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ANTI-TIGIT ANTIBODIES

CROSS-REFERENCE TO RELATED APPLICATIONS

[0001] This application claims priority to U.S. Provisional Application No.
62/864,842 filed 21 June 2019, which is incorporated herein by reference in its entirety for all

purposes.

INCORPORATION OF SEQUENCE LISTING

[0002] The instant application contains a Sequence Listing which has been submitted

via EFS-Web and is hereby incorporated by reference in its entirety. The ASCII copy, created
on June 22, 2020, is named SCT0010-401-PC_Sequence_Listing_ST25.txt, and is 849,000

bytes in size.

BACKGROUND

[0003] TIGIT (T cell immunoreceptor with Ig and ITIM domains) is an immune
receptor present on some T cells and natural killer cells (Yu et al., 2009) and is a co-
inhibitory receptor protein also known as WUCAM (Boles et al., 2009) or Vstm3 (Levin et
al., 2011). TIGIT was discovered in genomic searches for proteins specifically expressed on
T cells, and has an immunoglobulin variable domain, a transmembrane domain, and an
immunoreceptor tyrosine-based inhibitory motif (ITIM) and contains signature sequence
elements of the PVR protein family. It is known to interact with poliovirus receptor (PVR;
CD155) and with nectin2 (CD112) (Stengel et al., 2012). Although PVR may interact with
the co-activating receptor DNAM-1 (CD226) to enhance tumor killing, the high affinity
TIGIT/PVR interaction would inhibit such killing and may act to prevent killing of normal
(self) cells that also express PVR (Stanietsky et al., 2009). The dominance of this inhibitory
interaction may be important in suppression of anti-self-immune reactions, but in the tumor
context it suppresses tumor eradication.

[0004] TIGIT suppresses T cell activation by promoting the generation of mature
immunoregulatory dendritic cells (Yu et al., 2009). TIGIT and other such co-inhibitory
molecules (e.g. CTLA-4, PD-1, Lag3 and BTLA) may play a role in evasion of
immunosurveillance by tumor cells. Experiments have shown that PVR/CD155 is over-
expressed on melanoma cells (Gao et al., 2017) and various other tumors. It is possible that
the TIGIT/PVR interaction can shield such tumor cells from immune-mediated eradication by

inhibiting anti-tumor responses of T and NK cells (Stanietsky et al., 2009; Lozano et al.,
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2012). Other experiments have identified a TIGIT subset of regulatory T cells (Tyegs) that
selectively suppress Th1 and Th17 responses (Joller et al., 2014), suggesting an alternative
mechanism by which an anti-TIGIT antibody may enhance anti-tumor immune response.
[0005] TIGIT may act to "turn off" the immune response similarly to other co-
inhibitory receptors such as CTLA-4, PD-1 and BTLA. Id. Antibodies targeting CTLA-4
(ipilimumab) and PD-1 (nivolumab, pembrolizumab) have been approved for the treatment of
human cancers, validating this therapeutic approach. Antibodies that bind to human TIGIT
might also find use in treatment of cancers (Johnston et al., 2014). In mouse models, antibody
blockade of both PD-L1 and TIGIT leads to a synergistic enhancement of CD8* T cell
mediated tumor rejection (Johnston et al., 2015). Similar results have been obtained in
animal models of melanoma. (Gao et al., 2017). Some experiments suggest that TIGIT
blockade is effective to enhance anti-tumor CD8* T cell response only in the presence of the
co-activating receptor DNAM-1/CD226, which competes with TIGIT for binding to
PVR/CD155 (Johnston et al., 2014).

[0006] Recent experiments have demonstrated that intratumoral bacteria expressing
Fap?2 protein may inhibit NK cell mediated tumor killing by binding to TIGIT (Gur et al.,
2015), suggesting that eliminating such bacteria, blocking the interaction of TIGIT with
Fap2, or blocking the activity of TIGIT generally, may be useful in treatment of cancer, e.g.
colorectal cancer (Hampton, 2015).

[0007] Thus, the need exists for improved methods of treating cancer and chronic
viral infections and medicaments, such as therapeutic monoclonal antibodies. Medicines for
use in such improved methods of treatment may comprise antibodies or antibody fragments
that specifically bind to TIGIT and reverse or partially reverse the TIGIT-mediated

suppression of anti-tumor or anti-viral immune responses.

SUMMARY
[0008] Provided are antibodies that recognize and specifically bind to human TIGIT.
In one embodiment, the disclosure provides an antibody that binds to SEQ ID NO:1.

BRIEF DESCRIPTION OF THE SEQUENCES
TABLE 1

SEQ ID NO. | Description of sequence

1 Human TIGIT protein sequence
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2 Human TIGIT His tagged protein sequence

3 Human TIGIT Human Fc tagged protein sequence

4 SCT-Ga001 mature heavy chain variable domain protein sequence
5 SCT-Ga002 mature heavy chain variable domain protein sequence
6 SCT-Ga003 mature heavy chain variable domain protein sequence
6 SCT-Ga042 mature heavy chain variable domain protein sequence
7 SCT-Ga004 mature heavy chain variable domain protein sequence
7 SCT-Ga068 mature heavy chain variable domain protein sequence
7 SCT-Ga073 mature heavy chain variable domain protein sequence
7 SCT-Gall18 mature heavy chain variable domain protein sequence
7 SCT-Gal25 mature heavy chain variable domain protein sequence
7 SCT-Gal57 mature heavy chain variable domain protein sequence
7 SCT-Gal58 mature heavy chain variable domain protein sequence
8 SCT-Ga005 mature heavy chain variable domain protein sequence
9 SCT-Ga006 mature heavy chain variable domain protein sequence
10 SCT-Ga007 mature heavy chain variable domain protein sequence
11 SCT-Ga008 mature heavy chain variable domain protein sequence
12 SCT-Ga009 mature heavy chain variable domain protein sequence
13 SCT-Ga010 mature heavy chain variable domain protein sequence
14 SCT-Ga011 mature heavy chain variable domain protein sequence
15 SCT-Ga012 mature heavy chain variable domain protein sequence
16 SCT-Ga013 mature heavy chain variable domain protein sequence
17 SCT-Ga014 mature heavy chain variable domain protein sequence
17 SCT-Gal40 mature heavy chain variable domain protein sequence
17 SCT-Gal52 mature heavy chain variable domain protein sequence
18 SCT-Ga015 mature heavy chain variable domain protein sequence
19 SCT-Ga016 mature heavy chain variable domain protein sequence
20 SCT-Ga017 mature heavy chain variable domain protein sequence
20 SCT-Ga022 mature heavy chain variable domain protein sequence
20 SCT-Ga045 mature heavy chain variable domain protein sequence
20 SCT-Ga066 mature heavy chain variable domain protein sequence
21 SCT-Ga018 mature heavy chain variable domain protein sequence
21 SCT-Ga050 mature heavy chain variable domain protein sequence
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22 SCT-Ga019 mature heavy chain variable domain protein sequence
23 SCT-Ga020 mature heavy chain variable domain protein sequence
23 SCT-Ga044 mature heavy chain variable domain protein sequence
23 SCT-Gal41 mature heavy chain variable domain protein sequence
24 SCT-Ga021 mature heavy chain variable domain protein sequence
25 SCT-Ga023 mature heavy chain variable domain protein sequence
26 SCT-Ga024 mature heavy chain variable domain protein sequence
27 SCT-Ga025 mature heavy chain variable domain protein sequence
27 SCT-Ga043 mature heavy chain variable domain protein sequence
27 SCT-Gal21 mature heavy chain variable domain protein sequence
27 SCT-Gal33 mature heavy chain variable domain protein sequence
27 SCT-Gal54 mature heavy chain variable domain protein sequence
28 SCT-Ga026 mature heavy chain variable domain protein sequence
29 SCT-Ga027 mature heavy chain variable domain protein sequence
30 SCT-Ga028 mature heavy chain variable domain protein sequence
31 SCT-Ga029 mature heavy chain variable domain protein sequence
32 SCT-Ga030 mature heavy chain variable domain protein sequence
33 SCT-Ga031 mature heavy chain variable domain protein sequence
33 SCT-Ga062 mature heavy chain variable domain protein sequence
34 SCT-Ga032 mature heavy chain variable domain protein sequence
35 SCT-Ga033 mature heavy chain variable domain protein sequence
36 SCT-Ga034 mature heavy chain variable domain protein sequence
36 SCT-Ga083 mature heavy chain variable domain protein sequence
37 SCT-Ga035 mature heavy chain variable domain protein sequence
38 SCT-Ga036 mature heavy chain variable domain protein sequence
39 SCT-Ga037 mature heavy chain variable domain protein sequence
40 SCT-Ga038 mature heavy chain variable domain protein sequence
41 SCT-Ga039 mature heavy chain variable domain protein sequence
42 SCT-Ga040 mature heavy chain variable domain protein sequence
43 SCT-Ga041 mature heavy chain variable domain protein sequence
44 SCT-Ga046 mature heavy chain variable domain protein sequence
45 SCT-Ga047 mature heavy chain variable domain protein sequence
46 SCT-Ga048 mature heavy chain variable domain protein sequence
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47 SCT-Ga049 mature heavy chain variable domain protein sequence
48 SCT-Ga051 mature heavy chain variable domain protein sequence
49 SCT-Ga052 mature heavy chain variable domain protein sequence
50 SCT-Ga053 mature heavy chain variable domain protein sequence
51 SCT-Ga054 mature heavy chain variable domain protein sequence
51 SCT-Gal68 mature heavy chain variable domain protein sequence
51 SCT-Gal69 mature heavy chain variable domain protein sequence
52 SCT-Ga055 mature heavy chain variable domain protein sequence
53 SCT-Ga056 mature heavy chain variable domain protein sequence
54 SCT-Ga057 mature heavy chain variable domain protein sequence
55 SCT-Ga058 mature heavy chain variable domain protein sequence
55 SCT-Ga077 mature heavy chain variable domain protein sequence
56 SCT-Ga059 mature heavy chain variable domain protein sequence
57 SCT-Ga060 mature heavy chain variable domain protein sequence
58 SCT-Ga061 mature heavy chain variable domain protein sequence
58 SCT-Gal50 mature heavy chain variable domain protein sequence
59 SCT-Ga063 mature heavy chain variable domain protein sequence
60 SCT-Ga064 mature heavy chain variable domain protein sequence
61 SCT-Ga065 mature heavy chain variable domain protein sequence
62 SCT-Ga067 mature heavy chain variable domain protein sequence
62 SCT-Ga069 mature heavy chain variable domain protein sequence
62 SCT-Ga071 mature heavy chain variable domain protein sequence
62 SCT-Ga080 mature heavy chain variable domain protein sequence
62 SCT-Gal10 mature heavy chain variable domain protein sequence
63 SCT-Ga070 mature heavy chain variable domain protein sequence
64 SCT-Ga072 mature heavy chain variable domain protein sequence
65 SCT-Ga074 mature heavy chain variable domain protein sequence
66 SCT-Ga075 mature heavy chain variable domain protein sequence
67 SCT-Ga076 mature heavy chain variable domain protein sequence
67 SCT-Ga094 mature heavy chain variable domain protein sequence
67 SCT-Gal66 mature heavy chain variable domain protein sequence
68 SCT-Ga078 mature heavy chain variable domain protein sequence
69 SCT-Ga079 mature heavy chain variable domain protein sequence
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70 SCT-Ga081 mature heavy chain variable domain protein sequence
71 SCT-Ga082 mature heavy chain variable domain protein sequence
72 SCT-Ga084 mature heavy chain variable domain protein sequence
73 SCT-Ga085 mature heavy chain variable domain protein sequence
74 SCT-Ga086 mature heavy chain variable domain protein sequence
75 SCT-Ga087 mature heavy chain variable domain protein sequence
75 SCT-Ga088 mature heavy chain variable domain protein sequence
76 SCT-Ga089 mature heavy chain variable domain protein sequence
77 SCT-Ga090 mature heavy chain variable domain protein sequence
78 SCT-Ga091 mature heavy chain variable domain protein sequence
79 SCT-Ga092 mature heavy chain variable domain protein sequence
79 SCT-Gal00 mature heavy chain variable domain protein sequence
80 SCT-Ga093 mature heavy chain variable domain protein sequence
81 SCT-Ga095 mature heavy chain variable domain protein sequence
82 SCT-Ga096 mature heavy chain variable domain protein sequence
83 SCT-Ga097 mature heavy chain variable domain protein sequence
84 SCT-Ga098 mature heavy chain variable domain protein sequence
84 SCT-Gal13 mature heavy chain variable domain protein sequence
84 SCT-Gal23 mature heavy chain variable domain protein sequence
84 SCT-Gal46 mature heavy chain variable domain protein sequence
84 SCT-Gal62 mature heavy chain variable domain protein sequence
85 SCT-Ga099 mature heavy chain variable domain protein sequence
86 SCT-Gal01 mature heavy chain variable domain protein sequence
87 SCT-Gal02 mature heavy chain variable domain protein sequence
88 SCT-Gal03 mature heavy chain variable domain protein sequence
89 SCT-Gal04 mature heavy chain variable domain protein sequence
90 SCT-Gal05 mature heavy chain variable domain protein sequence
91 SCT-Gal06 mature heavy chain variable domain protein sequence
92 SCT-Gal07 mature heavy chain variable domain protein sequence
93 SCT-Gal08 mature heavy chain variable domain protein sequence
93 SCT-Gal49 mature heavy chain variable domain protein sequence
94 SCT-Gal09 mature heavy chain variable domain protein sequence
95 SCT-Galll mature heavy chain variable domain protein sequence
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96 SCT-Gall2 mature heavy chain variable domain protein sequence
97 SCT-Gal14 mature heavy chain variable domain protein sequence
98 SCT-Gall5 mature heavy chain variable domain protein sequence
99 SCT-Gal16 mature heavy chain variable domain protein sequence
100 SCT-Gall7 mature heavy chain variable domain protein sequence
101 SCT-Gal19 mature heavy chain variable domain protein sequence
102 SCT-Gal20 mature heavy chain variable domain protein sequence
102 SCT-Gal71 mature heavy chain variable domain protein sequence
103 SCT-Gal22 mature heavy chain variable domain protein sequence
104 SCT-Gal24 mature heavy chain variable domain protein sequence
105 SCT-Gal26 mature heavy chain variable domain protein sequence
106 SCT-Gal27 mature heavy chain variable domain protein sequence
107 SCT-Gal28 mature heavy chain variable domain protein sequence
108 SCT-Gal29 mature heavy chain variable domain protein sequence
109 SCT-Gal30 mature heavy chain variable domain protein sequence
110 SCT-Gal31 mature heavy chain variable domain protein sequence
111 SCT-Gal32 mature heavy chain variable domain protein sequence
112 SCT-Gal34 mature heavy chain variable domain protein sequence
113 SCT-Gal35 mature heavy chain variable domain protein sequence
114 SCT-Gal36 mature heavy chain variable domain protein sequence
115 SCT-Gal37 mature heavy chain variable domain protein sequence
116 SCT-Gal38 mature heavy chain variable domain protein sequence
117 SCT-Gal39 mature heavy chain variable domain protein sequence
118 SCT-Gal42 mature heavy chain variable domain protein sequence
119 SCT-Gal43 mature heavy chain variable domain protein sequence
120 SCT-Gal44 mature heavy chain variable domain protein sequence
121 SCT-Gal45 mature heavy chain variable domain protein sequence
122 SCT-Gal47 mature heavy chain variable domain protein sequence
123 SCT-Gal48 mature heavy chain variable domain protein sequence
124 SCT-Gal51 mature heavy chain variable domain protein sequence
125 SCT-Gal53 mature heavy chain variable domain protein sequence
126 SCT-Gal55 mature heavy chain variable domain protein sequence
127 SCT-Gal56 mature heavy chain variable domain protein sequence
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128 SCT-Gal59 mature heavy chain variable domain protein sequence
129 SCT-Gal60 mature heavy chain variable domain protein sequence
130 SCT-Gal61 mature heavy chain variable domain protein sequence
131 SCT-Gal63 mature heavy chain variable domain protein sequence
132 SCT-Gal64 mature heavy chain variable domain protein sequence
133 SCT-Gal65 mature heavy chain variable domain protein sequence
134 SCT-Gal67 mature heavy chain variable domain protein sequence
135 SCT-Gal70 mature heavy chain variable domain protein sequence
136 SCT-Gal72 mature heavy chain variable domain protein sequence
137 SCT-Gal73 mature heavy chain variable domain protein sequence
138 SCT-Gal74 mature heavy chain variable domain protein sequence
139 SCT-Gal75 mature heavy chain variable domain protein sequence
140 SCT-Gal76 mature heavy chain variable domain protein sequence
140 SCT-Ga233 mature heavy chain variable domain protein sequence
141 SCT-Gal77 mature heavy chain variable domain protein sequence
142 SCT-Gal78 mature heavy chain variable domain protein sequence
143 SCT-Gal79 mature heavy chain variable domain protein sequence
144 SCT-Gal80 mature heavy chain variable domain protein sequence
145 SCT-Gal81 mature heavy chain variable domain protein sequence
146 SCT-Gal82 mature heavy chain variable domain protein sequence
147 SCT-Gal83 mature heavy chain variable domain protein sequence
148 SCT-Gal84 mature heavy chain variable domain protein sequence
149 SCT-Gal85 mature heavy chain variable domain protein sequence
150 SCT-Gal86 mature heavy chain variable domain protein sequence
151 SCT-Gal87 mature heavy chain variable domain protein sequence
151 SCT-Ga273 mature heavy chain variable domain protein sequence
152 SCT-Gal88 mature heavy chain variable domain protein sequence
153 SCT-Gal89 mature heavy chain variable domain protein sequence
154 SCT-Gal90 mature heavy chain variable domain protein sequence
155 SCT-Gal91 mature heavy chain variable domain protein sequence
156 SCT-Gal92 mature heavy chain variable domain protein sequence
157 SCT-Gal93 mature heavy chain variable domain protein sequence
158 SCT-Gal94 mature heavy chain variable domain protein sequence
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159 SCT-Gal95 mature heavy chain variable domain protein sequence
160 SCT-Gal96 mature heavy chain variable domain protein sequence
161 SCT-Gal97 mature heavy chain variable domain protein sequence
162 SCT-Gal98 mature heavy chain variable domain protein sequence
163 SCT-Gal99 mature heavy chain variable domain protein sequence
163 SCT-Ga279 mature heavy chain variable domain protein sequence
164 SCT-Ga200 mature heavy chain variable domain protein sequence
164 SCT-Ga285 mature heavy chain variable domain protein sequence
165 SCT-Ga201 mature heavy chain variable domain protein sequence
166 SCT-Ga202 mature heavy chain variable domain protein sequence
167 SCT-Ga203 mature heavy chain variable domain protein sequence
168 SCT-Ga204 mature heavy chain variable domain protein sequence
169 SCT-Ga205 mature heavy chain variable domain protein sequence
170 SCT-Ga206 mature heavy chain variable domain protein sequence
170 SCT-Ga239 mature heavy chain variable domain protein sequence
171 SCT-Ga207 mature heavy chain variable domain protein sequence
171 SCT-Ga236 mature heavy chain variable domain protein sequence
171 SCT-Ga253 mature heavy chain variable domain protein sequence
172 SCT-Ga208 mature heavy chain variable domain protein sequence
173 SCT-Ga209 mature heavy chain variable domain protein sequence
173 SCT-Ga306 mature heavy chain variable domain protein sequence
173 SCT-Ga367 mature heavy chain variable domain protein sequence
174 SCT-Ga210 mature heavy chain variable domain protein sequence
175 SCT-Ga211 mature heavy chain variable domain protein sequence
176 SCT-Ga212 mature heavy chain variable domain protein sequence
176 SCT-Ga373 mature heavy chain variable domain protein sequence
177 SCT-Ga213 mature heavy chain variable domain protein sequence
177 SCT-Ga232 mature heavy chain variable domain protein sequence
177 SCT-Ga335 mature heavy chain variable domain protein sequence
177 SCT-Ga358 mature heavy chain variable domain protein sequence
177 SCT-Ga363 mature heavy chain variable domain protein sequence
178 SCT-Ga214 mature heavy chain variable domain protein sequence
179 SCT-Ga215 mature heavy chain variable domain protein sequence
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180 SCT-Ga216 mature heavy chain variable domain protein sequence
180 SCT-Ga353 mature heavy chain variable domain protein sequence
181 SCT-Ga217 mature heavy chain variable domain protein sequence
181 SCT-Ga223 mature heavy chain variable domain protein sequence
182 SCT-Ga218 mature heavy chain variable domain protein sequence
182 SCT-Ga257 mature heavy chain variable domain protein sequence
182 SCT-Ga296 mature heavy chain variable domain protein sequence
183 SCT-Ga219 mature heavy chain variable domain protein sequence
183 SCT-Ga266 mature heavy chain variable domain protein sequence
183 SCT-Ga336 mature heavy chain variable domain protein sequence
184 SCT-Ga220 mature heavy chain variable domain protein sequence
185 SCT-Ga221 mature heavy chain variable domain protein sequence
186 SCT-Ga222 mature heavy chain variable domain protein sequence
187 SCT-Ga224 mature heavy chain variable domain protein sequence
188 SCT-Ga225 mature heavy chain variable domain protein sequence
189 SCT-Ga226 mature heavy chain variable domain protein sequence
189 SCT-Ga312 mature heavy chain variable domain protein sequence
189 SCT-Ga324 mature heavy chain variable domain protein sequence
190 SCT-Ga227 mature heavy chain variable domain protein sequence
191 SCT-Ga228 mature heavy chain variable domain protein sequence
192 SCT-Ga229 mature heavy chain variable domain protein sequence
192 SCT-Ga288 mature heavy chain variable domain protein sequence
193 SCT-Ga230 mature heavy chain variable domain protein sequence
194 SCT-Ga231 mature heavy chain variable domain protein sequence
195 SCT-Ga234 mature heavy chain variable domain protein sequence
196 SCT-Ga235 mature heavy chain variable domain protein sequence
197 SCT-Ga237 mature heavy chain variable domain protein sequence
198 SCT-Ga238 mature heavy chain variable domain protein sequence
198 SCT-Ga305 mature heavy chain variable domain protein sequence
199 SCT-Ga240 mature heavy chain variable domain protein sequence
200 SCT-Ga241 mature heavy chain variable domain protein sequence
201 SCT-Ga242 mature heavy chain variable domain protein sequence
201 SCT-Ga259 mature heavy chain variable domain protein sequence

10
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201 SCT-Ga276 mature heavy chain variable domain protein sequence
201 SCT-Ga287 mature heavy chain variable domain protein sequence
201 SCT-Ga329 mature heavy chain variable domain protein sequence
201 SCT-Ga332 mature heavy chain variable domain protein sequence
202 SCT-Ga243 mature heavy chain variable domain protein sequence
203 SCT-Ga244 mature heavy chain variable domain protein sequence
204 SCT-Ga245 mature heavy chain variable domain protein sequence
205 SCT-Ga246 mature heavy chain variable domain protein sequence
206 SCT-Ga247 mature heavy chain variable domain protein sequence
207 SCT-Ga248 mature heavy chain variable domain protein sequence
208 SCT-Ga249 mature heavy chain variable domain protein sequence
209 SCT-Ga250 mature heavy chain variable domain protein sequence
210 SCT-Ga251 mature heavy chain variable domain protein sequence
210 SCT-Ga290 mature heavy chain variable domain protein sequence
211 SCT-Ga252 mature heavy chain variable domain protein sequence
212 SCT-Ga254 mature heavy chain variable domain protein sequence
213 SCT-Ga255 mature heavy chain variable domain protein sequence
214 SCT-Ga256 mature heavy chain variable domain protein sequence
215 SCT-Ga258 mature heavy chain variable domain protein sequence
216 SCT-Ga260 mature heavy chain variable domain protein sequence
217 SCT-Ga261 mature heavy chain variable domain protein sequence
218 SCT-Ga262 mature heavy chain variable domain protein sequence
219 SCT-Ga263 mature heavy chain variable domain protein sequence
220 SCT-Ga264 mature heavy chain variable domain protein sequence
220 SCT-Ga322 mature heavy chain variable domain protein sequence
221 SCT-Ga265 mature heavy chain variable domain protein sequence
222 SCT-Ga267 mature heavy chain variable domain protein sequence
223 SCT-Ga268 mature heavy chain variable domain protein sequence
224 SCT-Ga269 mature heavy chain variable domain protein sequence
224 SCT-Ga351 mature heavy chain variable domain protein sequence
225 SCT-Ga270 mature heavy chain variable domain protein sequence
226 SCT-Ga271 mature heavy chain variable domain protein sequence
227 SCT-Ga272 mature heavy chain variable domain protein sequence

11
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228 SCT-Ga274 mature heavy chain variable domain protein sequence
229 SCT-Ga275 mature heavy chain variable domain protein sequence
230 SCT-Ga277 mature heavy chain variable domain protein sequence
230 SCT-Ga300 mature heavy chain variable domain protein sequence
231 SCT-Ga278 mature heavy chain variable domain protein sequence
232 SCT-Ga280 mature heavy chain variable domain protein sequence
233 SCT-Ga281 mature heavy chain variable domain protein sequence
234 SCT-Ga282 mature heavy chain variable domain protein sequence
235 SCT-Ga283 mature heavy chain variable domain protein sequence
236 SCT-Ga284 mature heavy chain variable domain protein sequence
237 SCT-Ga286 mature heavy chain variable domain protein sequence
238 SCT-Ga289 mature heavy chain variable domain protein sequence
238 SCT-Ga357 mature heavy chain variable domain protein sequence
239 SCT-Ga291 mature heavy chain variable domain protein sequence
240 SCT-Ga292 mature heavy chain variable domain protein sequence
241 SCT-Ga293 mature heavy chain variable domain protein sequence
242 SCT-Ga294 mature heavy chain variable domain protein sequence
243 SCT-Ga295 mature heavy chain variable domain protein sequence
244 SCT-Ga297 mature heavy chain variable domain protein sequence
245 SCT-Ga298 mature heavy chain variable domain protein sequence
246 SCT-Ga299 mature heavy chain variable domain protein sequence
246 SCT-Ga302 mature heavy chain variable domain protein sequence
247 SCT-Ga301 mature heavy chain variable domain protein sequence
248 SCT-Ga303 mature heavy chain variable domain protein sequence
249 SCT-Ga304 mature heavy chain variable domain protein sequence
250 SCT-Ga307 mature heavy chain variable domain protein sequence
251 SCT-Ga308 mature heavy chain variable domain protein sequence
252 SCT-Ga309 mature heavy chain variable domain protein sequence
253 SCT-Ga310 mature heavy chain variable domain protein sequence
254 SCT-Ga311 mature heavy chain variable domain protein sequence
255 SCT-Ga313 mature heavy chain variable domain protein sequence
256 SCT-Ga314 mature heavy chain variable domain protein sequence
257 SCT-Ga315 mature heavy chain variable domain protein sequence

12
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257 SCT-Ga331 mature heavy chain variable domain protein sequence
258 SCT-Ga316 mature heavy chain variable domain protein sequence
259 SCT-Ga317 mature heavy chain variable domain protein sequence
260 SCT-Ga318 mature heavy chain variable domain protein sequence
261 SCT-Ga319 mature heavy chain variable domain protein sequence
262 SCT-Ga320 mature heavy chain variable domain protein sequence
263 SCT-Ga321 mature heavy chain variable domain protein sequence
264 SCT-Ga323 mature heavy chain variable domain protein sequence
265 SCT-Ga325 mature heavy chain variable domain protein sequence
266 SCT-Ga326 mature heavy chain variable domain protein sequence
267 SCT-Ga327 mature heavy chain variable domain protein sequence
267 SCT-Ga375 mature heavy chain variable domain protein sequence
268 SCT-Ga328 mature heavy chain variable domain protein sequence
269 SCT-Ga330 mature heavy chain variable domain protein sequence
270 SCT-Ga333 mature heavy chain variable domain protein sequence
271 SCT-Ga334 mature heavy chain variable domain protein sequence
272 SCT-Ga337 mature heavy chain variable domain protein sequence
273 SCT-Ga338 mature heavy chain variable domain protein sequence
274 SCT-Ga339 mature heavy chain variable domain protein sequence
275 SCT-Ga340 mature heavy chain variable domain protein sequence
276 SCT-Ga341 mature heavy chain variable domain protein sequence
277 SCT-Ga342 mature heavy chain variable domain protein sequence
278 SCT-Ga343 mature heavy chain variable domain protein sequence
279 SCT-Ga344 mature heavy chain variable domain protein sequence
280 SCT-Ga345 mature heavy chain variable domain protein sequence
281 SCT-Ga346 mature heavy chain variable domain protein sequence
282 SCT-Ga347 mature heavy chain variable domain protein sequence
283 SCT-Ga348 mature heavy chain variable domain protein sequence
284 SCT-Ga349 mature heavy chain variable domain protein sequence
285 SCT-Ga350 mature heavy chain variable domain protein sequence
286 SCT-Ga352 mature heavy chain variable domain protein sequence
287 SCT-Ga354 mature heavy chain variable domain protein sequence
288 SCT-Ga355 mature heavy chain variable domain protein sequence
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289 SCT-Ga356 mature heavy chain variable domain protein sequence
290 SCT-Ga359 mature heavy chain variable domain protein sequence
291 SCT-Ga360 mature heavy chain variable domain protein sequence
292 SCT-Ga361 mature heavy chain variable domain protein sequence
293 SCT-Ga362 mature heavy chain variable domain protein sequence
294 SCT-Ga364 mature heavy chain variable domain protein sequence
295 SCT-Ga365 mature heavy chain variable domain protein sequence
296 SCT-Ga366 mature heavy chain variable domain protein sequence
297 SCT-Ga368 mature heavy chain variable domain protein sequence
298 SCT-Ga369 mature heavy chain variable domain protein sequence
299 SCT-Ga370 mature heavy chain variable domain protein sequence
300 SCT-Ga371 mature heavy chain variable domain protein sequence
301 SCT-Ga372 mature heavy chain variable domain protein sequence
302 SCT-Ga374 mature heavy chain variable domain protein sequence
303 SCT-Ga376 mature heavy chain variable domain protein sequence
304 SCT-Ga377 mature heavy chain variable domain protein sequence
305 SCT-Ga378 mature heavy chain variable domain protein sequence
306 SCT-Ga379 mature heavy chain variable domain protein sequence
307 SCT-Ga380 mature heavy chain variable domain protein sequence
308 SCT-Ga381 mature heavy chain variable domain protein sequence
309 SCT-Ga382 mature heavy chain variable domain protein sequence
310 SCT-Ga383 mature heavy chain variable domain protein sequence
311 SCT-Ga384 mature heavy chain variable domain protein sequence
311 SCT-Ga390 mature heavy chain variable domain protein sequence
312 SCT-Ga385 mature heavy chain variable domain protein sequence
313 SCT-Ga386 mature heavy chain variable domain protein sequence
313 SCT-Ga402 mature heavy chain variable domain protein sequence
314 SCT-Ga387 mature heavy chain variable domain protein sequence
315 SCT-Ga388 mature heavy chain variable domain protein sequence
315 SCT-Ga398 mature heavy chain variable domain protein sequence
316 SCT-Ga389 mature heavy chain variable domain protein sequence
317 SCT-Ga391 mature heavy chain variable domain protein sequence
318 SCT-Ga392 mature heavy chain variable domain protein sequence
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319 SCT-Ga393 mature heavy chain variable domain protein sequence
319 SCT-Ga438 mature heavy chain variable domain protein sequence
320 SCT-Ga394 mature heavy chain variable domain protein sequence
321 SCT-Ga395 mature heavy chain variable domain protein sequence
322 SCT-Ga396 mature heavy chain variable domain protein sequence
323 SCT-Ga397 mature heavy chain variable domain protein sequence
324 SCT-Ga399 mature heavy chain variable domain protein sequence
325 SCT-Ga400 mature heavy chain variable domain protein sequence
326 SCT-Ga401 mature heavy chain variable domain protein sequence
327 SCT-Ga403 mature heavy chain variable domain protein sequence
328 SCT-Ga404 mature heavy chain variable domain protein sequence
329 SCT-Ga405 mature heavy chain variable domain protein sequence
330 SCT-Ga406 mature heavy chain variable domain protein sequence
331 SCT-Ga407 mature heavy chain variable domain protein sequence
332 SCT-Ga408 mature heavy chain variable domain protein sequence
333 SCT-Ga409 mature heavy chain variable domain protein sequence
334 SCT-Ga410 mature heavy chain variable domain protein sequence
335 SCT-Ga411 mature heavy chain variable domain protein sequence
336 SCT-Ga412 mature heavy chain variable domain protein sequence
337 SCT-Ga413 mature heavy chain variable domain protein sequence
338 SCT-Ga414 mature heavy chain variable domain protein sequence
339 SCT-Ga415 mature heavy chain variable domain protein sequence
340 SCT-Ga416 mature heavy chain variable domain protein sequence
341 SCT-Ga417 mature heavy chain variable domain protein sequence
342 SCT-Ga418 mature heavy chain variable domain protein sequence
343 SCT-Ga419 mature heavy chain variable domain protein sequence
344 SCT-Ga420 mature heavy chain variable domain protein sequence
345 SCT-Ga421 mature heavy chain variable domain protein sequence
346 SCT-Ga422 mature heavy chain variable domain protein sequence
347 SCT-Ga423 mature heavy chain variable domain protein sequence
348 SCT-Ga424 mature heavy chain variable domain protein sequence
349 SCT-Ga425 mature heavy chain variable domain protein sequence
350 SCT-Ga426 mature heavy chain variable domain protein sequence
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351 SCT-Ga427 mature heavy chain variable domain protein sequence
352 SCT-Ga428 mature heavy chain variable domain protein sequence
353 SCT-Ga429 mature heavy chain variable domain protein sequence
354 SCT-Ga430 mature heavy chain variable domain protein sequence
355 SCT-Ga431 mature heavy chain variable domain protein sequence
356 SCT-Ga432 mature heavy chain variable domain protein sequence
357 SCT-Ga433 mature heavy chain variable domain protein sequence
358 SCT-Ga434 mature heavy chain variable domain protein sequence
359 SCT-Ga435 mature heavy chain variable domain protein sequence
360 SCT-Ga436 mature heavy chain variable domain protein sequence
361 SCT-Ga437 mature heavy chain variable domain protein sequence
362 SCT-Ga439 mature heavy chain variable domain protein sequence
363 SCT-Ga440 mature heavy chain variable domain protein sequence
364 SCT-Ga441 mature heavy chain variable domain protein sequence
365 SCT-Ga442 mature heavy chain variable domain protein sequence
366 SCT-Ga443 mature heavy chain variable domain protein sequence
367 SCT-Ga444 mature heavy chain variable domain protein sequence
368 SCT-Ga445 mature heavy chain variable domain protein sequence
369 SCT-Ga446 mature heavy chain variable domain protein sequence
370 SCT-Ga447 mature heavy chain variable domain protein sequence
371 SCT-Ga448 mature heavy chain variable domain protein sequence
372 SCT-Ga449 mature heavy chain variable domain protein sequence
373 SCT-Ga450 mature heavy chain variable domain protein sequence
374 SCT-Ga451 mature heavy chain variable domain protein sequence
375 SCT-Ga452 mature heavy chain variable domain protein sequence
376 SCT-Ga453 mature heavy chain variable domain protein sequence
377 SCT-Ga454 mature heavy chain variable domain protein sequence
378 SCT-Ga455 mature heavy chain variable domain protein sequence
379 SCT-Ga456 mature heavy chain variable domain protein sequence
380 SCT-Ga001 mature light chain variable domain protein sequence

380 SCT-Ga038 mature light chain variable domain protein sequence

381 SCT-Ga002 mature light chain variable domain protein sequence

381 SCT-Ga003 mature light chain variable domain protein sequence
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381 SCT-Ga005 mature light chain variable domain protein sequence
381 SCT-Ga006 mature light chain variable domain protein sequence
381 SCT-Ga008 mature light chain variable domain protein sequence
381 SCT-Ga011 mature light chain variable domain protein sequence
381 SCT-Ga013 mature light chain variable domain protein sequence
381 SCT-Ga014 mature light chain variable domain protein sequence
381 SCT-Ga018 mature light chain variable domain protein sequence
381 SCT-Ga020 mature light chain variable domain protein sequence
381 SCT-Ga022 mature light chain variable domain protein sequence
381 SCT-Ga023 mature light chain variable domain protein sequence
381 SCT-Ga025 mature light chain variable domain protein sequence
381 SCT-Ga030 mature light chain variable domain protein sequence
381 SCT-Ga032 mature light chain variable domain protein sequence
381 SCT-Ga047 mature light chain variable domain protein sequence
381 SCT-Ga058 mature light chain variable domain protein sequence
381 SCT-Ga060 mature light chain variable domain protein sequence
381 SCT-Ga061 mature light chain variable domain protein sequence
381 SCT-Ga064 mature light chain variable domain protein sequence
381 SCT-Ga070 mature light chain variable domain protein sequence
381 SCT-Ga072 mature light chain variable domain protein sequence
381 SCT-Ga078 mature light chain variable domain protein sequence
381 SCT-Ga079 mature light chain variable domain protein sequence
381 SCT-Ga080 mature light chain variable domain protein sequence
381 SCT-Ga081 mature light chain variable domain protein sequence
381 SCT-Ga082 mature light chain variable domain protein sequence
381 SCT-Ga083 mature light chain variable domain protein sequence
381 SCT-Ga085 mature light chain variable domain protein sequence
381 SCT-Ga086 mature light chain variable domain protein sequence
381 SCT-Ga090 mature light chain variable domain protein sequence
381 SCT-Ga091 mature light chain variable domain protein sequence
381 SCT-Ga094 mature light chain variable domain protein sequence
381 SCT-Ga097 mature light chain variable domain protein sequence
381 SCT-Ga098 mature light chain variable domain protein sequence
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381 SCT-Gal07 mature light chain variable domain protein sequence
381 SCT-Gal08 mature light chain variable domain protein sequence
381 SCT-Gal09 mature light chain variable domain protein sequence
381 SCT-Gal14 mature light chain variable domain protein sequence
381 SCT-Gal16 mature light chain variable domain protein sequence
381 SCT-Gal17 mature light chain variable domain protein sequence
381 SCT-Gal18 mature light chain variable domain protein sequence
381 SCT-Gal19 mature light chain variable domain protein sequence
381 SCT-Gal28 mature light chain variable domain protein sequence
381 SCT-Gal29 mature light chain variable domain protein sequence
381 SCT-Gal30 mature light chain variable domain protein sequence
381 SCT-Gal38 mature light chain variable domain protein sequence
381 SCT-Gal44 mature light chain variable domain protein sequence
381 SCT-Gal45 mature light chain variable domain protein sequence
381 SCT-Gal51 mature light chain variable domain protein sequence
381 SCT-Gal53 mature light chain variable domain protein sequence
381 SCT-Gal55 mature light chain variable domain protein sequence
381 SCT-Gal60 mature light chain variable domain protein sequence
381 SCT-Gal63 mature light chain variable domain protein sequence
381 SCT-Gal64 mature light chain variable domain protein sequence
381 SCT-Gal65 mature light chain variable domain protein sequence
381 SCT-Gal68 mature light chain variable domain protein sequence
381 SCT-Gal70 mature light chain variable domain protein sequence
381 SCT-Gal71 mature light chain variable domain protein sequence
381 SCT-Gal72 mature light chain variable domain protein sequence
381 SCT-Ga437 mature light chain variable domain protein sequence
381 SCT-Ga449 mature light chain variable domain protein sequence
382 SCT-Ga004 mature light chain variable domain protein sequence
382 SCT-Ga044 mature light chain variable domain protein sequence
382 SCT-Ga050 mature light chain variable domain protein sequence
382 SCT-Gal24 mature light chain variable domain protein sequence
382 SCT-Gal66 mature light chain variable domain protein sequence
383 SCT-Ga007 mature light chain variable domain protein sequence
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384 SCT-Ga009 mature light chain variable domain protein sequence
385 SCT-Ga010 mature light chain variable domain protein sequence
385 SCT-Ga068 mature light chain variable domain protein sequence
385 SCT-Ga084 mature light chain variable domain protein sequence
385 SCT-Ga089 mature light chain variable domain protein sequence
385 SCT-Gal23 mature light chain variable domain protein sequence
385 SCT-Gal35 mature light chain variable domain protein sequence
385 SCT-Gal39 mature light chain variable domain protein sequence
386 SCT-Ga012 mature light chain variable domain protein sequence
387 SCT-Ga015 mature light chain variable domain protein sequence
388 SCT-Ga016 mature light chain variable domain protein sequence
389 SCT-Ga017 mature light chain variable domain protein sequence
389 SCT-Gal50 mature light chain variable domain protein sequence
390 SCT-Ga019 mature light chain variable domain protein sequence
391 SCT-Ga021 mature light chain variable domain protein sequence
392 SCT-Ga024 mature light chain variable domain protein sequence
393 SCT-Ga026 mature light chain variable domain protein sequence
394 SCT-Ga027 mature light chain variable domain protein sequence
395 SCT-Ga028 mature light chain variable domain protein sequence
396 SCT-Ga029 mature light chain variable domain protein sequence
396 SCT-Gal67 mature light chain variable domain protein sequence
397 SCT-Ga031 mature light chain variable domain protein sequence
398 SCT-Ga033 mature light chain variable domain protein sequence
398 SCT-Ga040 mature light chain variable domain protein sequence
398 SCT-Ga046 mature light chain variable domain protein sequence
398 SCT-Galll mature light chain variable domain protein sequence
398 SCT-Gal43 mature light chain variable domain protein sequence
398 SCT-Gal58 mature light chain variable domain protein sequence
398 SCT-Gal62 mature light chain variable domain protein sequence
398 SCT-Gal73 mature light chain variable domain protein sequence
399 SCT-Ga034 mature light chain variable domain protein sequence
399 SCT-Ga048 mature light chain variable domain protein sequence
400 SCT-Ga035 mature light chain variable domain protein sequence
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401 SCT-Ga036 mature light chain variable domain protein sequence
401 SCT-Ga067 mature light chain variable domain protein sequence
402 SCT-Ga037 mature light chain variable domain protein sequence
403 SCT-Ga039 mature light chain variable domain protein sequence
404 SCT-Ga041 mature light chain variable domain protein sequence
404 SCT-Gal26 mature light chain variable domain protein sequence
405 SCT-Ga042 mature light chain variable domain protein sequence
406 SCT-Ga043 mature light chain variable domain protein sequence
406 SCT-Ga045 mature light chain variable domain protein sequence
406 SCT-Gal48 mature light chain variable domain protein sequence
407 SCT-Ga049 mature light chain variable domain protein sequence
408 SCT-Ga051 mature light chain variable domain protein sequence
409 SCT-Ga052 mature light chain variable domain protein sequence
410 SCT-Ga053 mature light chain variable domain protein sequence
410 SCT-Gal27 mature light chain variable domain protein sequence
411 SCT-Ga054 mature light chain variable domain protein sequence
412 SCT-Ga055 mature light chain variable domain protein sequence
413 SCT-Ga056 mature light chain variable domain protein sequence
414 SCT-Ga057 mature light chain variable domain protein sequence
415 SCT-Ga059 mature light chain variable domain protein sequence
416 SCT-Ga062 mature light chain variable domain protein sequence
417 SCT-Ga063 mature light chain variable domain protein sequence
418 SCT-Ga065 mature light chain variable domain protein sequence
419 SCT-Ga066 mature light chain variable domain protein sequence
420 SCT-Ga069 mature light chain variable domain protein sequence
421 SCT-Ga071 mature light chain variable domain protein sequence
422 SCT-Ga073 mature light chain variable domain protein sequence
423 SCT-Ga074 mature light chain variable domain protein sequence
424 SCT-Ga075 mature light chain variable domain protein sequence
425 SCT-Ga076 mature light chain variable domain protein sequence
426 SCT-Ga077 mature light chain variable domain protein sequence
427 SCT-Ga087 mature light chain variable domain protein sequence
428 SCT-Ga088 mature light chain variable domain protein sequence
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429 SCT-Ga092 mature light chain variable domain protein sequence
430 SCT-Ga093 mature light chain variable domain protein sequence
431 SCT-Ga095 mature light chain variable domain protein sequence
432 SCT-Ga096 mature light chain variable domain protein sequence
433 SCT-Ga099 mature light chain variable domain protein sequence
434 SCT-Gal00 mature light chain variable domain protein sequence
435 SCT-Gal01 mature light chain variable domain protein sequence
436 SCT-Gal02 mature light chain variable domain protein sequence
437 SCT-Gal03 mature light chain variable domain protein sequence
438 SCT-Gal04 mature light chain variable domain protein sequence
439 SCT-Gal05 mature light chain variable domain protein sequence
440 SCT-Gal06 mature light chain variable domain protein sequence
441 SCT-Gal10 mature light chain variable domain protein sequence
442 SCT-Gal12 mature light chain variable domain protein sequence
443 SCT-Gal13 mature light chain variable domain protein sequence
444 SCT-Gall5 mature light chain variable domain protein sequence
445 SCT-Gal20 mature light chain variable domain protein sequence
445 SCT-Gal54 mature light chain variable domain protein sequence
446 SCT-Gal21 mature light chain variable domain protein sequence
447 SCT-Gal22 mature light chain variable domain protein sequence
448 SCT-Gal25 mature light chain variable domain protein sequence
449 SCT-Gal31 mature light chain variable domain protein sequence
450 SCT-Gal32 mature light chain variable domain protein sequence
451 SCT-Gal33 mature light chain variable domain protein sequence
451 SCT-Gal49 mature light chain variable domain protein sequence
451 SCT-Gal52 mature light chain variable domain protein sequence
452 SCT-Gal34 mature light chain variable domain protein sequence
453 SCT-Gal36 mature light chain variable domain protein sequence
454 SCT-Gal37 mature light chain variable domain protein sequence
455 SCT-Gal40 mature light chain variable domain protein sequence
456 SCT-Gal41 mature light chain variable domain protein sequence
456 SCT-Gal42 mature light chain variable domain protein sequence
457 SCT-Gal46 mature light chain variable domain protein sequence
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458 SCT-Gal47 mature light chain variable domain protein sequence
459 SCT-Gal56 mature light chain variable domain protein sequence
460 SCT-Gal57 mature light chain variable domain protein sequence
461 SCT-Gal59 mature light chain variable domain protein sequence
462 SCT-Gal61 mature light chain variable domain protein sequence
462 SCT-Gal74 mature light chain variable domain protein sequence
463 SCT-Gal69 mature light chain variable domain protein sequence
464 SCT-Gal75 mature light chain variable domain protein sequence
465 SCT-Gal76 mature light chain variable domain protein sequence
466 SCT-Gal77 mature light chain variable domain protein sequence
466 SCT-Ga281 mature light chain variable domain protein sequence
466 SCT-Ga342 mature light chain variable domain protein sequence
466 SCT-Ga370 mature light chain variable domain protein sequence
467 SCT-Gal78 mature light chain variable domain protein sequence
468 SCT-Gal79 mature light chain variable domain protein sequence
469 SCT-Gal80 mature light chain variable domain protein sequence
469 SCT-Ga222 mature light chain variable domain protein sequence
469 SCT-Ga267 mature light chain variable domain protein sequence
469 SCT-Ga336 mature light chain variable domain protein sequence
470 SCT-Gal81 mature light chain variable domain protein sequence
471 SCT-Gal82 mature light chain variable domain protein sequence
472 SCT-Gal83 mature light chain variable domain protein sequence
473 SCT-Gal84 mature light chain variable domain protein sequence
474 SCT-Gal85 mature light chain variable domain protein sequence
474 SCT-Ga202 mature light chain variable domain protein sequence
475 SCT-Gal86 mature light chain variable domain protein sequence
476 SCT-Gal87 mature light chain variable domain protein sequence
477 SCT-Gal88 mature light chain variable domain protein sequence
478 SCT-Gal89 mature light chain variable domain protein sequence
479 SCT-Gal90 mature light chain variable domain protein sequence
479 SCT-Ga214 mature light chain variable domain protein sequence
480 SCT-Gal91 mature light chain variable domain protein sequence
481 SCT-Gal92 mature light chain variable domain protein sequence
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482 SCT-Gal93 mature light chain variable domain protein sequence
482 SCT-Ga262 mature light chain variable domain protein sequence
482 SCT-Ga303 mature light chain variable domain protein sequence
482 SCT-Ga313 mature light chain variable domain protein sequence
482 SCT-Ga346 mature light chain variable domain protein sequence
482 SCT-Ga401 mature light chain variable domain protein sequence
482 SCT-Ga431 mature light chain variable domain protein sequence
482 SCT-Ga440 mature light chain variable domain protein sequence
482 SCT-Ga453 mature light chain variable domain protein sequence
483 SCT-Gal94 mature light chain variable domain protein sequence
483 SCT-Ga421 mature light chain variable domain protein sequence
484 SCT-Gal95 mature light chain variable domain protein sequence
485 SCT-Gal96 mature light chain variable domain protein sequence
486 SCT-Gal97 mature light chain variable domain protein sequence
486 SCT-Ga211 mature light chain variable domain protein sequence
487 SCT-Gal98 mature light chain variable domain protein sequence
488 SCT-Gal99 mature light chain variable domain protein sequence
489 SCT-Ga200 mature light chain variable domain protein sequence
490 SCT-Ga201 mature light chain variable domain protein sequence
491 SCT-Ga203 mature light chain variable domain protein sequence
492 SCT-Ga204 mature light chain variable domain protein sequence
493 SCT-Ga205 mature light chain variable domain protein sequence
494 SCT-Ga206 mature light chain variable domain protein sequence
495 SCT-Ga207 mature light chain variable domain protein sequence
496 SCT-Ga208 mature light chain variable domain protein sequence
497 SCT-Ga209 mature light chain variable domain protein sequence
498 SCT-Ga210 mature light chain variable domain protein sequence
499 SCT-Ga212 mature light chain variable domain protein sequence
500 SCT-Ga213 mature light chain variable domain protein sequence
501 SCT-Ga215 mature light chain variable domain protein sequence
502 SCT-Ga216 mature light chain variable domain protein sequence
503 SCT-Ga217 mature light chain variable domain protein sequence
504 SCT-Ga218 mature light chain variable domain protein sequence
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505 SCT-Ga219 mature light chain variable domain protein sequence
506 SCT-Ga220 mature light chain variable domain protein sequence
506 SCT-Ga331 mature light chain variable domain protein sequence
507 SCT-Ga221 mature light chain variable domain protein sequence
508 SCT-Ga223 mature light chain variable domain protein sequence
509 SCT-Ga224 mature light chain variable domain protein sequence
510 SCT-Ga225 mature light chain variable domain protein sequence
511 SCT-Ga226 mature light chain variable domain protein sequence
512 SCT-Ga227 mature light chain variable domain protein sequence
512 SCT-Ga365 mature light chain variable domain protein sequence
513 SCT-Ga228 mature light chain variable domain protein sequence
514 SCT-Ga229 mature light chain variable domain protein sequence
515 SCT-Ga230 mature light chain variable domain protein sequence
515 SCT-Ga258 mature light chain variable domain protein sequence
515 SCT-Ga329 mature light chain variable domain protein sequence
516 SCT-Ga231 mature light chain variable domain protein sequence
517 SCT-Ga232 mature light chain variable domain protein sequence
517 SCT-Ga292 mature light chain variable domain protein sequence
518 SCT-Ga233 mature light chain variable domain protein sequence
519 SCT-Ga234 mature light chain variable domain protein sequence
520 SCT-Ga235 mature light chain variable domain protein sequence
521 SCT-Ga236 mature light chain variable domain protein sequence
522 SCT-Ga237 mature light chain variable domain protein sequence
523 SCT-Ga238 mature light chain variable domain protein sequence
524 SCT-Ga239 mature light chain variable domain protein sequence
525 SCT-Ga240 mature light chain variable domain protein sequence
526 SCT-Ga241 mature light chain variable domain protein sequence
527 SCT-Ga242 mature light chain variable domain protein sequence
527 SCT-Ga260 mature light chain variable domain protein sequence
528 SCT-Ga243 mature light chain variable domain protein sequence
529 SCT-Ga244 mature light chain variable domain protein sequence
529 SCT-Ga272 mature light chain variable domain protein sequence
529 SCT-Ga362 mature light chain variable domain protein sequence
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530 SCT-Ga245 mature light chain variable domain protein sequence
531 SCT-Ga246 mature light chain variable domain protein sequence
531 SCT-Ga309 mature light chain variable domain protein sequence
531 SCT-Ga375 mature light chain variable domain protein sequence
532 SCT-Ga247 mature light chain variable domain protein sequence
533 SCT-Ga248 mature light chain variable domain protein sequence
534 SCT-Ga249 mature light chain variable domain protein sequence
535 SCT-Ga250 mature light chain variable domain protein sequence
536 SCT-Ga251 mature light chain variable domain protein sequence
537 SCT-Ga252 mature light chain variable domain protein sequence
538 SCT-Ga253 mature light chain variable domain protein sequence
539 SCT-Ga254 mature light chain variable domain protein sequence
540 SCT-Ga255 mature light chain variable domain protein sequence
540 SCT-Ga301 mature light chain variable domain protein sequence
541 SCT-Ga256 mature light chain variable domain protein sequence
542 SCT-Ga257 mature light chain variable domain protein sequence
543 SCT-Ga259 mature light chain variable domain protein sequence
544 SCT-Ga261 mature light chain variable domain protein sequence
545 SCT-Ga263 mature light chain variable domain protein sequence
546 SCT-Ga264 mature light chain variable domain protein sequence
547 SCT-Ga265 mature light chain variable domain protein sequence
548 SCT-Ga266 mature light chain variable domain protein sequence
549 SCT-Ga268 mature light chain variable domain protein sequence
550 SCT-Ga269 mature light chain variable domain protein sequence
551 SCT-Ga270 mature light chain variable domain protein sequence
552 SCT-Ga271 mature light chain variable domain protein sequence
552 SCT-Ga276 mature light chain variable domain protein sequence
552 SCT-Ga334 mature light chain variable domain protein sequence
552 SCT-Ga384 mature light chain variable domain protein sequence
552 SCT-Ga394 mature light chain variable domain protein sequence
552 SCT-Ga414 mature light chain variable domain protein sequence
553 SCT-Ga273 mature light chain variable domain protein sequence
554 SCT-Ga274 mature light chain variable domain protein sequence
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555 SCT-Ga275 mature light chain variable domain protein sequence
556 SCT-Ga277 mature light chain variable domain protein sequence
557 SCT-Ga278 mature light chain variable domain protein sequence
558 SCT-Ga279 mature light chain variable domain protein sequence
559 SCT-Ga280 mature light chain variable domain protein sequence
560 SCT-Ga282 mature light chain variable domain protein sequence
561 SCT-Ga283 mature light chain variable domain protein sequence
562 SCT-Ga284 mature light chain variable domain protein sequence
563 SCT-Ga285 mature light chain variable domain protein sequence
564 SCT-Ga286 mature light chain variable domain protein sequence
565 SCT-Ga287 mature light chain variable domain protein sequence
566 SCT-Ga288 mature light chain variable domain protein sequence
567 SCT-Ga289 mature light chain variable domain protein sequence
568 SCT-Ga290 mature light chain variable domain protein sequence
569 SCT-Ga291 mature light chain variable domain protein sequence
570 SCT-Ga293 mature light chain variable domain protein sequence
571 SCT-Ga294 mature light chain variable domain protein sequence
572 SCT-Ga295 mature light chain variable domain protein sequence
572 SCT-Ga360 mature light chain variable domain protein sequence
572 SCT-Ga406 mature light chain variable domain protein sequence
572 SCT-Ga419 mature light chain variable domain protein sequence
572 SCT-Ga424 mature light chain variable domain protein sequence
572 SCT-Ga435 mature light chain variable domain protein sequence
572 SCT-Ga455 mature light chain variable domain protein sequence
573 SCT-Ga296 mature light chain variable domain protein sequence
574 SCT-Ga297 mature light chain variable domain protein sequence
575 SCT-Ga298 mature light chain variable domain protein sequence
576 SCT-Ga299 mature light chain variable domain protein sequence
577 SCT-Ga300 mature light chain variable domain protein sequence
578 SCT-Ga302 mature light chain variable domain protein sequence
579 SCT-Ga304 mature light chain variable domain protein sequence
580 SCT-Ga305 mature light chain variable domain protein sequence
580 SCT-Ga372 mature light chain variable domain protein sequence
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581 SCT-Ga306 mature light chain variable domain protein sequence
582 SCT-Ga307 mature light chain variable domain protein sequence
583 SCT-Ga308 mature light chain variable domain protein sequence
584 SCT-Ga310 mature light chain variable domain protein sequence
585 SCT-Ga311 mature light chain variable domain protein sequence
586 SCT-Ga312 mature light chain variable domain protein sequence
587 SCT-Ga314 mature light chain variable domain protein sequence
588 SCT-Ga315 mature light chain variable domain protein sequence
589 SCT-Ga316 mature light chain variable domain protein sequence
590 SCT-Ga317 mature light chain variable domain protein sequence
591 SCT-Ga318 mature light chain variable domain protein sequence
592 SCT-Ga319 mature light chain variable domain protein sequence
593 SCT-Ga320 mature light chain variable domain protein sequence
594 SCT-Ga321 mature light chain variable domain protein sequence
595 SCT-Ga322 mature light chain variable domain protein sequence
596 SCT-Ga323 mature light chain variable domain protein sequence
596 SCT-Ga324 mature light chain variable domain protein sequence
596 SCT-Ga339 mature light chain variable domain protein sequence
596 SCT-Ga380 mature light chain variable domain protein sequence
597 SCT-Ga325 mature light chain variable domain protein sequence
598 SCT-Ga326 mature light chain variable domain protein sequence
599 SCT-Ga327 mature light chain variable domain protein sequence
600 SCT-Ga328 mature light chain variable domain protein sequence
601 SCT-Ga330 mature light chain variable domain protein sequence
602 SCT-Ga332 mature light chain variable domain protein sequence
603 SCT-Ga333 mature light chain variable domain protein sequence
604 SCT-Ga335 mature light chain variable domain protein sequence
605 SCT-Ga337 mature light chain variable domain protein sequence
606 SCT-Ga338 mature light chain variable domain protein sequence
607 SCT-Ga340 mature light chain variable domain protein sequence
608 SCT-Ga341 mature light chain variable domain protein sequence
608 SCT-Ga351 mature light chain variable domain protein sequence
609 SCT-Ga343 mature light chain variable domain protein sequence
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610 SCT-Ga344 mature light chain variable domain protein sequence
611 SCT-Ga345 mature light chain variable domain protein sequence
612 SCT-Ga347 mature light chain variable domain protein sequence
612 SCT-Ga377 mature light chain variable domain protein sequence
613 SCT-Ga348 mature light chain variable domain protein sequence
614 SCT-Ga349 mature light chain variable domain protein sequence
615 SCT-Ga350 mature light chain variable domain protein sequence
616 SCT-Ga352 mature light chain variable domain protein sequence
617 SCT-Ga353 mature light chain variable domain protein sequence
618 SCT-Ga354 mature light chain variable domain protein sequence
619 SCT-Ga355 mature light chain variable domain protein sequence
620 SCT-Ga356 mature light chain variable domain protein sequence
621 SCT-Ga357 mature light chain variable domain protein sequence
622 SCT-Ga358 mature light chain variable domain protein sequence
623 SCT-Ga359 mature light chain variable domain protein sequence
624 SCT-Ga361 mature light chain variable domain protein sequence
625 SCT-Ga363 mature light chain variable domain protein sequence
626 SCT-Ga364 mature light chain variable domain protein sequence
627 SCT-Ga366 mature light chain variable domain protein sequence
628 SCT-Ga367 mature light chain variable domain protein sequence
629 SCT-Ga368 mature light chain variable domain protein sequence
630 SCT-Ga369 mature light chain variable domain protein sequence
631 SCT-Ga371 mature light chain variable domain protein sequence
632 SCT-Ga373 mature light chain variable domain protein sequence
633 SCT-Ga374 mature light chain variable domain protein sequence
634 SCT-Ga376 mature light chain variable domain protein sequence
635 SCT-Ga378 mature light chain variable domain protein sequence
636 SCT-Ga379 mature light chain variable domain protein sequence
637 SCT-Ga381 mature light chain variable domain protein sequence
638 SCT-Ga382 mature light chain variable domain protein sequence
639 SCT-Ga383 mature light chain variable domain protein sequence
640 SCT-Ga385 mature light chain variable domain protein sequence
641 SCT-Ga386 mature light chain variable domain protein sequence
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642 SCT-Ga387 mature light chain variable domain protein sequence
643 SCT-Ga388 mature light chain variable domain protein sequence
643 SCT-Ga413 mature light chain variable domain protein sequence
643 SCT-Ga426 mature light chain variable domain protein sequence
644 SCT-Ga389 mature light chain variable domain protein sequence
645 SCT-Ga390 mature light chain variable domain protein sequence
645 SCT-Ga391 mature light chain variable domain protein sequence
645 SCT-Ga402 mature light chain variable domain protein sequence
645 SCT-Ga417 mature light chain variable domain protein sequence
645 SCT-Ga441 mature light chain variable domain protein sequence
645 SCT-Ga447 mature light chain variable domain protein sequence
646 SCT-Ga392 mature light chain variable domain protein sequence
647 SCT-Ga393 mature light chain variable domain protein sequence
648 SCT-Ga395 mature light chain variable domain protein sequence
649 SCT-Ga396 mature light chain variable domain protein sequence
650 SCT-Ga397 mature light chain variable domain protein sequence
651 SCT-Ga398 mature light chain variable domain protein sequence
652 SCT-Ga399 mature light chain variable domain protein sequence
652 SCT-Ga408 mature light chain variable domain protein sequence
653 SCT-Ga400 mature light chain variable domain protein sequence
654 SCT-Ga403 mature light chain variable domain protein sequence
655 SCT-Ga404 mature light chain variable domain protein sequence
656 SCT-Ga405 mature light chain variable domain protein sequence
657 SCT-Ga407 mature light chain variable domain protein sequence
658 SCT-Ga409 mature light chain variable domain protein sequence
658 SCT-Ga434 mature light chain variable domain protein sequence
659 SCT-Ga410 mature light chain variable domain protein sequence
660 SCT-Ga411 mature light chain variable domain protein sequence
661 SCT-Ga412 mature light chain variable domain protein sequence
662 SCT-Ga415 mature light chain variable domain protein sequence
663 SCT-Ga416 mature light chain variable domain protein sequence
664 SCT-Ga418 mature light chain variable domain protein sequence
665 SCT-Ga420 mature light chain variable domain protein sequence
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666 SCT-Ga422 mature light chain variable domain protein sequence
667 SCT-Ga423 mature light chain variable domain protein sequence
667 SCT-Ga456 mature light chain variable domain protein sequence
668 SCT-Ga425 mature light chain variable domain protein sequence
669 SCT-Ga427 mature light chain variable domain protein sequence
669 SCT-Ga428 mature light chain variable domain protein sequence
670 SCT-Ga429 mature light chain variable domain protein sequence
671 SCT-Ga430 mature light chain variable domain protein sequence
672 SCT-Ga432 mature light chain variable domain protein sequence
673 SCT-Ga433 mature light chain variable domain protein sequence
674 SCT-Ga436 mature light chain variable domain protein sequence
675 SCT-Ga438 mature light chain variable domain protein sequence
676 SCT-Ga439 mature light chain variable domain protein sequence
677 SCT-Ga442 mature light chain variable domain protein sequence
678 SCT-Ga443 mature light chain variable domain protein sequence
679 SCT-Ga444 mature light chain variable domain protein sequence
680 SCT-Ga445 mature light chain variable domain protein sequence
681 SCT-Ga446 mature light chain variable domain protein sequence
682 SCT-Ga448 mature light chain variable domain protein sequence
683 SCT-Ga450 mature light chain variable domain protein sequence
684 SCT-Ga451 mature light chain variable domain protein sequence
685 SCT-Ga452 mature light chain variable domain protein sequence
686 SCT-Ga454 mature light chain variable domain protein sequence
1366 SCT-Ga457 mature heavy chain variable domain protein sequence
1366 SCT-Ga458 mature heavy chain variable domain protein sequence
1367 SCT-Ga457 mature light chain variable domain protein sequence
1368 SCT-Ga458 mature light chain variable domain protein sequence
1369 SCT-Ga459 mature heavy chain variable domain protein sequence
1369 SCT-Ga460 mature heavy chain variable domain protein sequence
1370 SCT-Ga459 mature light chain variable domain protein sequence
1370 SCT-Ga461 mature light chain variable domain protein sequence
1371 SCT-Ga460 mature light chain variable domain protein sequence
1371 SCT-Ga462 mature light chain variable domain protein sequence
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1372 SCT-Ga461 mature heavy chain variable domain protein sequence
1372 SCT-Ga462 mature heavy chain variable domain protein sequence
1373 SCT-Ga463 mature heavy chain variable domain protein sequence
1373 SCT-Ga464 mature heavy chain variable domain protein sequence
1374 SCT-Ga463 mature light chain variable domain protein sequence
1374 SCT-Ga465 mature light chain variable domain protein sequence
1374 SCT-Ga493 mature light chain variable domain protein sequence
1374 SCT-Ga495 mature light chain variable domain protein sequence
1375 SCT-Ga464 mature light chain variable domain protein sequence
1375 SCT-Ga466 mature light chain variable domain protein sequence
1376 SCT-Ga465 mature heavy chain variable domain protein sequence
1376 SCT-Ga466 mature heavy chain variable domain protein sequence
1377 SCT-Ga467 mature heavy chain variable domain protein sequence
1377 SCT-Ga468 mature heavy chain variable domain protein sequence
1378 SCT-Ga467 mature light chain variable domain protein sequence
1378 SCT-Ga469 mature light chain variable domain protein sequence
1379 SCT-Ga468 mature light chain variable domain protein sequence
1379 SCT-Ga470 mature light chain variable domain protein sequence
1380 SCT-Ga469 mature heavy chain variable domain protein sequence
1380 SCT-Ga470 mature heavy chain variable domain protein sequence
1381 SCT-Ga471 mature heavy chain variable domain protein sequence
1381 SCT-Ga472 mature heavy chain variable domain protein sequence
1382 SCT-Ga471 mature light chain variable domain protein sequence
1382 SCT-Ga473 mature light chain variable domain protein sequence
1382 SCT-Ga490 mature light chain variable domain protein sequence
1382 SCT-Ga491 mature light chain variable domain protein sequence
1382 SCT-Ga492 mature light chain variable domain protein sequence
1383 SCT-Ga472 mature light chain variable domain protein sequence
1383 SCT-Ga474 mature light chain variable domain protein sequence
1384 SCT-Ga473 mature heavy chain variable domain protein sequence
1384 SCT-Ga474 mature heavy chain variable domain protein sequence
1385 SCT-Ga475 mature heavy chain variable domain protein sequence
1385 SCT-Ga476 mature heavy chain variable domain protein sequence

