 440 445

Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu
450 455 460

Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His
465 470 475 480

Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly

485 490
<210> 36
<211> 269
<212> PRT
<213> ATIfF5]
5 80 H(F51R)

110122529 FH YR A0202 1103195553-0



1861413

<220>
<223> Bk

<400> 36
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Gly Asn Arg
20 25 30

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Arg Leu Ile
35 40 45

Tyr Ala Thr Ser Ser Leu Asp Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Arg Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Val Thr Tyr Tyr Cys Leu Gln Tyr Ala Ser Ser Pro Phe
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

% 81 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Cys Gly Gly
225 230 235 240

Gly Lys Val Ala Ala Cys Lys Glu Lys Val Ala Ala Leu Lys Glu Lys
245 250 255

Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu
260 265

<210> 37
<211> 572
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 37
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

% 82 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ser Phe
130 135 140

Ser Thr Phe Phe Ile His Trp Val Arg Gln Arg Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Arg Ile Asp Pro Asn Ser Gly Ala Thr Lys Tyr Asn
165 170 175

Glu Lys Phe Glu Ser Lys Val Thr Leu Thr Arg Asp Thr Ser Ile Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Arg Gly Glu Asp Leu Leu Ile Arg Thr Asp Ala Leu
210 215 220

Asp Tyr Trp Gly Gln Gly Thr Ser Val Thr Val Ser Ser Leu Gly Gly
225 230 235 240

% 83 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Gly Ser Gly Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro
245 250 255

Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val
260 265 270

Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala
275 280 285

Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly
290 295 300

Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly
305 310 315 320

Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys
325 330 335

Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys
340 345 350

Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu
355 360 365

Phe Pro Pro Lys Pro Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu
370 375 380

Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys
385 390 395 400

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys
405 410 415

Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu
420 425 430

% 84 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys
435 440 445

Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys
450 455 460

Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser
465 470 475 480

Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys
485 490 495

Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln
500 505 510

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly
515 520 525

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln
530 535 540

Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn
545 550 555 560

His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly
565 570

<210> 38
<211> 348
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 38

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

% 85 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Asp Arg Val Ser Ile Thr Cys Lys Ala Ser Gln Asn Ala Gly Ile Asp
20 25 30

Val Ala Trp Phe Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Ser Lys Ser Asn Arg Tyr Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Asp Tyr Tyr Cys Leu Gln Tyr Arg Ser Tyr Pro Arg
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

% 86 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Leu Gly Gly Gly Ser
225 230 235 240

Gly Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp
245 250 255

Glu Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn
260 265 270

Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu
275 280 285

Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp
290 295 300

Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr
305 310 315 320

Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser
325 330 335

Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
340 345

<210> 39
<211> 503
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 3¢

% 87 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ser Phe
130 135 140

Ser Thr Phe Phe Ile His Trp Val Arg Gln Arg Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Arg Ile Asp Pro Asn Ser Gly Ala Thr Lys Tyr Asn
165 170 175

Glu Lys Phe Glu Ser Lys Val Thr Leu Thr Arg Asp Thr Ser Ile Ser
180 185 190

% 88 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Thr Ala Tyr Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Arg Gly Glu Asp Leu Leu Ile Arg Thr Asp Ala Leu
210 215 220

Asp Tyr Trp Gly Gln Gly Thr Ser Val Thr Val Ser Ser Gly Gly Cys
225 230 235 240

Gly Gly Gly Glu Val Ala Ala Cys Glu Lys Glu Val Ala Ala Leu Glu
245 250 255

Lys Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys Leu
260 265 270

Glu Pro Lys Ser Ser Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala
275 280 285

Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro
290 295 300

Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr Cys Val Val
305 310 315 320

Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val
325 330 335

Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln
340 345 350

Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln
355 360 365

Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala
370 375 380

% 89 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro
385 390 395 400

Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr
405 410 415

Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser
420 425 430

Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr
435 440 445

Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr
450 455 460

Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe
465 470 475 480

Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys
485 490 495

Ser Leu Ser Leu Ser Pro Gly
500

<210> 40
<211> 269
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 40
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Ser Ile Thr Cys Lys Ala Ser Gln Asn Ala Gly Ile Asp
20 25 30

% 90 H(F5I%R)
110122529 FELIHR A0202 1103195553-0



1861413

Val Ala Trp Phe Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Ser Lys Ser Asn Arg Tyr Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Asp Tyr Tyr Cys Leu Gln Tyr Arg Ser Tyr Pro Arg
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

91 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Trp Gly Gln Gly

225

Gly Lys Val Ala

Val Ala Ala Leu

<210>
<211>
<212>
<213>

<220>
<223>

<400>

41
569
PRT

260

NI

EILEL

41

Asp Ile Gln

1

Asp

Val

Tyr

Ser

65

Glu

110122529

Arg

Ala

Trp

50

Gly

Asp

Val

Trp

35

Ala

Ser

Val

Met

Thr

20

Tyr

Ser

Arg

Ala

Thr

Ala

245

Lys

Thr

Ile

Gln

Thr

Thr

Asp
85

FHGTE A0202

Leu Val Thr Val

230

Cys

Glu

Gln

Thr

Gln

Arg

Asp

70

Tyr

Lys

Lys

Ser

Cys

Lys

His

55

Phe

Phe

Glu Lys

Val Ala
265

Pro Ser

Lys Ala
25

Pro Gly

40

Thr Gly

Thr Leu

Cys His

Ser

Val

250

Ala

Ser

10

Ser

Lys

Val

Thr

Gln
20

92 H(F5IHR)

Ser

235

Ala

Leu

Leu

Arg

Val

Pro

Ile

75

Tyr

Gly Gly Cys Gly Gly

240

Ala Leu Lys Glu Lys

Lys

Ser

Asp

Pro

Ser

60

Ser

Ser

Glu

Ala

Val

Lys

45

Arg

Ser

Ser

Ser

Ala

30

Leu

Phe

Leu

Tyr

25

5

vVal Gly

15

Ile Ala

Leu Ile

Se

r Gly

Gln Pro

80

Pro Phe

95

1103195553-0



1861413

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ser Phe
130 135 140

Ser Thr Phe Phe Ile His Trp Val Arg Gln Arg Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Arg Ile Asp Pro Asn Ser Gly Ala Thr Lys Tyr Asn
165 170 175

Glu Lys Phe Glu Ser Lys Val Thr Leu Thr Arg Asp Thr Ser Ile Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Arg Gly Glu Asp Leu Leu Ile Arg Thr Asp Ala Leu
210 215 220

Asp Tyr Trp Gly Gln Gly Thr Ser Val Thr Val Ser Ser Leu Gly Gly
225 230 235 240

Gly Ser Gly Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro
245 250 255

Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val
260 265 270

Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala
275 280 285

% 93 H(IF5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly
290 295 300

Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly
305 310 315 320

Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys
325 330 335

Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys
340 345 350

Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro
355 360 365

Lys Pro Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr Cys
370 375 380

Val Vval Vval Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp
385 390 395 400

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu
405 410 415

Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu
420 425 430

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn
435 440 445

Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly
450 455 460

Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu
465 470 475 480

94 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr
485 490 495

Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn
500 505 510

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe
515 520 525

Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn
530 535 540

Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr
545 550 555 560

Gln Lys Ser Leu Ser Leu Ser Leu Gly
565

<210> 42
<211> 348
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 42
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Ser Ile Thr Cys Lys Ala Ser Gln Asn Ala Gly Ile Asp
20 25 30

Val Ala Trp Phe Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Ser Lys Ser Asn Arg Tyr Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

% 95 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Asp Tyr Tyr Cys Leu Gln Tyr Arg Ser Tyr Pro Arg
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Leu Gly Gly Gly Ser
225 230 235 240

Gly Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp
245 250 255

% 96 H(F5I%R)
110122529 FELIHR A0202 1103195553-0



1861413

Glu

Phe

Gln

Ser

305

Glu

Ser

Gln

Tyr

Ser

290

Thr

Lys

Pro

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Leu Lys
260

Pro Arg
275

Gly Asn

Tyr Ser

His Lys

Val Thr
340

43
499
PRT

NI

EILEL

43

Asp Ile Gln Met

1

Asp Arg Val Thr

20

Val Ala Trp Tyr

110122529

35

Ser

Glu

Ser

Leu

Val

325

Lys

Gly

Ala

Gln

Ser

310

Tyr

Ser

Thr

Lys

Glu

295

Ser

Ala

Phe

Thr Gln Ser

5

Ile Thr Cys

Gln Gln Lys

FHGTE A0202

Ala Ser Val
265

Val Gln Trp
280

Ser Val Thr

Thr Leu Thr

Cys Glu Vval
330

Asn Arg Gly
345

Val

Lys

Glu

Leu

315

Thr

Glu

Cys

Val

Gln

300

Ser

His

Cys

Leu

Asp

285

Asp

Lys

Gln

Leu

270

Asn

Ser

Ala

Gly

Asn Asn

Ala Leu

Lys Asp

Asp Tyr

320

Leu Ser
335

Pro Ser Ser Leu Ser Ala Ser Val Gly

10

15

Lys Ala Ser Arg Asp Val Ala Ile Ala

25

30

Pro Gly Lys Val Pro Lys Leu Leu Ile

40

% 97 H(F5IR)

