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a. MVF Thatsottﬁr_ﬁwa_'%.‘%@éhmh:ct"h—i

ThiEEE+ Fi/SEER
MVF Th SEQ ID NC:1 LSEIKGVIVHERLEGV
SEQ ID NG:2 DLSDLKGLLLHKLDGL
SSALL Thl | SEQ ID NG:3 BEI EIR III RIE I
SEQ ID NO:4 vV V VW OV Vv
SEQ ID NG:5 * F FFF F F
SEQ ID ¥O:6 ISEIKGVIVHKIEGI
SEQ ID W0:7 MT AT TRM TM
SEQ ID NO:8 L LV
SEQ ID HO:§ ISEIKGVIVHKIEGI
SEQ ID NO:9 T RT TR T
SEQ 1D NO:10 MSEIKGVIVHKLEGM
SEQ ID NO:11 LT MRT TRM TV
SEQ ID NO:6 TSEIKGVIVEKIEGI
SEQ ID NG:12 ITETRTVIVTRIETI
SEQ ID NO::3 MSEMKGVIVHKMEGM
SEQ 1D NO:14 LTEIRTVIVIRLETV
SEQ ID NO:15 ISISEIRGVIVHKIEGILE
SEQ ID NO:16 MT RT  TRM TM
SEQ ID NC:17 L L v
SEQ ID WO:15 ISISZIKGVIVHKIEGILE
SEQ ID NO:18 T RT TR T
SEQ ID NO:19 ISLSEIXKGVIVHKLEGMLF
SEQ ID ND:105 MT MRT  TRM TV
SEQ ID NO:123 ISLTEIRTVIVIALETVLE
SEQ ID NO:124 1 I I
SEQ ID NO:15 T5ISEIKGVIVHKIEGILE
SEQ ID N0:20 ISITEIRTVIVIRIETILE
SEQ ID ND:21 1SMSEMKGVIVHKMEGMLFE
SEQ 7D NG:22 ISLTEIRTVIVTRLETVLFE

b. HBsAg Th, O 44 7B LUFEERE

ThE EEF 7 5 /BRI

HbsAg.Th | S3EQ ID NO:23 FFLLTRILTIPQSLD

SEQ ID NO:24 KKKFFLLTRILTIPQSLD

SEQ ID NO:25 FELLTRILTIPQSL

SEQ ID NC:26 KKELFLLTXLLTLPQSLD
SSAL2 Th? [ SEQ ID NO 27 RERIKII RII I I IR

SEQ ID NC:28 VRV VWV I WV

SEQ ID NO:29 FPF FFFVF

SEQ ID NO:30 - = F
SEQ ID ND:31 KKKIITITRIITIITTID
SEQ 1D NO:32 KEKKIITITRIITIITTI
SEQ ID NO;33 KKKMMTMTRMITMITTID
SEQ ID NO:34 FITMDTKFELASTHIL
SEQ ID NO:35 KKKEITMDTKFLLASTHIL
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a. MVF ThiE{&K
SEQ ID ' . . L4
Nos ﬁlﬁf\'f—}‘ FOIREA Ei S hi 8 B ahi-%
36 {SEQ ID NQ:1)-GG- (LHRH)® 400 pp sl 8/10 400 uz RSl 575
‘ IFA (0,3, bwpi) 98 (0,3, 6wpil
37 (SEQ 1D NO:2;-GG- (LHRH)®
k:; {SEQ ID NO:3}-GG=- (LHRE)®
400 et 9/10 | 400 pe SR 2/5
39 {SEQ ID NO:4)-GG- (LHRE)® IFA 0,3, 6wpi) B (0,3,6wpi}
40 {SEQ ID NO:5)-GG- (LHR#)®
41 {SEQ ID NO:€)-GG- (LHRH)®
42 {S5EQ ID NO:7)-35G- {LHRH)® 400 ppER ) 6/6 25 uptsE 3/8
ITA (0,3, 6wpl) BE (0,3, 6wpl)
43 {SEQ ID NQ:8)-GG- {LHRH)®
41 (SEQ ID NO:6) -GG~ (LHRH)®
K.D. 25w BSE 1/8
44 {SEQ ID WO:9)-GG- (LHBH)® BB (0,3, 6wpi)
45 (Inv)~-GG-{SEQ ID NO: &) -GG-
{LHRH) * N.D 25 we HR5R 35
16 {Inv;®-GG-{SEQ ID NO:3%)-GG- B9% (0,21 wpil
{LHRH)*
47 (520 ID ND:101-GG-{LHRH!"
100 ug 58 4/6 25 pestEl 1/8
48 {SEQ ID KO:11)-GG- {LHRH}® ITA IC, 2, 6wpi) A% (0,3 wpi)
45 {Inv)- -GG-(SEQ ID ND:6)- N.T- 25 pp Rl 2/6
GG- {LHRH)? BREE (0,3 wpi)
25 {SEQ 1D NC:1Z!-GG-{LHRR)" WG, 25 pp AR 5/86
BHE (0,3 wpi}
S0 {SEQ ID MQ:13:-GG- (LERH)" N.D 25 g sk 0/8
AR (0,3 wpil
51 {SEQ 10 NG:14}-GG- [LHRH)® N.D. 25 up el 5756
A% (0,3 wpi)
52 {Inv)~ -GG-(SEQ ID NO:id)- N.D 25 ugHsE /8
GG~ (LHERH)* BE (0,3 wpi)
53 ISEQ ID NO:15)-GG- (LHRH)®
54 (SEQ ID MO:16)-GG- (LHRH)® N.D 25 pefes® 4/3
BREE (0,3 wpi)
55 (SEQ ID NO:17)-GG- (LHRH)*
33 {SEQ 1D NO:15)-GG- (LHRE)"
N.D 25 uptRSR 6/6
56 [SEQ ID NO:18)-GG=- (LHRH)}® AggE (0,3 wpi}
57 {Inv)" ~GG~|SEQ LD NQ:15)-
GG- (LHRH)? w.D 25 upfasE 6/86
58 tInvy ® -GG-(SEQ ID NO:18)- BHE (0,3 wpi]
GG- (LHRH)?
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[ 106 (SEQ ID NO:105) -GG~ (LHRH)- | LEA (0,3, 6wpl) FE 10,3 wpi)
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[ GG~ (LHRH} BEg 10,3 wpi)
63 {Inv)-(SEQ ID NO:21) -GG~ N.D. 25 up REE 1/%
[ {LHRE) HE (0.3 wpi)
[ €4 (5EQ ID ND:22)~GG- (LERH)® N.D. 25 pgBER 4/6
: - BE 10,3 wpiy
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: No: HRAXTF FORA ARERLY ERENIH
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BE (0.3 wpi)
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[

[ #8

[ - o -

: CETPILE AN F5 F

[ SEQ ID WO BIRAJF FOEEA

l 110,111 (5EQ ID NOS5:15,18)-0ONLys-(SEQ ID NC:1086)

[ 112,113 (SEQ ID NOS:15,18) -ONLys- (SEQ ID NO:107)

[

[ 114 (SEQ ID NO:31)~0ONLys-(SEQ ID NQ:107)

[ 115 (SEQ ID NO:22)-DNLys-(SEQ ID NO:107)

[ 116,137 {SEQ ID NC:15,18)~-ONLys-(SEQ ID NO:108)°

[ 118,119 {SEQ ID NO:153,18)-0NLys-(SEQ ID NO:109)"

[

I: -,

[ E: o2 o ppe Gly Phe Pro Lys His Leu Lesu Val Asp Phe
[ Leu Gln Ser Leu Ser

[ (SEQ ID N0O:108)
[

. b

[ = Leu Asp Gly Cys Leu Leu Leu Gln Met Asp Phe
[ Gly Phe Pro Lys His Leu Leu Val Asp Phe Leu
[ Gln S5er Leu Ser

[ (SEQ ID ND:109)
[

[

]
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(38) JP 3993387 B2 2007.10.17

A 7 &
GEMNERAL INFORMATION:
{i) APPLICANT: UNITED BIOMEDICAL INC., ET AL.

{ii) TITLE OF INVENTION: ARTIFICIAL T HELPER CELL
EPITCPES AS IMMUNE STIMULATORS FOR SYNTHETIC
PEPTIDE IMMUNQOGENS

{iii) WUMBER OF SEQUENCES: 151

{iwv) CORRESPONDENCE ADDRESS:
(A) ACDRESSEE: Morgan & Finnegan, L.L.P.
{B) STREET: 345 Park Avenue
(C) CITY: MNew York
{Dy STATE: NY
{F) COUNTRY: USA
{F) ZIP: 10154-0054

{(v) COMPUTER READABLE FORM:
{A) MEDIUM TYPE: Floppy disk
{3) CCMPUTZR: IBM PC compatible
(C) OPERATING SYSTEM: PC Windows
(D) SOFTWARE: Word 97

{vi) CURRENT APPLICATION DATA:
{A) APPLICATION NUMBER: TO BZ ASSIGNED
(B) FILING DATE: Z1-JUNE-199%
(C) CLASSIFICATION:

(vii) PRIOR APPLICATICN DATA:
{A) APPLICATION NUMBER: 09/100,412
{B) FILING DATE: Z0-JUNE-1998

(viii) ATTORNEY/AGENT INFORMATION:
{A) NAME: Maria H. Lin
(B) REGISTRATION NUMBER: 29,323
{C) REFERENCE/DOCKET NUMBER: 1151-4158pC1

(ix) TELECOMMUNICATION INFORMATION:
(A) TELEPHONE: Z12-75B-4E800
(B) TELEFAK: 212-751-6849

INFCRMATIOW FOR SEQ ID NO:1:
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{1) SEQUENCE CHARACTERISTICS:
{A} LENGTH: 15 amino acids
[{B)Y TYPE: amino acid
{D}) TOPOLOGY: linear

{ii) MOLECULE TYPE: peptide
{(xi) SEQUENCE DESCRIPTION: SEQ ID NO:1:

Leu Ser Glu Ile Lys Gly Val Ile Val His Arg Leu
1 5 10
Glu Gly val :

157

{2) INFORMATION FOR SEQ ID NO:2:

(1) SEQUENCE CHARACTERISTICS:_
{A} LENGTH: 16 aminc acids
{B) TYPE: amino acid
{D) TCOPOLOGY: linear

(ii) MOLECULE TYPE: peptide
(2i) SEQUENCE DESCRIPTION: SEfL ID NO:2Z;

Asp Leu 3Ser Asp Leu Lys Gly Leu Let Leu His Lys
1 5 10
Leu Asp Gly Leu

15

(2) INFORMATION ¥OR SEQ ID NO:3:
(i) SEQUENCE CHARACTERISTICS:
(&} LENGTH: 16 amino acids
{(B) TYPE: amino acid
{Cy TOPOLOGY: LINEAR

(ii) MOLECULE TYPE: peptide
(1) SEQUENCE DESCRIPTION: SEQ ID NO:3:

Glu Ile Ser Glu Ile Arg Gly Ile Ils Ile His Arg
1 5 10
Ile Glu Gly Ile

15

(2) INFORMATION FOR SEQ ID NO:4:
{i) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 16 amino acids
{(B) TYPE: amino acid
(C) TOZ2OLOGY: LINEAR

{(ii) MOLECULE TYPE: peptide
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(40) JP 3993387 B2 2007.10.17

{xi) SEQUENCE DESCRIPTION: SEQ ID NO:4:

Asp Val Ser Asp Val Lys Gly Val Val Val His Lys
1 3 10
Vzl Asp Gly Val

15

INFORMATION FCR SEQ ID MO:5:

{i) ZEQUENCE CHARACTERISTICS:
{(A) LENGTH: 16 amino acids
(B) TYPE: amino acid
(C) TOPOLOGY: LINEAR

{ii) MOLECULZ TYPE: peptide
{»1) SEQUENCE DESCRIPTION: SEDQ ID NO:5:
Asp Phe Ser Asp Phe Lys Gly Pne Phe Phe His Lys
1 3 10
Phe Asp Gly Phe
15

INFORMATION FOR SEQ ID NO:6:

(1) SEQUENCE CHARACTERISTICS:
{A) LENGTH: 15 amino acids
{B) TYPE: amino acid
(D) TOPOLOGY: linear

{ii} MOLECULE TYPE: peptide

(»i) SEQUENCE DESCRIPTION: SEQ ID NO: 6:
Ile Ser Glu Ile Lys Gily Val Ile Val His Lys Ile
1 5 1C

Glu Gly Ile
15
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(41) JP 3993387 B2 2007.10.17

INFORMATION FOR SEQ ID NO:7:

(i) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 15 azmino &acids
{B)Y TYPE: amino acid
(D) TOPOLOGY: linear

{1i) MOLECULE TYPE: peptide
{x1) SEQUENCE DESCRIPTION: SEQ ID NO: 7:
Met Thr Glu Ile Arg Thr Val Ile Val Thr Arg Met
1 5 10
Glu Thr Met
15
INFORMATION FCR SEQ ID NO:S8:
{i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 15 amino acids
{By TYPE: amino acid
{D) TOPOLCGY: linear
{ii) MOLECULE TYPE: peptide