31



CA 03143995 2021-12-16

WO 2020/257760 PCT/US2020/038925

1386 SCT-Ga475 mature light chain variable domain protein sequence
1386 SCT-Ga477 mature light chain variable domain protein sequence
1386 SCT-Ga484 mature light chain variable domain protein sequence
1386 SCT-Ga485 mature light chain variable domain protein sequence
1386 SCT-Ga486 mature light chain variable domain protein sequence
1387 SCT-Ga476 mature light chain variable domain protein sequence
1387 SCT-Ga478 mature light chain variable domain protein sequence
1388 SCT-Ga477 mature heavy chain variable domain protein sequence
1388 SCT-Ga478 mature heavy chain variable domain protein sequence
1389 SCT-Ga479 mature heavy chain variable domain protein sequence
1390 SCT-Ga479 mature light chain variable domain protein sequence
1391 SCT-Ga480 mature heavy chain variable domain protein sequence
1391 SCT-Ga481 mature heavy chain variable domain protein sequence
1392 SCT-Ga480 mature light chain variable domain protein sequence
1392 SCT-Ga482 mature light chain variable domain protein sequence
1393 SCT-Ga481 mature light chain variable domain protein sequence
1393 SCT-Ga483 mature light chain variable domain protein sequence
1394 SCT-Ga482 mature heavy chain variable domain protein sequence
1394 SCT-Ga483 mature heavy chain variable domain protein sequence
1395 SCT-Ga484 mature heavy chain variable domain protein sequence
1396 SCT-Ga485 mature heavy chain variable domain protein sequence
1397 SCT-Ga486 mature heavy chain variable domain protein sequence
1398 SCT-Ga487 mature heavy chain variable domain protein sequence
1398 SCT-Ga490 mature heavy chain variable domain protein sequence
1399 SCT-Ga487 mature light chain variable domain protein sequence
1399 SCT-Ga488 mature light chain variable domain protein sequence
1399 SCT-Ga489 mature light chain variable domain protein sequence
1400 SCT-Ga488 mature heavy chain variable domain protein sequence
1400 SCT-Ga491 mature heavy chain variable domain protein sequence
1401 SCT-Ga489 mature heavy chain variable domain protein sequence
1401 SCT-Ga492 mature heavy chain variable domain protein sequence
1402 SCT-Ga493 mature heavy chain variable domain protein sequence
1402 SCT-Ga494 mature heavy chain variable domain protein sequence
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1403 SCT-Ga494 mature light chain variable domain protein sequence
1403 SCT-Ga496 mature light chain variable domain protein sequence
1404 SCT-Ga495 mature heavy chain variable domain protein sequence
1404 SCT-Ga496 mature heavy chain variable domain protein sequence
1405 SCT-Ga497 mature heavy chain variable domain protein sequence
1405 SCT-Ga498 mature heavy chain variable domain protein sequence
1406 SCT-Ga497 mature light chain variable domain protein sequence
1407 SCT-Ga498 mature light chain variable domain protein sequence

BRIEF DESCRIPTION OF THE DRAWINGS

[0009] FIG. 1. shows interaction analysis of human TIGIT with select subset of anti-
TIGIT antibodies by ELISA.
[0010] FIG. 2. shows dose-dependent blockade of anti-human TIGIT antibody using

Promega’s TIGIT blockade bioassay against a benchmark antibody, MK-7684.

[0011] FIG. 3. shows combination assay pairing with anti-PD-1 antibody using a
Promega’s kit. PM: Promega. The anti-PD-1 antibody (Cat. No. J1201) and anti-TIGIT
antibody (Cat. No. J2051) were provided by Promega. Every plot shows a synergistic effect
between anti-PD-1 antibody and anti-TIGIT antibody. FIG. 3E shows SCT-Ga461 and SCT-
Gad62, both of which are humanized antibodies, have activity comparable to that of their

murine counterpart (SCT-Ga433).

DETAILED DESCRIPTION
[0012] The disclosure provides antibodies that bind to TIGIT. In one embodiment, the

disclosure provides an isolated antibody that binds to SEQ ID NO:1.

Antibodies

[0013] The disclosure provides antibodies that bind specifically to SEQ ID NO:1.
The term “antibody” as used herein, includes both full-length immunoglobulins and antibody
fragments that bind to the same antigens. The antibodies can be, e.g., a monoclonal,
polyclonal, chimeric, humanized, or single chain antibody. As used herein, the terms
“antigen binding fragment,” “fragment,” and “antibody fragment” are used interchangeably
to refer to any fragment that comprises a portion of a full-length antibody, generally at least
the antigen binding portion or the variable region thereof. Examples of antibody fragments
include, but are not limited to, diabodies, single-chain antibody molecules, multi-specific

antibodies, Fab, Fab’, F(ab")2, Fv or scFv.

33



CA 03143995 2021-12-16

WO 2020/257760 PCT/US2020/038925

[0014] The phrase “therapeutically effective” is intended to qualify the amount of
active ingredients used in the treatment of a disease or disorder or on the effecting of a
clinical endpoint.

[0015] The term “therapeutically acceptable” refers to those compounds (or salts,
prodrugs, tautomers, zwitterionic forms, etc.) which are suitable for use in contact with the
tissues of patients without undue toxicity, irritation, and allergic response, are commensurate
with a reasonable benefit/risk ratio, and are effective for their intended use.

[0016] The terms “treating,” “treatment,” and the like, as used herein, mean
ameliorating a disease, so as to reduce, ameliorate, or eliminate its cause, its progression, its
severity, or one or more of its symptoms, or otherwise beneficially alter the disease in a
subject. Reference to “treating,” or “treatment” of a patient is intended to include
prophylaxis. Treatment may also be preemptive in nature, i.e., it may include prevention of
disease in a subject exposed to or at risk for the disease. Prevention of a disease may involve
complete protection from disease, for example as in the case of prevention of infection with a
pathogen or may involve prevention of disease progression. For example, prevention of a
disease may not mean complete foreclosure of any effect related to the diseases at any level,
but instead may mean prevention of the symptoms of a disease to a clinically significant or
detectable level. Prevention of diseases may also mean prevention of progression of a
disease to a later stage of the disease.

[0017] The terms “subject” and “patient” are used interchangeably herein to mean all
mammals including humans. Examples of subjects include, but are not limited to, humans,
monkeys, dogs, cats, horses, cows, goats, sheep, pigs, and rabbits. In one embodiment, the
subject or patient is a human.

[0018] In certain embodiments, the cancer treated with the anti-TIGIT antibody
molecule, alone or in combination, includes but is not limited to, a solid tumor, a
hematological cancer (e.g., leukemia, lymphoma, myeloma), and a metastatic lesion thereof.
In one embodiment, the cancer is a solid tumor. Examples of solid tumors include
malignancies, e.g., sarcomas and carcinomas (e.g., adenocarcinomas), of the various organ
systems, such as those affecting lung, breast, lymphoid, gastrointestinal or colorectal, genitals
and genitourinary tract (e.g., renal, urothelial, bladder cells), pharynx, CNS (e.g., brain,
neural or glial cells), skin (e.g., melanoma), head and neck (e.g., head and neck squamous
cell carcinoma (HNCC)), and pancreas. For example, melanoma, colon cancers, gastric
cancer, rectal cancer, renal-cell carcinoma, breast cancer (e.g., a breast cancer that does not

express one, two or all of estrogen receptor, progesterone receptor, or Her2/neu, e.g., a triple
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negative breast cancer), liver cancer, a lung cancer (e.g., a non-small cell lung cancer
(NSCLCO) (e.g., a NSCLC with squamous and/or non-squamous histology) or small cell lung
cancer), prostate cancer, cancer of head or neck (e.g., HPV+ squamous cell carcinoma),
cancer of the small intestine and cancer of the esophagus. Examples of hematological cancer
include, but is not limited to, leukemia (e.g., a myeloid leukemia, lymphoid leukemia, or
chronic lymphocytic leukemia (CLL)), lymphoma (e.g., Hogdkin lymphoma (HL), non-
Hogdkin lymphoma (NHL), Diffuse large B-cell lymphoma (DLBCL), T-cell lymphoma, or
mantle cell lymphoma (MCL)), and myeloma, e.g., multiple myeloma. The cancer may be at
an early, intermediate, late stage or metastatic cancer. For discovering and developing
antibody therapeutics to TIGIT generally known in the art, please see U.S. Pat. Application
No. 2018/0066055, which is incorporated in its entirety by reference.

[0019] The provided antibodies disclosed herein can be used to treat, prevent and/or
diagnose cancerous or malignant disorders (e.g., cancers such as melanoma, e.g., advanced
stage melanoma; pancreatic cancer, e.g., advanced pancreatic cancer; solid tumors; breast
cancer, €.2., metastatic breast carcinoma; renal cell carcinoma, e.g., advanced or metastatic
renal cell carcinoma (MRCC) or clear cell renal cell carcinoma).

[0020] The provided antibodies may be used to diagnose, treat, or monitor TIGIT-
expressing cancer and its progression, regression, or stability; to determine whether or not a
patient should be treated for cancer; or to determine whether or not a subject is afflicted with
TIGIT-expressing cancer and thus may be amenable to treatment with a TIGIT-specific anti-
cancer therapeutic. In some embodiments, the antibodies or fragments thereof described
herein may be used for various in vitro molecular-biology applications such as, for example,
enzyme-linked immunosorbent assays (ELISA), Western blots, immunohistochemistry,
immunocytochemistry, flow cytometry and fluorescence-activated cell sorting (FACS),
immunoprecipitation, and/or enzyme-linked immunospot assays (ELISPOT). In some
embodiments, the antibodies or fragments thereof may be packaged in kits with or without
additional reagents known to those of skill in the art for practicing any of the molecular
biology techniques disclosed above.

[0021] The disclosure provides the antibodies SCT-Ga001, SCT-Ga002, SCT-Ga003,
SCT-Ga004, SCT-Ga005, SCT-Ga006, SCT-Ga007, SCT-Ga008, SCT-Ga009, SCT-Ga010,
SCT-Ga011, SCT-Ga012, SCT-Ga013, SCT-Ga014, SCT-Ga015, SCT-Ga016, SCT-Ga017,
SCT-Ga018, SCT-Ga019, SCT-Ga020, SCT-Ga021, SCT-Ga022, SCT-Ga023, SCT-Ga024,
SCT-Ga025, SCT-Ga026, SCT-Ga027, SCT-Ga028, SCT-Ga029, SCT-Ga030, SCT-Ga031,
SCT-Ga032, SCT-Ga033, SCT-Ga034, SCT-Ga035, SCT-Ga036, SCT-Ga037, SCT-Ga038,
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SCT-Ga039, SCT-Ga040, SCT-Ga041, SCT-Ga042, SCT-Ga043, SCT-Ga044, SCT-Ga045,
SCT-Ga046, SCT-Ga047, SCT-Ga048, SCT-Ga049, SCT-Ga050, SCT-Ga051, SCT-Ga052,
SCT-Ga053, SCT-Ga054, SCT-Ga055, SCT-Ga056, SCT-Ga057, SCT-Ga058, SCT-Ga059,
SCT-Ga060, SCT-Ga061, SCT-Ga062, SCT-Ga063, SCT-Ga064, SCT-Ga065, SCT-Ga066,
SCT-Ga067, SCT-Ga068, SCT-Ga069, SCT-Ga070, SCT-Ga071, SCT-Ga072, SCT-Ga073,
SCT-Ga074, SCT-Ga075, SCT-Ga076, SCT-Ga077, SCT-Ga078, SCT-Ga079, SCT-Ga080,
SCT-Ga081, SCT-Ga082, SCT-Ga083, SCT-Ga084, SCT-Ga085, SCT-Ga086, SCT-Ga087,
SCT-Ga088, SCT-Ga089, SCT-Ga090, SCT-Ga091, SCT-Ga092, SCT-Ga093, SCT-Ga09%4,
SCT-Ga095, SCT-Ga096, SCT-Ga097, SCT-Ga098, SCT-Ga099, SCT-Gal00, SCT-GalOl,
SCT-Gal02, SCT-Gal03, SCT-Gal04, SCT-Gal05, SCT-Gal06, SCT-Gal07, SCT-GalO8,
SCT-Gal09, SCT-Gal10, SCT-Galll, SCT-Gal12, SCT-Gall3, SCT-Gall4, SCT-Gall5,
SCT-Gall6, SCT-Gall7, SCT-Gal18, SCT-Gall9, SCT-Gal20, SCT-Gal21, SCT-Gal22,
SCT-Gal23, SCT-Gal24, SCT-Gal25, SCT-Gal26, SCT-Gal27, SCT-Gal28, SCT-Gal29,
SCT-Gal30, SCT-Gal31, SCT-Gal32, SCT-Gal33, SCT-Gal34, SCT-Gal35, SCT-Gal36,
SCT-Gal37, SCT-Gal38, SCT-Gal39, SCT-Gal40, SCT-Gal41, SCT-Gal42, SCT-Gal43,
SCT-Gal44, SCT-Gal45, SCT-Gal46, SCT-Gald7, SCT-Gal48, SCT-Gal49, SCT-Gal50,
SCT-Gal51, SCT-Gal52, SCT-Gal53, SCT-Gal54, SCT-Gals5, SCT-Gal56, SCT-Gal57,
SCT-Gal58, SCT-Gals9, SCT-Gal60, SCT-Gal61, SCT-Gal62, SCT-Gal63, SCT-Gal64d,
SCT-Gal65, SCT-Gal66, SCT-Gal67, SCT-Gal68, SCT-Gal69, SCT-Gal70, SCT-Gal7l,
SCT-Gal72, SCT-Gal73, SCT-Gal74, SCT-Gal75, SCT-Gal76, SCT-Gal77, SCT-Gal78,
SCT-Gal79, SCT-Gal80, SCT-Gal81, SCT-Gal82, SCT-Gal&3, SCT-Gal&4, SCT-Galgs,
SCT-Galg86, SCT-Gal87, SCT-Gal88, SCT-Galg9, SCT-Gal90, SCT-Gal9l, SCT-Gal92,
SCT-Gal93, SCT-Gal94, SCT-Gal95, SCT-Gal96, SCT-Gal97, SCT-Gal98, SCT-Gal99,
SCT-Ga200, SCT-Ga201, SCT-Ga202, SCT-Ga203, SCT-Ga204, SCT-Ga205, SCT-Ga206,
SCT-Ga207, SCT-Ga208, SCT-Ga209, SCT-Ga210, SCT-Ga211, SCT-Ga212, SCT-Ga213,
SCT-Ga214, SCT-Ga215, SCT-Ga216, SCT-Ga217, SCT-Ga218, SCT-Ga219, SCT-Ga220,
SCT-Ga221, SCT-Ga222, SCT-Ga223, SCT-Ga224, SCT-Ga225, SCT-Ga226, SCT-Ga227,
SCT-Ga228, SCT-Ga229, SCT-Ga230, SCT-Ga231, SCT-Ga232, SCT-Ga233, SCT-Ga234,
SCT-Ga235, SCT-Ga236, SCT-Ga237, SCT-Ga238, SCT-Ga239, SCT-Ga240, SCT-Ga241,
SCT-Ga242, SCT-Ga243, SCT-Ga244, SCT-Ga245, SCT-Ga246, SCT-Ga247, SCT-Ga2438,
SCT-Ga249, SCT-Ga250, SCT-Ga251, SCT-Ga252, SCT-Ga253, SCT-Ga254, SCT-Ga255,
SCT-Ga256, SCT-Ga257, SCT-Ga258, SCT-Ga259, SCT-Ga260, SCT-Ga261, SCT-Ga262,
SCT-Ga263, SCT-Ga264, SCT-Ga265, SCT-Ga266, SCT-Ga267, SCT-Ga268, SCT-Ga269,
SCT-Ga270, SCT-Ga271, SCT-Ga272, SCT-Ga273, SCT-Ga274, SCT-Ga275, SCT-Ga276,
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SCT-Ga277, SCT-Ga278, SCT-Ga279, SCT-Ga280, SCT-Ga281, SCT-Ga282, SCT-Ga283,
SCT-Ga284, SCT-Ga285, SCT-Ga286, SCT-Ga287, SCT-Ga288, SCT-Ga289, SCT-Ga290,
SCT-Ga291, SCT-Ga292, SCT-Ga293, SCT-Ga294, SCT-Ga295, SCT-Ga296, SCT-Ga297,
SCT-Ga298, SCT-Ga299, SCT-Ga300, SCT-Ga301, SCT-Ga302, SCT-Ga303, SCT-Ga304,
SCT-Ga305, SCT-Ga306, SCT-Ga307, SCT-Ga308, SCT-Ga309, SCT-Ga310, SCT-Ga311,
SCT-Ga312, SCT-Ga313, SCT-Ga314, SCT-Ga315, SCT-Ga316, SCT-Ga317, SCT-Ga318,
SCT-Ga319, SCT-Ga320, SCT-Ga321, SCT-Ga322, SCT-Ga323, SCT-Ga324, SCT-Ga325,
SCT-Ga326, SCT-Ga327, SCT-Ga328, SCT-Ga329, SCT-Ga330, SCT-Ga331, SCT-Ga332,
SCT-Ga333, SCT-Ga334, SCT-Ga335, SCT-Ga336, SCT-Ga337, SCT-Ga338, SCT-Ga339,
SCT-Ga340, SCT-Ga341, SCT-Ga342, SCT-Ga343, SCT-Ga344, SCT-Ga345, SCT-Ga346,
SCT-Ga347, SCT-Ga348, SCT-Ga349, SCT-Ga350, SCT-Ga351, SCT-Ga352, SCT-Ga353,
SCT-Ga354, SCT-Ga355, SCT-Ga356, SCT-Ga357, SCT-Ga358, SCT-Ga359, SCT-Ga360,
SCT-Ga361, SCT-Ga362, SCT-Ga363, SCT-Ga364, SCT-Ga365, SCT-Ga366, SCT-Ga367,
SCT-Ga368, SCT-Ga369, SCT-Ga370, SCT-Ga371, SCT-Ga372, SCT-Ga373, SCT-Ga374,
SCT-Ga375, SCT-Ga376, SCT-Ga377, SCT-Ga378, SCT-Ga379, SCT-Ga380, SCT-Ga381,
SCT-Ga382, SCT-Ga383, SCT-Ga384, SCT-Ga385, SCT-Ga386, SCT-Ga387, SCT-Ga388,
SCT-Ga389, SCT-Ga390, SCT-Ga391, SCT-Ga392, SCT-Ga393, SCT-Ga394, SCT-Ga395,
SCT-Ga396, SCT-Ga397, SCT-Ga398, SCT-Ga399, SCT-Ga400, SCT-Ga401, SCT-Ga402,
SCT-Ga403, SCT-Gad404, SCT-Ga405, SCT-Ga406, SCT-Ga407, SCT-Ga408, SCT-Ga409,
SCT-Ga410, SCT-Gadll, SCT-Ga412, SCT-Ga413, SCT-Ga414, SCT-Ga415, SCT-Ga416,
SCT-Ga417, SCT-Ga418, SCT-Ga419, SCT-Ga420, SCT-Gad21, SCT-Gad22, SCT-Gad23,
SCT-Gad24, SCT-Gad25, SCT-Gad26, SCT-Gad27, SCT-Ga428, SCT-Ga429, SCT-Ga430,
SCT-Ga431, SCT-Ga432, SCT-Ga433, SCT-Ga434, SCT-Ga435, SCT-Ga436, SCT-Ga437,
SCT-Ga438, SCT-Gad39, SCT-Gad40, SCT-Gad41, SCT-Gad42, SCT-Gad43, SCT-Gad44,
SCT-Gad45, SCT-Gad46, SCT-Gad47, SCT-Gad48, SCT-Gad49, SCT-Ga450, SCT-Gad51,
SCT-Gad52, SCT-Gad53, SCT-Gad54, SCT-Gad55, and SCT-Ga456. Each of these is a

murine monoclonal antibody. The disclosure also provides the antibodies SCT-Ga457, SCT-
Ga458, SCT-Ga459, SCT-Ga460, SCT-Gad461, SCT-Gad62, SCT-Ga463, SCT-Ga464, SCT-
Ga465, SCT-Ga466, SCT-Ga467, SCT-Gad468, SCT-Ga469, SCT-Ga470, SCT-Ga471, SCT-
Gad72, SCT-Gad73, SCT-Gad74, SCT-Gad75, SCT-Gad76, SCT-Gad77, SCT-Gad78, SCT-
Ga479, SCT-Ga480, SCT-Ga481, SCT-Ga482, SCT-Ga483, SCT-Ga484, SCT-Ga485, SCT-
Ga486, SCT-Ga487, SCT-Ga488, SCT-Ga489, SCT-Ga490, SCT-Ga491, SCT-Ga492, SCT-
Gad93, SCT-Ga494, SCT-Ga495, SCT-Ga496, SCT-Ga497, and SCT-Ga498. Each of these

is a humanized monoclonal antibody.
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[0022] Additionally, recombinant anti-TIGIT antibodies, such as chimeric and
humanized monoclonal antibodies, comprising both human and non-human portions, which
can be made using standard recombinant DNA techniques, are within the scope of the
disclosure. Such chimeric and humanized monoclonal antibodies can be produced by
recombinant DNA techniques such as, for example, the methods described in U.S. Pat. No.
7,112,421; Better et al. (1988) Science 240:1041-1043; or Liu et al. (1987) Proc. Natl. Acad.
Sci. USA 84:3439-3443.

Antibody Variable Domain Sequence

[0023] The antibodies of the disclosure may comprise the heavy chain variable
domain sequences of SEQ ID NO:4, SEQ ID NO:5, SEQ ID NO:6, SEQ ID NO:6, SEQ ID
NO:7, SEQ ID NO:7, SEQ ID NO:7, SEQ ID NO:7, SEQ ID NO:7, SEQ ID NO:7, SEQ ID
NO:7, SEQ ID NO:8, SEQ ID NO:9, SEQ ID NO:10, SEQ ID NO:11, SEQ ID NO:12, SEQ
ID NO:13, SEQ ID NO:14, SEQ ID NO:15, SEQ ID NO:16, SEQ ID NO:17, SEQ ID
NO:17, SEQ ID NO:17, SEQ ID NO:18, SEQ ID NO:19, SEQ ID NO:20, SEQ ID NO:20,
SEQ ID NO:20, SEQ ID NO:20, SEQ ID NO:21, SEQ ID NO:21, SEQ ID NO:22, SEQ ID
NO:23, SEQ ID NO:23, SEQ ID NO:23, SEQ ID NO:24, SEQ ID NO:25, SEQ ID NO:26,
SEQ ID NO:27, SEQ ID NO:27, SEQ ID NO:27, SEQ ID NO:27, SEQ ID NO:27, SEQ ID
NO:28, SEQ ID NO:29, SEQ ID NO:30, SEQ ID NO:31, SEQ ID NO:32, SEQ ID NO:33,
SEQ ID NO:33, SEQ ID NO:34, SEQ ID NO:35, SEQ ID NO:36, SEQ ID NO:36, SEQ ID
NO:37, SEQ ID NO:38, SEQ ID NO:39, SEQ ID NO:40, SEQ ID NO:41, SEQ ID NO:42,
SEQ ID NO:43, SEQ ID NO:44, SEQ ID NO:45, SEQ ID NO:46, SEQ ID NO:47, SEQ ID
NO:48, SEQ ID NO:49, SEQ ID NO:50, SEQ ID NO:51, SEQ ID NO:51, SEQ ID NO:51,
SEQ ID NO:52, SEQ ID NO:53, SEQ ID NO:54, SEQ ID NO:55, SEQ ID NO:55, SEQ ID
NO:56, SEQ ID NO:57, SEQ ID NO:58, SEQ ID NO:58, SEQ ID NO:59, SEQ ID NO:60,
SEQ ID NO:61, SEQ ID NO:62, SEQ ID NO:62, SEQ ID NO:62, SEQ ID NO:62, SEQ ID
NO:62, SEQ ID NO:63, SEQ ID NO:64, SEQ ID NO:65, SEQ ID NO:66, SEQ ID NO:67,
SEQ ID NO:67, SEQ ID NO:67, SEQ ID NO:68, SEQ ID NO:69, SEQ ID NO:70, SEQ ID
NO:71, SEQ ID NO:72, SEQ ID NO:73, SEQ ID NO:74, SEQ ID NO:75, SEQ ID NO:75,
SEQ ID NO:76, SEQ ID NO:77, SEQ ID NO:78, SEQ ID NO:79, SEQ ID NO:79, SEQ ID
NO:80, SEQ ID NO:81, SEQ ID NO:82, SEQ ID NO:83, SEQ ID NO:84, SEQ ID NO:84,
SEQ ID NO:84, SEQ ID NO:84, SEQ ID NO:84, SEQ ID NO:85, SEQ ID NO:86, SEQ ID
NO:87, SEQ ID NO:88, SEQ ID NO:89, SEQ ID NO:90, SEQ ID NO:91, SEQ ID NO:92,
SEQ ID NO:93, SEQ ID NO:93, SEQ ID NO:94, SEQ ID NO:95, SEQ ID NO:96, SEQ ID

38



CA 03143995 2021-12-16

WO 2020/257760 PCT/US2020/038925

NO:97, SEQ ID NO:98, SEQ ID NO:99, SEQ ID NO:100, SEQ ID NO:101, SEQ ID

NO:102, SEQ ID NO:102, SEQ ID NO:103, SEQ ID NO:104, SEQ ID NO:105, SEQ ID
NO:106, SEQ ID NO:107, SEQ ID NO:108, SEQ ID NO:109, SEQ ID NO:110, SEQ ID
NO:111, SEQ ID NO:112, SEQ ID NO:113, SEQ ID NO:114, SEQ ID NO:115, SEQ ID
NO:116, SEQ ID NO:117, SEQ ID NO:118, SEQ ID NO:119, SEQ ID NO:120, SEQ ID
NO:121, SEQ ID NO:122, SEQ ID NO:123, SEQ ID NO:124, SEQ ID NO:125, SEQ ID
NO:126, SEQ ID NO:127, SEQ ID NO:128, SEQ ID NO:129, SEQ ID NO:130, SEQ ID
NO:131, SEQ ID NO:132, SEQ ID NO:133, SEQ ID NO:134, SEQ ID NO:135, SEQ ID
NO:136, SEQ ID NO:137, SEQ ID NO:138, SEQ ID NO:139, SEQ ID NO:140, SEQ ID
NO:140, SEQ ID NO:141, SEQ ID NO:142, SEQ ID NO:143, SEQ ID NO:144, SEQ ID
NO:145, SEQ ID NO:146, SEQ ID NO:147, SEQ ID NO:148, SEQ ID NO:149, SEQ ID
NO:150, SEQ ID NO:151, SEQ ID NO:151, SEQ ID NO:152, SEQ ID NO:153, SEQ ID
NO:154, SEQ ID NO:155, SEQ ID NO:156, SEQ ID NO:157, SEQ ID NO:158, SEQ ID
NO:159, SEQ ID NO:160, SEQ ID NO:161, SEQ ID NO:162, SEQ ID NO:163, SEQ ID
NO:163, SEQ ID NO:164, SEQ ID NO:164, SEQ ID NO:165, SEQ ID NO:166, SEQ ID
NO:167, SEQ ID NO:168, SEQ ID NO:169, SEQ ID NO:170, SEQ ID NO:170, SEQ ID
NO:171, SEQ ID NO:171, SEQ ID NO:171, SEQ ID NO:172, SEQ ID NO:173, SEQ ID
NO:173, SEQ ID NO:173, SEQ ID NO:174, SEQ ID NO:175, SEQ ID NO:176, SEQ ID
NO:176, SEQ ID NO:177, SEQ ID NO:177, SEQ ID NO:177, SEQ ID NO:177, SEQ ID
NO:177, SEQ ID NO:178, SEQ ID NO:179, SEQ ID NO:180, SEQ ID NO:180, SEQ ID
NO:181, SEQ ID NO:181, SEQ ID NO:182, SEQ ID NO:182, SEQ ID NO:182, SEQ ID
NO:183, SEQ ID NO:183, SEQ ID NO:183, SEQ ID NO:184, SEQ ID NO:185, SEQ ID
NO:186, SEQ ID NO:187, SEQ ID NO:188, SEQ ID NO:189, SEQ ID NO:189, SEQ ID
NO:189, SEQ ID NO:190, SEQ ID NO:191, SEQ ID NO:192, SEQ ID NO:192, SEQ ID
NO:193, SEQ ID NO:194, SEQ ID NO:195, SEQ ID NO:196, SEQ ID NO:197, SEQ ID
NO:198, SEQ ID NO:198, SEQ ID NO:199, SEQ ID NO:200, SEQ ID NO:201, SEQ ID
NO:201, SEQ ID NO:201, SEQ ID NO:201, SEQ ID NO:201, SEQ ID NO:201, SEQ ID
NO:202, SEQ ID NO:203, SEQ ID NO:204, SEQ ID NO:205, SEQ ID NO:206, SEQ ID
NO:207, SEQ ID NO:208, SEQ ID NO:209, SEQ ID NO:210, SEQ ID NO:210, SEQ ID
NO:211, SEQ ID NO:212, SEQ ID NO:213, SEQ ID NO:214, SEQ ID NO:215, SEQ ID
NO:216, SEQ ID NO:217, SEQ ID NO:218, SEQ ID NO:219, SEQ ID NO:220, SEQ ID
NO:220, SEQ ID NO:221, SEQ ID NO:222, SEQ ID NO:223, SEQ ID NO:224, SEQ ID
NO:224, SEQ ID NO:225, SEQ ID NO:226, SEQ ID NO:227, SEQ ID NO:228, SEQ ID
NO:229, SEQ ID NO:230, SEQ ID NO:230, SEQ ID NO:231, SEQ ID NO:232, SEQ ID
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NO:233, SEQ ID NO:234, SEQ ID NO:235, SEQ ID NO:236, SEQ ID NO:237, SEQ ID
NO:238, SEQ ID NO:238, SEQ ID NO:239, SEQ ID NO:240, SEQ ID NO:241, SEQ ID
NO:242, SEQ ID NO:243, SEQ ID NO:244, SEQ ID NO:245, SEQ ID NO:246, SEQ ID
NO:246, SEQ ID NO:247, SEQ ID NO:248, SEQ ID NO:249, SEQ ID NO:250, SEQ ID
NO:251, SEQ ID NO:252, SEQ ID NO:253, SEQ ID NO:254, SEQ ID NO:255, SEQ ID
NO:256, SEQ ID NO:257, SEQ ID NO:257, SEQ ID NO:258, SEQ ID NO:259, SEQ ID
NO:260, SEQ ID NO:261, SEQ ID NO:262, SEQ ID NO:263, SEQ ID NO:264, SEQ ID
NO:265, SEQ ID NO:266, SEQ ID NO:267, SEQ ID NO:267, SEQ ID NO:268, SEQ ID
NO:269, SEQ ID NO:270, SEQ ID NO:271, SEQ ID NO:272, SEQ ID NO:273, SEQ ID
NO:274, SEQ ID NO:275, SEQ ID NO:276, SEQ ID NO:277, SEQ ID NO:278, SEQ ID
NO:279, SEQ ID NO:280, SEQ ID NO:281, SEQ ID NO:282, SEQ ID NO:283, SEQ ID
NO:284, SEQ ID NO:285, SEQ ID NO:286, SEQ ID NO:287, SEQ ID NO:288, SEQ ID
NO:289, SEQ ID NO:290, SEQ ID NO:291, SEQ ID NO:292, SEQ ID NO:293, SEQ ID
NO:294, SEQ ID NO:295, SEQ ID NO:296, SEQ ID NO:297, SEQ ID NO:298, SEQ ID
NO:299, SEQ ID NO:300, SEQ ID NO:301, SEQ ID NO:302, SEQ ID NO:303, SEQ ID
NO:304, SEQ ID NO:305, SEQ ID NO:306, SEQ ID NO:307, SEQ ID NO:308, SEQ ID
NO:309, SEQ ID NO:310, SEQ ID NO:311, SEQ ID NO:311, SEQ ID NO:312, SEQ ID
NO:313, SEQ ID NO:313, SEQ ID NO:314, SEQ ID NO:315, SEQ ID NO:315, SEQ ID
NO:316, SEQ ID NO:317, SEQ ID NO:318, SEQ ID NO:319, SEQ ID NO:319, SEQ ID
NO:320, SEQ ID NO:321, SEQ ID NO:322, SEQ ID NO:323, SEQ ID NO:324, SEQ ID
NO:325, SEQ ID NO:326, SEQ ID NO:327, SEQ ID NO:328, SEQ ID NO:329, SEQ ID
NO:330, SEQ ID NO:331, SEQ ID NO:332, SEQ ID NO:333, SEQ ID NO:334, SEQ ID
NO:335, SEQ ID NO:336, SEQ ID NO:337, SEQ ID NO:338, SEQ ID NO:339, SEQ ID
NO:340, SEQ ID NO:341, SEQ ID NO:342, SEQ ID NO:343, SEQ ID NO:344, SEQ ID
NO:345, SEQ ID NO:346, SEQ ID NO:347, SEQ ID NO:348, SEQ ID NO:349, SEQ ID
NO:350, SEQ ID NO:351, SEQ ID NO:352, SEQ ID NO:353, SEQ ID NO:354, SEQ ID
NO:355, SEQ ID NO:356, SEQ ID NO:357, SEQ ID NO:358, SEQ ID NO:359, SEQ ID
NO:360, SEQ ID NO:361, SEQ ID NO:362, SEQ ID NO:363, SEQ ID NO:364, SEQ ID
NO:365, SEQ ID NO:366, SEQ ID NO:367, SEQ ID NO:368, SEQ ID NO:369, SEQ ID
NO:370, SEQ ID NO:371, SEQ ID NO:372, SEQ ID NO:373, SEQ ID NO:374, SEQ ID
NO:375, SEQ ID NO:376, SEQ ID NO:377, SEQ ID NO:378, SEQ ID NO:379, SEQ ID
NO:1366, SEQ ID NO:1369, SEQ ID NO:1372, SEQ ID NO:1373, SEQ ID NO:1376, SEQ
ID NO:1377, SEQ ID NO:1380, SEQ ID NO:1381, SEQ ID NO:1384, SEQ ID NO:1385,
SEQ ID NO:1388, SEQ ID NO:1389, SEQ ID NO:1391, SEQ ID NO:1394, SEQ ID
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NO:1395, SEQ ID NO:1396, SEQ ID NO:1397, SEQ ID NO:1398, SEQ ID NO:1400, SEQ
ID NO:1401, SEQ ID NO:1402, SEQ ID NO:1404, or SEQ ID NO:1405. The heavy chain
variable domain sequences may consist essentially of SEQ ID NO:4, SEQ ID NO:5, SEQ ID
NO:6, SEQ ID NO:6, SEQ ID NO:7, SEQ ID NO:7, SEQ ID NO:7, SEQ ID NO:7, SEQ ID
NO:7, SEQ ID NO:7, SEQ ID NO:7, SEQ ID NO:8, SEQ ID NO:9, SEQ ID NO:10, SEQ ID
NO:11, SEQ ID NO:12, SEQ ID NO:13, SEQ ID NO:14, SEQ ID NO:15, SEQ ID NO:16,
SEQ ID NO:17, SEQ ID NO:17, SEQ ID NO:17, SEQ ID NO:18, SEQ ID NO:19, SEQ ID
NO:20, SEQ ID NO:20, SEQ ID NO:20, SEQ ID NO:20, SEQ ID NO:21, SEQ ID NO:21,
SEQ ID NO:22, SEQ ID NO:23, SEQ ID NO:23, SEQ ID NO:23, SEQ ID NO:24, SEQ ID
NO:25, SEQ ID NO:26, SEQ ID NO:27, SEQ ID NO:27, SEQ ID NO:27, SEQ ID NO:27,
SEQ ID NO:27, SEQ ID NO:28, SEQ ID NO:29, SEQ ID NO:30, SEQ ID NO:31, SEQ ID
NO:32, SEQ ID NO:33, SEQ ID NO:33, SEQ ID NO:34, SEQ ID NO:35, SEQ ID NO:36,
SEQ ID NO:36, SEQ ID NO:37, SEQ ID NO:38, SEQ ID NO:39, SEQ ID NO:40, SEQ ID
NO:41, SEQ ID NO:42, SEQ ID NO:43, SEQ ID NO:44, SEQ ID NO:45, SEQ ID NO:46,
SEQ ID NO:47, SEQ ID NO:48, SEQ ID NO:49, SEQ ID NO:50, SEQ ID NO:51, SEQ ID
NO:51, SEQ ID NO:51, SEQ ID NO:52, SEQ ID NO:53, SEQ ID NO:54, SEQ ID NO:55,
SEQ ID NO:55, SEQ ID NO:56, SEQ ID NO:57, SEQ ID NO:58, SEQ ID NO:58, SEQ ID
NO:59, SEQ ID NO:60, SEQ ID NO:61, SEQ ID NO:62, SEQ ID NO:62, SEQ ID NO:62,
SEQ ID NO:62, SEQ ID NO:62, SEQ ID NO:63, SEQ ID NO:64, SEQ ID NO:65, SEQ ID
NO:66, SEQ ID NO:67, SEQ ID NO:67, SEQ ID NO:67, SEQ ID NO:68, SEQ ID NO:69,
SEQ ID NO:70, SEQ ID NO:71, SEQ ID NO:72, SEQ ID NO:73, SEQ ID NO:74, SEQ ID
NO:75, SEQ ID NO:75, SEQ ID NO:76, SEQ ID NO:77, SEQ ID NO:78, SEQ ID NO:79,
SEQ ID NO:79, SEQ ID NO:80, SEQ ID NO:81, SEQ ID NO:82, SEQ ID NO:83, SEQ ID
NO:84, SEQ ID NO:84, SEQ ID NO:84, SEQ ID NO:84, SEQ ID NO:84, SEQ ID NO:85,
SEQ ID NO:86, SEQ ID NO:87, SEQ ID NO:88, SEQ ID NO:89, SEQ ID NO:90, SEQ ID
NO:91, SEQ ID NO:92, SEQ ID NO:93, SEQ ID NO:93, SEQ ID NO:94, SEQ ID NO:95,
SEQ ID NO:96, SEQ ID NO:97, SEQ 1D NO:98, SEQ ID NO:99, SEQ ID NO:100, SEQ ID
NO:101, SEQ ID NO:102, SEQ ID NO:102, SEQ ID NO:103, SEQ ID NO:104, SEQ ID
NO:105, SEQ ID NO:106, SEQ ID NO:107, SEQ ID NO:108, SEQ ID NO:109, SEQ ID
NO:110, SEQID NO:111, SEQ ID NO:112, SEQ ID NO:113, SEQ ID NO:114, SEQ ID
NO:115, SEQ ID NO:116, SEQ ID NO:117, SEQ ID NO:118, SEQ ID NO:119, SEQ ID
NO:120, SEQ ID NO:121, SEQ ID NO:122, SEQ ID NO:123, SEQ ID NO:124, SEQ ID
NO:125, SEQ ID NO:126, SEQ ID NO:127, SEQ ID NO:128, SEQ ID NO:129, SEQ ID
NO:130, SEQ ID NO:131, SEQ ID NO:132, SEQ ID NO:133, SEQ ID NO:134, SEQ ID
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NO:135, SEQ ID NO:136, SEQ ID NO:137, SEQ ID NO:138, SEQ ID NO:139, SEQ ID
NO:140, SEQ ID NO:140, SEQ ID NO:141, SEQ ID NO:142, SEQ ID NO:143, SEQ ID
NO:144, SEQ ID NO:145, SEQ ID NO:146, SEQ ID NO:147, SEQ ID NO:148, SEQ ID
NO:149, SEQ ID NO:150, SEQ ID NO:151, SEQ ID NO:151, SEQ ID NO:152, SEQ ID
NO:153, SEQ ID NO:154, SEQ ID NO:155, SEQ ID NO:156, SEQ ID NO:157, SEQ ID
NO:158, SEQ ID NO:159, SEQ ID NO:160, SEQ ID NO:161, SEQ ID NO:162, SEQ ID
NO:163, SEQ ID NO:163, SEQ ID NO:164, SEQ ID NO:164, SEQ ID NO:165, SEQ ID
NO:166, SEQ ID NO:167, SEQ ID NO:168, SEQ ID NO:169, SEQ ID NO:170, SEQ ID
NO:170, SEQ ID NO:171, SEQ ID NO:171, SEQ ID NO:171, SEQ ID NO:172, SEQ ID
NO:173, SEQ ID NO:173, SEQ ID NO:173, SEQ ID NO:174, SEQ ID NO:175, SEQ ID
NO:176, SEQ ID NO:176, SEQ ID NO:177, SEQ ID NO:177, SEQ ID NO:177, SEQ ID
NO:177, SEQ ID NO:177, SEQ ID NO:178, SEQ ID NO:179, SEQ ID NO:180, SEQ ID
NO:180, SEQ ID NO:181, SEQ ID NO:181, SEQ ID NO:182, SEQ ID NO:182, SEQ ID
NO:182, SEQ ID NO:183, SEQ ID NO:183, SEQ ID NO:183, SEQ ID NO:184, SEQ ID
NO:185, SEQ ID NO:186, SEQ ID NO:187, SEQ ID NO:188, SEQ ID NO:189, SEQ ID
NO:189, SEQ ID NO:189, SEQ ID NO:190, SEQ ID NO:191, SEQ ID NO:192, SEQ ID
NO:192, SEQ ID NO:193, SEQ ID NO:194, SEQ ID NO:195, SEQ ID NO:196, SEQ ID
NO:197, SEQ ID NO:198, SEQ ID NO:198, SEQ ID NO:199, SEQ ID NO:200, SEQ ID
NO:201, SEQ ID NO:201, SEQ ID NO:201, SEQ ID NO:201, SEQ ID NO:201, SEQ ID
NO:201, SEQ ID NO:202, SEQ ID NO:203, SEQ ID NO:204, SEQ ID NO:205, SEQ ID
NO:206, SEQ ID NO:207, SEQ ID NO:208, SEQ ID NO:209, SEQ ID NO:210, SEQ ID
NO:210, SEQ ID NO:211, SEQ ID NO:212, SEQ ID NO:213, SEQ ID NO:214, SEQ ID
NO:215, SEQ ID NO:216, SEQ ID NO:217, SEQ ID NO:218, SEQ ID NO:219, SEQ ID
NO:220, SEQ ID NO:220, SEQ ID NO:221, SEQ ID NO:222, SEQ ID NO:223, SEQ ID
NO:224, SEQ ID NO:224, SEQ ID NO:225, SEQ ID NO:226, SEQ ID NO:227, SEQ ID
NO:228, SEQ ID NO:229, SEQ ID NO:230, SEQ ID NO:230, SEQ ID NO:231, SEQ ID
NO:232, SEQ ID NO:233, SEQ ID NO:234, SEQ ID NO:235, SEQ ID NO:236, SEQ ID
NO:237, SEQ ID NO:238, SEQ ID NO:238, SEQ ID NO:239, SEQ ID NO:240, SEQ ID
NO:241, SEQ ID NO:242, SEQ ID NO:243, SEQ ID NO:244, SEQ ID NO:245, SEQ ID
NO:246, SEQ ID NO:246, SEQ ID NO:247, SEQ ID NO:248, SEQ ID NO:249, SEQ ID
NO:250, SEQ ID NO:251, SEQ ID NO:252, SEQ ID NO:253, SEQ ID NO:254, SEQ ID
NO:255, SEQ ID NO:256, SEQ ID NO:257, SEQ ID NO:257, SEQ ID NO:258, SEQ ID
NO:259, SEQ ID NO:260, SEQ ID NO:261, SEQ ID NO:262, SEQ ID NO:263, SEQ ID
NO:264, SEQ ID NO:265, SEQ ID NO:266, SEQ ID NO:267, SEQ ID NO:267, SEQ ID
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NO:268, SEQ ID NO:269, SEQ ID NO:270, SEQ ID NO:271, SEQ ID NO:272, SEQ ID
NO:273, SEQ ID NO:274, SEQ ID NO:275, SEQ ID NO:276, SEQ ID NO:277, SEQ ID
NO:278, SEQ ID NO:279, SEQ ID NO:280, SEQ ID NO:281, SEQ ID NO:282, SEQ ID
NO:283, SEQ ID NO:284, SEQ ID NO:285, SEQ ID NO:286, SEQ ID NO:287, SEQ ID
NO:288, SEQ ID NO:289, SEQ ID NO:290, SEQ ID NO:291, SEQ ID NO:292, SEQ ID
NO:293, SEQ ID NO:294, SEQ ID NO:295, SEQ ID NO:296, SEQ ID NO:297, SEQ ID
NO:298, SEQ ID NO:299, SEQ ID NO:300, SEQ ID NO:301, SEQ ID NO:302, SEQ ID
NO:303, SEQ ID NO:304, SEQ ID NO:305, SEQ ID NO:306, SEQ ID NO:307, SEQ ID
NO:308, SEQ ID NO:309, SEQ ID NO:310, SEQ ID NO:311, SEQ ID NO:311, SEQ ID
NO:312, SEQ ID NO:313, SEQ ID NO:313, SEQ ID NO:314, SEQ ID NO:315, SEQ ID
NO:315, SEQ ID NO:316, SEQ ID NO:317, SEQ ID NO:318, SEQ ID NO:319, SEQ ID
NO:319, SEQ ID NO:320, SEQ ID NO:321, SEQ ID NO:322, SEQ ID NO:323, SEQ ID
NO:324, SEQ ID NO:325, SEQ ID NO:326, SEQ ID NO:327, SEQ ID NO:328, SEQ ID
NO:329, SEQ ID NO:330, SEQ ID NO:331, SEQ ID NO:332, SEQ ID NO:333, SEQ ID
NO:334, SEQ ID NO:335, SEQ ID NO:336, SEQ ID NO:337, SEQ ID NO:338, SEQ ID
NO:339, SEQ ID NO:340, SEQ ID NO:341, SEQ ID NO:342, SEQ ID NO:343, SEQ ID
NO:344, SEQ ID NO:345, SEQ ID NO:346, SEQ ID NO:347, SEQ ID NO:348, SEQ ID
NO:349, SEQ ID NO:350, SEQ ID NO:351, SEQ ID NO:352, SEQ ID NO:353, SEQ ID
NO:354, SEQ ID NO:355, SEQ ID NO:356, SEQ ID NO:357, SEQ ID NO:358, SEQ ID
NO:359, SEQ ID NO:360, SEQ ID NO:361, SEQ ID NO:362, SEQ ID NO:363, SEQ ID
NO:364, SEQ ID NO:365, SEQ ID NO:366, SEQ ID NO:367, SEQ ID NO:368, SEQ ID
NO:369, SEQ ID NO:370, SEQ ID NO:371, SEQ ID NO:372, SEQ ID NO:373, SEQ ID
NO:374, SEQ ID NO:375, SEQ ID NO:376, SEQ ID NO:377, SEQ ID NO:378, SEQ ID
NO:379, SEQ ID NO:1366, SEQ ID NO:1369, SEQ ID NO:1372, SEQ ID NO:1373, SEQ ID
NO:1376, SEQ ID NO:1377, SEQ ID NO:1380, SEQ ID NO:1381, SEQ ID NO:1384, SEQ
ID NO:1385, SEQ ID NO:1388, SEQ ID NO:1389, SEQ ID NO:1391, SEQ ID NO:1394,
SEQ ID NO:1395, SEQ ID NO:1396, SEQ ID NO:1397, SEQ ID NO:1398, SEQ ID
NO:1400, SEQ ID NO:1401, SEQ ID NO:1402, SEQ ID NO:1404, or SEQ ID NO:1405.
[0024] The antibodies of the disclosure may comprise the light chain variable domain
sequences of SEQ ID NO:380, SEQ ID NO:380, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
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NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:382, SEQ ID NO:382, SEQ ID NO:382, SEQ ID NO:382, SEQ ID NO:382, SEQ ID
NO:383, SEQ ID NO:384, SEQ ID NO:385, SEQ ID NO:385, SEQ ID NO:385, SEQ ID
NO:385, SEQ ID NO:385, SEQ ID NO:385, SEQ ID NO:385, SEQ ID NO:386, SEQ ID
NO:387, SEQ ID NO:388, SEQ ID NO:389, SEQ ID NO:389, SEQ ID NO:390, SEQ ID
NO:391, SEQ ID NO:392, SEQ ID NO:393, SEQ ID NO:394, SEQ ID NO:395, SEQ ID
NO:396, SEQ ID NO:396, SEQ ID NO:397, SEQ ID NO:398, SEQ ID NO:398, SEQ ID
NO:398, SEQ ID NO:398, SEQ ID NO:398, SEQ ID NO:398, SEQ ID NO:398, SEQ ID
NO:398, SEQ ID NO:399, SEQ ID NO:399, SEQ ID NO:400, SEQ ID NO:401, SEQ ID
NO:401, SEQ ID NO:402, SEQ ID NO:403, SEQ ID NO:404, SEQ ID NO:404, SEQ ID
NO:405, SEQ ID NO:406, SEQ ID NO:406, SEQ ID NO:406, SEQ ID NO:407, SEQ ID
NO:408, SEQ ID NO:409, SEQ ID NO:410, SEQ ID NO:410, SEQ ID NO:411, SEQ ID
NO:412, SEQ ID NO:413, SEQ ID NO:414, SEQ ID NO:415, SEQ ID NO:416, SEQ ID
NO:417, SEQ ID NO:418, SEQ ID NO:419, SEQ ID NO:420, SEQ ID NO:421, SEQ ID
NO:422, SEQ ID NO:423, SEQ ID NO:424, SEQ ID NO:425, SEQ ID NO:426, SEQ ID
NO:427, SEQ ID NO:428, SEQ ID NO:429, SEQ ID NO:430, SEQ ID NO:431, SEQ ID
NO:432, SEQ ID NO:433, SEQ ID NO:434, SEQ ID NO:435, SEQ ID NO:436, SEQ ID
NO:437, SEQ ID NO:438, SEQ ID NO:439, SEQ ID NO:440, SEQ ID NO:441, SEQ ID
NO:442, SEQ ID NO:443, SEQ ID NO:444, SEQ ID NO:445, SEQ ID NO:445, SEQ ID
NO:446, SEQ ID NO:447, SEQ ID NO:448, SEQ ID NO:449, SEQ ID NO:450, SEQ ID
NO:451, SEQ ID NO:451, SEQ ID NO:451, SEQ ID NO:452, SEQ ID NO:453, SEQ ID
NO:454, SEQ ID NO:455, SEQ ID NO:456, SEQ ID NO:456, SEQ ID NO:457, SEQ ID
NO:458, SEQ ID NO:459, SEQ ID NO:460, SEQ ID NO:461, SEQ ID NO:462, SEQ ID
NO:462, SEQ ID NO:463, SEQ ID NO:464, SEQ ID NO:465, SEQ ID NO:466, SEQ 1D
NO:466, SEQ ID NO:466, SEQ ID NO:466, SEQ ID NO:467, SEQ ID NO:468, SEQ ID
NO:469, SEQ ID NO:469, SEQ ID NO:469, SEQ ID NO:469, SEQ ID NO:470, SEQ ID
NO:471, SEQ ID NO:472, SEQ ID NO:473, SEQ ID NO:474, SEQ ID NO:474, SEQ 1D
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NO:475, SEQ ID NO:476, SEQ ID NO:477, SEQ ID NO:478, SEQ ID NO:479, SEQ 1D
NO:479, SEQ ID NO:480, SEQ ID NO:481, SEQ ID NO:482, SEQ ID NO:482, SEQ ID
NO:482, SEQ ID NO:482, SEQ ID NO:482, SEQ ID NO:482, SEQ ID NO:482, SEQ ID
NO:482, SEQ ID NO:482, SEQ ID NO:483, SEQ ID NO:483, SEQ ID NO:484, SEQ ID
NO:485, SEQ ID NO:486, SEQ ID NO:486, SEQ ID NO:487, SEQ ID NO:488, SEQ ID
NO:489, SEQ ID NO:490, SEQ ID NO:491, SEQ ID NO:492, SEQ ID NO:493, SEQ ID
NO:494, SEQ ID NO:495, SEQ ID NO:496, SEQ ID NO:497, SEQ ID NO:498, SEQ ID
NO:499, SEQ ID NO:500, SEQ ID NO:501, SEQ ID NO:502, SEQ ID NO:503, SEQ ID
NO:504, SEQ ID NO:505, SEQ ID NO:506, SEQ ID NO:506, SEQ ID NO:507, SEQ ID
NO:508, SEQ ID NO:509, SEQ ID NO:510, SEQ ID NO:511, SEQ ID NO:512, SEQ ID
NO:512, SEQ ID NO:513, SEQ ID NO:514, SEQ ID NO:515, SEQ ID NO:515, SEQ ID
NO:515, SEQ ID NO:516, SEQ ID NO:517, SEQ ID NO:517, SEQ ID NO:518, SEQ ID
NO:519, SEQ ID NO:520, SEQ ID NO:521, SEQ ID NO:522, SEQ ID NO:523, SEQ ID
NO:524, SEQ ID NO:525, SEQ ID NO:526, SEQ ID NO:527, SEQ ID NO:527, SEQ ID
NO:528, SEQ ID NO:529, SEQ ID NO:529, SEQ ID NO:529, SEQ ID NO:530, SEQ ID
NO:531, SEQ ID NO:531, SEQ ID NO:531, SEQ ID NO:532, SEQ ID NO:533, SEQ ID
NO:534, SEQ ID NO:535, SEQ ID NO:536, SEQ ID NO:537, SEQ ID NO:538, SEQ ID
NO:539, SEQ ID NO:540, SEQ ID NO:540, SEQ ID NO:541, SEQ ID NO:542, SEQ ID
NO:543, SEQ ID NO:544, SEQ ID NO:545, SEQ ID NO:546, SEQ ID NO:547, SEQ ID
NO:548, SEQ ID NO:549, SEQ ID NO:550, SEQ ID NO:551, SEQ ID NO:552, SEQ ID
NO:552, SEQ ID NO:552, SEQ ID NO:552, SEQ ID NO:552, SEQ ID NO:552, SEQ ID
NO:553, SEQ ID NO:554, SEQ ID NO:555, SEQ ID NO:556, SEQ ID NO:557, SEQ ID
NO:558, SEQ ID NO:559, SEQ ID NO:560, SEQ ID NO:561, SEQ ID NO:562, SEQ ID
NO:563, SEQ ID NO:564, SEQ ID NO:565, SEQ ID NO:566, SEQ ID NO:567, SEQ 1D
NO:568, SEQ ID NO:569, SEQ ID NO:570, SEQ ID NO:571, SEQ ID NO:572, SEQ ID
NO:572, SEQ ID NO:572, SEQ ID NO:572, SEQ ID NO:572, SEQ ID NO:572, SEQ ID
NO:572, SEQ ID NO:573, SEQ ID NO:574, SEQ ID NO:575, SEQ ID NO:576, SEQ 1D
NO:577, SEQ ID NO:578, SEQ ID NO:579, SEQ ID NO:580, SEQ ID NO:580, SEQ ID
NO:581, SEQ ID NO:582, SEQ ID NO:583, SEQ ID NO:584, SEQ ID NO:585, SEQ ID
NO:586, SEQ ID NO:587, SEQ ID NO:588, SEQ ID NO:589, SEQ ID NO:590, SEQ ID
NO:591, SEQ ID NO:592, SEQ ID NO:593, SEQ ID NO:594, SEQ ID NO:595, SEQ ID
NO:596, SEQ ID NO:596, SEQ ID NO:596, SEQ ID NO:596, SEQ ID NO:597, SEQ ID
NO:598, SEQ ID NO:599, SEQ ID NO:600, SEQ ID NO:601, SEQ ID NO:602, SEQ ID
NO:603, SEQ ID NO:604, SEQ ID NO:605, SEQ ID NO:606, SEQ ID NO:607, SEQ ID
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NO:608, SEQ ID NO:608, SEQ ID NO:609, SEQ ID NO:610, SEQ ID NO:611, SEQ ID
NO:612, SEQ ID NO:612, SEQ ID NO:613, SEQ ID NO:614, SEQ ID NO:615, SEQ ID
NO:616, SEQ ID NO:617, SEQ ID NO:618, SEQ ID NO:619, SEQ ID NO:620, SEQ ID
NO:621, SEQ ID NO:622, SEQ ID NO:623, SEQ ID NO:624, SEQ ID NO:625, SEQ ID
NO:626, SEQ ID NO:627, SEQ ID NO:628, SEQ ID NO:629, SEQ ID NO:630, SEQ ID
NO:631, SEQ ID NO:632, SEQ ID NO:633, SEQ ID NO:634, SEQ ID NO:635, SEQ ID
NO:636, SEQ ID NO:637, SEQ ID NO:638, SEQ ID NO:639, SEQ ID NO:640, SEQ ID
NO:641, SEQ ID NO:642, SEQ ID NO:643, SEQ ID NO:643, SEQ ID NO:643, SEQ ID
NO:644, SEQ ID NO:645, SEQ ID NO:645, SEQ ID NO:645, SEQ ID NO:645, SEQ ID
NO:645, SEQ ID NO:645, SEQ ID NO:646, SEQ ID NO:647, SEQ ID NO:648, SEQ ID
NO:649, SEQ ID NO:650, SEQ ID NO:651, SEQ ID NO:652, SEQ ID NO:652, SEQ ID
NO:653, SEQ ID NO:654, SEQ ID NO:655, SEQ ID NO:656, SEQ ID NO:657, SEQ ID
NO:658, SEQ ID NO:658, SEQ ID NO:659, SEQ ID NO:660, SEQ ID NO:661, SEQ ID
NO:662, SEQ ID NO:663, SEQ ID NO:664, SEQ ID NO:665, SEQ ID NO:666, SEQ 1D
NO:667, SEQ ID NO:667, SEQ ID NO:668, SEQ ID NO:669, SEQ ID NO:669, SEQ 1D
NO:670, SEQ ID NO:671, SEQ ID NO:672, SEQ ID NO:673, SEQ ID NO:674, SEQ ID
NO:675, SEQ ID NO:676, SEQ ID NO:677, SEQ ID NO:678, SEQ ID NO:679, SEQ ID
NO:680, SEQ ID NO:681, SEQ ID NO:682, SEQ ID NO:683, SEQ ID NO:684, SEQ ID
NO:685, SEQ ID NO:686, SEQ ID NO:1367, SEQ ID NO:1368, SEQ ID NO:1370, SEQ 1D
NO:1371, SEQ ID NO:1374, SEQ ID NO:1375, SEQ ID NO:1378, SEQ ID NO:1379, SEQ
ID NO:1382, SEQ ID NO:1383, SEQ ID NO:1386, SEQ ID NO:1387, SEQ 1D NO:1390,
SEQ ID NO:1392, SEQ ID NO:1393, SEQ ID NO:1399, SEQ ID NO:1403, SEQ ID
NO:1406, or SEQ ID NO:1407. The light chain variable domain sequences may consist
essentially of SEQ ID NO:380, SEQ ID NO:380, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
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NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:382, SEQ ID NO:382, SEQ ID NO:382, SEQ ID NO:382, SEQ ID NO:382, SEQ ID
NO:383, SEQ ID NO:384, SEQ ID NO:385, SEQ ID NO:385, SEQ ID NO:385, SEQ ID
NO:385, SEQ ID NO:385, SEQ ID NO:385, SEQ ID NO:385, SEQ ID NO:386, SEQ ID
NO:387, SEQ ID NO:388, SEQ ID NO:389, SEQ ID NO:389, SEQ ID NO:390, SEQ ID
NO:391, SEQ ID NO:392, SEQ ID NO:393, SEQ ID NO:394, SEQ ID NO:395, SEQ ID
NO:396, SEQ ID NO:396, SEQ ID NO:397, SEQ ID NO:398, SEQ ID NO:398, SEQ ID
NO:398, SEQ ID NO:398, SEQ ID NO:398, SEQ ID NO:398, SEQ ID NO:398, SEQ ID
NO:398, SEQ ID NO:399, SEQ ID NO:399, SEQ ID NO:400, SEQ ID NO:401, SEQ ID
NO:401, SEQ ID NO:402, SEQ ID NO:403, SEQ ID NO:404, SEQ ID NO:404, SEQ ID
NO:405, SEQ ID NO:406, SEQ ID NO:406, SEQ ID NO:406, SEQ ID NO:407, SEQ ID
NO:408, SEQ ID NO:409, SEQ ID NO:410, SEQ ID NO:410, SEQ ID NO:411, SEQ ID
NO:412, SEQ ID NO:413, SEQ ID NO:414, SEQ ID NO:415, SEQ ID NO:416, SEQ ID
NO:417, SEQ ID NO:418, SEQ ID NO:419, SEQ ID NO:420, SEQ ID NO:421, SEQ ID
NO:422, SEQ ID NO:423, SEQ ID NO:424, SEQ ID NO:425, SEQ ID NO:426, SEQ ID
NO:427, SEQ ID NO:428, SEQ ID NO:429, SEQ ID NO:430, SEQ ID NO:431, SEQ ID
NO:432, SEQ ID NO:433, SEQ ID NO:434, SEQ ID NO:435, SEQ ID NO:436, SEQ ID
NO:437, SEQ ID NO:438, SEQ ID NO:439, SEQ ID NO:440, SEQ ID NO:441, SEQ ID
NO:442, SEQ ID NO:443, SEQ ID NO:444, SEQ ID NO:445, SEQ ID NO:445, SEQ ID
NO:446, SEQ ID NO:447, SEQ ID NO:448, SEQ ID NO:449, SEQ ID NO:450, SEQ ID
NO:451, SEQ ID NO:451, SEQ ID NO:451, SEQ ID NO:452, SEQ ID NO:453, SEQ ID
NO:454, SEQ ID NO:455, SEQ ID NO:456, SEQ ID NO:456, SEQ ID NO:457, SEQ ID
NO:458, SEQ ID NO:459, SEQ ID NO:460, SEQ ID NO:461, SEQ ID NO:462, SEQ ID
NO:462, SEQ ID NO:463, SEQ ID NO:464, SEQ ID NO:465, SEQ ID NO:466, SEQ 1D
NO:466, SEQ ID NO:466, SEQ ID NO:466, SEQ ID NO:467, SEQ ID NO:468, SEQ ID
NO:469, SEQ ID NO:469, SEQ ID NO:469, SEQ ID NO:469, SEQ ID NO:470, SEQ ID
NO:471, SEQ ID NO:472, SEQ ID NO:473, SEQ ID NO:474, SEQ ID NO:474, SEQ 1D
NO:475, SEQ ID NO:476, SEQ ID NO:477, SEQ ID NO:478, SEQ ID NO:479, SEQ 1D
NO:479, SEQ ID NO:480, SEQ ID NO:481, SEQ ID NO:482, SEQ ID NO:482, SEQ ID
NO:482, SEQ ID NO:482, SEQ ID NO:482, SEQ ID NO:482, SEQ ID NO:482, SEQ ID
NO:482, SEQ ID NO:482, SEQ ID NO:483, SEQ ID NO:483, SEQ ID NO:484, SEQ ID
NO:485, SEQ ID NO:486, SEQ ID NO:486, SEQ ID NO:487, SEQ ID NO:488, SEQ ID
NO:489, SEQ ID NO:490, SEQ ID NO:491, SEQ ID NO:492, SEQ ID NO:493, SEQ ID
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NO:494, SEQ ID NO:495, SEQ ID NO:496, SEQ ID NO:497, SEQ ID NO:498, SEQ ID
NO:499, SEQ ID NO:500, SEQ ID NO:501, SEQ ID NO:502, SEQ ID NO:503, SEQ ID
NO:504, SEQ ID NO:505, SEQ ID NO:506, SEQ ID NO:506, SEQ ID NO:507, SEQ ID
NO:508, SEQ ID NO:509, SEQ ID NO:510, SEQ ID NO:511, SEQ ID NO:512, SEQ ID
NO:512, SEQ ID NO:513, SEQ ID NO:514, SEQ ID NO:515, SEQ ID NO:515, SEQ ID
NO:515, SEQ ID NO:516, SEQ ID NO:517, SEQ ID NO:517, SEQ ID NO:518, SEQ ID
NO:519, SEQ ID NO:520, SEQ ID NO:521, SEQ ID NO:522, SEQ ID NO:523, SEQ ID
NO:524, SEQ ID NO:525, SEQ ID NO:526, SEQ ID NO:527, SEQ ID NO:527, SEQ ID
NO:528, SEQ ID NO:529, SEQ ID NO:529, SEQ ID NO:529, SEQ ID NO:530, SEQ ID
NO:531, SEQ ID NO:531, SEQ ID NO:531, SEQ ID NO:532, SEQ ID NO:533, SEQ ID
NO:534, SEQ ID NO:535, SEQ ID NO:536, SEQ ID NO:537, SEQ ID NO:538, SEQ ID
NO:539, SEQ ID NO:540, SEQ ID NO:540, SEQ ID NO:541, SEQ ID NO:542, SEQ ID
NO:543, SEQ ID NO:544, SEQ ID NO:545, SEQ ID NO:546, SEQ ID NO:547, SEQ ID
NO:548, SEQ ID NO:549, SEQ ID NO:550, SEQ ID NO:551, SEQ ID NO:552, SEQ ID
NO:552, SEQ ID NO:552, SEQ ID NO:552, SEQ ID NO:552, SEQ ID NO:552, SEQ ID
NO:553, SEQ ID NO:554, SEQ ID NO:555, SEQ ID NO:556, SEQ ID NO:557, SEQ ID
NO:558, SEQ ID NO:559, SEQ ID NO:560, SEQ ID NO:561, SEQ ID NO:562, SEQ ID
NO:563, SEQ ID NO:564, SEQ ID NO:565, SEQ ID NO:566, SEQ ID NO:567, SEQ 1D
NO:568, SEQ ID NO:569, SEQ ID NO:570, SEQ ID NO:571, SEQ ID NO:572, SEQ ID
NO:572, SEQ ID NO:572, SEQ ID NO:572, SEQ ID NO:572, SEQ ID NO:572, SEQ ID
NO:572, SEQ ID NO:573, SEQ ID NO:574, SEQ ID NO:575, SEQ ID NO:576, SEQ 1D
NO:577, SEQ ID NO:578, SEQ ID NO:579, SEQ ID NO:580, SEQ ID NO:580, SEQ ID
NO:581, SEQ ID NO:582, SEQ ID NO:583, SEQ ID NO:584, SEQ ID NO:585, SEQ ID
NO:586, SEQ ID NO:587, SEQ ID NO:588, SEQ ID NO:589, SEQ ID NO:590, SEQ ID
NO:591, SEQ ID NO:592, SEQ ID NO:593, SEQ ID NO:594, SEQ ID NO:595, SEQ ID
NO:596, SEQ ID NO:596, SEQ ID NO:596, SEQ ID NO:596, SEQ ID NO:597, SEQ ID
NO:598, SEQ ID NO:599, SEQ ID NO:600, SEQ ID NO:601, SEQ ID NO:602, SEQ ID
NO:603, SEQ ID NO:604, SEQ ID NO:605, SEQ ID NO:606, SEQ ID NO:607, SEQ ID
NO:608, SEQ ID NO:608, SEQ ID NO:609, SEQ ID NO:610, SEQ ID NO:611, SEQ ID
NO:612, SEQ ID NO:612, SEQ ID NO:613, SEQ ID NO:614, SEQ ID NO:615, SEQ ID
NO:616, SEQ ID NO:617, SEQ ID NO:618, SEQ ID NO:619, SEQ ID NO:620, SEQ ID
NO:621, SEQ ID NO:622, SEQ ID NO:623, SEQ ID NO:624, SEQ ID NO:625, SEQ ID
NO:626, SEQ ID NO:627, SEQ ID NO:628, SEQ ID NO:629, SEQ ID NO:630, SEQ ID
NO:631, SEQ ID NO:632, SEQ ID NO:633, SEQ ID NO:634, SEQ ID NO:635, SEQ ID
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NO:636, SEQ ID NO:637, SEQ ID NO:638, SEQ ID NO:639, SEQ ID NO:640, SEQ ID
NO:641, SEQ ID NO:642, SEQ ID NO:643, SEQ ID NO:643, SEQ ID NO:643, SEQ ID
NO:644, SEQ ID NO:645, SEQ ID NO:645, SEQ ID NO:645, SEQ ID NO:645, SEQ ID
NO:645, SEQ ID NO:645, SEQ ID NO:646, SEQ ID NO:647, SEQ ID NO:648, SEQ ID
NO:649, SEQ ID NO:650, SEQ ID NO:651, SEQ ID NO:652, SEQ ID NO:652, SEQ ID
NO:653, SEQ ID NO:654, SEQ ID NO:655, SEQ ID NO:656, SEQ ID NO:657, SEQ ID
NO:658, SEQ ID NO:658, SEQ ID NO:659, SEQ ID NO:660, SEQ ID NO:661, SEQ ID
NO:662, SEQ ID NO:663, SEQ ID NO:664, SEQ ID NO:665, SEQ ID NO:666, SEQ 1D
NO:667, SEQ ID NO:667, SEQ ID NO:668, SEQ ID NO:669, SEQ ID NO:669, SEQ 1D
NO:670, SEQ ID NO:671, SEQ ID NO:672, SEQ ID NO:673, SEQ ID NO:674, SEQ ID
NO:675, SEQ ID NO:676, SEQ ID NO:677, SEQ ID NO:678, SEQ ID NO:679, SEQ ID
NO:680, SEQ ID NO:681, SEQ ID NO:682, SEQ ID NO:683, SEQ ID NO:684, SEQ ID
NO:685, SEQ ID NO:686, SEQ ID NO:1367, SEQ ID NO:1368, SEQ ID NO:1370, SEQ 1D
NO:1371, SEQ ID NO:1374, SEQ ID NO:1375, SEQ ID NO:1378, SEQ ID NO:1379, SEQ
ID NO:1382, SEQ ID NO:1383, SEQ ID NO:1386, SEQ ID NO:1387, SEQ 1D NO:1390,
SEQ ID NO:1392, SEQ ID NO:1393, SEQ ID NO:1399, SEQ ID NO:1403, SEQ ID
NO:1406, or SEQ ID NO:1407.

