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Provided herein are liquid compositions comprising a high concentration of a monoclonal antibody,
e.g., greater than about 100 mg/mL, which demonstrate storage -stability and reduced viscosity. In exemplary
embodiments, the liquid composition comprises about less than about 400 mM arginine glutamate, and, in

alternative exemplary embodiments, the liquid composition comprises proline and a buffer.
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Provided herein are liquid compositions comprising a high concentration of a
monoclonal antibody, e.g., greater than about 100 mg/mL, which demonstrate storage
-stability and reduced viscosity. In exemplary embodiments, the liquid composition
comprises about less than about 400 mM arginine glutamate, and, in alternative

exemplary embodiments, the liquid composition comprises proline and a buffer.
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[0001] EhnEsyicedy e E O E ZRE A RE 5 HERE - #1401 - &
aEREEH BN EY R EEE S (R E2P ST T& (HMW) 18
HMWY g —SEHERCEY T i< AR - BEE B E a1
EHE K NMER RN S > A Es REBE ZAVEMTL
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LIRS B A A AR 2

[0002] AL - AT FREEAREAVRE - SREEMEEEKT
HPiRe S IRERCEY) -

O
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[0003] ASCEIR TR~ E e B RN B B B i B Ry = R D TRR IR
RRSHRP) 2 aat e 1t ~ EEEFIRE MEANIH BRI 2 BaR - AR > ZFRAed
R ARF S H NI PR A B £ 2 250 - © NS AR
IRAV ALY B RIS L B 2 (R E R R e BR B B B, - 12
HASPREE B e)9aT R ~ RRE VAR FEARBRRVIIEE 1% - (NI > AfgRafeilt 7 —HE
IRAGAHRY) BN 2 RAGHEY) - s RASA AP EL &R A 49100 mg/mLAY
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BRIRS ~ TRl BN BE BRI SR SRR H P B2 R AG AR < pHIR& 4.5 B4
5.5 o R T —TERAGAAY) - PINF2 KA - s RS B &R
RFLEI100 mg/mLEYEERRITAG ~ FlREEE ~ REPRIAD SR ENE MR > HoheZ RGN
Y12 pHIALA.SEKYS.S « AL (FHH - ZEBERPUAE ZBE/NFLEI300 mg/mLE/N
7249250 mg/mL - AERPIMEE R T2 - AFIHATE BRRRAR IR 49110
mg/mL £ &Y250 mg/mLEEREIRS A2 /5T - 5% PR ITAS Z FR R {54120 mg/mL
4180 mg/mL - HIFREH > ZIRASAA R EL Z4120 mg/mLEERRGTAS < A2 (X
MR > ZRASHKYI B E4T135 mg/mLELT165 mg/mLERRIIAS » 54Y140
mg/mL £ &160 mg/mLELRGIRE » AERPIPMERFER T - i) i 549140
mg/mLEE150 mg/mLEERRGTAG - AL (M 7T - ASHARTE R HYIRARAHRY )2 B
RIS RIgGiaS « B UMt > fESREIF T - A H S ERRRAS ) < B
TrUIRR RlgGabihe « ARBINETHE - ZERPURATUIL-1551%8 ~ JIPD-14i4E »
HIRANKLFTAGEGTGITRYTAS » ASGHAL 1 on IS © £ S (E D H - 2% KAsH
PP E 49200 mM £ 7400 mMASRE BREARE IR B - HRE Mt SZIRARRERY B &
€225 mM £ &350 mMIfBRE B AR RR RS - A S HEIF I T sORASSHR) B 249250
4325 mMiERE B RE IR ER ~ 2200 mM £ 4300 mMEET200 mMifFERZ L
BREHRES - AL (FHH > ZEBEPRPTAGEELYS0 mMELY300 mMABREEL R - HIFRE
1785 mMZELY190 mM L-iEREEE—ERCEL - fESE D - 2% BEPRITAGERLVI3S
mMZE£J165 mMIEREEL R — AR - fAEZTEFN T - ZESRPUREEI1S5S mME
&185 mMERREEE —FCACHL o AERBIMEEN T ZBEARDTAGELEY150 mMIKE Rk i
FOZY170 mMEERERE —ERCEL « AEBABIFIL T - sZ BEPRDTAGEELY 136 mMis e iz iR
FOET159 mMERRZEE — AR - (£ S1BIEN T sZiRASsH Y IE 24907 1 1.0£4Y
: LOHYRE R BL BIEA R BREE < SLHEE - (40 - KRR R BLEs R IR EE < S H EE (A&