45

1103195553-0



1861413

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ser Phe
130 135 140

Ser Thr Phe Phe Ile His Trp Val Arg Gln Arg Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Arg Ile Asp Pro Asn Ser Gly Ala Thr Lys Tyr Asn
165 170 175

Glu Lys Phe Glu Ser Lys Val Thr Leu Thr Arg Asp Thr Ser Ile Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Arg Gly Glu Asp Leu Leu Ile Arg Thr Asp Ala Leu
210 215 220

Asp Tyr Trp Gly Gln Gly Thr Ser Val Thr Val Ser Ser Gly Gly Cys
225 230 235 240

% 98 H(F5I%R)
110122529 FELIHR A0202 1103195553-0



1861413

Gly Gly Gly Glu Val Ala Ala Cys Glu Lys Glu Val Ala Ala Leu Glu
245 250 255

Lys Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys Glu
260 265 270

Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu
275 280 285

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu
290 295 300

Tyr Ile Thr Arg Glu Pro Glu Val Thr Cys Val Val Val Asp Val Ser
305 310 315 320

Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu
325 330 335

Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr
340 345 350

Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn
355 360 365

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser
370 375 380

Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln
385 390 395 400

Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val
405 410 415

Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val
420 425 430

99 H(F5IHR)
110122529 FELIHR A0202 1103195553-0



1861413

Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro
435 440 445

Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr
450 455 460

Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val
465 470 475 480

Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu
485 490 495

Ser Leu Gly

<210> 44
<211> 269
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 44
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Ser Ile Thr Cys Lys Ala Ser Gln Asn Ala Gly Ile Asp
20 25 30

Val Ala Trp Phe Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Ser Lys Ser Asn Arg Tyr Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

% 100 H(FF513R)
110122529 FELIHR A0202 1103195553-0



1861413

Glu Asp Phe Ala Asp Tyr Tyr Cys Leu Gln Tyr Arg Ser Tyr Pro Arg
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Cys Gly Gly
225 230 235 240

Gly Lys Val Ala Ala Cys Lys Glu Lys Val Ala Ala Leu Lys Glu Lys
245 250 255

Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu
260 265

% 101 H(FF5IR)
110122529 FELIHR A0202 1103195553-0



1861413

<210> 45
<211> 572
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 45
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ser Phe
130 135 140

% 102 H(FF5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Ser Thr Phe Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Arg Ile Asp Pro Asn Ser Gly Ala Thr Lys Tyr Asn
165 170 175

Glu Lys Phe Glu Ser Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Arg Gly Glu Asp Leu Leu Ile Arg Thr Asp Ala Leu
210 215 220

Asp Tyr Trp Gly Gln Gly Thr Ser Val Thr Val Ser Ser Leu Gly Gly
225 230 235 240

Gly Ser Gly Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro
245 250 255

Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val
260 265 270

Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala
275 280 285

Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly
290 295 300

Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly
305 310 315 320

Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys
325 330 335

% 103 H(FF5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Val Asp Lys Arg Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys
340 345 350

Pro Pro Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu
355 360 365

Phe Pro Pro Lys Pro Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu
370 375 380

Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys
385 390 395 400

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys
405 410 415

Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu
420 425 430

Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys
435 440 445

Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys
450 455 460

Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser
465 470 475 480

Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys
485 490 495

Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln
500 505 510

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly
515 520 525

% 104 H(F5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln
530 535 540

Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn
545 550 555 560

His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly
565 570

<210> 46
<211> 348
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 46
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Ser Ile Thr Cys Lys Ala Ser Gln Asn Ala Gly Ile Asp
20 25 30

Val Ala Trp Phe Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Ser Lys Ser Asn Arg Tyr Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Leu Gln Tyr Arg Ser Tyr Pro Arg
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

% 105 H(FF51R)
110122529 FELIHR A0202 1103195553-0



1861413

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Leu Gly Gly Gly Ser
225 230 235 240

Gly Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp
245 250 255

Glu Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn
260 265 270

Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu
275 280 285

Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp
290 295 300

% 106 H(FF514R)
110122529 FELIHR A0202 1103195553-0



1861413

Ser
305

Glu

Ser

Thr

Lys

Pro

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Tyr

His

Val

47
503
PRT

Ser

Lys

Thr
340

NI

EILEL

47

Asp Ile Gln

1

Asp

Val

Tyr

Ser

65

Glu

110122529

Arg

Ala

Trp

50

Gly

Asp

Val

Trp

35

Ala

Ser

Val

Met

Thr

20

Tyr

Ser

Arg

Ala

Leu

Val

325

Lys

Thr

Ile

Gln

Thr

Thr

Asp
85

FHGTE A0202

Ser Ser Thr

310

Tyr

Ser

Gln

Thr

Gln

Arg

Asp

70

Tyr

Ala

Phe

Ser

Cys

Lys

His

55

Phe

Phe

Cys

Asn

Pro

Lys

Pro

40

Thr

Thr

Cys

Leu

Glu

Arg
345

Ser

Ala

25

Gly

Gly

Leu

His

Thr

Val

330

Gly

Ser

10

Ser

Lys

Val

Thr

Gln
20

% 107 H(F5IR)

Leu

315

Thr

Glu

Leu

Arg

Val

Pro

Ile

75

Tyr

Ser Lys Ala Asp Tyr

320

His Gln Gly Leu Ser

Cys

Ser

Asp

Pro

Ser

60

Ser

Ser

Ala

Val

Lys

45

Arg

Ser

Ser

Ser

Ala

30

Leu

Phe

Leu

Tyr

33

5

vVal Gly

15

Ile Ala

Leu Ile

Se

r Gly

Gln Pro

80

Pro Phe

95
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1861413

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ser Phe
130 135 140

Ser Thr Phe Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Arg Ile Asp Pro Asn Ser Gly Ala Thr Lys Tyr Asn
165 170 175

Glu Lys Phe Glu Ser Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Arg Gly Glu Asp Leu Leu Ile Arg Thr Asp Ala Leu
210 215 220

Asp Tyr Trp Gly Gln Gly Thr Ser Val Thr Val Ser Ser Gly Gly Cys
225 230 235 240

Gly Gly Gly Glu Val Ala Ala Cys Glu Lys Glu Val Ala Ala Leu Glu
245 250 255

Lys Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys Leu
260 265 270

Glu Pro Lys Ser Ser Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala
275 280 285

% 108 H(FF5IR)
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Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro
290 295 300

Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr Cys Val Val
305 310 315 320

Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val
325 330 335

Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln
340 345 350

Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln
355 360 365

Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala
370 375 380

Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro
385 390 395 400

Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr
405 410 415

Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser
420 425 430

Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr
435 440 445

Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr
450 455 460

Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe
465 470 475 480

% 109 H(FF513R)
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Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys
485 490 495

Ser Leu Ser Leu Ser Pro Gly
500

<210> 48
<211> 269
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 48
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Ser Ile Thr Cys Lys Ala Ser Gln Asn Ala Gly Ile Asp
20 25 30

Val Ala Trp Phe Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Ser Lys Ser Asn Arg Tyr Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Leu Gln Tyr Arg Ser Tyr Pro Arg
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

% 110 H(FF51R)
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Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Cys Gly Gly
225 230 235 240

Gly Lys Val Ala Ala Cys Lys Glu Lys Val Ala Ala Leu Lys Glu Lys
245 250 255

Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu
260 265

<210> 49
<211> 569
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 4¢9

% 111 H(FF5IR)
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Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ser Phe
130 135 140

Ser Thr Phe Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Arg Ile Asp Pro Asn Ser Gly Ala Thr Lys Tyr Asn
165 170 175

Glu Lys Phe Glu Ser Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser
180 185 190

% 112 H(FF5IR)
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Thr Ala Tyr Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Arg Gly Glu Asp Leu Leu Ile Arg Thr Asp Ala Leu
210 215 220

Asp Tyr Trp Gly Gln Gly Thr Ser Val Thr Val Ser Ser Leu Gly Gly
225 230 235 240

Gly Ser Gly Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro
245 250 255

Cys Ser Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val
260 265 270

Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala
275 280 285

Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly
290 295 300

Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly
305 310 315 320

Thr Lys Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys
325 330 335

Val Asp Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys
340 345 350

Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro
355 360 365

Lys Pro Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr Cys
370 375 380

% 113 H(F5IR)
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Val Vval Vval Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp
385 390 395 400