(xi) SEQUENCE DEZSCRIPTICON: SI0 ID HNO:8:

Leu Ser Glu Ile Lys Gly Val ils Val His Lys
1 5 10
Leu Glu Gly Val

15

INFORMATION FQR SEQ ID NO:9:

(1) SEQUENCE CHARACTERISTICS:
(A} LENGTHE: 15 aminc acids
(BY TYPE: amino acid
{D) TOPOLOGY: linear

(ii) MOLECULE TYPE: reptide

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:9:
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Ile Thr Glu Ile Arg Thr Val Ile Val Thr Arg Ile
1 5 10
Glu Thr Ile

15

{(2) INFORMATION FOR SEQ ID NO:10:

(2]

{23

(i} SEQUENCE CHARACTERISTICS:
() LENGTH: 15 aminc acids
(B) TYPE: amino acid
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: peptide
(ki) SEQUENCE DESCRIPTION: SEQ ID NO:10:

Met Ser Glu Ile Lys Gly Val Ile val His Lys Leu
1 5 10
Glu Gly Met

15

INTORMATION FOR SEQ ID NO:l1l:

(i} SEQUENCE CHARACTERISTICS:
(&) LENGTH: 15 amino &acids
(B) TYPE: amino acid
(D) TOPOLOGY: linear

{ii} MOLECULE TYPE: peptide
(xi} SEQUENCE DESCRIPTION: SEQ ID NO:1li:
Leu Thr Glu Met Arg Thr Val Ile Val Thr Arg Met
1 5 i0
Glu Thr Vval
15
INFORMATICN FOR SEQ ID NO:12:
(i) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 15 aminc acids
(B) TYPE: aminc acid

(D} TCPOLOGY: linear

(i1} MOLECULE TYPE: peptide
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(2)

(2}

{2}

(43) JP 3993387

(xi} SEQUENCE DESCRIPTION: SEQ ID NO:12:

Ile Thr Glu Ile Arg Thr Val Ile Val Thr Arg Ile
1 5 10
Glu Thr Ile

15

INFORMATION FOR SEQ ID NO:13:

(i) SEQUENCC CHARACTERISTICS:
(A} LENGTE: 15 aminc acids
(B} TYPE: aminoc acid
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: peptide

(x1) SEQUENCE DESCRIPTICHN: 520 ID NG:13:

[
—
11}

Met Ser Glu Met Lys Gly val Val His Lvs Met
1 5 10
Glu Gly Met

15

INFORMATION FOR SEQ ID NO:1l4:
(i) SEQUENCE CHARACTERISTICS:
(&%) LENGTH: 15> amino ac:ids
(B} TYPE: amino acid
(D) TOPCLOGY: linear
{ii) MOLECULE TYPE: peptide
{xi)} SEQUENCET DESCRIPTION: SEQ ID NGC:14:
Leu Thr Glu Ile Arg Thr Val Ile Val Thr Arg Leu
1 5 19
Glu Thr Vval
15
INFORMATION FOR SzQ ID NO:l15:
{i} SEQUENCE CHARACTERISTICS:
{A) LENGTH: 19 amino acids
(BY TYPE: zmineo acid
(D) TOBPCLOGY: linear
(1i) MOLECULE TYPE: peptide

{xi) SEQUENCE DESCRIPTION: SEQ ID NO:15:
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Ile Ser Ile Ser Glu Ile Lys Gly Val Ile Val His
1 5 10
Lys Ile Glu Gly Ile Leu Phe

15

(2} INFORMATION FOR SEQ ID NO:16:

(i) SEQUENCE CHARACTERISTICS:
(&) LENGTH: 19 amino acids
{B) TYPE: amino acid
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: peptide
(x1) SEQUENCE DESCRIPTION: SEQ ID NWO:16:

Ile Ser Met Thr Glu Ile Arg Thr Val Ile Val Thr
1 5 10
Arg Met Glu Thr Met Leu Phe

15

(2} INFORMATION FCOR SEQ ID NO:17:

{i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 19 amino acids
(B) TYPE: amino acid
(D) TOPOLOGY: linear

{ii) MOLECULE TYPE: peptide
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:17:
Ile Ser Leu Ser Glu Ile Lys Gly Val Ile Val His
1 5 10
Lys Leu Glu Gly Val Leu Phe
15
{2) INFORMATION FOR SEQ ID NO:18:
{i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 19 amino acids
(B) TYPE: amino acid
(D) TOPQLOGY: linear
{ii) MOLECULE TYPZ: peptide
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:18:
Ile Ser Ile Thr Glu Ile Arg Thr Val Ile Val Thr

1 5 10
Arg Ile Glu Thr Ile Leu Phe
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(45) JP 3993387 B2 2007.10.17
15

{2} INFORMATION FOR SEQ ID NO:13:

(i} SEQUENCE CHARACTERISTICS:
(&) LENGTH: 19 amino acids
{B) TYPE: amino acid
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: peptide

10
{x1) SEQUENCE DESCRIPTICN: SEQ ID NO:165:

Ile Ser Leu Ser Glu Iie Lys Gly Val Ile Val His
1 5 10
Lys Leu Glu Gly Met Leu Phe

15

{(2) INFORMATION FOR SEQ ID NO:20:

{1) SEQUENCE CEARRACTERISTICS:
(A) LENGTH: 19 amino acilds
(B) TYPE: amino acid 20
(D) TOPCLOGY: linear

(ii) MOLECULE TYPE: peptids
(i) SEQUENCE DESCRIPTION: SZIQ ID NO:Z20:

Ile Ser Ile Thr Glu Ile Arg Thr Val Ile Val Thr
1 > 10
Arg Ile Glu Thr Ile Leu Phe

15

(2) INFORMATION FOR SEQ ID NQ:21:

(i) SEQUENCE CHARACTERISTICS: 30
{A) LENGTH: 19 amino acids
{B} TYPE: amino acid
(D) TOPOLOGY: linear

{ii) MOLECULE TYPE: peptide

(x1) SEQUENCE DESCRIPTICN: SEQ ID NQ:21:
Ile Ser Met Ser Glu Met Lys Gly Val Ile vVal His
1 -5 10

Lys Met Glu Gly Met Leu Phe

15
40
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INFORMATION FOR SEQ ID NO:22:

(i) SECUENCE CHARACTERISTICS:
(&) LENGTH: 19 amino acids
(B) TYPE: aminc acid
(D) TOPQOLOGY: linear

(ii) MOLECULE TYPFE: peptide
{xi) SEQUENCE DESCRIPTION: SEQ ID NO:22:

Ile Ser Leu Thr Glu Ile Arg Thr VYal Ile Val Thr
1 " 5 10
Arg Leu Glu Thr Val Leu Phe

15

INFORMATICN FOR SEQ ID KO:Z3:

(i) SEQUENCE CHARACTERISTICS:
{A) LENGTH: 15 amino acids
(B} TYPE: amino ac:id
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: peptide
(»1) SEQUENCE DESCRIPTION: SEZQ ID NO:Z23:
Phe Phe Lsu Leu Thr Arg Ile Leu Thr Ile Pro Gln
1 5 _ 10
Ser Leu Asp
15
INFORMATION FCOR SEQ ID NC:24:
(i) SEQUENCE CHARACTERISTICS:
{A) LENGTH: 18 amino acids
(B) TYPE: amino acid
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: psptide
{#xi} SEQUENCE DESCRIPTICH: SEQ ID NC:Z4:
Lys Lys Lys Phe Phe Leu Leu Thr Arg Ile Leu Thr
1 5 10

Ile Pro Gln Ser Leu Asp
15

INFORMATICON FOR SZQ ID NO:25:
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[1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 14 amino acids
(B) TYPE: amino acid
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: peptide
(xi) SEQUENCE DESCRIPTION: SEQ ID NQO:25:

Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro Gln
Ser Leu

(2) INFCRMATION FCR SEQ ID NO:26:

" (i) SEQUENCE CHARACTERISTICS:
{A) LENGTE: 18 amino acids
(B} TYPE: amino acid
{D) TOPCLCGY: linear

(ii) MOLECULE TYPE: peptide
(xi) SEQUENCE DESCRIPTION: SZ0 ID KO:26:

Lys Lys Lys Leu Phe Leu Leu Thr Lys Leu Leu Thr
1 5 i0
Leu Pro Gln Ser Leu Asp

15

{2} INFORMATICN FCR SEQ ID NO:27:

(i) SCQUEKCE CHARACTERISTICS:
(A) LENGTH: 18 amino acics
(BY TYPE: amino acid
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: peptide
(1) SEQUENCE DESCRIPTICN: SEQ ID NO:27:

Arg Arg Arg Ile Lys Ile Ile Thr Arg Ile Ile Thr
1 5 10
Ile Pro Leu Ser Ile Arg

15

{2} INFORMATION FOR SEQ ID NO:28:

(i} SEQUENCE CHARACTERISTICS:
{A) LENGTH: 18 amino acids
(B) TYPE: amino acid
{D) TOPOLOGY: linear

O
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(ii) MOLECULE TYPE: peptide
(®i) SEQUENCE DESCRIPTION: SEQ ID XO:28:

Lys Lys Lys Val Arg Val Val Thr Lys Val Val Thr
1 5 10
Val Pro Ile Ser vVal Asp

15

{2} INFORMATICN FOR SEQ ID NO:29:

{2)

(2)

(i) SEQUENCE CHABRACTERISTICS:
(AR} LENGTH: 18 amino acids
(BY TYPE: aminec acid
{C} TOPOLOGY: linear

{ii) MOLECULE TYPE: peptide
(xi) SEQUENCE DESCRIPTION: SEQ ID NG:Z29:

Lys Lys Lys Phe Phe Phe Phe Thr Lys Phe Phe Thr
1 5 10
Phe Pro Val Ser Phe Asp

15

INFCRMATICON FOR SEQ ID NO:30:

(1} SEQUENCE CHARACTERISTICS:
(A) LENGTH: 18 amino acids
(B) TYPZ: aminec acid
(D) TOPOLOGY: linear

{ii} MCOLECULE TYPE: peptide

(xi) SEQUENCE DESCRIPTION: SEZQ ID NO:30:

Lys Lys Lys Leu Phe Leu Leu Thr Lys Leu Léu Thr
1 5 10
Leu Pro Phe Ser Leu Asp ‘

15

INFCRMATICN FOR SEQ ID NQ:31:
(i) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 18 amino acids
{(B) TYPE: amino acid
(D} TOPOLOGY: linear

(ii) MOLECULE TYPE: peptide
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{2)

(49)

(i) SEQUENCE DESCRIPTION: SEQ ID NO:31:

Lys Lys Lys 1le Ile Thr Ile Thr Arg Ile Ile Thr
1 5 19
Ile Ile Thr Thr Ile Asp

15

INFORMATION FOR SEQ ID NC:32:

{i} SEQUENCE CHARACTERISTICS:
(A)Y LENGTH: 17 amino acids
(B) TYPE! aminoc acid
(D) TOPOLOGY: linear

{ii} MOLECULE TYPE: peptide
(x1) SEQUEINCE DESCRIPTIOM: SED ID NMO:32:

Lys Lys Lys Ile Ile Thr Ile Thr kra Ile Ile Thr
1 5 10
Tie Ile Thr Thr Ile

15

INFORMATION FOR SEQ ID NO:33:

(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 1B amino acids
(B) TYPE: amino acid
(D) TOFCLOGY: linear

{ii) MOLECULE TYPE: peptide

(%1} SEQUENCE DESCRIPTICN: SEQ ID NO:33:

Lys Lvs Lys Met Met Thr Met Thr Arg Met Ile Thr
1 5 10
Met Ile Thr Thr Ile Asp

15

INFORMATION FOR SEQ ID NO:34:

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 16 amino acids
(B TYPE: amino acid
{D) TCOPOLCGY: linear

{(ii)

MOLECULE TYPE: peptide

{xi) SEQUENCE DESCRIPTION: SEQ ID NO:34:

oooood
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(50)

1 5
Thr His Ile Leu
15

{2} INFORMATION EFOR SEQ ID NO:35:
(i) SEQUENCE CHARACTERISTICS:
{A) LENGTH: 19 amino acids
{B}Y TYPE: amino acid
(D} TOPOLOGY: linear

(ii) MOLECULE TYPE: peptide

1 5
Leu Ala Ser Thr His Ile Leu
15

(2) INFCEMATION FOR SEQ ID NC:36:
(i} SEQUENCE CHARACTERISTICS:
(A} LENGTH: 27 amino acids
{BY TYPE: amino acid

(D} TOPCLOGY: linear

{11) MOLECULE TYPE: peptide

25

(2) INFORMATION FOR SEQ ID NO:37:

(1) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 28 amino acids
(B} TYPE: amino acid
(D} TCPOLOGY: linear