0.8: 1.0ELYL.1: 1.0 » fEZ{E LT > FEREAN BRI BB A AL Z IR AR S H R o
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ZEFRER - ARPIMERERLT » REERYIE S (2) €150 mg 247165 mgH
RIS ~ (b) €922 mg 24926 mg L-FhaRE (B40 - €924 mgE&25mg) ~ (c) §922
mg £ 26 mgEARZFZEE (140 - 4923 mgZE4y24 mg) 1 (d) €J0.01 mg PS80 - H
Tz RAGH YA 4472495 309pH » AESFEFI T - i RASHIEA B
(a) % (d) $HREEUER (2) 2 (d) &KL - B4 > sZRESHI B e R A IR
I ST  ALB MBI T > ARSEE L IRAG ) B SRR R A
M BB R BRI SR TR » A3 T - sZRASEH Y B 249200 mM 2 49300 mM
AL - B E #2225 mMZEZY275 mMAHRE AL EEI235 mMZE 265 mM - £
FEER T » ZRARHRY 249240 mM 2 49260 mMAE R - 705 5T - Filz
B (A L- B B B A/ AR B R AL TR ASA )  Z fE A BB - AE SR T
AR AR E LU N sHE C BEAH - IRIORRED - BARARRED - sHIREANBRERES - aufE
HYE > % SRR AR RRER - P08 KEER — R AR VAERRER - A BIME T - &%
EEELZY] mMELY50 mME ] - 15 fF KBS EE —EERE - AnBIEREN
T AP 18 mMELY22 mMERETH] - HFREH120 mMUKERRE —FE 2 -
AR > 5% RASEHE Y L 5 4930 mM ZE 438 mM &R T - (40434 mMBSHZE -
LT - & ER < pHH S S LsREE - HnPIMmE @ 525 SR A
WORRPERYAD/ BT RRE T 1ERY ~ IR R TRILBLRRS o AonBIMEEN T o s 5 S
MR (A2 LALEERE20 (PS20) BFRILISLAEZES80 (PS80) BLHUESY) » AR BINETS
H > %IRRT L 2R /5%90.001% (wiv ) Z££50.050% (w/v ) B 5 S PR -
BT B2 SHAVE MR LAZY0.005% (w/v) 2£80.025% (wiv) B&J0.01% (w/iv)
+0.001% (w/iv) FEVEMELZREFAL  fLERERTH - ZRARERIE &4
0.01% (wiv) ZILLELEEES80 (PS80)  ASHARTIEFRHYIRARHRY) < pHI%&J4.70
F£45.30 ~ FFEREYS.0 - HRFIMHHE - ZREEEMYIEmLIRRHEY) B &
(a) €J150 mg £ 47165 mgEEPRETAT ~ (b) §922 mg 4926 mg L-FFHEHL ~ (c) €922 mg
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24926 mgEAE L EOA (d) €90.01 mg PS80 - H Az WS A B A K47 £475.3
HYpH » £ 5-{E 5 H - 2% R AG H I B mLIRASAH Y B 2147180 mM 249220 mM
FiREBE ~ 4930 mMZ£&Y38 mMESELEEAN£J0.01% (w/v) PS8OFHYEY1S0 mgE &Yy
165 mg EtrbIAS - H o aZRARSH R B A §94.7 2495 38 pH » AR PN EHE 520
1 RZRAGH I A2 IREGEAY) - E T RE AR AT A (SEC) B2
HY > £E2°CE8°C TMAFLI20(H H 2&926{f H Z1& - VIEISTHZ TR AR -
il H #Z RAGAHRAE25°C ~ 1000 s BA/INR30 cPEYZRHE -

[0004] ASCE—FREM T HaE HIERERERTRRHYRERENRY
Z I3 HAaz BEERE AN Y100 mg/mL  fonBIMEETE T - % RARAHRL
VI F2IRARERY) » i ass R Ent @A (SEC) WEEHRY » ££2°C%8°C
TEATFR20( H 28926{8 H Z1& > VIS eHZ T RS AR - I HLURASAH R
F£25°C ~ 1000 s N EA /N30 cPHYREE » Ao BIMEE RS =0 - 8% A EFE (a)
e EERTTRREL2 )8 (DF) SEHl o 0f » Z2IEEE RS () €950 mM 4300
mMiEREEEERAD (i) EE&Y0.7 : LOELYLL: 1O (B4 > £90.8 : 1.OELYL.1: 1.0)
YRR RE R R B R S HLEEHY & < ZARERRED © A0 () AR DD EDE M - 1 e it >
i DR TR 124985 mMZE&Y190 mMighaRg - HiF 2= > ZDFEEHIE &4
135 mM £ 47165 mMifE iz s © (EELERY HTH » 8% DFEEEIE 249155 mME£&Y
185 mMZEfZEEET - BA04T150 mMABRZEL IR INET170 mMERRZRLED o {1 SAEEN
T e DF&E R 2 pHEART R HYIRAG H ) < 8 pH R BHE] » AR - AT
SRS < B pHIREUAS 2455 ~ F 4.7 24953 < (L& TETE
ST SRS MR APS8ORI/ELLLEY0.01% (wiv) BIBERIETAL - A Gt
TR A AT IS EERY T A B HY R AR AR R -

[0005) AfgGFE5IMEM 7 —E%h: - ZEnEE E— A H S ERY
FZ2RAGHR) - SFREH - 52 BB & 491 mLELYS mLEYZ F2RASHEY) -
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[0006] R ¥ —fEEEE LM S > EEEH S E 2T EARTRTE
BV FI2IARERY) ~ HIFR R E &4 mLEQYS mLEYZ FEZ2IRAGAE R -

[0007]) AsgEaiE—Bieft 7 —f/ Vi - s/ MBS E— TSR IHRTE R
HF2RAGHRY) - ST EH - 5%/ MIE &1 mLEL)S mLHYZ F2RAsHE
Y-