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu
405 410 415

Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu
420 425 430

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn
435 440 445

Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly
450 455 460

Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu
465 470 475 480

Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr
485 490 495

Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn
500 505 510

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe
515 520 525

Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn
530 535 540

Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr
545 550 555 560

Gln Lys Ser Leu Ser Leu Ser Leu Gly
565

% 114 H(FF5IR)
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<210> 50
<211> 348
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 50
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Ser Ile Thr Cys Lys Ala Ser Gln Asn Ala Gly Ile Asp
20 25 30

Val Ala Trp Phe Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Ser Lys Ser Asn Arg Tyr Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Leu Gln Tyr Arg Ser Tyr Pro Arg
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

% 115 H(FF5IR)
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Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Leu Gly Gly Gly Ser
225 230 235 240

Gly Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp
245 250 255

Glu Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn
260 265 270

Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu
275 280 285

Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp
290 295 300

Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr
305 310 315 320

Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser
325 330 335

Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
340 345

% 116 H(FF5IR)
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<210> 51
<211> 499
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 51
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ser Phe
130 135 140

% 117 H(FF5IR)
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Ser Thr Phe Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Arg Ile Asp Pro Asn Ser Gly Ala Thr Lys Tyr Asn
165 170 175

Glu Lys Phe Glu Ser Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Arg Gly Glu Asp Leu Leu Ile Arg Thr Asp Ala Leu
210 215 220

Asp Tyr Trp Gly Gln Gly Thr Ser Val Thr Val Ser Ser Gly Gly Cys
225 230 235 240

Gly Gly Gly Glu Val Ala Ala Cys Glu Lys Glu Val Ala Ala Leu Glu
245 250 255

Lys Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys Glu
260 265 270

Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe Leu
275 280 285

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu
290 295 300

Tyr Ile Thr Arg Glu Pro Glu Val Thr Cys Val Val Val Asp Val Ser
305 310 315 320

Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu
325 330 335

% 118 H(FF5IR)
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Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr
340 345 350

Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn
355 360 365

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser
370 375 380

Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln
385 390 395 400

Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val
405 410 415

Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val
420 425 430

Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro
435 440 445

Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr
450 455 460

Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser Val
465 470 475 480

Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu

485 490 495
Ser Leu Gly
<210> 52
<211> 269
<212> PRT
<213> ATFH]
% 119 H(F771%)
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<220>
<223> Bk

<400> 52
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Ser Ile Thr Cys Lys Ala Ser Gln Asn Ala Gly Ile Asp
20 25 30

Val Ala Trp Phe Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Ser Lys Ser Asn Arg Tyr Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Leu Gln Tyr Arg Ser Tyr Pro Arg
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

% 120 H(FF51R)
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Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Gly Gly Cys Gly Gly
225 230 235 240

Gly Lys Val Ala Ala Cys Lys Glu Lys Val Ala Ala Leu Lys Glu Lys
245 250 255

Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu
260 265

<210> 53
<211> 570
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 53
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Gly Asn Arg
20 25 30

Leu Ser Trp Leu Gln Gln Glu Pro Gly Lys Ala Pro Lys Arg Leu Ile
35 40 45

% 121 H(FF5IR)
110122529 FELIHR A0202 1103195553-0
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Tyr Ala Thr Ser Ser Leu Asp Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Arg Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Val Thr Tyr Tyr Cys Leu Gln Tyr Ala Ser Ser Pro Phe
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Leu Gly Gly Gly Ser
225 230 235 240

% 122 H(FF5IR)
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Gly Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser
245 250 255

Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp
260 265 270

Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr
275 280 285

Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr
290 295 300

Ser Leu Ser Ser Val Val Thr VvVal Pro Ser Ser Ser Leu Gly Thr Gln
305 310 315 320

Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp
325 330 335

Lys Arg Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro
340 345 350

Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro
355 360 365

Pro Lys Pro Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr
370 375 380

Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn
385 390 395 400

Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg
405 410 415

Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val
420 425 430

% 123 H(FF5IR)
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Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser
435 440 445

Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys
450 455 460

Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu
465 470 475 480

Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe
485 490 495

Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu
500 505 510

Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe
515 520 525

Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly
530 535 540

Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr
545 550 555 560

Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly
565 570

<210> 54
<211> 342
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 54

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

% 124 H(FF5IR)
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Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Pro Asp His Ile Phe
130 135 140

Ser Ile His Trp Met Gln Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Met Gly Glu Ile Phe Pro Gly Ser Gly Thr Thr Asp Tyr Asn
165 170 175

Glu Lys Phe Lys Gly Lys Val Thr Ile Thr Val Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

% 125 H(FF5IR)
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Tyr Tyr Cys Ala Ser Gly Ala Phe Asp Tyr Trp Gly Gln Gly Thr Thr
210 215 220

Val Thr Val Ser Ser Leu Gly Gly Gly Ser Gly Arg Thr VvVal Ala Ala
225 230 235 240

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
245 250 255

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
260 265 270

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
275 280 285

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
290 295 300

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
305 310 315 320

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
325 330 335

Phe Asn Arg Gly Glu Cys
340

<210> 55
<211> 567
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 55

% 126 H(FF513R)
110122529 FELIHR A0202 1103195553-0
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Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Gly Asn Arg
20 25 30

Leu Ser Trp Leu Gln Gln Glu Pro Gly Lys Ala Pro Lys Arg Leu Ile
35 40 45

Tyr Ala Thr Ser Ser Leu Asp Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Arg Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Val Thr Tyr Tyr Cys Leu Gln Tyr Ala Ser Ser Pro Phe
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

% 127 H(FF5IR)
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1861413

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Leu Gly Gly Gly Ser
225 230 235 240

Gly Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser
245 250 255

Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp
260 265 270

Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr
275 280 285

Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr
290 295 300

Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys
305 310 315 320

Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp
325 330 335

Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala
340 345 350

Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro
355 360 365

Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr Cys Val Val
370 375 380

% 128 H(FF5IR)
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1861413

Val Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val
385 390 395 400

Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln
405 410 415

Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln
420 425 430

Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly
435 440 445

Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro
450 455 460

Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr
465 470 475 480

Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser
485 490 495

Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr
500 505 510

Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr
515 520 525

Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe
530 535 540

Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys
545 550 555 560

Ser Leu Ser Leu Ser Leu Gly
565

% 129 H(FF5IR)
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<210> 56
<211> 342
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 56
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Pro Asp His Ile Phe
130 135 140

Ser Ile His Trp Met Gln Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

% 130 H(FF5IR)
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1861413

Glu Trp Met Gly Glu Ile Phe Pro Gly Ser Gly Thr Thr Asp Tyr Asn
165 170 175

Glu Lys Phe Lys Gly Lys Val Thr Ile Thr Val Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ser Gly Ala Phe Asp Tyr Trp Gly Gln Gly Thr Thr
210 215 220

Val Thr Val Ser Ser Leu Gly Gly Gly Ser Gly Arg Thr VvVal Ala Ala
225 230 235 240

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
245 250 255

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
260 265 270

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
275 280 285

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
290 295 300

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
305 310 315 320

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
325 330 335

Phe Asn Arg Gly Glu Cys
340

% 131 H(FF5IR)
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<210> 57
<211> 570
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 57
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Gly Asn Arg
20 25 30

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Arg Leu Ile
35 40 45

Tyr Ala Thr Ser Ser Leu Asp Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Arg Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Val Thr Tyr Tyr Cys Leu Gln Tyr Ala Ser Ser Pro Phe
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

% 132 H(FFSIR)
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1861413

Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Leu Gly Gly Gly Ser
225 230 235 240

Gly Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser
245 250 255

Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp
260 265 270

Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr
275 280 285

Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr
290 295 300

Ser Leu Ser Ser Val Val Thr VvVal Pro Ser Ser Ser Leu Gly Thr Gln
305 310 315 320

Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp
325 330 335

% 133 H(FF5IR)
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Lys Arg Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro
340 345 350

Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro
355 360 365

Pro Lys Pro Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr
370 375 380

Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn
385 390 395 400

Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg
405 410 415

Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val
420 425 430

Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser
435 440 445

Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys
450 455 460

Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu
465 470 475 480

Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe
485 490 495

Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu
500 505 510

Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe
515 520 525

% 134 H(FF5IR)
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Phe

Asn
545

Thr

Leu
530

Val

Gln

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Tyr Ser Lys

Phe Ser Cys

Lys

58
342
PRT

Ser

NI

EILEL

58

Asp Ile Gln

1

Asp

Val

Tyr

Ser

65

Glu

Thr

110122529

Arg

Ala

Trp

50

Gly

Asp

Phe

Val

Trp

35

Ala

Ser

Val

Gly

Met

Thr

20

Tyr

Ser

Arg

Ala

Ser
100

Leu
565

Thr

Ile

Gln

Thr

Thr

Asp

85

Gly

FHGTE A0202

Leu

Ser

550

Ser

Gln

Thr

Gln

Arg

Asp

70

Tyr

Thr

Thr

535

Val

Leu

Ser

Cys

Lys

His

55

Phe

Phe

Lys

Val

Met

Ser

Pro

Lys

Pro

40

Thr

Thr

Cys

Leu

Asp

His

Pro

Ser

Ala

25

Gly

Gly

Leu

His

Glu
105

Lys

Glu

Gly
570

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

% 135 H(F5IR)

Ser Arg Trp Gln Gln Gly

540

Ala Leu His Asn His Tyr

555

Leu

Arg

Val

Pro

Ile

75

Tyr

Lys

Ser

Asp

Pro

Ser

60

Ser

Ser

Gly

Ala

Val

Lys

45

Arg

Ser

Ser

Gly

Ser

Ala

30

Leu

Phe

Leu

Tyr

Gly
110

560

vVal Gly
15

Ile Ala

Leu Ile

Ser Gly

Gln Pro

80

Pro Phe
95

Ser Gly
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1861413

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Pro Asp His Ile Phe
130 135 140

Ser Ile His Trp Met Gln Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Met Gly Glu Ile Phe Pro Gly Ser Gly Thr Thr Asp Tyr Asn
165 170 175

Glu Lys Phe Lys Gly Lys Val Thr Ile Thr Val Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ser Gly Ala Phe Asp Tyr Trp Gly Gln Gly Thr Thr
210 215 220

Val Thr Val Ser Ser Leu Gly Gly Gly Ser Gly Arg Thr VvVal Ala Ala
225 230 235 240

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
245 250 255

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
260 265 270

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
275 280 285

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
290 295 300

% 136 H(FF5IR)
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Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
305 310 315 320

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
325 330 335

Phe Asn Arg Gly Glu Cys
340

<210> 59
<211> 567
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 59
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Gly Asn Arg
20 25 30

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Arg Leu Ile
35 40 45

Tyr Ala Thr Ser Ser Leu Asp Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Arg Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Val Thr Tyr Tyr Cys Leu Gln Tyr Ala Ser Ser Pro Phe
85 90 95

% 137 H(FF5IR)
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Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Leu Gly Gly Gly Ser
225 230 235 240

Gly Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser
245 250 255

Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp
260 265 270

Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr
275 280 285

% 138 H(FF5IR)
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Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr
290 295 300

Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys
305 310 315 320

Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp
325 330 335

Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala
340 345 350

Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro
355 360 365

Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr Cys Val Val
370 375 380

Val Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val
385 390 395 400

Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln
405 410 415

Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln
420 425 430

Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly
435 440 445

Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro
450 455 460

Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr
465 470 475 480

% 139 H(FF5IR)
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Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser
485 490 495

Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr
500 505 510

Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr
515 520 525

Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe
530 535 540

Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys
545 550 555 560

Ser Leu Ser Leu Ser Leu Gly
565

<210> 60
<211> 342
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 60
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

% 140 H(FF51R)
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Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Pro Asp His Ile Phe
130 135 140

Ser Ile His Trp Met Gln Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Met Gly Glu Ile Phe Pro Gly Ser Gly Thr Thr Asp Tyr Asn
165 170 175

Glu Lys Phe Lys Gly Lys Val Thr Ile Thr Val Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ser Gly Ala Phe Asp Tyr Trp Gly Gln Gly Thr Thr
210 215 220

Val Thr Val Ser Ser Leu Gly Gly Gly Ser Gly Arg Thr VvVal Ala Ala
225 230 235 240

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
245 250 255

% 141 H(FF5IR)
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Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
260 265 270

Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln Ser Gly Asn Ser Gln
275 280 285

Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
290 295 300

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr
305 310 315 320

Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser Pro Val Thr Lys Ser
325 330 335

Phe Asn Arg Gly Glu Cys
340

<210> 61
<211> 570
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 61
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Ser Ile Thr Cys Lys Ala Ser Gln Asn Ala Gly Ile Asp
20 25 30

Val Ala Trp Phe Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

% 142 H(FF5IR)
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Tyr Ser Lys Ser Asn Arg Tyr Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Asp Tyr Tyr Cys Leu Gln Tyr Arg Ser Tyr Pro Arg
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Leu Gly Gly Gly Ser
225 230 235 240

% 143 H(FF5IR)
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Gly Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser
245 250 255

Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp
260 265 270

Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr
275 280 285

Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr
290 295 300

Ser Leu Ser Ser Val Val Thr VvVal Pro Ser Ser Ser Leu Gly Thr Gln
305 310 315 320

Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp
325 330 335

Lys Arg Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro
340 345 350

Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro
355 360 365

Pro Lys Pro Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr
370 375 380

Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn
385 390 395 400

Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg
405 410 415

Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val
420 425 430

% 144 H(F5IR)
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Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser
435 440 445

Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys
450 455 460

Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu
465 470 475 480

Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe
485 490 495

Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu
500 505 510

Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe
515 520 525

Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly
530 535 540

Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr
545 550 555 560

Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly
565 570

<210> 62
<211> 350
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 62

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

% 145 H(FF5IR)
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Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ser Phe
130 135 140

Ser Thr Phe Phe Ile His Trp Val Arg Gln Arg Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Arg Ile Asp Pro Asn Ser Gly Ala Thr Lys Tyr Asn
165 170 175

Glu Lys Phe Glu Ser Lys Val Thr Leu Thr Arg Asp Thr Ser Ile Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val
195 200 205

% 146 H(FF51R)
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Tyr Tyr Cys Ala Arg Gly Glu Asp Leu Leu Ile Arg Thr Asp Ala Leu
210 215 220

Asp Tyr Trp Gly Gln Gly Thr Ser Val Thr Val Ser Ser Leu Gly Gly
225 230 235 240

Gly Ser Gly Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro
245 250 255

Ser Asp Glu Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu
260 265 270

Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn
275 280 285

Ala Leu Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser
290 295 300

Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala
305 310 315 320

Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly
325 330 335

Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
340 345 350

<210> 63
<211> 567
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 63

% 147 H(FF5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

Asp Arg Val Ser Ile Thr Cys Lys Ala Ser Gln Asn Ala Gly Ile Asp
20 25 30

Val Ala Trp Phe Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Ser Lys Ser Asn Arg Tyr Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Asp Tyr Tyr Cys Leu Gln Tyr Arg Ser Tyr Pro Arg
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

% 148 H(FF5IR)
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Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Leu Gly Gly Gly Ser
225 230 235 240

Gly Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser
245 250 255

Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp
260 265 270

Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr
275 280 285

Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr
290 295 300

Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys
305 310 315 320

Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp
325 330 335

Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala
340 345 350

Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro
355 360 365

Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr Cys Val Val
370 375 380

% 149 H(FF51R)
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Val Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val
385 390 395 400

Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln
405 410 415

Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln
420 425 430

Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly
435 440 445

Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro
450 455 460

Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr
465 470 475 480

Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser
485 490 495

Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr
500 505 510

Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr
515 520 525

Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe
530 535 540

Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys
545 550 555 560

Ser Leu Ser Leu Ser Leu Gly
565

% 150 H(FF513R)
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<210> 64
<211> 350
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 64
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ser Phe
130 135 140

Ser Thr Phe Phe Ile His Trp Val Arg Gln Arg Pro Gly Gln Gly Leu
145 150 155 160
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Glu Trp Ile Gly Arg Ile Asp Pro Asn Ser Gly Ala Thr Lys Tyr Asn
165 170 175

Glu Lys Phe Glu Ser Lys Val Thr Leu Thr Arg Asp Thr Ser Ile Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Arg Gly Glu Asp Leu Leu Ile Arg Thr Asp Ala Leu
210 215 220

Asp Tyr Trp Gly Gln Gly Thr Ser Val Thr Val Ser Ser Leu Gly Gly
225 230 235 240

Gly Ser Gly Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro
245 250 255

Ser Asp Glu Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu
260 265 270

Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn
275 280 285

Ala Leu Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser
290 295 300

Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala
305 310 315 320

Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly
325 330 335

Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
340 345 350

% 152 H(FF5IR)
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<210> 65
<211> 570
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 65
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Ser Ile Thr Cys Lys Ala Ser Gln Asn Ala Gly Ile Asp
20 25 30

Val Ala Trp Phe Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Ser Lys Ser Asn Arg Tyr Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Leu Gln Tyr Arg Ser Tyr Pro Arg
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

% 153 H(FF5IR)
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Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Leu Gly Gly Gly Ser
225 230 235 240