(1i) MOLECULE TYPE: peptide

— —m ~—m ™~ ™~ ~—@ @ @ @ ~@ ~— @ @ @ @ @ @ @ @ ™@ ™@ & & & & /s /s /s /& /e /e /e /e e /e /e /e /e /e e e

O

oooood

JP 3993387 B2

Phe Ile Thr Met Asp Thr Lys Phe Leu Leu Ala Ser

10

{xi) SEQUENCE DESCRIPTION: SEQ ID NO:35:

Lys Lys Lys Phe Ile Thr Met Asp Thr Lys Phe Leau

10

{xi) SEQUENCE DESCRIPTION: SEQ ID NO:36;:

Leu Ser Glu Ile Lys Gly Val Ile val His Arg Leu

10

1 3

Glu Gly Val Gly Gly Glu His Trp Ser Tyr Gly Leu
15 20

Arg Pro Gly

{xi) SEQUENCE DESCRIPTION: SEQ ID NO:37:

Asp Leu Ser Asp Leu Lys Gly Leu Leu Leu His Lys
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(2)

(2)

{2)
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INZGRMATION

{11)

(51)

JP 3993387 B2 2007.10.17

10

1 5

Leu Asp Gly Leu Gly Gly Giu His Trp Ser Tyr Gly
15 20

Leu Arg Pro Gly

25

INFORMATION FOR S5EQ ID NO:38:

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 28 amino acids
{8) TYPE: amino acid

{Dy TOPCLOGY: linear
MOLECULE

(ii) TYPE: peptide

(i) SEQUENCE DESCRIFTION: SzZQ

Glu Ile Ser Glu Ile Arg Gly

1 >

Ile Glu Gly
15

Lzu Arg Pro

25

20
Gly

FOR SEQ ID NO:39:

{1) SEQUENCE CHARACTERISTICS:

(&) LENGTH: 28 amino acids
{(B) TYPE: amino acid
(D) TOPCLOGY: linear

MOLECULE TYPE: peptide

{xi) SEQUENCE DESCRIPTION:

i
Tie

Ile Gly Gly Glu His

NO:38:

ie Ile His Arg
10
Ser Tyr Gly

SEQ ID NO:39:

Asp Val Ser Asp Val Lys Gly Val Val val His Lys

10

1 5

Yal Asp Gly Val Gly Gly Glu His Trp Ser Tyr Gly
15 20

Leu Arg Pro Gly

25

INFORMATION FOR SEQ ID NO:40:

{1) SEQUENCE CHARACTERISTICS:
{A) LENGTH: 28 amino acids
{B) TYPE: amino acid

(D) TOPOLOGY: linear

{ii) MOLECULEZ TYPE: peptide
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(52)

{»i) SEQUENCEZ DESCRIPTION: SEQ ID NO:40:

25

- (2} INFORMATION FOR SEQ ID NO:41:

(i} SEQUENCE CHARACTERISTICS:
(&) LENGTH: 27 amino acids
(B) TYPE: amino acid
(D} TOPOLOGY: linear

{ii) MQLECULE TYPE: peptide
{xi) SEQUENCE DESCRIPTION: SEZ ID NO:41:
le Ser Glu Ile Lys Gly Val Ile Val His
-5 10
lu Gly Ile Gly Gly Glu His Trp Ser Tyr
15 20
Arg Pro Gly
{2) INFCRMATION FOR SEQ ID NO:42:
(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 27 amino acids
* (B) TYPE: amino acid
(D) TOPOLOGY: linear
{ii) MOLECULE TYPE: peptide

(xi) SEQUENCE DZSCRIPTION: SEQ ID NC:42:

25
{2} INFORMATION FCR SEQ ID NQ:43:

{i} SEQUENCE CHARACTERISTICS:
(&) LENGTH: 27 amino acids
(B) TYPE: amino acid
(D) TOPOLOGY: linear

L B
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JP 3993387 B2

Asp Phe Ser Asp Phe Lys Gly Phe Phe Phe His Lys

i 5 10

Phe Asp Gly Phe Gly Gly Glu His Trp Ser Tyr Gly
15 20

Leu Arg Pro Gly

Lys Ile

Gly Leu

Met Thr Glu Ile Arg Thr Val Ile Val Thr Arg Met

1 5 10

Giu Thr Met Gly Gly Glu His Trp Ser Tyr Gly Leu
15 20

Arg Pro Gly
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(i)

(53)

{ii} MOLECULE TYPE: peptide

{xi} SEQUENCE

Leu Ser Glu

1
Glu Gly Val
15

Arg Pro Gly

25

{A) LENGTH:

(B) TYPE:

{ii} MOLECULE

DESCRIPTION:
Ile Lys Gly val Ile Val

Gly Gly Glu His Trp Ser

5

amino acid
(DY TOPOLOCY:

linsar

(2) INFORMATION FCR SEQ ID NO:44:

SEQUENCE CHARACTERISTICS:
27 aminoc acids

TYPE: peptide

20

JP 3993387 B2 2007.10.17

SEQ ID NO:43:

His Lys Leu
i0
Tyr Gly Leu

{x1) SEQUENCE DESCRIPTION: SEZ ID NO:44;:
Ile Thr Glu Ile Arg Thr Val Iie Val Thr Arg Ile
1 3 ' 10
Glu Thr Ile Gly Gly Glu His Tro Ser Tyr Gly Leu
15 20
Arg Pro Gly
25
{2) INFORMATION FOR SEQ ID NO:45:
1) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 45 amino acids
(B} TYPE: amino acid
(D} TOPOLOGY: linear
ii) MOLECULE TYPE: peptide
X1i) SEQUENCE DESCRIPTION: SEQ ID NO:45:
Thr Ala Lys Ser Lys Lys Phe Pro Ser Tyr Thr Ala
1 5 10
Thr Tyr Gln Phe Gly Gly Ile Ser Glu Ile Lys Gly
15 20
Val Ile Val His Lys Ile Glu Gly Ile Gly Gly Glu
25 30 35
His Trp Ser Tyr Gly Leu Arg Pro Gly
40 45
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(54) JP 3993387 B2 2007.10.17

{2) INFORMATION FCR SEQ ID NO:46:

(1} SEQUENCE CHARACTERISTICS:
[{A} LENGTH: 45 amino acids
(B} TYPE: amino acid
(D) TOPOLOGY: linear

{ii) MOLECULE TYPE: peptide
{xi) SEQUENCE DEZSCRIPTION: SEQ ID NO:46;

Thy Ala Lys Ser Lys Lys Phe Pro Ser Tyr Thr Ala
2 5 10
Thr Tyr Gln Phe Gly Gly Ile Thr Glu Ile Arg Thr

15 20
val I Val Thr Arg Ile Glu Thr Ile Gly
23 30
His Trp Ser Tyr Gly Leu Arg Prc Gly

40

o
-

v Glu

(WS

g

(2) INFORMATION FOR SEQ ID NO::&7:
(1) SEQUENCE CHARACTERISTICS:
{A) LENGTH: 27 amino acids
{(B) TYPFE: amino acid
(D) TOPOLOGY: linear
{ii) MOLECULE TYPEL: peptide
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:47:

Met Ser Glu Ile Lys Gly Val Ile Val His Lys Leu

b 5 10

Glu Gly Met Gly Gly Glu His Trp Ser Tyr Gly Leu
15 20

Arg Pro Gly

25

{2) INFORMATION FOR SEQ ID ND:48:
{1) SEQUENCE CHARACTERISTICS:
(AY LENGTH: 27 amino acids
(B} TYPE: amino acid
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: peptide

{xi) SEQUENCE DESCRIPTION: SEQ ID NO:48:

ugboaod
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(2)

(2)

(2)

(55)

Leu Thr Glu Met Arg Thr Val Ile Val Thr Arg Met

1 5 10

Glu Thr Val Gly Gly Glu His Trp Ser Tyr Gily Leu
15 20

Brg Pro Gly :

25

INFORMATION FOR SEQ ID NO:49:

(i} SEQUENCE CHARACTERISTICS:
(A) LENGTH: 27 aminc acids
(B} TYPE: aminc acid
(D)} TOPOLOGY: linear

(ii) MOLECULE TYPE: peptide

{#1) SEQUENCE DESCRIPTION: SZQ I0 NO:49:

Ile Thr Giu Ile Arg Thr Val Ile vzl Thr Arg Ile

1 5 10

Glu Thr Ile Gly Gly Giu Eis Trp 3=r Tyr Gly Leuy
15 20

Arg Pro Gly

25

INFORMATION FOR SEQ ID NO:50:
(1) SEQUENCE CHARACTERISTICS:
(A)Y LENGTH: 27 amino acids
(B)Y TYPE: amino acid
(D) TOPQLOGY: linear
{ii) MOLECULE TYPE: peptide
(x1) SEQUENCE DESCRIPTION: SEQ ID NO:50:

Mgt Ser Glu Met Lys Gly Val Ile Val His Lys Met

1 5 10

Glu Gly Met Gly Gly Glu His Trp S=r Tyr Gly Leu
15 20

Arg Pro Gly

25

INFCRMATION FOR SEQ ID NQ:51:

(i) SECQUENCE CHARACTERISTICS:
{A) LENGTH: 27 amino acids
{B) TY¥PE: amino acid
{D) TOPOLCGY: linear

ooooagd
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(2) INFORMATION FOR SEQ ID NO:
(i)
(A} LENGTH:
(B} TYPE: amino acid
(DY TOPOLOGY: linear

(ii)

(i} SEQUENCE DESCRIPTICH:
Thr Ala Lys Ser Lys Lys
%hr Tyr ?ln Phe ély Gly
Val Ile 521 Thr
25

His Trp

Arg Leu
30
Gly Leu

Ser Tyr

40

(Z2) INFORMATION FOR SEQ ID NO:
(1) SEQUENCE CHARACTERISTI
(A) LENGTH: 31 aminc a
(B)y TYPE: amino acid
(D) TOPCLOGY: linear
{ii) MOLECULE

{xi) SEQUENCE DESCRIPTION:

Ile Ser Ile Ser Glu Ile

1 5

Lys Ile Glu Gily Ile Leu
15

Ser Tyr Gly

25

Leu Arg Pro
30
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{2} INFORMATION FOR SEQ ID NO:

L
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(56) JP 3993387

(ii) MOLECULE TYPE: peptide
{x1) SEQUENCE DESCRIPTION: SEQ ID NQC:51:
Leu Thr Glu Ile Arg Thr Val Ile Val Thr Arg Leu
1 5 10
Glu Thr Val Gly Gly Glu His Trp Ser Tyr Gly Leu
15 20
Arg Pro Gly
25

52:

SEQUENCE CHARACTERISTICS:
45 amino acids

MOLECULE TYPE: peptide

SEQ ID NO:52:
Pre Sar Tyr
10
Leu Glu Ile

Glu Val Gly Gly Glu
35
Arqg Gly

53:

C5:
cids

TYPE: peptide

SEQ ID WO:53:

Gly Val Ile Val His
10

= Gly Gly Glu His Trp

20

54:

B2 2007.10.
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(B} TYPE:

(ii) MOLECULE
{xi) SEQUENCE

Ile Ser Met

1

Arg Met Giu
15°

Ser Tyr Gly

25

{B) TYPE:

{ii} MOLECULE
{x1} SEQUENCE

Ile Ser Leu

1

Lys Leu Glu
15

Ser Tyr Gly

25

{B) TYPE:

(ii? MOLECULE
(xi} SEQUENCE

Ile Ser Ile
3
‘ Arg Ile Glu
15
Ser Tyr Gly
25

/ — —m ~— ~— @ @ @ @ @ @ @ @ @A @ & & & /& /& /& /&, /s /&, M/, M/ M/ /e /e /e /e /e e /e e e e e e
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(A) LENGTH:

{B) LENGTH:

(A) LENGTH:

(57) JP 3993387 B2 2007.10.17

(i) SEQUENCE CHARACTERISTICS:
31l amino acids

amine acid

(D) TCPBCLOGY: linear

TYPE: peptide

DESCRIPTICON: SEQ ID NO:54:

Thr Glu Ile Arg Thr Val Ile Val Thr

5 10

Thr Met Leu Phe Gly Gly Glu His Trp

20

Leu Arg Pro Gly

30

(2) INFORMATION FOR SEQ ID NO:35:

(i} SEQUENCE CHARACTERISTICS:
31 aminc acids

amino acid

{D) TOPOLOGY:

TYPE:

linear

peptide

DESCRIPTION: SED ID NO:%5:

Ser
Cly

Leu

Glu Ile lys Gly Val Ile Val His

5 10
Val Leu Phe Gly Gly Glu His Trp
20
Arg Pro Gly
30

(2) INFCRMATICN FOR SEQ ID NO:56:

(1) SEQUENCE CHARACTERISTICS:
31 amino acids

amine acid

{C) TOPOLOGY:

linear

TYPE: peptide

DESCRIPTION: SERQ ID NO:54:

Glu TIle Arg Thr Val Ile val Thr

5 10
Ile Leu Phe Gly Gly Glu His Tro
20
Arg Proc Gly
30
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(58)

(2) INFORMATICN FOR SEQ ID NO:37:

(i) SEQUENCE CHARACTERISTICS:

(A) LENGTH: 49 aminc acids

(B) TYPE: amino acid
(D) TOPOLOGY: linear

{ii) MOLECULE TYPE: peptide

(i) SEQUENCE DESCRIPTION: SEQ ID

Thr Ala Lys Ser Llys Lys Phe

1 5

Thr Tyr Glrn Phe Gly Gly Ile
15

Lys Gly Val Ile Val His Lys

25 . 30

Phne Gly Gly Glu His Trp Ser

40
Gly

(2) INFCEMATION FOR SEQ ID NO:53%:

{i) SE2QUENCE CHARACTERISTICE:

(&) LENGTH: 49 amino acics

(B) TYPE: amino acid
(D) TOPQCLQOGY: linear

(11) MOLECULE TYPE: peptide

Fro

(x1) SEQUENCE DESCRIPTION: SEQ ID

Thr Ala Lys Ser Lys Lys Phe
1 3
Thr Tyr Glr Phe Gly Gly Ile

Arg Thr Val Ile Val Thr Arg

25 30

Phe Gly Gly Glu His Trp Ser
' 40

Gly

(2) INFORMATION FOR SEQ ID NO:59:

{i) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 31 amino acids
(B) TYPE: amino acid
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: peptide

Pro

NO:57:

Ser
Ile
Glu

Gly
45

Tyr
10
Ser

Gly

Leu

NO:5SB:

Ile
Glu

Gly
43

Tyr
10

Thr
Thr

Leu

{x1) SEQUENCE DESCRIPTICN: SIQ ID NO:59:

JP 3993387

Thr
Glo
Ile

35
Ar

Thr
Glu
Ile

35
Arg

Ala

Ile

Leu

Ala

Ile

Leu

Preo

B2 2007.10.17
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Ile Ser Leu

1

Lys Leu CGlu
15

Ser Tyr Gly

25

(By TYPE:

(1i}) MOLECULE

{%xi) SEQUENCE
Thr Ala Lys
Thr Tyr Gln
15

Val Ile Val

25
Gly Glu His

(B) TYPE:

(ii} MOLECULE
(xi} SEQUENCE
Ile Ser Ile
1
Arg Ile Glu
15

25

/ — —m ~— ~— @ @ @ @ @ @ @ @ @A @ & & & /& /& /& /&, /s /&, M/, M/ M/ /e /e /e /e /e e /e e e e e e

{B) TYPE:

O

oboooad

Ser Tyr Gly

(59) JP 3993387 B2 2007.10.17

Ser Glu Ile Lys Gly Val Ile Val His

3 10
Gly Met Leu Phe Gly Gly Glu His Trp
20
Leu Arg Pro Gly
- 30

{2) INFORMATION FOR SEQ ID NO:60:

{1) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 47 amino acids

aming acid

(D} TCPOLOGY: linear

TYPE: peptide

DESCRIPTION: SEQ ID NH2:60:

pe)
[
8]

Ser Lys Lvs Phe

5 19

Phe Ile Ser Ile Ser Clu Zle Lys Gly
20
His Lys Ile Glu Gly Ils Lsu Phe Gly
30 35
Trp Ser Tyr Gly L=y Arg Pro Gly
40 L

(2) INFORMATION FOR SEQ ID HNC:61:

{1} SEQUINCE CHARACTERISTICS:
{R) LENGTH: 31 aminc acids

amino acid

(D) TOPOLCGY: linear

TYPE: peptide
DESCRIPTION: SEQ ID NO:61:

Thr Glu Ile Arg Thr Val Ile Val Thr

5 10
Thr Ile Leu Phe Gly Gly Glu His Trp
20
Leu Arg Pro Gly
30

{2) INFORMATION FOR SEQ ID NO:&2:

(i) SEQUENCE CHARACTERISTICS:
{A) LENGTH: 4% amino acids

aminc acid
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(ii)

(x1)

{D} TOPOLOGY: linear

Thr Ala
1
Thr Tvyr

Arg Thr
25
Phe Gly

Gly

MOLECULE

SEQUENCE

Lys
Gln

15
Val

G1§

(60) JP 3993387 B2 2007.10.17

TYPE: peptide

DESCRIPTION:

Ser Lys Lys
5
Fhe Gly Gly

Ile Val Thr

30
Glu His Trp
40

SEQ ID NO:62:

Fhe Pro Ser Tyr Thr Ala
10
Ile Ser Ile Thr Glu Ile
20
Arg Ile Glu Thr Ile Leu
35
Ser Tyr Gly Leu Arg Prec
45

{2} INFORMATION FOR SEQ ID NC:E3:

{2} INFORMATION

(i)

(i)

(=i}

goboogan

{
{
{

(A} LENGTH:

(B} TYPE:
{D)Y TOPCLOGY: linear

Ile Ser
1
Arg Leu

Ser Tyr

MOLECOLE

SEQUENCE

Leu

Glu
15
Gly

aminc acid

EQUINCE CHARACTERISTICS:
B) LENGTE: 47 amino acids
B) TYPE:

Oy TOPOLOGY: linear

TYPE: peptide

CESCRIPTION:

Ser Lys Lys
5
Phe Ile Ser

His Lys Met

30
Trp Ser Tyr
40

aminc acid

SEQ ID HNC:63:

Pre Pro Ser Tyr Thr Ala
10
Met Ser Glu Met Lys Gly

Glu Gly Met Leu Phe Gly
35
Gly Leu Arg Pro Gly
45

FOR SEQ ID NO:%4:

SEQUENCE CHARACTERISTICS:
31 aminoe acids

TYPE: peptide

DESCRIPTION:

Thr Glu Ile
5
Thr Val Leu

Leu Arg Pro

SEQ ID NO:64:

Arg Thr Val Ile Val Thr
10
Phe Gly Gly Glu His Trp
20
Gly
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(61) JP 3993387 B2

25 30

INFORMATION EFQR SEQ ID NO:65
{i}) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 27 amino acids
(B} TYPE: amino acid
(D) TOPOLOGY: linear
{ii) MOLECULE TYPE: peptide
{xi) SEQUENCE DESCRIPTION: SEQ ID ND:6%

Phe Phe Leu Leu Thr Arg Ile Leu Thr Ile Pro Gln

1 5 10

Ser Leu Asp Gly Gly Glu His Trp Ser Tyr Gly Leu
15 20

Arg Pro Gly

25

INFQORMATION FOR 3EDQ ID HC:66
(i) SZQUENCE CHARACTERISTICS:
(A) LENGTH: 320 amino acids
By TYPE: amino acid
(D) TOPCLOGY: linear
(11) MOLECULE TYPE: peptide
{®1i) SEQUENCE DESCRIPTICN: SEQ ID NO:66

Lys Lys Lys Leu Phe Leu Leu Thy Lys Leu Leu Thr

1 3 10

Leu Pro Gln Ser Leu Asp Gly Gly Glu His Trp Ser
15 29

Tyr Gly Leuv Arg Pro Gly

25 30

INFORMATICN FOR SEQ ID MNO:67
{1} SEQUENCE CHARACTERISTICS:
(A} LENGTH: 30 amino acids
(B} TYPE: aminoc acid
{C) TOPQLOGY: linear
(ii) MOLECULE TYPE: peptide
{x1) SEQUENCE DESCRIPTION: SEQ ID NO:&7

Arg Arg Arg Ile Lys Ile Ile Thr Arg Ile Ile Thr

2007.10.17
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(62) JP 3993387 B2

1 5 10

Ile Pro Leu Ser Ile Arg Gly Gly Glu His Trp Ser
15 20

Tyr Gly Leu Arg Pro Gly

25 30

INFORMATION FOR SEQ ID NO:68

{1) SEQUENCE CHARACTERISTICS:
{A) LENGTH: 30 amino acids
{B) TYPE: amino acid
{D) TOPOLOGY: linear

{ii) MOLECULL TYPE: peptide

{»3) SEQUENCE DESCRIPTICN: SEQ ID NO:68

W

Lys Lys Lys Val Arg Val va! Thr Lys Val val Thr
1 5 10

Val Pro Ile Ser Val Asp Gly Gly Glu His Trp Ser
15 20

Tyr Gly Leu Arg Pro Gly

25

INFCORMATION FOR SECQ ID NO:69
(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 30 amino acids
(B} TYPE: amino acid
(D} TOPOLOGY: linear
{ii}) MOLECULE TYPE: peptide
(xi) SEQUENCE DESCRIPTION: SEQ ID NOD:69

Lys Lys Lys Phe Phe Phe Phe Thr Lys Phe Phe Thr

1 5 10

Phe Pro Val Ser Phe Asp Gly Gly Glu His Trp Ser
15 20

Tyr Gly Leu Arg Pro Gly

25 30

(2} INFORMATION FOR SEQ ID KOQ:70

(i} SEQUENCE CHARACTERISTICS:
{A) LENGTH: 30 amino acids
(B) TYPE: amino acid
(D) TCPQOLOGY: linear

{ii) MOLECULE TYPE: peptide
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{»3i) SEQUENCE DESCRIPTION: SEQ ID NO:70

Lys Lys Lys Leu Phe Leu Leu Thr Lys Leu Leu Thr

1 5 10

Leu Prc Phe Ser Lew Asp Gly Gly Glu His Trp Ser
15 20

Tyr Gly Leu Arg Pro Gly

25 30

INFCRMATICN FOR SEQ ID NC:71:

(1} SEQUENCE CHARACTERISTICS:
(A} LENGTH: 30 amino acids
(B} TYPE: amino acid
(D} TOPOLOGY: linear

{1i) MOLECULE TYPE: peptide

{xi} SEQUENCE DESCRIPTION: SEZ 1D NO:71:

Lys Lys Lys Ils Tle Thr Iiz Tnr Arg lie Ile Thr

2 2 10

Ile Ile Thr Thr Ile Asp Gly Cly Glu His Trp Ser
15 20

Tyr Gly Leu Arg Pro Gly

25 30

INFORMATION FOR SEQ ID NO:72:
(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 29 amino acids
(B) TYPE: amino acid
(D) TOPOLOGY: linear
{ii) MOLECULE TYPE: peptide
{x1) SEQUENCE DESCRIPTION: SEQ ID NO:72:

Lys Lys Lys Ile Ile Thr lle Thr Arg Ile Ile Thr

1 3 10

Ile Ile Thr Thr Ile Gly Glv Glu His Trp Ser Tyr
15 20

Gly Leu Arg Pro Gly

25

INFORMATIGN FOR SEQ ID NO:73:

{1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 30 amino acids
(B) TYPE: amino acid
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(64)

{D) TOPOLOGY: linear

(i1) MOLECULE TYFE: peptide

JP 3993387 B2 2007.10.17

(#1) SEQUENCE DESCRIPTICN: SEQ ID NO:73:

Lys Lys Lys Met Mzt Thr Met Thr

1 5

Met Ile Thr Thr Ile Asp Gly Gly
15 20

Tyr Gly Leu Arg Pro Gly

25 30
INFORMATION FOR SEQ ID NO:74:
{1} SEQUENCE CHARACTERISTICS:

(A} LENGTH: 2B amino acids
(B} TYPE: amino acid
(D) TOPOLOGY: linear

{ii) MOLECULE TYPE: peptide

Arg Met Ile Thr
1C
Glu His Trp Ser

(x1) SEQUENCE DESCRIPTION: SEQ ID NO:74:

Phe Ile Thr Met Asp Thr Lys Phe Leu Leu Ala Ser

1 5
Thr His Il
15 20
Leu Arg Pro Gly
25

INFORMATION FCR SEQ ID NO:75:

(1} SEQUENCE CHARACTERISTICS:
(A) LENGTH: 46 aminc acids
(B) TYPE: amino acid
{D) TCPOLOGY: linear

(ii) MOLECULE TYPE: peptide
{xi1) SEQUENCE DESCRIPTICN: SEQ ID

Thr Ala Lys Ser Lys Lys Phe Pro

1 5

Thr Tyr Gln Phe Gly Gly Phe Ile
15 20

Lys Phe Leu Leu Ala Ser Thr His

23 30

Glu His Trp Ser Tyr Gly Leu Arg

40

1C

e Leu Gly Gly Glu His Trp Ser Tyr Gly

NO:75:

Ser Tyr Thr Ala
10
Thr Met Asp Thr

Ile Leu Gly Gly
35

Pro Gly

45
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INFORMATION FCR SEQ ID NO:76:
(i) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 31 amino acics
[B) TYPE: amino acid
{0} TOPOLOGY: linear
{ii) MOLECULE TYPE: peptide
(xi} SEQUENCEZ DESCRIPTION: S5EQ ID NO:76:

Lys Lys Lys Phe Ile Thr Met Asp Thr Lys Phe Leu

1 B 5 10

Leu Ala 3Ser Thr His Ile Leu Gly Gly Glu His Trp
15 20

Ser Tyr Gly Leu Arg PFro Gly

25 30

INFQRMATICON FOR SEQ ID NC:77:
{1} SEQUENCE CHARACTERISTICS:
(A} LENGTH: 10 aminc acids
{B) TYPE: aming acid
(D)} TOPOLDGY: linear
{ii) MOLECULE TYPE: peptide
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:77:
Glu His Trp Ser Tyr Gly Leu Arg Fro Gly
1 5 10
INFORMATION FOR SEQ ID NO:78:
(i} SEQUENCE CEARACTERISTICS:
(A} LENGTH: 16 amino acids
(B) TYPE: amino acid
(D} TOPOLOGY: linear
{ii) MOLECULE TYPE: peptide
{x1) SEQUENCE DESCRIPTION: SEQ ID NC:78:
Thr Ala Lys Ser Lys Lys Phe Proc Ser Tyr Thr Ala
1 5 10

Thr Tyr Gln Phe
15

INFORMATION FOR SEQ ID NO:79:
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(i) SEQUENCE CHARACTERISTICS:
{A) LENGTH: 6 aminc acids
(3) TYPZ: amino acid
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: peptide
(x1) SEQUENCE DESCRIPTICN: SEQ ID NO:79:
Pro Proc Xaa Pro Xaa Pro
1 5
INFORMATICN FOR SEQ ID NO:80:
(1) SEQUENCE CHARARCTERISTICS:
(A) LENGTH: 14 amino acids
(BY TYPE: amino acid
{D} TOPOLCGY: linear
{ii) MOLZCULE TYPE: peptide
{xi) SEQUENCE DESCRIPTION: SEQ 1D NO:B80:
Ala Gly Cys Lys Asn Phe Phe Trp Lys Thr Phe Thr
1 3 id
S5er Cys
INFORMATION FOR SEQ ID NO:81:
{1) SEQUENCE CHEARACTERISTICS:
{A) LENGTH: 31 amino acids
(B) TYPE: aminc acid
(D} TOPOLOGY: linear
{ii) MOLECULE TYPE: peptide
{xi) SEQUENCE DESCRIPTION: SEQ ID NQ:81:

Ile Ser Glu Ile Lys Gly val Ile Val His Lys Ile

1 5 10

Glu Gly Ile Gly Gly Ala Gly Cys Lys Asn Fhe Phe
15 20

Trp Lys Thr Phe Thr Ser Cys

25 30

(2) INFORMATION FOR SEQ ID NO:82Z2:

(i) SEQUENCE CHARACTERISTICS:
(R} LENGTH: 31 aminoc acids
{(B) TYPE: amino acid

oboooad
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(iiy MOLECULE
(xi) SEQUENCE
Met Thr Glu
1
Glu Thr Met
15

Trp Lys Thr
25

{(By TYPE:

(1i) MOLECULE
{®x1) SEQUENCE

Leu Ser Glu

1

Glu Gly val
135

Trp Lys Thr

25

(B TYPE:

{ii) MOLECULE
(x1) SEQUENCE

Ala Gly Cys
1
Ser Cys Gly
15
. Val His Lys
25
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(DY TOPOLOGY: linear

TYPE: pepti

DESCRIPTICN:

Ile Arg Thr
5
Gly Gly Ala

Phe Thr Ser
30

(2) INFORMATICN FCR SEQ ID NG

amino acid

{C) TCPCLOGY: linear

TYPE: pepti

CESCRIPTION:

Ile Lys Gly
5
Gly Gly Ala

Phe Thr Ser
30

amino acid

(D) TOPOLOGY: linear

TYPFE: pepti

DESCRIPTION:

Lys Asn Fhe
5
Gly Ile Ser

Ile Glu Gly
30

(2) INFORMATION FCR SEC ID NO:

(67) JP 3993387 B2 2007.10.

de
SEQ ID NO:BZ:

val Ile Yal Thr Arg Met

(i} SEQUENCE CHARACZTERISTICS:
{&} LENGTH: 31 amino

10
Gly Cys Lys Esn Phe Phe
20
Cys
:83:
acids
de
o ID MO:B:
Val Ilz Vsl Kis Lys Leu
10
Gly Cvs Lys 5sn Phe Phe
20

(2) INFORMATION FOR SEQ ID HNO:84:

{i) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 31 amino

acids

de
SEQ ID NO:84:

Phe Trp Lys Thxr Phe Thr

10 :
Glu Ile Lys Gly Val Ile
20,
Ile
B%S
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(i)
(A)
(B)
(D)

LENGTH:
TYPE: amino acid
TOPCLOGY: linear

(ii) MQOLECULE

{xi) SEQUENCE
Ala Gly Cys Lys Asn Phe
.

ger Cys Gly Gly ;et Thr
Vzl Thr ;ig Met Gly Thr
25 30

(2)

(1)
(A}
{8}

(D}

LENGTH: 31
TYPE: amino acid
TOPCLOGY: linear
MOLECULE

(ii) TYPE:

{xi} SEQUENCE

2la Gly Cys Lys 2&sn Phe

1 5 '

Ser Cys Gly Gly Leu Ser
15

Val His Lys Leu Glu Gly

25 30

(2} INFORMATION
(1)
{A) LENGTH:

Lys Lys Lys Ile Ile Thr

1 5

Ile Ile Thr Thr Ile Asp
15

&sn Phe Phe Trp Lys Thr

25 30
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CESCRIPTIGN:

INFORMATICON FCR SEQ ID NO:

DESCRIPTION:

(68) JP 3993387 B2 2007.10.17

SEQUENCE CHARACTERISTICS:
31 amino acids

TYPE: peptide

SEQ ID NO:85:

Phe Trp Lys Thr Phe Thr
19
Glu Ile Arg Thr Val Ile
20
Met

86:

SEQUENCE CHARACTERISTICS:
amino acids

peptide

S5EQ ID NC:86:
Phe Trp Lys Thr Phe Thr
10
Glu Ile Lys Gly Val Ile
20
Val

FOR SEQ ID NG:87:

SEQUENCE CHARACTERISTICS:
34 amino acids

{B} TYPE: amino acid
[D) TOPOLOGY: linear
{ii) MOLECULE TYPE: peptide
{xi) SEQUENCE DESCRIPTION: SEQ ID NO:87:

Ile Thr Arg Ile Ile Thr
10

Gly Gly Ala Gily Cys Lys
20

Phe Thr Ser Cys
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(69)

(2) INFORMATION FOR SEQ ID NO:B8:

{i) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 30 amino acids
(B) TYPE: amineg acid
(D} TOPCLOGY: linear

(ii) MOLECULE TYPE: peptide

JP 3993387 B2 2007.10.17

Lys
?he

Ala
35
Cys

Ile
Leu

Asp

(ki) SEQUENCE DESCRIPTION: SEQ ID NO:88:
Cys Asn Gln Gly Ser Phe Leu Thr Lys Gly Pro Ser
1 5 10
Lys Leu Asn Asp Arg Ala Asp Ser Arg ARrg Ser Leu
15 20
Trp Asp Gln CGly Asn Cys
25 30
{2) INFORMATION FOR SEQ ID NO:89:
(1) SEQUENCE CHARACTERISTICS:
{AR) LENGTH: 47 amino acids
(B} TYPE: amino acid
(D) TOPCLOGY: linear
(ii) MOLECULE TYPE: peptide
(xi) SEQUENCE DESCRIPTION: SEQ 1D N2:8%:
Ile Ser Glu Ile Lys Gly Vel Ile Val His
1 5 10
Glu Gly Ile Gly Gly Cys Asn Gln Gly Ser
15 20
Thr Lys Gly Pro Ser Lys Leu Asn Asp Arg
25 30
Ser Arg Arg Ser Leu Trp Asp Gin Gly Asn
40 45

(2} INFORMATION FOR SEQ ID NO:%0:

(1)
LENGTH: 47 amino acids
TYPE: amino acid

SEQUENCE CHARACTERISTICS:
(A)
(2}
(D) TOPOLOGY: linear

{1ii) MOLECULE TYPE: peptide

(i)} SECUENCE DESCRIPTION: SEQ ID NO:90:
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Met Thr Glu Ile Arg Thr Val Ile Val Thr Arg Met

Glu Thr Met Gly Gly Cys Asn Gln Gly Ser Phe Leu
15 20
Thr Lys Gly Pro Ser Lys Leu Asn Asp Arg BAla Asp
25 30 35
Ser Arg Arg Ser Leu Trp Asp Gln Gly Asn Cys
49 ' 45

{2) INFORMATION FOR SEQ ID NO:91:

(i) SEQUENCE CEARACZTERISTICS:
(A) LENGTH: 47 amino acids
(BY TYPE: amino acid
(D) TOPOLOGY: linear

{ii} MOLECULE TYPE: peptide
(xi}) SEQUENCII DESCRIPTICN: SEQ ID NG:91:
Leu Ser Glu Tle Lys Gly Val ile val His Lys Leu

1 5 15

Glu Gly Val Giy Gly Cys Asn Phe Leu

fa
o

e A
n O

3

o

—

el

ur

1]

h

Thr Lys Gly Pro 3er Lys Leu n Asp Arg Ala Asp
25 30 35
Ser Brg Arg Ser Leu Trp Asp Gln Gly Asn Cys

40

(2) INFORMATICON FOR SEQ ID NO:9Z:
(1) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 25 amino acids
{BY TYPE: amino acid
{D} TCORPQLOGY: linear
{ii) MOLECULE TVYPL: peptide
{xi) SEQUENCE DESCRIPTIOW: SEQ ID NO:92:

Cys Gly Glu Thr Tyr CGln Ser Arg Val Thr His Pro

i 5 10

His Leu Pro Arg Ala Leu Met Arg Ser Thr Thr Lys
15 20

Cys

25

(2) INFORMATION FOR SEQ ID NC:93:

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 46 amino acids

O
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{B) TYPE:

{D) TOPOLOGY:

{ii}) MOLECULE

(71)

amino acid
linear

TYPE: peptide

NO:93:

(xi) SEQUENCE DESCRIPTION: SEQ ID
Ile Ser Ile Ser Glu Ile Lys Gly Val Ile Val His
1 5 10
Lys Ile Glu Gly Ile Leu Phe Gly Gly Cys Gly Glu
1 20
Thr Tyr Glp Ser Arg Val Thr His Pro His Leu Pro
25 30 35
&rg Ala Leu Met Arg Ser Thr Thr Lys Cys
40 4
{2) INFORMATION FOR SEQ ID NO:%4:
(i} SEQUENCE CHARACTERISTICS:
(A} LENGTH: 46 aminoc acids
(B) TYPE: amino acid
(D) TOPOLOGY: linear
(ii) MCLECULE TYPE: peptide
(#1i) SEQUENCE DESCRIPTION: SIZ0 T2 HO:24:
Ile Ser Ile Thr Glu Ile Arg Trnr Val Iie VvVal Thr
1 5 10
Arg Ile Glu Thr Ile Leu Phe Gly Gly Cys Gly Glu
15 2C
Thr Tyr Gln Ser Arg Val Thr His Pro His Leu Pro
25 30 33
Arg Ala Leu Met Arg Ser Thr Thr Lys Cys
40 45
{2} INFORMATICN FOR SEQ ID NO:%5:
{1) SEQUEMCE CHARACTERISTICS:
(h) LENGTH: 42 amino acids
{B) TYPE: amino acid
{0} TOPOLOGY: linear
{ii)y MOLECULE TYPE: peptide
{xi) SEQUENCE DESCRIPTION: SEQ ID NO:95:
Ile Ser Glu Ile Lys Gly Val Ile Val His Lys Ile
1 5 10
Giu Gly Ile Gly Gly Cys Gly Glu Thr Tyr Gln Serx

15

ooon

20

JP 3993387 B2 2007.10.
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(72)

25 30
arg Ser Thr Thr Lys Cys
40

(2) INFORMATION FOR SEQ ID NO:9%:

(i) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 42 amino acids
(B} TYPE: amino acid
{D) TOPOLOGY: linear

(i1} MOLECULE TYPE: peptids
{xi) SEQUENCE DESCRIPTION: SEQ ID

Met Thr Glu Ile Arg Thr Val Ile
1 5

Glu Thr Met Gly Gly Cys Gly Glu

15 20

Arg Val Thr His Pro His Leu Pro
25 30

Arg Ser Thr Thr Lys Cvys

40

(2} INFORMATION FOR S5EQ ID NO:97:

(1) SEQUENCEZ CHARACTERISTICS:
(A) LENGTH: 42 amino acids
{B) TYPE: aminc acid
(D) TCOPQLOGY: linear

(ii) MOLECULE TYPE: peptids

{xi) SEQUENCE DESCRIPTION: SEQ ID

1
Glu Gly Val Gly Gly Cys Gly Gly

15 20
Arg Val Thr His Pro His Leu Pro
25 30

Arg Ser Thr Thr Lys Cys

Leu Ser Glu Iie Lys-Gly Val Ile
5

S |
o

(2) INFORMATICN FOR SEQ ID NO:%§:

(i) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 45 aminc acids
(B) TYPE: amino acid

[ T e T e T e Y e B e
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Arg Val Thr His Pro His Leu Pro Arg Ala Leu Met

35

NO:S6:

Val Thr Arg Met
10
Thr Tyr Gln Ser

Arg Ala Leu Met
33

NC:97:

Val His Lys Leu
10
Thr Tyr Gln Ser

Arg Ala Leu Met
35

B2 2007.10.17
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(D) TCOPOLQGY: linear

(ii) MOLECULE TYPE: peptide

(xi) SEQUENCE DESCRIPTICN: SEQ ID NO:98:
Lys Lys Lys Ile Ile Thr Ile Thr Arg Ile Ile Thr
1 5 10
Ile Ile Thr Thr Ile Asp Gly Gly Cys Gly Glu Thr
15 20
Tyr Gln Ser Arg Val Thr His Pro His Leu Pro Arg
25 ) 30 35
Ala Leu Met Arg Ser Thr Thr Lys Cys
40 45
INFORMATION FOR SEQ ID NQG:99:
(i} SEQUENCE CHARACTERISTICS:
(A} LENGTH: 83 aminc acids
(B) TYPr: aming azgid
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: peptide
(x1) SEQUENCE DESCRIPTION: SEQ ID N0:39:
Thr Ala Lys Ser Lys Lys Phe Pro Ser Tyr Thr Ala
1 5 10
Thr Tyr Gln Pne Gly Gly Lys Lys Lys Ile Ile Thr
15 20
Ile Tnr Arg Ile Ile Thr Ile Ile Thr Thr Ile Asp
25 30 35
Gly Gly Cys Gly Glu Thr Tyr Gln Ser Arg Val Thr
40 45
His Pro His Leu Pro Arg 2la Leu Met Arg Ser Thr
50 a5 &0
Thr Lys Cys

INFORMATION FOR SEQ ID NQ:100:

{1} SEQUENCE CHARACTERISTICS:
(A) LENGTH: 38 amino acids
(B} TYPE: amino acid
(D} TOPOLOGY: linear

(i1} MOLECULE TYPE: peptide

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:100:

Arg His Lys Gln Lys Ile Val Rla Pro Val Lys Gln
1 ) 10

2007.10.17
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(74)

Thr Leu Pro Pro Ser Val Pro Asn Leu Arg Gly Asp

15

20

JP 3993387 B2 2007.10.17

Leu Gln Val Leu Ala Gln Lys Val Ala Arg Thr Pro

25 30
Cys Gly

INFORMATION QR SEQ ID NQ:101:

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: ¢ aminoc acids
(B) TYPE: amino acid

(D) TOPCLOGY: linear

{ii) MOLECULE TYPE: peptide

(i) SEQUENCE DESCRIPTICN: SEQ 1D

Lys Lys Lys Ile Ile Thr ile
1 5

Ile Ile Thr Thr Iles Asp Gly

15

Glu Asn Ala Val Thr Asn Val
25 30

Val Leu Ala Gln Lys Ala Ala

40
Ser Phe Asn Tyr Gly Ala Ile
50 55

INFORMATICN FOR SEQ ID NO:102

(1) SEQUINCE CHARACTERISTICS:
(A) LENGTH: 72 aminc acids
(B) TYPE: amino acid
(D) TOPOLOGY: linear

{i1) MOLECULE TYPE: peptide
{x1) SEQUENCE DESCRIPTION: SEQ

Thr Ala Lys Ser Lys Lys Phe
1 5

Thr Tyr Gln Phe Gly Gly Lys

13

Ile Thr Arg Ile Ile Thr Ile
25 30

Gly Gly Cys Thr Tyr Gly Thr

40
Gly Asp Met Ala Ala Leu Ala
50 55

Cys Leu Proc Thr Ser Phe Asn

Thr

Gly
20

iy
Pro
Lys
20
Ile

Gln

Tyr

MNO:101:

Rrg

Ile
i0

Lys
Asp

L=u

NO:102

Lys
Thr
Bro
£5

Arg

Gly

10
Ile

Thr

Ser

Leu

Ala
70

35

Leu

Prd

Thr
Ile
Ile
35

Arg

Ser

Val

Thr
Gly
Gln

Thr

Ala
Thr
Asp
Arg
Arg

60
Lys
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(2} INFORMATION FOR SEQ ID NO:103

(i) SEGUENCE CHARACTERISTICS:
(AR) LENGTH: 4 aminco acids
{B) TYPE: amino acid
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: peptide

{xi1) SEQUENCE DESCRIPTION: SEQ ID NO:103
Asn Ala Asn Pro
1

(2} INFORMATION FOR SEQ ID NO:104

(1) SEQUENCE CHARACTERISTICS:
{A) LENGTH: 36 amino acids
(BY TYPE; amino acid
{0y TCPOLCGY: linear

{ii) MOLECULE TYPE: peptide
{xi) SEQUENCE DESCRIPTION: SEQ 1L nNO:1GY

Ila Ser Ile Ser Glu Ile Lys Ciy Val Ile

1 5 10

Lys Ile Glu Gly Ile Lec Phe Lys Asn Ala
15 20

Asn Ala Asn Pro Asn Ala Asr Pro 2&sn Ala

25 30

{2) INFORMATION FCR SEQ ID ND:105%

{i} SEQUENCE CHARACTERISTICS:
(A) LENGTH: 36 amino acids
(B) TYPE: amino acid
(D) TOPOLOGY: linear

{ii) MOLECULE TYPE: peptide
{xi} SEQUENCE DESCRIPTION: SEQ ID NO:105

Ile Ser Ile Thr Glu Ile Arg Thr Vval Ile

1 . 3 10

Arg Ile Glu Thr Ile Leu Phe Lys Asn Ala
15 20

Asn Ala Asn Pro Asn Rla Asn Pro Asn Ala

25 30

ooooagd

JP 3993387

Asn Pro

Asn Pro
35

val Thr
Asn Pro

Asn Pro
35

B2 2007.10.17
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(2)

{2)

{2)

(76) JP 3993387

INFCRMATION FOR SEQ ID NO:106
{i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 26 amino acids
(B) TYPE: amino acid
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: peptide
{xi) SEZQUENCE DESCRIPTION: SEQ ID ND:106

Arg Asp Gly Phe Leu Leu Leu Gln Met Asp Phe Gly

1 5 10

Phe Pro Glu His Leu Leu Val Asp Phe Leu Gln Ser
15 20

Leu Ser

25

INFGRMATION FOR SEQ ID NO:107

(1) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 16 amino acids
(By TYPE: amino acid
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: peptide
(xi) SEQUENCE DESCRIPTION: SEQ ID NC:107

Phe Gly Phe Pro Glu His Leu Leu Val Asp Phes Leu
1 5 1¢
Gln Ser lLeu Ser

13

INFORMATION FOR SEQ ID NO:108

{i) SEQUENCE CHARACTERISTICS:
{A) LENGTH: 16 amingc acids
(B) TYPE: amino acid
(D) TCEOLOGY: linear

{1i) MOLECULE TYPE: peptide

{xi} SEQUENCE DESCRIPTICN: SEQ ID NO:108
Phe Gly Phe Pro Lys His Leu Leu Val Asp Phe Leu
1 5 10

Gln Ser Leu Ser
15

ooooagd
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{2y INFORMATION FOR SEQ ID NO:109
(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 26 amino acids
(B) TYPE: amingc acid
(D) TOPOLOGY: linear
(ii) MOLECULE TYPE: peptide
(xi) SEQUEMNCE DESCRIPTION: SEQ ID NO:109

Leu Asp Gly Cys Leu Leu Leu Gln Met Asp Phe Gly

1 5 10

Phe Pro Lys His Leu Leu Val Asp Phe Leu Gln Ser
15 20

l.eun Ser

25

(2) INFORMATIOW FCR SEQ ID NO:110

(i} SEQUENCE CHARACTERISTICS:
(A) LENGTH: 46 aming acids
{(B) TYPE: amino acid
(D) TOPOLOGY: linear

{ii) MOLECULE TYPE: peptide
(xi) SEQUENCE DESCRIPTION: SEQ ID NO:110

Ile Ser Ile Ser Glu Ile Lys Gly Vval Ile Val His
M 5 10

lys Ile Glu Gly Ile Leu Phe Lys Arg Asp Gly Phe

15 20

Leu Leu Leu Gln Met Asp Phe Gly Phe Pro Glu His
25 30 35

Leu Leu Val Asp Phe Leu Gln Ser Leu Ser

40 45

{(Z2) INFCEMATION FOR SEQ ID NO:111
{i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 46 amino acids
(B) TYPE: amino acid
(D} TOPOLOGY: linear
{ii) MOLECULE TYPE: peptide
{x1} SEQUENCE DESCRIPTICN: SEQ ID NO:111

Ile Ser Ile Thr Glu Ile Arg Thr Val Ile Val Thr
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(78)

1 5
15
25 30

40

[2) INFORMATION FCR SEQ ID NO:112
{i) SEQUENCE CHARACTERISTICS:

(B) TYPE: amino acid
{D) TOPOLOGY: linear

(ii1) MOLECULE TYPEZ: peptide

Ile Ser Ile Ser Glu Ile Lys

1 5

Lys Ile Glu Gly Ile Leu Fhe
15

Glu His Leu Leu Val Asp Fhe

25 30

(2) INFORMATIOW FOR SEQ ID NO:113
{i) SEQUENCE CHARACTERISTICS:
(A} LEMGTH: 36 amino acids
(B} TYPE: amino acid

(D} TOPOLOGY: linear

(ii) MOLECULE TYPE: peptide

&1

Ile Ser Ile Thr Glu Ile Arg

1 5

Arg Ile Glu Thr Iie Leu Fhe
15

Glu His Leu Leu Val Asp Phe

25 30

{2) INFORMATION FOR SEQ ID NC:114

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 35 amino acids
{B) TYPE: amino acid
{D) TOPCLOGY: linear

[ T e T e T e Y e B e
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(A) LENGTH: 36 amino acids

{xi) SEQUENCE DESCRIPTION: SED ID

Gly

Lys
20

—

Leu

(i) SEQUENCE DESCRIPTION: SEQ ID

Thr

Lys
20
Leu

10

Leu Leu Val Asp Phe Leu Gln Ser Leu Ser

45

NO:113

Val Ile
10

Phe CGly

Gln Ser

JP 3993387 B2 2007.10.

Arg Ile Glu Thr Ile Leu Phe Lys Arg Asp Gly Phe

Leu Leu Leu Gln Met Asp Phe Gly Phe Pro Glu His

35

Val His

Phe Pro

Leu Ser
35

Val Thr

Fhe Pro

Leu Ser
35
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(ii)

{=i}

INFCRMATION

(1)

(ii)

(X1}

INFORMATION

{i)

(xi)

MOLECULE
SEQUENCE

Lys Lys Lys

1

Ile Ile Thr
15

His Leu Leu

25

SEQUENCE
(&)
(B}
(D)

TYPE:

MOLECULE
SEQUENCE
Ile Ser Leu
1

Arg Leu Glu
15
Glu His Leu
25

(A)
(B)
(B)

TYPE:

(1i) MOLECULE

SEQUENCE
Ile Ser Ile
1

Lys Ile Glu

15
Lys His Leu

25

INFORMATION FOR SEQ

TCPOLCGY :

TCPOLOGY :

(79)

TYPE: peptide

DESCRIPTION: SEQ ID
Ile
5 .
Thr Ile Asp Lys Phe
20

val
30

FOR SEQ ID NO:115

CHARACTERISTICS:
LENGTH:

36 amine acids
amino acid
linear

TYPE: peptide

CESCRIPTION:

SES

o
~
0
]
T

Thr Glu Ile
5

Thr Val Leu Phe

rJt
e

sl
=
I
-
152

Leu Val

FCR SEQ ID NO:116

SEQUENCE CHARACTERISTICS:
LENGTH:

36 amine acids
amino acid
linear

TYPE: peptide
DESCRIPTION: SEQ T
Ser Glu Ile

3
Gly Ile Leu

Lys Gl

Phe Ly
20
Leu Val Asp Phe Le

30

ID NC:

Asp Phe Leu Gln

LR

N

D

Y

3

Y

NO:114
10
Gly Phe

Ser Leu

NO:116

Val Ile
10
Phe Gly

Gln Ser

JP 3993387 B2 2007.10.