[0008) AfgFaiEfeft J —fEEHE NG - EHIEFGESE—TEARE
AP fE B0y S 2 IRASAHRY) ©

[0009) AfgGFafft e ZHBIRALTE « AERBIEER =T
§2 HA ELE R A7 e B U B IR R4 R IR R B B AT AL 55 K I — T P
ZLFEZRAGHRY) - YN 1R AR Z F 2RI e RIR < H

ﬁo

GEEEGH D
[0010] [[E11{5%EAFATE~ HIRPIRRRERIATIE m IR EC B T ReHY
HMWY/'E % 2 8] -

(&0

FERA H R YAS X5 [

[0011]) ASZHR#E35 US.C. §119(e)ZERFA20214E8 H 12 HIE AT HYE B Fai
B HA 35 22 59£63/232,299  FE LS A1 202243 H 4 H F2 AT HY 5= B B IS E A HHEF 52
5763/316,604  f 7 » i H HARER NSRS R iF AR

FEOTES [OF ALLB T =W e Ry
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[0012] MRS | DAE 2 S00F ABIGREUA S FIRHE ST BB RS 7] B TR/
R E B PR - ol H HAESATT - i E " A-2756-WO01-SEC_SeqListing.xml
F99.1 KB ASCII ( 3ZA&) {4 5 AIZEERR202247H19H -

[0013]) AfGEREM TIRESAHY) » 2 FREBARY B A= REIHERE -
BN EEAREAS - 8IS < DUESTE RO Ry R E ik E H VM ARE H Y205 - A B
EEERE (454 - (JanewaySE A, Immunobiology: The Immune System in
Health and Disease [f2yZ4EY)ER © BEFFEER 0% 2%, S54hR, Elsevier Science
Ltd./Garland Publishing [ % [ B BHE2A TR S/ RS AR, 1999 < SASIRTA -
flrsd " HiRe  REEAERAENREO - BaEHE K e 2ERE
E&EEEHE « Gl HiEEH KlgG - HANEHEEZ#E 2 Y ) &
BIEA—{ TES ) i (BREIHE EH4925 kDafy s T8 ) fI—i% TE ) §E (A
BHAHLS50-10kDay 38 ) © s A ZEMEERE - £lgCPA+ - 7TE&E
AT ELI100(E 2 110(EFE L (AR AR - B2 =L E&E (CDR) » TH&
HHUFEEG - W H B GR ETURR AR E R ER - EEE iR SR
T 240 QHAERN Sy F o T S P AR (AR B AN BB 8 NOR U [ Bl RS 1 > e E
FHEEE SR CARIGEN A HERL - (JanewayZE A, [ Structure of the Antibody
Molecule and the Immunoglobulin Genes | [F1f8 5 T Fl R EEk&E 0 E RN 2 451,
Tmmunobiology: The Tmmune System in Health and Disease [ 6J5 A2 4752 © [RE
IR 2 s 240 ), 584hR Elsevier Science Ltd./Garland Publishing [ % 8.0 fF}E2
AR E AR H AR (1999)) -

[0014] AEifE 4K T HifECDRY —ARAEREFE: - B2 Hhifs
S ZR > CORARES B R B n S Hh ZAEE N - B R F EHE FHUR
G Rea RS, - o] S A 1 & /D = (H B S CDR B #CDR  (Kabats
A, 1991, Sequences of Proteins of Immunological Interest [ G2 ERATEL'E
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F#%1]1, Public Health Service [/34Lf# 425381 N.LLH., Bethesda [ 3 {1872£], Md. [[E &
BN 5 #Z22: R ChothiafILesk, 1987, J. Mol. Biol.[/77F4 %8 %#:E] 196:901-917 ;
ChothiaZg A, 1989, Nature [H7A] 342: 877-883) » ArAEZREA ( FHKabatZ A,
199145 7E BHEZEE 1-4 » FR1 ~ FR2 ~ FR3#0FR4 ; 722k H Chothiaf{lLesk, 1987, [5]
£ -

[0015] Fife Al DA S AT ERIEVEMMEE B - NESHE > 55 Ry R K
CHE o IR 8~y > oBle 0 i HAFUAS Z [FIFEAY 53 5 E 2R FylgM - IgD
IgG ~ IgAMIIgE - IgGEAZHE T4 > BiE{EAR 1G] ~ 1gG2 ~ 1gG3AIgG4 -
IeMEATH > GIEEATRIgMIAIgM2 - A5 2 Bt 7 2V BIEATE EE T
SRR B EI AR A - B E i (& ] Ry (A s AT IR 7 (& - B0 A s AT
#ElEEE - EHEEEE I AP - 32 - B RIS EHEEE & - FImA
ol ~ 3H ~ e~ yHISNESEIEE & - NIEE > HoRBIEER T - SiRe&lE
fERlIgA ~ IgD ~ IgE ~ IgGEUIgMEYPTAS » ELEIRG] ~ 1gG2 ~ IgG3ElgGaT 2 {E—
E