Gly Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser
245 250 255

Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp
260 265 270

Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr
275 280 285

Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr
290 295 300

Ser Leu Ser Ser Val Val Thr VvVal Pro Ser Ser Ser Leu Gly Thr Gln
305 310 315 320

Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp
325 330 335

% 154 H(FF5IR)
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Lys Arg Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro
340 345 350

Cys Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro
355 360 365

Pro Lys Pro Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr
370 375 380

Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn
385 390 395 400

Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg
405 410 415

Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val
420 425 430

Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser
435 440 445

Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys
450 455 460

Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu
465 470 475 480

Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe
485 490 495

Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu
500 505 510

Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe
515 520 525

% 155 H(FF51R)
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Phe

Asn
545

Thr

Leu
530

Val

Gln

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Tyr

Phe

Lys

66
350
PRT

Ser

Ser

Ser

NI

EILEL

66

Asp Ile Gln

1

Asp

Val

Tyr

Ser

65

Glu

Thr

110122529

Arg

Ala

Trp

50

Gly

Asp

Phe

Val

Trp

35

Ala

Ser

Val

Gly

Met

Thr

20

Tyr

Ser

Arg

Ala

Ser
100

Lys

Cys

Leu
565

Thr

Ile

Gln

Thr

Thr

Asp

85

Gly

FHGTE A0202

Leu

Ser

550

Ser

Gln

Thr

Gln

Arg

Asp

70

Tyr

Thr

Thr

535

Val

Leu

Ser

Cys

Lys

His

55

Phe

Phe

Lys

Val

Met

Ser

Pro

Lys

Pro

40

Thr

Thr

Cys

Leu

Asp

His

Pro

Ser

Ala

25

Gly

Gly

Leu

His

Glu
105

Lys

Glu

Gly
570

Ser

10

Ser

Lys

Val

Thr

Gln

90

Ile

% 156 H(F51%%)

Ser Arg Trp Gln Gln Gly

540

Ala Leu His Asn His Tyr

555

Leu

Arg

Val

Pro

Ile

75

Tyr

Lys

Ser

Asp

Pro

Ser

60

Ser

Ser

Gly

Ala

Val

Lys

45

Arg

Ser

Ser

Gly

Ser

Ala

30

Leu

Phe

Leu

Tyr

Gly
110

560

vVal Gly
15

Ile Ala

Leu Ile

Ser Gly

Gln Pro

80

Pro Phe
95

Ser Gly

1103195553-0
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Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ser Phe
130 135 140

Ser Thr Phe Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Arg Ile Asp Pro Asn Ser Gly Ala Thr Lys Tyr Asn
165 170 175

Glu Lys Phe Glu Ser Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Arg Gly Glu Asp Leu Leu Ile Arg Thr Asp Ala Leu
210 215 220

Asp Tyr Trp Gly Gln Gly Thr Ser Val Thr Val Ser Ser Leu Gly Gly
225 230 235 240

Gly Ser Gly Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro
245 250 255

Ser Asp Glu Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu
260 265 270

Asn Asn Phe Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn
275 280 285

Ala Leu Gln Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser
290 295 300

% 157 H(FF5IR)
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Lys Asp Ser Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala
305 310 315 320

Asp Tyr Glu Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly
325 330 335

Leu Ser Ser Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
340 345 350

<210> 67
<211> 567
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 67
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Ser Ile Thr Cys Lys Ala Ser Gln Asn Ala Gly Ile Asp
20 25 30

Val Ala Trp Phe Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Ser Lys Ser Asn Arg Tyr Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Leu Gln Tyr Arg Ser Tyr Pro Arg
85 90 95

% 158 H(FF5IR)
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Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ser Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Thr Phe
130 135 140

Thr Asp Gln Thr Ile His Trp Met Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn
165 170 175

Glu Asn Phe Lys Gly Lys Val Thr Ile Thr Ala Asp Lys Ser Thr Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Ile Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr
210 215 220

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser Leu Gly Gly Gly Ser
225 230 235 240

Gly Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser
245 250 255

Arg Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp
260 265 270

Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr
275 280 285

% 159 H(FF5IR)
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Ser Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr
290 295 300

Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys
305 310 315 320

Thr Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp
325 330 335

Lys Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala
340 345 350

Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro
355 360 365

Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr Cys Val Val
370 375 380

Val Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val
385 390 395 400

Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln
405 410 415

Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln
420 425 430

Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly
435 440 445

Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro
450 455 460

Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr
465 470 475 480

% 160 H(FF514R)
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Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser
485 490 495

Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr
500 505 510

Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr
515 520 525

Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe
530 535 540

Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys
545 550 555 560

Ser Leu Ser Leu Ser Leu Gly
565

<210> 68
<211> 350
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 68
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Arg Asp Val Ala Ile Ala
20 25 30

Val Ala Trp Tyr Gln Gln Lys Pro Gly Lys Val Pro Lys Leu Leu Ile
35 40 45

Tyr Trp Ala Ser Thr Arg His Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

% 161 H(FF5IR)
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Ser Gly Ser Arg Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Val Ala Asp Tyr Phe Cys His Gln Tyr Ser Ser Tyr Pro Phe
85 90 95

Thr Phe Gly Ser Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys
115 120 125

Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ser Phe
130 135 140

Ser Thr Phe Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu
145 150 155 160

Glu Trp Ile Gly Arg Ile Asp Pro Asn Ser Gly Ala Thr Lys Tyr Asn
165 170 175

Glu Lys Phe Glu Ser Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser
180 185 190

Thr Ala Tyr Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val
195 200 205

Tyr Tyr Cys Ala Arg Gly Glu Asp Leu Leu Ile Arg Thr Asp Ala Leu
210 215 220

Asp Tyr Trp Gly Gln Gly Thr Ser Val Thr Val Ser Ser Leu Gly Gly
225 230 235 240

Gly Ser Gly Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro
245 250 255

% 162 H(FF5IR)
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Ser Asp

Asn Asn

Ala Leu

290

Lys
305

Asp

Asp Tyr

Leu Ser

<210>
<211>
<212>
<213>

<220>
<223>

<400>
Gly Gly

1

<210>
<211>
<212>
<213>

<220>
<223>

110122529

Glu Gln

260

Thr
265

Leu Lys Ser Ala

Phe
275

Glu Ala

280

Tyr Pro Arg Lys Val

Gln Ser Gln Glu Ser

295

Ser Gly Asn

Thr Ser Leu Ser Ser Thr

310

Ser Tyr

Glu His Val Ala

325

Lys Lys Tyr Cys

330

Val Thr Phe

345

Pro Ser Asn

340

Ser Lys
69
PRT
ANTLFH1
BRI
69
Gly Ser Gly Gly Gly Gly

5

70
6
PRT

NI

EILEL

2 163 H(FF3R)
FHGTE A0202

Ser

Gln

Val

Leu

315

Glu

Arg

Val

Trp

Thr

300

Thr

Val

Gly

Val

Lys

285

Glu

Leu

Thr

Glu

Cys

270

Val

Gln

Ser

His

Cys
350

Leu Leu

Asn

Asp

Ser

Asp

Ala
320

Lys

Gln
335

Gly
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<400> 70

Leu Gly Gly Gly Ser Gly

1 5
<210> 71
<211> 6

<212> PRT

<213> ATF

<220>
<223> Bk

<400> 71

Phe Asn Arg Gly Glu Cys

1 5
<210> 72
<211> 6

<212> PRT

<213> ATF

<220>
<223> Bk

<400> 72

Val Glu Pro Lys Ser Cys

1 5
<210> 73
<211> 326

<212> PRT

<213> ATF

<220>
<223> Bk

<400> 73

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg
1 5 10 15

% 164 H(FF5IR)
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Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr
20 25 30

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser
35 40 45

Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser
50 55 60

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr
65 70 75 80

Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys
85 90 95

Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro
100 105 110

Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys
115 120 125

Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val
130 135 140

Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp
145 150 155 160

Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe
165 170 175

Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp
180 185 190

Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu
195 200 205

% 165 H(FF5IR)
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Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg
210 215 220

Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys
225 230 235 240

Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp
245 250 255

Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys
260 265 270

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser
275 280 285

Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser
290 295 300

Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser
305 310 315 320

Leu Ser Leu Ser Leu Gly
325

<210> 74
<211> 326
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 74
Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Cys Ser Arg

1 5 10 15

Ser Thr Ser Glu Ser Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr
20 25 30

% 166 H(FF513R)
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Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser
35 40 45

Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser
50 55 60

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Lys Thr
65 70 75 80

Tyr Thr Cys Asn Val Asp His Lys Pro Ser Asn Thr Lys Val Asp Lys
85 90 95

Arg Val Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro
100 105 110

Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys
115 120 125

Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr Cys Val Val Val
130 135 140