Ile Thr Ile Thr Arg Ile Ile Thr

Pro Glu

Ser
35

Vzl Thr

Phe Pro

Leu Ser

5
pl

Val His

Phe Pro

Leu Ser
35
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(2}

{2}

(1)

(A} LENGTH: 36 amino acids
(B8} TYPE: aminc acid
(D} TOPOLCGY: linear
{ii) MOLECULE TYPE: peptide
{xi} SEQUENCE DESCRIPTION: SEQ ID
Ile Ser Ile Thr Glu Ile Zrg Thr
1 5
Arg Ile Glu Thr Ile Leu Phe Lys
157 20
Lys His Leu Leu Val Asp Phe Leu

25

30

(80)

SEQUENCE CHARACTERISTICS:

INFORMATICON EOR SEQ ID NO:118B

(1} SEQUENCE CHARACTERISTICS:

{&)

(B}

TYPE:

(D) TOPOLOGY:

{1i) MOLECYLE

{x1) SEQUENCE

Ile
1

Ser Ile

Ile Glu
15

Leu

Lys

Leu Leu

25

Leu Leu Val

LENGTH:

amino acid
linear

TYPZ:

CESCRIPTION:

Glu Ile
5

Ser

Gly Ile Leu

Gln Met Asp

30
Asp Phe Leu
40

46 amina acids

peptide

SEQ 1D

Lys

Phe
Phe

Gln

INFORMATION FOR SEQ ID NO:i19

(1)

SEQUENCE CHARACTERISTICS:

Gly

Lys
20

Gly !

Ser

(R} LENGTH: 46 aminc acids
(B) TYPE: amino acid
() TOPOLCGY: linear
(ii} MOLECULE TYPE: peptide
{xi) SEQUEKCE DESCRIPTICN: SEQ IS

TIle Ser Ile
1
Arg Ile Glu

oooood

Thr Glu Ile Arg Thr

5

Thr Ile Leu Phe Lys

JP 3993387 B2 2007.10.

ND:117
Val Ile Val Thr
10
Pne Gly Phe Pro
Gln Ser Leu Ser
35
WC:118
Val Ile Val His
10
Leu Asp Gly Cys
Phe Pro Lys His
35
Leu Ser
45
NO:119
Val Ile Val Thr
10

Leu Asp Gly Cys

17
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(81)

15
Leu Leu Leu
25
Leu

Gln Met Asp Phe
30

Asp Phe Leu Gln

40

Leu Val

{i) SEQUENCE CHARACTERISTICS:
(A} LENGTH:
(B} TYPE: aminc acid
(D} TCPOLOGY: linsar

(ii) MOLECULE TYPE: peptide

{x»1) SEQUENCE DESCRIPTION:
Ile Ser Ile Ser Glu Ile Lys
1 5
Lys Ile Glu Gly Ile
15

His Trp

Leu Phe

Glu Ser Tyr Gly

30

{2) INFORMATION FOR SEQ ID NQ:121:

(1) SEQUENCE CHARACTERISTICS:
(&) LENGTH:
{(B) TYPE: amino acid
(D) TOPOLOGY: linear

(ii) MOLECULE

TYPE: peptide

{x1) SEQUENCE DESCRIPTION:

Ile Ser Ile Tnr Glu

1 5

Arg Ile Glu Thr Ile
15

His

Ile

Leu

Pro
25

Trp Ser Tyr

30

(2) IKFORMATICN FOR SEQ ID NO:122:

(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 34 amino acids
(B) TYPE: aminc acid
{D) TOPOLCGY: linear

(ii) MOLECULE TYPE: peptide

[ T e T e T e Y e B e
—m —/m —m A /@ @ @ @ @ @A @ ™@ ™@ ™@ ™@ @ @ & s & & & & /& & /s /s /s /s /s o/ /1

O

oooood

35 amino acids

S5EQ

20
Gly Phe Pro Lys His
35
Ser Leu Ser
45

(2} INFORMATION FOR SEQ ID NO:120:

35 amino acids

SEQ ID NC:120:

Gly Val

O Pro Xaza Pro Xaa

Qo

= roorg

M
=)

D 121

Thr Val Ile val Thr
10

Pre Pro Xaa Pro Xaa

20

Leu Arg Pro Gly

35

JP 3993387 B2 2007.10.
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(82) JP 3993387

{xi) SEQUENCE DESCRIPTION: SEQ ID NO:122:

Lys Lys Lys Ile Ile Thr Ile Thr Arg Ile Ile Thr

1 & : 10

Ile Ile Thr Thr Ile Asp Pro Pro Xaa Pro ¥aa Pro
15 20

Glu His Trp Ser Tyr Gly Leu Arg Pro Gly

25 30

INFORMATION FOR SEC ID NC:123:

{1) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 12 amino acids
(B) TYPE: aminc acid
(B} TOPOLOGY: linear

{ii) MOLECULE TYPE: peptide
(xi} SEQUENCE DESCRIPTION: SEQ ID NO:123:

Ile Ser Leu Thr Glu Ile Rrg Thr WVal Ile Vail Thr
1 5 10 '
Arg Leu Glu Thr Val Leu Phe

15

INFORMATION FOR 5EQ ID NO:124:

{i) SEQUENCE CHARACTERISTICS:
{(A) LENGTH: 19 amine acids
(B) TYPE: amino acid
(D} TOPOQLOGY: linear

(i1} MOLECULE TYPE: peptide
(xi) SEQUENCE DESCRIPTICN: SEQ ID NO:124:
Ile Zer 1le Thr Glu Ile Arg Thr Val Ile Val Thr
1 5 16
Arg Ile Glu Thr Iie Leu Phe
15
INFORMATION FOR SEQ ID NG:125:
(1} SEQUENCE CHARACTERISTICS:
(A) LENGTH: 31 amino acids
(BY TYPEZ: amine acid

(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: peptide

oboooad

B2 2007.10.17
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(83)
(xi) SEQUENCE DESCRIPTION: SEQ ID

1 5

Asn Thr Arg Lys Ser Ile Arg Iile
15 20

Ala Phe Tyr Ala Thr Gly Asp

25 30

{2) INFORMATION FOR SEQ ID NQ:1Z6:

(1) SEQUENCE CHARACTERISTICS:
(A)Y LENGTH: 51 amino acids
(B) TYPE: amino acid
(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: peptide

{ixy FEATURE:
(A) NAME/XEY: Modified site
(B) LCCATION: 22
(C) OTHER INFORMATION: /note=

{x1} SEQUENCE DESCRIPTION: SZQ ID

Ile Ser Ils Ser Glu Ile Lys Cly

1 5 ‘

Lys Ile Glu Gly IZIle Leu Ph2 Xasz
15 20

Ile Asn Cys Thr Arg Pro Asn Asn

25 30

Ser Ile Axrg Ile Gly Pro Gly Gin

Thr Gly Asp
50

{2) INFCRMATION FOR SEQ ID NO:127:

(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 51 amino acids
(8) TYPE: amino acid
(D) TOPQLOGY: linear

(ii} MOLECULE TYPE: peptide
(ix} FEATURE:

{A) NAME/KEY: Modified site
{(BY LOCATION: 22

/ — —m ~— ~— @ @ @ @ @ @ @ @ @A @ & & & /& /& /& /&, /s /&, M/, M/ M/ /e /e /e /e /e e /e e e e e e

[

oboooad

{C) OTHER INFORMATICHN: /notes=

JP 3993387

NO:125:

Glu Ser Val Glu Ile Asn Cys Thr Arg Pro Asn Asn

10
Gly Pro Gly Gln

" :Q“NJ Lysu

NO:126:

Val Ile Val His
10

Glu Ser vVal Glu

Asn Thr Arg Lys

Ala Phe Tyr Ala
48

" (e—N)LyS"

B2 2007.10.
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(2)

(2)

goboogan

(xi)
Tle

Arg

(84) JP 3993387 B2 2007

SEQUENCE DESCRIPTICN: SEQ ID NC:127:

Ser Ile Thr Glu Ile Arg Thxr Vzl Ile Val Thr
5 10
Ile Glu Thr Ile Leu Phe Xaa Glu Ser Val Glu
15 20
Zsn Cys Thr Arqg Pro Asn Asn Asn Thr Arg Lys
30 35
ile Arg Ile Gly Pro Giy Gln ARla Phe Tyr Ala
4G 48

Gly Asp

50

INFORMATION TOR SEQ ID NO:128:

(i) SEQUENCE CHARACTERISTICS:

{

{

{
(11)

(ix)

A} LENGTH: 51 amino acids
B} TYPE: amino acid

D) TOPOLCGY: linearx
MOLECULE TYPE: peptide

FZATURE:

{A) NAME/KEY: Modified site
(B) LOCATION: 20
(C) OTHER INFORMATION: /note= "{e-N)Lys"

(x1)

Tie Ser Leu Thr Glu Ile Arg Thr Val Ile Val

1

SEQUENCE DESCRIPTION: SEQ ID NO:1Z28:

-3
=g
L3

5 10

Arg Leu Gilu Thr Val Leu Phe Xaa Glu Ser val Glu

15 20

Ile 2sn Cys Thr Arg Pro Asn Asn Asn Thr Arg Lys

25

30 33

Ser Ile Arg Ile Gly Pro Gly Gln Ala Phe Tyr Ala

40 48

Thr Gly Asp

S0

INFORMATION FOR SEQ ID NO:129:

{1) SEQUENCE CHARACTERISTICS:

(i1}

(1x}

(A) LENGTH: 51 amino acids
(B) TYPE: amino acid
(D) TOPCLOGY: linear

MOLECULE TYPE: peptide

FEATURE:
{&) NAME/KEY: Modified site

.10.17

10

20

30

40



(B)
(C)

(=i}

Thr

{(2) INFORMATION FOR SEQ ID NO:130:

OTHER

SEQUENCE

S
H
]

Asn
Ile

Gly
50

Ile

Glu

-
FS

Cys

Arg

(85)

LOCATION: 20

INFORMATION: /notes

DESCRIPTICN: SEQ IO

Th

a1

Glu Ile Arg
5

Thr val Ile Phe
Thr Arg Pro Asn

Ile Gly Pro Gly

T 40

Asp

{i} SEQUENCE CHARACTERISTICS:
A) LENGTH: 9 amino acids

{

googno

Xaa

Asn

Gln

JP

"{e-N)}Lys"
NO:129:

Val Ile Val
10
Glu Ser Val

Asn Thr Ar
35
Ala Phe Tyr

3993387 B2 2007.10.
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(86) JP 3993387 B2 2007.10.17
(B) TYPE: amino acid
(D) TOPOLOGY: linear
{ii) MOLECULE TYPE: peptide
{x1) SEQUENCE DESCRIPTION: SEQ ID NO:130:
Lys Ser Ser Gly Lys Leu Ile Ser Leu
1 5
(2) INFORMATION FOR SEQ ID NO:131: 10
(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 9 amino acids
(BY TYPE: amino acid
(D} TCOPOLOGY: linear
(1i) MOLECULE TYPE: peptide
(xi) SEQUENCE DESCRIPTICN: SEQ ID ND:131:
Cys Asn Gly Arg Leu Tyr Cys Gly Pro
1 5
20

{2) INFCRMATION FOR SEQ ID NC:132:
(1) SEQUENCE CHARACTERISTICS:
{A) LENGTH: 10 amino acids
{B) TYEFE: amino acid
{C) TOPOLOGY: linear
(ii} MOLECULE TYPE: peptide
(xi} SEQUENCE DESCRIPTION: SEQ ID NC:132:

Cys Gly Thr Lys Leu Val Cys Phe Ala Ala
C

30
1 5 10

{2} INFORMATION FOR SEQ ID NO:133:
(i) SEQUENCE CHARACTERISTICS:
{A) LENGTH: 9 amino acids
(B} TYPE: amino acid
{D} TOPQLOGY: linear
(1i) MOLECULE TYPE: peptide

{(x1) SEQUENCE DESCRIPTION: SEQ ID NO:133: 40

ooooagd
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Lys Arg Ile Val Ile Gly Pro Gln Thr
1 5

(2} INFORMATICN FOR SEQ ID NO:134:
(i) SEQUENCE CHARACTERISTICS:
(AY LENGTE: 9 amino acids
(B} TYPE: amino acid
(D} TOPCLOGY: linear
{ii) MOLECULE TYPE: peptide
{xi} SEQUENCE DESCRIPTICN: SEQ ID NO:134:
Cys Ala Gly Gly Leu Thr Cys Ser Val
1 5
{2) INFORMATIOW FOR SEQ ID NO:135:
{1} SEQUENCE CHABACTERISTICS:
{A) LENGTH: 11 aminc ac:

(B} TYPE: aminc acid
(D) TOPOLOGY: linear

CE

{ii) MOLECUL

[&d]

TYPE: peptide
{xi) SEQUENCE DESCRIPTION: SEQ ID NO:133:

Cys Ser Gly Arg Leu Tyr Cys His Glu Ser Trp
1 5 10

{2) INFORMATIOW FOR SEQ ID NO:136:

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 2% amino acids
(B) TYPE: amino acid
{D) TOPOLOGY: linear

(ii) MOLECULE TYPE: peptide

{ix) FEATURE:
(A) NAME/KEY: Modified site
{B) LOCATION: 10
{C) OTHER INFORMATICN: /note= "(e-N)Lys"

(xi) SEQUENCE DESCRIPTION: SEQ ID NG:13a:
Lys Ser Ser Gly Lys Leu Ile Ser Leu Xaa Ile Ser