[0016] FrBIEREIT » RS Al HEERDUAS - INIL - AREFIRft 7 —E
IRAGAHRY) - G Bl 2 BER AR - B (UMEHY - IRASKERYI ] B 2 irbihe
) o AL —EEEHE T AT > TiRe e S B (PIa > /NEE - R WEE
52 B AF) EERAFETUEEA LA RS - 22 )THE © 61
A% 1] DGR R e LB RS > BIAVINEDTRS ~ RPUAS ~ (USEPURG ~ PR - 2
RS ~ BEDUE - ADURS - (RS - il ADEE - AEEHH > JiiE A
e TRes N RETUR - flosE | iRatile ) (RiE e Ak B WiEEE A [EHiEE
AT RS - IR DUAG AT LIBT3 2K B —(EYRER B E S A K B 2R
WiEry s R > B — gt ] DLE K E 2/ R (AR R R R R
& FS - ke Piae i o] LI A [E — Y E N Y R R 2R [E RS < S5 - io=E
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"L FERIR R R (e 5 U e 8 A TR (LA EE A AR
B AL BN RS R S S T AR T E A A ORI 2 1A% - 40 » AR
(ETT LA R e 2 JE AR (B0 NELAS ) FICDRSEE Abseh - AJE(LIE
BT B B i S AR I LU E A PSS DA A FEF] -
[0017] FEmBIEE - HiBEEE () RAFFIHAIES (HC) HHiAE
B (CDR) |RABARSSELAE e -AERREE (B> 1~ 2~ 3~ AEREER)
SHEA 5/ DB AI0% S — AT 5 (b) RAFFIHATHC CDR2GHRS
R B 1A B S L 5/ DBk 4900 % 5 ] — MR BB ] 5 (o) 2
AFFHETHC CDR3HEHN 72 H {87 5 1 -4 R s L %5/ D o490 % F
Fil[El— MBS ; (d) TAFFIHEHE (LC) CDRIBEA RISt R
MR 2 B % /D 3 £990% FE B [El — 1L SRR FE1 5 () AP FIHAILC
CDR2 G FH 1 B L 8 7 B 14 R B s U /) B0 90% PP 31— M
BEES] 5 () TABFIHAILC COR3REENBE RIS HL{E 5 5 | 4B AR s B 5
BREI0% FHIE — AT R 5 (o) (@)-(DF AL - =(8 - 1/ - &
BN 488 - TERBIETE » i E & FATFIHAILC CDRIFEREFFS] -
LC CDR2FHESFFFIRILC COR3BERE R FIF AL T AT % /0 | R2(HHC CDR
BB - {ER BT E » HiaE A RAPFIHATHC CDRIBEEERF] - HC
CDR2FHFLFFFIAIHC CDR3AEEEFFIRZEA T A%/ 1 22HLC CDREE
RESFFT - 1E— B2 » B8 & FTA = (A AECDR « 15 B i 2
o B A HBARE(TRHISEQ ID NO:FRAICDREAR I+ 3(H - 4
- SEELFTAGE - BT T HiiE 455 BSEQ ID NO: 1-66JHC
CDRI1 ~ HC CDR2 » HC CDR3 * LC CDRI1 * LC CDR2 ~ LC CDR3 - fF&FfEEM
T e SR &SEQ ID NO: 11-16yHC CDRI1 ~ HC CDR2 ~ HCCDR3 ~ LC

CDR1 ~ LCCDR2 » LCCDR3 - fE&{EHHE * HifaE 2457 H&SEQ ID NO: 21-26
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fiJHC CDR1 ~ HC CDR2 - HC CDR3 ~ LC CDR1 - LC CDR2 ~ LC CDR3 - 757343
MR T > FL S A& 43 R &SEQ ID NO: 31-36§9HC CDR1 - HC CDR2 - HC CDR3 ~

LC CDRI ~ LC CDR2 - LC CDR3 « {ERIMEHE » FiigfamEAdFrEyHC
A[% (var) EFFFIF/ELC var@& 51 o fonBIiE i E @ HifsE&SEQ ID NO: 7
FVHC varl& FF5I[F1/8(SEQ ID NO: 8HYLC varl&® 751 » Fifef=SEQ ID NO: 178y
HC varlZEF1F1/2SEQ ID NO: I18fLC varl& 551 » #1462 SEQ ID NO: 271
HC varl& F51F1/5(SEQ ID NO: 28(JLC var@F7 o fmfiEFER T @ fifga s
RAFFTRHY 2R (FL) HCFRFIAI/ECFL LCFP3I » Gl 5 - #ife & SEQ
ID NO: 9FJFL HCHI/Z(SEQ ID NO: 10§9FL LC - SEQ ID NO: 19fJFL HCHI/5Y,
SEQ ID NO: 20§JFL LC ~ SEQ ID NO: 29fJFL HCF1/2{SEQ ID NO: 30fJFL LCE