Asp Val Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp
145 150 155 160

Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe
165 170 175

Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp
180 185 190

Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu
195 200 205

Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg
210 215 220

% 167 H(FF5IR)
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Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys
225 230 235 240

Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp
245 250 255

Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys
260 265 270

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser
275 280 285

Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser
290 295 300

Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser
305 310 315 320

Leu Ser Leu Ser Leu Gly
325

<210> 75
<211> 329
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 75
Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys

1 5 10 15

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr
20 25 30

% 168 H(FF5IR)
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Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser
35 40 45

Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser
50 55 60

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr
65 70 75 80

Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys
85 90 95

Arg Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys
100 105 110

Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro
115 120 125

Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys
130 135 140

Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp
145 150 155 160

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu
165 170 175

Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu
180 185 190

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn
195 200 205

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly
210 215 220

% 169 H(FF51R)
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1861413

Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu
225 230 235 240

Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr
245 250 255

Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn
260 265 270

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe
275 280 285

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn
290 295 300

Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr
305 310 315 320

Gln Lys Ser Leu Ser Leu Ser Pro Gly
325

<210> 76
<211> 15
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 76

Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro

1 5 10 15
<210> 77
<211> 107

<212> PRT

<213> ATF

<220>

% 170 H(FF513R)
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1861413

<223> EREIK
<400> 77

Arg Thr Val Ala Ala Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu
1 5 10 15

Gln Leu Lys Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe
20 25 30

Tyr Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gln
35 40 45

Ser Gly Asn Ser Gln Glu Ser Val Thr Glu Gln Asp Ser Lys Asp Ser
50 55 60

Thr Tyr Ser Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu
65 70 75 80

Lys His Lys Val Tyr Ala Cys Glu Val Thr His Gln Gly Leu Ser Ser
85 90 95

Pro Val Thr Lys Ser Phe Asn Arg Gly Glu Cys
100 105

<210> 78
<211> 330
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 78
Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys

1 5 10 15

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr
20 25 30

% 171 H(FF5IR)
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Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser
35 40 45

Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser
50 55 60

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr
65 70 75 80

Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys
85 90 95

Arg Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys
100 105 110

Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro
115 120 125

Lys Pro Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr Cys
130 135 140

Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp
145 150 155 160

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu
165 170 175

Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu
180 185 190

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn
195 200 205

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly
210 215 220

% 172 H(FF5IR)
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Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu
225 230 235 240

Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr
245 250 255

Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn
260 265 270

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe
275 280 285

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn
290 295 300

Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr
305 310 315 320

Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys
325 330

<210> 79
<211> 329
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 79
Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys

1 5 10 15

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr
20 25 30

% 173 H(F5IR)
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Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser
35 40 45

Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser
50 55 60

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr
65 70 75 80

Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys
85 90 95

Arg Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys
100 105 110

Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro
115 120 125

Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys
130 135 140

Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp
145 150 155 160

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu
165 170 175

Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu
180 185 190

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn
195 200 205

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly
210 215 220

% 174 H(F5IR)
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Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu
225 230 235 240

Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr
245 250 255

Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn
260 265 270

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe
275 280 285

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn
290 295 300

Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr
305 310 315 320

Gln Lys Ser Leu Ser Leu Ser Pro Gly
325

<210> 80
<211> 285
<212> PRT
<213> HEA
<400> 80

Met Asp Asp Ser Thr Glu Arg Glu Gln Ser Arg Leu Thr Ser Cys Leu
1 5 10 15

Lys Lys Arg Glu Glu Met Lys Leu Lys Glu Cys Val Ser Ile Leu Pro
20 25 30

Arg Lys Glu Ser Pro Ser Val Arg Ser Ser Lys Asp Gly Lys Leu Leu
35 40 45

Ala Ala Thr Leu Leu Leu Ala Leu Leu Ser Cys Cys Leu Thr Val Vval

% 175 H(FF5IR)
110122529 FELIHR A0202 1103195553-0
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50 55 60

Ser Phe Tyr Gln Val Ala Ala Leu Gln Gly Asp Leu Ala Ser Leu Arg
65 70 75 80

Ala Glu Leu Gln Gly His His Ala Glu Lys Leu Pro Ala Gly Ala Gly
85 90 95

Ala Pro Lys Ala Gly Leu Glu Glu Ala Pro Ala Val Thr Ala Gly Leu
100 105 110

Lys Ile Phe Glu Pro Pro Ala Pro Gly Glu Gly Asn Ser Ser Gln Asn
115 120 125

Ser Arg Asn Lys Arg Ala Val Gln Gly Pro Glu Glu Thr val Thr Gln
130 135 140

Asp Cys Leu Gln Leu Ile Ala Asp Ser Glu Thr Pro Thr Ile Gln Lys
145 150 155 160

Gly Ser Tyr Thr Phe Val Pro Trp Leu Leu Ser Phe Lys Arg Gly Ser
165 170 175

Ala Leu Glu Glu Lys Glu Asn Lys Ile Leu Val Lys Glu Thr Gly Tyr
180 185 190

Phe Phe Ile Tyr Gly Gln Val Leu Tyr Thr Asp Lys Thr Tyr Ala Met
195 200 205

Gly His Leu Ile Gln Arg Lys Lys Val His Val Phe Gly Asp Glu Leu
210 215 220

Ser Leu Val Thr Leu Phe Arg Cys Ile Gln Asn Met Pro Glu Thr Leu
225 230 235 240

Pro Asn Asn Ser Cys Tyr Ser Ala Gly Ile Ala Lys Leu Glu Glu Gly

% 176 H(FF51R)
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245

250

255

Asp Glu Leu Gln Leu Ala Ile Pro Arg Glu Asn Ala Gln Ile Ser Leu

260

265

Asp Gly Asp Val Thr Phe Phe Gly Ala Leu Lys Leu Leu

<210>
<211>
<212>
<213>

<400>

Met

Ala

Cys

Pro

Thr

65

Gly

Leu

Pro

110122529

Leu

Gln

Gln

Leu

50

Asn

Leu

Ile

Ser

275

81
189
PRT

A

81

Gly

Gly

Gln

35

Val

Asp

Arg

Phe

Leu
115

Ser

Arg

20

Leu

Gly

Val

Asp

Tyr

100

Leu

Arg

Ala

Ser

His

Pro

Asn

85

Glu

Pro

FHGTE A0202

Ala

Val

Gln

Met

His

70

Ser

Lys

Asp

Val

Pro

Lys

Asp

55

Ile

Gln

Leu

Ser

280

Met Leu Leu
10

Gly Gly Ser
25

Leu Cys Thr
40

Leu Arg Glu

Gln Cys Gly

Phe Cys Leu
90

Leu Gly Ser
105

Pro Val Gly
120

% 1TTRFSIR)

Leu

Ser

Leu

Glu

Asp

75

Gln

Asp

Gln

Leu

Pro

Ala

Gly

60

Gly

Arg

Ile

Leu

285

Leu

Ala

Trp

45

Asp

Cys

Ile

Phe

His
125

270

Pro

Trp

30

Ser

Glu

Asp

His

Thr

110

Ala

Trp Thr
15

Thr Gln

Ala His

Glu Thr

Pro Gln

80

Gln Gly

95

Gly Glu

Ser Leu

1103195553-0



1861413

Leu

Gln
145

Leu

Ala

Gly

130

Gln

Arg

Arg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Leu Ser Gln

Ile Pro Ser

Phe Lys Ile
165

Val Phe Ala
180

82

34

PRT

AT 5]
SV

82

Leu

Leu

150

Leu

His

Leu Gln Pro Glu
135

Ser Pro Ser Gln

Arg Ser Leu Gln
170

Gly Ala Ala Thr
185

Gly

Pro

155

Ala

Leu

His His Trp Glu Thr
140

Trp Gln Arg Leu Leu
160

Phe Val Ala Val Ala
175

Ser Pro

Gly Gly Cys Gly Gly Gly Glu Val Ala Ala Cys Glu Lys Glu Val Ala

1

5

10

15

Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu

Glu

Lys

<210>
<211>
<212>
<213>

<220>
<223>

110122529

20

83
34
PRT

NI

EILEL

FHGTE A0202

25

= 1T H(F5IR)

30

1103195553-0



1861413

<400> 83
Gly Gly Cys Gly Gly Gly Lys Val Ala Ala Cys Lys Glu Lys Val Ala

1 5 10 15

Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu
20 25 30

Lys Glu
<210> 84
<211> 114

<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 84

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

Ser Val Lys Val Ser Cys Lys Ala Pro Asp His Ile Phe Ser Ile His
20 25 30

Trp Met Gln Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Glu Ile Phe Pro Gly Ser Gly Thr Thr Asp Tyr Asn Glu Lys Phe
50 55 60