1 5 10
Ile Ser Glu Ile Lys Gly Val Ile val His Lys Ile

oooood
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(2)

{2)

ooooagd

15

(88)

29

Glu Gly Ile Leu FPhe

25

INFORMATION FOR SEQ ID NO:137:

(i) SEQUENCE CHARACTERISTICS:

(A) LENGTH: 2% amino acids
(B} TYPE: aminc acid
(D) TOPQOLOGY: linear
(ii} MOLECULE TYPE: peptide
(ix} FEATURE:
(A) NAME/KEY: Modified site
(By LOCATION: 10
(C) CTHER INFORMATION: /note=
{x%i) SEQUENCZ DESCRIPTICN: SEQ ID
Lys Ser Ser Gly Lys Leu Ile Ser
1 5
Ile Thr Glu Ile Arg Thr Val Ils
15 20
Glu Thr Ile Leu Phe
25

INFORMATION FGR SEQ ID NO:138:

{i} SEQUENCE CHARACTERISTICS:

{(A) LENGTH: 29 amino acids
(B)y TYPE: amino acid
(D} TORPOLOGY: linear

{ii) MOLECULE TYPE: peptide

{ix) FEATURE:
{A) NAME/KEY: Modified site
(B) LCCATION: 10
{C) OTHER INFORMATION: /note=
(xi} SEQUENCE DESCRIPTION: SEQ ID
Cys Asn Gly Arg Leu Tyr Cys Gly
1 s 5
Ile Ser Glu Ile Lys Gly Val Ile
15 20
Glu Gly Ile Leu Phe
25

JP 3993387 B2 2007

" (e_N) Lysll
NO:137:

Leu Xaa Ile Se
10

Yal Thr Arg Ile

[

11 (e_N} Lys'|
NO:138:

Pro Xaa Ile Ser
10

Val His Lys Ile

.10.17

10

20

30

40



— —m ~—m ™~ ™~ ~—@ @ @ @ ~@ ~— @ @ @ @ @ @ @ @ ™@ ™@ & & & & /s /s /s /& /e /e /e /e e /e /e /e /e /e e e

O

(2}

(23

(2)

oooood

(89) JP 3993387 B2

INFORMATION FOR SEQ ID NO:139:

{1} SEQUENCE CHARACTERISTICS:
(A) LENGTH: 29 aminc acids
(B} TYPE: amino acid
(D) TOPOLOGY: linear

(ii) MCLECULE TYPE: peptide
(ix) FEATURE:

{A) NAME/KEY: Modified site

(B) LOCATION: 10

(C) OTHER INFORMATION: /note= "({e-N)Lys"
(i) SEQUENCE DESCRIPTION: SEQ ID NO:139:

Cys Asn Gly Arg Leu Tyr Cys Gly Pro Xaa Ile Ser

1 : 5 10

Ile Thr Glu Ile Arg Thr Val Ile Val Thr Arg Ile
15 20

Glu Thr Ile Leu ?Phe

25

INFORMATION FOR SEQ ID NO:140:

(i) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 30 aminc acids
{(BY TYPE: amino acid
(DY TOPOLOGY: linear

(ii) MOLECULE TYPE: peptide
(ix)} FEATURE:

{A) NEME/KEY: Modified site

{B) LOCATION: 11

{C) OQTHER INFQORMATION: /note= "{e-N)Lys"
(x1i) SEQUENCE DESCRIPTION: SEQ ID NO:140:

Cys Gly Thr Lys Leu Val Cys Phe Ala Ala Xaa Ile

1 5 10

Ser Iie Ser Glu Ile Lys Gly Val Ile Val His Lys
15 20

Ile Glu Gly Ile Leu Phe

25 30

INFORMATION FCR SEQ ID NO:141:

(i) SEQUENCE CHARACTERISTICS:
{A) LENGTH: 30 aminoc acids
(B) TYPE: amino acid

2007.10.
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(90) JP 3993387 B2

(D} TOPOLOGY: linear
(ii) MOLECULE TYPE: peptide
{ix) FEATURE:

(A} NAME/KEY: Modified site

(B} LOCATION: 11

{C) OTHER INFORMATION: /note= "{e-N)Lys"
{%i) SEQUENCE DZSCRIPTION: SEQ ID NO:141:

Cys Gly Thr Lys Leu Val Cys FPhe Ala Ala Xaa Ile

1 ' 3 10

Ser Ile Thr Glu Ile Arg Thr Val Ile Val Thr Arg
15 20

Ile Glu Thr Ile Leu Phe

25 30

(2) INFORMATION FCR SEQ ID NO:142:

(i} SEQUENCE CHARACTERISTICS:
{A) LENGTH: 29 amino acids
{B) TYPE: amino acid
{D) TOPOLOGY: linear

(ii) MOLECULE TYPE: peptide
(ix) FEATURE:

(&) NAME/KEY: Modified site

(B} LOCATICON: 10

(C} OTHER INFORMATION: /note= "{e-N)Lys"
{x1) SEQUENCE DESCRIPTION: SEQ ID NO:142:

Lys Arg Ile Val Ile Gly Pro Gln Thr Xaa Ile Ser
.

1 5 10

Ile Ser Glu Ile Lys Gly Val Ile Val His Lys Ile
15 20

Giu Gly Ile Leu Phe

25

{2) INFORMATION FQR SEQ ID NO:143:
(1) SEQUENCE CHARACTERISTICS:
{A} LEMNGTH: 29 aminc acids
{B) TYPE: amino acid
(D) TOPOLOGY: linear
(11} MOLECULE TYPE: peptide

(ix}) FEATURE:

oooood

2007.10.
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(A) NAME/KEY: Modified site

(B) LOCATICH: 10
IC) OTHER INFORMATION: /note=
(xi) SEQUENCE DESCRIPTION: SEQ ID
Lys Arg Ile Val Ile Gly Pro Gln
1 5
Ile Thr Glu Ile Arg Thr Val Ile
15 20

Glu Thr Ile Leu Phe
25

(2) INFORMATION FCR SEQ ID NO:144:

(i) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 29 amino acids
(B) TYPE: amino acid
(D) TOPCLCGY: linear
{ii} MCOLECULE TYPZ: peptide
{ix) FEATURE:
{A} NAME/KEY: Modified sit=
(B LOCATION: 10
(C} OTHER INFORMATION: /note=
(xi) SEQUENCE DISCRIPTION: Sz ID
Cys Ala Gly Gly Leu Thr Cys Ser
1 5
Ile Ser Glu Ile Lys Gly Val Ile
15 20
Glu Gly Ile Leu Phe

25

(2) INFORMATION FOR SEQ ID NO:145:

(1) SEQUENCE CHARACTERISTICS:
{3} LENGTH: 295 amino acids
(B} TYPE: amino acid
{

D) TOPQLOGY: linear

{ii) MCLECULE TYPE: peptide

{ix) FEATURE:
{A) WAME/KEY: Mcdified site
(B) LOCATION: 10
{C) OTHER INFORMATION: /note=
{xi} SEQUENCE DESCRIPTION:

— —m ~—m ™~ ™~ ~—@ @ @ @ ~@ ~— @ @ @ @ @ @ @ @ ™@ ™@ & & & & /s /s /s /& /e /e /e /e e /e /e /e /e /e e e
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JP 3993387 B2 2007.10.

" [e-N}LyS"
NO:143:
Thr Xaa Ile Ser

10
Val Thr Arg Ile

"{e-N}Lys"
NO:144:
Val Xaa Ile Ser

140
Val His Lys Ile

n [e-N} LYS”

SEQ ID ND:145:
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(2)
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(92)

Cys Ala
1 5
Ile Thr
15 20
Glu Thr Ile Leu Phe
25

INFORMATION FOR SEQ ID NQO:146:

{i) SEQUENCE CHARACTERISTICS:
{A) LENGTH: 31 amino acids
{(B) TYPE: amino acid
{D) TOPOLOGY: lineer

(ii) MOLECULE TYPE: peptide

{i»} FEATURE:
(A} NAME/KEY: Modified site
(B} LOCATION: 12
(C}) OTHER INFORMATION: /note=
(i) SEQUENCE DESCRIPTION: SEQ ID
Cys Ser Gly Arg Leu Tyr Cys His
1 5
Ile Ser Ile Ser Glu Ile Lys Gly
15 20
Lys Ile Glu Gly Ile Leu Phe
25 30

INFORMATION FOR SEQ ID NO:147:

(i) SEQUENCE CHARACTERISTICS:

{A) LENGTH: 31 amino acids
{B) TYPE: amino acid
{D) TOPCLOGY: linear
{il} MOLECZULE TYPE: peptide
{ix} FEATURE:
{A) NAME/KEY: Modified site
(B) LOCATION: 12
{C) OTHER INFOEMATION: /note=
{x1) SECUENCE DESCRIPTION: SEQ ID
Cys Ser Gly Arg Leu Tyr Cys His
1 5
Ile Ser Ile Thr Glu Ile Arg Thr

JP 3993387 B2 2007

Gly Gly Leu Thr Cys Ser Val Xaa Ile Ser

10

Giu Ile Arg Thr Val Ile Val Thr Arg Ile

" (e_N) Lysll
NC:1l46:
Glu Ser Trp

i
Val Ile Val His

Raa

" (E—N)L}’S"
NC:147:
Gilu Ser Trp Xaa

10
Val Ile Val Thr
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15 20
Arg Ile Glu Gly Ile Leu Phe
25 30

(2) INFORMATION FOR SEQ ID NO:148:
(i) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 52 amino acids
(B) TYPE: amino acid

(D) TOPOLOGY: linear

(ii) MOLECULE TYPE: peptide

JP 3993387 B2 2007.10.17

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:148B:

Ile Ser Ile Ser Glu Ile Lys Gly Val Ile Va

1 5 10

[
T
[
u

Lys Ile Glu Gly Ile Leu Phe Gly Gly Glu Ser val

15 20

Glu Ile Asn Cys Thr Arg Pro Asn Asn Asn Thr Arg

25 3C

36

Lys Ser Ile Arg Ile Gly Pro Gly Gln Ala Phe Tyr

40 45
Ala Thr Gly, Asp
50

{2) INFORMATION FOR SEQ ID NC:14%:
(i} SEQUEMNCE CHARACTERISTICS:
{A} LENGTH: 52 amino acids
{B} TYPE: amine acid

{D} TOPOLOGY: linear

{ii) MOLECULE TYPE: peptide

{xi) SEQUENCE DESCRIPTION: SEQ ID NG:149:

Ile Ser Ile Thr Glu Ile Arg Thr Val Ile Val Thr

1 5 10

-Arg Ile Glu Thr Ile Leu Phe Gly Gly Glu Ser val

15 20

Glu Ile Asn Cys Thr Arg Pro Asn Asn Asn Thr Arg

25 30

36

Lys Ser Ile Arg Tle Gly Proc Gly Gln Ala Phe Tyr

40 45
Ala Thr Gly Asp
50

(2) INFORMATION FOR SEQ ID NO:150:
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(2}

(94) Jp

(i) SEQUENCE CHARACTERISTICS:
(A} LENGTH: 50 amino acids
(B} TYPE: amineo acid
(D) TOPOLOGY: linear

{ii) MOLECULE TYPE: peptide
(ix) FEATURE:

{A} NAME/KEY: Modified site
(B} LOCATION: 20

3993387 B2 2007.10.17

(C) OTHER INFORMATION: /necte= " ({e-N)Lys"

(xi) SEQUEMCE DESCRIPTION: SEQ ID NO:150:

Ile Ser Leu Thr Glu Ile Arg Thr Val Ile Val Thr

1 5 10

Arg Leu Glu Thr Val Leu Phe ¥aa Glu Ser Val Glu

15 . 20

[F3 200 BN
M U~
t

o

40 48
Thr Gly
50

INFCRMATION FOR SEQ ID NO:151:

(1) SEQUENCE CHARACTERISTICS:
(A) LENGTH: 50 amino acids
(B) TYPE: amino acid
(D) TOPCLOGY: linear

(ii} MOLECULE TYPE: peptide
(ix) FEATURE:

(A) NAME/KEY: Modified site
(B) LOCATION: 20

(C) OTHER INFORMATION: /note= " ({e-N)Lys"

(i} SEQUENCE DESCRIPTION: SEQ ID NO:151:

Asn Cys Thr Arg Pro Asn Asn Asn Thr Arg Lys
30 35
Ile Arg Ile Gly Pro Glv Gln Rla Phe Tyr Ala

Ile Ser Ile Thr Glu Iles Arg Thr Val Ile Val Thr

1 5 10

Arg Ile Glu Thr Val Ile Phe Xaa Glu Ser Val Glu

15 20

Ile Asn Cys Thr Arg Pro Asn Asn Asn Thr Arg Lys

25 30 35

. Ser Ile Arg Ile Gly Pro Gly Gln Ala Phe Tyr Ala

40 48
Thr Gly
30
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