#SEQ ID NO: 318JFL HCH1/2¢SEQ ID NO: 32fJFL LC -

[RA]
piagl PiAg2 PiAE3 PiAg4

HC CDRI1 1 11 21
HC CDR2 2 12 22
HC CDR3 3 13 23
LC CDRI1 4 14 24
LC CDR2 5 15 25
LC CDR3 6 16 26

HC var 7 17 27

LC var 8 18 28

FL HC 9 19 29 31

FL LC 10 20 30 32

(0018] FEorBMEITiE > PUAR (A ANHIPT AL 2 FUIL-15 B0 - A 25 T
PURE R B A 510,301,384 FF BT aic 2 fIL- 155188 - % SEAIRE RIS 6F AR
e fEEE T > JiRsEE () B2 E DUT Ay E#E Al & - SEQID NO: 37 ~ SEQID
NO: 38 + SEQID NO: 44 ~ SEQID NO: 53 » SEQID NO: 39 + SEQID NO: 40 ~ SEQ
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ID NO: 41 ~ SEQID NO: 42 ~ SEQID NO: 43 ~ SEQ ID NO: 45 ~ SEQ ID NO: 46 ~
SEQ ID NO: 47 ~ SEQID NO: 48 ~ SEQ ID NO: 49 ~ SEQ ID NO: 50 ~ SEQ ID NO:
» SEQID NO: 52 ~ SEQID NO: 54F1SEQ ID NO: 55 ; F1(ii) #H DL N AyES i o]
& © SEQID NO: 56 ~ SEQ ID NO: 57 ~ SEQ ID NO: 58 ~ SEQ ID NO: 59 ~ SEQ
ID NO: 60FISEQ ID NO: 61 - fiZEEH - HigaH-SSEQ ID NO: 62-64 ~ 68 ~ 7151
T2 —(EHY R E B PP
[0019]) Ziie2/E
[0020) ARG - AZEHATIEEEAVH Y B &R E R E100
mg/mL H 1 ZEE i1/ NjAE450 mg/mL ~ /NFRE400 mg/mL ~ ZNFAEY350 mg/mL ~ /)N
24300 mg/mLEG/NAEY250 mg/mLAYHIAS < FESTEIFN T > DURSLL T HUREEF
FEF4ER Y © 49110 mg/mL 225300 mg/mL > #4049110 mg/mLZE 49290 mg/mL ~
#9110 mg/mL % %280 mg/mL ~ 29110 mg/mLE %270 mg/mL ~ 49110 mg/mLE 4y
260 mg/mL ~ £9110 mg/mL % 49250 mg/mL ~ 29110 mg/mL £ %9240 mg/mL ~ 29110
mg/mL £ %230 mg/mL ~ £J110 mg/mL 24220 mg/mL ~ £J110 mg/mL % 4J210
mg/mL ~ 49110 mg/mLZE 49200 mg/mL ~ €110 mg/mLZ% %7190 mg/mL ~ 4110
mg/mLZE %7180 mg/mL ~ 7110 mg/mLZE%J170 mg/mL ~ £J110 mg/mLZ%E %7160
mg/mL ~ 49110 mg/mL% %7150 mg/mL ~ #7110 mg/mLZ% %7140 mg/mL ~ £J110
mg/mLZE 130 mg/mL ~ 2110 mg/mL £ %120 mg/mL ~ 27120 mg/mL % %7300
mg/mL ~ 49130 mg/mL £ 49300 mg/mL ~ 7140 mg/mL % 25300 mg/mL ~ 4150
mg/mLZE Y300 mg/mL ~ 2160 mg/mL £ %300 mg/mL ~ 29170 mg/mL % %7300
mg/mL ~ %9180 mg/mL £ 49300 mg/mL ~ 7190 mg/mL % 47300 mg/mL ~ %3200
mg/mL £ %9300 mg/mL ~ 9210 mg/mL £ %7300 mg/mL ~ 29220 mg/mL % %300
mg/mL ~ 49230 mg/mL £ 49300 mg/mL ~ £J240 mg/mL % 27300 mg/mL ~ %250
mg/mL £ %9300 mg/mL ~ 9260 mg/mL £ %7300 mg/mL ~ 29270 mg/mL % %300

C249610PA.docx % 10 E ’ iH:- 74 E(é&%gﬁﬁg)

111130262 FEHESE A0202 1113312442-0



202319398

mg/mL ~ 29280 mg/mL %4300 mg/mL ~ (%9290 mg/mL % 29300 mg/mL  {£&fE
BT » PUiE 2 RE%4TY120 mg/mLELY250 mg/mL » fHFFEHZAY120 mg/mLE
#9240 mg/mL ~ 49120 mg/mLZE 49230 mg/mL ~ #9120 mg/mLZE 49220 mg/mL -~ &
120 mg/mLZ 49210 mg/mL ~ #7120 mg/mLZ 45200 mg/mL ~ 4120 mg/mLZE %7190
mg/mL ~ €120 mg/mL %180 mg/mL ~ €120 mg/mL %7170 mg/mL ~ 27120
mg/mLZ %7160 mg/mL - 49120 mg/mLZE 47150 mg/mL ~ %120 mg/mL % 47140
mg/mL ~ 49120 mg/mLE 47130 mg/mL ~ €130 mg/mL % 45250 mg/mL ~ 4140
mg/mL £ %250 mg/mL ~ £J150 mg/mL £ 4250 mg/mL ~ 27160 mg/mL £ 4250
mg/mL ~ €170 mg/mL %4250 mg/mL ~ €180 mg/mL £ %250 mg/mL ~ 27190
mg/mL £ %250 mg/mL - 4200 mg/mL 2 4Y250 mg/mL ~ £J210 mg/mL % 250
mg/mL ~ £9220 mg/mLZE %9250 mg/mL - 230 mg/mLZ %9250 mg/mL - (47240
mg/mL 4250 mg/mL  fE ZAEF N T » RS AH A F RS < R (349160 mg/mL
249250 mg/mL » 4149180 mg/mLZE %225 mg/mL ~ 2¢&J180 mg/mL % 4200
mg/mL o {E—EE751H - FIASLL N HUREFAL A ¢ €130 mg/mL £ &225
mg/mL ~ £9130 mg/mLZ %9220 mg/mL ~ 574130 mg//mLZ %200 mg/mL {1 & &
BT » UL MR AL A ¢ 9135 mg/mLZEZY165 mg/mL ~ 177
140 mg/mL 2 49160 mg/mL - LRI 7 T - iR BEAH B 52 4120 mg/mL~
&J140 mg/mL ~ 49150 mg/mLECZY165 mg/mLES - Al E @ IRASAHEY )
£ %9150 mg/mL -