Lys Gly Lys Val Thr Ile Thr Val Asp Lys Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

% 179 H(FF5IR)
110122529 FELIHR A0202 1103195553-0
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Ala Ser Gly Ala Phe Asp Tyr Trp Gly Gln Gly Thr Thr Val Thr Val
100 105 110

Ser Ser
<210> 85
<211> 107

<212> PRT

<213> ATF

<220>
<223> Bk

<400> 85
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Gly Asn Arg
20 25 30

Leu Ser Trp Leu Gln Gln Glu Pro Gly Lys Ala Pro Lys Arg Leu Ile
35 40 45

Tyr Ala Thr Ser Ser Leu Asp Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Arg Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Val Thr Tyr Tyr Cys Leu Gln Tyr Ala Ser Ser Pro Phe
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys
100 105

<210> 86
<211> 114

% 180 H(FF514R)
110122529 FELIHR A0202 1103195553-0
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<212> PRT

<213> ATF

<220>
<223> Bk

<400> 86
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ser

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Pro Asp His Ile Phe Ser Ile His
20 25 30

Trp Met Gln Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Met
35 40 45

Gly Glu Ile Phe Pro Gly Ser Gly Thr Thr Asp Tyr Asn Glu Lys Phe
50 55 60

Lys Gly Lys Val Thr Ile Thr Val Asp Lys Ser Thr Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Ser Leu Arg Ser Glu Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Ser Gly Ala Phe Asp Tyr Trp Gly Gln Gly Thr Thr Val Thr Val
100 105 110

Ser Ser
<210> 87
<211> 107

<212> PRT

<213> ATF

<220>
<223> Bk

% 181 H(FF5IR)
110122529 FELIHR A0202 1103195553-0



1861413

<400> 87

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Gly Asn Arg
20 25 30

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Arg Leu Ile
35 40 45

Tyr Ala Thr Ser Ser Leu Asp Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Arg Ser Gly Thr Glu Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Val Thr Tyr Tyr Cys Leu Gln Tyr Ala Ser Ser Pro Phe
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys
100 105

<210> 88
<211> 122
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 88
Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

1 5 10 15

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ser Phe Ser Thr Phe
20 25 30

% 182 H(FF5IR)
110122529 FELIHR A0202 1103195553-0
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Phe Ile His Trp Val Arg Gln Arg Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45

Gly Arg Ile Asp Pro Asn Ser Gly Ala Thr Lys Tyr Asn Glu Lys Phe
50 55 60

Glu Ser Lys Val Thr Leu Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

Ala Arg Gly Glu Asp Leu Leu Ile Arg Thr Asp Ala Leu Asp Tyr Trp
100 105 110

Gly Gln Gly Thr Ser Val Thr Val Ser Ser

115 120
<210> 89
<211> 107

<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 89
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Ser Ile Thr Cys Lys Ala Ser Gln Asn Ala Gly Ile Asp
20 25 30

Val Ala Trp Phe Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Ser Lys Ser Asn Arg Tyr Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

% 183 H(FF5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Asp Tyr Tyr Cys Leu Gln Tyr Arg Ser Tyr Pro Arg
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys
100 105

<210> 90
<211> 122
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 90

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala

Ser Val Lys Val Ser Cys Lys Ala Ser Gly Tyr Ser Phe Ser Thr Phe
20 25 30

Phe Ile His Trp Val Arg Gln Ala Pro Gly Gln Gly Leu Glu Trp Ile
35 40 45

Gly Arg Ile Asp Pro Asn Ser Gly Ala Thr Lys Tyr Asn Glu Lys Phe
50 55 60

Glu Ser Arg Val Thr Met Thr Arg Asp Thr Ser Ile Ser Thr Ala Tyr
65 70 75 80

Met Glu Leu Ser Arg Leu Arg Ser Asp Asp Thr Ala Val Tyr Tyr Cys
85 90 95

% 184 H(FF5IR)
110122529 FELIHR A0202 1103195553-0
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Ala Arg Gly Glu Asp Leu Leu Ile Arg Thr Asp Ala Leu Asp Tyr Trp
100 105 110

Gly Gln Gly Thr Ser Val Thr Val Ser Ser

115 120
<210> 91
<211> 107

<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 91
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Ser Ile Thr Cys Lys Ala Ser Gln Asn Ala Gly Ile Asp
20 25 30

Val Ala Trp Phe Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Ser Lys Ser Asn Arg Tyr Thr Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Phe Ala Thr Tyr Tyr Cys Leu Gln Tyr Arg Ser Tyr Pro Arg
85 90 95

Thr Phe Gly Gln Gly Thr Lys Leu Glu Ile Lys
100 105

<210> 92
<211> 10

% 185 H(FF5IR)
110122529 FELIHR A0202 1103195553-0



1861413

<212> PRT

<213> ATF

<220>
<223> Bk

<400> 92

Gly Gly Thr Phe Asn Asn Asn Ala Ile Asn

1 5 10
<210> 93
<211> 17

<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 93

Gly Ile Ile Pro Met Phe Gly Thr Ala Lys Tyr Ser Gln Asn Phe Gln

1 5 10 15
Gly

<210> 94

<211> 14

<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 94

Ser Arg Asp Leu Leu Leu Phe Pro His His Ala Leu Ser Pro

1 5 10
<210> 95
<211> 11

<212> PRT

<213> ATF

% 186 H(FF5IR)
110122529 FELIHR A0202 1103195553-0
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<220>
<223> Bk

<400> 95

Gln Gly Asp Ser Leu Arg Ser Tyr Tyr Ala Ser

1 5 10
<210> 96
<211> 7

<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 96

Gly Lys Asn Asn Arg Pro Ser

1 5
<210> 97
<211> 11

<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 97

Ser Ser Arg Asp Ser Ser Gly Asn His Trp Val

1 5 10
<210> 98
<211> 10

<212> PRT

<213> ATF

<220>
<223> Bk

<400> 98

% 187 H(FF5IR)
110122529 FELIHR A0202 1103195553-0
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Gly Tyr Thr Phe Thr Asp Gln Thr Ile His

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5 10

99
17
PRT

NI

EILEL

99

Tyr Ile Tyr Pro Arg Asp Asp Ser Pro Lys Tyr Asn Glu Asn Phe Lys

1

Gly

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5 10

100
11
PRT

NI

EILEL

100

Pro Asp Arg Ser Gly Tyr Ala Trp Phe Ile Tyr

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5 10

101
11
PRT

NI

EILEL

101

Lys Ala Ser Arg Asp Val Ala Ile Ala Val Ala

1

110122529

5 10

26 188 H(FF3R)
FHGTE A0202

1103195553-0



1861413

<210> 102
<211> 7
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 102

Trp Ala Ser Thr Arg His Thr

1 5
<210> 103
<211> 9

<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 103

His Gln Tyr Ser Ser Tyr Pro Phe Thr

1 5
<210> 104
<211> 10

<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 104

Asp His Ile Phe Ser Ile His Trp Met Gln

1 5 10
<210> 105
<211> 17

<212> PRT

<213> ATF

% 189 H(FF5IR)
110122529 FELIHR A0202 1103195553-0
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<220>
<223> Bk

<400> 105

Glu Ile Phe Pro Gly Ser Gly Thr Thr Asp Tyr Asn Glu Lys Phe Lys

1 5 10 15
Gly

<210> 106

<211> 5

<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 106

Gly Ala Phe Asp Tyr

1 5
<210> 107
<211> 11

<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 107

Arg Ala Ser Gln Asp Ile Gly Asn Arg Leu Ser

1 5 10
<210> 108
<211> 7

<212> PRT

<213> ATF

<220>

% 190 H(FF513R)
110122529 FELIHR A0202 1103195553-0



1861413

<223> Bk
<400> 108

Ala Thr Ser Ser Leu Asp Ser

1 5
<210> 109
<211> 9

<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 109

Leu Gln Tyr Ala Ser Ser Pro Phe Thr

1 5
<210> 110
<211> 10

<212> PRT

<213> ATF

<220>
<223> Bk

<400> 110

Asp His Ile Phe Ser Ile His Trp Met Gln

1 5 10
<210> 111
<211> 17

<212> PRT

<213> ATF

<220>
<223> Bk

<400> 111

Glu Ile Phe Pro Gly Ser Gly Thr Thr Asp Tyr Asn Glu Lys Phe Lys
1 5 10 15

% 191 H(FF5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Gly
<210> 112
<211> 5