[0025] The disclosure also provides a variable domain sequence comprising a
sequence that is at least 80%, at least 85%, at least 90%, or at least 95% identical to a
sequence selected from SEQ ID NO:4, SEQ ID NO:5, SEQ ID NO:6, SEQ ID NO:6, SEQ ID
NO:7, SEQ ID NO:7, SEQ ID NO:7, SEQ ID NO:7, SEQ ID NO:7, SEQ ID NO:7, SEQ ID
NO:7, SEQ ID NO:8, SEQ ID NO:9, SEQ ID NO:10, SEQ ID NO:11, SEQ ID NO:12, SEQ
ID NO:13, SEQ ID NO:14, SEQ ID NO:15, SEQ ID NO:16, SEQ ID NO:17, SEQ ID
NO:17, SEQ ID NO:17, SEQ ID NO:18, SEQ ID NO:19, SEQ ID NO:20, SEQ ID NO:20,
SEQ ID NO:20, SEQ ID NO:20, SEQ ID NO:21, SEQ ID NO:21, SEQ ID NO:22, SEQ ID
NO:23, SEQ ID NO:23, SEQ ID NO:23, SEQ ID NO:24, SEQ ID NO:25, SEQ ID NO:26,
SEQ ID NO:27, SEQ ID NO:27, SEQ ID NO:27, SEQ ID NO:27, SEQ ID NO:27, SEQ ID
NO:28, SEQ ID NO:29, SEQ ID NO:30, SEQ ID NO:31, SEQ ID NO:32, SEQ ID NO:33,
SEQ ID NO:33, SEQ ID NO:34, SEQ ID NO:35, SEQ ID NO:36, SEQ ID NO:36, SEQ ID
NO:37, SEQ ID NO:38, SEQ ID NO:39, SEQ ID NO:40, SEQ ID NO:41, SEQ ID NO:42,
SEQ ID NO:43, SEQ ID NO:44, SEQ ID NO:45, SEQ ID NO:46, SEQ ID NO:47, SEQ ID
NO:48, SEQ ID NO:49, SEQ ID NO:50, SEQ ID NO:51, SEQ ID NO:51, SEQ ID NO:51,
SEQ ID NO:52, SEQ ID NO:53, SEQ ID NO:54, SEQ ID NO:55, SEQ ID NO:55, SEQ ID
NO:56, SEQ ID NO:57, SEQ ID NO:58, SEQ ID NO:58, SEQ ID NO:59, SEQ ID NO:60,
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SEQ ID NO:61, SEQ ID NO:62, SEQ ID NO:62, SEQ ID NO:62, SEQ ID NO:62, SEQ ID
NO:62, SEQ ID NO:63, SEQ ID NO:64, SEQ ID NO:65, SEQ ID NO:66, SEQ ID NO:67,
SEQ ID NO:67, SEQ ID NO:67, SEQ ID NO:68, SEQ ID NO:69, SEQ ID NO:70, SEQ ID
NO:71, SEQ ID NO:72, SEQ ID NO:73, SEQ ID NO:74, SEQ ID NO:75, SEQ ID NO:75,
SEQ ID NO:76, SEQ ID NO:77, SEQ ID NO:78, SEQ ID NO:79, SEQ ID NO:79, SEQ 1D
NO:80, SEQ ID NO:81, SEQ ID NO:82, SEQ ID NO:83, SEQ ID NO:84, SEQ ID NO:84,
SEQ ID NO:84, SEQ ID NO:84, SEQ ID NO:84, SEQ ID NO:85, SEQ ID NO:86, SEQ ID
NO:87, SEQ ID NO:88, SEQ ID NO:89, SEQ ID NO:90, SEQ ID NO:91, SEQ ID NO:92,
SEQ ID NO:93, SEQ ID NO:93, SEQ ID NO:94, SEQ ID NO:95, SEQ ID NO:96, SEQ ID
NO:97, SEQ ID NO:98, SEQ ID NO:99, SEQ ID NO:100, SEQ ID NO:101, SEQ ID
NO:102, SEQ ID NO:102, SEQ ID NO:103, SEQ ID NO:104, SEQ ID NO:105, SEQ ID
NO:106, SEQ ID NO:107, SEQ ID NO:108, SEQ ID NO:109, SEQ ID NO:110, SEQ ID
NO:111, SEQ ID NO:112, SEQ ID NO:113, SEQ ID NO:114, SEQ ID NO:115, SEQ ID
NO:116, SEQ ID NO:117, SEQ ID NO:118, SEQ ID NO:119, SEQ ID NO:120, SEQ ID
NO:121, SEQ ID NO:122, SEQ ID NO:123, SEQ ID NO:124, SEQ ID NO:125, SEQ ID
NO:126, SEQ ID NO:127, SEQ ID NO:128, SEQ ID NO:129, SEQ ID NO:130, SEQ ID
NO:131, SEQ ID NO:132, SEQ ID NO:133, SEQ ID NO:134, SEQ ID NO:135, SEQ ID
NO:136, SEQ ID NO:137, SEQ ID NO:138, SEQ ID NO:139, SEQ ID NO:140, SEQ ID
NO:140, SEQ ID NO:141, SEQ ID NO:142, SEQ ID NO:143, SEQ ID NO:144, SEQ ID
NO:145, SEQ ID NO:146, SEQ ID NO:147, SEQ ID NO:148, SEQ ID NO:149, SEQ ID
NO:150, SEQ ID NO:151, SEQ ID NO:151, SEQ ID NO:152, SEQ ID NO:153, SEQ ID
NO:154, SEQ ID NO:155, SEQ ID NO:156, SEQ ID NO:157, SEQ ID NO:158, SEQ ID
NO:159, SEQ ID NO:160, SEQ ID NO:161, SEQ ID NO:162, SEQ ID NO:163, SEQ ID
NO:163, SEQ ID NO:164, SEQ ID NO:164, SEQ ID NO:165, SEQ ID NO:166, SEQ ID
NO:167, SEQ ID NO:168, SEQ ID NO:169, SEQ ID NO:170, SEQ ID NO:170, SEQ ID
NO:171, SEQ ID NO:171, SEQ ID NO:171, SEQ ID NO:172, SEQ ID NO:173, SEQ ID
NO:173, SEQ ID NO:173, SEQ ID NO:174, SEQ ID NO:175, SEQ ID NO:176, SEQ ID
NO:176, SEQ ID NO:177, SEQ ID NO:177, SEQ ID NO:177, SEQ ID NO:177, SEQ ID
NO:177, SEQ ID NO:178, SEQ ID NO:179, SEQ ID NO:180, SEQ ID NO:180, SEQ ID
NO:181, SEQ ID NO:181, SEQ ID NO:182, SEQ ID NO:182, SEQ ID NO:182, SEQ ID
NO:183, SEQ ID NO:183, SEQ ID NO:183, SEQ ID NO:184, SEQ ID NO:185, SEQ ID
NO:186, SEQ ID NO:187, SEQ ID NO:188, SEQ ID NO:189, SEQ ID NO:189, SEQ ID
NO:189, SEQ ID NO:190, SEQ ID NO:191, SEQ ID NO:192, SEQ ID NO:192, SEQ ID
NO:193, SEQ ID NO:194, SEQ ID NO:195, SEQ ID NO:196, SEQ ID NO:197, SEQ ID
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NO:198, SEQ ID NO:198, SEQ ID NO:199, SEQ ID NO:200, SEQ ID NO:201, SEQ ID
NO:201, SEQ ID NO:201, SEQ ID NO:201, SEQ ID NO:201, SEQ ID NO:201, SEQ ID
NO:202, SEQ ID NO:203, SEQ ID NO:204, SEQ ID NO:205, SEQ ID NO:206, SEQ ID
NO:207, SEQ ID NO:208, SEQ ID NO:209, SEQ ID NO:210, SEQ ID NO:210, SEQ ID
NO:211, SEQ ID NO:212, SEQ ID NO:213, SEQ ID NO:214, SEQ ID NO:215, SEQ ID
NO:216, SEQ ID NO:217, SEQ ID NO:218, SEQ ID NO:219, SEQ ID NO:220, SEQ ID
NO:220, SEQ ID NO:221, SEQ ID NO:222, SEQ ID NO:223, SEQ ID NO:224, SEQ ID
NO:224, SEQ ID NO:225, SEQ ID NO:226, SEQ ID NO:227, SEQ ID NO:228, SEQ ID
NO:229, SEQ ID NO:230, SEQ ID NO:230, SEQ ID NO:231, SEQ ID NO:232, SEQ ID
NO:233, SEQ ID NO:234, SEQ ID NO:235, SEQ ID NO:236, SEQ ID NO:237, SEQ ID
NO:238, SEQ ID NO:238, SEQ ID NO:239, SEQ ID NO:240, SEQ ID NO:241, SEQ ID
NO:242, SEQ ID NO:243, SEQ ID NO:244, SEQ ID NO:245, SEQ ID NO:246, SEQ ID
NO:246, SEQ ID NO:247, SEQ ID NO:248, SEQ ID NO:249, SEQ ID NO:250, SEQ ID
NO:251, SEQ ID NO:252, SEQ ID NO:253, SEQ ID NO:254, SEQ ID NO:255, SEQ ID
NO:256, SEQ ID NO:257, SEQ ID NO:257, SEQ ID NO:258, SEQ ID NO:259, SEQ ID
NO:260, SEQ ID NO:261, SEQ ID NO:262, SEQ ID NO:263, SEQ ID NO:264, SEQ ID
NO:265, SEQ ID NO:266, SEQ ID NO:267, SEQ ID NO:267, SEQ ID NO:268, SEQ ID
NO:269, SEQ ID NO:270, SEQ ID NO:271, SEQ ID NO:272, SEQ ID NO:273, SEQ ID
NO:274, SEQ ID NO:275, SEQ ID NO:276, SEQ ID NO:277, SEQ ID NO:278, SEQ ID
NO:279, SEQ ID NO:280, SEQ ID NO:281, SEQ ID NO:282, SEQ ID NO:283, SEQ ID
NO:284, SEQ ID NO:285, SEQ ID NO:286, SEQ ID NO:287, SEQ ID NO:288, SEQ ID
NO:289, SEQ ID NO:290, SEQ ID NO:291, SEQ ID NO:292, SEQ ID NO:293, SEQ ID
NO:294, SEQ ID NO:295, SEQ ID NO:296, SEQ ID NO:297, SEQ ID NO:298, SEQ ID
NO:299, SEQ ID NO:300, SEQ ID NO:301, SEQ ID NO:302, SEQ ID NO:303, SEQ ID
NO:304, SEQ ID NO:305, SEQ ID NO:306, SEQ ID NO:307, SEQ ID NO:308, SEQ ID
NO:309, SEQ ID NO:310, SEQ ID NO:311, SEQ ID NO:311, SEQ ID NO:312, SEQ ID
NO:313, SEQ ID NO:313, SEQ ID NO:314, SEQ ID NO:315, SEQ ID NO:315, SEQ ID
NO:316, SEQ ID NO:317, SEQ ID NO:318, SEQ ID NO:319, SEQ ID NO:319, SEQ ID
NO:320, SEQ ID NO:321, SEQ ID NO:322, SEQ ID NO:323, SEQ ID NO:324, SEQ ID
NO:325, SEQ ID NO:326, SEQ ID NO:327, SEQ ID NO:328, SEQ ID NO:329, SEQ ID
NO:330, SEQ ID NO:331, SEQ ID NO:332, SEQ ID NO:333, SEQ ID NO:334, SEQ ID
NO:335, SEQ ID NO:336, SEQ ID NO:337, SEQ ID NO:338, SEQ ID NO:339, SEQ ID
NO:340, SEQ ID NO:341, SEQ ID NO:342, SEQ ID NO:343, SEQ ID NO:344, SEQ ID
NO:345, SEQ ID NO:346, SEQ ID NO:347, SEQ ID NO:348, SEQ ID NO:349, SEQ ID
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NO:350, SEQ ID NO:351, SEQ ID NO:352, SEQ ID NO:353, SEQ ID NO:354, SEQ ID
NO:355, SEQ ID NO:356, SEQ ID NO:357, SEQ ID NO:358, SEQ ID NO:359, SEQ ID
NO:360, SEQ ID NO:361, SEQ ID NO:362, SEQ ID NO:363, SEQ ID NO:364, SEQ ID
NO:365, SEQ ID NO:366, SEQ ID NO:367, SEQ ID NO:368, SEQ ID NO:369, SEQ ID
NO:370, SEQ ID NO:371, SEQ ID NO:372, SEQ ID NO:373, SEQ ID NO:374, SEQ ID
NO:375, SEQ ID NO:376, SEQ ID NO:377, SEQ ID NO:378, SEQ ID NO:379, SEQ ID
NO:1366, SEQ ID NO:1369, SEQ ID NO:1372, SEQ ID NO:1373, SEQ ID NO:1376, SEQ
ID NO:1377, SEQ ID NO:1380, SEQ ID NO:1381, SEQ ID NO:1384, SEQ ID NO:1385,
SEQ ID NO:1388, SEQ ID NO:1389, SEQ ID NO:1391, SEQ ID NO:1394, SEQ ID
NO:1395, SEQ ID NO:1396, SEQ ID NO:1397, SEQ ID NO:1398, SEQ ID NO:1400, SEQ
ID NO:1401, SEQ ID NO:1402, SEQ ID NO:1404, or SEQ ID NO:1405. The disclosure also
provides a variable domain sequence comprising a sequence that is at least 80%, at least 85%,
at least 90%, or at least 95% identical to a sequence selected from SEQ ID NO:380, SEQ ID
NO:380, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID
NO:381, SEQ ID NO:381, SEQ ID NO:381, SEQ ID NO:382, SEQ ID NO:382, SEQ ID
NO:382, SEQ ID NO:382, SEQ ID NO:382, SEQ ID NO:383, SEQ ID NO:384, SEQ ID
NO:385, SEQ ID NO:385, SEQ ID NO:385, SEQ ID NO:385, SEQ ID NO:385, SEQ ID
NO:385, SEQ ID NO:385, SEQ ID NO:386, SEQ ID NO:387, SEQ ID NO:388, SEQ ID
NO:389, SEQ ID NO:389, SEQ ID NO:390, SEQ ID NO:391, SEQ ID NO:392, SEQ ID
NO:393, SEQ ID NO:394, SEQ ID NO:395, SEQ ID NO:396, SEQ ID NO:396, SEQ ID
NO:397, SEQ ID NO:398, SEQ ID NO:398, SEQ ID NO:398, SEQ ID NO:398, SEQ ID
NO:398, SEQ ID NO:398, SEQ ID NO:398, SEQ ID NO:398, SEQ ID NO:399, SEQ ID
NO:399, SEQ ID NO:400, SEQ ID NO:401, SEQ ID NO:401, SEQ ID NO:402, SEQ ID
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NO:403, SEQ ID NO:404, SEQ ID NO:404, SEQ ID NO:405, SEQ ID NO:406, SEQ ID
NO:406, SEQ ID NO:406, SEQ ID NO:407, SEQ ID NO:408, SEQ ID NO:409, SEQ ID
NO:410, SEQ ID NO:410, SEQ ID NO:411, SEQ ID NO:412, SEQ ID NO:413, SEQ ID
NO:414, SEQ ID NO:415, SEQ ID NO:416, SEQ ID NO:417, SEQ ID NO:418, SEQ ID
NO:419, SEQ ID NO:420, SEQ ID NO:421, SEQ ID NO:422, SEQ ID NO:423, SEQ ID
NO:424, SEQ ID NO:425, SEQ ID NO:426, SEQ ID NO:427, SEQ ID NO:428, SEQ ID
NO:429, SEQ ID NO:430, SEQ ID NO:431, SEQ ID NO:432, SEQ ID NO:433, SEQ ID
NO:434, SEQ ID NO:435, SEQ ID NO:436, SEQ ID NO:437, SEQ ID NO:438, SEQ ID
NO:439, SEQ ID NO:440, SEQ ID NO:441, SEQ ID NO:442, SEQ ID NO:443, SEQ ID
NO:444, SEQ 1D NO:445, SEQ ID NO:445, SEQ ID NO:446, SEQ ID NO:447, SEQ 1D
NO:448, SEQ ID NO:449, SEQ ID NO:450, SEQ ID NO:451, SEQ ID NO:451, SEQ ID
NO:451, SEQ ID NO:452, SEQ ID NO:453, SEQ ID NO:454, SEQ ID NO:455, SEQ ID
NO:456, SEQ ID NO:456, SEQ ID NO:457, SEQ ID NO:458, SEQ ID NO:459, SEQ ID
NO:460, SEQ ID NO:461, SEQ ID NO:462, SEQ ID NO:462, SEQ ID NO:463, SEQ ID
NO:464, SEQ ID NO:465, SEQ ID NO:466, SEQ ID NO:466, SEQ ID NO:466, SEQ 1D
NO:466, SEQ ID NO:467, SEQ ID NO:468, SEQ ID NO:469, SEQ ID NO:469, SEQ 1D
NO:469, SEQ ID NO:469, SEQ ID NO:470, SEQ ID NO:471, SEQ ID NO:472, SEQ ID
NO:473, SEQ ID NO:474, SEQ ID NO:474, SEQ ID NO:475, SEQ ID NO:476, SEQ ID
NO:477, SEQ ID NO:478, SEQ ID NO:479, SEQ ID NO:479, SEQ ID NO:480, SEQ ID
NO:481, SEQ ID NO:482, SEQ ID NO:482, SEQ ID NO:482, SEQ ID NO:482, SEQ ID
NO:482, SEQ ID NO:482, SEQ ID NO:482, SEQ ID NO:482, SEQ ID NO:482, SEQ ID
NO:483, SEQ ID NO:483, SEQ ID NO:484, SEQ ID NO:485, SEQ ID NO:486, SEQ ID
NO:486, SEQ ID NO:487, SEQ ID NO:488, SEQ ID NO:489, SEQ ID NO:490, SEQ ID
NO:491, SEQ ID NO:492, SEQ ID NO:493, SEQ ID NO:494, SEQ ID NO:495, SEQ ID
NO:496, SEQ ID NO:497, SEQ ID NO:498, SEQ ID NO:499, SEQ ID NO:500, SEQ ID
NO:501, SEQ ID NO:502, SEQ ID NO:503, SEQ ID NO:504, SEQ ID NO:505, SEQ ID
NO:506, SEQ ID NO:506, SEQ ID NO:507, SEQ ID NO:508, SEQ ID NO:509, SEQ ID
NO:510, SEQ ID NO:511, SEQ ID NO:512, SEQ ID NO:512, SEQ ID NO:513, SEQ ID
NO:514, SEQ ID NO:515, SEQ ID NO:515, SEQ ID NO:515, SEQ ID NO:516, SEQ ID
NO:517, SEQ ID NO:517, SEQ ID NO:518, SEQ ID NO:519, SEQ ID NO:520, SEQ ID
NO:521, SEQ ID NO:522, SEQ ID NO:523, SEQ ID NO:524, SEQ ID NO:525, SEQ ID
NO:526, SEQ ID NO:527, SEQ ID NO:527, SEQ ID NO:528, SEQ ID NO:529, SEQ ID
NO:529, SEQ ID NO:529, SEQ ID NO:530, SEQ ID NO:531, SEQ ID NO:531, SEQ ID
NO:531, SEQ ID NO:532, SEQ ID NO:533, SEQ ID NO:534, SEQ ID NO:535, SEQ ID
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NO:536, SEQ ID NO:537, SEQ ID NO:538, SEQ ID NO:539, SEQ ID NO:540, SEQ ID
NO:540, SEQ ID NO:541, SEQ ID NO:542, SEQ ID NO:543, SEQ ID NO:544, SEQ ID
NO:545, SEQ ID NO:546, SEQ ID NO:547, SEQ ID NO:548, SEQ ID NO:549, SEQ ID
NO:550, SEQ ID NO:551, SEQ ID NO:552, SEQ ID NO:552, SEQ ID NO:552, SEQ ID
NO:552, SEQ ID NO:552, SEQ ID NO:552, SEQ ID NO:553, SEQ ID NO:554, SEQ ID
NO:555, SEQ ID NO:556, SEQ ID NO:557, SEQ ID NO:558, SEQ ID NO:559, SEQ ID
NO:560, SEQ ID NO:561, SEQ ID NO:562, SEQ ID NO:563, SEQ ID NO:564, SEQ ID
NO:565, SEQ ID NO:566, SEQ ID NO:567, SEQ ID NO:568, SEQ ID NO:569, SEQ ID
NO:570, SEQ ID NO:571, SEQ ID NO:572, SEQ ID NO:572, SEQ ID NO:572, SEQ ID
NO:572, SEQ ID NO:572, SEQ ID NO:572, SEQ ID NO:572, SEQ ID NO:573, SEQ ID
NO:574, SEQ ID NO:575, SEQ ID NO:576, SEQ ID NO:577, SEQ ID NO:578, SEQ ID
NO:579, SEQ ID NO:580, SEQ ID NO:580, SEQ ID NO:581, SEQ ID NO:582, SEQ ID
NO:583, SEQ ID NO:584, SEQ ID NO:585, SEQ ID NO:586, SEQ ID NO:587, SEQ ID
NO:588, SEQ ID NO:589, SEQ ID NO:590, SEQ ID NO:591, SEQ ID NO:592, SEQ ID
NO:593, SEQ ID NO:594, SEQ ID NO:595, SEQ ID NO:596, SEQ ID NO:596, SEQ ID
NO:596, SEQ ID NO:596, SEQ ID NO:597, SEQ ID NO:598, SEQ ID NO:599, SEQ ID
NO:600, SEQ ID NO:601, SEQ ID NO:602, SEQ ID NO:603, SEQ ID NO:604, SEQ ID
NO:605, SEQ ID NO:606, SEQ ID NO:607, SEQ ID NO:608, SEQ ID NO:608, SEQ ID
NO:609, SEQ ID NO:610, SEQ ID NO:611, SEQ ID NO:612, SEQ ID NO:612, SEQ ID
NO:613, SEQ ID NO:614, SEQ ID NO:615, SEQ ID NO:616, SEQ ID NO:617, SEQ ID
NO:618, SEQ ID NO:619, SEQ ID NO:620, SEQ ID NO:621, SEQ ID NO:622, SEQ ID
NO:623, SEQ ID NO:624, SEQ ID NO:625, SEQ ID NO:626, SEQ ID NO:627, SEQ ID
NO:628, SEQ ID NO:629, SEQ ID NO:630, SEQ ID NO:631, SEQ ID NO:632, SEQ ID
NO:633, SEQ ID NO:634, SEQ ID NO:635, SEQ ID NO:636, SEQ ID NO:637, SEQ ID
NO:638, SEQ ID NO:639, SEQ ID NO:640, SEQ ID NO:641, SEQ ID NO:642, SEQ ID
NO:643, SEQ ID NO:643, SEQ ID NO:643, SEQ ID NO:644, SEQ ID NO:645, SEQ ID
NO:645, SEQ ID NO:645, SEQ ID NO:645, SEQ ID NO:645, SEQ ID NO:645, SEQ ID
NO:646, SEQ ID NO:647, SEQ ID NO:648, SEQ ID NO:649, SEQ ID NO:650, SEQ ID
NO:651, SEQ ID NO:652, SEQ ID NO:652, SEQ ID NO:653, SEQ ID NO:654, SEQ ID
NO:655, SEQ ID NO:656, SEQ ID NO:657, SEQ ID NO:658, SEQ ID NO:658, SEQ ID
NO:659, SEQ ID NO:660, SEQ ID NO:661, SEQ ID NO:662, SEQ ID NO:663, SEQ ID
NO:664, SEQ ID NO:665, SEQ ID NO:666, SEQ ID NO:667, SEQ ID NO:667, SEQ 1D
NO:668, SEQ ID NO:669, SEQ ID NO:669, SEQ ID NO:670, SEQ ID NO:671, SEQ ID
NO:672, SEQ ID NO:673, SEQ ID NO:674, SEQ ID NO:675, SEQ ID NO:676, SEQ ID
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NO:677, SEQ ID NO:678, SEQ ID NO:679, SEQ ID NO:680, SEQ ID NO:681, SEQ ID
NO:682, SEQ ID NO:683, SEQ ID NO:684, SEQ ID NO:685, SEQ ID NO:686, SEQ ID
NO:1367, SEQ ID NO:1368, SEQ ID NO:1370, SEQ ID NO:1371, SEQ ID NO:1374, SEQ
ID NO:1375, SEQ ID NO:1378, SEQ ID NO:1379, SEQ ID NO:1382, SEQ ID NO:1383,
SEQ ID NO:1386, SEQ ID NO:1387, SEQ ID NO:1390, SEQ ID NO:1392, SEQ ID
NO:1393, SEQ ID NO:1399, SEQ ID NO:1403, SEQ ID NO:1406, or SEQ ID NO:1407.
The disclosure also provides antibodies comprising a heavy chain variable domain sequence
that is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:4 and
a light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:380. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:5 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:6 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:7 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:382. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:8 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:9 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:10 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:383. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:11 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
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disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:12 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:384. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:13 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:385. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:14 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:15 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:386. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:16 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:17 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:18 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:387. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:19 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:388. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:20 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:389. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at

least 95% identical to SEQ ID NO:21 and a light chain variable domain sequence that is at
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least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:22 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:390. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:23 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:24 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:391. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:20 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:25 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:26 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:392. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:27 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:28 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:393. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:29 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:394. The disclosure also provides antibodies comprising a

heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
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least 95% identical to SEQ ID NO:30 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:395. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:31 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:396. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:32 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:33 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:397. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:34 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:35 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:398. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:36 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:399. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:37 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:400. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:38 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:401. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:39 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at

least 95% identical to SEQ ID NO:402. The disclosure also provides antibodies comprising a
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heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:40 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:380. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:41 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:403. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:42 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:398. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:43 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:404. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:6 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:405. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:27 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:406. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:23 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:382. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:20 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:406. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:44 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:398. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:45 and a
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least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:46 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:399. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:47 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:407. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:21 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:382. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:48 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:408. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:49 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:409. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:50 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:410. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:51 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:411. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:52 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:412. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:53 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:413. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that

is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:54 and a
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light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:414. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:55 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:56 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:415. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:57 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:58 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:33 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:416. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:59 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:417. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:60 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:61 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:418. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:20 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:419. The
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is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:62 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:401. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:7 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:385. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:62 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:420. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:63 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:62 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:421. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:64 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:7 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:422. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:65 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:423. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:66 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:424. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:67 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:425. The
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disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:55 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:426. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:68 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:69 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:62 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:70 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:71 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:36 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:72 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:385. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:73 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
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least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:75 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:427. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:75 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:428. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:76 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:385. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:77 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:78 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:79 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:429. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:80 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:430. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:67 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:81 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:431. The disclosure also provides antibodies comprising a
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least 95% identical to SEQ ID NO:82 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:432. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:83 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:84 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:85 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:433. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:79 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:434. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:86 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:435. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:87 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:436. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:88 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:437. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:89 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:438. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:90 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at

least 95% identical to SEQ ID NO:439. The disclosure also provides antibodies comprising a
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heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:91 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:440. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:92 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:93 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:94 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:62 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:441. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:95 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:398. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:96 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:442. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:84 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:443. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:97 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:98 and a
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least 95% identical to SEQ ID NO:444. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:99 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:100 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:7 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:101 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:102 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:445. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:27 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:446. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:103 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:447. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:84 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:385. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:104 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:382. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that

is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:7 and a

67



CA 03143995 2021-12-16

WO 2020/257760 PCT/US2020/038925

light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:448. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:105 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:404. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:106 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:410. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:107 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:108 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:109 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:110 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:449. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:111 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:450. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:27 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:451. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:112 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:452. The

disclosure also provides antibodies comprising a heavy chain variable domain sequence that

68



CA 03143995 2021-12-16

WO 2020/257760 PCT/US2020/038925

is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:113 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:385. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:114 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:453. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:115 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:454. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:116 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:117 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:385. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:17 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:455. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:23 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:456. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:118 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:456. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:119 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:398. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:120 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
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disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:121 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:84 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:457. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:122 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:458. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:123 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:406. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:93 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:451. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:58 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:389. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:124 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:17 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:451. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:125 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at

least 95% identical to SEQ ID NO:27 and a light chain variable domain sequence that is at
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least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:445. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:126 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:127 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:459. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:7 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:460. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:7 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:398. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:128 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:461. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:129 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:130 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:462. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:84 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:398. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:131 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a

heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
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least 95% identical to SEQ ID NO:132 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:133 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:67 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:382. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:134 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:396. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:51 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:51 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:463. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:135 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:102 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:136 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:381. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:137 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at

least 95% identical to SEQ ID NO:398. The disclosure also provides antibodies comprising a
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heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:138 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:462. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:139 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:464. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:140 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:465. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:141 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:466. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:142 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:467. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:143 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:468. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:144 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:469. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:145 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:470. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:146 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:471. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:147 and a

light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
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least 95% identical to SEQ ID NO:472. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:148 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:473. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:149 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:474. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:150 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:475. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:151 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:476. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:152 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:477. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:153 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:478. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:154 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:479. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:155 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:480. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:156 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:481. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that

is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:157 and a
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light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:482. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:158 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:483. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:159 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:484. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:160 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:485. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:161 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:486. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:162 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:487. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:163 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:488. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:164 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:489. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:165 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:490. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:166 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:474. The

disclosure also provides antibodies comprising a heavy chain variable domain sequence that
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is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:167 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:491. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:168 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:492. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:169 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:493. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:170 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:494. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:171 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:495. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:172 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:496. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:173 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:497. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:174 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:498. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:175 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:486. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:176 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:499. The
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disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:177 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:500. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:178 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:479. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:179 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:501. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:180 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:502. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:181 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:503. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:182 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:504. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:183 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:505. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:184 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:506. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:185 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:507. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at

least 95% identical to SEQ ID NO:186 and a light chain variable domain sequence that is at
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least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:469. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:181 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:508. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:187 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:509. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:188 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:510. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:189 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:511. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:190 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:512. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:191 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:513. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:192 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:514. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:193 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:515. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:194 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:516. The disclosure also provides antibodies comprising a
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least 95% identical to SEQ ID NO:177 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:517. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:140 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:518. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:195 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:519. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:196 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:520. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:171 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:521. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:197 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:522. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:198 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:523. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:170 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:524. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:199 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:525. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:200 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at

least 95% identical to SEQ ID NO:526. The disclosure also provides antibodies comprising a
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heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:201 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:527. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:202 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:528. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:203 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:529. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:204 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:530. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:205 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:531. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:206 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:532. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:207 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:533. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:208 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:534. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:209 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:535. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:210 and a
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least 95% identical to SEQ ID NO:536. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:211 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:537. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:171 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:538. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:212 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:539. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:213 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:540. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:214 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:541. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:182 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:542. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:215 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:515. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:201 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:543. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:216 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:527. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
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light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:544. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:218 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:482. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:219 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:545. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:220 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:546. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:221 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:547. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:183 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:548. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:222 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:469. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:223 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:549. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:224 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:550. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:225 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:551. The
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is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:226 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:552. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:227 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:529. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:151 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:553. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:228 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:554. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:229 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:555. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:201 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:552. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:230 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:556. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:231 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:557. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:163 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:558. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:232 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:559. The
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disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:233 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:466. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:234 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:560. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:235 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:561. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:236 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:562. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:164 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:563. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:237 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:564. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:201 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:565. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:192 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:566. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:238 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:567. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
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least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:568. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:239 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:569. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:240 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:517. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:241 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:570. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:242 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:571. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:243 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:572. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:182 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:573. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:244 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:574. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:245 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:575. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:246 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:576. The disclosure also provides antibodies comprising a
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least 95% identical to SEQ ID NO:230 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:577. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:247 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:540. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:246 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:578. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:248 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:482. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:249 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:579. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:198 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:580. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:173 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:581. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:250 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:582. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:251 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:583. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:252 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
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heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:253 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:584. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:254 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:585. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:189 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:586. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:255 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:482. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:256 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:587. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:257 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:588. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:258 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:589. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:259 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:590. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:260 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:591. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:261 and a
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least 95% identical to SEQ ID NO:592. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:262 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:593. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:263 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:594. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:220 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:595. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:264 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:596. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:189 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:596. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:265 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:597. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:266 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:598. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:267 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:599. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:268 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:600. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
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light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:515. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:269 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:601. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:257 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:506. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:201 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:602. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:270 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:603. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:271 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:552. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:177 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:604. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:183 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:469. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:272 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:605. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:273 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:606. The
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is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:274 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:596. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:275 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:607. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:276 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:608. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:277 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:466. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:278 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:609. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:279 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:610. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:280 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:611. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:281 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:482. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:282 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:612. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:283 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:613. The
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disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:284 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:614. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:285 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:615. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:224 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:608. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:286 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:616. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:180 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:617. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:287 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:618. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:288 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:619. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:289 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:620. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:238 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:621. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
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least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:622. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:290 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:623. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:291 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:572. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:292 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:624. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:293 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:529. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:177 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:625. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:294 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:626. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:295 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:512. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:296 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:627. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:173 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:628. The disclosure also provides antibodies comprising a
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least 95% identical to SEQ ID NO:297 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:629. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:298 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:630. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:299 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:466. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:300 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:631. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:301 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:580. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:176 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:632. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:302 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:633. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:267 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:531. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:303 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:634. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:304 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
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heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:305 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:635. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:306 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:636. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:307 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:596. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:308 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:637. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:309 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:638. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:310 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:639. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:311 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:552. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:312 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:640. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:313 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:641. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:314 and a
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least 95% identical to SEQ ID NO:642. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:315 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:643. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:316 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:644. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:311 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:645. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:317 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:645. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:318 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:646. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:319 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:647. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:320 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:552. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:321 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:648. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:322 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:649. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
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light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:650. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:315 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:651. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:324 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:652. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:325 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:653. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:326 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:482. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:313 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:645. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:327 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:654. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:328 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:655. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:329 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:656. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:330 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:572. The
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is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:331 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:657. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:332 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:652. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:333 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:658. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:334 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:659. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:335 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:660. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:336 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:661. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:337 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:643. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:338 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:552. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:339 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:662. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:340 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:663. The
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disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:341 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:645. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:342 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:664. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:343 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:572. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:344 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:665. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:345 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:483. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:346 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:666. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:347 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:667. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:348 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:572. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:349 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:668. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
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least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:643. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:351 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:669. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:352 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:669. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:353 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:670. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:354 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:671. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:355 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:482. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:356 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:672. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:357 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:673. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:358 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:658. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:359 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:572. The disclosure also provides antibodies comprising a

heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
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least 95% identical to SEQ ID NO:360 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:674. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:361 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:319 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:675. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:362 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:676. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:363 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:482. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:364 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:645. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:365 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:677. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:366 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:678. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:367 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:679. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:368 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at

least 95% identical to SEQ ID NO:680. The disclosure also provides antibodies comprising a
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heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:369 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:681. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:370 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:645. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:371 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:682. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:372 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:381. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:373 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:683. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:374 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:684. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:375 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:685. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:376 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:482. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:377 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:686. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:378 and a

light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
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least 95% identical to SEQ ID NO:572. The disclosure also provides antibodies comprising a
heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:379 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:667. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1366 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1367. The disclosure also provides antibodies comprising
a heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1366 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1368. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1369 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1370. The disclosure also provides antibodies comprising
a heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1369 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1371. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1372 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1370. The disclosure also provides antibodies comprising
a heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1372 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1371. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1373 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1374. The disclosure also provides antibodies comprising
a heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1373 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1375. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that

is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1376 and a
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light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1374. The disclosure also provides antibodies comprising
a heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1376 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1375. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1377 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1378. The disclosure also provides antibodies comprising
a heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1377 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1379. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1380 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1378. The disclosure also provides antibodies comprising
a heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1380 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1379. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1381 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1382. The disclosure also provides antibodies comprising
a heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1381 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1383. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1384 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1382. The disclosure also provides antibodies comprising
a heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1384 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1383. The

disclosure also provides antibodies comprising a heavy chain variable domain sequence that
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is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1385 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1386. The disclosure also provides antibodies comprising
a heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1385 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1387. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1388 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1386. The disclosure also provides antibodies comprising
a heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1388 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1387. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1389 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1390. The disclosure also provides antibodies comprising
a heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1391 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1392. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1391 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1393. The disclosure also provides antibodies comprising
a heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1394 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1392. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1394 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1393. The disclosure also provides antibodies comprising
a heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1395 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1386. The
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disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1396 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1386. The disclosure also provides antibodies comprising
a heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1397 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1386. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1398 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1399. The disclosure also provides antibodies comprising
a heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1400 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1399. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1401 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1399. The disclosure also provides antibodies comprising
a heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1398 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1382. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1400 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1382. The disclosure also provides antibodies comprising
a heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1401 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1382. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1402 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1374. The disclosure also provides antibodies comprising
a heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at

least 95% identical to SEQ ID NO:1402 and a light chain variable domain sequence that is at
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least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1403. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1404 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1374. The disclosure also provides antibodies comprising
a heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1404 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1403. The
disclosure also provides antibodies comprising a heavy chain variable domain sequence that
is at least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1405 and a
light chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1406. The disclosure also provides antibodies comprising
a heavy chain variable domain sequence that is at least 80%, at least 85%, at least 90%, or at
least 95% identical to SEQ ID NO:1405 and a light chain variable domain sequence that is at
least 80%, at least 85%, at least 90%, or at least 95% identical to SEQ ID NO:1407.

[0026] Table 1 provides a summary of the TIGIT-specific antibodies described

herein:

Pharmaceutical Compositions

[0027] Pharmaceutical compositions comprising the antibodies or antibody fragments
of the present disclosure are also contemplated and can be used in the methods disclosed
herein. Pharmaceutical compositions can comprise one or more of the antibodies or antibody
fragments described herein and a pharmaceutically acceptable carrier or excipient. Although
the carrier or excipient may facilitate administration, it should not itself induce the production
of antibodies harmful to the subject or individual receiving the composition; nor should it be
toxic. Suitable carriers may be large, slowly metabolized macromolecules such as proteins,
polypeptides, liposomes, polysaccharides, polylactic acids, polyglycolic acids, polymeric
amino acids, amino acid copolymers and inactive virus particles, and are known to one of
skill in the art.

[0028] The antibodies or an antigen binding fragments described herein, or the
pharmaceutical compositions disclosed herein, may be administered by any number of routes
including, but not limited to, oral, intravenous, intramuscular, intra-arterial, intramedullary,
intraperitoneal, intrathecal, intraventricular, transdermal, transcutaneous, topical,

subcutaneous, intranasal, enteral, sublingual, intravaginal or rectal routes. Typically, the
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therapeutic compositions may be prepared as injectables, either as liquid solutions or
suspensions. Solid forms suitable for solution in, or suspension in, liquid vehicles prior to
injection may also be prepared.