[0021]) 7Eizlesiz e

[0022] fESHEFEN T @ KRR EE RIYEET 10 mM 2/ NP EEY450
mMHAVIEREEE ZAREBRER - 10/ NFYEJ440 mM ~ /NREJ430 mM -~ /NFR420 mM - /N
410 mMUKERE L BR G A B8 112518 J7 T - IR ASEE R B 2410 mM 22 29400 mM ~
£925 mM £ 49400 mM ~ £950 mM £ 49400 mM ~ 4975 mM % 49400 mM ~ 49100 mM
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49400 mM ~ £9125 mMZ 9400 mM ~ £9150 mMZE 49400 mM ~ £9200 mME4Y
300 mM ~ 9200 mMZ 49400 mM -~ £9225 mMZ 49350 mMEZJ400 mM - 49250
249325 mMEGZI400 mM ~ 9275 mMZE 400 mM ~ £9300 mM £ 49400 mM -

4325 mM £ 47400 mM -~ £J350 mMZ£7400 mM ~ 49375 mM £ %7400 mM ~ 910

FHI375mM ~ £910 mMZE£Y350 mM ~ 2910 mM ZE 325 mM ~ 4910 mME 4
300 mM ~ 910 mMZ49275 mM ~ 910 mMZE 4250 mM ~ 4910 mM %4225 mM -
£310 mM E 49200 mM ~ £910 mMZ4J175 mM ~ £910 mM £ 47150 mM ~ 4910 mM
49125 mM ~ 2910 mMZE 9100 mM ~ 8910 mMZ 4975 mM ~ 4910 mM 4950 mM ~
BZ&Y10 mM £ 4925 mMiE R B EA NG IE R - A pItE i m - RESER I & 2/ DE
£J50 mM ~ 2/DECEITS mM ~ 2/DECET100 mMitE Ha B A R B B A0/ 50 N 49450
mM ~ /NFREJ400 mM -~ NFRZY350 mM ~ ZNFREY300 mM -~ /NFREY250 mMEG NS
£J200 mMIB R EE LSS - AR PIMEREN T KA AHRI B 2475 mMZE 47250
mM ~ 7100 mMZ %7200 mM ~ BAJ125 mMZE 175 mMIERETLEAREBEEE - 1155
TEFE T - IREEAHEY & 4200 mMSREEL BARZEL SR o A BIME i m - TRASAE
R 4I250 mMZEZY350 mM > FI7149260 mMZE4Y350 mM ~ £9270 mMZ &Y
350 mM -~ £9280 mMZE4J350 mM ~ 9290 mMZE 49350 mM - 49300 mMZ 45350
mM ~ £9310 mM 49350 mM ~ 49320 mM £ 49350 mM -~ £9330 mMZE 49350 mM -
29340 mM 2 49350 mM -~ £9250 mMZ 49340 mM ~ £9250 mMZ 49330 mM -~ 49250
mMZ 49320 mM -~ £9250 mMZ 49310 mM ~ 29250 mMZ 49300 mM ~ 49250 mM
249290 mM ~ £9250 mMZ %280 mM ~ £9250 mM %4270 mM ~ 5049250 mM %
#9260 mMISRE L EAREREEE - ARG - RARAHRY) B 249260 mM £ 4340
mMEY270 mM 2 £330 mMEEREEL BARG BRER © AL (B TTH @ MR R B 5
BB AT i A R B R« AL T T - AERE B B B B (B B L5 R B i A
L-ZARE R HVES - (2 S IE I T MR R B N L B B 2 B N R BB P B T HUAB
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BERE o AR BRY - flosh | EANEIEER | (RIS BRANATRER - Hapalt (BiiE)
SCHAH S » AESEHHE - RAREEPIE 5470 mMEL210 mMABREEE (AL
iy TR RER ) 4980 mMZE 4240 mMEAREILER o ARSI T TE - 4HREY)
HELT0 mME 47210 mMiSRERZERTIL80 mM £ 47240 mMEARER; - f15(E 7
H - RAREEY)EL S €100 mM Y170 mMESREEZ s - HFEE 14120 mM 2Ly
150 mMitE g R s - (LS T > feleRRER (R L-faiaiews - Aonfitnm o R
AHRPIELE 4136 mMIEREREER o BT TH > RASHEYI B E47136 mM L-
TR B o A58 > RASSHEY) B 24120 mM 24200 mMERRZILES - 17
FEHPEI140 mM 2289175 mMEKHZERER - AR BT > RARSERPIEL & 49159 mM
BB o A2 S5 H - AR BRI A B 247120 mM 24200 mMELRE
Bz (G40 - L-Bkhale ) ~ BIFREHE140 mMZELY175 mMERRZEE (BI40 > L-Zkiz
Bz) o fnBIMESHE - SEAPIEEET159 mMERRERL - BIIL-BRRERE - A2 SR
ST RAREHEPI LS 4100 mM 2 4200 mMEERZ BZA14Y100 mM % 4200 mM#%
HEBLER - FFRENY - IREGAHIE 2 4Y125 mMELY17S mMEEREREEET125 24y
150 mMIEREREAIZY125 mM £ 29200 mMEERZ B EEEICZT140 mM £ 47185 mMEER
BeER - AESEIFN T - AR B &49136 mMishEfLieA14y159 mMERRZ BZ
o FEESTRIFN T o HEIELE4Y100 mMZE£Y200 mMEEREEEFIZT100 mM &Y
200 mMEARZ ] - SRR - SHEVY)IEL Z 4125 mME&Y175 mMifghEle (Bl
L-FERalkie ) BCaV125249150 mMigRERL (B0 - L-ighalzis ) F149125 mM 2
9200 mMERRE L (140 > L-EAREEE ) Bi&y140 mM 224185 mMEKHEEE (140 -
Bl ) - AESBIFEN T > sHEY)E 247136 mM L-iEREREIRANET 159 mMEARZ EE
(BIan > L-#kRale ) A - $HRPIELE49120 mM 2200 mMEKRZEL -
HAFEEMET140 mMEL175 mMERRERE - AoRBIE L - PR ELI159 mM
Bl - AESHEFNT - $HEWE 247100 mM 249200 mM L-F5 R 147100
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mMZ 47200 mM L-Zif R - SRS - dHprE&47125 mMELY175 mM L-iF
Wz iR BT 125 2249150 mM L-f5REfLlinf14v125 mM 2249200 mM L-ZEHE R EC4Y
140 mM 249185 mM L-ZEE L - fESAEFN T 0 e 247136 mM L-iERE %
BA14Y159 mM L-ZRREREE -