<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 112

Gly Ala Phe Asp Tyr

1 5
<210> 113
<211> 11

<212> PRT

<213> ATF

<220>
<223> Bk

<400> 113

Arg Ala Ser Gln Asp Ile Gly Asn Arg Leu Asn

1 5 10
<210> 114
<211> 7

<212> PRT

<213> ATF

<220>
<223> Bk

<400> 114

Ala Thr Ser Ser Leu Asp Ser
1 5

% 192 H(FF5IR)
110122529 FELIHR A0202 1103195553-0



1861413

<210> 115
<211> 10
<212> PRT

<213> ATF

<220>
<223> Bk

<400> 115

Gly Tyr Ser Phe Ser Thr Phe Phe Ile His

1 5 10
<210> 116
<211> 17

<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 116

Arg Ile Asp Pro Asn Ser Gly Ala Thr Lys Tyr Asn Glu Lys Phe Glu

1 5 10 15
Ser

<210> 117

<211> 13

<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 117

Gly Glu Asp Leu Leu Ile Arg Thr Asp Ala Leu Asp Tyr

1 5 10
<210> 118
<211> 11

26 193 H(FF31R)

110122529 FH YR A0202 1103195553-0
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<212>
<213>

<220>
<223>

<400>

Lys Ala Ser Gln Asn Ala Gly Ile Asp Val Ala

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

PRT

NI

EILEL

118

5 10

119
7
PRT

NI

EILEL

119

Ser Lys Ser Asn Arg Tyr Thr

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

120
9
PRT

NI

EILEL

120

Leu Gln Tyr Arg Ser Tyr Pro Arg Thr

1

<210>
<211>
<212>
<213>

<220>
<223>

110122529

5

121
10
PRT

NI

EILEL

26 194 H(FF3R)
FHGTE A0202
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1861413

<400> 121

Gly Tyr Ser Phe Ser Thr Phe Phe Ile His

1 5 10
<210> 122
<211> 18

<212> PRT

<213> ATF

<220>
<223> Bk

<400> 122

Gly Arg Ile Asp Pro Asn Ser Gly Ala Thr Lys Tyr Asn Glu Lys Phe

1 5 10 15
Glu Ser

<210> 123

<211> 13

<212> PRT

<213> ATF

<220>
<223> Bk

<400> 123

Gly Glu Asp Leu Leu Ile Arg Thr Asp Ala Leu Asp Tyr

1 5 10
<210> 124
<211> 11

<212> PRT

<213> ATF

<220>
<223> Bk

<400> 124

% 195 H(FF51R)
110122529 FELIHR A0202 1103195553-0



1861413

Lys Ala Ser Gln Asn Ala Gly Ile Asp Val Ala
10

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

Ser Lys Ser Asn Arg Tyr Thr

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

125
7
PRT

NI

EILEL

125

5

126
9
PRT

NI

EILEL

126

Leu Gln Tyr Arg Ser Tyr Pro Arg Thr

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

127
228
PRT

NI

EILEL

127

Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro Ala Pro Glu Phe

1

5

10

Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr

110122529

20

FHGTE A0202

25

% 196 H(F51%R)

1103195553-0



1861413

Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr Cys Val Val Val Asp Val
35 40 45

Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val
50 55 60

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser
65 70 75 80

Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu
85 90 95

Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ser
100 105 110

Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro
115 120 125

Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gln
130 135 140

Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala
145 150 155 160

Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr
165 170 175

Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu
180 185 190

Thr Val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys Ser
195 200 205

Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser
210 215 220

% 197 H(FF5IR)
110122529 FELIHR A0202 1103195553-0
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Leu Ser Leu Gly

225
<210> 128
<211> 329

<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 128

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr
20 25 30

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser
35 40 45

Gly Val His Thr Phe Pro Ala Val Leu Gln Ser Ser Gly Leu Tyr Ser
50 55 60

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gln Thr
65 70 75 80

Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys
85 90 95

Arg Val Glu Pro Lys Ser Cys Asp Lys Thr His Thr Cys Pro Pro Cys
100 105 110

Pro Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro
115 120 125

% 198 H(FF5IR)
110122529 FELIHR A0202 1103195553-0



1861413

Lys Pro Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr Cys
130 135 140

Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp
145 150 155 160

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu
165 170 175

Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu
180 185 190

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn
195 200 205

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly
210 215 220

Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu
225 230 235 240

Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr
245 250 255

Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn
260 265 270

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe
275 280 285

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn
290 295 300

Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr
305 310 315 320

% 199 H(FF51R)
110122529 FELIHR A0202 1103195553-0



1861413

Gln Lys Ser Leu Ser Leu Ser Pro Gly
325

<210> 129
<211> 232
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 129

Leu Glu Pro Lys Ser Ser Asp Lys Thr His Thr Cys Pro Pro Cys Pro

Ala Pro Glu Ala Ala Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys
20 25 30

Pro Lys Asp Thr Leu Tyr Ile Thr Arg Glu Pro Glu Val Thr Cys Val
35 40 45

Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr
50 55 60

Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu
65 70 75 80

Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His
85 90 95

Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys
100 105 110

Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln
115 120 125

Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met
130 135 140

% 200 H(FF514R)
110122529 FELIHR A0202 1103195553-0



1861413

Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro
145 150 155 160

Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn
165 170 175

Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu
180 185 190

Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val
195 200 205

Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln
210 215 220

Lys Ser Leu Ser Leu Ser Pro Gly

225 230
<210> 130
<211> 16

<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 130

Leu Glu Pro Lys Ser Ser Asp Lys Thr His Thr Cys Pro Pro Cys Pro

1 5 10 15
<210> 131
<211> 290

<212> PRT

<213> ATF

<220>
<223> Bk

% 201 H(FF513R)
110122529 FELIHR A0202 1103195553-0
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<400> 131

Gly Cys Lys Trp Asp Leu Leu Ile Lys Gln Trp Val Cys Asp Pro Leu
1 5 10 15

Gly Ser Gly Ser Ala Thr Gly Gly Ser Gly Ser Thr Ala Ser Ser Gly
20 25 30

Ser Gly Ser Ala Thr His Met Leu Pro Gly Cys Lys Trp Asp Leu Leu
35 40 45

Ile Lys Gln Trp Val Cys Asp Pro Leu Gly Gly Gly Gly Gly Val Asp
50 55 60

Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly
65 70 75 80

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
85 90 95

Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu
100 105 110

Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His
115 120 125

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg
130 135 140

Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys
145 150 155 160

Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu
165 170 175

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr
180 185 190

% 202 H(FF5IER)
110122529 FELIHR A0202 1103195553-0



1861413

Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu
195 200 205

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp
210 215 220

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val
225 230 235 240

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp
245 250 255

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His
260 265 270

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro
275 280 285

Gly Lys
290

<210> 132
<211> 123
<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 132
Gln Val Gln Leu Gln Gln Trp Gly Ala Gly Leu Leu Lys Pro Ser Glu

1 5 10 15

Thr Leu Ser Leu Thr Cys Ala Val Tyr Gly Gly Ser Phe Ser Gly Tyr
20 25 30

% 203 H(FF51R)
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Tyr Trp Ser Trp Ile Arg Gln Pro Pro Gly Lys Gly Leu Glu Trp Ile
35 40 45

Gly Glu Ile Asn His Ser Gly Ser Thr Asn Tyr Asn Pro Ser Leu Lys
50 55 60

Ser Arg Val Thr Ile Ser Val Asp Thr Ser Lys Asn Gln Phe Ser Leu
65 70 75 80

Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala
85 90 95

Arg Gly Tyr Tyr Asp Ile Leu Thr Gly Tyr Tyr Tyr Tyr Phe Asp Tyr
100 105 110

Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

115 120
<210> 133
<211> 107

<212> PRT

<213> ATF

<220>
<223> BEREHK

<400> 133
Glu Ile Val Leu Thr Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly

1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln Ser Val Ser Arg Tyr
20 25 30

Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gln Ala Pro Arg Leu Leu Ile
35 40 45

Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly
50 55 60

% 204 H(FF5IR)
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Ser Gly Ser Gly Thr Asp Ser Thr Leu Thr Ile Ser Ser Leu Glu Pro

65

Glu Asp Phe Ala

70 75

85 90 95

Thr Phe Gly Gln Gly Thr Lys Val Glu Ile Lys

<210>
<211>
<212>
<213>

<220>
<223>

<400>

100 105
134

12

PRT

AT

EILEL

134

Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro Cys Pro

1

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5 10

135
6
PRT

NI

EILEL

135

Gly Gly Cys Gly Gly Gly

1

<210>
<211>
<212>
<213>

<220>

110122529

5

136
8
PRT

NI

26 205 H(FFFR)
FHGTE A0202

80

Val Tyr Tyr Cys Gln Gln Arg Ser Asn Trp Pro Arg

1103195553-0
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<223> Bk
<400> 136

Leu Gly Gly Cys Gly Gly Gly Ser
1 5

% 206 H(FF514R)
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