[0029] In one embodiment, the antibody, or an antigen binding fragment thereof, or
pharmaceutical composition is administered intravenously. In another embodiment, the
antibody, or an antigen binding fragment thereof, or pharmaceutical composition is
administered by intravenous infusion.

[0030] Direct delivery of the compositions will generally be accomplished by
injection, subcutaneously, intraperitoneally, intravenously or intramuscularly, or delivered to
the interstitial space of a tissue. The compositions can also be administered into a lesion.
Dosage treatment may be a single dose schedule or a multiple dose schedule. Known
antibody-based pharmaceuticals provide guidance relating to frequency of administration
e.g., whether a pharmaceutical should be delivered daily, weekly, monthly, etc. Frequency
and dosage may also depend on the severity of symptoms.

[0031] It will be appreciated that the active ingredient in the composition will be an
antibody molecule, an antibody fragment or variants and derivatives thereof. As such, it will
be susceptible to degradation in the gastrointestinal tract. Thus, if the composition is to be
administered by a route using the gastrointestinal tract, the composition will need to contain
agents which protect the antibody from degradation, but which release the antibody once it
has been absorbed from the gastrointestinal tract.

[0032] The methods of the present invention can use an antibody, or an antigen
binding fragment thereof, as described above, alone or in combination with other
pharmaceutically active compounds, to treat conditions such as those disclosed hereinabove.
The additional pharmaceutically active compound(s) can be administered simultaneously
(either in the same dosage form or in separate dosage forms) or sequentially. Accordingly, in
one embodiment, the present invention comprises methods for treating a condition by
administering to the subject a therapeutically effective amount of an antibody, or an antigen
binding fragment thereof, of the present invention and one or more additional
pharmaceutically active compounds.

[0033] In some embodiments, the antibody, or an antigen binding fragment thereof, of

the present invention is used in combination with existing TIGIT-related disease therapies.

EXAMPLES

107



CA 03143995 2021-12-16

WO 2020/257760 PCT/US2020/038925

[0034] The following examples put forth so as to provide those of ordinary skill in the
art with a complete description of how to make and use the present disclosure, and is not
intended to limit the scope of what the inventors regard as their disclosure nor is it intended
to represent that the experiment below is all or the only experiment that could be performed.
Efforts have been made to ensure accuracy with respect to numbers used (e.g. amounts,
temperature, etc.) but some experimental errors and deviations should be accounted for.
Unless indicated otherwise, parts are parts by weight, molecular weight is weight average
molecular weight, temperature is in degrees Centigrade, and pressure is at or near

atmospheric.

Example 1: Isolation of murine anti-human TIGIT antibodies

Immunization, & single cell suspension generation

[0035] Recombinant human TIGIT His tagged, catalog no: TIT-H52H3,
ACROBiosystems, Beijing, China, SEQ ID NO:2) was used to immunize young C57/BL6
mice each with 80 ug of the protein in Sigma Adjuvant System® (Sigma-Aldrich, St. Louis,
MO) over a period of 35 days using a rapid immunization protocol of Antibody Solutions
(Sunnyvale, CA). The lymph nodes were harvested on day 35. Single cell suspension of the
lymph node was generated, and the suspension was filtered through a 70 pm mesh (BD
Bioscience) to remove clumps.

Plasma cell isolation, antibody capture, and antigen interrogation

[0036] The filtered lymphocyte suspension was enriched for plasma cells actively
secreting IgGs using a kit based on cell surface expression of CD138 (Miltenyi, Auburn,
CA). Using a method described in U.S. Patent No. 9,328,172, freshly enriched plasma cells
were deposited on a PDMS device to allow a single cell settled in the microwells on the
device. Antibody secreted from each plasma cell was captured on a derivatized microscope
slide. Antigen-specific antibody secreting cells were identified by interrogating the antibody
capture slide with varying concentrations of fluorescently labeled human TIGIT protein
tagged with human Fc (ACROBiosystems, Beijing, China, catalog no: TIT-H5254, SEQ ID
NO:3). Labeling was done using a kit (AnaSpec, Fremont, CA, AS-72046, AnaTag™
HiLyte™ Fluor 555 Microscale Protein Labeling Kit *Ultra Convenient*).

mRNA capture

[0037] After antibody capture, the medium was removed, and replaced with lysis

buffer followed by prompt closure of the top of the microwells with a custom oligonucleotide
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microarray (Agilent, Santa Clara, CA). This procedure was previously described in U.S.
Patent No. 9,328,172. The custom oligonucleotide microarray is prepared such that each
feature contains not only a unique tag specifying its coordinate but also capture probes for all
subclasses (1, 2a, 2b, and 3) of murine IgG heavy chain, murine Ig kappa light chain.

c¢DNA synthesis, PCR amplification, and Next Generation Sequencing

[0038] Captured mRNA on the custom microarray was further processed to
synthesize cDNA of each mRNA incorporating the unique tag originally on each feature.
The cDNA is then amplify using a Taq polymerase (Promega, Madison, WI) and appropriate
set of primers to allow amplification of the following genes: variable domain of IgG heavy
chain subclasses and variable domain of Ig kappa light chain. Though now released from
cells, these fragments of each gene are now labeled with the unique tag from the custom
oligonucleotide microarray manifesting their originating locations. The amplicons were
further manipulated to have appropriate sequence attached at both ends to enable sequencing
on an lllumina MiSeq instrument using 2 x 250 bp chemistry at SeqMatic LLC (Fremont,
CA).

Bioinformatic analysis of images and DNA sequences

[0039] Sequencing reads from MiSeq were processed and the embedded tag in each
read was identified and converted into coordinates. The coordinates were plotted to yield a
synthetic map of the mRNA recovered. Most of the coordinates form clusters that designate
the location of the originating cell for the recovered mRNA sequences. Next, CDR3 motif
present in each read with the coordinates was identified and collated according to the clusters
that matched the location of an antibody spot visualized by an appropriate fluorescently
labeled secondary antibody. Identical or nearly identical CDR3s for a given antibody spot
were organized and form consistent pair of Vi and Vi sequences. The remaining part of Vi
or Vi sequence containing the identified CDR3s was identified and the associated sequencing
reads were assembled into full-length cDNA sequences for Vu and VL. The pair of full-
length cDNA was correlated with the affinity measurements associated with each of the
antigen-specific antibody spot.

Example 2: Molecular reconstruction, recombinant expression, and humanization of
anti-TIGIT antibodies

[0040] A select subset of paired Vi and Vi anti-TIGIT antibody sequences was used
to synthesize corresponding gene fragments by a service provider according to the known art.
The resulting gene fragments were cloned into appropriate plasmid vectors to be in-frame

fused with human IgG1 Fc or human kappa constant region, respectively, and transfected into
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an appropriate mammalian host, such as HEK293, for recombinant expression to produce a
chimeric antibody preparation in full-IgG format. The antibody preparations were
characterized by measurements at OD280 to assess the amount produced and by gel
electrophoresis on PAGE to assess the size of the antibody chains produced. Chimeric or
humanized antibodies described herein can be prepared based on the sequence of a murine
monoclonal antibody generated as described above. To create a chimeric antibody, the
murine variable regions were linked to human constant regions using methods known in the
art (see e.g., U.S. Pat. No. 4,816,567 to Cabilly et al.). To create a humanized antibody, the
murine CDR regions were inserted into a human framework using methods known in the art
(see e.g., U.S. Pat. No. 5,225,539 to Winter, and U.S. Pat. Nos. 5,530,101; 5,585,089;
5,693,762 and 6,180,370 to Queen et al.).

Example 3: Characterization of recombinant anti-TIGIT antibodies

[0041] The recombinantly expressed antibodies were used to assess binding activity
to TIGIT by conventional ELISA according to the known art. Recombinant human TIGIT
was coated onto ELISA plates to detect binding at serially diluted concentrations of the anti-
TIGIT antibody preparations (FIG. 1). Each antibody’s EC50 value is shown in Table 2.
Anti-TIGIT antibodies’ blockade activity was assessed using engineered cell lines, kit
reagents (TIGIT/CD155 Blockade Bioassay, 12201, Promega, Madison, WI), and a
luminometer (Promega, Madison, WI) and the results were used to compare against
benchmark antibodies with known blockade activity (FIG. 2). Their EC50 values are shown
in table 3. Similarly, these antibodies were assessed for their ability to synergize with an
anti-PD-1 antibody using a PD-1+TIGIT combination bioassay (Cat . No. J2211 Promega,
Madison, WI). The results are shown in FIG. 3.

[0042] Antibodies recovered from the antibody campaign described above are listed
herein. The CDR sequences and the Vi and Vi sequences for the anti-TIGIT antibodies

described herein are depicted in Tables 4 and 5, respectively.

TABLE 2
Antibody | EC50 (nM)
Ga001 5.03
Ga249 1.22
Ga255 0.96
Ga333 1.08
Gad33 1.10
Gad61 455
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Ga487 1.96
Ga495 0.69
Ga496 0.67
Ga485 0.79
Ga498 0.82
TABLE 3
Antibody Blockade
EC50 (nM)
Ga001 26.59
Ga249 28.08
Ga255 33.35
Ga333 42.22
Ga433 25.19
MK-7683 24.84
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CDR sequences of mAbs generated against human TIGIT
(SEQ ID Nos for each listed sequence are provided in parenthesis)

mAb AA ID HCDR1 HCDR2 HCDR3 ILCDR1 LCDR2 LCDR3
SCT-Ga001 GYAFTNYL INPGSGGS ARTGVYGNFLIFDY QSLLNSGIQKNY GAS ONDHRYPFT
(687) (688) (689) (690) (691) (692)
SCT-Ga002 GYSITNGNHW ITSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (695) (696) (697) (698)
SCT-Ga003 GYSITNGNHW ITSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (695) (696) (697) (698)
SCT-Ga004 GYSITNGNHW ITSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (695) (696) (697) (698)
SCT-Ga005 GYSITNGNHW ITSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (695) (696) (697) (698)
SCT-Ga006 GYSITNGNHW ITSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (695) (696) (697) (698)
SCT-Ga007 GEFTETDHY TIRNKVNGYTT ARYIPYYDPFEDY QDINSY RAN LOYDELYT
(699) (700) (701) (702) (703) (704)
SCT-Ga008 GYSITNGNHW ITSSGRT SREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (705) (696) (697) (698)
SCT-Ca009 GYTFTDYY INPYNGGT AREGTD QSLLDSDGKTY Vs WQGTHFPWT
(706) 707) (708) (696) (697) (709)
SCT-Ga010 GYSITNGNHW ITSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (695) (696) (697) (698)
SCT-Ga011 GYSITNGNHW ISSSGRI AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (710) (695) (696) (697) (698)
SCT-Ga012 GFTEFSNYG ISTGGSYT ARPHYYGSSSGNYFDY EDIYNR GAT QQYWSTPWT
(711) (712) (713) (714) (715) (716)
SCT-Ga013 GYSITHGNHW ISSSGRI AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(717) (710) (695) (696) (697) (698)
SCT-Ga014 GYSITNGNHW ITSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (695) (696) (697) (698)
SCT-Ga015 GYSITNGNHW IRSSGST AREGGWLPPV QSLLDSDGKTY LS WQGTHFPYT
(693) (718) (695) (696) 719) (698)
SCT-Ga016 GFSLTSYV IWTGGGT ARTRAYYSNWGYFDV QSVLYSSNQKNY WAS HQYLSSYT
(720) (721) (712.2) (723) (724) (725)
SCT-Ga017 GYSITNGNHW ISSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (726) (695) (696) (697) (698)
SCT-Ga018 GYSITNGNHW ITSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (695) (696) (697) (698)
SCT-Ga019 GYSITSGYY ISYDGSN ARGLYYDYDDYFEDY QDINKY YTS LOYDNLWT
(727) (728) (729) (730) (731) (732)
SCT-Ga020 GYSITNGNHW IRSSGST TREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (718) (733) (696) (697) (698)
SCT-Ga021 GYSITNGNHW ITSSGRI AREGGWLPPV QSLEFDSDGKTY Vs WQGTHFPYT
(693) (734) (695) (735) (697) (698)
SCT-Ga022 GYSITNGNHW ISSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (726) (695) (696) (697) (698)
SCT-Ga023 GYSITNGNHW ISSSGST AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (736) (695) (696) (697) (698)
SCT-Ga024 GYSITNGNHW ITSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (695) (696) (697) (698)
SCT-Ga025 GYSITNGNHW IRSSGST TREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (718) (733) (696) (697) (698)
SCT-Ga026 GYSITNGNHW ITSSGRT TREGGWLPPV QSLLDIDGKTY Vs WQGTHFPYT
(693) (694) (733) (737) (697) (698)
SCT-Ga027 GYTEFTTYG INTYSGVP ARYDYDVGFAY QSLVHSNGNTY KIS SQSTHVPA
(738) (739) (740) (741) (742) (743)
SCT-Gan28 GYSITNGNHW ISSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (726) (695) (696) (697) (698)
SCT-Ga029 GYTEFTTYG INTEFSRVP ARYDYDVGFAY QSLVHSNGNTY KVS SQSTHVPT
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(738) (744) (740) (741) (745) (746)

SCT-G2030 GYSITNGNHW ITS5GRT SREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (705) (696) (697) (698)

SCT-Ga031 GISITTGNYK IYYSGTI ARETVLRVEDY QDVGTA SAS QOQHYSSPRT
(747) (748) (749) (750) (751) (752)

SCT-Ga032 GYSITNGHHW IS555GST AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(753) (736) (695) (696) (697) (698)

SCT-G2033 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Ga034 GYSITNGNHW IS55GRI AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (710) (695) (696) (697) (698)

SCT-G2035 GYSITNGNHW IRS55GST AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (718) (695) (696) (697) (698)

SCT-Ga026 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-G2037 GYTETDHT IYPRDGST ARRVVASGMDY QDVSTA SAS QQHYSTPYT
(754) (755) (756) (757) (751) (758)

SCT-G2038 GYAFTNYL INPGSGGS ARTGVYGNFLIFDY QSLLNSGIQKNY | GAS QNDHRYPE'T
(687) (688) (689) (690) (691) (692)

SCT-Ga0329 GYSITNGNHW IS55GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (726) (695) (696) (697) (698)

SCT-G2040 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Ga041 GYSITNGNHW IS55GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (726) (695) (696) (697) (698)

SCT-Gan4s GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Ga043 GYSITNGNHW IRS5GST TREGGWLPPV QSLLDRDGKTY LVS WOGTHFPYT
(693) (718) (733) (759) (697) (698)

SCT-Ga044 GYSITNGNHW IRS55GST TREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (718) (733) (696) (697) (698)

SCT-G2045 GYSITNGNHW IS55GRT AREGGWLPPV QSLLDRDGKTY LVS WOGTHFPYT
(693) (726) (695) (759) (697) (698)

SCT-Ga046 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Ga047 GYSITNGNHW IRS5GST AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (718) (695) (696) (697) (698)

SCT-G2048 GYSITSGNHW IS55GRI AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(760) (710) (695) (696) (697) (698)

SCT-Ga049 GISITTGNYK IYYSGTI ARETVLRVEDY QDVSTA SAS QQHYSSPRT
(747) (748) (749) (757) (751) (752)

SCT-G2050 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Gaos1 GYTETDYY IFPGSGST ARFTV QSLLDSDGKTY LVS WOGTHFPHT
(706) (761) (762) (696) (697) (763)

SCT-Ga052 GYTETDYY IYPGSGNT ARVTYYGGYFDY QDISNY YTS QQGNTLPFT
(706) (764) (765) (766) (731) (767)

SCT-Ga053 GYSITNGNHW IS55GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (726) (695) (696) (697) (698)

SCT-Ga054 GYSITNGNHW IRS5GST AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (718) (695) (696) (697) (698)

SCT-Ga055 GYILSGYW IFPGSGST ARIRITTVPYFDE QDVSKA WAS QOQHYSTPWT
(768) (761) (769) (770) (724) (771)

SCT-Ga0s56 GYTETSYW INPSNGVT ARDYDYFDY VNIHNY NAK QHFWSTPYT
(772) (773) (774) (775) (776) (777)

SCT-Ga057 GYSITSAYY ISYDGTN GRGRPIFVPY QNVGSEN SAS QQYNNYPET
(778) (779) (780) (781) (751) (782)

SCT-Ga058 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Ga059 GYTETDHT IYPRDGST ARRALPYEFDC QDVETA SAS QOQHYSTPLT
(754) (755) (783) (784) (751) (785)

SCT-Ga060 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Ga061 GYSITNGNHW IS55GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (726) (695) (696) (697) (698)
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SCT-G2062 GISITTGNYK IYYSGTI ARETVLRVEDY QDVSTA SAS QOQHYSSPRT
(747) (748) (749) (757) (751) (752)

SCT-G2063 GYAFTNYL INPGSGGS ARTGVYGNFLIFDY QSLLNSGVOQKNY | GAS QNDHRYPET
(687) (688) (689) (786) (691) (692)

SCT-G2064 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Ga06s GYAFTNYL INPGSGGS ARTGVYANFLIFDY QSLLNSGIQKNY | GAS QNDHRYPET
(687) (688) (787) (690) (691) (692)

SCT-Ga066 GYSITNGNHW IS55GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (726) (695) (696) (697) (698)

SCT-G2067 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-G2068 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Ga069 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-G2070 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Ga071 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Ga072 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Ga073 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LLS WOGTHFPYT
(693) (694) (695) (696) (719) (698)

SCT-Ga074 GYTETSYW INPSNGGT ARRTTVLAGPYFDY QNINVW KAS QQGQSYPLT
(772) (788) (789) (790) (791) (792)

SCT-Ga075 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Ga076 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Ga077 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGOTY LVS WOGTHFPYT
(693) (694) (695) (793) (697) (698)

SCT-Ga078 GYSITNGNHW IRS5GST TREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (718) (733) (696) (697) (698)

SCT-Ga079 GYSITNGNHW IRS55GST AREGGRLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (718) (794) (696) (697) (698)

SCT-Ga080 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Ga081 GYSTISNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(795) (694) (695) (696) (697) (698)

SCT-Ga082 GYSITNGNHW IS55GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (726) (695) (696) (697) (698)

SCT-Gang3 GYSITNGNHW IS55GRI AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (710) (695) (696) (697) (698)

SCT-Gans4 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-G2085 GYSITNGNHW IS55GRI AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (710) (695) (696) (697) (698)

SCT-Ga086 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-G2087 GETESRYTI ISGGGGNT ARWLPSYYAMDY QDIGSS ATS LOYASSPWT
(796) (797) (798) (799) (800) (801)

SCT-Ganss GETESRYTI ISGGGGNT ARWLPSYYAMDY QNINIW KAS QQGQSYPYT
(796) (797) (798) (802) (791) (803)

SCT-Ga089 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-G2090 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Ga091 GYSITNGNHW IRS5GST AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (718) (695) (696) (697) (698)

SCT-G2092 GETESSYT ISGGGGNT ARWLLTYYAMDY QDIGSS ATS LOYVSCPWT
(804) (797) (805) (799) (800) (806)

SCT-G2093 GYTETDCY IFPGSDET ARYGLGHYFDY QNINVW KAS QQGQSYPLT
(807) (808) (809) (790) (791) (792)

SCT-Ga09%4 GYSITNGNOW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
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(693) (694) (695) (696) (697) (698)

SCT-G2095 GYTETAYC IFPGSGST ARYGLGHYFDY QNINVW KAS QQGQSYPLT
(810) (761) (809) (790) (791) (792)

SCT-Ga096 GYSITNGNHW ITS5GRT SREGGWEPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (811) (696) (697) (698)

SCT-G2097 GYSITNGNHW IRS5GST TREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (718) (733) (696) (697) (698)

SCT-G2098 GYSITNGNHW ITS5GRT TREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (733) (696) (697) (698)

SCT-Ga099 GYTETSYW INPSNGGT ARRTTVLAGPYFDY QNINVW QAS QQGQSYPLT
(772) (788) (789) (790) (812) (792)

SCT-Ga100 GETESSYT ISGGGGNT ARWLLTYYAMDY QNINVW KAS QQGQSYPYT
(804) (797) (805) (790) (791) (803)

SCT-Ga101 GEFTESSYG IS5GGSYT AROOYYYGSSYIFYEFDV QSVLYSSNQKNY | WAS HQYLSSLT
(813) (814) (815) (723) (724) (816)

SCT-Ga102 GETESSYT ISGRGGNT ARWLLTYYAMDY QNINVW KAS QQGQSYPYT
(804) (817) (805) (790) (791) (803)

SCT-Ga103 GETESSYT ISGRGGNT VRWLLTYYAMDY QNINIW KAS QQGQSYPYT
(804) (817) (818) (802) (791) (803)

SCT-Ga104 GETESSYT ISGGGGNT ARWLPTYYAMDY QNINVW KAS QQGQSYPYT
(804) (797) (819) (790) (791) (803)

SCT-Ga105 GYSFTTYG INTYSGVP ARYDYDVGFAY QSLVHSNGNTY KIS SQSTHVPA
(820) (739) (740) (741) (742) (743)

SCT-Gal06 GYSITHGNHW IS55GRI AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(717) (710) (695) (696) (697) (698)

SCT-Gald? GYSITNGNHW ITS5GRT TREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (733) (696) (697) (698)

SCT-Gal0s GYSITNGNHW ITS5GRI AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (734) (695) (696) (697) (698)

SCT-Gal09 GYSITNGNHW IS55GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (726) (695) (696) (697) (698)

SCT-Ga110 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Galll GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Gall? GYAFTNYL INPGSGGS ARTGVYGNFLIFDY QSLLNSGIQKNY | GAS QNDHRYPET
(687) (688) (689) (690) (691) (692)

SCT-Gal13 GYSITNGNHW ITS5GRT TREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (733) (696) (697) (698)

SCT-Gal14 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Ga115 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Galls GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Gal17 GYSITNGNHW IRS55GST TREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (718) (733) (696) (697) (698)

SCT-Gall8 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Galls GYSITNGNHW IRS5GRT TREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (821) (733) (696) (697) (698)

SCT-Ga120 GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Gal2l GYSITNGNHW IRS5GST TREGGWLPPV QSLLDGDGRTY LVS WOGTHFPYT
(693) (718) (733) (822) (697) (698)

SCT-Ga122 GYSITNGNHW ITS5GRI AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (734) (695) (696) (697) (698)

SCT-Ga123 GYSITNGNHW ITS5GRT TREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (733) (696) (697) (698)

SCT-Ga124 GYSITNGNHW IRS5GST SREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (718) (705) (696) (697) (698)

SCT-Gal2s GYSITNGNHW ITS5GRT AREGGWLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Gal26 GYSITNGNHW IRS5GRT TREGGRLPPV QSLLDSDGKTY LVS WOGTHFPYT
(693) (821) (823) (696) (697) (698)
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SCT-Gal27 GYSITNGNHW ITSSGRT AREGGWFPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (824) (696) (697) (698)

SCT-Gal128 GYSIINGNHW ITSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(825) (694) (695) (696) (657) (698)

SCT-Gal129 GYSITTGNHW IRSSGST TREGGLFPPV QSLLDSDGKTY Vs WQGTHFPYT
(826) (718) (827) (696) (697) (698)

SCT-Ga130 GYSITNGNHW ITSNGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (828) (695) (696) (697) (698)

SCT-Gal131 GFTFSRYI ITGGGGNT ARWLPTYYAMDY QODIGSS ATY TLYVNSPWT
(796) (829) (819) (799) (830) (831)

SCT-Gal132 GYSITNGNHW ITSSGRT AREGGWLPPV QSLLDSDGRTY Vs WQGTHFPYT
(693) (694) (695) (832) (697) (698)

SCT-Gal133 GYSITNGNHW IRSSGST TREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (718) (733) (696) (697) (698)

SCT-Gal34 GYTEFTDYY IFPGSDNT ARYGLGHYFDY ONINVW TTS QQGQSYPLT
(706) (833) (809) (790) (834) (792)

SCT-Gal35 GYSITNGNHW ITSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Gal36 GYTETSYW FYPGGGST ARSYSNYVRFAY QODVETA SAS QQHYNTPLT
(772) (835) (836) (784) (751) (837)

SCT-Gal37 GHTEFTDYY IFPGSGNT AGYGLGHYFDN SSTISSSN GTS QQWSSYPLT
(838) (839) (840) (841) (842) (843)

SCT-Gal138 GYSITNGNHW IRSSGST TREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (718) (733) (696) (697) (698)

SCT-Gal139 GYSITNGNHW ITSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Gal40 GYSITNGNHW ITSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Gal41 GYSITNGNHW IRSSGST TREGGWLPPV QSLLDSDGRTY Vs WQGTHFPYT
(693) (718) (733) (832) (697) (698)

SCT-Gal42 GYSITNGKHW IRSSGST TREGGWLPPV QSLLDSDGRTY Vs WQGTHFPYT
(844) (718) (733) (832) (697) (698)

SCT-Gal43 GYSITNGNHW ITSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Gal44 GYSITNGNHW ISSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (726) (695) (696) (697) (698)

SCT-Ga145 GYSITNGNHW ISSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (726) (695) (696) (697) (698)

SCT-Gal46 GYSITNGNHW ITSSGRT TREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (733) (696) (697) (698)

SCT-Gal47 GYSITNGNHW ITSSGRT TREGGWLPPV QSLLDGDGKTY Vs WQGTHFPYT
(693) (694) (733) (845) (697) (698)

SCT-Gal48 GYSITNGNHW IRSSGST TREGGWLPPV QSLLDRDGKTY Vs WQGTHFPYT
(693) (718) (733) (759) (697) (698)

SCT-Ga149 GYSITNGNHW ITSSGRI AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (734) (695) (696) (697) (698)

SCT-Gal50 GYSITNGNHW ISSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (726) (695) (696) (697) (698)

SCT-Gal51 GYSITNGNHW IRSSGGT SREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (846) (705) (696) (697) (698)

SCT-Gal52 GYSITNGNHW ITSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Ga153 GYSITNGNHW IRSSGST TREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (718) (733) (696) (697) (698)

SCT-Gal54 GYSITNGNHW IRSSGST TREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (718) (733) (696) (697) (698)

SCT-Gal55 GYSITNGNHW ITSSGRT SREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (705) (696) (697) (698)

SCT-Gal56 GYSITNGHHW ITSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(753) (694) (695) (696) (697) (698)

SCT-Gal57 GYSITNGNHW ITSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Gal158 GYSITNGNHW ITSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Galb9 DYSITNGNHW ISSSGRI AREGGLLPPV QSLLDGDGKTY Vs WQGTHFPYT
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(847) (710) (848) (845) (697) (698)

SCT-Gal60 GYSITNGNHW ISSSGRI AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) 710 (695) (696) (697) (698)

SCT-Gal61 GYSITNGNHW ITSSGRT TREGGWEFPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (849) (696) (697) (698)

SCT-Gal62 GYSITNGNHW ITSSGRT TREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (733) (696) (697) (698)

SCT-Gal63 GYSITNGNHW ITSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Gal64 GYSITNGNHW IRSSGST TREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (718) (733) (696) (697) (698)

SCT-Gal65 GYSITNGNHW IRSSGST AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (718) (695) (696) (697) (698)

SCT-Gal66 GYSITNGNHW ITSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Gal67 GYTEFTTYG INTYSGVP ARYDYDVGFAY QSLVHSNGNTY KVS SQSTHVPT
(738) (739) (740) (741) (745) (748)

SCT-Gal68 GYSITNGNHW IRSSGST AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (718) (695) (696) (697) (698)

SCT-Gal69 GYSITNGNHW IRSSGST AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (718) (695) (696) (697) (698)

SCT-Gal70 GYSITNGNHW IRSSGST TREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (718) (733) (696) (697) (698)

SCT-Gal71 GYSITNGNHW ITSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (694) (695) (696) (697) (698)

SCT-Gal72 GYSITNGNHW ISSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (726) (695) (696) (697) (698)

SCT-Gal73 GYSITNGNHW ISSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (726) (695) (696) (697) (698)

SCT-Gal74 GYSITNGNHW ISSSGRT AREGGWLPPV QSLLDSDGKTY Vs WQGTHFPYT
(693) (726) (695) (696) (697) (698)

SCT-Gal75 GYSFTGYI IVPYTGGT ARQLRGYFAMDY QSLANSYGNTY GIS LOGTHOPWT
(850) (851) (852) (853) (854) (855)

sCT-Ga176 | CESLTRHG IWPGGNT ARSGGYGNFAPYYFDQ QEISGY AAS TLQYASYPRT
(856) (857) (858) (859) (860) (861)

SCT-Gal77 GYTEFTNYG INTYTGES ARDSFAY KNLLHSNGITY RMS GQLLELPYT
(862) (863) (864) (865) (866) (867)

SCT-Gal78 GYSEFTDYN IDVYYSGT ARSLLRWYFDV SSVSSSY DTS QQWSSYPLT
(868) (869) (870) (871) (872) (843)

SeT-Ga179 |GESLSTSGIG TWWDDDN AQSGGITLMDY QSIVHSDGNTY | KVS FOSSHVPGT
(873) (874) (875) (876) (745) ©77)

SCT-Gal180 GYSFTGYT IVPSNGGT ARSLREFSEDY QSLANSYGTTY GIS LOGTHQPPT
(878) (879) (880) (881) (854) (882)

SCT-Ga181 GYTFTDYS INTETGVP ARTDYGNPYWYFDV SSVSD ATS QOWSENPQT
(883) (884) (885) (886) (800) (887)

SCT-Gal182 GYSEFTGYT TIIPYNGGT ARGFRGYFAVDY QSLTNSYGDTY GIS LOGTHQPWT
(878) (888) (889) (890) (854) (855)

SCT-Gal183 GYTETSYW IDPTNDYS ARSRGKDWYFDV QDIGSS ATS LQCATSWT
(772) (891) (892) (799) (800) (893)

SCT-Gal184 GYTEFTSFEN FFPGNGAT AREGWLSLGY ONVYTN SAS QQHNRYPYT
(894) (895) (896) (897) (751) (898)

SCT-Gal185 GYTESNYW IFPGGGSA ARQKYGNYYYFEDY QDISNY YTS QQYSKLPYT
(899) (900) (901) (766) (731) (902)

SCT-Ga186 GYSEFTGYT FIPYNGGT ARGLRGFFSMDY QSLANSYGNTY GIS LOGTHOPWT
(878) (903) (904) (853) (854) (855)

SCT-Gal187 GYSEFTGYT TIIPYNGGT ARGFRGYFAVDY QSLTNSYGNTY GIS LOGTHQPWT
(878) (888) (889) (905) (854) (855)

SCT-Ga188 GFSLTSYG IWSDGST ARQIYYDYGWEFAY ONLTNSYGNTY GIS LOGTHQPWT
(906) (907) {908) (909) (854) (855)

SCT-Gal189 GYSFTDYI TIIPYNGGT ARGLRGYYAMDY QSLANSYGSTFE GIS LOGTHQPWT
(910) (888) (911) (912) (854) (855)

SCT-Ga190 GYTESNYW ILPGSGSA ARQKYGNYYYFEDY QGISNY YTS QHYSKLPYT
(899) (913) (901) (914) (731) (915)

SCT-Gal91 GYTFTDYS INTETGEP TRTDYGNPYWYFDV SSVNY ATS QOWSENPQT
(883) (916) (917) (918) (800) (887)
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SCT-Gal92 GYSEFTGYT TIIPYNGGT ARGFRGYFAVDY QSLTNSYGDTY GIS LOGTHOPWT
(878) (888) (889) (890) (854) (855)

SCT-Gal93 GYSFTGYT ISPYNGGT ARSLREFSEDY QSLANSYGNTY GIS LOGTHQPPT
(878) (919) (880) (853) (854) (882)

SCT-Gal94 GYSEFTGYT INPYNGGT ARRNYGYYFDY QSLANSYGNTY GIS LOGTHOPLT
(878) (707) (920) (853) (854) (921)

SCT-Ga195 GFDFSRYD ISSGGSYT ARQDYRYPYIMDY ONINVW KAS QQGQSYPWT
(922) (814) (923) (790) (791) (924)

SCT-Gal96 GFSLSTYGIG TWWNDNK ARIGSGKFEYFDY SSVSY LTS QQWSSNPPT
(925) (926) (927) (928) (929) (930)

SCT-Gal197 GFSLTRHG TWPGGNT ARSGGYGNFAPYYFDQ QOSVLYSSNQKNE WAS HQYLSSYT
(856) (857) (858) (931) (724) (725)

seT-Galog | CYTETNYW IDPSDSFP TRGPRGYGDY QDIKNY YAT THHGESPP T
(932) (933) (934) (335) (936) | (937)

SCT-Gal199 GYTETSYW IFPGSGTS AREGLYAFDY ONIRNS YAS LOSNSWPYT
(772) (938) (939) (940) (941) (942)

SCT-Ga200 GYTEFTSYN IFPGNGFET TREGWLSLGY SSVNSTY RSS HOWSGYPFET
(943) (944) (945) (946) (947) (948)

SCT-Ga201 GYAFTGYY ITCYNGAT ARSNYRPWYFDV QDVSTD SAS QQHYSTPYT
(949) (950) (951) (952) (751) (758)

SCT-Ga202 GYTESNYW IFPGGGSA ARQKYGNYYYFEDY QDISNY YTS QQYSKLPYT
(899) (900) (901) (766) (731) (902)

SCT-Ga203 GYTEFTSFEW IFPGGGDP AREGLYAFDY QSVRNN YAS QQSNSWPYT
(953) (954) (939) (955) (941) (956)

SCT-Ga204 GYTESNYW IFPGSDSS ARQKYGNEYYFEDY QDISNY YTS QOQYSKIPYT
(899) (957) (958) (766) (731) (902)

SCT-Ga205 GFSLTRHG TWPGGST ARSGGYGNFAPYYFDQ QOSVLYSSNQKNY WAS HQYLSSYT
(856) (959) (858) (723) (724) (725)

seT-Gas0e |CYTETSYN IFPGNGFT TREGWLSLGY QNVGTN SAS QOHNSYPYT
(943) (944) (945) (960) (751) (961)

SCT-Ga207 GYTETSYW IFPGSGTT AREGLYAFDY QSLLNSRTRKNS WAS KQSENLYT
(772) (962) (939) (963) (724) (964)

SCT-Ga208 GYTETSYW IFPGSGTN AREGLYAFDY QSIRNS YAS QQSYSWPYT
(772) (965) (939) (966) (941) (967)

SCT-Ga209 GYSEFTGYT IFPYNSAT ARGLRGFFALDY QSLANSYGNTY GIS LOGTHQPWT
(878) (968) (969) (853) (854) (855)

SCT-Ga210 GYTETSYW IFPGSGTS AREGLYAFDY ONIRNS YAS LOSNSWPYT
(772) (938) (939) (940) (941) (942)

SCT-Ga211 GFSLTRHG TWPGGNT ASSGGYGNFAPYYFDQ QSVLYSSNQKNFE WAS HQYLSSYT
(856) (857) (970) (931) (724) (725)

seT_caz1s |CEAESTYD ISSGGSYT ARQDYRYPYIMDY QSISDY YAS ODGNTFPPT
(971) (814) (923) (972) (941) (973)

SCT-Gazl3 | CYSETDYN IDVYYSGT ARSSTRWYFDT, S8VSSsY DTS QOWSSYPLT
(868) (869) (974) (871) (872) | (843)

scT-Gania |CYTFSNYR ILPVSGSA ARQKYGNYYYFDY QGISNY YTS OHYSKLPYT
(899) (975) (901) (914) (731) (915)

SCT-Ga215 GYTEFSSHN IFPGNGFET TREGWLSLGY ONVVTN SAS QQHNSYPYT
(976) (944) (945) (977) (751) (961)

SCT-Ga216 GYSEFTDYT IFPYNGAT ARGLRGFFALDY QSLANSYGNTY GIS LOGTHOPWT
(978) (979) (969) (853) (854) (855)

SCT-Ca217 GYSFTGYT IVPNNGGT ARSLREFSEDY QSLANSYGTTY GIS LONTHQPPT
(850) (980) (880) (881) (854) (981)

SCT-Ganlg | GESLSTSGIG TWWDDDT AQSGGITLMDY QSIVYSNGNTY | KVS FQGSHVPET
(873) (982) (875) (983) (745) (984)

SCT-Ga219 GYSEFTGYT IVPYNGGT ARSLREFSEDY QSLANSYGTTY GIS LOGTHQPPT
(878) (985) (880) (881) (854) (882)

SCT-Ga220 GFTEFTDYY IRNKAKGYTT ARDGGY DHINNW GAT QQYWSTPET
(986) (987) (988) (989) (715) (990)

SCT-Ga221 GFSLSTSGMG IWWDDVK ARIAVGQAWFAY QSVLYSSNQKNY WAS HQYLSSLT
(991) (992) (993) (723) (724) (816)

SCT-Ga222 GYSEFTGYT IFPYNGGT ARSLREFSEDY QSLANSYGTTY GIS LOGTHQPPT
(878) (994) (880) (881) (854) (882)

SCT-Ga223 GYSFTGYI IVPNNGGT ARSLREFSEDY QSLANSYGTTY GIS LOGTHQPPT
(850) (980) (880) (881) (854) (882)

SCT-Ga224 GYIFTNYW IYPGGGYT ARSRQLASYAMDY ENIYSY NAK QHHYGTPPT
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(995) (996) (997) (998) (7786) (9599)

SCT-Ga225 GYSEFTGYT IFPYNSAT ARGLRGFFALDY QSLANSYGNTY GIS LOGTHOPWT
(878) (968) (969) (853) (854) (855)

SCT-Ga226 GFPENDYY IRNKANGYTT ARDGGY DHINNW GAT QQYWSIPET
(1000) (1001) (988) (989) (715) (1002)

SCT-Ga227 GYTEFTSYN IYPGNGYT AREGGWAMDY SSVSY ATS QQWNSNPPT
(943) (1003) (1004) (928) (800) (1005)

SCT-Ga228 GYSEFTGYT INPYNGGT ARRNYGYYFDY QSLANSYGDTF GIS LOGTHOPLT
(878) (707) (920) (1006) (854) (921)

SCT-Ga229 |GESLSTSGIG TWWDDDN AQSGGITLMDY QSIVHSDGNTY | KVS FOSSHVPGT
(873) (874) (875) (876) (745) ©77)

SCT-Ga230 GFTEFTDYY IRNKAHGYTT ARDGGY DHINNW GAT QQYWSTPET
(986) (1007) (988) (989) (715) (990)

SCT-Ga231 DYSETSYW IYPGNSAA SREGGYGLDY QSIYNN YAS QQSNSWPYT
(1008) (1009) (1010) (1011) (941) (958)

SCT-Ga232 GYSEFTDYN IDVYYSGT ARSSLRWYFDL SSVSSSN DTS QQWSSYPLT
(868) (869) (974) (1012) (872) (843)

SCT-Ga233 GFSLTRHG IWPGGNT ARSGGYGNFAPYYFDQ ONILYSSNQKNY WAS HQYLSSYT
(856) (857) (858) (1013) (724) (725)

SCT-Ga234 GYTESNYW ILPVSGSS ARQKYGNYYYFEDY QGISNY YTS QHYSKIPYT
(899) (1014) (901) (914) (731) (915)

SCT-Ga235 GYTESNYW ILPGSGSS ARQKYGNYYYFDF QGLSNY YTS QQYSKLPYT
(899) (1015) (1016) (1017) (731) (902)

SCT-Ga236 GYTETSYW IFPGSGTT AREGLYAFDY QOSIRNS YAS OQSNSWPYT
(772) (962) (939) (966) (941) (956)

SCT-Ga237 GFTESTYA ISSGGTYT ARHFISTIITHEDY QSVLYSSNQOMNY WAS HQYLSSLT
(1018) (1019) (1020) (1021) (724) (816)

SCT-Ga238 GYSITSYW VYPGNSNT TREGGYGMDY QTISNN YSS QQSYSWPYT
(1022) (1023) (1024) (1025) (1026) | (967)

SCT-Ga239 GYTEFTSYN IFPGNGFET TREGWLSLGY ONVVTN SAS QQHNSYPYT
(943) (944) (945) (977) (751) (961)

SCT-Ga240 GYTETSYW IFPGSGTT AREGLYAFDY ONIRNS YAS QQSNSWPYT
(772) (962) (939) (940) (941) (956)

SCT-Ga241 GYTFTDYS INTETGEP TRTNYGNPYWYFDV SSVNY ATS QOWNENPQT
(883) (916) (1027) (918) (800) (1028)

SCT-Gan4? GFTENDYY IRNKANGYTT ARDGGY DHINNW GAT QQYWSIPET
(1029) (1001) (988) (989) (715) (1002)

SCT-Ga243 GYSFIDYI TIIPYNGGT ARGLRGYYAMDY QSLTNSYGSTF GIS LOGTHOPWT
(1030) (888) (911) (1031) (854) (855)

SCT-Ga244 GYTETSYW IFPGTGSA TREGLYPEDY ONIRNN YAS QQSNSWPYT
(772) (1032) (1033) (1034) (941) (956)

SCT-Ga245 GFSLTSYG IWSGGST AREVRRYFDV SSVISSY STS HQYHRSPLT
(906) (1035) (1036) (1037) (1038) | (1039)

SCT-Gar46 GFSLSTSGIG TIWWDDDN AQSGGITLMDY QSIVHSDGNTY KVS FQGSHVPGT
(873) (874) (875) (876) (745) (1040)

SCT-Ga247 GYSEFTGYT IIPYNGGS ARGLRGYFAMDY ONLTNSYGNTY GIS LOGTHOPWT
(878) (1041) (1042) (909) (854) (855)

SCT-Ga248 GYTEFTSYN IYPGNGYT AREGGWAMDY SSVNY DTS QQWNSNPPT
(943) (1003) (1004) (918) (872) | (1005)

SCT-Ga249 GYTESNYW ILPGSGSS ARQKYGNEYYFEDFE QGIGNY YTS HQYSKLPYT
(899) (1015) (1043) (1044) (731) (1045)

SCT-Ga250 GYTEFTNYG ISTYIGEP ARDSFAH KNLLHSNGITY RVS GQLLELPYT
(862) (1046) (1047) (865) (1048) | (867)

SCT-Ga251 GYTEFTSYN IYPGNGYT AREGGWAMDY SSVSS DTS QQWSSNPST
(943) (1003) (1004) (1049) ©72) (1050)

SCT-Ga252 GYTEFTSFEW IYPGSGTT TREGLYAFDQ QSIRSS YAS QQSNTWPYT
(953) (1051) (1052) (1053) (941) (1054)

SCT-Ga253 GYTETSYW IFPGSGTT AREGLYAFDY QOSIRNS YAS OQSNSWPYT
(772) (962) (939) (966) (941) (956)

SCT-Ga254 GYTETIHW IYPGGGYT ARDYGYDVYAMDY QSLLDSDGKTY Vs WQGTHFPRT
(1055) (996) (1056) (696) (697) (1057)

SCT-Ga255 GFAFSSFD ISSGGSYT TRODYRYPYIMDY ONINVW KAS QQGQSYPWT
(1058) (814) (1059) (790) (791) (924)

SCT-Ga256 GYIFTNFEW IYPGGGYT ARSRQLASYAMDY ENIYSY NAK QHHYGTPPT
(1060) (996) (997) (998) (776) (999)
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SCT-Ga257 |GESLSTSGIG IWWDDDT AQSGGITLMDY ONIVHSNGNTY KVS FQTSHVPGT
(873) (982) (875) (1061) (745) (1062)
SCT-Ga258 GFTEFTDYY IRNKAHGYTT ARDGGY DHINNW GAT QQYWSTPET
(986) (1007) (988) (989) (715) (990)
SCT-Ga259 GFTENDYY IRNKANGYTT ARDGGY DHINNW GAT QQYWSIPET
(1029) (1001) (988) (989) (715) (1002)
SCT-Ga260 GFTENDYY IRDKANGYTT ARDGGY DHINNW GAT QQYWSIPET
(1029) (1063) (988) (989) (715) (1002)
SCT-Ga261 GYSEFSDYN IDVYYLST ARSLLRWYFDV SSVTY DTS OHWSSYPLT
(1064) (1065) (870) (1066) (872) (1067)
SCT-Ga262 GYSEFTGYT TIIPYNGGT ARSLREFSEDY QSLANSYGNTY GIS LOGTHQPPT
(878) (888) (880) (853) (854) (882)
SCT-Ga263 GYTETSYW IFPGSGTT TREGLYSEDY QOSIRNN YVS QQSISWPYT
(772) (962) (1068) (1069) (1070) | (1071)
SCT-Ga264 GYTETSYW IFPGSGIT AREGLYAFDY QOSIRNS YAS OQTNSWPYT
(772) (1072) (939) (966) (941) (1073)
SCT-Ga265 GYTEFTSYN IFPGNGFET TREGWLSLGY ONVVTN SAS QQHNSYPYT
(943) (944) (945) (977) (751) (961)
SCT-Ga266 GYSEFTGYT IVPYNGGT ARSLREFSEDY QSLANSYGTTY GIS LOGTHQPPT
(878) (985) (880) (881) (854) (882)
SCT-Ga267 GYSEFTGYT IVPNNGGT ARSLREFSEDY QSLANSYGTTY GIS LOGTHQPPT
(878) (980) (880) (881) (854) (882)
SCT-Ga268 GYIFTNYG INSYTGES ARDSFAY KNLLHSNGITY RMS GQLLELPYT
(1074) (1075) (864) (865) (866) (867)
SCT-Ga269 GYTEFTSYN IFPGNGFET TREGWLSLGY ONVVTN SAS QQHNSYPYT
(943) (944) (945) (977) (751) (961)
SCT-Ga270 GYTEFTTFEW IFPGRGIT SRGLGYFDV QSTIGTS YGS QQSYRWPYT
(1076) (1077) (1078) (1079) (1080) (1081)
SCT-Ga271 GFTENDYY IRDKANGYTT ARDGGY DHINNW GAT QQYWSIPET
(1029) (1063) (988) (989) (715) (1002)
SCT-Ga272 GYTETSYW IFPGTGST TREGLYPEDY ONIRNN YAS QQSNSWPYT
(772) (1082) (1033) (1034) (941) (956)
SCT-Ga273 GYSEFTGYT TIIPYNGGT ARGFRGYFAVDY QSLTNSYGNTF GIS LOGTHOPWT
(878) (888) (889) (1083) (854) (855)
SCT-Ca274 GYSEFTDYN IDVYYSGT ARSLLRWYFDV SSVSSSY DTS QQWSSYPLT
(868) (869) (870) (871) (872) (843)
SCT-Ga275 GFTESTYA ISSGGSYT ARHFISTIITHEDY QSVLYSSNQOMNY WAS HQYLSSLT
(1018) (814) (1020) (1021) (724) (816)
SCT-Ga276 GFTENDYY IRNKANGYTT ARDGGY DHINNW GAT QQYWSIPET
(1029) (1001) (988) (989) (715) (1002)
SCT-Ga277 GYTEFTSYY IYPGDGST TRDGNYGDWEPY ONIVHSNGNTY KVS FQGSHVPYT
(1084) (1085) (1086) (1061) (745) (1087)
SCT-Ga278 GYTESNYW ILPVSDSA ARQKYGNYYYFEDY QGISSY YTS QHYSKIPYT
(899) (1088) (901) (1089) (731) (915)
SCT-Ga279 GYTETSYW IFPGSGTS AREGLYAFDY ESVDKYGISFEF AAS QQOSKEVPWT
(772) (938) (939) (1090) (860) (1091)
SCT-Ca280 GYSFTGYT IVPYNGGT ARSVRFSEDY QSLANSYGTTY EIS LOGTHQPPT
(878) (985) (1092) (881) (1093) (882)
SCT-Ga281 GYTEFTNYG INTYTGES ARDSFAY KNLLHSNGITY RMS GQLLELPYT
(862) (863) (864) (865) (866) | (867)
SCT-Ga282 GYSEFTGYY VNPNNGGT ASSPLLRLRGYAMDD ESVDSYGKSF VAS QONNEDPWT
(1094) (1095) (1096) (1097) (1098) | (1099)
SCT-Ga283 GYTEFTSFEW IYPGRGIT SRGLGYFDV QSTIGTS YGS QQSYRWPYT
(953) (1100) (1078) (1079) (1080) (1081)
SCT-Ga284 GYTETSYW IFPGSGTT SREGLYPEDY QOSIRNN YAS QQSNSWPYT
(772) (962) (1101) (1069) (941) (956)
SCT-Ga285 GYTEFTSYN IFPGNGFET TREGWLSLGY QHVVTN SAS QQHNSYPYT
(943) (944) (945) (1102) (751) (961)
SCT-Ga286 GFSLTSYD IWTGGGT VRSTMITHYAMDY ONIGTS YAF QQSNSWPLT
(1103) (721) (1104) (1105) (1106) | (1107)
SCT-Ga287 GFTENDYY IRNKANGYTT ARDGGY DHINNW GAT QQYWSIPET
(1029) (1001) (988) (989) (715) (1002)
SCT-Ga288 GFSLSTSGIG TIWWDDDN AQSGGITLMDY DHINNW GAT QQYWSIPET
(873) (874) (875) (989) (715) (1002)
SCT-Ga289 GYTFTSYW IYPGSGTT TREGLYPEDY QSIRNS YVFE QOSNSWPYT
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(772) (1051) (1033) (966) (1108) | (956)

SCT-Ga290 GYTEFTSYN IYPGNGYT AREGGWAMDY SSVSS DTS QQWSSNPST
(943) (1003) (1004) (1049) (©72) (1050)

SCT-Ga291 GYTETSYW IFPGSGIT AREGLYAFDY QOSIRNS YAS OQTNSWPYT
(772) (1072) (939) (966) (941) (1073)

SCT-Ga292 GFSEFTDYN VDIYYSGT ARSSLRWYFDL SSVSSSN DTS QQWSSYPLT
(1109) (1110) (974) (1012) (872) (843)

SCT-Ga293 GYTESNYW IDPSDSYT TRPSSYFEDY QOSIRNN YAS QQSYSWPYT
(899) (1111) (1112) (1069) (941) (967)

SCT-Ga294 GYTEFTSYN IYPGNDGT AREGWLSLDY ONVVTN SAS QQYKSYPYT
(943) (1113) (1114) 977 (751) (1115)

SCT-Ga295 GYSFTGNI INPYNGGT ARGFRGYFAMDY QSLANSYGNTY GIS LOGTHQPWT
(1116) (707 (1117) (853) (854) (855)

SCT-Ga296 |GESLSTSGIG IWWDDDT AQSGGITLMDY ONIVHSNGNTY KVS FQTSHVPGT
(873) (982) (875) (1061) (745) (1062)

SCT-Ga297 GYTFTDYN IYPYNVGT ARKNPLDY KNLLHSNGITY RVS AQLLELPYT
(1118) (1119) (1120) (865) (1048) (1121)

SCT-Ga298 GYTESNCW ILPGSGSA ARQKYGNYYYFEDY QGISNY YTS QHYSKLPYT
(1122) (913) (901) (914) (731) (915)

SCT-Ga299 GYSEFTSYW FYPGNSAT SREGGYGMDH QOSIRNN YSS QQSNSWPYT
(1123) (1124) (1125) (1069) (1026) | (956)

SCT-Ga300 GYTEFTSYY IYPGDGST TRDGNYGDWEPY QSVSTSRYSY YAS QHSWEIPLT
(1084) (1085) (1086) (1126) (941) (1127

SCT-Ga301 GFAFSSFD ISSGGSYT ARQDYRYPYIMDY ONINVW KAS QQGQSYPWT
(1058) (814) (923) (790) (791) (924)

SCT-Ga302 GYSEFTSYW FYPGNSAT SREGGYGMDH QOSIRNN YAS QQSNSWPYT
(1123) (1124) (1125) (1069) (941) (956)

SCT-Ga303 GYSEFTGYT TIIPYNGGT ARSLREFSEDY QSLANSYGNTY GIS LOGTHQPPT
(878) (888) (880) (853) (854) (882)

SCT-Ga304 GYTEFSNYN IFPGNGVT ARGGFGGALDY SSVSH DTS OOWNNNPTT
(1128) (1129) (1130) (1131 (872) (1132)

SCT-Ga305 GYSITSYW VYPGNSNT TREGGYGMDY QTISNN YSS QQSYSWPYT
(1022) (1023) (1024) (1025) (1026) | (967)

SCT-Ga306 GYSEFTGYT IFPYNSAT ARGLRGFFALDY QSLANSYGNTY GIS LOGTHQPWT
(878) (968) (969) (853) (854) (855)

SCT-Ga307 GYTEFSNYN IFPGNGVT ARGGFGGAMDY SSVSH DTS QOWNNNPTLT
(1128) (1129 (1133) (1131 (872) (1132)

SeT-Gaz0s |GESLSTSGIG TWWDDDN AQSGGITLMDY QSIVHSDGNTY | KVS FOGSHVPGT
(873) (874) (875) (876 (745) (1040)

SCT-Ga309 |GESLSTSGIG TWWDDDN AQSGGITLMDY QSIVHSDGNTY | KVS FOGSHVPGT
(873) (874) (875) (876) (745) (1040)

SCT-Ga310 GYTEFTNFG INTYTGEP ARDSFAH KNLOQHNNGITY RVS GQLLELPYT
(1134) (1135) (1047) (1136) (1048) | (867)

SCT-Ga311 GYTEFTSYN IYPGNGFET AREGGWAMDY SSVSH DTS QQWNSNPST
(943) (1137 (1004) (1131 (872) (1138)

SCT-Ga312 GFPENDYY IRNKANGYTT ARDGGY DHIHNW GAT QQYWSIPET
(1000) (1001) (988) (1139) (715) (1002)

SCT-Ga313 GYSEFTGYT TIIPYNGGT ARSLREFSEDY QSLANSYGNTY GIS LOGTHQPPT
(878) (888) (880) (853) (854) (882)

SCT-Ga314 GYTETSYW IFPGSGTT TREGLYAFDY QOSIRNS YAS OQSNSWPYT
(772) (962) (1140) (966) (941) (956)

SCT-Ga315 GFTEFTDYY IRNKANGYTT ARDGGY DHINNW GAT QQYWSTPET
(986) (1001) (988) (989) (715) (990)

SCT-Ga316 GYTETSYW IYPGGGTT TREGLYPEDY QOSIRNN YVS QQSNSWPYT
(772) (1141) (1033) (1069) (1070) | (958)

SCT-Ga317 GYSEFTSYW IYPGNSDT TREGGYGMDY QSIYNN FSS QQSNSWPYT
(1123) (1142) (1024) (1011) (1143) | (956)

SCT-Ga318 GYTETSYW IFPGSGTS AREGLYAFDY ONIRNS YAS LOSNSWPYT
(772) (938) (939) (940) (941) (942)

SCT-Ga319 GYSEFTGYT INPSNGGT TRRNYGYYFDY QSLANSYGNTY GIS LOGTHOPLT
(878) (788) (1144) (853) (854) (921)

SCT-Ga320 GFTEFTDYY IRNKANGYTT ARDGGY DHINNW GAT QQYWSIPET
(986) (1001) (988) (989) (715) (1002)

SCT-Ga321 GFSLSTSGIG TIWWDDDN AQSGGITLMDY QSIVHSDGNTY KVS FQGSHVPGT
(873) (874) (875) (876 (745) (1040)
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SCT-Ga322 GYTETSYW IFPGSGIT AREGLYAFDY QSIRNS YAS QQSNSWPYT
(772) (1072) (939) (966) (941) (956)
SCT-Ga323 GFPENDYY IRNKAKGYTT ARDGGY DHINNW GAT QQYWSIPET
(1000) (987) (988) (989) (715) (1002)
SCT-Ga324 GFPENDYY IRNKANGYTT ARDGGY DHINNW GAT QQYWSIPET
(1000) (1001) (988) (989) (715) (1002)
SCT-Ga325 GYTEFTSFEW IYPGRGIA SRGLGYFDV ONIGTS SAS QQSNRWPYT
(953) (1145) (1078) (1105) (751) (1146)
SCT-Ga326 GYTEFTSYN IYPGNGYT AREGGWAMDY SSVSQ DTS QQWSSNPST
(943) (1003) (1004) (1147) (872) | (1050)
seT-cass7 |CESLSTSGIG IWWDDDN AQSGGITLMDY QSIVHSDGNTY | KVS FQASHVPGT
(873) (874) (875) (876) (745) (1148)
SCT-Ga328 GYTETNEW IFPGGGYT SRSTMLTGTY RDIKSY YAT THHGESPYT
(1149) (1150) (1151) (1152) (936) (1153)
SCT-Ga329 GFTENDYY IRNKANGYTT ARDGGY DHINNW GAT QQYWSTPET
(1029) (1001) (988) (989) (715) (990)
SCT-Ga330 GYTETNEW IFPGGGHT SRSTILTGAY QDIKSY YAT LHUHGESPYT
(1149) (1154) (1155) (1156) (936) (1153)
SCT-Ga331 GFTEFTDYY IRNKANGYTT ARDGGY DHINNW GAT QQYWSTPET
(986) (1001) (988) (989) (715) (990)
SCT-Ga332 GFTENDYY IRNKANGYTT ARDGGY DHINNW GAT QQYWSIPET
(1029) (1001) (988) (989) (715) (1002)
GYAFTNYL INPGSGGN ARRGDKYGSAWFAY QDVSTA SAS QQHYSSPRT
SCT-Ga333
(687) (1157) (1158) (757) (751) (752)
SCT-Ga334 GFTENDYY IRDKANGYTT ARDGGY DHINNW GAT QQYWSIPET
(1029) (1063) (988) (989) (715) (1002)
SCT-Ga335 GYSEFTDYN IDVYYSGT ARSSLRWYFDL SSVNSTY DTS QQWSSYPLT
(868) (869) (974) (946) (872) (843)
SCT-Ga336 GYSEFTGYT IVPYNGGT ARSLREFSEDY QSLANSYGTTY GIS LOGTHQPPT
(878) (985) (880) (881) (854) (882)
SCT-Ga337 GYSEFTDYN IDVYYSST ARSLLRWYFDV SSVSSSY DTS QQWSSYPLT
(868) (1159) (870) (871) (872) (843)
SCT-Ga338 GYTETSYW IYPGSGTT TREGLYPEDY QOSIRNN YAS QQSNSWPYT
(772) (1051) (1033) (1069) (941) (956)
SCT-Ga339 GYTEFTDYN INSNNGGA ARGDYYGTTYDY DHINNW GAT QQYWSIPET
(1118) (1160) (1161) (989) (715) (1002)
SCT-Ga340 GYSFTGYI THPYNGGT ARLLRYAMDY SSVSY RTS QOQYHGYPPT
(850) (1162) (1163) (928) (1164) | (1165)
SCT-Ga341 GYTEFISYW IYPGDGDT ARGTVGDY ONVVTN SAS QQHNSYPYT
(1166) (1167) (1168) (977) (751) (961)
SCT-Ga342 GYTEFTNYG INTYTGES ARDSFAY KNLLHSNGITY RMS GQLLELPYT
(862) (863) (864) (865) (866) (867)
SCT-Ga343 GYSEFTDYT TIIPYNGGT ARGLRGYFAMDY QSLANSYGVTY GIS LOGTHQPWT
(978) (888) (1042) (1169) (854) (855)
SCT-Ga344 GYSEFTGYT IFPYNGGT ARSVRFSEDY QSLANSYGNTY GIS LOGTHQPPT
(878) (994) (1092) (853) (854) (882)
SCT-Ga345 GFAFSRYD ISSGGSYS ARQDYRYPYIMDY ONINVW KTS Q0GQSYPWT
(1170) (1171) (923) (790) (1172) | (924)
SCT-Ga346 GYSEFTGYT INPYNGGT ARFRLWQGMDY QSLANSYGNTY GIS LOGTHQPPT
(878) (707) (1173) (853) (854) (882)
SCT-Ga347 GYTETSYW IFPGSDTT TREGLYAFDY PNIRNS YAS QQSNSWPYT
(772) (1174) (1140) (1175) (941) (956)
SCT-Ga348 GYTETSYW IFPGSGTT AREGLYAFDY QSIGTS FAS QQSNSWPYT
(772) (962) (939) (1079) (1176) | (956)
SCT-Ga349 GYTETSYW IFPHSGIT AREGLYAFDY QSIRNS YVS QQTNSWPYT
(772) (1177) (939) (966) (1070) | (1073)
SCT-Ga350 GFTESTYA ISSGGTYT ARHFISTIITHEDY QSVLYSSNQOMNY WAS HQYLSSLT
(1018) (1019) (1020) (1021) (724) (816)
seT_Gass] | CYTETSYN IFPGNGFT TREGWLSLGY QNVVTN SAS QQHNSYPYT
(943) (944) (945) (977) (751) (961)
seT_Gasss |CYSETSYH IYPGNNAT SREGGFGMDY QSITNN YAS OOSNSWPYT
(1123) (1178) (1179) (1180) (941) (956)
seT_Ga3sy |CYSETDYT IFPYNGAT ARGLRGFFALDY QSLANSYGNTY | GIS TOGTHOPWT
(978) (979) (969) (853) (854) (855)
SCT-Ga354 GYSFTDYI TIIPYNGGT ARGLRGYYTMDY QSLANIYGNTY GIS LOGTHQPWT
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(910) (888) (1181) (1182) (854) (855)