[0023) FE&AEHE > PLARELLY25 mMZE4Y190 mMiERERE (120 - L-iEHE
Bfmg ) FO£925 mME 200 mMERREE: (BI40 - L-BAREEE ) —fERcH o A
AVERY > {£ " L. 8 | AP R 2 Frfe s St B a s kTR
HYR RS R F (5 HEYDFR B H Ffe milPEl < & - L > (28 5mE - B
£925 mMZE 7190 mMFBRZEZF14Y25 mM % 49200 mMELREEE —EACRIAV RS =
fePLiEsc 2 eyl E TR A H & O RYDFEE B E 24925 mM £ 47190 mM
FEREBEAT4Y25 mM £ 4200 mMBARZRE - A2 248 FN T HLASFLY50 mM 249300
mMIFREEL B85 mM £ 4190 mMAFHEEE—EERC Y - 125 J7TH > PiigEi100 mM
Z&I180 mMIkFREEE (5140 - 49100 mMZEZY170 mM ~ €100 mMZEZJ160 mM -~ &Y
100 mMZE %7150 mM ~ 9100 mMZEZJ140 mM ~ 29100 mMZEZJ130 mM ~ 29100
mMMZ47120 mM -~ £9100 mMZ 47110 mM -~ £9110 mMZ 49180 mM ~ £9120 mM
247180 mM -~ £9130 mMZE4J180 mM ~ 49140 mMZE4180 mM - 9150 mM £ &Y
180 mM ~ 49160 mMZ4J180 mM ~ 49170 mMZ 49180 mM ~ 49120 mM %4170
mM ~ £9130 mMZ 47160 mM ~ £9135 mMZE 4155 mME{4J135 mM 49165 mM )
FIZJ110 mMZE&y240 mMEEREEE (5140 > 49110 mMZE 47180 mM ~ £J110 mM %
9170 mM ~ 9110 mMZE4J160 mM ~ 9110 mM ZE 5150 mM ~ £9110 mMZ 45140
mM ~ £9110 mMZE4J130mM ~ 49110 mMZE 47120 mM ~ 49120 mMZE %7180 mM -
7130 mMZE 47180 mM -~ 49140 mM £ 47180 mM -~ £€7150 mMZ£47180 mM -~ 49160
mMMZ4J180 mM -~ £9170 mMZ 47180 mM -~ 49120 mMZ 49170 mM ~ £9130 mM
249160 mM - £9140 mM £ 47160 mM - 4145 mM £ 4155 mMEBEFZRE 5047155 mM
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L1185 mMERRERS ) —EACEL - fE SRR T - PUAREEEY135 mME 4165 mM
FERE BRI 145 mMZ2 47185 mMEAR L —FERCHL -