SCT-Ga355 GYTEFTTFEW IFPGRGIT SRGLGYFDV QSVGTS YGF QQSYRWPYT
(1076) (1077) (1078) (1183) (1184) | (1081)

SCT-Ga356 GYTESNYW ILPGSGSA ARQKYGNYYYFEDY QGISNY YTS QHYSKLPYT
(899) (913) (901) (914) (731) (915)

SCT-Ga357 GYTETSYW IYPGSGTT TREGLYPEDY QOSIRNN YVFE QQSNSWPYT
(772) (1051) (1033) (1069) (1108) | (956)

SCT-Ga358 GYSEFTDYN IDVYYSGT ARSSLRWYFDL SSVSSSD DTS QQWSSYPLT
(868) (869) (974) (1185) ©72) (843)

SCT-Ga359 | GESLSTSGIG TWWDDDS AQSGGITLMDY QSIVHSNGNTY | KVS FOGSHVPGT
(873) (1186) (875) (1187) (745) (1040)

SCT-Ga360 GYSEFTGYT IFPYNGAT ARGLRGYFAMDY QSLANSYGNTY GIS LOGTHOPWT
(878) (979) (1042) (853) (854) (855)

SCT-Ga361 GYTETSYW IFPGSGTT TREGLYPEDY ONIRNN YAS QQSNSWPYT
(772) (962) (1033) (1034) (941) (956)

SCT-Ga362 GYTETSYW IFPGTGSA TREGLSPEDY ONIRNN YAS QQSNSWPYT
(772) (1032) (1188) (1034) (941) (956)

SCT-Ga363 GYSEFTDYN IDVYYSGT ARSSLRWYFDL SSVSSRY DTS QQWSSYPLT
(868) (869) (974) (1189) ©72) (843)

SCT-Ga364 GYTFTSYS IYPGNVIT ARDGGFGTY ONVHTN SAS QQYNSYPYT
(1190) (1191 (1192) (1193) (751) (1194)

SCT-Ga365 GYTEFTSYN IYPGNGYT AREGGWAMDY SSVSY ATS QQWNSNPPT
(943) (1003) (1004) (928) (800) (1005)

SCT-Ga366 GYSEFTGYT IFPYNGAT TRGLRGYFALDY QSLANSYGNTY GIS LOGTHLPWT
(876) (979) (1195) (853) (854) (1196)

SCT-Ga367 GYSEFTGYT IFPYNSAT ARGLRGFFALDY QSLANSYGNTY GIS LOGTHQPWT
(878) (968) (969) (853) (854) (855)

SCT-Ga368 GYTEFTSYN IYPGNGGT ARDGEFYPEDY ONVGTN SAS QQYNSYPLT
(943) (1197 (1198) (960) (751) (1199)

SCT-Ga369 GYTEFTSYN IYPGNGYT AREGGWAMDY SSVSS DTS QQWSSNPST
(943) (1003) (1004) (1049) (872) | (1050)

SCT-Ga370 GYTEFTNYG INTYTGES ARDSFAH KNLLHSNGITY RMS GQLLELPYT
(862) (863) (1047) (865) (866) (867)

SCT-Ga371 GYSEFTGYT IFPYNSAT ARGLRGFFALDY QSLANSYGNTY GIS LOGIHQOPWT
(878) (968) (969) (853) (854) (1200)

SCT-Ga372 GYSITSYW IYPGNSNT TREGGYGMDY QTISNN YSS QQSYSWPYT
(1022) (1201) (1024) (1025) (1026) | (967)

SCT-Ga373 GFAFSTYD ISSGGSYT ARQDYRYPYIMDY ONINVW KAS Q0GQSYPWT
(971) (814) (923) (790) (791) (924)

SCT-Ga374 GYTESNYW ILPVSDSA ARQKYGTYYYFEDY QGISNY YTS QHYSKIPYT
(899) (1088) (1202) (914) (731) (915)

SeT-Ga375 |GESLSTSGIG TWWDDDN AQSGGITLMDY QSIVHSDGNTY | KVS FOGSHVPGT
(873) (874) (875) (876) (745) (1040)

SCT-Ga376 GYTETNEW IFPGGDYT SRSTIISGAY QDIKSY YAT LHUHGERPYT
(1149) (1203) (1204) (1156) (936) (1205)

SCT-Ga377 GYTETSYW IYPGSGTT TREGLYAFDY PNIRNS YAS QQSNSWPYT
(772) (1051) (1140) (1175) (541) | (956)

SCT-Ga378 GYSFTGYI INPYNGGT TRLLRFAMDY QSLANSYGSTY GIS LOGTHQPPT
(850) (707) (1206) (1207) (854) (882)

SCT-Ga379 GFVEFSSYD ISSGGSYT ARQDYRYPYTMDY ONINVW KAS Q0GQSYPWT
(1208) (814) (1209) (750) (791) (924)

SCT-Ga380 GFPENDYY IRNKANGYTT ARDGGY DHINNW GAT QQYWSIPET
(1000) (1001) (988) (989) (715) (1002)

SCT-Ga381 GYSETRYW FYPGNSAT SREGGYGMDH QOSIRNN YVS QQSNSWPYT
(1210) (1124) (1125) (1069) (1070) (956)

SCT-Ga382 GYTEFTDYA IGTSNGNT TRDYYGRSYLYFDY SSVSSSY STS QOQYSGYPLT
(1211) (1212) (1213) (871) (1038) | (1214)

SCT-Ga383 GYSEFTGYT IFPYNGGT ARSRSFAMDY QSLTNSYGDTY GIS LOGTHOPWT
(878) (994) (1215) (890) (854) (855)

SCT-Ga384 GFTEFSDYY IRNKANGYTT ARDGGY DHINNW GAT QQYWSIPET
(1216) (1001) (988) (989) (715) (1002)

SCT-Ga385 GYTFTDHS INTETGEP ASPRNYDGAMDY DHINNW GAT QQYWSTPLT
(1217) (916) (1218) (989) (715) (1219)

SCT-Ga386 GFTEFTSYY IRDKANGYTT ARDGGY EHIYGA GAT ONVLSTPLT
(1220) (1063) (988) (1221) (715) (1222)
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SCT-Ga387 GYAFSSSW IYPGDGDT ASNYYYFDY KSVSTSGYSY LAS QHSRELPWT
(1223) (1167) (1224) (1225) (1226) | (1227)

SCT-Ga388 GYTETNYW TNPSTGSS AAYYRYGDGAY DHINNW GAS QQYWSTPWT
(932) (1228) (1229) (989) (691) (716)

SCT-Ga389 GFTEFSTYV ISSGGSYTI ARWLLGLYAMDY ONINVW KAS QQGQSYPRT
(1230) (1231) (1232) (790) (791) (1233)

SCT-Ga390 GFTEFSDYY IRNKANGYTT ARDGGY DHINNW GAT QQYWSTPET
(1216) (1001) (988) (989) (715) (990)

SCT-Ga391 GYAFSSYW IYPGDGDS ARRKDYGYDY DHINNW GAT QQYWSTPET
(1234) (1235) (1236) (989) (715) (990)

SCT-Ga392 GFTEFSEFY SRNKANDYST ARDAYGYPWEVY QSLLYSGNQKNY WAS QQYYSYPWT
(1237) (1238) (1239) (1240) (724) (1241)

SCT-Gaso3 | CETESNFG ISSGSSTI ARGRYDYLYAMDY ODISNY YTS OQGNTLPET
(1242) (1243) (1244) (766) (731) (767)

SCT-Ga394 GFTEFTDYY ITNKANGYTT ARDGGY DHINNW GAT QQYWSIPET
(986) (1245) (988) (989) (715) (1002)

SCT-Ga395 GFTESNFEW TIRLNSDNYAT HGNEFYDLDY QEISGFE AAS LOYASYPPT
(1246) (1247) (1248) (1249) (860) (1250)

SCT-Ga396 GFSEFTAYT IVPYNGGT ARGLQRFFAMDEFE QOSTANSYGSTY GIS LOYTHQPPT
(1251) (985) (1252) (1207) (854) (1253)

SCT-Ca397 GYSFTTYT INPYNGGT ARSRSFAMDY QSLANSYGDTY GIS LOGTHQPWT
(1254) (707) (1215) (1255) (854) (855)

SCT-Ga398 GYTETNYW TNPSTGSS AAYYRYGDGAY DHINNW GAS QQYWSTPWT
(932) (1228) (1229) (989) (691) (716)

SCT-Ga3og | CYSFTGYT IIPYNGGT ARGLRGYFAMDY QOSLTNSYGNTY [ GIS LQGTHQPWT
(878) (888) (1042) (905) (854) (855)

SCT-Gad00 GYTEFTDYN IYPYNGGT ARYYGYFDY DHINNW GAT QQYWSTPLT
(1118) (1256) (1257) (989) (715) (1219)

SCT-Gad0] |GYSFTGYI IVPYNGGT ARGLORFYAMDY OSLANSYGNTY | GIS TOGTHQPPT
(850) (985) (1258) (853) (854) (882)

SCT-Gad02 GFTEFTSYY IRDKANGYTT ARDGGY DHINNW GAT QQYWSTPET
(1220) (1063) (988) (989) (715) (990)

SCT-Gad03 GFTESNFEW TIRLNSDNYAT HGNEFYTLDY QEITGFE AAS LOYASYPPT
(1246) (1247) (1259) (1260) (860) (1250)

SCT-Ga404 GYTETNYW TNPSTGYS AAYYRYGDGAY DHINNW GAT QQYWSTPWT
(932) (1261) (1229) (989) (715) (716)

SCT-G2405 GFTEFSSFG ISSGSSTI ARGREFDYLYAMDY QDISNY YTS QQGNTLPET
(1262) (1243) (1263) (766) (731) (767)

SCT-Ga406 GYSEFTGYT INPYNGGT ARGLRFSLEY QSLANSYGNTY GIS LOGTHOPWT
(878) (707) (1264) (853) (854) (855)

SCT-Gad07 GYSFTGYI TIIPYNGGT ARGLSYRYDY QSLANSYGNTY EIS LOQGTHQPPT
(850) (888) (1265) (853) (1093) (882)

SCT-Gaa0g | CYSETGYT IIPYNGGT ARGLRGYFAMDY QOSLTNSYGNTY [ GIS TQGTHQPWT
(878) (888) (1042) (905) (854) (855)

SCT-G2409 GYSFTGYI IYPYNGGT ARLISYAMDY QSLANSYGKTY GIS LOGTHQPPT
(850) (1256) (1266) (1267) (854) (382)

SCT-Gad10 GYTFTDHS INTETGEP ASPRNYDGAMDY DHINNW GAT QQYWSTPLT
(1217) (916) (1218) (989) (715) (1219)

SCT-Gadll GYTETNYW TNPSTGYS AAYYRYGDGAY DHINSW GTT QQYWSTPWT
(932) (1261) (1229) (1268) (1269) | (716)

SCT-Gadl2 GYAFTDYL INPGSGGA ARYHYYGSGLEFPY QSLLNSGNQKNY GAS ONYHSYPFT
(1270) (1271) (1272) (1273) (691) (1274)

SCT-Ga413 GYTEFTSYV INPYNDGT AREIDY DHINNW GAS QQYWSTPWT
(1275) (1276) (1277) (989) (691) (716)

SCT-Ga4l4 GFTEFSDYY IRNKANCYTT ARDGGY DHINNW GAT QQYWSIPET
(1216) (1278) (988) (989) (715) (1002)

SCT-Gadl5s GYTEFTNYG INTYTGEP ARYEYFDY TDIDDD EGN LOSDNMPYT
(862) (1135) (1279) (1280) (1281) | (1282)

SCT-Gad16 GYSITSDYA ITYSGDT ARRELGQGEFTY QDVSTT SAS QQHYSVPWT
(1283) (1284) (1285) (1286) (751) (1287

SCT-Gadl7 GYTFTYYE IDPETGGT TRWGYKFAY DHINNW GAT QQYWSTPET
(1288) (1289) (1290) (989) (715) (990)

SCT-Gad18 GYDFTDYL INPGSGGT ARYHYYGSNLEFPY QSLLNSGNQKNY GAS ONYHSYPFT
(1291) (1292) (1293) (1273) (691) (1274)

SCT-Ga4l9 GYSFTTYT INPYNGGT ARSRTFAMDY QSLANSYGNTY GIS LOGTHQPWT
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(1254) (707) (1294) (853) (854) (855)

SCT-Gadno | CETESSYT ISGGGSYT TRWLQOSLYAMDY ONINVIW KAS 0OGQSYPYT
(804) (1295) (1296) (790) (791) (803)

SCT-Gadn1 | CYSFTGYT INPYNGGT ASGGLRYGFAY OSLANSYGNTY | GIS TOGTHOPLT
(878) (707) (1297) (853) (854) (921)

SCT-Gaqzy | CETENTNA TRSKSNNYAT VGSTMTIFSY SSVSSSY TTS QQYSGYPLT
(1298) (1299) (1300) (871) (834) (1214)

SCT-Gadns | CESLTSYG TWADGST ARDLGYLTTAWFAY S5VsY GIS OOISSYPLT
(906) (1301) (1302) (928) (854) (1303)

SCT_Gaa2q | CYSETAYT INPYNGGI ARSRTFAMDY OSLANSYGNTY | GIS TOGTHOPWT
(1304) (1305) (1294) (853) (854) (855)

SCT-Gadns |GYSFTDYI IVPYNGGT ARGLQRFYAMDY QSLENSYGNTY | GIS T.OGTHQPPT
(910) (985) (1258) (1306) (854) (882)

SCT-Gaazg | CYTETNY@ TNPSTGSS AAYYRYGDGAY DHINNW GAS QQYWSTPWT
(932) (1228) (1229) (989) (691) (716)

SCT-Gaang | CESFRGYT INPYNGAT TRGTLITGFAY OSLANSYGNTY | GIS LQGTHLPLT
(1307) (1308) (1309) (853) (854) (1310)

SCT-Gaang | CESFTIGYT INPYNGAT ARGTLITGFAY OSLANSYGNTY | GIS LQGTHLPLT

SCT-Gadng | CYSFTGYT INPYNGGT ARSRSFAMDY OSLANSYGNTF GIS TOGTHOPWT
(850) (707) (1215) (1313) (854) (855)

SCT-Gaa30 | CYSETGYT IVPYNGGT ARGLSFRYDY OSLANSYGDTF GIS TOGTHOPP T
(878) (985) (1314) (1006) (854) (882)

SCT_Gaq31 | CYSETGYT IFPYNGGT ARGLPRFYAMDY OSLANSYGNTY | GIS TOGTHOPP T
(850) (994) (1315) (853) (854) (882)

SCT-Gaa3n | CESLTSYG TWAGGTT ARFPSYRESMDY ENIYSN AAT OHEWGTPYT
(906) (1316) (1317) (1318) (1319) | (1320)

SCT-Gaa33 |CETESSYT ISSGGSYT TRWLLSLYAMDY ONINVH KAS 0OGOTYPET
(804) (814) (1321) (790) (791) (1322)

SCT_Gaa3q | CYSETGYT TYPYNGGT ARLISYAMDY OSLANSYGKTIY | GIS TOGTHOPP T
(850) (1256) (1266) (1267) (854) (882)

SCT-Gaq3s | CYSETGYT INPYNGAT ARGLRFSLEY OSLANSYGNTY | GIS TOGTHOPWT
(878) (1308) (1264) (853) (854) (855)

SCT-Gaq3e | CENIKDTY IDPANGNT ARSLPGAY SSVSY GIS QQRSSFPPT
(1323) (1324) (1325) (928) (854) (1326)

SeT_Gad37 |CETETNYY IRNRPYGYTT AAGLDY OSLLDSDGKTIY | LVS WOGTHEPYT
(1327) (1328) (1329) (696) (697) (698)

SCT-Gad3s | CETESNEG ISSGSSTI ARGRYDYLYAMDY ODISNY vYTS OOGNTLPET
(1242) (1243) (1244) (766) (731) (767)

SCT-Ga43g | CYAESDYL INPGSGGT ARFHYYGSSLFPY OSLLNSGNQKKY | GAS ONYHREPET
(1330) (1292) (1331) (1332) (691) (1333)

SCT-Gad40 | CYSFTGYT IVPYNGGT ARGLQRFYAMDY OSLANSYGNTY | GIS LQGTHQPPT
(878) (985) (1258) (853) (854) (882)

SCT-Gadq] | GETETDYY TRNKANGYTT ARDGGY DHINNW GAT OOYWSTPET
(986) (1001) (988) (989) (715) (990)

SCT-Gaqdn |CYIFTSYW IYPGIGST EVPIGTVDY QTIGTW AAT OOLYNTPLT
(1334) (1335) (1336) (1337) (1319) | (1338)

SCT_Gaq43 | CESLSTSGME TWWDDVK ARLGVYYRYDGDY QSILLDSDGKTY | LVS WQGTHEFPQT
(991) (992) (1339) (696) (697) (1340)

SCT-Gaqqq | CETEIDYY TRNKANGYTT ARDGGY DHINNW GAT OOYWSTPET
(1341) (1001) (988) (989) (715) (990)

SCT-Gaqqs | GELITAYG TWGDGST ARYDYYGMDY QEISGF AAS LQYASYPPT
(1342) (1343) (1344) (1249) (860) (1250)

SCT-Gad4e | GETEINYY IRNKPYGYTT AAGLDY EDIYNR GAT OOYWSTPWT
(1327) (1345) (1329) (714) (715) (716)

SCT-Gadq7 | CETESNYA ISSGGIYT ARQRTTATDYFDY DHINNW GAT OOYWSTPET
(1346) (1347) (1348) (989) (715) (990)

SCT-Gaqag | CYIETSYR IYPGTGGT EVPIGTVDY OTIGTW AAT OOLYSTPLT
(1334) (1349) (1336) (1337) (1319) | (1350)

SCT-Gaadg | CETFTNYY IRNKPYGYTT AAGLDY OSLLDSDGKTIY | LVS WOGTHEPYT
(1327) (1345) (1329) (696) (697) (698)

SCT-Gadso | CYIFTSYHW IYPGTGST EVPVGTEDY OTIGTW AAT OOLYSTPLT
(1334) (1351) (1352) (1337) (1319) | (1350)

SCT_Gaqsi | CYSITSDYA ITYSGDT ARREVGQGETY ODVSTT SAS QQHYSVPWT
(1283) (1284) (1353) (1286) (751) (1287)
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SCT-Ga452 GESLTSEG IWADGGT ARDLGYLTTAWFAY S55VRY GIS QQTSSYPLT
(1354) (1355) (1302) (1356) (854) (1357)

SCT-Ga453 GYSFTGYI IIPYNGGT TRGLQREFYAMDY QSLANSYGNTY GIS LOGTHQPPT
(850) (888) (1358) (853) (854) (882)

SCT-Ga454 GYSITSDYA IVYSGST ARRQVGLGFAY QDVSTA SAS QOQHYSSPWT
(1283) (1359) (1360) (757) (751) (1361)

SCT-Ga45s GYSEFTGYT IIPYTGGT ARSRTFAMDY QSLANSYGNTY GIS LOGTHOPWT
(878) (1362) (1294) (853) (854) (855)

SCT-Gad5s GETESQEW IRLKSNSYKT TRLPIFDY 55VSY GIS QQISSYPLT
(1363) (1364) (1365) (928) (854) (1303)

SCT-Ga457 GEFSLTRHG IWPGGNT ARSGGYGNFAPYYEFDQ QSVLYSSNQKNE | WAS HQYLSSYT
(856) (857) (858) (931) (724) (725)

SCT-Ga458 GEFSLTRHG IWPGGNT ARSGGYGNFAPYYEFDQ QSVLYSSNQKNE | WAS HQYLSSYT
(856) (857) (858) (931) (724) (725)

SCT-Gad59 GETESSYT IS5GGSYT TRWLLSLYAMDY QNINVW KAS QQGQTYPET
(804) (814) (1321) (790) (791) (1322)

SCT-G2460 GETESSYT IS5GGSYT TRWLLSLYAMDY QNINVW KAS QQGQTYPET
(804) (814) (1321) (790) (791) (1322)

SCT-Ga461 GETESSYT IS5GGSYT TRWLLSLYAMDY QNINVW KAS QQGQTYPET
(804) (814) (1321) (790) (791) (1322)

SCT-Ga462 GETESSYT IS5GGSYT TRWLLSLYAMDY QNINVW KAS QQGQTYPET
(804) (814) (1321) (790) (791) (1322)

SCT-G2463 GEFAFSSED IS5GGSYT TRODYRYPYIMDY QNINVW KAS QQGQSYPWT
(1058) (814) (1059) (790) (791) (924)

SCT-Ga464 GEFAFSSED IS5GGSYT TRODYRYPYIMDY QNINVW KAS QQGQSYPWT
(1058) (814) (1059) (790) (791) (924)

SCT-G2465 GEFAFSSED IS5GGSYT TRODYRYPYIMDY QNINVW KAS QQGQSYPWT
(1058) (814) (1059) (790) (791) (924)

SCT-Gad66 GEFAFSSED IS5GGSYT TRODYRYPYIMDY QNINVW KAS QQGQSYPWT
(1058) (814) (1059) (790) (791) (924)

SCT-G2467 GYAFTDYL INPGSGGT ARYOYYGSGLEFPY QSLLNSGNQKNY | GAS QNYHSYPET
(1270) (1292) (1272) (1273) (691) (1274)

SCT-G2468 GYAFTDYL INPGSGGT ARYOYYGSGLEFPY QSLLNSGNQKNY | GAS QNYHSYPET
(1270) (1292) (1272) (1273) (691) (1274)

SCT-Gads9 GYAFTDYL INPGSGGT ARYHOYYGSGLEFPY QSLLNSGNQKNY | GAS QNYHSYPET
(1270) (1292) (1272) (1273) (691) (1274)

SCT-Ga4d70 GYAFTDYL INPGSGGT ARYOYYGSGLEFPY QSLLNSGNQKNY | GAS QNYHSYPET
(1270) (1292) (1272) (1273) (691) (1274)

SCT-Gad71 GYTESNYW ILPGSGSA ARQKYGNEYYFDE QGIGNY YTS HQYSKLPYT
(899) (913) (1043) (1044) (731) (1045)

SCT-Gad72 GYTESNYW ILPGSGSA ARQKYGNEYYFDE QGIGNY YTS HQYSKLPYT
(899) (913) (1043) (1044) (731) (1045)

SCT-GadT3 GYTESNYW ILPGSGSA ARQKYGNEYYFDE QGIGNY YTS HQYSKLPYT
(899) (913) (1043) (1044) (731) (1045)

SCT-Ga474 GYTESNYW ILPGSGSA ARQKYGNEYYFDE QGIGNY YTS HQYSKLPYT
(899) (913) (1043) (1044) (731) (1045)

SCT-Ga475 GYAFTNYL INPGSGGT ARTGVYGNFLIFDY QSLLNSGIQKNY | GAS QNDHRYPE'T
(687) (1292) (689) (690) (691) (692)

SCT-Gad76 GYAFTNYL INPGSGGT ARTGVYGNFLIFDY QSLLNSGIQKNY | GAS QNDHRYPET
(687) (1292) (689) (690) (691) (692)

SCT-Ga477 GYAFTNYL INPGSGGT ARTGVYGNFLIFDY QSLLNSGIQKNY | GAS QNDHRYPET
(687) (1292) (689) (690) (691) (692)

SCT-GadTs GYAFTNYL INPGSGGT ARTGVYGNFLIFDY QSLLNSGIQKNY | GAS QNDHRYPET
(687) (1292) (689) (690) (691) (692)

SCT-GadT9 GESLTSYG IWAGGT ARFPSYRESMDY ENIYSN AAT QHEFWGTPYT
(206) (1316) (1317) (1318) (1319) (1320)

SCT-G2480 GYAFTNYL INPGSGGT ARRGDKYGSAWFAY QDVSTA SAS QQHYSSPRT
(687) (1292) (1158) (757) (751) (752)

SCT-Ga481 GYAFTNYL INPGSGGT ARRGDKYGSAWFAY QDVSTA SAS QQHYSSPRT
(687) (1292) (1158) (757) (751) (752)

SCT-Ga482 GYAFTNYL INPGSGGT ARRGDKYGSAWFAY QDVSTA SAS QQHYSSPRT
(687) (1292) (1158) (757) (751) (752)

SCT-G2483 GYAFTNYL INPGSGGT ARRGDKYGSAWFAY QDVSTA SAS QQHYSSPRT
(687) (1292) (1158) (757) (751) (752)

SCT-Ga484 GYAFTNYL INPGSGGT ARTGVYGNFLIFDY QSLLNSGIQKNY | GAS QNDHRYPET
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(687) (1292) (689) (690) (691) (692)
SCT-Ga48s GYAFTNYL INPGSGGT ARTGVYGNFLIFDY QSTLNSGIQKNY | GAS QONDHRYPET
(687) (1292) (689) (690) (691) (692)
SCT-Ga4se GYAFTNYL INPGSGGT ARTGVYGNFLIEDY QSLTLNSGIQKNY | GAS ONDHRYPET
(687) (1292) (689) (690) (691) (692)
SCT-Ga487 GYTFSNYW ILPGSGSA ARQKYGNEYYFEDF QGIGNY YTS HQYSKILPYT
(899) (913) (1043) (1044) (731) (1045)
SCT-Ga48s GYTFSNYW ILPGSGSA ARQKYGNEYYFEDF QGIGNY YTS HQYSKILPYT
(899) (913) (1043) (1044) (731) (1045)
SCT-Ga4s9 GYTEFSNYW ILPGSGSA ARQKYGNEYYEDFE QGIGNY YTS HOQYSKLPYT
(899) (913) (1043) (1044) (731) (1045)
SCT-Ga490 GYTEFSNYW ILPGSGSA ARQKYGNEYYEDFE QGIGNY YTS HOQYSKLPYT
(899) (913) (1043) (1044) (731) (1045)
SCT-Ga491 GYTFSNYW ILPGSGSA ARQKYGNEYYFEDF QGIGNY YTS HQYSKILPYT
(899) (913) (1043) (1044) (731) (1045)
SCT-Gad92 GYTFSNYW ILPGSGSA ARQKYGNEYYFEDF QGIGNY YTS HQYSKILPYT
(899) (913) (1043) (1044) (731) (1045)
SCT-Ga493 GFAFSSFED ISSGGSYT TRODYRYPYIMDY ONINVW KAS QOGQOSYPWT
(1058) (814) (1059) (790) (791) (924)
SCT-Ga494 GFAFSSFED ISSGGSYT TRODYRYPYIMDY ONINVW KAS QOGQOSYPWT
(1058) (814) (1059) (790) (791) (924)
SCT-Ga495 GFAFSSFEFD ISSGGSYT TRODYRYPYIMDY ONINVW KAS QOGQSYPWT
(1058) (814) (1059) (790) (791) (924)
SCT-Ga4d96 GFAFSSFEFD ISSGGSYT TRODYRYPYIMDY ONINVW KAS QOGQSYPWT
(1058) (814) (1059) (790) (791) (924)
SCT-G2497 GYAFTNYL INPGSGGT ARRGDKYGSAWFAY QDVSTA SAS QOHYSSPRT
(687) (1292) (1158) (757) (751) (752)
SCT-G2498 GYAFTNYL INPGSGGT ARRGDKYGSAWFAY QDVSTA SAS QOHYSSPRT
(687) (1292) (1158) (757) (751) (752)
TABLE 5
SEQ SEQ
mAb AA ID Vg Amino Acid Sequence D Vi Amino Acid Sequence D
NO: NO:
QVOLOQOSGAELVRPGTSVKVSCKASGYAFTNYL DIVLTQSPSSLSVAAGEKVTLSCKSSQSLLNSG
SCT-Ga001 IEWVKOQRPGQGLEWIGVINPGSGGSKYNEKFKG 4 IQKNYLAWYQOKPGQPPKLLIYGASTRESGVPD 380
KITLTADKSSSTAYMQLSSLTSEDSAVYECART REFTGSGSGTDFTLTISSVQAEDLAVYYCQONDHR
GVYGNEFLIFDYWGQGTTLTVSS YPETEGGGTKLEIK
DVQLQVSGPALVKPSQTVSLTCTVTIGYSITNGN DVVMTQTPLTLSVITIGQPASISCKSSQSLLDSD
SCT-Ga002 HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK 5 GKTYLNWLLORPGOSPKRLIYLVSKLDSGVPDR 381
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR FTGSGSGTDFTLKISRVEAEDLGVYYCWQGTHE
EGGWLPPVWGTGTTVTVSS PYTFGGGTKLEIK
DVQLQESGPALVKPSQTVSLTCTVTIGYSITNGN DVVMTQTPLTLSVITIGQPASISCKSSQSLLDSD
SCT-Ga003 HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK 5 GKTYLNWLLORPGOSPKRLIYLVSKLDSGVPDR 387
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR FTGSGSGTDFTLKISRVEAEDLGVYYCWQGTHE
EGGWLPPVWGTGTTVTIVSS PYTFGGGTKLEIK
DVQLQESGPALVKPSQTVSLTCTVTIGYSITNGN DVVMTQTPLTLSVAIGQPASISCKSSQSLLDSD
SCT-Ga004 HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK 7 GKTYLNWLLORPGOSPKRLIYLVSKLDSGVPNR 382
SRISITRDTSKNQLFLOLNSVITEDIATYYCAR FTGSGSGTDFTLKISRVEAEDLGVYYCWQGTHE
EGGWLPPVWGTGTTVTVSS PYTFGGGTKLEIK
DVQLQESGPALVKPSQTVSLTCTVTIGYSITNGN DVVMTQTPLTLSVITIGQPASISCKSSQSLLDSD
SCT-Ga005 HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK g GKTYLNWLLORPGOSPKRLIYLVSKLDSGVPDR 381
SRISITRDTSKNQLFLOLNSVTITEEIATYYCAR FTGSGSGTDFTLKISRVEAEDLGVYYCWQGTHE
EGGWLPPVWGTGTTVTVSS PYTFGGGTKLEIK
DVQLQESGPALVKPSQTVSLTCTVTIGYSITNGN DVVMTQTPLTLSVITIGQPASISCKSSQSLLDSD
SCT-Gan06 HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK 9 GKTYLNWLLORPGOSPKRLIYLVSKLDSGVPDR 381
SRISITRDTSKNQLFLOLTSVTITEDIATYYCAR FTGSGSGTDFTLKISRVEAEDLGVYYCWQGTHE
EGGWLPPVWGTGTTVTIVSS PYTFGGGTKLEIK
EVKLVESGGGLVQPGGSLSLSCAASGEFTETDHY DIKMTQSPSSIYAYLGERVTITCKASQDINSYL
SCT-Ga007 MSWVROQPPGKALEWLGEIRNKVNGYTTEYSASV 10 SWEQOKPGKSPKTLIYRANRLLDGVPSRESGSG 383
KGRESISRDNSQSILYLOMNATLRAEDSATYYCA SGODYSLTISSLEYEDMGIYYCLQYDELYTEGG
RYIPYYDPEDYWGQGTTLTVSS GTKLEIK
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SCT-Ga008

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQFFLOINSVPAEDIATYYCSR
EGGWLPPVWGTGTTVIVSS

11

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Ga009

EVQLQQSGPVLVKPGASVKMSCKASGYTFTDYY
MNWVKQSHGKSLEWIGVINPYNGGTSYNQKEKG
KATLTVDKSSSTAYMELNSLTSEDSAVYYCARE
GTDWGQGTTLTVSS

12

DVVMTQTPLTLSVIFGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PWTIFGGGTKLEIK

SCT-Gal1l0

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGGKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVITEDIATYYCAR
EGGWLPPVWGTGTTIVIVSS

13

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPNR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Galll

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYISSSGRIDSNPSLK
SRISITRDTSKNQIFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

14

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gall2

EVQLVESGGDLVKPGGSLKLSCAASGEFTFSNYG
MSWVRQTPDKRLEWVATISTGGSYTYYPDSVKG
RETISRDNAKNTLYLOMSSLKSEDTAMYYCARP
HYYGSSSGNYFDYWGQGTTLTVSS

15

DIQMTQSSS55F SVSLGDRVTITCKASEDIYNRL
AWYQOKPGNAPRLLISGATSLETGVPSRESGSG
SGKDYTLSIISLOTEDVGTYYCQQYWSTPWTIEG
GGTKLEIK

SCT-Gall13

DVQLQASGPALVKPSQTVSLTCTVIGYSITHGN
HWWNWIRQVSGSKLEWIGYISSSGRIDSNPSLK
SRISITRDTSKNKLFLOINSVISEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

16

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gall4

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLO
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTIVIVSS

17

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gall5

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYIRSSGSTDSNPSLK
SRISITRDTSKNQLFLOINSVITEDIGTYYCAR
EGGWLPPVWGTGTTVIVSS

18

DVVMTQTPLSLSITIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLLSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gall6

QVQLKESGPGLVAPSQSLSLTCTVSGESLTSYV
ISWVROPPGKGLEWLGIIWTIGGGTNENSALKSR
LSISKDNSKSQVFLKMNSLQTDDTARYYCARTR
AYYSNWGYFDVWGTGTTIVIVSS

19

NIMMTQSPSSLAVSAGERKVIMSCKSSQSVLYSS
NOKNYLAWYQOKPGQSPKLLIYWASTRESGVPD
RETGSGSGIDFTLTISSVQAEDLAVYYCHQYLS
SYTFGGGTKLEIK

SCT-Gall17

DVQLQASGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYISSSGRTDSNPSLK
SRISEFTRDTSKNQLFLHLNSVTTEDMATYYCAR
EGGWLPPVWGTGTTIVIVSS

20

DVVMTQTPLTLSVTIGQPASISCKSGQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gall8

DVQLQASGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNKLELOQLNSVTINEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

21

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gall19

DVQLQESGPGLVKPSQSLSLTCSVIGYSITSGY
YWNWIRQFPGNKLEWMGYISYDGSNNYNPSLKN
RISITRDTSKNQFFLKLNSVTTEDTATYYCARG
LYYDYDDYFDYWGQGTTLTVSS

22

DIQMTQSPSSLSASLGGRKVTITCKASQDINKYT
AWYQHKPGKGPRLLIRYTSTLQPGIPSRESGSG
SGRDYSESISNLEPEDIATYYCLQYDNLWTEGG
GTKLEIK

390

SCT-Gal20

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGGKLEWIGY IRSSGSTDENPSLK
SRISITRDISKNELFLOLNSVTITEDIATYYCTR
EGGWLPPVWGTGTTIVIVSS

23

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal21

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRIDSNPSLK
SRISITRDTSKNQLFLOINSVITEDIGTYYCAR
EGGWLPPVWGTGTTVIVSS

24

DVVMTQTPLTLSVTIGHPASISCKSSQSLEFDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

391

SCT-Gal22

DVQLQASGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYISSSGRTDSNPSLK
SRISEFTRDTSKNQLFLHLNSVTTEDMATYYCAR
EGGWLPPVWGTGTTVIVSS

20

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal23

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYISSSGSTDSNPSIN
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTIVIVSS

25

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK
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SCT-Gal24

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
RRISITRDTSKNQFFLQLNSVPTDDVATYYCAR
EGGWLPPVWGTGTTVIVSS

26

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTRLEIK

392

SCT-Gal25

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGGKLEWIGYIRSSGSTDSNPSLK
SRISITRDISKNELFLOLNSVTITEDIATYYCTR
EGGWLPPVWGTGTTVIVSS

27

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal26

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIVTYYCTR
EGGWLPPVWGTGTTIVIVSS

28

DVVMTQTPLTLSVTIGHPASISCKSTQSLIDID
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

393

SCT-Gal27

QIQLVQSGPDLKKPGETVKISCKASGYTIFTTYG
MNWVKQAPGKGLKWMGWINTYSGVPKYTDDEKG
RFAFSLETSASTAYLQINNLKNEDTATYEFCARY
DYDVGEFAYWGOGTILVIVSA

29

DVVMTQTPLSLPVSLGDQASEFSCRSSQSTLVHSN
GNTYLHWYLOKPGQSPKLLIYKISNREFSGVPDR
FSGSGSGIDFTLKISRVEAEDLGVYFCSQSTHV
PAFGGGTKLEIK

394

SCT-Gal28

DIQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYISSSGRTDSNPSLK
SRISITRDTSKNKLELQLNSVTTEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

30

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEADDLGIYYCWQGTHE
PYTFGGGTKLEIK

395

SCT-Gal29

QIQLVQSGPELKKPGETVKISCKASGYTIFTTYG
MNWVKQAPGKGLKWMGWINTESRVPTYADDEKG
RFAFSLETSASTAYLQINNLTNEDTATYEFCARY
DYDVGEFAYWGOGTILVIVSA

31

DVVMTQTPLSLPVSLGDQASISCRSSQSTLVHSN
GNTYLHWYLOKPGQSPKLLIYKVSNREFSGVPDR
FSGSGSGIDFTLKISRVEAEDLGVYFCSQSTHV
PTEGGGTKLEIK

396

SCT-Gal030

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOINSVITEDIATYYCSR
EGGWLPPVWGTGTTIVIVSS

32

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal31

DVQLOESGPGLVKPSQTIVELTCTVTIGISITTGN
YKWSWIRQFPGNKLEWIGYIYYSGTITYNPSLT
SRTTITRDTPKNQFFLEMNSLTAEDTATYYCAR
ETVLRVEDYWGQGTTLTIVSS

33

DIVMTQSHKFMSPSVGDRVSITCRASQDVGTAV
AWYQOKPGQSPKLILFYSASYRYTGVPDRETGGG
SGIDEFTETISSVQAEDLAVYYCQOHYSSPRTEG
GGTKVEIK

397

SCT-Gal32

DVQLQASGPALVKPYQTVSLTCTVIGYSITNGH
HWWNWIRQVSGSKLEWIGYISSSGSTDNNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

34

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal033

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLR
SRISITRDTSKNKLELOQLNSVTINEEKATYYCAR
EGGWLPPVWGTGTTIVIVSS

35

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGLYYCWQGTHE
PYTFGGGTKLEIK

398

SCT-Gal034

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWVROVSGSKLEWIGYISSSGRIDSNPSLE
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

36

DVVMTQTPLTLSVTIGQPASISCRSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

399

SCT-Gal035

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGGKLEWIGY IRSSGSTDRNPSLK
SRISITRDTSKNQLEFLOLNSVINEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

37

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLLRPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal036

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWVROVSGRKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNHLEFLQLNSVTTEDIATYYCAR
EGGWLPPVWGTGTTIVIVSS

38

DVVVTQTPLTLSVTIGQPASISCKSSQSLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal037

QVOLOQSDAELVKPGASVKISCKVSGYTFTDHT
ITHWMKOQRPEQGLEWIGYIYPRDGSTKYNEKFKG
KATLTADKSSSTAYMQINSLTSEDSAVYEFCARR
VVASGMDYWGQGTSVTIVSS

39

DIVMTQSHKFMSTSVGDRVSITCKASQDVSTAV
AWYQOKPGQSPKLLIYSASYRYTGVPDRETGSG
SGIDEFTETISSVQAEDLAVYYCQOHOYSTPYTEG
GGTKLEIK

SCT-Gal038

QVOLOQSGAELVRPGTSVRKVSCKASGYAFTNYL
IEWIKQRPGQGLEWIGVINPGSGGSNCNEKFKA
KTITLTADKSSSTAYMOLSSLTSEDSAVYEFCART
GVYGNEFLIFDYWGQGTTLTVSS

40

DIVLTQSPSSLSVAAGERKVTLSCKSSQSTINSG
IQRNYLAWYQOKPGQPPKLLIYGASTRESGVPD
RETGSGSGIDFTLTISSVQAEDLAVYYCONDHR
YPFTEGGGTKLEIK

SCT-Gal039

DVQLQASGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYISSSGRTDSNPSLK
SRISEFTRDTSKNQLFLLLNSVTTEDMATYYCAR
EGGWLPPVWGTGTTIVIVSS

41

DVVMTQTPLTLSVIIGQPASISCKSGQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK
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SCT-Gal40

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLR
SRISITRDISKNKLEFLOQLNSVINEEIATYYCAR
EGGWLPPVWGTGTTVIVSS

42

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGLYYCWQGTHE
PYTFGGGTKLEIK

398

SCT-Gal41

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYISSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTTEDVATYYCAR
EGGWLPPVWGTGTTVIVSS

43

DVVMTQTPLTLSATIGESASIYCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal42

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTIVIVSS

DVVMTQTPLTLSVTIGQPASISCRSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISGVEAEDLGAYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal43

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGGKLEWIGYIRSSGSTDSNPSLK
SRISITRDISKNELFLOLNSVTITEDIATYYCTR
EGGWLPPVWGTGTTVIVSS

27

DVVMTQTPLTLSVTIGQPASIFCKSSQSTLDRD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal44

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGGKLEWIGY IRSSGSTDENPSLK
SRISITRDISKNELFLOLNSVTITEDIATYYCTR
EGGWLPPVWGTGTTVIVSS

23

DVVMTQTPLTLSVAIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPNR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal45

DVQLQASGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYISSSGRTDSNPSLK
SRISEFTRDTSKNQLFLHLNSVTTEDMATYYCAR
EGGWLPPVWGTGTTVIVSS

20

DVVMTQTPLTLSVTIGQPASIFCKSSQSTLDRD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal46

DVQLOESGPALVKPSQTVSLTCSVTIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLR
SRISITRDTSKNKLELOQLNSVTINEDIATYYCAR
EGGWLPPVWGTGTTIVIVSS

44

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGLYYCWQGTHE
PYTFGGGTKLEIK

398

SCT-Gal47

DVQLQASGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYIRSSGSTDSNPSLK
SRISITRDTSKNKLEFLQLKSVTTEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

45

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal48

DVQLOESGPALVKPSQTVSLTCTVIGYSITSGN
HWWNWVROVSGSKLEWIGYISSSGRIDSNPSLE
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

46

DVVMTQTPLTLSVTIGQPASISCRSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

399

SCT-Gal49

DVQLOESGPGLVKPSQTIVELTCTVTIGISITTGN
YKWSWIRQFPGNKLEWIGYIYYSGTITYNPSLA
SRTTITRDTPKNQFFLELSSLTAEDTASYYCAR
ETVLRVEDYWGQGTTLTVSS

47

DIVMTQSHKFMSTLLGDRVSITCKASQDVSTAV
AWYQOKPGQSPKLLIYSASYRYTGVPDRETGSG
SGIDEFTETISSVQAEDLAVYYCQOHYSSPRTEG
GGTKVEIK

SCT-Gal50

DVQLQASGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNKLELOQLNSVTINEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

21

DVVMTQTPLTLSVAIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPNR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal51

QVOLOQSGPELVKPGASVKISCKASGYTFTDYY
INWVKOQRPGQGLEWIGWIFPGSGSTYYNEKFKG
KATLTVDKSSSTTYMLLSSLTSEDSAVYEFCARE
TVWGTGTTVTIVSS

48

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
POTFGGGTKLEIK

SCT-Gal52

QVOLKQSGAELVKPGASVKLSCKASGYTFTDYY
INWVKOQRPGQGLEWIARIYPGSGNTYYNEKFKG
KATLTAEKSSSTAYMOLSSLTSEDSAVYEFCARY
TYYGGYFDYWGQGTTLTVSS

49

DIQMTQTTSSLSASLGDRVTISCRASQDISNYL
NWYQOKPDGTVKLLIYYTSRLHSGVPSRESGSG
SGTDYSLTISNLEQEDIATYFCQQGNTLPETEG
SGTKLEIK

SCT-Gal53

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYISSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTTENIATYYCAR
EGGWLPPVWGTGTTVIVSS

50

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIQ

SCT-Gal054

DVQLQASGPALVKPYQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYIRSSGSTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

51

DVVMTQTPLTLSVTIGQAASEFSCKSSQSTLLDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Galb55

QVOLOQSGAELMKPGASVKLSCKAIGYILSGYW
IEWVKOQRPGHGLEWIGEIFPGSGSTNYNEKFKG
KATEFTADTSSNTAYIQLSSLTTEDSAIYYCART
RITTVPYFDFWGQGTTLIVSS

52

DIVMTQSHKFMSTSVGDRVSITCKASQDVSKAV
AWYQOKPGQSPRKVVIYWASTRATGVPDRETGSG
SGTDYTLTISSVQAEDLALYYCQQHYSTPWTIEG
GGTKLEIK
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SCT-Gal56

QVOLOQPGTELVKPGASVKLSCKTSGYTFTSYW
MOWVKQRPGQGLEWIGNINPSNGVINYNEKEKS
KATLTVDKSSSTAYMQLSSLTSEDSAVYYCARD
YDYFDYWGQGTTLTVSS

53

DIQMTQSPASLSASVGETVTITCRASVNIHNYL
AWYQOKQGKSPOLLVYNAKTLADGVPSRESGSG
SGTQSSLKINSLOPEDFGSYYCQAFWSTPYTEG
GGTKLEIK

SCT-Gal057

DVQLQESGPGLVKPSQSLSLTCSVIGYSITSAY
YWNWIRQFPGNKLEWMGYISYDGTNNYNPSLKD
RISITRDASKNQFFLRLNSVTITEDTATYYCGRG
RPEVPYWGQGTLVIVSA

54

DIVMTQSQKFMSTSVGDRVSVTCKASQNVGSNY
AWYQOKPGQSPRKVLIYSASYRYSGVPDRETGSG
SGTIDEFTLTISNVQSEDLINYFCQQYNNYPETEG
SGTKLDIK

SCT-Gal58

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNKLELOQLNSVTINEDIATYYCAR
EGGWLPPVWGTGTTIVIVSS

55

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal59

QVOLOQSDAELVKPGASVKISCKVSGYTFTDHT
IHWMIQRPEQGLEWIGYIYPRDGSTKYNEKFKG
KATLTADKSSSTAYMQINSLTSEDSAVYEFCARR
ALPYFDCWGQGTTLTIVSS

56

DIVMTQSHKFMSTSVGDRVSITCKASQDVETAV
AWYQOKPGQSPKLLIYSASYRFTGVPDRETGSG
SGIDEFTETISSVQAEDLAVYYCQOHOYSTPLTEG
AGTKLELR

SCT-Gal60

DVQLQASGPALVKPSQTVSLTCTVIGYSITNGN
AWWNWIRQISGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

57

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal61l

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGNKLEWIGYISSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

58

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal62

DVQLOESGPGLVKPSQTIVELTCTVTIGISITTGN
YKWSWIRQFPGNKLEWIGYIYYSGTITYNPSLT
SRTTITRDTPKNQFFLEMNSLTAEDTATYYCAR
ETVLRVEDYWGQGTTLTVSS

33

DIVMTQSHKFMSTSVGDRVSITCKASQDVSTAV
AWYQOKPGQSPKLLIYSASYRYTGVPDRETGSG
SGIDEFTETISSVQAEDLAVYYCQOHYSSPRTEG
GGTKVEIK

SCT-Gal63

QVOLOQSGAELVRPGTSVRKVSCKASGYAFTNYL
IEWVKOQRPGQGLEWIGVINPGSGGSNYNEKFKG
KTITLTADKSSSTAYMOLSSLTSEDSAVYEFCART
GVYGNEFLIFDYWGQGTTLTVSS

59

DIVLTQSPSSLSVAAGERKVTLSCKSSQSTINSG
VORNYLAWYQOKPGRPPKLLIYGASTRESGVPD
RETGSGSGIDFTLTISSVQAEDLATIYYCONDHR
YPFTEGGGTKLEIK

SCT-Gal64

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGNKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

60

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal65

QVOLOQSGAELVRPGTSVRKVSCKASGYAFTNYL
IEWVKOQRPGQGLEWIGVINPGSGGSNYNEKFKG
KTITLTADKSSSTAYMOLSSLTSEDSAVYEFCART
GVYANFLIFDYWGQGTTLTVSS

61

DIVLTQSPSSLRVAAGEKVTLSCKSSQSTINSG
IQRNYLAWYQOKPGQPPKLLIYGASTRESGVPD
RETGSGSGIDFTLTISSVQAEDLAVYYCONDHR
YPFTEGGGTKLEIK

SCT-Gal66

DVQLQASGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYISSSGRTDSNPSLK
SRISEFTRDTSKNQLFLHLNSVTTEDMATYYCAR
EGGWLPPVWGTGTTVIVSS

20

DVAMTQTPLTLSVTIGQPASISCKSGQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLTISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

419

SCT-Gal67

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWVROVSGRKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

62

DVVVTQTPLTLSVTIGQPASISCKSSQSLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal68

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVITEDIATYYCAR
EGGWLPPVWGTGTTIVIVSS

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPNR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal69

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWVROVSGRKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

62

DVVVTQTPLTLSVITGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal70

DVQLQVSGPALVMPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYECAR
EGGWLPPVWGTGTTVIVSS

63

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal71

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWVROVSGRKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTIVIVSS

62

DVVMTQTPLTLSVILGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGAGTIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK
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SCT-Gal72

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEYIATYYCAR
EGGWLPPVWGTGTTVIVSS

64

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal73

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLLSKLDSGVPNR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal74

QVOLOQPGTELVKPGASVKLSCKASGYTFTSYW
MOWVKQRPGQGLEWIGNINP SNGGTNYNEKEKT
KATLTVDRSSSTAYMQLSRLTSEDSAVYYCARR
TTVLAGPYFDYWGQGTILTVSS

65

DIOMNQSPSSLSASLGDTITITCHASONINVWL
SWYQOKPGNIPKLLIYKASNLATGVPSRESGSG
SGTGFTLTISSLOPEDIATYYCQQGQSYPLTEG
SGTKLEIK

SCT-Gal75

DVQLQASGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

66

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFSLKISRVEAEDLGVYFCWQGTHE
PYTFGGGTKLEIK

SCT-Gal76

DVQLQASGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

67

DVVMTQSPLTLSVTIGQPASISCKSSQSTLLDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPNR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKVEIK

SCT-Gal077

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNKLELOQLNSVTINEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

55

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GOTYLNWLLORPGQSPKRLIYLVSKLDSGVPNR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal78

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGGKLEWIGYIRSSGSTDSNPSLK
SRISITRDISKNELFLOQLNSVTITEDIATYECTR
EGGWLPPVWGTGTTIVIVSS

68

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal79

DVQLQASGPALVKPYQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGEF IRSSGSTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGRLPPVWGTGTTVIVSS

69

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Ga080

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWVROVSGRKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

62

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal8l

DVQLOESGPALVKPSQTVSLTCTVIGYSISNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTIVIVSS

70

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal82

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWVROVSGSKLEWIGY ISSSGRTDNNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTSVIVSS

71

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal83

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWVROVSGSKLEWIGYISSSGRIDSNPSLE
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

36

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal84

DVQLQASGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQFFLOLNSVITEDIATYYCAR
EGGWLPPVWGTGTTIVIVSS

72

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPNR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal85

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYISSSGRIDSNPSLK
SRISITRDTSKNQLFLOINSVITEDIGTYYCAR
EGGWLPPVWGTGTTVIVSS

73

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal86

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLR
SRISITRDTSKNQLLLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

74

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal87

EVMLVESGGDLVKPGGSLKLSCAASGEFTFSRY T
MSWVRQTPEKRLEWVATISGGGGNTYYPDSVKG
RETISRDNAKNTLYLQVSSLRSEDTALYYCARW
LPSYYAMDYWGQGTSVIVSS

75

DIQMTQSPSSLSASLGERVSLTCRASQDIGSSL
NWLOOEPDGTIQRLIYATSSLDSGVPKRESGSR
SGSDYSLTISSLESEDEFVDYYCLQYASSPWTIEG
GGTKLEIK
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SCT-Gal88

EVMLVESGGDLVKPGGSLKLSCAASGEFTFSRY T
MSWVRQTPEKRLEWVATISGGGGNTYYPDSVKG
RETISRDNAKNTLYLQVSSLRSEDTALYYCARW
LPSYYAMDYWGQGTSVIVSS

75

DIOMNQSPSSLSASLGDTITITCHASONINIWL
NWYQOKPGNIPKLLIYKASNLHTGVPSRESGSG
SGTGFTLIISSLOPEDIATYYCQQGQSYPYTEG
GGTKLEIK

SCT-Ga089

DVQLQASGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTEKNQFFLOLNSVITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

76

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPNR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Ga090

DVQLQVSGPALVMPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTIVIVSS

77

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal91

DVQLQASGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYIRSSGSTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

78

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal92

EVMLVESGGGLVKPGGSLKLSCAASGEFTFSSYT
MSWVRQTPEKRLEWVATISGGGGNTYYPDSVKG
RETISRDNAKNTLYLOMSSLRSEDTALYYCARW
LLTYYAMDYWGQGTSVIVSS

79

DIQMTQSPSSLSASLGERVSLTCRASQDIGSSL
NWLOOEPDGTIKRLIYATSSLDSGVPKRESGSR
SGSDYSLTISSLESEDEFVDYYCLQYVSCPWTEG
GGTKVEIK

429

SCT-Gal93

QVOLOQSGPELVKPGASVRISCKASGYTEFTDCY
INWVKLRPGQGLEWIGWIFPGSDEFTYYNEKFKG
KATLTVDTISSSTAYMLESSLTSEDSAVYEFCARY
GLGHYFDYWGQGTTLTIVSS

80

DIOMNQSPSSLSASLGDTITITCHASONINVWL
SWYQOKPGNIPKLLIYKASNLATGVPSRERGSG
SGTGFTLSISSLOPEDIATYYCQQGQSYPLTEG
GGTKLEIK

SCT-Gal2%4

DVQLQASGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVITEDIATYYCAR
EGGWLPPVWGTGTTIVIVSS

67

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Ga095

QIQLOQSGPELVKSGASVKISCKASGYTEFTAYC
INWVKOQRPGQGLEWIGWIFPGSGSTNYNEKFKG
KATYTVDKSSSTAYMLLSSLTSEDSAVYEFCARY
GLGHYFDYWGQGTTLTIVSS

81

DIOMNQSPSSLSASLGDTITITCHASONINVWL
SWYQOKPGNIPKLLIYKASNLATGVPSRESGSG
SGTGFTLTISSLOPEDIATYYCQQGQSYPLTEG
GGTKLEIK

SCT-Gal96

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOINSVITEDIATYEFCSR
EGGWEPPVWGTGTTVIVSS

82

DVVMTQTPLTLSVIFGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal97

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGGKLEWIGYIRSSGSTDYNPSLK
SRISITRDISKNELFLOLNSVTITEDIATYYCTR
EGGWLPPVWGTGTTIVIVSS

83

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Ga098

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCTR
EGGWLPPVWGTGTTVIVSS

84

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Ga099

QVOLOQPGTELVKPGTSVKLSCKASGYTEFTSYW
MOWVKQRPGQGLEWIGNINP SNGGTNYNEKEMR
KATLTVDKSSSTAYMOLSSLTSEDSAVYYCARR
TTVLAGPYFDYWGQGTTLTVSS

85

DIOMNQSPSSLSASLGDTITITCHASONINVWL
SWYQHKSGNIPKLLIYQASNLATGVPSRESGSG
SGTGFTLTISSLOPEDIATYYCQQGQSYPLTEG
SGTKLEIK

SCT-Gal0o

EVMLVESGGGLVKPGGSLKLSCAASGEFTFSSYT
MSWVRQTPEKRLEWVATISGGGGNTYYPDSVKG
RETISRDNAKNTLYLOMSSLRSEDTALYYCARW
LLTYYAMDYWGQGTSVIVSS

79

DIOMNQSPSSLSASLGDTITITCHASONINVWL
NWYQOKPGNIPKLLIYKASNLHTGVPSRESGSG
SGTGFTLTISSLOPEDIATYYCQQGQSYPYTEG
GGTKLEIK

SCT-Galll

EVQLVESGGDLVKPGGSLKLSCAASGEFTFS5YG
MSWVRQTPDKRLEWVATISSGGSYTYYPDSVKG
RETISRDNAKNTLYLOMSSLQSEDTAMYYCARH
HYYYGSSYIFYFDVWGTGTTVIVSS

86

NIMMTQSPSSLAVSAGERKVIMSCKSSQSVLYSS
NOKNYLAWYQOKPGQSPKLLIYWASTRESGVPD
RETGSGSGIDFTLTISSVQAEDLAVYYCHQYLS
SLTFGAGTKLELK

SCT-Gallz2

EVMMVESGGGLVKPGGSLKLSCAASGEFTFSSYT
MSWVRQTPEKRLEWVATISGRGGNTYYPDSVKG
RETISRDNAKSTLYLOMSSLRSEDTAMYYCARW
LLTYYAMDYWGQGTSVIVSS

87

DIOMNQSPSSLSASLGDTITITCHASONINVWL
SWYQOKPGNIPKLLIYKASTLHTGVPSRESGSG
SGSGFTLTISSLOPEDIATYYCQQGQSYPYTEG
GGTKLEIK

SCT-Gall3

EVMMVESGGGLVRPGGSLKLSCAASGEFTEFSSYT
MSWIRQTPEKRLEWVATISGRGGNTYYPDSVKG
RITISRDNAKNTLYLOMSSLRSEDTAMYYCVRW
LLTYYAMDYWGHGTSVIVSS

88

DIOMNQSPSSLSASLGDTITITCHASONINIWL
SWYQOKPGNIPKLLIYKASNLATGVPSRESGSG
SGTGFTLTISSLOPEDIATYYCQQGQSYPYTEG
GGTKLEIK
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SCT-Gal04

EVMLVESGGGLVKPGGSLKLSCAASGEFTFSSYT
MSWVRQTPEKRLEWAATISGGGGNTYYPDSVKG
RETISRDNAKNTLYLOMSSLRSEDTALYYCARW
LPTYYAMDYWGQGTSVIVSS

89

DIOMNQSPSSLSASLGDTITITCHASONINVWL
NWYQOKPGNTPKLLIYKASKLHTGVPSRESGSG
SGTGFTLTISSLOPEDIATYSCQQGQSYPYTEG
GGTKLEIN

SCT-Gallb

QIQLVQSGPELKKPGETVKISCKASGYSEFTTYG
MNWVKQAPGKGLKWMGWINTYSGVPTYDDDEKG
RFAFSLETSASTAYLQINNLKNEDTATYEFCARY
DYDVGEFAYWGPGTLVIVSA

90

DVVMTQTPLSLPVSLGDQASISCRSSQSTLVHSN
GNTYLHWYLOKPGQSPKLLIYKISNREFSGVPDR
FSGSGSGIDFTLKISRVEAEDLGVYFCSQSTHV
PAFGGGTKLEIK

SCT-Gallo

DVQLQASGPALVKPSQTVSLTCTVIGYSITHGN
HWWNWIRQVSGSKLEWIGYISSSGRIDTINPSLK
SPISITRDTSKNKEFFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTIVIVSS

91

DVVMTQTPLTLSITIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal07

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLO
SRISITRDTSKNQLFLOLNSVTITEDIATYYCTR
EGGWLPPVWGTGTTVIVSS

92

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Galls

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGRKLEWIGYITSSGRIDSNPSLK
SRISITRDTSKNQLFLOINSVISEDLGTYYCAR
EGGWLPPVWGTGTTVIVSS

93

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gall?9

DVQLQVSGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYISSSGRTDSNPSLO
SRISITRDTSKNQLFLOINSVITEDIGTYYCAR
EGGWLPPVWGTGTTVIVSS

94

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Galll

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWVROVSGRKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTIVIVSS

62

DVVVTQTPLTLSVTIGQSASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Galll

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLR
SRISITRDISKNKLELOMNSVINEEIATYYCAR
EGGWLPPVWGTGTTVIVSS

95

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGLYYCWQGTHE
PYTFGGGTKLEIK

398

SCT-Gallz

QVOLOQSGAELVRPGTSVRKVSCKASGYAFTNYL
IEWVKOQRPGQGLEWIGVINPGSGGENYSEKFKG
KTITLTADRSSSTAYMQLSSLTSEDSAVYEFCART
GVYGNEFLIFDYWGQGTTLTVSS

96

DIVLTQSPSSLSVAAGERKVTLSCKSSQSTINSG
IQRNYLAWYQOKPGQPPKLLIYGASTRESGVPD
RETGSGSGIDFTLTISSVQVEDLAVYYCONDHR
YPFTEGGGTKLEIK

SCT-Gall3

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCTR
EGGWLPPVWGTGTTIVIVSS

84

DVVMTQTPLTLSVTIGQPASMSCKSSQSTLLDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGLYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gall4d

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGGKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNHLFLOINSVNTDDVGTYYCAR
EGGWLPPVWGTGTTVIVSS

97

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gallb

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSRNQLFLOLNSVITEDVATYEFCAR
EGGWLPPVWGTGTTVIVSS

98

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLFQRPGHSPKRLIYLVSKLDSGVPNR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Galls

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOQLDSVTITEEIATYYCAR
EGGWLPPVWGTGTTIVIVSS

99

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gall7

DVQLQASGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGGKLEWIGYIRSSGSTDINPSLK
SRISITRDISKNELFLOLNSVTITEDIATYYCTR
EGGWLPPVWGTGTTVIVSS

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Galls

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gall?

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGY IRSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCTR
EGGWLPPVWGTGTTIVIVSS

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK
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SCT-Galz0

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGRKLEWIGYITSSGRTDSNPSLR
SRISITRDTSKNQLFLOLNSVTTENIATYYCAR
EGGWLPPVWGTGTTVIVSS

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEADDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Galzl

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGGKLEWIGYIRSSGSTDSNPSLK
SRISITRDISKNELFLOLNSVTITEDIATYYCTR
EGGWLPPVWGTGTTVIVSS

27

DVVMTQTPLTLSVTIGQPASISCKSSQSTLLDGD
GRTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

446

SCT-Galzz2

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWVROVSGSKLEWIGY ITSSGRIDNNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTIVIVSS

DVVMTQTPLTLSVIIGQPASISCRSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTTLEIK

SCT-Gal23

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCTR
EGGWLPPVWGTGTTVIVSS

84

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPNR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Galz4

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGGKLEWIGYIRSSGSTDINPSLK
SRISITRDISKNEFFLOINSVITEDIATYYCSR
EGGWLPPVWGTGTTVIVSS

DVVMTQTPLTLSVAIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPNR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal2b

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

DVVMTQTPLTLSVAIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPKR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal2s6

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYIRSSGRTDSNPSLE
SRISITRDTSKNQIFLOLNSVTITEDIATYYCTR
EGGRLPPVWGTGTTVIVSS

DVVMTQTPLTLSATIGESASIYCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Galz7

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOINSVITEDIGTYYCAR
EGGWEPPVWGTGTTVIVSS

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIQ

SCT-Gal2zs

DVQLQVSGPALVKPSQTVSLTCTVTIGYSIINGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGSTVIVSS

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Galz2?9

DVQLOESGPALVKPSQTVSLTCTVIGYSITTGN
HWWNWIRQVSGGKLEWIGYIRSSGSTDSNPSLE
SRISITRDISKNELFLOINSVITADMGTYYCTR
EGGLEPPVWGTGTTIVIVSS

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal30

DVQLQASGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGY ITSNGRTDSNPSLK
SRISITRDTSKNKLEFLOQLNSVTHEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal3l

EVMLVESGGGLVKPGGSLKLSCAASGEFTFSRY T
MSWVRQTPEKRLEWVATITGGGGNTYYPDSVKG
RETISRDNARNTLYLOMSSLSSEDTALFYCARW
LPTYYAMDYWGQGTSVIVSS

DIQMTQSPSSLSASLGERVSLTCRASQDIGSSL
NWLHQGPDGTIKRLIYATYSLDSSVPKRESGSR
SGSDYSLTISSLESEDEFVDYCCLLYVNSPWTEG
GGTKLEIK

449

SCT-Gal32

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLR
SRISITRDTSKNQLFLOLNSVTITEEIATYYCAR
EGGWLPPVWGTGTTIVIVSS

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GRTYLNWLLKRPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal33

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGGKLEWIGYIRSSGSTDSNPSLK
SRISITRDISKNELFLOLNSVTITEDIATYYCTR
EGGWLPPVWGTGTTVIVSS

27

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLERK

SCT-Gal34

QVOLOQSGPELVRPGASVTISCKASGYTFTDYY
INWVKOQRPGQGLEWIGWIFPGSDNTYYNAKFKG
KATLTVDISSSTAYMLLSSLTSEDSAVYEFCARY
GLGHYFDYWGQGTTLTIVSS

DIOMNQSPSSLSASLGDTITITCHASONINVWL
SWYQOKPGNIPKLLIYTTSILATGVPSRESGSG
SGTGFALTISSLOPEDIATYYCQQGQSYPLTEG
GGTKLEIK

SCT-Gal35

DIQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVITEDIATYYCAR
EGGWLPPVWGTGTTIVIVSS

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPNR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK
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SCT-Gal3s6

QVOLOQPGAELVKPGASVKMSCKASGYTEFTSYW
ITWVKQRPGQGLEWIGDEYPGGGSTNYNEKEFKS
KATLTVDTISSNTAYMOLSSLTSEDSAVYYCARS
YSNYVRFAYWGOGTLVIVSA

DIVMTQSHKFMSTSVGDRVYITCKASQDVETAV
AWFQOKPGQSPKLLIYSASYRYTGVPDRETGSG
SGIDEFTETISSVQAEDLAVYYCQOHYNTPLTEG
AGTKLELK

SCT-Gal37

QVOLOQSGPELVKPGASVKISCKASGHTIFTDYY
INWVKOQRPGQGLEWIGWIFPGSGNTYEFNEKFKG
KATLTVDKSSSTVYMLLSSLTSEDSAVYEFCAGY
GLGHYFDNWGQGTTLTIVSS

EIVLTQSPALMAASPGERVTITCSVSS5ISS5S5N
LAOWYQOKSETSPRKPWIYGTSNLASGVPIRESGS
GSGTSYSLTISSMEAEDAATYYCQQWSSYPLTE
GGGTKLEIK

SCT-Gal3s

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYIRSSGSTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCTR
EGGWLPPVWGTGTTIVIVSS

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal3?

DVHLQESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSMITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPNR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal4o0

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLO
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

17

DVVMTQTPLTLSVTIGQPASISCRSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLNISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Galdl

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGGKLEWIGY IRSSGSTDENPSLK
SRISITRDISKNELFLOLNSVTITEDIATYYCTR
EGGWLPPVWGTGTTVIVSS

23

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GRTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Galdz

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGK
HWWNWIRQVSGGKLEWIGY IRSSGSTDENPSLK
SRISITRDISKNELFLOLNSVTITEDIATYYCTR
EGGWLPPVWGTGTTIVIVSS

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GRTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gald3

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLR
SRESITRDTSKNKLELOLNSVTINEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGLYYCWQGTHE
PYTFGGGTKLEIK

398

SCT-Gald4

DIQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGY ISSSGRTDRNPSLK
SRISITRDTSKNQVEFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

120

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Galdb

DVQLQVSGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYISSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDTVTYYCAR
EGGWLPPVWGTGTTIVIVSS

121

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Galdo

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCTR
EGGWLPPVWGTGTTVIVSS

84

DVVMTQTALTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIVEFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gald7

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLS
SRVSITRDTSKNQLFLOLNSVTTEDIATYYCTR
EGGWLPPVWGPGTTVIVSS

122

DVVMTQTPLTLSVTIGQPASISCKSSQSTLLDGD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRLEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal4s

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGGKLEWIGYIRSSGSTDINPSLK
SRISITRDISKNELFLOLNSVTITEDIATYYCTR
EGGWLPPVWGTGTTIVIVSS

123

DVVMTQTPLTLSVTIGQPASIFCKSSQSTLDRD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gald?

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGRKLEWIGYITSSGRIDSNPSLK
SRISITRDTSKNQLFLOINSVISEDLGTYYCAR
EGGWLPPVWGTGTTVIVSS

93

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLERK

SCT-Galb0

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGNKLEWIGYISSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

58

DVVMTQTPLTLSVTIGQPASISCKSGQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Galbl

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGTKLEWIGYIRSSGGTDSNPSLK
SRISITRDTSKNQLFLOINSVITEDIGTYYCSR
EGGWLPPVWGTGTTIVIVSS

124

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK
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SCT-Galb2

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLO
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

17

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLERK

SCT-Galb3

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGGKLEWIGYIRSSGSTDSNPSLK
SRISITRDISKNEIFLOLNSVNDEDIATYYCTR
EGGWLPPVWGTGTTVIVSS

125

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Galb4

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGGKLEWIGYIRSSGSTDSNPSLK
SRISITRDISKNELFLOLNSVTITEDIATYYCTR
EGGWLPPVWGTGTTIVIVSS

27

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEADDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Galbb

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGTINLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOINSVITEDIATYYCSR
EGGWLPPVWGTGTTVIVSS

126

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Galb6

DVQLQESGPALVKPSQTVSLTCTVIGYSITNGH
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

127

DVVMTQTPLTLSVILGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLQISRVEAADLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Galb7

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPNR
FTGSGSGTIEFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

460

SCT-Galbs8

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVITEDIATYYCAR
EGGWLPPVWGTGTTIVIVSS

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGLYYCWQGTHE
PYTFGGGTKLEIK

398

SCT-Galb?9

DVQLQASGPALVKPSQTVSLTCTVIDYSITNGN
HWWNWVROVSGSKLEWIGYISSSGRIDSNPSLK
SRISITRDTSKNQLFLOLTSVTITEDIATYYCAR
EGGLLPPVWGTGTTVIVSS

128

DVVMTQTPLTLSVTIGQPASISCRSSQSTLIDGD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

461

SCT-Galos0

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVAGSKLEWIGYISSSGRIDSNPSLK
SRISITRDTSKNQLFLOINSVITEDIGTYYCAR
EGGWLPPVWGTGTTVIVSS

129

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Galosl

DVQLQASGPALVKPYQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLR
SRISITRDTSKNQLFLOLNSVTITEDIATYYCTR
EGGWEPPVWGTGTTIVIVSS

130

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRLEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

462

SCT-Galb62

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCTR
EGGWLPPVWGTGTTVIVSS

84

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGLYYCWQGTHE
PYTFGGGTKLEIK

398

SCT-Gal63

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTTDDVATYYCAR
EGGWLPPVWGTGTTVIVSS

131

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Galo4d

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGGKLEWIGYIRSSGSTDSNPSLK
SRISITRDISKNELFLOQLNSVTIEDTATYYCTR
EGGWLPPVWGTGTTIVIVSS

132

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal6h

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGTKLEWIGYIRSSGSTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

133

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal6o

DVQLQASGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYITSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

67

DVVMTQTPLTLSVAIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPNR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Galo7

QIFELVQSGPELKKPGETVKISCKASGYTFTTYG
MNWVKQAPGKGLKWMGWINTYSGVPTYADDEKG
RFAFSLETSASTAYLQINNLKNEDTATYEFCARY
DYDVGEFAYWGQGTLVIVSA

134

DVVMTQTPLSLPVSLGDQASISCRSSQSTLVHSN
GNTYLHWYLOKPGQSPKLLIYKVSNREFSGVPDR
FSGSGSGIDFTLKISRVEAEDLGVYFCSQSTHV
PTFGGGTKLEIK

396
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SCT-Galo6s

DVQLQASGPALVKPYQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYIRSSGSTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

51

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal6?

DVQLQASGPALVKPYQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYIRSSGSTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

51

DVVMTQTPFTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

463

SCT-Gal70

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGGKLEWIGYIRSSGSTDSNPSLK
SRISITRDIYKNELFLOLNSVNTEDTATYYCTR
EGGWLPPVWGTGTTIVIVSS

135

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal7l

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGRKLEWIGYITSSGRTDSNPSLR
SRISITRDTSKNQLFLOLNSVTTENIATYYCAR
EGGWLPPVWGTGTTVIVSS

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal72

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYISSSGRTDSNPSLK
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

136

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Gal73

DVQLOESGPALVKPSQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYISSSGRTDSNPSLR
SRISITRDTSKNKLELOQLNSVTINEDIATYYCAR
EGGWLPPVWGTGTTVIVSS

137

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGLYYCWQGTHE
PYTFGGGTKLEIK

398

SCT-Gal74

DVQLQASGPALVKPYQTVSLTCTVIGYSITNGN
HWWNWIRQVSGSKLEWIGYISSSGRTDSNPSLR
SRISITRDTSKNQLFLOLNSVTITEDIATYYCAR
EGGWLPPVWGTGTTIVIVSS

138

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRLEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

462

SCT-Gal75

EVQLOQSGPELVKPGASMKISCKASGYSFTGY T
LNWVKQSHGKNLEWIGLIVPYTGGTSYNQDEFQG
KATLTVDRSSSTAYLELLSLTSEDSAVYYCARQ
LRGYFAMDYWGQGTSVIVSS

139

DVVMTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

464

SCT-Gal76

QVQLKESGPGLVAPSQSLSITCTVSGESLTRHG
THWVROQPPGKGLEWLGVIWPGGNTKYNSALMSR
LSISKDNSKSQVEF LKMNSLQTDDTAMYYCARSG
GYGNFAPYYEFDOWGQGTTLTVSS

DIQMTQSPSSLSASLGERVSLTCRASQEISGYL
SWLOOKPDGTIKRLIYAASTLDSGVPKRESGSR
SGSDYSLTISSLESEDFADYYCLQYASYPRTEG
GGTKLEIK

465

SCT-Gal77

QIQLVQSGPELKKPGETVKISCKASGYTEFTNYG
MNWVKKAPGKGLKWMGWINTYTGESTYADDEKG
RFAFSSETSASTVYLQINNLKNEDTATYECARD
SFAYWGQGTLVTVSA

DIVMTQAAFSNPVTLGTSASISCRSSKNLLHSN
GITYLYWYLORPGQSPQVLIYRMSNLASGVPNR
FSGSGSGIDFTLRISRVEAEDVGVYYCGOLLEL
PYTFGGGTKLEIK

466

SCT-Gal7s8

EVQLOQSGPELEKPGSSVKISCKASGYSEFTDYN
MOWVKQSNGKSLEWIGDIDVYYSGTSYNQKEKG
KATLTVDKSSSTAYMQLKSLTSEDSAVYEFCARS
LLRWYFDVWGAGTTVIVSS

142

EIVLTQSPAIMSASPGERKVIMTCSASSSVSSS5Y
FHWYQOKSGSSPRLLIYDTSNLASGVPVRESGS
GSGTSYSLTISRMEAEDAATYYCQQWSSYPLTE
GAGTKLELK

467

SCT-Gal79

QITLKESGPGIVQPSQPFRLTCTESGESLETSG
IGVIWIRQPSGRGLEWLATIWWDDDNRYNPSLK
SRLTVSKDTSNNQAFLKIITVETADTAIYYCAQ
SGGITLMDYWGQGTSVIVSS

143

DVILMTQTPLSLPVSLGDQASISCRSSQSIVHSD
GNTYLEWYLOKPGQSPKLLIYKVSNREFSGVPDR
FSGSGSGIDFTLKISRVEAEDLGDYYCEFQSSHV
PGTFGGGTKLEIK

468

SCT-Gal8o

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLIVPSNGGTSYNQKEKG
KATLTVDKSSSTAYMELLSLTSEDSAVYYCARS
LRESEDYWGQGTTLTIVSS

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GTTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

469

SCT-Galsgl

QIQLVQSGPELKKPGETVKISCKASGYTEFTDYS
MHWVKQAPGKGLKWMGWINTETGVPTYADDEKG
RFAFSLETSASTAFLOQINNLKNEDTATYECART
DYGNPYWYFDVWGAGTTIVIVSS

145

QIVLSQSPVILSASPGERKVTIMTCRASSS5VSDMA
WYQOKPGSSPKPWIYATSNLASGVPARFSGSGS
GTSYSFTISRVEAEDAATYYCQQWSEFNPQTE GG
GTKLEIK

SCT-Gal82

EVQLOQSGPELVKPGASVKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLITIPYNGGTSYNQKEKD
KASLTEDKSSSTAYMELLSLTSEDSAVYYCARG
FRGYFAVDYWGQGTSVIVSS

DVVVTQTPLSLPVSFGDQVSISCKSSQSLTNSY
GDTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGINFTLKISTIKPEDLGVYSCLOGTHQ
PWTIFGGGTKLEIK

SCT-Gal83

QVOLOQPGAELVRPGVSVKLSCKASGYTFTSYW
MHWIKQRPEQGLERIGEIDPTNDYSNYNEKEKS
KATLTVDKSSSTAYMALTSLTSEDSAVYYCARS
RGKDWYFDVWGAGTTIVIVSS

DIQMTQSPSSLSASLGERVSLTCRASQDIGSSL
NWLOOEPDGTIKRLIYATSSLDSGVPKRESGSR
SGSDYSLTISSLESEDEFVDYYCLQCATSWTIEGG
GTKLEIK
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SCT-Galg84

QAYLQQSGAELVRSGASVRKVSCKASGYTEFTSEN
MOWVKQTPGQGLEWIGYFFPGNGATNYNQKEFKG
KATLTADTSSSTAYMQISSLTSEDSAVYEFCARE
GWLSLGYWGQGTTLTIVSS

DIVMTQSQKFMSTSVGDRVSVTCKASQNVY TNV
AWYQOKPGQSPRKVLIYSASHRYSGVPDRITGSG
SGTIDEFTLTISNVQSEDLADYFCQQHONRYPYTEG
GGTKLEIK

SCT-Gal8h

QVOLOQSGGDLMKPGASVKISCKATGYTEFSNYW
IEWVKOQRPGHGLEWIGEIFPGGGSAYYNEKEFRG
KATEFTADKSSDTAYMQLSSLTSEDSAVYYCARQ
KYGNYYYFDYWGQGTTLTIVSS

DIQMTQTTSSLSASLGDRVTIISCSASQDISNYL
NWYQOKPDGTVKLLLYYTSSLHSGVPSRESGSG
SGTDYSLTISNLEPEDIATYYCQQYSKLPYTEG
GGTNLEMK

SCT-Gal8sb

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLEF IPYNGGTSYNQNERG
KATLTVDKSSSTAYMELLSLTSEDSAVYYCARG
LRGEFEFSMDYWGQGTSVIVSS

150

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTVKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

SCT-Gal87

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLITIPYNGGTSYNQKEKD
KATLTIDKSSSTAYMELLSLTSEDSAVYYCARG
FRGYFAVDYWGQGTSVIVSS

151

DVVVTQTPLSLPVSFGDQVSISCRSSQSLTNSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGINFTLKISTIKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

SCT-Gal8s

QVQLKESGPDLVAPSQSLSITCTVSGESLTSYG
VHWVROQPPGKGLEWLVVIWSDGSTTYNSALKSR
LSISKDNSKSQVEF LKMNSLQTDDTAMYYCARQT
YYDYGWFAYWGOGTLVIVSA

152

DVVMTQSPLSLPVSEFGDQVSISCRSSONLTNSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

SCT-Gal8?

EVHLQQSGPELVKPGASMKISCKASGYSFTDY T
MNWVKQSHGKNLEWIGLIIPYNGGTSYNQKEKG
KATLTVDKSSSTAYMEFLSLTSEDSAVYYCARG
LRGYYAMDYWGQGTSVIVSS

153

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GSTELSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTVKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

SCT-Gal90

QVOLEQSGGEVMKPGASVKISCKATGYTEFSNYW
IEWVKOQRPGHGPEWIGEILPGSGSAYYNEKEFRG
KATETADKSSNTAYMOLSSLTSEDSAVYYCARQ
KYGNYYYFDYWGQGTTLTIVSS

154

DIQMTQTTSSLSASLGDRVTIISCSASQGISNYL
NWYQOKPDGTIVTLLIYYTSSLHSGVPSRESGSG
SGTDYSLTISNLEPEDIATYYCQHYSKLPYTEG
GGTKLEIK

479

SCT-Galo9l

QIQLVQSGPELRKPGETVKISCKASGYTEFTDYS
MHWVKQAPGKGLKWMGWINTETGEPTYADDEKG
RFAFSLETSASTAHLQINNLKNEDTATYECTRT
DYGNPYWYFDVWGAGTTIVIVSS

155

QIVLSQSPATILSASPGERKVTIMTCRASSSVNYIH
WYQOKPGSSPKPWIYATSNLASGVPARFSGSGS
GTSYSLTISRVEAEDAATYYCQQWSEFNPQTEF GG
GTKLEIK

SCT-Gal92

EVQLOQSGPELVKPGASVKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLITIPYNGGTSYNQKEKD
KATLTIDKSSSTAYMELLSLTSEDSAVYYCARG
FRGYFAVDYWGQGTSVIVSS

156

DVVVTQTPLSLPVSFGDQVSISCRSSQSLTNSY
GDTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGINFTLKISTIKPEDLGVYYCLOGTHQ
PWTIFGGGTKLEIK

SCT-Gal93

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLISPYNGGTSYNQKEKG
KATLTVDKSSSTVYMELLSLTSEDSAVYYCARS
LRESEDYWGQGTTLTIVSS

157

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

SCT-Gal%4

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLINPYNGGTSYNQKEKG
KATLTVDKSSSTAYMELLSLTSEDSAVYYCARR
NYGYYFDYWGQGTTLTVSS

158

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PLTFGAGTKLELK

SCT-Gal9b

EVKLVESGGGLVKPGGSLKLSCAASGEFDESRYD
MSWVRQTPEKRLEWAATISSGGSYTYQPDSVKG
RETISRDNARNTLYLOMSSLRSEDTALYYCARQ
DYRYPYIMDYWGQGTSVIVSS

159

DIOMNQSPSSLSASLGDTITITCHASONINVWL
SWYQOKPGNIPKLLIYKASNLATGVPSRESGSG
SGTGFTLTISSLOPEDIATYYCQQGQSYPWTEG
GGTTLEIK

SCT-Gal96

QVTLKESGPGILOPSQTLSLTCSESGESLETYG
IGVGWIRQPSGKGLEWLAHIWWNDNKYYNTALK
SRLTISKDTSNNQVEFLKIASVDTAETATYYCAR
IGSGKFYFDYWGQGTTLTVSS

QIVLTQSPATLMSASPGERKVIMTCSASSSVSYMY
WYQOKPRSSPKPWIYLTSNLASGVPARESGSGS
GTSYSLTISSMEAEDAATYYCQQWSSNPPTEGG
GTKLEIK

SCT-Gal97

QVQLKESGPGLVAPSQSLSITCTVSGESLTRHG
VHWVROPPGKGLEWLGVIWPGGNTKENSTLMSR
LSISKDNSKSQVEFLKMNTLQTDDTAMYYCARSG
GYGNFAPYYEFDOWGQGTTLTVSS

NIMMTQSPSSLAVSAGERKVIMSCKSSQSVLYSS
NOKNF LAWYQQOKPGQSPKLLIYWASTRESGVPD
RETGSGSGIDFTLTISSVQAEDLAVYYCHQYLS
SYTFGGGTKLEIK

SCT-Gal98

QVOLOQSGAELVKPGASVKMSCKASGYTETNYW
MOWVKLRPGQGLEWIGVIDPSDSFPTYNQKEKG
KATLTVDTISSSTAYMQLSSLTSEDSAVYYCTRG
PRGYGDYWGQGTSVIVSS

DIKMTQSPSSMYASLGERVTITCKASQDIKNYL
SWYPRKPWTSPKTLIYYATALADGVPSGESGSG
SGODYSLTISSLESDDTATYYCLHAGESPPTEG
GGTKLEIK

SCT-Gal29

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
THWVKQROGQGLEWIGNIFPGSGTSNYDEKENN
KGTLTVDTISSSTSYMALSSLTSEDSAVYYCARE
GLYAFDYWGQGTTLTVSS

DVVLTQSPATLSVIPGDSVSLSCRASONIRNSL
AWEQQKSHESPRLLINYASQSISGIPSRIRGSG
SGTIDFTLSINSLETEDFGMYFCLOSNSWPYTEG
GGTKLEIK
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SCT-Ga200

QAYLQQSGAELVRSGASVKMSCKASGYTEFTSYN
MOWVKQTPGQGLEWIGKIFPGNGETDYNQKERD
KATLTADTSSSTAYMQISSLTSEDSAVYEFCTRE
GWLSLGYWGQGTTLTIVSS

DIVLTQSPAIMAASLGQRKVTIMTCSASSSVNSTY
FHOWYQOKSGASPKTMIHNRSSNLASGVPAHFSGS
GSGTSDSLTISSVEADDDATYYCHQWSGYPETE
GAGTKLELK

SCT-Ga201

EVQLOQSGPELVKTGASVKISCKASGYAFTGYY
THWVKQSHGKSLEWIGHITCYNGATNYNONEKG
KATETVDTISSSTAYMOFNSLTSEDSAVYYCARS
NYRPWYFDVWGAGTTVTIVSS

DIVMTQSHKFMSTSVGDRVSITCKASQDVSTDV
AWYQORPGQSPKLLIYSASYRYTGVPDRETGSG
SGTDETETINNVOAEDLAVYYCQQHOYSTPYTEG
GGTKLEIK

490

SCT-Ga202

QVOLOQSGGDLMKPGASVKISCKATGYTEFSNYW
IEWVKOQRPGHGLEWIGEIFPGGGSAYYNEKEFRG
KATEFTADKSSDTAYMOLSSLTSEDSAVYEFCARQ
KYGNYYYFDYWGQGTTLTIVSS

DIQMTQTTSSLSASLGDRVTIISCSASQDISNYL
NWYQOKPDGTVKLLLYYTSSLHSGVPSRESGSG
SGTDYSLTISNLEPEDIATYYCQQYSKLPYTEG
GGTNLEMK

SCT-Ga203

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSEW
THWVKQRPGQGLEWIGNIFPGGGDPNYDEKERT
KGTLTVDTISSSTAYMALSSLTSEDSAVYEFCARE
GLYAFDYWGQGTTLTVSS

DIVLTQSPATLSVIPGDSVSLSCRASQSVRNNL
AWEQQKSHESPRLLIKYASQSESGIPSRESGSG
SGTIDFTLSINSLETEDEFGMYFCQQSNSWPYTEG
GGTKLEIK

491

SCT-Ga204

QVOLOQSGGEVMKPGASVRKMSCKASGYTEFSNYW
IEWLROQRPGHGLEWIGEIFPGSDSSYYNERFKG
KATETTDKSSDTAYMOLSSLTSEDSAVYYCARQ
KYGNEYYEFDYWGQGTTLRVSS

DIQMTQTTSSLSASLGDRVTIISCSASQDISNYL
NWYQOKPDGTVKLLIYYTSTLHSGVPSRESGSG
SGTDYSLTISNLEPEDIATYYCQQYSKLPYTEG
GGTKLEIK

492

SCT-Ga205

QVQLKESGPGLVAPSQSLSITCTVSGESLTRHG
VHWVROPPGKGLEWLGVIWPGGSTKYNSALMSR
LSINKDNSKSQVEF LKMNSLQTADTAMYYCARSG
GYGNFAPYYEFDOWGQGTTLTVSS

NIMMTQSPSSLAVSAGERKVIMSCKSSQSVLYSS
NOKNYLAWYQOKPGQSPKLLIYWASTRESGVPD
RETGSGSGIDFTLTISNVQAEDLAVYYCHQYLS
SYTFGGGTTLEIK

493

SCT-Ga206

QAYLQQSGAELVRSGASVKMSCKASGYTEFTSYN
MOWVKQTPGQGLEWIGKIFPGNGETDYNQNERD
KATLTADTSSSTAYMQISSLTSEDSAVYEFCTRE
GWLSLGYWGQGTTLTIVSS

DIVMTQSQKFMSTSIGDRVSVTCKASQNVGTNV
AWYQOKPGQSPKRKALIYSASYRYSGVPDRETGSG
SGTIDEFTLTISNVQSEDLADYFCQQHANSYPYTEG
GGTKLEIK

494

SCT-Ga207

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
MOWVKQRAGQGLEWIGNIFPGSGTTNYDEKEKN
KGTLTVDTISSSTAYMALSSLTSEDSAVYYCARE
GLYAFDYWGQGTTLTVSS

DIVMSQSPSSLAVSAGERKVTIMSCKSSQSTINSR
TRENSLAWYQQKPGOSPKLLVYWASTRESGVPD
RETGSGSGIDFTLTISSVQAEDLAVYYCKQSEN
LYTFGGGTKLEIK

495

SCT-Ga208

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
MOWVKQRAGQGLEWIGNIFPGSGTNNYDEKEKN
KGTLTVDTISSSTAYMALSSLTSEDSAVYYCARE
GLYAFDYWGQGTTLTVSS

DIVLTQSPATLSVIPGDSVSLSCRASQSIRNSL
AWEQQKSHESPRLLINYASQSISGIPSRIRGSG
SGTIDFTLSINSLETEDEFGMYFCQQSYSWPYTEG
GGTRLEIK

496

SCT-Ga209

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWLGLIFPYNSATSYNQKETG
KATITVDKSSNTTYMELLSLTSEDSAVYYCARG
LRGFFALDYWGQGTSVIVSS

DVVMTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPHLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

497

SCT-Ga210

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
THWVKQRAGQGLEWIGNIFPGSGTSNYDEKFKN
KGTLTVDTISSSTAYMALSSLTSEDSAVYYCARE
GLYAFDYWGQGTTLTVSS

DIVLTQSPATLSVIPGDSVSLSCRASONIRNSL
AWEQQKSHESPRLLINYASQSISGIPSRIRGSG
SGTIDFTLSINSLETEDFGMYFCLOSNSWPYTEG
GGTKLEIK

498

SCT-Ga2ll

QVQLKESGPGLVAPSQSLSITCTVSGESLTRHG
VHWVROPPGKGLEWLGVIWPGGNTKENSTLMSR
LSISKDNSKSQVEFLKMNTLQTDDTAMYYCASSG
GYGNFAPYYEFDOWGQGTTLTVSS

NIMMTQSPSSLAVSAGERKVIMSCKSSQSVLYSS
NOKNF LAWYQQOKPGQSPKLLIYWASTRESGVPD
RETGSGSGIDFTLTISSVQAEDLAVYYCHQYLS
SYTFGGGTKLEIK

SCT-Ga2lz2

EVKLVESGGGLVKPGGSLKLSCAASGFAFSTYD
MSWVRQTPEKRLEWVATISSGGSYTYYPDSVKG
RETISRDNARNTLYLOMSSLRSEDTALYYCARQ
DYRYPYIMDYWGQGTSVIVSS

DIVMTQSPATLSVIPGDRVSLSCRASQSISDYL
AWYQQOKSHESPRLLIKYASQSISGIPSRESGSG
SGSDEFTLSINSVEPEDVGVYYCQDGNTEPPTEG
GGTKLEIK

499

SCT-Ga2l3

EVQLOQSGPELEKPGSSVKISCKASGYSEFTDYN
MOWVKQSNGKSLEWIGDIDVYYSGTSYNQKEKG
KATLTVDKSSSTTYMELKSLTSEDSAVYEFCARS
SLRWYFDLWGAGTTIVIVSS

EIVLTQSPAIMSASPGERVIVTICSAGSSVSSS5Y
LAWYQOKSGSSPRLLIYDTSKLASGVPVRESGS
GSGTSYALTISRMEAEDAATYYCQQWSSYPLTE
GAGTKLELK

SCT-Ga2l4

QVOLOQSGGEVMKPGASVKISCKATGYTEFSNYW
IEWVKOQRPGHGLEWIGEILPVSGSAYYNEKERG
KATETADKSSNTAYMOLSSLTSEDSAVYYCARQ
KYGNYYYFDYWGQGTTLTIVSS

DIQMTQTTSSLSASLGDRVTIISCSASQGISNYL
NWYQOKPDGTIVTLLIYYTSSLHSGVPSRESGSG
SGTDYSLTISNLEPEDIATYYCQHYSKLPYTEG
GGTKLEIK

479

SCT-Ga2l5

QTFLOQSGAELVRSGASVKMSCRASGYTEFSSHN
MOWIKQTPGQGLEWIGKIFPGNGETDYNQKERD
KATLTADTSSSTAYMQIGSLTSEDSAVYEFCTRE
GWLSLGYWGLGTTLTVSS

DIVMTQSQKFMSTSIGDRVSVTCKASQNVVTINY
AWYQOKPGQSPKRKALIYSASYRYSGVPDRETGSG
SGTIDEFTLTISNVQSEDLADYFCQQHANSYPYTEG
GGTRLEIK
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SCT-Ga2l6

EVQOLOQSGPELVKPGASMKISCKASGYSEFTDYT
MNWVKQSHGKNLEWLGLIFPYNGATSYNQKEFKG
KATITVDKSSSTAYMELLSLTSEDSAVYYCARG
LRGEFFALDYWGQGTSVIVSS

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPHLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIEPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

SCT-Ga2l7

EVQLOQSGPELVKPGASMKISCKASGYSFTGY T
MNWVKQSHGKNLEWIGLIVPNNGGTSYNQKEKG
KATLTVDKSSNTAYMELLSLTSEDSAVYYCARS
LRESEFDYWGQGTTLTIVSS

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GTTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTVKPEDLGMYYCLONTHQ
PPTFGGGTKLEIK

SCT-Ga2l8

QITLKESGPGIVQPSQPFRLTCTESGESLETSG
IGVIWIRQPSGKGLEWLATIWWDDDTRYNPSLK
SRLTVSKDTSNNQAFLNILTVETADTAIYYCAQ
SGGITLMDYWGQGTSVIVSS

DVLMTQTPLSLPVSLGDQASISCRSSQSIVY SN
GNTYLAWYLOKPGQSPKLLIYKVSNREFSGVPDR
FSGSGSGIDFTLKISRVEAEDLGVYYCEFQGSAV
PFTEGSGTKLEIK

SCT-Ga2l19

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLIVPYNGGTSYNQKEKG
KATLTVDKSSSTAYMELLSLTSEDSAVYYCARS
LRESEFDYWGQGTTLTIVSS

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GTTYLSWYLYKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

SCT-Ga220

EVKLVESGGGLVQPGGSLRLSCATSGEFTFTDYY
MSWVROQPPGKALEWLALTRNKAKGYTTEYSASV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGTTLTVSS

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLETGVPSRESGSG
SGKDYILSITSLOTEDVATYYCQQYWSTPETEG
SGTKLEIK

SCT-Ga221

QVSLKESGPGILOPSQTLSLTCSESGESLETSG
MGVGWIRQPSGKGLEWLAHIWWDDVKRYNPALE
SRLTISKDSSSSQVEFLKIASVDTADTATYYCAR
IAVGOAWFAYWGQGTLVTIVSS

NIMMTQSPSSLAVSAGERKVIMSCKSSQSVLYSS
NOKNYLAWYQOKPGQSPKLLIYWASTRESGVPD
RETGSGSGIDFTLTISSVQAEDLAVYYCHQYLS
SLTFGAGTKLELR

SCT-Ga222

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLIFPYNGGTSYNQKEKG
KATLTVDKSSSTAYMELLSLTSEDSAVYYCARS
LRESEDYWGQGTTLTIVSS

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GTTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

469

SCT-Ga223

EVQLOQSGPELVKPGASMKISCKASGYSFTGY T
MNWVKQSHGKNLEWIGLIVPNNGGTSYNQKEKG
KATLTVDKSSNTAYMELLSLTSEDSAVYYCARS
LRESEFDYWGQGTTLTIVSS

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GTTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTVKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

SCT-Ga224

QVOLOQSGAELVRPGTSVKISCKPSGYIFTNYW
LGWVKQRPGHGLEWIGDIYPGGGYTNYNEKEFKG
RATLTADTSSSTAYMQLSSLTSEDSAVYEFCARS
ROQLASYAMDYWGQGTSVTASS

DIQMTQSPASLSASVGETVTITCRSSENIYSYL
AWYQOKQGKSPOLILVYNAKILAEGVPSRESGSG
SGTQYSLKINSLOPEDFGSYYCQHAYGTPPTEG
GGTNLEIK

SCT-Ga225

EVQLOQSGPEMVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWLGLIFPYNSATSYNQKETG
KATITVDKSSNTTYMELLSLTSEDSAVYYCARG
LRGFFALDYWGQGTSVIVSS

DVVMTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPHLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PWIFGGGTKLEIR

SCT-Ga226

EVNLVESGGGLVQPGGSLRLSCATSGFPENDYY
MSWVRQPPGKALEWLCLIRNKANGYTTEYSSSV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGTTLTVSS

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNSPRLLISGATSLGAGVPSRESGSG
SGKDYTLSITSLOTEDVGTYYCQQYWSIPETEG
SGTKLEIK

SCT-Ga227

QAYLQQSGAELVRSGASVKMSCKASGYTEFTSYN
LAWVKQTPGOGLEWIGYIYPGNGYTNYNQKEFKG
KATLTADTSSSTAYMQISSLTSEDSAVYEFCARE
GGWAMDYWGQGTSVIVSS

QVVLTQSPAIMSASPGERKVTIMTCSASSSVSYMA
WYQOKSGTSPRKRWIYATSKLASGVPARESGNGS
GTSYSLTISSMEAEDAATYYCQQWNSNPPTEGA
GTKLDLK

SCT-Ga228

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVRQSHGKNLEWIGLINPYNGGTSYNQKEFKG
KATLTVDKSSSTAYMELRSLTSEDSAVYYCARR
NYGYYFDYWGQGTTLTVSS

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GDTFLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PLTFGAGTKLELK

SCT-Ga229

QITLKESGPGIVQPSQPFRLTCTESGESLETSG
IGVIWIRQPSGKGLEWLATIWWDDDNRYNPSLK
SRLTVSKDTSNNQAFLNIITVETADTAIYYCAQ
SGGITLMDYWGQGTSVIVSS

DVILMTQTPLSLPVSLGDQASISCRSSQSIVHSD
GNTYLEWYLOKPGQSPKLLIYKVSNREFSGVPDR
FSGSGSGIDFTLKISRVEAEDLGVYYCEFQSSHV
PGTFGGGTKLEIK

514

SCT-Ga230

EVKLVESGGGLVQPGGSLRLSCATSGEFTFTDYY
MSWVRQPPGKALEWLALTRNKAHGYTTEYSASV
KGRETISKDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGTTLTVSS

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLKTGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSTPETEG
SGTKLEIK

SCT-Ga231

EVQLOQSGTVLARPGASVKMSCKTSDYSEFTSYW
MOWVKQRPGQGLEWIGATIYPGNSAARYNQKEKG
KAKLTAVISANTAYMELSSLTNEDSAVYYCSRE
GGYGLDYWGQGTSVIVSS

DIVLTQSPATLSVIPGDSVSLSCRASQSIYNNL
AWYQONSHESPRLLIKYASQSISGIPSRESGSG
SGTIDEFTLSINSVETEDFGLYFCQQSNSWPYTEG
GGTRLEIN

516
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SCT-Ga232

EVQLOQSGPELEKPGSSVKISCKASGYSEFTDYN
MOWVKQSNGKSLEWIGDIDVYYSGTSYNQKEKG
KATLTVDKSSSTTYMELKSLTSEDSAVYEFCARS
SLRWYFDLWGAGTTIVIVSS

EIVLTQSPAIMSASPGERVIVTICSAGSSVSSSN
LAWYQOKSGSSPRLLIYDTSKLASGVPVRESGS
GSGTSYALTISRMEAEDAATYYCQQWSSYPLTE
GAGTKLELK

SCT-Ga233

QVQLKESGPGLVAPSQSLSITCTVSGESLTRHG
THWVROQPPGKGLEWLGVIWPGGNTKYNSALMSR
LSISKDNSKSQVEF LKMNSLQTDDTAMYYCARSG
GYGNFAPYYEFDOWGQGTTLTVSS

NIMMTQSPSSLAVSAGEKVIMSCKSSONILYSS
NOKNYLAWYQOKPGQSPKLLIYWASTRESGVPD
RETGSGSGIDFTLTISSVQAEDLAVYYCHQYLS
SYTFGGGTKLEIK

SCT-Ga234

QVOLOQSGGEVMKPGASVKISCQATGYTEFSNYW
IEWLKQRPGHGLEWIGEILPVSGSSYYNEKEFRG
KATESADKSSNTAYMOLSSLTSEDSAVYYCARQ
KYGNYYYFDYWGQGTTLTIVSS

DIQMTQTTSSLSASLGDRVTIISCSASQGISNYL
NWYQOKPDGTVTLLIYYTSSILNSGVPSRESGSG
SGTDYSLTISNLEPEDIATYYCQHYSKLPYTEG
GGTKLEMK

519

SCT-Ga235

QVOLOQSGGDLMKPGASVKISCKATGYTEFSNYW
IEWVKOQRPGHGLEWIGEILPGSGSSYYNEKFKG
KAIFTADTSSSTAYMOLSSLTSEDSAVYYCARQ
KYGNYYYEFDFWGQGTSLIVSS

DIQMTQTTSSLSASLGDRVTIISCSASQGLENYL
AWYQQKPDGTIVKLLIYYTSSLHSGVPSRESGSG
SGTDYSLTISNLEPEDIATYYCQQYSKLPYTEG
GGTKLEIK

SCT-Ga236

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
MOWVKQRAGQGLEWIGNIFPGSGTTNYDEKEKN
KGTLTVDTISSSTAYMALSSLTSEDSAVYYCARE
GLYAFDYWGQGTTLTVSS

DIVLTQSPATLSVIPGDSVSLSCRASQSIRNSL
AWEQQOKSHESPRLLINYASQSVSGIPSRIRGSG
SGTIDFTLSINSLETEDEFGMYFCQQSNSWPYTEG
GGTKLEIK

521

SCT-Ga237

EVMLVESGGGLVEPGGSLKLSCAASGEFTEFSTYA
MSWVRQTPEKRLEWVATISSGGTYTYYPDSVKG
RETISRDNAKNTLYLOMSSLRSEDTAMYYCARH
FISTIITHFDYWGHGTTLTIVSS

NIMMTQSPSSLAVSAGERKVIMSCKSSQSVLYSS
NOMNYLAWYQQOKPGQSPKVLIYWASTRESGVPD
RETGGGSGTIDFTLTISSVQAEDLALYYCHQYLS
SLTFGAGTKLELK

522

SCT-Ga238

EVQLOQSGTVLARPGASVKMSCKASGYSITSYW
MOWVKQRPGQGLEWIGGVYPGNSNTNYNQKEFKG
KAKLTAVISASTAYMELSSLTNEDSAVYYCTRE
GGYGMDYWGQGTSVIVSS

DVVLTQSPATLSVIPGDSVSLSCRASQTISNNL
AWEQQKSHESPRLLIKYSSQSISGIPSRESGSG
SGTIDEFTLSINSVETEDEFGMYFCQQSYSWPYTEG
GGTKLEIK

523

SCT-Ga239

QAYLQQSGAELVRSGASVKMSCKASGYTEFTSYN
MOWVKQTPGQGLEWIGKIFPGNGETDYNQNERD
KATLTADTSSSTAYMQISSLTSEDSAVYEFCTRE
GWLSLGYWGQGTTLTIVSS

DIVMTQSQKFMSTSVGDRVSITCKASQNVVINY
AWYQOKPGQSPKRKALIYSASYRYSGVPDRETGSG
SGTIDEFTLTISNVQSEDLADYFCQQHANSYPYTEG
GGTKLEIK

SCT-Ga240

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
MOWVKQRAGQGLEWIGNIFPGSGTTNYDEKEKN
KGTLTVDTISSNIAYMALSSLTSEDSAVYYCARE
GLYAFDYWGQGTTLTVSS

DIVLTQSPATLSVIPGDSVSLSCRASONIRNSL
AWEQQKSHESPRLLINYASQSISGIPSRIRGSG
SGIDEFTLTINSLETEDEFGVYFCQQSNSWPYTEG
GGTKLEIK

SCT-Ga241

QIQLVQSGPELKKPGETVKISCKASGYTEFTDYS
MHWVKQAPGKGLKWMGWINTETGEPTYADDEKG
RFAFSLETSASTAYLQINNLKNEDTATYECTRT
NYGNPYWYFDVWGAGTTVTIVSS

200

QIVLSQSPATILSASPGERKVTIMTCRASSSVNYMA
WYQOKPGSSPKPWIYATSNLASGVPARFSGSGS
GTSYSLTISRVEAEDAATYYCQQWNENPQTE GG
GTKLEIK

SCT-Ga242

EVNLVESGGGLVQPGGSLRLSCATSGEFTEFNDYY
MSWVRQPPGKALEWLCLIRNKANGYTTEYSASYV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGTTLTVSS

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLGAGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSIPETEG
SGTKLEIK

SCT-Ga243

EVQLOQSGPELVKPGASMKISCKASGYSFIDYT
MNWVKQSHGKNLEWIGLIIPYNGGTSYNQKEKG
KATLTVDKSSSTASMEFLSLTSEDSAVYYCARG
LRGYYAMDYWGQGTSVIVSS

202

DVVLTQTPLSLPVSLGDQVSISCRSSQSLTNSY
GSTELSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTVKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

SCT-Ga244

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
MOWVKQRAGQGLEWIGNIFPGTGSANYDEREFKN
KGTLTVDTISSSTAYMALSSLTYEDSAVYYCTRE
GLYPEFDYWGQGTTLTVSS

203

DIVLTQSPATLSVIPGDSVSLSCRASONIRNNL
AWEQQOKSHESPRLLIKYASQSISGIPSRESGSG
SGTIDFTLSINSLETEDEFGMYFCQQSNSWPYTEG
GGTKLEIK

SCT-Ga245

QVQLKQSGPGLVOPSQSLSITCTVSGESLTSYG
VHWVROSPGKGLEWLGVIWSGGSTDYNAAFISR
LSISKDNSKSQVFFKMNSLQTNDTAIYYCAREV
RRYFDVWGAGTTVTIVSS

QIVLTQSPAIMSASLGERVIMTCTASSSVISSY
LAOWYQOKPGSSPRKLWIYSTSNLASGVPARESGS
GSGTSYSLTISSMEAEDAATYYCHQYHRSPLTE
GAGTKLELK

SCT-Ga246

QITLKESGPGIVQPSQPFRLTCTESGESLETSG
IGVIWIRQPSGKGLEWLATIWWDDDNRYNPSLK
SRLTVSKDTSNNQVFLNITALETADTAMYYCAQ
SGGITLMDYWGQGTSVIVSS

205

DVILMTQSPLSLPVSLGDQASISCRSSQSIVHSD
GNTYLEWYLOKPGQSPKLLIYKVSRREFSGVPDR
FSGSGSGIDFTLKISRVGAEDLGVYYCEFQGSAV
PGTFGGGTKLEIK

531

SCT-Ga247

EVQLOQSGPELVRPGGSMKISCKASGYSFTGYT
MNWVKQSHGONLEWIGLIIPYNGGSSYNQKEQG
KATLTVDKSSSTAYMELLSLTSEDSAVEYCARG
LRGYFAMDYWGQGTSVIVSS

206

DVVMTQTPLSLPVSFGDQVSISCRSSONLTNSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

532
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SCT-Ga248

QAYLQQSGAELVRSGASVKMSCKASGYTEFTSYN
LAWVKQTPGOGLKWIGYIYPGNGYTHYNQKEFKG
KATLTADTSSSTAYMQINSLTSEDSAVYEFCARE
GGWAMDYWGQGTSVIVSS

QIVLTQSPAIMSASPGERKVTIMTCSASSSVNYMA
WYQOKSGTSPKRWIYDTSKLASGVPARESGSGS
GTSYSLTISSMEAEDAATYYCQQWNSNPPTEGA
GTKLELK

SCT-Ga249

QVOLOQSGGELMKPGASVKISCKATGYTEFSNYW
IEWVKOQRPGHGLEWIGEILPGSGSSYYNEKFKG
RATEFTADKSSNTAYMOLSSLTSEDSAVYYCARQ
KYGNEYYEFDFWGQGTTLTIVSS

208

ATOMTQTTSSLSASLGDRVIISCSASQGIGNYL
NWYQOKPDGTVKLLIYYTSSLHSGVPSRESGSG
SGTDYSLTISDLEPEDIATYYCHQYSKLPYTEG
GGTKLEIK

SCT-Ga250

QIQLVQSGPELKKPGETVKISCKASGYTEFTNYG
MNWVKQAPGKGLKWMGWISTYIGEPTCADDEKG
RFAFSLDTSASTAYLQINNLKNEDTATYECARD
SFAOWGQGTLVTVSA

209

DIVMTQAAFSNPVTLGTSASISCRSSKNLLHSN
GITYLYWYLORPGQSPQLLIYRVSNLASGVPNR
FSGSESGTIDFTLRISRVEAEDVGVYYCGOLLEL
PYTFGGGTKLEIK

535

SCT-Ga251

QAYLQQSGAELVRSGASVKMSCKASGYTEFTSYN
LAWVKQTPGOGLKWIGYIYPGNGYTNYNQKEFKG
KATLTADTSSSTAYMQINSLTSEDSAVYEFCARE
GGWAMDYWGQGTSVIVSS

210

QIVLTQSSAIMSASPGERKVTIMTCSATSSVSSMA
WYQOKSGTSPKRWIYDTSKLASGVPARESGSGS
GTSYSLTISSMEAEDAATYYCQQWSSNPSTEGA
GTKLELK

536

SCT-Ga252

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSEW
MOWVKQROAGQGLEWIGNIYPGSGTTINEDEKEKS
KVTILTVDISSSTAFMALSSLTSEDSAVYYCTRE
GLYAFDOWGQGTTLTVSS

DIVLTQSPATLSVIPGDSVSLSCRASQSIRSSL
AWEQQKSHESPRLLITYASQSISGIPSRESGSG
SGTIDFTLSINSLETEDEFGVYFCQQSNTWPYTEG
GGTKLEIK

537

SCT-Ga253

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
MOWVKQRAGQGLEWIGNIFPGSGTTNYDEKEKN
KGTLTVDTISSSTAYMALSSLTSEDSAVYYCARE
GLYAFDYWGQGTTLTVSS

DIVLTQSPATLSVIPGDSVSLSCRASQSIRNSL
AWEQQKSHESPRLLINYASQSISGIPSRIRGSG
SGTIDFTLSINSLETEDEFGMYFCQQSNSWPYTEG
GGTKLEIK

SCT-Ga254

QVOLOQSGAELVRPGTSVKISCKASGYTFTIHW
LGWVRQRPGHGLEWIGDIYPGGGYTNYNEKEFKG
KATLTADTSSSTAYMQFSSLTSEDSAVYEFCARD
YGYDVYAMDYWGQGTSVIVSS

212

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PRTFGGGTKLEIK

SCT-Ga255

EVKLVESGGGLVKPGGSLKLSCAASGFAFSSED
MSWVRQTPEKRLEWVAVISSGGSYTFYPDSVKG
RETISRDNARNTLYLOMSSLRSEDTALYEFCTRQ
DYRYPYIMDYWGQGTSVIVSS

213

DIOMNQSPSSLSASLGDTITITCHASONINVWL
SWYQOKPGNIPKLLIYKASNLATGVPSRESGSG
SGAGFTLTISSLOPEDIATYYCQQGQSYPWTEG
GGTKLEIK

SCT-Ga256

QVOLOQSGAELVRPGTSVKISCKPSGYIFTNEW
LGWVKQRPGHGLEWIGDIYPGGGYTNYNEKEFKG
RATLTADTSSSTAYMQLSSLTSEDSAVYEFCARS
ROQLASYAMDYWGQGTSVTASS

DIQMTQSPASLSASVGETVTITCRSSENIYSYL
AWYQOKQGKSPOLILVYNAKILAEGVPSRESGSG
SGTQYSLKINSLOPEDFGTYYCQHHYGTPPTEG
GGTNLEIK

SCT-Ga257

QITLKESGPGIVQPSQPFRLTCTESGESLETSG
IGVIWIRQPSGKGLEWLATIWWDDDTRYNPSLK
SRLTVSKDTSNNQAFLNILTVETADTAIYYCAQ
SGGITLMDYWGQGTSVIVSS

DVILMTQTPLSLPVSLGDQASISCRSSONIVHSN
GNTYLEWYLOKPGQSPKLLIYKVSNREFSGVPDR
FSGSGSGIDFTLKISRVEAEDLGVYYCEFQTSHV
PGTEFGGGTKLEIK

SCT-Ga258

EVKLVESGGGLVQPGGSLRLSCATSGEFTFTDYY
MSWVRQPPGKALEWLALTRNKAHGYTTEYSASV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGTTLTVSS

215

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLKTGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSTPETEG
SGTKLEIK

SCT-Ga259

EVNLVESGGGLVQPGGSLRLSCATSGEFTEFNDYY
MSWVRQPPGKALEWLCLIRNKANGYTTEYSASYV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGTTLTVSS

DIQMTQSPSYLSVSLGGRVTINCKASDHINNWL
AWYQOKPGNAPRLLISGATSLETGVPSRESGSG
SGKDYTLSITSLOTEDAATYYCQQYWSIPETEG
SGTKLEIK

SCT-Ga260

EVNLVESGGGLVQPGGSLRLSCATSGEFTEFNDYY
MAWVROPPGKALEWLCLIRDKANGYTTEYSASV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGTTLTVSS

216

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLGAGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSIPETEG
SGTKLEIK

SCT-Ga261

EVQLOQSGPELEKPGSSVKISCKASGYSEFSDYN
MOWVKQSNGKSLEWIGNIDVYYLSTSYNQKEKG
KATLTVDRSSSTAYMQLKSLTSEDSAVYEFCARS
LLRWYFDVWGAGTTVIVSS

QIVLTQSPAIMSASPGERKVIMTCSASSSVIYMY
WYQOKSGSSPRLLIYDTSNLASGVPVRESGSGS
GTSYSLTISRMEAEDAATYYCQHWSSYPLTFGA
GTKLELK

544

SCT-Ga262

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLIIPYNGGTSYNQKEKG
KATLTVDKSSSTAYMELLSLTSEDSAVYEFCARS
LRESEFDYWGQGTSLTIVSS

218

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

SCT-Ga263

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
THWVKQROGQGLEWIGNIFPGSGTTINYDEKEFKS
RGTLTVDTISSSTAYMALSSLTSEDSAIYYCTRE
GLYSEDYWGQGTTLTVSS

219

DIVLTQSPATLSVIPGDSVSLSCRASQSIRNNL
AWEQQKSHESPRLLIKYVSQSISGIPSRESGSG
SGTDEFTLNINSLEAEDFGMYFCQQSISWPYTEG
GGTKLEIK
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SCT-Ga264

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
MOWVKQRAGQGLEWIGNIFPGSGITNYDEKEKN
KGTLTVDTISSSTAYMALSSLTSEDSAVYYCARE
GLYAFDYWGQGTTLTVSS

220

DIVLTQSPATLSVIPGDSVSLSCRASQSIRNSL
AWEQQOKSHESPRLLINYASQSMSGIPSRERGSG
SGTIDFTLSINSLETEDEFGMYFCQQTNSWPYTEG
GGTKLEIK

546

SCT-Ga265

QAYLQQSGAELVRSGASVKMSCKASGYTEFTSYN
MOWVKQTPGQGLEWIGKIFPGNGETDYNQRERD
KATLTADTSSSTAYMQISNLTSEDSAVYEFCTRE
GWLSLGYWGQGTTLTIVSS

221

DIVMTQSQKFMSTSIGDRVSVTCKASQNVVTINY
AWYQORPGQSPKALIYSASYRYSGVPDREFAGSG
SGTIDEFTLTISNVQSEDLADYFCQQHANSYPYTEG
GGTKLEIK

SCT-Ga266

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLIVPYNGGTSYNQKEKG
KATLTVDKSSSTAYMELLSLTSEDSAVYYCARS
LRESEDYWGQGTTLTIVSS

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GTTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLRISTIKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

548

SCT-Ga267

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLIVPNNGGTSYNQKEKG
KATLTVDKSSSTAYMELLSLTSEDSAVYYCARS
LRESEFDYWGQGTTLTIVSS

222

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GTTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

469

SCT-Ga268

QIQLVQSGPELKKPGETVKISCKASGYIFTNYG
MNWVKKAPGKGLKWMGWINSYTGESTYGDDEKG
RFAFSSETSASTAYLQINNLKKEDTATYECARD
SFAYWGQGTLVTVSA

223

DIVMTQAAFSNPVTLGTSASISCRSSKNLLHSN
GITYLYWYLORPGQSPQLLIYRMSNLASGVPNR
FSGSGSGIDFTLRISRVEAEDVGVYYCGOLLEL
PYTFGGGTKLEIK

SCT-Ga269

QAYLQQSGAELVRSGASVKMSCKASGYTEFTSYN
MOWVKQTPGQGLEWIGKIFPGNGETDYNQIFRD
KATLTADTSSSTAYMQISSLTSEDSAVYEFCTRE
GWLSLGYWGQGTTLTIVSS

224

DIVMTQSQKFMSTSIGDRVSVTCKASQNVVTINY
AWYQOKPGQSPKRKALIYSASYRYSGVPDRETGSG
SGTDEFTLTINNVQSEDLADYFCQQHANSYPYTEG
GGTKLEIK

SCT-Ga270

QVOLOQPGAELVKPGASVKMSCKASGYTEFTTEW
INWVKOQRPGQGLEWIGDIFPGRGITNYNGKEKN
KATLTLDTSSSTAYMQLSSLTSEDSAVYYCSRG
LGYFDVWGAGTTVTIVSS

225

DILLTQSPAILSVSPGERVSESCRASQSIGTST
QWYQQRTNGSPRLLIKYGSESISGIPSRESGSG
SGTIDFTLSINSVESEDSADYYCQQSYRWPYTEG
GGSKLEIK

SCT-Ga271

EVNLVESGGGLVQPGGSLRLSCATSGEFTEFNDYY
MSWVRQPPGKALEWLCLIRDKANGYTTEYSASYV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGTTLTVSS

226

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLETGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSIPETEG
SGTKLEIK

SCT-Ga272

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
MOWVKQRAGQGLEWIGNIFPGTGSTNYDEREFKN
KGTLTVDTISSSTAYMALSSLTYEDSAVYYCTRE
GLYPEFDYWGQGTTLTVSS

227

DIVLTQSPATLSVIPGDSVSLSCRASONIRNNL
AWEQQOKSHESPRLLIKYASQSISGIPSRESGSG
SGTIDFTLSINSLETEDEFGMYFCQQSNSWPYTEG
GGTKLEIK

SCT-Ga273

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLITIPYNGGTSYNQKEKD
KATLTIDKSSSTAYMELLSLTSEDSAVYYCARG
FRGYFAVDYWGQGTSVIVSS

151

DVVVTQTPLSLPVSFGDQVSISCRSSQSLTNSY
GNTEFLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGINFTLKISTIKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

SCT-Ga274

EVQLOQSGPELEKPGSSVKISCKASGYSEFTDYN
MOWVKQSNGKSLEWIGNIDVYYSGTSYNQKERG
KATLTVDKSSSTAYMELKSLTSEDSAVYEFCARS
LLRWYFDVWGAGTTVIVSS

228

EIVLTQSPAIMSASPGERVIMTCSAGSSVSSS5Y
LAWYQOKSGSSPRLLIYDTSNLASGVPVRESGS
GSGTSYSLTISPMEAEDAATYYCQQWSSYPLTE
GAGTKLELK

SCT-Ga275

EVMLVESGGGLVKPGGSLKLSCAASGEFTEFSTYA
MSWVRQTPEKRLEWVATISSGGSYTYYPDSVKG
RETISRDNAKNTLYLOMSSLRSEDTAMYYCARH
FISTIITHFDYWGHGTTLTIVSS

229

NIMMTQSPSSLAVSAGERKVIMSCKSSQSVLYSS
NOMNYLAWYQQOKPGQSPKLLIYWASTRESGVPD
RETGSGSGIDFTLTISSVQAEDLALYYCHQYLS
SLTFGAGTKLELK

SCT-Ga276

EVNLVESGGGLVQPGGSLRLSCATSGEFTEFNDYY
MSWVRQPPGKALEWLCLIRNKANGYTTEYSASYV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGTTLTVSS

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLETGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSIPETEG
SGTKLEIK

SCT-Ga277

QVOLOQSGPELVKPGASVKMSCKASGYTFTSYY
THWVKQRPGQGLEWIGWIYPGDGSTKYNEKFKG
KTITLTADKSSSTAYMLLSSLTSEDSAIYEFCTRD
GNYGDWEPYWGOQGTLVIVSA

230

DVILMTQTPLSLPVSLGDQASISCRSSONIVHSN
GNTYLEWYLOKPGQSPKLLIYKVSNREFSGVPDR
FSGSGSGIDFTLKISRVEAEDLGVYYCEFQGSAV
PYTFGGGTKLEIK

SCT-Ga278

QVOLOQSGGEVMKPGASVKISCKATGYTEFSNYW
IEWVKOQRPGHGLEWIGEILPVSDSAYYNEKERG
KATETADKSSNTAYMOLSTLTSEDSAVYYCARQ
KYGNYYYFDYWGQGTTLTIVSS

231

DIQMTQPTSSLSASLGDRVTIISCSASQGISSYL
NWYQOKPDGTIVTLLIYYTSSLHSGVPSRESGSG
SGTDYSLTISNLEPEDIATYYCQHYSKLPYTEG
GGTKLEIK

SCT-Ga279

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
THWVKQROGQGLEWIGNIFPGSGTSNYDEKENN
KGTLTVDTISSSTSYMALSSLTSEDSAVYYCARE
GLYAFDYWGQGTTLTVSS

DIVLTQSPASLAVSLGORASISCRASESVDKYG
ISFMSWEQOKPGQPPKLLIYAASNQGSGVPARE
S5GSGSGTDESLNIHPMEEDDTAMYFCQQSKEVP
WIFGGGTKLEIK
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SCT-Ga280

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLIVPYNGGTSYNQKEKG
KATLTVDKSSSTAYMELLSLTSEDSAVYYCARS
VRESFDYWGQGTTLTVSS

232

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GTTYLSWYLHKPGQSPQLLIYEISNRFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

559

SCT-Ga281

QIQLVQSGPELOKPGETVKISCKASGYTEFTNYG
MNWVKKAPGKGEFKWMGWINTYTGESTYADDEKG
RFAFSSETSASTVEFLQINNLKNEDTATYECARD
SFAYWGQGTLVTVSA

233

DIVMTQAAFSNPVTLGTSASISCRSSKNLLHSN
GITYLYWYLORPGQSPQVLIYRMSNLASGVPNR
FSGSGSGIDFTLRISRVEAEDVGVYYCGOLLEL
PYTFGGGTKLEIK

466

SCT-Ga282

EVQLQQSGPDLVKPGASVKISCKASGYSFTGYY
MOWVKQSHGKSLEWIGRVNPNNGGTSYNQKEKD
KAVLTVDKSSSTAYMEFRSLTSEDSAVYYCASS
PLLRLRGYAMDDWGQGTSVTVSS

234

DIVVTQSPASLAVSLGOQRATISCRASESVDSYG
KSEIHWYQOKPGQPPKLLIYVASNLESGVPARE
SGSGSRTDETLTIDPVEADDAATYYCQQONNEDP
WIFGGGTKLEIK

560

SCT-Ga283

QVOLOQPGAELVKPGASVKMSCKASGYTEFTSEW
INWVKOQRPGQGLEWIGDIYPGRGITNYNGEFKS
KATLTLDTSSSTAYMQLSSLTSEDSAVYYCSRG
LGYFDVWGAGTTVTIVSS

235

DILLTQSPAILSVSPGERVSESCRASQSIGTST
QWYQQRTNGSPRLLIKYGSESISGIPSRESGSG
SGTIDFTLSINSVESEDIADYYCQQSYRWPYTEG
GGTKLEIK

561

SCT-Ga284

QVOLOQPGSELVRPGVSVKLSCKASGYTEFTSYW
MOWVKQRAGQGLEWIGNIFPGSGTTNYHEKEKN
KGTLTVDTISSSTAYMALSSLTSEDSAVYYCSRE
GLYPEFDYWGQGTTLTVSS

236

DIVLSQSPATLSVIPGDSVSLSCRASQSIRNNL
AWEQQKSHESPRLLITYASQSISGIPPRESGSG
SGTIDFTLSINSLETEDFGMEFCQQSNSWPYTEG
GGTKLEIK

562

SCT-Ga285

QAYLQQSGAELVRSGASVKMSCKASGYTEFTSYN
MOWVKQTPGQGLEWIGKIFPGNGETDYNQKERD
KATLTADTSSSTAYMQISSLTSEDSAVYEFCTRE
GWLSLGYWGQGTTLTIVSS

DIVMTQSQKFMSTSVGDRVSITCKASQHVVTINY
AWYQOKPGQSPKRKALIYSASYRYSGVPDRETGSG
SGTIDEFTLTISNVQSEDLADYFCQQHANSYPYTEG
GGTKLEIK

563

SCT-Ga286

QVQLKESGPGLVAPSQSLSITCTVSGESLTSYD
ISWIRQPPGKGLEWLGVIWTIGGGTNYNSAFMSR
LSISKDNSKSQVEFLKMNSLQTDDTAIYYCVRST
MITHYAMDYWGQGTSVIVSS

237

DILLTQSPAILSVSPGERVSESCRASONIGTST
AWYQQRTINGSPRLLIKYAFESISGIPSRESGSG
SGTIDFTLSINSVESEDIADYYCQQSNSWPLTEG
AGTKLELK

564

SCT-Ga287

EVNLVESGGGLVQPGGSLRLSCATSGEFTEFNDYY
MSWVRQPPGKALEWLCLIRNKANGYTTEYSASYV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGTTLTVSS

DIQMTQSSSYLSVSLGGRVTITCRASDHINNWL
AWYQOKPGNAPRLLISGATSLETGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSIPETEG
SGTKLEIK

565

SCT-Ga288

QITLKESGPGIVQPSQPFRLTCTESGESLETSG
IGVIWIRQPSGKGLEWLATIWWDDDNRYNPSLK
SRLTVSKDTSNNQAFLNIITVETADTAIYYCAQ
SGGITLMDYWGQGTSVIVSS

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLKTGVPSRESGSG
SGKDYTLSITSLOIEDVATYYCQQYWSIPETEG
SGTKLEIK

566

SCT-Ga289

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
MOWVKQROGQGLEWIGNIYPGSGTTNYDEKEKN
KGTLTVDTISSSTAYIHNLSSLTSEDSAVYYCTRE
GLYPEFDYWGQGTTLTVSS

238

DIVLTQSPATLSVIPGDSVSLSCRASQSIRNSL
AWEQQKSHESPRLLIKYVEQSISGIPSRESGSG
SGTIDFTLSINSLETEDEFGMYFCQQSNSWPYTEG
GGTKLEIK

567

SCT-Ga290

QAYLQQSGAELVRSGASVKMSCKASGYTEFTSYN
LAWVKQTPGOGLKWIGYIYPGNGYTNYNQKEFKG
KATLTADTSSSTAYMQINSLTSEDSAVYEFCARE
GGWAMDYWGQGTSVIVSS

210

QIVLTQSPAIMSASPGERKVTIMTCSATSSVSSMA
WYQOKSGTSPKRWIYDTSKLASGVPGRESGSGS
GTSYSLTISSMEAEDAATYYCQQWSSNPSTEGA
GTKLELK

568

SCT-Ga291

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
MOWVKQRAGQGLEWIGNIFPGSGITNYDEKEKN
KGTLTVDTISSNTAYMALSSLTSDDSAVYYCARE
GLYAFDYWGQGTTLTVSS

239

DIVLTQSPATLSVIPGDSVSLSCRASQSIRNSL
AWEQQKSIESPRLLINYASQSISGIPSRIRGSG
SGTIDEFTLSINNLETEDEFGMYFCQQTNSWPYTEG
GGTKLEIK

569

SCT-Ga292

EVQOLOQSGPELEKPGSSVKISCTASGESEFTDYN
THWVKQSNGKSLEWIGDVDIYYSGTSYNQKEKG
KATLTVDKSSSTTYMELKSLTSEDSAVYEFCARS
SLRWYFDLWGAGTTIVIVSS

240

EIVLTQSPAIMSASPGERVIVTICSAGSSVSSSN
LAWYQOKSGSSPRLLIYDTSKLASGVPVRESGS
GSGTSYALTISRMEAEDAATYYCQQWSSYPLTE
GAGTKLELK

SCT-Ga293

QVOLOQPGAELVKPGASVKMSCKASGYTEFSNYW
MOWVKQRPGQGLEWIGTIDPSDSYTSYNPKEKG
KATLTVDPSSSTAYMQLSSPTSEDSAVYYCTRP
SSYFFDYWGQGTTLTIVSS

DIVLTQSPATLSVIPGDSVSLSCRASQSIRNNL
AWYQQOKSHESPRLLIKYASQSISGIPSRESGSG
SGINFTLSINSVETEDEFGMYFCQQSYSWPYTEG
GGTKLEIN

SCT-Ga29%4

QAYLQQSGAELVRSGASVKMSCKASGYTEFTSYN
MOWVRQTPGQGLEWIGSIYPGNDGTINYIQKFKG
KATLTTDTISSSTAYMQISSLTSEDSAVYEFCARE
GWLSLDYWGQGTTLTVSS

242

DIVMTQSQKFMSTSVGDRVSVTCKASQNVVTINY
AWYQOKPGQSPKPLIYSASYRNSGVPDRETGSG
SGTIDEFTLTISNVQSEDLARYFCQQYKSYPYTEG
GGTKLEIK

571

SCT-Ga295

EVQLOQSGPELVKPGASMKISCKASGYSFTGNT
MNWVKQSHEKNLEWIGLINPYNGGTSYNQKEKG
KATLTVDKSSSTAYMELLSLTSEDSAVYYCARG
FRGYFAMDYWGQGTSVIVSS

243

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

572
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SCT-Ga296

QITLKESGPGIVQPSQPFRLTCTESGESLETSG
IGVIWIRQPSGKGLEWLATIWWDDDTRYNPSLK
SRLTVSKDTSNNQAFLNILTVETADTAIYYCAQ
SGGITLMDYWGQGTSVIVSS

DVILMTQTPLSLPVSLGDQASISCRSSONIVHSN
GNTYLEWYLOKPGQSPKLLIYKVSKREFSGVPDR
FSGSGSGIDFTLKISRVEAEDLGVYYCEFQTSHV
PGTFGGGTKLEIK

SCT-Ga297

EVQLOQSGPELVKPGASVKISCKASGYTEFTDYN
MOWVKQSHGKSLEWIGYIYPYNVGTAYNQKEFKG
KATLTVDNSSSTAYMELRSLTSEDSAVYYCARK
NPLDYWGQGTTLTVSS

244

DIVLTQAAFSNPVILGTSVSISCRSSKNLLHSN
GITYLYWHLORPGQSPQLLIYRVSNLASGVPNR
FSGSESGTIDFTLRISRVEAEDVGVYYCAQLLEL
PYTFGGGTKLEIK

SCT-Ga298

QVOLOQSGGELMKPGASVKISCKATGYTEFSNCW
IEWVKOQRPGHGLEWIGEILPGSGSAYYNEKFKG
KATETADKSSNTAYMOLSSLTSEDSAVYYCARQ
KYGNYYYFDYWGQGTTLTIVSS

245

DIQMTQTTSSLSASLGDRVTIISCSASQGISNYL
NWYQOKPDGTVKLLIYYTSSLHSGVPSRESGSG
SGTDYSLTISNLEPEDIATYYCQHYSKLPYTEG
GGTKLEIK

575

SCT-Ga299

EVQLOQSGTVLARPGASVRKMECKASGYSEFTSYW
MOWVKQRPGQGLEWIGAFYPGNSATNYNQKEFKG
KAKLTAVISASTAYMELSSLTNEDSAVYYCSRE
GGYGMDHWGQGASVTIVSS

246

DIVLTQSPATLSVIPGDSVSLSCRASQSIRNNL
AWYQQKSHESPRLLIKYSSQSISGIPSRESGSG
SGTIDFTLSINSVETEDEFGMYFCQQSNSWPYTEG
GGTKLEIN

576

SCT-Ga300

QVOLOQSGPELVKPGASVKMSCKASGYTFTSYY
THWVKQRPGQGLEWIGWIYPGDGSTKYNEKFKG
KTITLTADKSSSTAYMLLSSLTSEDSAIYEFCTRD
GNYGDWEPYWGOQGTLVIVSA

230

DIVLTQSPASTAVSLGOQRATISCRASQSVSTSR
YSYMHWYQOKPGQSPKLLIKYASNLESGVPARE
SGSGSGTDETLNINPVEEEDTATYYCQHSWEIP
LTFGAGTKLELK

577

SCT-Ga301

EVKLVESGGGLVKPGGSLKLSCAASGFAFSSED
MSWVRQTPEKRLEWVAVISSGGSYTFYPDSVKG
RETISRDNARNTLYLOMSSLRSEDTALYYCARQ
DYRYPYIMDYWGQGTSVIVSS

DIOMNQSPSSLSASLGDTITITCHASONINVWL
SWYQOKPGNIPKLLIYKASNLATGVPSRESGSG
SGAGFTLTISSLOPEDIATYYCQQGQSYPWTEG
GGTKLEIK

SCT-Ga302

EVQLOQSGTVLARPGASVRKMECKASGYSEFTSYW
MOWVKQRPGQGLEWIGAFYPGNSATNYNQKEFKG
KAKLTAVISASTAYMELSSLTNEDSAVYYCSRE
GGYGMDHWGQGASVTIVSS

246

DIVLTQSPATLSVIPGDSVSLSCRASQSIRNNL
AWYQQOKSHESPRLLIKYASQSISGIPSRESGSG
SGTIDFTLSINSVETEDEFGMYFCQQSNSWPYTEG
GGTKLEIN

SCT-Ga303

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLIIPYNGGTSYNQKEKG
KATLTVDKSSSTAYMELLSLTSEDSAVYYCARS
LRESEFDYWGQGTSLTIVSS

248

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

SCT-Ga304

QAYLQQSGAELVRSGASVKMSCKASGYTEFSNYN
MOWVKQTPGQGLEWIGYIFPGNGVITYSQKEKD
KATLTADTSSSTAYMQISSLTSEDSAVYEFCARG
GEGGALDYWGQGTSVIVSS

249

QIVLTQSPEIMSASPGERKVTIMTCSASSSVSHMA
WYQOKSGTSPKRWIYDTSKLASGVPARESGSGS
GTSYSLTISSMEAEDSATEYCQQWNNNPLTEGA
GTKLELK

SCT-Ga305

EVQLOQSGTVLARPGASVKMSCKASGYSITSYW
MOWVKQRPGQGLEWIGGVYPGNSNTNYNQKEFKG
KAKLTAVISASTAYMELSSLTNEDSAVYYCTRE
GGYGMDYWGQGTSVIVSS

DVVLTQSPATLSVIPGDSVSLSCRASQTISNNL
AWYQQKSHESPRLLIKYSSQSISGIPSRESGSG
SGTIDEFTLSINSVETEDEFGMYFCQQSYSWPYTEG
GGTKLEIK

SCT-Ga306

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWLGLIFPYNSATSYNQKETG
KATITVDKSSNTTYMELLSLTSEDSAVYYCARG
LRGEFFALDYWGQGTSVIVSS

173

DVVMTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPHLLIYGISHRFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

SCT-Ga307

QAYLQQSGAELVRSGASVKMSCKASGYTEFSNYN
MOWVKQTPGQGLEWIGYIFPGNGVITYSQKEKD
KATLTADTSSSTAYMQISSLTSEDSAVYEFCARG
GEGGAMDYWGQGTSVIVSS

250

QIVLTQSPEIMSASPGERKVTIMTCSASSSVSHMA
WYQOKSGTSPKRWIYDTSKLASGVPARESGSGS
GTSYSLTISSMEAEDSATYECQQWNNNPLTEGA
GTKLELK

SCT-Ga308

QITLKESGPGIVQPSQPFRLTCTESGESLETSG
IGVIWIRQPSGKGLEWLATIWWDDDNRYNPSLK
NRLTVSKDTSNNQAFLNEITVETADTAIYYCAQ
SGGITLMDYWGQGTSVIVSS

251

DVILMTQTPLSLPVSLGDQASISCRSSQSIVHSD
GNTYLOWYLOKPGQSPKLLIYKVSRREFSGVPAR
FSGSGSGIDFTLKISRVEAEDLGVYFCEFQGSAV
PGTFGGGTKLEIT

SCT-Ga309

QITLKESGPGIVQPSQPFRLTCTESGESLETSG
IGVIWIRQPSGKGLEWLATIWWDDDNRYNPSLK
SRLTVSKDTSNNQVEFLNIIDVESADTAMYYCAQ
SGGITLMDYWGQGTSVIVSS

252

DVILMTQSPLSLPVSLGDQASISCRSSQSIVHSD
GNTYLEWYLOKPGQSPKLLIYKVSRREFSGVPDR
FSGSGSGIDFTLKISRVGAEDLGVYYCEFQGSAV
PGTFGGGTKLEIK

531

SCT-Ga310

QIQLVQSGPELKKPGETVKISCKASGYTEFINEG
MNWVKQTPGKGLKWMGWINTYTGEPTYADDLKG
RFALSLETSAGTSYLQINTLRDEDTATYEFCARD
SFAOWGQGTLVTVSA

253

DIVMTQAAFSNPVTLGTSASISCRSSKNLOHNN
GITYLYWYLORPGQSLOLLIYRVSNLASGVPNR
FSGSESGIDFTLRISRVEPEDVGVYYCGOLLEL
PYTFGGGTRLEIK

SCT-Ga3ll

QAYLQQSGAELVRSGASVKMSCKASGYTEFTSYN
MOWVKQTPGQGLEWIGYIYPGNGETNYNQKEFKG
KATLTADTSSSTAYMQISSLTSEDSAVYEFCARE
GGWAMDYWGQGTSVIVSS

254

QIVLTQSPAIMSASPGERKVTIMTCSASSSVSHMA
WYQOKSGTSPKRWIYDTSKLASGVPVRESGSGS
GTSYSLTISSMEAEDAATYYCQQWNSNPSTEGA
GTKLELK
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SCT-Ga3l2

EVNLVESGGGLVQPGGSLRLSCATSGFPENDYY
MSWVRQPPGKALEWLCLIRNKANGYTTEYSSSV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGTTLTVSS

DIQMTQSSSYLSVSLGGRVTITCKASDHIHNWL
AWYQOKPGNSPRLLISGATSLEAGVPSRESGSG
SGKDYTLSITSLOTEDVGTYYCQQYWSIPETEG
SGTKLEIK

SCT-Ga313

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKSLEWIGLIIPYNGGTSYNQKEKG
KATLSVDKSSSTAYMELLSLTSEDSAVYYCARS
LRESEFDYWGQGTTLTIVSS

255

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

SCT-Ga314

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
MOWVKQROAGQGLEWIGNIFPGSGTTINYDEKEKS
KGTLTVDTISSSTAYMALSSLTSEDSAVYYCTRE
GLYAFDYWGQGTTLTVSS

256

DIVLTQSPATLSVIPGDSVSLSCRASQSIRNSL
AWEQQKSHESPRLLIKYASQSMSGIPSRESGSG
SGTIDFTLSINSLETEDEFGMYFCQQSNSWPYTEG
GGTKLEIK

SCT-Ga31l5

EVKLVESGGGLVQPGGSLRLSCATSGEFTFTDYY
MSWVROQPPGKALEWLALTRNKANGYTTEYSASV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGTTLTVSS

257

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLETGVPSRESGSG
SGKDYILSITRLOTEDVATYYCQQYWSTPETEG
SGTKLEIK

SCT-Ga3l6

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
MOWVKQRAGQGLEWIGNIYPGGGTTNYDEKERN
KATLTVDTISSSTAYMALSSLTSEDSAVYYCTRE
GLYPEFDYWGQGTTLTVSS

258

DLVLTQSPATLSVIPGDSVSLSCRASQSIRNNL
AWEQQKSHESPRLLITYVSQSISGIPSRESGSG
SGTIDFTLSINSLETEDEFGMYFCQQSNSWPYTEG
GGTKLEIK

SCT-Ga317

EVQLOQSGTVLARPGASVKMSCKTSGYSEFTSYW
MOWVKQRPGQGLEWIGGIYPGNSDTTYNQKEKG
KAKLTAVISASTAYMELSSLTNEDSAVYYCTRE
GGYGMDYWGQGTSVIVSS

259

DIVLTQSPATLSVIPGDSVSLSCRASQSIYNNL
AWYQQKSHESPRLLIKESSQSISGIPSRESGSG
SGTIDEFTLNINSVETEDFGMYFCQQSNSWPYTEG
GGTKLEIK

590

SCT-Ga31l8

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
THWVKQROGQGLEWIGNIFPGSGTSNYDERFKN
MGTLTVDTSSNTAYMDLSSLTSEDSAVYYCARE
GLYAFDYWGQGTTLTVSS

260

DIVLTQSPATLSVIPGDSVSLSCRASONIRNSL
AWEQQOKSHESPRLLINYASQSISGIPSRIRGGG
SGTIDFTLSINSLETEDFGMYFCLOSNSWPYTEG
GGTKLEIK

591

SCT-Ga319

QVOLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGTINPSNGGTSYNQKETG
KATLTVDKSSTTAYMELLSLTSEDSAVYYCTRR
NYGYYFDYWGQGTTLTVSS

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYFCLOGTHQ
PLTFGAGTKLELK

592

SCT-Ga320

EVKLVESGGGLVQPGGSLRLSCVTSGEFTFTDYY
MSWVROQPPGKALEWLALTRNKANGYTTEYSASV
KGRETISRDNSQSILYLOMNTLRAEDSATYEFCA
RDGGYWGQGTTLTVSS

262

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLKTGVPSRESGSG
SGKDYILSITSLOTEDVGTYYCQQYWSIPETEG
SGTKLEIK

593

SCT-Ga321

QITLKESGPGIVQPSQPFRLTCTESGESLETSG
IGVIWIRQPSGKGLEWLATIWWDDDNRYNPSLK
SRLTVSKDTSNNQAFLNILTVDTADTAIYYCAQ
SGGITLMDYWGQGTSVIVSS

263

DVILMTQTPLSLPVSLGDQASISCRSSQSIVHSD
GNTYLEWYLOKPGQSPKLLIYKVSRREFSGVPDR
FSGSGSGIDFTLKIRRVEAEDLGVYYCEFQGSHV
PGTEFGGGTKLEIK

594

SCT-Ga322

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
MOWVKQRAGQGLEWIGNIFPGSGITNYDEKEKN
KGTLTVDTISSSTAYMALSSLTSEDSAVYYCARE
GLYAFDYWGQGTTLTVSS

220

DIVLTQSPATLSVIPGDSVSLSCRASQSIRNSL
AWEQQKSHESPRLLINYASQSISGIPSRIRGSG
SGIDEFTLIINSLETEDFGMYFCQQSNSWPYTEG
GGTKLEIK

595

SCT-Ga323

EVNLVESGGGLVQPGGSLRLSCATSGFPENDYY
MSWVRQPPGKALEWLCLIRNKAKGYTTEYSSSV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGTTLTVSS

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNSPRLLISGATSLGAGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSIPETEG
SGTKLEIK

596

SCT-Ga324

EVNLVESGGGLVQPGGSLRLSCATSGFPENDYY
MSWVRQPPGKALEWLCLIRNKANGYTTEYSSSV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGTTLTVSS

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNSPRLLISGATSLGAGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSIPETEG
SGTKLEIK

596

SCT-Ga325

QVOLOQPGAEFVKPGASVRMSCKASGYTEFTSEW
INWVKORPGQGLEWIGDIYPGRGIANYNEKENN
KATLTLDTSSNTAYMQLSSLTSEDSAVYYCSRG
LGYFDVWGAGTTVTIVSS

265

DILLTQSPAILSVSPGERVSESCRASONIGTST
AWYQQRTSGSPRLLIKSASESISGIPSRESGSG
SGTIDEFTLSINSVESEDIADYYCQQSNRWPYTEG
GGTKLEIK

597

SCT-Ga326

QAYLQQSGAELVRSGASVKMSCKASGYTEFTSYN
MOWVKQTPGQGLEWIGYIYPGNGYTNYNQKEKD
KATLTADTSSSTAYMQISSLTSEDSAVYEFCARE
GGWAMDYWGQGTSVIVSS

266

QIVLTQSPAIMSASPGERKVTIMTCSASSSVSQOMA
WYQOKSGTSPKRWIYDTSKLASGVPARESGSGS
GTSYSLTLSSMEAEDAATYYCQQWSSNPSTEGV
GTKLELK

598

SCT-Ga327

QITLKESGPGIVQPSQPFRLTCTESGESLETSG
IGVIWIRQPSGKGLEWLATIWWDDDNRYNPSLK
SRLTVSKDTSNNQVEFLNITAVETADTAMYYCAQ
SGGITLMDYWGQGTSVIVSS

DVILMTQSPLSLPVSLGDQASISCRSSQSIVHSD
GNTYLEWYLOKPGQSPKLLIYKVSRREFSGVPDR
FSGSGSGIDFTLEISRVGAEDLGVYYCEFQASHV
PGTEFGGGTKLEIK

599
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SCT-Ga328

QVOLOQSGAELVRPGTSVKISCKASGYTEFINEW
LGWVKQRPGHGLEWVGDIFPGGGYTNYNEKEFKG
KATLTADTSSSTAYMQLSSLTSEDSAVYEFCSRS
TMLTGTYWGQGTLVIVSA

268

DIKMTQSPSSMYASLGERVTITCKASRDIKSYL
SWYQOKPWKSPKTLIFYATRLADGVPSRESGSG
SGODEFSLTISSLESDDTATYYCLHAGESPYTEG
GGTKLEIK

600

SCT-Ga329

EVNLVESGGGLVQPGGSLRLSCATSGEFTEFNDYY
MSWVRQPPGKALEWLCLIRNKANGYTTEYSASYV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGTTLTVSS

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLKTGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSTPETEG
SGTKLEIK

SCT-Ga330

QVOLOQSGAELVRPGTSVKISCKASGYTEFINEW
LGWVKQRPGHGLEWIGDIFPGGGHTNYNEKEFKG
KATLTADTASSTAYMQLSSLTSEDSAVYEFCSRS
TILTGAYWGQGTLVIVSA

269

DIKMTQSPSSMYASLGERVTITCKASQDIKSYL
SWYQOKPWKSPKTLIFYATRLADGVPSRESGSG
SGODEFSLTISSLESDDTATYYCLHAGESPYTEG
GGTKLEIK

601

SCT-Ga331

EVKLVESGGGLVQPGGSLRLSCATSGEFTFTDYY
MSWVROQPPGKALEWLALTRNKANGYTTEYSASV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGTTLTVSS

257

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLETGVPSRESGSG
SGKDYILSITSLOTEDVATYYCQQYWSTPETEG
SGTKLEIK

SCT-Ga332

EVNLVESGGGLVQPGGSLRLSCATSGEFTEFNDYY
MSWVRQPPGKALEWLCLIRNKANGYTTEYSASYV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGTTLTVSS

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQORPGNAPRLLISGATSLGTGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSIPETEG
SGTKLEIN

602

SCT-Ga333

QVOLOQSGAELVRPGTSVRKVSCKASGYAFTNYL
IEWVKOQRPGQGLEWIGVINPGSGGNNYNEKFKG
KATLTADKSSSTAYMQLSSLTSDDSAVYEFCARR
GDKYGSAWFAYWGQGTLVIVSA

270

DIVMTQSHKFMSTSVGDRVSITCKASQDVSTAV
AWYQOKPGQSPKLLIYSASYRYTGVPDRETGSG
SGIDEFTETISSVQAEDLAVYYCQOHYSSPRTEG
GGTKLEIK

603

SCT-Ga334

EVNLVESGGGLVQPGGSLRLSCATSGEFTEFNDYY
MSWVRQPPGKALEWLGLIRDKANGYTTEYSASYV
KGRETISRDNSQSILYLOMSTLRAEDSATYYCA
RDGGYWGQGTTLTVSS

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLETGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSIPETEG
SGTKLEIK

SCT-Ga335

EVQLOQSGPELEKPGSSVKISCKASGYSEFTDYN
MOWVKQSNGKSLEWIGDIDVYYSGTSYNQKEKG
KATLTVDKSSSTTYMELKSLTSEDSAVYEFCARS
SLRWYFDLWGAGTTIVIVSS

EIVLTQSPAIMSASPGERVIVTICSAGSSVNSTY
LAWYQOKSGSSPRLLIYDTSKLASGVPVRESGS
GSGTSYALTISRMEAEDAATYYCQQWSSYPLTE
GAGTKLELK

604

SCT-Ga336

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLIVPYNGGTSYNQKEKG
KATLTVDKSSSTAYMELLSLTSEDSAVYYCARS
LRESEFDYWGQGTTLTIVSS

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GTTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

469

SCT-Ga337

EVQLOQSGPELEKPGSSVKISCKASGYSEFTDYN
THWVKQSNGKSLEWIGNIDVYYSSTSYNQKEKG
KATLTVDKSSSTAYMQLKSLTSEDSAVYEFCARS
LLRWYFDVWGAGTTVIVSS

272

EIVLTQSPAIMSASPGERKVIMTCSASSSVSSS5Y
LAWYQOKSGSSPRLLIYDTSNLASGVPVRESGS
GSGTSYSLTISRMEAEDAATYYCQQWSSYPLTE
GAGTKLELK

605

SCT-Ga338

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
MOWVKQROGQGLEWIGNIYPGSGTTNYDEKEKN
KGTLTVDTISSSTAYMALSSLTSEDSAVYYCTRE
GLYPEFDYWGQGTTLTVSS

273

DIVLTQSPATLSVIPGDSVSLSCRASQSIRNNL
AWEQQKSHESPRLLITYASQSISGIPSRESGSG
SGTIDFTLSINSLETEDFGIYFCQQSNSWPYTEG
GGTKLEIK

606

SCT-Ga339

EVLLQQSGPELVKPGASVKIPCKASGYTEFTDYN
MDWVKQSHGKSLEWIGNINSNNGGATIYNQKEKD
KATLTVDKSSSTAYMELRSLTSEDTAVYYCARG
DYYGTTYDYWGQGTTLTIVSS

274

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNSPRLLISGATSLGAGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSIPETEG
SGTKLEIK

596

SCT-Ga340

EVQLOQSGPELVKPGASMKISCKASGYSFTGY T
MNWVKQSHGKTLEWIGLIHPYNGGTSYNQKEKG
KATLTVDKSSSTAYMELLSLTSEDSAVYYCARL
LRYAMDYWGQGTSVIVSS

275

QIVLTQSPAIMSASPGERKVTISCSASSSVSYMY
WYQOKPGSSPKPWIYRTSNMASGVPARESGSGS
GTSYSLTISSMEAEDAATYYCQQYHGYPPTEGG
GTKLEIK

607

SCT-Ga341

QVOLOQSGAELARPGASVKLSCKASGYTFISYW
MOWVKQRPGQGLEWIGAIYPGDGDTRYTQKEKG
KATLTADKSSSTAYMQLSSLASEDSAVYYCARG
TVGDYWGQGTTLTVSS

276

DIVMTQSQKFMSTSIGDRVSVTCKASQNVVTINY
AWYQOKPGQSPKRKALIYSASYRYSGVPDRETGSG
SGTIDEFTLTISNVQSEDLADYFCQQHANSYPYTEG
GGTKLEIK

608

SCT-Ga342

QIQLVQSGPELKKPGETVKISCKASGYTEFTNYG
MNWVKKAPGKGLKWMVWINTYTGESTYADDEKG
RFAFSSETSASTAYLQINNLKNEDTATYECARD
SFAYWGQGTLVTVSA

DIVMTQAAFSNPVTLGTSASISCRSSKNLLHSN
GITYLYWYLORPGQSPQVLIYRMSNLASGVPNR
FSGSGSGIDFTLRISRVEAEDVGVYYCGOLLEL
PYTFGGGTKLEIK

466

SCT-Ga343

EVQOLOQSGPELVKPGASMKISCKASGYSEFTDYT
MNWVKQSHGKNLEWIGLIIPYNGGTSYNQKEKG
KATLTLDKSSSTAYMELLSLTSEDSAVYEFCARG
LRGYFAMDYWGRGTSVIVSS

278

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GVTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

609
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SCT-Ga344

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLIFPYNGGTSYNQKEKD
KATLTVDKSSSTAYMELLSLTSEDSAVYYCARS
VRESFDYWGQGTSLTVSS

279

DVVVTQTPLSLPVSFGDQVSISCTSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISAIKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

610

SCT-Ga345

EVKLVESGGGLVKPGGSLKLSCAASGFAFSRYD
MSWVRQTPEKRLEWVATISSGGSYSFYPDSVKG
RETISRDNGRNTLYLOMSSLRSEDTALYYCARQ
DYRYPYIMDYWGQGTSVIVSS

280

DIOMNQSPSSLSASLGDTITITCHASONINVWL
SWYQOQKPGNEFPKLLIYKTSNLATGVPSRESGSG
SGTGFTLTISNLOPEDIATYYCQQGQSYPWTEG
GGTKLEIK

611

SCT-Ga346

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLINPYNGGTSHNQKEKG
KATLTVDKSSSTAYMELLSLTSEDSAVYYCARE
RLWQGMDYWGQGTSVIVSS

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

SCT-Ga347

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
MOWVKQROGQGLEWIGNIFPGSDTTNYDEKEKS
KVTILTVDTISSSTVYMALSSLTSEDSAVYYCTRE
GLYAFDYWGQGTTLTVSS

282

DIVLTQSPATLSVIPGDSVSLSCRASPNIRNSL
AWEQQKSHESPRLLISYASQSISGIPSRESGSG
SGTIDFTLSINSLETEDEFGMYFCQQSNSWPYTEG
GGTKLEIK

612

SCT-Ga348

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
MOWVKQRAGQGLEWIGNIFPGSGTTNYDEKEKN
KGTLTVDTISSNTAYMALSSLTSEDSAVYYCARE
GLYAFDYWGQGTTLTVSS

283

DIVLTQSPAILSVSPGERVSESCRASQSIGTST
AWYQQRTINGSPRLLIKFASESISGIPSRESGSG
SGTIDFTLSINSVESEDIGDYYCQQSNSWPYTEG
GGTKLEIK

613

SCT-Ga349

QVOLOQPGSELLRPGASVKLSCKASGYTFTSYW
MHWVKQRHGQGLEWIGNIFPHSGITNYDEREKN
KVTLTVDTISSSTAYMALSSLTSEDSAVYYCARE
GLYAFDYWGQGTTLTVSS

DIVLTQSPATLSVIPGDSVSLSCRASQSIRNSL
AWEQQKSHESPRLLINYVSQSISGIPSRIRGSG
SGIDEFTLTINSLETEDEFGMYFCQQTNSWPYTEG
GGTKLEIK

614

SCT-Ga350

EVMLVESGGGLVKPGGSLKLSCAASGEFTEFSTYA
MSWVRQTPEKRLEWVATISSGGTYTYYPDSVKG
RETISRDNAKNTLYLOMSSLRSEDTAMYYCARH
FISTIITHFDYWGHGTTLTIVSS

285

NIMMTQSPSSLAVSAGERKVIMSCKSSQSVLYSS
NOMNYLAWYQQOKPGQSPKLLIYWASTRESGVPD
RETGSGSGIDFTLTISSVQSEDLALYYCHQYLS
SLTFGAGTKLELK

615

SCT-Ga351

QAYLQQSGAELVRSGASVKMSCKASGYTEFTSYN
MOWVKQTPGQGLEWIGKIFPGNGETDYNQIFRD
KATLTADTSSSTAYMQISSLTSEDSAVYEFCTRE
GWLSLGYWGQGTTLTIVSS

224

DIVMTQSQKFMSTSIGDRVSVTCKASQNVVTINY
AWYQOKPGQSPKRKALIYSASYRYSGVPDRETGSG
SGTIDEFTLTISNVQSEDLADYFCQQHANSYPYTEG
GGTKLEIK

608

SCT-Ga352

EVQLOQSGTVLARPGASVKMSCKASGYSFTSYW
MHWVKQRPGQGLEWIGATYPGNNATRYNQKEMG
KAKLTAVISASTAYMEISSLTNEDSSVYYCSRE
GGEGMDYWGQGTSVIVSS

286

DIVLTQSPATLSVIPGDSVSLSCRASQSITNNL
AWYQQOKSHESPRLLIKYASQSISGIPSRESGSG
SGTIDEFTLSINSVETEDFGLYFCQQSNSWPYTEG
GGTKLEIN

616

SCT-Ga353

EVQOLOQSGPELVKPGASMKISCKASGYSEFTDYT
MNWVKQSHGKNLEWLGLIFPYNGATSYNQKEFKG
KATITVDKSSSTAYMELLSLTSEDSAVYYCARG
LRGFFALDYWGQGTSVIVSS

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPHLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

617

SCT-Ga354

EVQLOQSGPELVKPGASMKISCKASGYSFTDY T
MNWVKQSHGKNLEWIGLIIPYNGGTSYNQKEKG
KATLTVDKSSSTAYMDLLSLTSEDSAVYYCARG
LRGYYTMDYWGHGTSVIVSS

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANTY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

618

SCT-Ga355

QVOLOQPGAELVKPGASVKMSCKASGYTEFTTEW
INWVKOQRPGQGLEWIGDIFPGRGITNYNGKENN
KATLTLDTSSSTAYMQLSSLTSEDSAVYYCSRG
LGYFDVWGAGTTVTIVSS

288

DILLTQSPAILSVSPGERVSESCRASQSVGTST
QWYQQRTINGSPRLLIKYGEFESISGIPSRESGSG
SGTIDFTLSINSVESEDSADYYCQQSYRWPYTEG
GGSKLEIK

619

SCT-Ga356

QVOLOQSGGEVMKPGASVKISCKATGYTEFSNYW
IEWVKOQRPGHGLEWIGEILPGSGSAYYNEKEFRG
KATETADKSSNTAYMQLSSLTSDDSAVYYCARQ
KYGNYYYFDYWGQGTTLTIVSS

289

DIQMTQTTSSLSASLGDRVTIISCSASQGISNYL
NWYQOKPDGTIVTLLIYYTSSLHSGVPSRESGSG
SGTDYSLTISNLEPEDIATYFCQHYSKLPYTEG
GGTKLEIK

620

SCT-Ga357

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
MOWVKQROGQGLEWIGNIYPGSGTTNYDEKEKN
KGTLTVDTISSSTAYIHNLSSLTSEDSAVYYCTRE
GLYPEFDYWGQGTTLTVSS

238

DIVLTQSPATLSVIPGDSVSLSCRASQSIRNNL
AWEQQKSHESPRLLIKYVEQSISGIPSRESGSG
SGTIDFTLSINSLETEDEFGMYFCQQSNSWPYTEG
GGTKLEIK

621

SCT-Ga358

EVQLOQSGPELEKPGSSVKISCKASGYSEFTDYN
MOWVKQSNGKSLEWIGDIDVYYSGTSYNQKEKG
KATLTVDKSSSTTYMELKSLTSEDSAVYEFCARS
SLRWYFDLWGAGTTIVIVSS

EIVLTQSPAIMSASPGERVIVICSAGSSVSSSD
LAWYQOKSGSSPRLLIYDTSKLASGVPVRESGS
GSGTSYALTISRMEAEDAATYYCQQWSSYPLTE
GAGTKLELK

622

SCT-Ga359

QITLKESGPGLVQPSQPFRLTCTESGESLETSG
IGVIWIRQPSGKGLEWLATIWWDDDSRYNPSLK
SRLTVSKDTSNNQAFLNIITVETADTAIYYCAQ
SGGITLMDYWGQGTSVIVSS

290

DVLLTQTPLSLPVSLGDQASISCRSSQSIVHSN
GNTYLEWYLOKPGQSPKLLIYKVSNREFSGVPDR
FSGSGSGIDFTLKIRRVEAEDLGVYYCEFQGSHV
PGTFGGGTRLEIK

623
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SCT-Ga360

EVQOLOQSGPELVKPGASLKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLIFPYNGATSYNQKEQG
KATLTVDKSSNTTYMELLSLTSEDSAVYYCARG
LRGYFAMDYWGQGTSVIVSS

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

SCT-Ga361

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
MOWVROQRAGQGLEWIGNIFPGSGTTNYDEKEKN
RGTLTVDTISSSTANMALSSLTSEDSAVYYCTRE
GLYPEFDYWGQGTTLTVSS

292

DIVLTQSPATLSVIPGDSVSLSCRASONIRNNL
AWEQQOKSHESPRLLIKYASQSISGIPSRESGSG
SGTIDFTLSINSLETEDFGMEFCQQSNSWPYTEG
GGTKLEIK

624

SCT-Ga362

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
MOWVKQRAGQGLEWIGNIFPGTGSANYDEREFKN
KGTLTVDTISSSTAYMALSSLTYEDSAVYYCTRE
GLSPEDYWGQGTTLTIVSS

293

DIVLTQSPATLSVIPGDSVSLSCRASONIRNNL
AWEQQOKSHESPRLLIKYASQSISGIPSRESGSG
SGTIDFTLSINSLETEDEFGMYFCQQSNSWPYTEG
GGTKLEIK

529

SCT-Ga363

EVQLOQSGPELEKPGSSVKISCKASGYSEFTDYN
MOWVKQSNGKSLEWIGDIDVYYSGTSYNQKEKG
KATLTVDKSSSTTYMELKSLTSEDSAVYEFCARS
SLRWYFDLWGAGTTIVIVSS

EIVLTQSPAIMSASPGERVIVICSAGSSVSSRY
FHWYQOKSGSSPRLLIYDTSKLASGVPVRESGS
GSGTSYALTISRMEAEDAATYYCQQWSSYPLTE
GAGTKLELK

625

SCT-Ga364

QAYLQQSGAELVRSGASVKMSCKASGYTEFTSYS
MOWVKQTPGQGLEWIGCIYPGNVITNYNQKEFKG
KATLTADTSSSTAYMQISSLTSEDSAVYEFCARD
GGEGTYWGQGTLVIVSA

DIVMTQSQKFMSTSVGDRVSVTCKASQNVHTNY
AWYQOKPGQSPKTLIYSASYRYSGVPDRETGSG
SGTIDEFTLTISNVQSEDLARYFCQQYNSYPYTEG
GGTKLEIK

626

SCT-Ga365

QAYLQQSGAELVRSGASVKMSCKASGYTEFTSYN
LAWVKQTPGOGLEWIGYIYPGNGYTNYNQKIKG
KATLTADTSSSTAYMQISSLTSEDSAVYEFCARE
GGWAMDYWGQGTSVIVSS

295

QVVLTQSPAIMSASPGERKVTIMTCSASSSVSYMA
WYQOKSGTSPRKRWIYATSKLASGVPARESGNGS
GTSYSLTISSMEAEDAATYYCQQWNSNPPTEGA
GTKLDLK

512

SCT-Ga366

EVQOLOQSGPELVKPGASLKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLIFPYNGATSYNQKEQG
KATLTVDKSSNTTYMELLSLTSEDSAVYYCTRG
LRGYFALDYWGQGTSVIVSS

296

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLTISTIKPEDLGMYYCLOGTHL
PWTIFGGGTKLEIK

627

SCT-Ga367

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWLGLIFPYNSATSYNQKETG
KATITVDKSSNTTYMELLSLTSEDSAVYYCARG
LRGEFFALDYWGQGTSVIVSS

DVVMTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLYKPGQSPHLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

628

SCT-Ga368

QAYLQQSGAELVRSGASVKMSCKASGYTEFTSYN
MOWVKQTPGQGLEWIGYIYPGNGGTNYNQKEFKG
KATLTADTSSNTAYMQISSLTSEDSAVYEFCARD
GEYPEFDYWGQGTTLTIVSS

DIVMTQSQKFMSTSVGDRVSVTCKASQNVGTNV
AWYQOKPGQSPRKVLIYSASYRYSGVPDRETGSG
SGTIDEFTLTISNVQSEDLARYFCQQYNSYPLTEG
AGTKLELK

629

SCT-Ga369

QAYLQQSGAELVRSGASVKMSCKASGYTEFTSYN
LAWIKQTPGOGLKWIGYIYPGNGYTNYNQKEFKG
KATLTADTSSSTAYMQINSLTSEDSAVYEFCARE
GGWAMDYWGQGTSVIVSS

298

QIVLTQSPVIMSASPGERKVIMTCSATSSVSSMA
WYQOKSGTSPKRWIYDTSKLASGVPIRESGSGS
GTSYSLTISSMEAEDAATYYCQQWSSNPSTEGA
GTKLELK

630

SCT-Ga370

QIQLVQSGPELOKPGETVKISCRASGYTEFTNYG
MNWVKKAPGKGLKWMGWINTYTGESAYADDEKG
RFAFSSETSASTAYLQINNVKNDDTATYECARD
SFAOWGQGTLVTVSA

299

DIVMTQAAFSNPVTLGTSASISCRSSKNLLHSN
GITYLYWYLORPGQSPQVLIYRMSNLASGVPNR
FSGSGSGIDFTLRISRVEAEDVGVYYCGOLLEL
PYTFGGGTKLEIK

466

SCT-Ga371

EVQLQQSGPELVKPGVSMKISCKASGYSFTGYT
MNWVKQSHGKNLEWLGLIFPYNSATSYNQKETG
KATITVDKSSNTTYMELEFSLTSEDSAVYYCARG
LRGEFFALDYWGQGTSVIVSS

300

DVVMTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPHLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGIHQ
PWTIFGGGTKLEIK

631

SCT-Ga372

EVQLOQSGTVLARPGASVKMSCKASGYSITSYW
MOWVKQRPGQGLEWIGGIYPGNSNTNYNQKEFKG
KAKLTAVISASTANMELSSLTNEDSAVYYCTRE
GGYGMDYWGQGTSVIVSS

DVVLTQSPATLSVIPGDSVSLSCRASQTISNNL
AWYQQKSHESPRLLIKYSSQSISGIPSRESGSG
SGTIDEFTLSINSVETEDEFGMYFCQQSYSWPYTEG
GGTKLEIK

SCT-Ga373

EVKLVESGGGLVKPGGSLKLSCAASGFAFSTYD
MSWVRQTPEKRLEWVATISSGGSYTYYPDSVKG
RETISRDNARNTLYLOMSSLRSEDTALYYCARQ
DYRYPYIMDYWGQGTSVIVSS

DIOMNQSPSSLSASLGDTITITCHASONINVWL
SWYQOKPGNIPKLLIYKASTLHTGVPSRESGSG
SGTGEFTLNISSLOPEDIATYYCQQGQSYPWTEG
GGTKLEIK

632

SCT-Ga374

QVOLOQSGGEVMKPGASVKISCKATGYTEFSNYW
IEWVKQRPGHGLEWIGEILPVSDSAYYNERCRC
KATFTADESSTTAYMALSGVASEDSAVYYCARQ
KYGTYYYEFDYWGQGTTLTIVSS

302

DIQMTQTTSSLSASLGDRVTIISCSASQGISNYL
NWYQOKPDGTVTLLIYYTSTLHSGVPSRESGSG
SGTEYSLTISSLEPEDIATYYCQHYSKLPYTEG
GGTKLEIK

633

SCT-Ga375

QITLKESGPGIVQPSQPFRLTCTESGESLETSG
IGVIWIRQPSGKGLEWLATIWWDDDNRYNPSLK
SRLTVSKDTSNNQVEFLNITAVETADTAMYYCAQ
SGGITLMDYWGQGTSVIVSS

DVILMTQSPLSLPVSLGDQASISCRSSQSIVHSD
GNTYLEWYLOKPGQSPKLLIYKVSRREFSGVPDR
FSGSGSGIDFTLKISRVGAEDLGVYYCEFQGSAV
PGTEFGGGTKLEIK

531
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SCT-Ga376

QVOLOQSGVELVRPGTSVKISCKASGYTEFINEW
LSWVKQRPGHGLEWIGDIFPGGDYTNYNEKEFKG
KATLTADTSSSTAYIQLSSLTSEDSAVYEFCSRS
TIISGAYWGQGTLVIVSE

303

DIKMTQSPSSTYASLGERVTITCKASQDIKSYL
SWEQOKPWKSPKTLIYYATRLADGVPSRESGSG
SGODYSLTISSLESDDTATYYCLHAGERPYTEG
GGTKLEIK

634

SCT-Ga377

QVOLOQPGSELVRPGASVKLSCKASGYTEFTSYW
MOWVKQROAGQGLEWIGNIYPGSGTTINYDEKEKS
KVTILTVDTISSSTAYMALSSLTSEDSAVYEFCTRE
GLYAFDYWGQGTTLTVSS

DIVLTQSPATLSVIPGDSVSLSCRASPNIRNSL
AWEQQKSHESPRLLISYASQSISGIPSRESGSG
SGTIDFTLSINSLETEDEFGMYFCQQSNSWPYTEG
GGTKLEIK

612

SCT-Ga378

EVQLOQSGPELVKPGASMKISCKASGYSFTGY T
MNWVRQSHGKSLEWIGLINPYNGGTSYNQKEKG
KATLTVDKSSSTAYMELLSLTSEDSAVYYCTRL
LREAMDYWGQGTSVIVSS

305

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GSTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

635

SCT-Ga379

EVNLVESGGGLVKPGGSLKLSCAASGEVESSYD
MSWVRQTPEKRLEWVATISSGGSYTYYPDSVKG
RETISRDNARNTLYLOMSSLRSEDTALYYCARQ
DYRYPYTMDYWGQGTSVIVSS

306

DIOMNQSPSSLSASLGDTITITCHASONINVWL
NWYQOKPGNIPKLLIYKASNLHTGVPLRESGSG
SGTGFTLTISSLOPEDIATYYCQQGQSYPWTEG
GGTKLEIK

636

SCT-Ga380

EVNLVESGGGLVQPGGSLRLSCSTSGFPENDYY
MSWVRQPPGKALEWLCLIRNKANGYTTEYSSSV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGTTLTVSS

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNSPRLLISGATSLGAGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSIPETEG
SGTKLEIK

596

SCT-Ga381

FEFQLOQSGTVLARPGASVKMECKASGYSEFTRYW
MOWVKQRPGQGLEWIGAFYPGNSATNYNQKEFKG
KAKLTAVISASTAYMELNSLTNEDSAVYYCSRE
GGYGMDHWGQGASVTIVSS

308

DIVLTQSPATLSVIPRNSVSLSCRASQSIRNNL
AWYQQOKSHGSPRLLIKYVSQSISGIPSRESGSG
SGTIDFTLSINSVETEDEFGMYFCQQSNSWPYTEG
GGTKLEIN

637

SCT-Ga382

QVOLOQSGPEVVRPGVSVKISCKGSGYTFTDYA
MOWVKQSHAKSLEWIGVIGTSNGNTNYNQKERG
KATMAVDKSSSTAYMELARLTSEDSAIYYCTRD
YYGRSYLYFDYWGQGTTLTVSS

309

ENVLTQSPAIMSASPGERKVTIMTCRASSSVSSS5Y
LAOWYQOKSGASPRKILWIYSTSNLASGVPARESGS
GSGTSYSLTISSVEAEDAATYYCQQYSGYPLTE
GGGTKLEIK

638

SCT-Ga383

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLIFPYNGGTSYNQREMG
KATLTVDKSSNTAYMELLSLTSEDSAVYYCARS
RSFAMDYWGQGTSVIVSS

310

DVVVTQTPLSLPVSFGDQVSISCRSSQSLTNSY
GDTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

639

SCT-Ga384

EVKLVESGGGLVQPGGSLRLSCATSGEFTFSDYY
MSWVRQPPGKALEWLALTRNKANGYTTEYSVSV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGILVTIVSS

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLETGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSIPETEG
SGTKLEIK

SCT-Ga385

QIQLVQSGPELKKPGETVKISCKASGYTEFTDHS
MHWVRQAPGQVLKWMGWINTETGEPTYVDDEKG
RFAFSLEASASTAYLQINNLKNEDTATYECASP
RNYDGAMDYWGQGISVIVSS

312

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLETGVPSRESGSG
SGKDYTLIITSLOTEDVATYYCQQYWSTPLTEG
AGTKLELK

640

SCT-Ga386

EVKLVESGGGLVQPGGSLRLSCATSGEFTIFTSYY
MSWVRQPPGKALEWLALTRDKANGYTTEYSVSV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGTLVIVSA

313

DIQMTQSPASLSASVGETVTITCGASEHIYGAL
NWYQRKQGKSPQLLIYGATNLADGMSSRESGSG
SGRQYSLKISSLHPDDVATYYCONVLSTPLTEG
AGTKLELK

641

SCT-Ga387

QVOLOQSGPELVKPGASVKISCKASGYAF S55W
MNWVKQRPGQGLEWIGRIYPGDGDTYYSGKEKD
KATLTADKSSSTAYMQLSSLTSVDSAVYEFCASN
YYYFDYWGQGTTLTVSS

314

DIVLTQSPASLAVSLGOQRATISCRASKSVSTSG
YSYMHWYQOKPGQPPKLLIYLASNLESGVPARE
SGSGSGTDETLNIHPVEEEDAATYYCQHSRELP
WIFGGGTKLEIK

642

SCT-Ga388

QVOLOQSGAELAKPGASVKMSCKASGYTEF TNYW
MOWVKQRPGQGLEWIGYTNPSTGSSDYNQKEKD
KATLTADKSSSTAYMOLSSLTSEDSAVYYCAAY
YRYGDGAYWGQGTQVIVSA

315

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGASRLETGVPSRESGSG
SGKDYTLTITSLOTEDVATYYCQQYWSTPWTIEG
GGTKLEIK

643

SCT-Ga389

EVMLVESGGGLVKPGGSLRLSCAASGEFTFSTYV
MSWVRQTPEKRLEWVATISSGGSYIAOYPDSVQG
RETISRDNAKNTLYLOMSSLRSEDTAMYECARW
LLGLYAMDYWGQGTSVIVSS

316

DIOMNQSPSSLSASLGDTITITCHASONINVWL
SWYQOKPGNITKLLIYKASNLATGVPSRESGSG
SGTGFTLTISSLOPEDIATYYCQQGQSYPRTEG
GGTKLEIK

644

SCT-Ga390

EVKLVESGGGLVQPGGSLRLSCATSGEFTFSDYY
MSWVRQPPGKALEWLALTRNKANGYTTEYSVSV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGILVTIVSS

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLETGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSTPETEG
SGTKLEIK

645

SCT-Ga391

QVOLOQSGAELVRPGSSLKISCKASGYAFSSYW
MNWVKQRPGQGLEWIGQIYPGDGDSDYNGKEKV
KATLTADKSSSTAYMOLSSLTSEDSAVYEFCARR
KDYGYDYWGQGTTLTVSS

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLETGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSTPETEG
SGTKLEIK

645
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SCT-Ga392

EVKLVESGGGLVQPGGSLRLSCATSGEFTFSEEY
MEWVRQPPGKRLEWIAASRNKANDYSTDYSASV
KGREIVSRDTSONILYLOMTATLRADDTAIYYCA
RDAYGYPWEVYWGQGTLVTVSA

318

DIVMSQSPSSLIVSVGERVTIMSCKSSQSTLLYSG
NOKNYLAWYQOKPGQSPKLLIYWASTRESGVPD
RETGSGSGADF TLTINNMKAEDLATIYYCQQYYS
YPWTEFGGGTKLEIK

646

SCT-Ga393

DVQLVESGGGLVQPGGSRKLSCAASGEFTFSNEG
MDWVRQAPEKGLEWIAYISSGSSTIYYADTVKG
RETISRDNPKNTLEFLOMTSLRSEDTAMYECARG
RYDYLYAMDYWGQGTSVIVSS

319

DIQMTQTTSSLSASLGDRVTIISCRSSQDISNYL
NWYQOKPDGTVKLLIYYTSRLHSGVPSRESGSG
SGTDYSLTISNLEQEDIATYFCQQGNTLPETEG
TGTKLELK

647

SCT-Ga3%4

EVKLVESGGGLVQPGGSLRLSCATSGEFTFTDYY
MSWVRQPPGKALEWLALTITNKANGYTTDYSVSV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGTLVIVSA

320

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLETGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSIPETEG
SGTKLEIK

552

SCT-Ga395

EVKLEKSRGGLVKPGGSMKLSCVASGETEFSNEW
MNWVRQSPEKGLEWVAQIRINSDNYATHYAESV
KGRETISRDDSKSSVYLOMNSLGAEDTGIYYCH
GNEFYDLDYWGQGTSVIVSS

321

DIQMTQSPSSLSASLGERVTILTCRAGOQEISGEL
SWLOOKPDGTIKRLIYAASTLDSGVPKRESGRR
SGSDYSLTISSLESEDFADYYCLQYASYPPTEG
GGTKLEIK

648

SCT-Ga396

EVQOLOQSGPELVKPGASMKISCKASGESFTAYT
MNWVKQSQGDNLEWIGLIVPYNGGTSYNLKEKG
KATLTVDKSSSTAYMELLSLTSEDSAVYYCARG
LORFFAMDEFWGQGTSVIVSS

322

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GSTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIEPEDLGMYYCLOYTHQ
PPTFGGGTKLEIK

649

SCT-Ga397

EVQLOQSGPELVKPGASMKMSCKASGYSFTTYT
MSWVKQSHGKNLEWIGLINPYNGGTSYNQKEKG
KATLTVDKSSSTAYMELLSLTSEDSAVYYCARS
RSFAMDYWGQGTSVIVSS

323

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GDTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

650

SCT-Ga398

QVOLOQSGAELAKPGASVKMSCKASGYTEF TNYW
MOWVKQRPGQGLEWIGYTNPSTGSSDYNQKEKD
KATLTADKSSSTAYMOLSSLTSEDSAVYYCAAY
YRYGDGAYWGQGTQVIVSA

315

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGASRLETGVPSRESGSG
SGRDYTLTITSLOTEDVATYYCQQYWSTPWTIEG
GGTKLEIK

651

SCT-Ga3929

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVRQSHGKDLEWIGLIIPYNGGTSYNQKEKG
KATITVDKASSTAYMDLLSLTSEDSAVYYCARG
LRGYFAMDYWGQGTSVIVSS

324

DVVVTQTPLSLPVSFGDQVSISCRSSQSLTNSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

652

SCT-Ga400

EVQLOQSGPELVKPGASVKISCKASGYTEFTDYN
MOWVKQSHGKSLEWIGYIYPYNGGTGYNQKEKS
KAPLTVDTISSSTAYMELRSLTSEDSAVYYCARY
YGYFDYWGQGTTLTVSS

325

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLETGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSTPLTEG
AGTKLELK

653

SCT-Ga401

EVQLOQSGPELVKPGASMKISCKASGYSFTGY T
MNWVKQSHGDNLEWIGLIVPYNGGTSYNLKEFKG
KATLTVDKSSSTAYMELLSLTSEDSAVYYCARG
LOREYAMDYWGQGTSVIVSS

326

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

SCT-Ga402

EVKLVESGGGLVQPGGSLRLSCATSGEFTIFTSYY
MSWVRQPPGKALEWLALTRDKANGYTTEYSVSV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGTLVIVSA

313

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLETGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSTPETEG
SGTKLEIK

645

SCT-Ga403

EVKLEKSRGGLVQPGGSMKISCVASGETEFSNEW
MNWVRHSPEKGLEWVAQIRINSDNYATHYAESV
KGRETISRDDSKRSVYLOMNSLGAEDTGIYYCH
GNEFYTLDYWGQGISVIVSS

327

DIQMTQSPSSLSASLGEGVTLTCRAGOQEITGEL
SWLOOKPDGTIKRLIYAASTLDSGVPKRESGRR
SGSDYSLTISSLESEDFADYYCLQYASYPPTEG
GGTKLEIK

654

SCT-Ga404

QVOLOQSGAELAKPGASVKMSCKASGYTEF TNYW
MOWVKQRPGQGLEWIGYTNPSTGYSDYNQKEKD
KATLTADKSSSTAYMOLSSLTSEDSAVYYCAAY
YRYGDGAYWGQGTQVIVSA

328

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLETGVPSRESGSG
SGKDYTLTITSLOTEDVATYYCQQYWSTPWTIEG
GGTKLEIK

655

SCT-Ga405

DVQLVESGGGLVQPGGSRKLSCAASGEFTFSSFG
MDWVRQAPEKGLEWIAYISSGSSTIYYADTVKG
RETISRDNPKNTLFLOMTSLRSEDTAMYYCARG
REDYLYAMDYWGQGTSVIVSS

329

DIQMTQTTSSLSASLGDRVTISCRASQDISNYL
NWYQOKPDGTVKLLIYYTSRLHSGVPSRESGSG
SGTIDESLTISNLDQEDIATYFCQQGNTLPETEG
VGTKLELK

656

SCT-Ga406

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLINPYNGGTSYNQKEKG
KATETVDKSSSTAYMELLSLTSEDSAVYYCARG
LRESLEYWGQGTTLTIVSS

330

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

572

SCT-Ga407

EVQLOQSGPELVKPGASVKISCKASGYSFTGY T
MNWVKQSHGKNLEWIGLIIPYNGGTSYNQKERG
KATLTVDKSSSTAYMDLLSLTSDDSAVYYCARG
LSYRYDYWGQGTTLTVSS

331

DVVLTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYEISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

657
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SCT-Ga408

EVQLQQSGPELVKPGVSMKISCKASGYSFTGYT
MNWVRQSHGKDLEWIGLIIPYNGGTSYNQKEKG
KATITVDKASSTAYMDLLSLTSEDSAVYYCARG
LRGYFAMDYWGQGTSVIVSS

332

DVVVTQTPLSLPVSFGDQVSISCRSSQSLTNSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

652

SCT-Ga40?9

EVQLOQSGPELVKPGASMKISCKASGYSFTGY T
MNWVKQSHGKNLDWIGLIYPYNGGTSYNQKEFKG
RATLTVDKSSSTAYMELLSLTSEDSAVYYCARL
ISYAMDYWGQGTSVTIVSS

333

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GKTYLSWYLHKPGQSPQLLIYGISHRFSGVPDR
FSGSGSGIDFTLRISTIKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

658

SCT-Ga41l0

QIQLVQSGPELKKPGETVKISCKASGYTEFTDHS
MHWVKQAPGKGLKWMGWINTETGEPTYVDDEKG
RFAFSLETSASTAYLQINNLKNEDTAAYECASP
RNYDGAMDYWGQGTSVIVSS

334

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLETGVPSRESGSG
SGKDYTLSIISLOTEDVATYYCQQYWSTPLTEG
AGTKLELK

659

SCT-Ga4dll

QVOLOQSGAELAKPGASVKMSCKASGYTEF TNYW
MOWVKQRPGQGLEWIGYTNPSTGYSEYNQKEKD
KATLTADKSSSTAYMOLSSLTSEDSAVYYCAAY
YRYGDGAYWGQGTQVIVSA

335

DIQMTQSSSYLPVSLGGRVTITCKASDHINSWL
AWYQOKPGNAPRLLISGTITSLETGIPSRESGSG
SGKDYTLTITSLOTEDVATYYCQQYWSTPWTIEG
GGTKLEIK

660

SCT-Ga4lz2

QVOLOQSGTELVRPGTSVRKVSCKASGYAFTDYL
IEWVKOQRPGQGLEWIGVINPGSGGATIYNEKFKG
KVTLTADKSSSTAYMQLSSLTSDDSAVYEFCARY
HYYGSGLFPYWGOQGTLVIVSA

336

DIVMTQSPSSLSVSAGERVTIMSCKSSQSTINSG
NORKNYLAWYQOKPGQPPKLLIYGASTRESGVPD
RETGSGSGIDFTLTIGSVQAEDLAVYYCONYHS
YPFTEGSGTKLEIK

661

SCT-Ga41l3

EVQLQQSGPELVKPGASVKMSCKASGYTFTSYV
MOWVKQKPGQGLEWIGYINPYNDGTQYNEKEFRG
KATLTSDKSSSTAYMELSSLTSEDSAVYYCARE
IDYWGQGTTIVIVSS

337

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGASRLETGVPSRESGSG
SGKDYTLTITSLOTEDVATYYCQQYWSTPWTIEG
GGTKLEIK

643

SCT-Ga4dl4

EVKLVESGGGLVQPGGSLRLSCATSGEFTFSDYY
MSWVRQPPGKALEWLALTRNKANCYTTDYSVSV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGILVTIVSS

338

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLETGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSIPETEG
SGTKLEIK

SCT-Ga4dlb

QIQLVQSGPELKKPGETVKISCKASGYTEFTNYG
MNWVKQAPGKGLKWMGWINTYTGEPTYADDEKG
RFAFSLETSASTAYLQINNLKNEDTATYEFCARY
EYFDYWGQGTTLTVSS

339

ETTVTIQSPASLSVATGEKVTIRCITSTDIDDDM
NWYQOKPGEPPKLLISEGNTLRPGVPSRESS5SG
YGTDEVFTIENTLSEDVADYYCLQSDNMPYTEG
GGTKLEIK

662

SCT-Ga4ls

DVQLQESGPGLVKPSQSLSLTCTVIGYSITSDY
AWNWIRQFPGNKLDWMGYITYSGDTRYNPSLKS
RISITRDTSKNQFFLRLNSVTTEDTATYYCARR
ELGQGEFTYWGQGTILVIVSA

340

DIVMTQSHKFMSTSVGDRVSITCKASQDVSTTV
AWYQOKPGQSPKPLIYSASYRYTGVPDRETGSG
SGIDFTETISSVQAEDLAVYYCQQHOYSVPWTEG
GGTKLEIK

663

SCT-Gadl7

QVOLOQSGAELARPGASVTILSCKASGYTFTYYE
ITHWVKQTPVHGLEWIGPIDPETGGTAYNQKFKG
KATLTADKSSSTAYMELRSLTSEDSAVYEFCTRW
GYKFAYWGQGTLVTIVSA

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLETGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSTPETEG
SGTKLEIK

645

SCT-Ga4l8

QVOLOQSGAELVRPGTSVRKVSCKASGYDEFTDYL
IEWVKOQRPGQGLEWIGVINPGSGGTKYNEKFKG
KATLTADKSSSTAYMQLSSLTSDDSAVYEFCARY
HYYGSNLFPYWGQGTLVIVSA

342

DIVMTQSPSSLSVSAGERVTIMSCKSSQSTINSG
NORKNYLAWYQOKPGQPPKLLIYGASTRESGVPD
RETGSGSGIDFTLTISSVQAEDLAVYYCONYHS
YPFTEGSGTKLEVK

664

SCT-Ga41l?9

EVQLOQSGPELVKPGASMKMSCKASGYSFTTYT
MSWVKQSHGKNLEWIGLINPYNGGTSYNQKEKG
KATLTEDKSSSTAYMELLSLTSEDSAVYYCARS
RTFAMDYWGQGTSVIVSS

343

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

SCT-Ga420

DVQLVESGGGLVKPGGSLKLSCAASGEFTFSSYT
MSWVRQTPEKRLEWVATISGGGSYTYYPDSVKG
RETISRDNAKNTLNLOKSSLKSEDTAMYYCTRW
LOSLYAMDYWGQGTSVIVSS

344

DIOMNQSPSSLSASLGDTITITCHASONINVWL
SWYQOKPGNIPKLLIYKASNLATGVPSRESGSG
SGTGFTLTISSLOPEDIATYYCQQGQSYPYTEG
GGTKLEIK

665

SCT-Ga421

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLINPYNGGTSYNQKEKG
KATLTVDKSSSTAYMELLSLTSEDSAVYYCASG
GLRYGFAYWGQGTTLTIVSS

345

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PLTFGAGTKLELK

SCT-Ga422

EVQLVETGGGLVOPKGSLNLSCAASGEFTENTNA
MNWVRQAPGKGLEWVARIRSKSNNYATYYADSV
KDREFTISRDDSQSMLYLOMNNLKTEDTAMYYCV
GSTMTIFSYWGQGTLVIVSA

346

ENVLTQSPAIMSASPGERKVTIMTCRASSSVSSS5Y
LAWYQOKSGASPRKILWIYTTSKLASGVPARESGS
GSGTSYSLTISSVEAEDAATYYCQQYSGYPLTE
GGGTKLEIK

666

SCT-Ga423

QVQLKESGPGLVAPSQSLSITCTVSGESLTSYG
VHWVROPPGKGLEWLGVIWADGSTNYNSALMSR
LSINKDNSKSQVF LKMNSLQTDDTAMYYCARDL
GYLTTAWFAYWGQGTLVIVSA

EILLTQSPATITIAASPGERVTITCSASSSVSYMN
WYQOKPGSSPRKIWIYGISNLASGVPARESGSGS
GTSESFTINSMEAEDVATYYCQQISSYPLTFGA
GTKLELK

667
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SCT-Ga424

EVQLOQSGPELVKPGVSMKMSCKASGYSEFTAYT
MSWVKQSHGKSLEWIGLINPYNGGISYNQKEKD
KATLTVDKSSTTAYMELLSLTSEDSAVYYCARS
RTFAMDYWGQGTSVIVSS

348

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

SCT-Ga425

EVQLOQSGPELVKPGASMKISCKASGYSFTDY T
MNWVKQSHGDNLEWIGLIVPYNGGTSYNLNEFKG
KASLTVDKSSSTAYMELLSLTSEDSAVYYCARG
LOREYAMDYWGQGTSVIVSS

349

DVVVTQTPLSLPVSFGDQVSISCRSSQSIENSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

668

SCT-Ga426

QVHLQQSGAELAKPGASVKMSCKASGYTEF TNYW
MOWVKQRPGQGLEWIGYTNPSTGSSDYNQKEKD
KATLTADKSSSTAYMOLSSLTSEDSAVYYCAAY
YRYGDGAYWGQGTQVIVSA

350

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGASRLETGVPSRESGSG
SGKDYTLTITSLOTEDVATYYCQQYWSTPWTIEG
GGTKLEIK

643

SCT-Ga427

EVQLOQSGPELVKPGASMKISCKASGESFPGYT
MNWVKQSHGKNLEWIGLINPYNGATSYNQKEKG
KATLTVDKSSNTAYMDLLSLTSEDSAVYYCTRG
TLITGFAYWGQGTLVIVSA

351

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGLYYCLOGTHL
PLTFGAGTKLELK

669

SCT-Ga428

EVQOLOQSGPELVKPGASMKISCKASGESFTGYT
MNWVKQSHGKNLEWIGLINPYNGATSYNQKEKG
KATLTVDKSSSTAYMELLSLTSEDSAVYYCARG
TLITGFAYWGQGTLVIVSA

352

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGLYYCLOGTHL
PLTFGAGTKLELK

669

SCT-Ga429

EVQLOQSGPELVKPGASMKISCKASGYSFTGY T
MSWVKQSHGKNLEWIGLINPYNGGTSYNQKEKG
KATLTIDKSSSTAYMELLSLTSEDSAVYYCARS
RSFAMDYWGQGTSVIVSS

353

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTEFLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISSIKPEDLGMYEFCLOGTHQ
PWIFGGGTMLEIK

670

SCT-Ga430

EVQOLOQSGPELVKPGTSMKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLIVPYNGGTSYNQKEKG
KATLTVDKSSSTAYMELLSLTSEDSAVYYCARG
LSFRYDYWGQGTTLTVSS

354

DVVMTQSPLSLPVSFGDQVSISCRSSQSTLANSY
GDTFLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

671

SCT-Ga431

EVQLOQSGPELVKPGASMKISCKASGYSFTGY T
MNWVKQSHGKNLEWIGLIFPYNGGTSYNQKEKG
KATLTVDKSSSTAYMELLSLTSEDSAVYYCARG
LPREYAMDYWGQGTSVIVSS

355

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

SCT-Ga432

QVQLKESGPGLVAPSQSLSITCTVSGESLTSYG
VHWVROPPGKGLEWLGVIWAGGTTNYNSALMSR
LSISKDNSKSQVEFLKMNSLQTDDTALYYCAREP
SYRESMDYWGQGTSVIVSS

356

DIQMTQSPASLSVSVGETVTITCRASENIYSNL
AWYQOKQGKSPOLLVYAATNLVDGVPSRESGSG
SGTQYSLKINSLOSEDFGSYYCQHFWGTPYTEG
GGTKLEIK

672

SCT-Ga433

DVKLVESGGGLVKPGGSLKLSCSASGEFTFSSYT
MSWVRQTPEKRLEWVATISSGGSYTYYPDSVKG
RETISRDNAKNTLYLOMSSLKSEDTAMEYCTRW
LLSLYAMDYWGQGTSVIVSS

357

DIOMNQSPSSLSASLGDTITITCHASONINVWL
SWYQOKPGNISKLLIYKASNFATGVPSRESGSG
SGINFTLTISSLOPEDIATYYCQQGQTYPETEG
GGTKLEIK

673

SCT-Ga434

EVQLOQSGPELVKPGASMKISCKASGYSFTGY T
MNWVKQSHGKNLEWIGLIYPYNGGTSYNQKEKG
RATLTVDKSSSTAYMELLSLTSEDSAVYYCARL
ISYAMDYWGQGTSVTIVSS

358

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GKTYLSWYLHKPGQSPQLLIYGISHRFSGVPDR
FSGSGSGIDFTLRISTIKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

658

SCT-Ga435

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGKNLEWIGLINPYNGATSYNQKEKG
KATETVDKSSSTAYMELLSLTSEDSAVYYCARG
LRESLEYWGQGTTLTIVSS

359

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

SCT-Ga436

EVQLOQSGAELVKPGASVKLSCTASGENIKDTY
MHWVKQRPEQGLEWIGRIDPANGNIKEFDPKEQG
KATITADTSSNTAYLQLRSLTSADTAVYEFCARS
LPGAYWGQGTLVTIVSA

360

EILLTQSPATITIAASPGERVTITCSASSSVSYMN
WYQOKPGSSPRKIWIYGISNLASGVPARESGSGS
GTSESFTINSMEAEDVATYYCQQRSSFPPTEGG
GTKLEIK

674

SCT-Ga437

EVKLVESGGGLVQPGGSLILSCATSGEFTFINYY
MSWVRQPPGKALEWLGEFIRNRPYGYTTEYNASV
KGRETISRDNSQSILYLOMNTLAPEDSATYYCA
AGLDYWGQGTTLTVSS

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Ga438

DVQLVESGGGLVQPGGSRKLSCAASGEFTFSNEG
MDWVRQAPEKGLEWIAYISSGSSTIYYADTVKG
RETISRDNPKNTLEFLOMTSLRSEDTAMYECARG
RYDYLYAMDYWGQGTSVIVSS

319

DIQMTQTTSSLSASLGDRVTISCRASQDISNYL
NWYQOKPDGTVKLLIYYTSRLHSGVPSRESGSG
SGTDYSLTISNLEQEDIATYFCQQGNTLPETEG
AGTKLELK

675

SCT-Ga439

QVOLOQSGAELVRPGTSVRKVSCKASGYAFSDYL
IEWVKOQRPGQGLEWIGVINPGSGGTNYNEKEFKD
KATLTADKSSSIAYMOLSSLTSDDSAVYEFCARE
HYYGSSLEFPYWGPGTLVIVSA

362

DIVMTQSPSSLSVSAGERVTIMSCKSSQSTINSG
NOKKYLAWYQOKPGQPPKLLIYGASTRESGVPD
RETGSGSGIDFTLTISSVQAEDLAVYYCONYHR
FPETEGSGTKLEIK

676
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SCT-Ga440

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MNWVKQSHGDNLEWIGLIVPYNGGTSYNLKEFKG
KATLTVDKSSSTAYMELLSLTSEDSAVYYCARG
LOREYAMDYWGQGTSVIVSS

363

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

SCT-Gad41l

EVKLVESGGGLVQPGGSLRLSCATSGEFTFTDYY
MSWVRQPPGKALEWLALTRNKANGYTTEYSVSV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGTLVIVSA

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLETGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSTPETEG
SGTKLEIK

645

SCT-Ga44z2

QVOLKQSGAELVRPGASVKLSCKTSGYIFTSYW
THWVKQRSGQGLEWIARIYPGIGSTDYNEKFKG
KATLTADKSSSTAYMQLSSLKSEDSAVYEFCEVP
IGTVDYWGQGTTLTVSS

365

DIQMTQSPASQSASLGESVTITCLASQTIGTWL
AWYQOKPGKSPQLLIYAATSLADGVPSRESGSG
SGTRKESFKISSLOAEDEFVSYYCQQLYNTPLTEG
AGTKLELK

677

SCT-Ga443

QVTLKESGPGILOPSQTLSLTCSESGESLETSG
MGVGWIRQPSGKGLEWLAHIWWDDVKRYNPALK
SRLTISKDASSSQVEFLKIASVDTADTATYYCAR
LGVYYRYDGDYWGQGTTLTVSS

366

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGIYYCWQGTHE
POTFGGGTKLEIK

678

SCT-Gad44

EVKLVESGGGLVQPGGSLRLSCATSGEFTFIDYY
MSWVRQPPGKALEWLALTRNKANGYTTEYSVSV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
RDGGYWGQGTLVIVSA

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLETGIPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSTPETEG
SGTKLEIK

679

SCT-Ga445

QVQLKESGPGLVAPAQSLSITCTVSGEFLITAYG
VNWVROQPPGKGLEWLGMIWGDGSTDYNSALKSR
LSISKDSSKSQVEFLKMNSLQTDDTARYYCARYD
YYGMDYWGQGTSVIVSS

368

DIQMTQSPSSLSASLGERVSLTCRASQEISGEL
SWLOOKPDGTIKRLIYAASTLDSGVPKRESGTR
SGSDYSLTISSLESEDFADYYCLQYASYPPTEG
GGTKLEIR

680

SCT-Ga446

EVNLVESGGGLVQPGGSRRLSCATSGEFTFTNYY
MTWVRQPPGKALEWLGEFIRNKPYGYTTEYNESV
KGRETISRDNSQSILYLOMNTLRAEDSATYYCA
AGLDYWGQGTTLTVSS

369

DIQMTQSSS55F SVSLGDRVTITCKASEDIYNRL
AWYQOKPGNAPRLLISGATSLETGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSTPWTIEG
GGTKLEIK

681

SCT-Gad47

EVMLVESGGGLVKPGGSLKLSCAASGEFTFSNYA
MSWVRQTPEKRLDWVATISSGGIYTYYPDNVKG
RESISRDNAKNTLYLQLSSLRSEDTAMYYCARQ
RTTATDYFDYWGQGTTLIVSS

370

DIQMTQSSSYLSVSLGGRVTITCKASDHINNWL
AWYQOKPGNAPRLLISGATSLETGVPSRESGSG
SGKDYTLSITSLOTEDVATYYCQQYWSTPETEG
SGTKLEIK

645

SCT-Ga448

QVOLKQSGAELVRPGASVKLSCKTSGYIFTSYW
THWVKQRSGQGLEWIARIYPGTGGTSYNEKFKG
KATLTADKSSTTAYMQLSSLKSEDSAVYEFCEVP
IGTVDYWGQGTTLTVSS

DIQMTQSPASQSASLGESVTITCLASQTIGTWL
AWYQOKPGKSPQLLIYAATSLADGVPSRESGSG
SGTRKESFKISSLOAEDEFVSYYCQQLYSTPLTEG
AGTKLELK

682

SCT-Ga44?9

EVKLVESGGGLVQPGGSLRLSCATSGEFTFTNYY
MSWVRQPPGKALEWLGEF IRNKPYGYTTEYSASYV
KGRETISRDNSQSILYLOMNTLTAEDSATYYCA
AGLDYWGQGTTLTVSS

372

DVVMTQTPLTLSVTIGQPASISCKSSQSTLIDSD
GKTYLNWLLORPGQSPKRLIYLVSKLDSGVPDR
FTGSGSGIDFTLKISRVEAEDLGVYYCWQGTHE
PYTFGGGTKLEIK

SCT-Ga450

QVOLKQSGAELVRPGASVKLSCKTSGYIFTSYW
THWVKQRSGQGLEWIARIYPGTGSTYYNEKFKG
KATLTADKSSSTAYMQLSSLKSEDSAVYEFCEVP
VGTIFDYWGQGTTLTVSS

373

DIQMTQSPASQSASLGESVTITCLASQTIGTWL
AWYQOKPGKSPQLLIYAATSLADGVPSRESGSG
SGTRKESFKISSLOAEDEFVSYYCQQLYSTPLTEG
AGTKLELT

683

SCT-Gadb51

DVQLQESGPGLVKPSQSLSLTCTVIGYSITSDY
AWNWIRQFPGNKLDWMGYITYSGDTRYNPSLKS
RISITRDTSKNQFFLRLNSVTTEDTATYYCARR
EVGQGEFTYWGOGTILVIVSA

374

DIVMTQSHKFMSTSVGDRVSITCKASQDVSTTV
AWYQOKPGQSPKPLIYSASYRYTGVPDRETGSG
SGIDFTETISSVQAEDLAVYYCQQHOYSVPWTEG
GGTKLEIN

684

SCT-Ga452

QVQLKESGPGLVAPSQSLSITCTVSGESLTSEG
VHWVROPPGKGLEWLGVIWADGGTNYNSALMSR
LSISKDNSKSQVF LKMNSLQTDDTAMYYCARDL
GYLTTAWFAYWGQGTLVIVSA

375

EILLTQSPATITIAASPGVRKVTITCSASSSVRYMN
WYQOKPGSPPRKIWIYGISNLASGVPARESGSGS
GTSESFTINSMEAEDVATYYCQQTSSYPLTFGA
GTKLELK

685

SCT-Ga453

EVQLOQSGPELVKPGASMKISCKASGYSFTGY T
MNWVKQSHGKNLEWIGLIIPYNGGTSYNQKEKG
KATLTVDKSSSTAYMELLSLTSEDSAVYYCTRG
LOREYAMDYWGQGTSVIVSS

376

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PPTFGGGTKLEIK

SCT-Gadb54

DVQLQESGPGLVKPSQSLSLTCTVIGYSITSDY
AWNWIRQFPGNKLEWMGYIVYSGSTNYNPSLKS
RISITRDTSKNHEFLOLNSVTAEDTATYYCARR
QVGLGFAYWGOGTILVIVSA

DIVMTQSHKFMSTSVGDRVSITCKASQDVSTAV
AWYQOKPGQSPKLLIYSASYRYTGVPDRETGSG
SGTIDETETINSVQAEDLAVYYCQOHYSSPWTEG
GGTKLEIK

686

SCT-Gadb55

EVQLOQSGPELVKPGASMKISCKASGYSFTGYT
MSWVKQSHGKNLEWIGLIIPYTGGTSYSQKEKG
KATLTVDKSSTTAYMELLSLTSEDSAVYYCARS
RTFAMDYWGQGTSVIVSS

378

DVVVTQTPLSLPVSFGDQVSISCRSSQSTLANSY
GNTYLSWYLHKPGQSPQLLIYGISNREFSGVPDR
FSGSGSGIDFTLKISTIKPEDLGMYYCLOGTHQ
PWTIFGGGTKLEIK

572

155




CA 03143995 2021-12-16

WO 2020/257760

PCT/US2020/038925

SCT-Ga456

EVKLEESGGGLVQPGGSMKLSCVASGETEFSQFW
MNWVRQSPEKGLEWVAETRLKSNSYKTQYAESV
KGRETISRDDSKSSVYLOMNNLRAEDTGIVYYCT
RLPIFDYWGQGTTLTIVSS

379

EILLTQSPATITIAASPGERVTITCSASSSVSYMN
WYQOKPGSSPRKIWIYGISNLASGVPARESGSGS
GTSESFTINSMEAEDVATYYCQQISSYPLTFGA
GTKLELK

667

SCT-Gadb7

QVQLKQSGPGLVOPSQSLSITCTVSGESLTRHG
VHWVROSPGKGLEWLGVIWPGGNTDYNTPEFTSR
LSINKDNSKSQVEFFKMNSLQSNDTAIYYCARSG
GYGNFAPYYEFDOWGQGTLVTVSA

1366

DIQLTQSPSSLSASVGDRVIMSCKSSQSVLYSS
NOKNF LAWYQOKPGKAPKLLIYWASTRESGVPS
RESGSGSGIDFTFTISSLQPEDIATYYCHQYLS
SYTFGGGTKLEIK

1367

SCT-Ga458

QVQLKQSGPGLVOPSQSLSITCTVSGESLTRHG
VHWVROSPGKGLEWLGVIWPGGNTDYNTPEFTSR
LSINKDNSKSQVEFFKMNSLQSNDTAIYYCARSG
GYGNFAPYYFDOWGQGTLVTVSA

1366

DIVMTQSPDSLAVSLGERVTIMNCKSSQSVLYSS
NOKNF LAWYQQOKPGQSPKLLIYWASTRESGVPD
RESGSGSGIDFTLTISSVQAREDVAVYYCHQYLS
SYTFGGGTKLEIK

1368

SCT-Ga459

DVKLVESGGGLVKLGGSLKLSCAASGEFTFSSYT
MSWVRQTPEKRLELVAATISSGGSYTYYLDTVKG
RETISRDNAKNTLYLOMSSLKSEDTALEYCTRW
LLSLYAMDYWGQGTSVIVSS

1369

ATQMTQSPSSLSASVGDRVIITCQASQNINVWL
SWYQOKPGKAPKLLIYKASTLASGVPSRESGSG
SGTIDFTLTISSLOPDDFATYYCQQGQTYPETEG
GGTKVEIK

1370

SCT-Ga460

DVKLVESGGGLVKLGGSLKLSCAASGEFTFSSYT
MSWVRQTPEKRLELVAATISSGGSYTYYLDTVKG
RETISRDNAKNTLYLOMSSLKSEDTALEYCTRW
LLSLYAMDYWGQGTSVIVSS

1369

DIQMTQSPSSLSASVGDRVTITCKASONINVWL
NWYQOKPGKAPKLLIYKASNLOTGVPSRESGSG
SGIDFTETISSLOPEDIATYYCQQGQTYPETEG
QGTKVEIK

1371

SCT-Ga461l

EVQLVESGGGLVOPGGSLRLSCAASGEFTFSSYT
MSWVRQAPGKGLEWVATISSGGSYTYYPDSVKG
RETISRDNAKNTLYLOMNSLRAEDTAVYYCTRW
LLSLYAMDYWGQGTILVIVSS

1372

ATQMTQSPSSLSASVGDRVIITCQASQNINVWL
SWYQOKPGKAPKLLIYKASTLASGVPSRESGSG
SGTIDFTLTISSLOPDDFATYYCQQGQTYPETEG
GGTKVEIK

1370

SCT-Ga462

EVQLVESGGGLVOPGGSLRLSCAASGEFTFSSYT
MSWVRQAPGKGLEWVATISSGGSYTYYPDSVKG
RETISRDNAKNTLYLOMNSLRAEDTAVYYCTRW
LLSLYAMDYWGQGTILVTIVSS

1372

DIQMTQSPSSLSASVGDRVTITCKASONINVWL
NWYQOKPGKAPKLLIYKASNLOTGVPSRESGSG
SGIDFTETISSLOPEDIATYYCQQGQTYPETEG
QGTKVEIK

1371

SCT-Ga463

DVKLVESGGGLVKLGGSLKLSCAASGFAFSSED
MSWVRQTPEKRLELVAATISSGGSYTYYLDTVKG
RETISRDNAKNTLYLOMSSLKSEDTALFYCTRQ
DYRYPYIMDYWGQGTSVIVSS

1373

ATQMTQSPSSLSASVGDRVIITCQASQNINVWL
SWYQOKPGKAPKLLIYKASTLASGVPSRESGSG
SGTIDFTLTISSLOPDDFATYYCQQGQSYPWTEG
GGTKVEIK

1374

SCT-Ga464

DVKLVESGGGLVKLGGSLKLSCAASGFAFSSED
MSWVRQTPEKRLELVAATISSGGSYTYYLDTVKG
RETISRDNAKNTLYLOMSSLKSEDTALFYCTRQ
DYRYPYIMDYWGQGTSVIVSS

1373

DIQMTQSPSSLSASVGDRVTITCKASONINVWL
NWYQOKPGKAPKLLIYKASNLOTGVPSRESGSG
SGIDEFTETISSLOPEDIATYYCQQGQSYPWTEG
QGTKVEIK

1375

SCT-Ga465

EVQLVESGGKLLKPGGSLKLSCAASGFAFSSED
MSWERQSPEKRLEWVAEISSGGSYTYYPDTVTG
RETISRDNAKNTLYLEMSSLRSEDTAMYYCTRQ
DYRYPYIMDYWGQGTSVIVSS

1376

ATQMTQSPSSLSASVGDRVIITCQASQNINVWL
SWYQOKPGKAPKLLIYKASTLASGVPSRESGSG
SGTIDFTLTISSLOPDDFATYYCQQGQSYPWTEG
GGTKVEIK

1374

SCT-Ga466

EVQLVESGGKLLKPGGSLKLSCAASGFAFSSED
MSWERQSPEKRLEWVAEISSGGSYTYYPDTVTG
RETISRDNAKNTLYLEMSSLRSEDTAMYYCTRQ
DYRYPYIMDYWGQGTSVIVSS

1376

DIQMTQSPSSLSASVGDRVTITCKASONINVWL
NWYQOKPGKAPKLLIYKASNLOTGVPSRESGSG
SGIDEFTETISSLOPEDIATYYCQQGQSYPWTEG
QGTKVEIK

1375

SCT-Ga467

QVOLOQPGAELVKPGASVKMSCKASGYAFTDYL
MOWVKQTPGRGLEWIGAINPGSGGTSYNQKEKG
KATLTADKSSSTAYMOLSSLTSEDSAVYYCARY
HYYGSGLFPYWGAGTTVIVSA

1377

DIVMTQSPDSLAVSLGERATINCKSSQSTINSG
NORKNYLAWYQOKPGQPPKLLIYGASTRESGVPD
RESGSGSGIDFTLTISSLQAEDVAVYYCONYHS
YPFTEGGGTKLEIK

1378

SCT-Ga468

QVOLOQPGAELVKPGASVKMSCKASGYAFTDYL
MOWVKQTPGRGLEWIGAINPGSGGTSYNQKEKG
KATLTADKSSSTAYMOLSSLTSEDSAVYYCARY
HYYGSGLFPYWGAGTTIVIVSA

1377

DIVMTQSPDSLAVSLGERVTIMNCKSSQSTINSG
NOKNYLAWYQOKPGQSPKLLIYGASTRESGVPD
RESGSGSGIDFTLTISSVQAEDVAVYYCONYHS
YPFTEGGGTKLEIK

1379

SCT-Ga469

QVOLVQSGAEVKKPGASVRKVSCKASGYAFTDYL
IEWVROQAPGQGLEWIGVINPGSGGTINYNEKFKG
RATITADKSTSTAYMELSSLRSEDTAVYFCARY
HYYGSGLFPYWGQGTTIVIVSS

1380

DIVMTQSPDSLAVSLGERATINCKSSQSTINSG
NORKNYLAWYQOKPGQPPKLLIYGASTRESGVPD
RESGSGSGIDFTLTISSLQAEDVAVYYCONYHS
YPFTEGGGTKLEIK

1378

SCT-Ga470

QVOLVQSGAEVKKPGASVRKVSCKASGYAFTDYL
IEWVROQAPGQGLEWIGVINPGSGGTINYNEKFKG
RATITADKSTSTAYMELSSLRSEDTAVYFCARY
HYYGSGLFPYWGQGTTIVIVSS

1380

DIVMTQSPDSLAVSLGERVTIMNCKSSQSTINSG
NOKNYLAWYQOKPGQSPKLLIYGASTRESGVPD
RESGSGSGIDFTLTISSVQAEDVAVYYCONYHS
YPFTEGGGTKLEIK

1379

SCT-Ga4d7l

QVOLOQPGAELVKPGASVKMSCKASGYTEFSNYW
MOWVKQTPGRGLEWIGAILPGSGSTSYNQKEKG
KATLTADKSSSTAYMQLSSLTSEDSAVYYCARQ
KYGNEYYEFDEFWGAGTTVIVSA

1381

DIQMTQSPSSLSASVGDRVTITCRASQGIGNYL
AWYQOKPGKAPKLLIYYTSKIONSGVPSRESGSG
SGTIDYTETISSLOPEDIATYYCHQYSKLPYTEG
QGTKVEIK

1382
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SCT-Ga472

QVOLOQPGAELVKPGASVKMSCKASGYTEFSNYW
MOWVKQTPGRGLEWIGAILPGSGSTSYNQKEKG
KATLTADKSSSTAYMQLSSLTSEDSAVYYCARQ
KYGNEYYEFDFWGAGTTVIVSA

1381

DIQMTQSPSSLSASVGDRVTIITCSASQGIGNYL
NWYQOKPGKAPKVLIYYTSSLHSGVPSRESGSG
SGIDFTLTISSLOPEDFATYYCHQYSKLPYTEG
QGTKVEIK

1383

SCT-Ga473

QVOLVQSGAEVKKPGASVRKVSCKASGYTEFSNYW
IOWVROAPGQGLEWMGEILPGSGSTEYTENFKD
RVIMTRDTSTSTVYMELSSLRSEDTAVYYCARQ
KYGNEYYEFDFWGQGTLVIVSS

1384

DIQMTQSPSSLSASVGDRVTITCRASQGIGNYL
AWYQOKPGKAPKLLIYYTSKIONSGVPSRESGSG
SGTIDYTETISSLOPEDIATYYCHQYSKLPYTEG
QGTKVEIK

1382

SCT-Gad74

QVOLVQSGAEVKKPGASVRKVSCKASGYTEFSNYW
IOWVROAPGQGLEWMGEILPGSGSTEYTENFKD
RVIMTRDTSTSTVYMELSSLRSEDTAVYYCARQ
KYGNEYYEFDFWGQGTLVIVSS

1384

DIQMTQSPSSLSASVGDRVTIITCSASQGIGNYL
NWYQOKPGKAPKVLIYYTSSLHSGVPSRESGSG
SGIDFTLTISSLOPEDFATYYCHQYSKLPYTEG
QGTKVEIK

1383

SCT-Gad75

QVOLOQPGAELVKPGASVKMSCKASGYAFTNYL
MOWVKQTPGRGLEWIGAINPGSGGTSYNQKEKG
KATLTADKSSSTAYMOLSSLTSEDSAVYYCART
GVYGNEFLIFDYWGAGTTVIVSA

1385

DIVMTQSPDSLAVSLGERATINCKSSQSTINSG
IQRNYLAWYQOKPGQPPKLLIYGASTRESGVPD
RESGSGSGIDFTLTISSLQAEDVAVYYCONDHR
YPFTEGGGTKLEIK

1386

SCT-Ga476

QVOLOQPGAELVKPGASVKMSCKASGYAFTNYL
MOWVKQTPGRGLEWIGAINPGSGGTSYNQKEKG
KATLTADKSSSTAYMOLSSLTSEDSAVYYCART
GVYGNEFLIFDYWGAGTTVIVSA

1385

DIVMTQSPDSLAVSLGERVTIMNCKSSQSTINSG
IQRNYLAWYQQOKPGQSPKLLIYGASTRESGVPD
RESGSGSGTIDFTLTISSVQARDVAVYYCONDHR
YPFTEGGGTKLEIK

1387

SCT-Gad77

QVOLVQSGAEVKKPGASVRKVSCKASGYAFTNYL
IEWVROQAPGQGLEWIGVINPGSGGTINYNEKFKG
RATITADKSTSTAYMELSSLRSEDTAVYEFCART
GVYGNEFLIFDYWGQGTTIVIVSS

1388

DIVMTQSPDSLAVSLGERATINCKSSQSTINSG
IQRNYLAWYQOKPGQPPKLLIYGASTRESGVPD
RESGSGSGIDFTLTISSLQAEDVAVYYCONDHR
YPFTEGGGTKLEIK

1386

SCT-Ga478

QVOLVQSGAEVKKPGASVRKVSCKASGYAFTNYL
IEWVROQAPGQGLEWIGVINPGSGGTINYNEKFKG
RATITADKSTSTAYMELSSLRSEDTAVYEFCART
GVYGNEFLIFDYWGQGTTIVIVSS

1388

DIVMTQSPDSLAVSLGERVTIMNCKSSQSTINSG
IQRNYLAWYQQOKPGQSPKLLIYGASTRESGVPD
RESGSGSGTIDFTLTISSVQARDVAVYYCONDHR
YPFTEGGGTKLEIK

1387

SCT-Ga479

QVQLKQSGPGLVOPSQSLSITCTVSGESLTSYG
VHWVROSPGKGLEWLGVIWAGGTTDYNTPEFTSR
LSINKDNSKSQVEFFKMNSLOSNDTATIYYCAREP
SYRESMDYWGQGTLVIVSA

1389

DIQMTQSPSSLSASVGDRVTIITCGASENIYSNL
NWYQOKPGKAPKLLIYAATNLADGVPSRESGSG
SGIDFTLTISSLOPEDFATYYCQHFWGTPYTEG
QGTKVEIK

1390

SCT-Ga480

QVOLOQPGAELVKPGASVKMSCKASGYAFTNYL
MOWVKQTPGRGLEWIGAINPGSGGTSYNQKEKG
KATLTADKSSSTAYMQLSSLTSEDSAVYYCARR
GDKYGSAWFAYWGAGTTVIVSA

1391

DIQMTQSPSSLSASVGDRVTITCRASQDVSTAV
AWYQOKPGKAPKLLIYSASFLYSGVPSRESGSG
SGTIDFTLTISSLOPEDFATYYCQQHYSSPRTEG
QGTKVEIK

1392

SCT-Ga481

QVOLOQPGAELVKPGASVKMSCKASGYAFTNYL
MOWVKQTPGRGLEWIGAINPGSGGTSYNQKEKG
KATLTADKSSSTAYMQLSSLTSEDSAVYYCARR
GDKYGSAWFAYWGAGTTVIVSA

1391

DIVMTQSQRFMSTTVGDRVSITCKASQDVSTAV
AWYQOKPGQSPKLLIYSASNRYTGVPDRETGSG
SGTDEFTLTISNMOSEDLADFFCQQHYSSPRTEG
GGTKLEIK

1393

SCT-Ga482

QVOLVQSGAEVKKPGASVRKVSCKASGYAFTNYL
IEWVROQAPGQGLEWIGVINPGSGGTINYNEKFKG
RATITADKSTSTAYMELSSLRSEDTAVYEFCARR
GDKYGSAWFAYWGQGTTIVIVSS

1394

DIQMTQSPSSLSASVGDRVTITCRASQDVSTAV
AWYQOKPGKAPKLLIYSASFLYSGVPSRESGSG
SGTIDFTLTISSLOPEDFATYYCQQHYSSPRTEG
QGTKVEIK

1392

SCT-Ga483

QVOLVQSGAEVKKPGASVRKVSCKASGYAFTNYL
IEWVROQAPGQGLEWIGVINPGSGGTINYNEKFKG
RATITADKSTSTAYMELSSLRSEDTAVYEFCARR
GDKYGSAWFAYWGQGTTIVIVSS

1394

DIVMTQSQRFMSTTVGDRVSITCKASQDVSTAV
AWYQOKPGQSPKLLIYSASNRYTGVPDRETGSG
SGTDEFTLTISNMOSEDLADFFCQQHYSSPRTEG
GGTKLEIK

1393

SCT-Ga484

QVOLOQSGAEVKKPGASVRKVSCKASGYAFTNYL
IEWVROQAPGQGLEWIGVINPGSGGSKYNEKFKG
RATITADKSTSTAYMELSSLRSEDTAVYEFCART
GVYGNEFLIFDYWGQGTTIVIVSS

1395

DIVMTQSPDSLAVSLGERATINCKSSQSTINSG
IQRNYLAWYQOKPGQPPKLLIYGASTRESGVPD
RESGSGSGIDFTLTISSLQAEDVAVYYCONDHR
YPFTEGGGTKLEIK

1386

SCT-Ga485

QVOLVQSGAEVKKPGASVRKVSCKASGYAFTNYL
IEWVKQAPGQGLEWIGVINPGSGGSKYNEKFKG
RATITADKSTSTAYMELSSLRSEDTAVYEFCART
GVYGNEFLIFDYWGQGTTIVIVSS

1396

DIVMTQSPDSLAVSLGERATINCKSSQSTINSG
IQRNYLAWYQOKPGQPPKLLIYGASTRESGVPD
RESGSGSGIDFTLTISSLQAEDVAVYYCONDHR
YPFTEGGGTKLEIK

1386

SCT-Ga486

QVOLOQSGAEVKKPGASVRKVSCKASGYAFTNYL
IEWVKQAPGQGLEWIGVINPGSGGSKYNEKFKG
RATITADKSTSTAYMELSSLRSEDTAVYEFCART
GVYGNEFLIFDYWGQGTTIVIVSS

1397

DIVMTQSPDSLAVSLGERATINCKSSQSTINSG
IQRNYLAWYQOKPGQPPKLLIYGASTRESGVPD
RESGSGSGIDFTLTISSLQAEDVAVYYCONDHR
YPFTEGGGTKLEIK

1386

SCT-Ga487

QVOLOQPGAELVKPGASVKMSCKATGYTEFSNYW
IEWVKQTPGRGLEWIGEILPGSGSSYYNQKEKG
KATLTADKSSSTAYMQLSSLTSEDSAVYYCARQ
KYGNEYYEFDEFWGAGTTVIVSA

1398

ATQMTQSPSSLSASVGDRVIITCRASQGIGNYL
NWYQOKPGKAPKLLIYYTSSLHSGVPSRESGSG
SGTIDYTETISSLOPEDIATYYCHQYSKLPYTEG
QGTKVEIK

1399
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SCT-Ga488

QVOLVQSGAEVKKPGASVRKVSCKASGYTEFSNYW
IEWVROQAPGQGLEWIGEILPGSGSSYYNENFKD
RVIMTRDTSTSTVYMELSSLRSEDTAVYYCARQ
KYGNEYYEFDFWGQGTLVIVSS

1400

ATQMTQSPSSLSASVGDRVIITCRASQGIGNYL
NWYQOKPGKAPKLLIYYTSSLHSGVPSRESGSG
SGTIDYTETISSLOPEDIATYYCHQYSKLPYTEG
QGTKVEIK

1399

SCT-Ga489

QVOLVQSGAEVKKPGASVRKVSCKATGYTEFSNYW
IEWVROQAPGQGLEWIGEILPGSGSSYYNENFKD
RVIMTRDTSTSTVYMELSSLRSEDTAVYYCARQ
KYGNEYYEFDFWGQGTLVIVSS

1401

ATQMTQSPSSLSASVGDRVIITCRASQGIGNYL
NWYQOKPGKAPKLLIYYTSSLHSGVPSRESGSG
SGTIDYTETISSLOPEDIATYYCHQYSKLPYTEG
QGTKVEIK

1399

SCT-Ga490

QVOLOQPGAELVKPGASVKMSCKATGYTEFSNYW
IEWVKQTPGRGLEWIGEILPGSGSSYYNQKEKG
KATLTADKSSSTAYMQLSSLTSEDSAVYYCARQ
KYGNEYYEFDEFWGAGTTVIVSA

1398

DIQMTQSPSSLSASVGDRVTITCRASQGIGNYL
AWYQOKPGKAPKLLIYYTSKIONSGVPSRESGSG
SGTIDYTETISSLOPEDIATYYCHQYSKLPYTEG
QGTKVEIK

1382

SCT-Ga491

QVOLVQSGAEVKKPGASVRKVSCKASGYTEFSNYW
IEWVROQAPGQGLEWIGEILPGSGSSYYNENFKD
RVIMTRDTSTSTVYMELSSLRSEDTAVYYCARQ
KYGNEYYEFDFWGQGTLVIVSS

1400

DIQMTQSPSSLSASVGDRVTITCRASQGIGNYL
AWYQOKPGKAPKLLIYYTSKIONSGVPSRESGSG
SGTIDYTETISSLOPEDIATYYCHQYSKLPYTEG
QGTKVEIK

1382

SCT-Ga492

QVOLVQSGAEVKKPGASVRKVSCKATGYTEFSNYW
IEWVROQAPGQGLEWIGEILPGSGSSYYNENFKD
RVIMTRDTSTSTVYMELSSLRSEDTAVYYCARQ
KYGNEYYEFDFWGQGTLVIVSS

1401

DIQMTQSPSSLSASVGDRVTITCRASQGIGNYL
AWYQOKPGKAPKLLIYYTSKIONSGVPSRESGSG
SGTIDYTETISSLOPEDIATYYCHQYSKLPYTEG
QGTKVEIK

1382

SCT-Ga493

EVKLVESGGGLVQPGGSLRLSCAASGFAFSSED
MSWVRQAPGKGLEWVSVISSGGSYTYYADSVKG
RETISRDNSKNTLYLOMNSLRAEDTAVYYCTRQ
DYRYPYIMDYWGQGTILVIVSS

1402

ATQMTQSPSSLSASVGDRVIITCQASQNINVWL
SWYQOKPGKAPKLLIYKASTLASGVPSRESGSG
SGTIDFTLTISSLOPDDFATYYCQQGQSYPWTEG
GGTKVEIK

1374

SCT-Ga4%4

EVKLVESGGGLVQPGGSLRLSCAASGFAFSSED
MSWVRQAPGKGLEWVSVISSGGSYTYYADSVKG
RETISRDNSKNTLYLOMNSLRAEDTAVYYCTRQ
DYRYPYIMDYWGQGTLVIVSS

1402

DIQMTQSPSSLSASVGDRVTITCHASONINVWL
SWYQOKPGKAPKLLIYKASTLASGVPSRESGSG
SGTIDFTLTISSLOPDDFATYYCQQGQSYPWTEG
GGTKVEIK

1403

SCT-Ga495

EVKLVESGGGLVQPGGSLRLSCAASGFAFSSED
MSWVRQAPGKGLEWVAVISSGGSYTFYPDSVKG
RETISRDNSKNTLYLOMNSLRAEDTALYECTRQ
DYRYPYIMDYWGQGTILVIVSS

1404

ATQMTQSPSSLSASVGDRVIITCQASQNINVWL
SWYQOKPGKAPKLLIYKASTLASGVPSRESGSG
SGTIDFTLTISSLOPDDFATYYCQQGQSYPWTEG
GGTKVEIK

1374

SCT-Ga496

EVKLVESGGGLVQPGGSLRLSCAASGFAFSSED
MSWVRQAPGKGLEWVAVISSGGSYTFYPDSVKG
RETISRDNSKNTLYLOMNSLRAEDTALYECTRQ
DYRYPYIMDYWGQGTILVIVSS

1404

DIQMTQSPSSLSASVGDRVTITCHASONINVWL
SWYQOKPGKAPKLLIYKASTLASGVPSRESGSG
SGTIDFTLTISSLOPDDFATYYCQQGQSYPWTEG
GGTKVEIK

1403

SCT-Ga497

QVOLOQSGAEVKKPGASVRKVSCKASGYAFTNYL
IEWVKQAPGQGLEWIGVINPGSGGNNYNEKFKG
RATITADKSTSTAYMELSSLRSEDTAVYEFCARR
GDKYGSAWFAYWGQGTTVIVSA

1405

DIVMTQSPSSLSASVGDRVTITCKASQDVSTAV
AWYQOKPGKAPKLLIYSASYRYSGVPSRESGSG
SGTIDFTLTISSLOPEDFATYYCQQHYSSPRTEG
QGTKVEIK

1406

SCT-Ga498

QVOLOQSGAEVKKPGASVRKVSCKASGYAFTNYL
IEWVKQAPGQGLEWIGVINPGSGGNNYNEKFKG
RATITADKSTSTAYMELSSLRSEDTAVYEFCARR
GDKYGSAWFAYWGQGTTVIVSA

1405

DIVMTQSQRFMSTTVGDRVSITCKASQDVSTAV
AWYQOKPGQSPKLLIYSASYRYTGVPDRETGSG
SGTDEFTLTISNMOSEDLAVYYCQQHYSSPRTEG
GGTKLEIK

1407

[0043]

The preceding merely illustrates the principles of the disclosure. It will be

appreciated that those skilled in the art will be able to devise various arrangements which,

although not explicitly described or shown herein, embody the principles of the disclosure

and are included within its spirit and scope. Furthermore, all examples and conditional

language recited herein are principally intended to aid the reader in understanding the

principles of the disclosure and the concepts contributed by the inventors to furthering the art

and are to be construed as being without limitation to such specifically recited examples and

conditions. Moreover, all statements herein reciting principles, aspects, and embodiments of

the disclosure as well as specific examples thereof, are intended to encompass both structural

and functional equivalents thereof. Additionally, it is intended that such equivalents include

both currently known equivalents and equivalents developed in the future, i.e., any elements
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developed that perform the same function, regardless of structure. The scope of the present
disclosure, therefore, is not intended to be limited to the exemplary embodiments shown and
described herein. Rather, the scope and spirit of present disclosure is embodied by the
appended claims.
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CLAIMS

What is claimed is:

1. An antibody that binds human TIGIT (SEQ ID NO:1) comprising:
a HCDR1 having the amino acid sequence of SEQ ID NO:804, a HCDR?2 having the
amino acid sequence of SEQ ID NO:814, a HCDR3 having the amino acid sequence
of SEQ ID NO:1321, a LCDR1 having the amino acid sequence of SEQ ID NO:790, a
LCDR?2 having the amino acid sequence of SEQ ID NO:791, and a LCDR3 having
the amino acid sequence of SEQ ID NO:1322; or

2. The antibody of claim 1,wherein the HCDR1 has the amino acid sequence of SEQ ID
NO:804, the HCDR?2 has the amino acid sequence of SEQ ID NO:814, the HCDR3
has the amino acid sequence of SEQ ID NO:1321, the LCDR1 has the amino acid
sequence of SEQ ID NO:790, the LCDR2 has the amino acid sequence of SEQ ID
NO:791, and the LCDR3 has the amino acid sequence of SEQ ID NO:1322.

3. An antibody that binds human TIGIT (SEQ ID NO:1) comprising:
a) a VH having the amino acid sequence of SEQ ID NO:1372,and a VL having
the amino acid sequence of SEQ ID NO:1370; or
b) a VH having the amino acid sequence of SEQ ID NO:357,and a VL having the
amino acid sequence of SEQ ID NO:673; or

4. The antibody of claim 3, wherein the VH has the amino acid sequence of SEQ ID
NO:1372, and the VL has the amino acid sequence of SEQ ID NO:1370.

5. The antibody of claim 3, wherein the Vi has the amino acid sequence of SEQ ID
NO:357, and the VL has the amino acid sequence of SEQ ID NO:673.

6. An antibody that binds human TIGIT (SEQ ID NO:1) comprising:
a) a heavy-chain comprising the amino acid sequence of SEQ ID NO: 1372 and a
light-chain comprising the amino acid sequence of SEQ ID NO:1370;o0r
b) a heavy-chain comprising the amino acid sequence of SEQ ID NO: 357 and a
light-chain comprising the amino acid sequence of SEQ ID NO:673; or

7. The antibody of claim 6, wherein the heavy-chain comprises the amino acid sequence
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10.

of SEQ ID NO:1372 and the light-chain comprises the amino acid sequence of SEQ
ID NO:1370.

The antibody of claim 7, wherein the heavy-chain comprises the amino acid sequence
of SEQ ID NO:357 and the light-chain comprises the amino acid sequence of SEQ ID
NO:673.

A pharmaceutical composition comprising the antibody of any of claims 1-8.

A kit comprising the antibody of any of claims 1-9.
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