[0024]) FEZAEEN T » PUESECEINET10 mMZE 4125 mMiFREEL F1LY25
mM 47225 mMERRFRLEE F o HNASCHYERY > 48 T RCELA... ) (RATERTEZ
< e EGEL S BT REEY R ERE e REP R 2 & -
I FEEFEE T 0 BB EY10 mM 2 49125 mMiE FERE F14Y25 mM 249225 mM
R RRER TR RVPRS B R AR Y B 2 AR 1410 mM ZEZY125 mMIERZEL ALY
25 mMZ 4225 mMERREELER - A2 &8 71 » DIRRACELNEYSS mMZE£135 mMifg
Wl (P > 4955 mMZEZY125 mM ~ 2955 mMZEZJ115 mM ~ €955 mM 47105
mM ~ 4955 mMZ4£795 mM - 455 mMZE4J85 mM -~ 55 mMZE4J75 mM -~ £J55
mMZEZJ65 mM ~ 2465 mME 4135 mM ~ 2475 mMZE 135 mM ~ 285 mMEZY
135 mM ~ 2995 mM £ 47135 mM ~ 47105 mM £ 47135 mM ~ 9115 mM £47145 mM ~
9125 mMZ&J135 mM ~ €975 mMZEZJ115 mM ~ €985 mM £ 4105 mMIiE L )
FI&Y130 mMZE 4210 mMEARZERER (fI40 > 49130 mM % 49200 mM ~ 9130 mM
247240 mM ~ £9130 mMZEZJ180 mM ~ £9130 mMZEZJ170 mM ~ £9130 mM &4y
160 mM ~ 49130 mMZ %9150 mM ~ 49130 mMZ 49140 mM ~ 49140 mMZE 49210
mM ~ £9150 mMZE£J210 mM ~ 9160 mME£J210mM ~ 29170 mMZE %210 mM ~
47180 mMZE 47210 mM ~ £9190 mMZE 47210 mM ~ £9200 mMZE 4210 mM ~ £7150
mMZ 47190 mM ~ 7160 mM 49180 mM ~ £9165 mM £ %175 mMELRZELES ) o -
IERFEERT @ 4 E & PEERLI10 mMZELY125 mMIERRSE (H40 > L4
Wldim ) F14925 mMZE&9225 mMERREES (A0 » L-BARaEE ) < L& 5 H » $it
FEACBUTEYSS mM 4135 mM L5 fzms (140 - 4955 mMZEZJ125 mM -~ €955
mMZEZJ115 mM -~ €955 mMZE4J105 mM -~ €955 mMZE 4795 mM ~ £955 mMZELY
85 mM - 4955 mMZELY75 mM ~ 4955 mMZ£J65 mM ~ 4965 mM 4135 mM ~ £Y
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75 mMZEZJ135 mM ~ 4985 mMZE4J135 mM ~ €995 mMZ4J135 mM - 9105 mM
49135 mM ~ 9115 mMZEZJ145 mM ~ £9125 mMZE£5135 mM -~ €975 mM £ 4y
115 mM ~ &85 mM£47105 mM L-i5HEzng ) 149130 mM 49210 mMEAR %
(%0 » 9130 mMZ 49200 mM ~ 9130 mM %4240 mM ~ £9130 mM % 49180 mM ~
7130 mMZE 47170 mM ~ 29130 mM Z£47160 mM -~ 7130 mMZE%J150 mM -~ 49130
mMZ4J140 mM -~ £9140 mMZ 49210 mM ~ £9150 mMZE 45210 mM ~ 49160 mM
#7210 mM ~ £9170 mMZE %210 mM ~ £9180 mM %4210 mM ~ £9190 mME 4y
210 mM -~ £9200 mM %4210 mM ~ 49150 mMZ 49190 mM ~ 49160 mM %4180
mM ~ 2165 mM £ %175 mM L-ZRREEE ) & -
[0025]) FE&AFE5HE - FLASEIZY70 mM £ 49210 mMIFFREEL A1ZI80 mM £ 4y
240 mMZARZ BE —-ERCEY - ARSI 5T » HUAREALT100 mMZ&Y170 mMAB R BL s ~
TR A 120 mM 247150 mMEREBE fig— LAY o AP 5 T - HiRs Y136
mMIERE B lis— e ACEY o FE 25T - HUASEHEY 120 mM 2 £200 mMEERE T ~ 5
FTEH L 140 mMZE Y175 mMERHE B —EBCEY - Aol 7T » HiAsFA&Y159 mM
TR —E O - A2 2B T - BN BEARL-BARERE - AL SAEF T HiASHI&Y100
mM % 47200 mMAF B F149100 mM 22 £9200 mMBARG G —FEACEY - fFEZEHT - 1
BEFIZ125 mMZE 4175 mMESREE 04125 849150 mMAE B F149125 mMZ4Y
200 mMZARZ L ECEY140 mMZELY185 mMEAR I —EACE - I 2fEFR T - P
1150 mMIFBRE L m A4V 170 mMERREEE—EERC B - 1028 5 » FAERASEE R
V)RS G SRR B BB R 4925 mM 249190 mMikSRZ B A14Y25 mM 249200 mM
PR EL PR - A28 5T > FUAE 100 mM A4 180 mMIkERZ L ({5140 > 49100 mM
F4I170 mM ~ £9100 mMZEZJ160 mM ~ £9100 mMZE4J150 mM ~ £9100 mMZE 4y
140 mM ~ £9100 mMZ %9130 mM ~ 29100 mMZ 49120 mM ~ 49100 mM %4110
mM ~ £9110 mM E 47180 mM ~ 49120 mM £ 47180 mM ~ 49130 mMZE 49180 mM ~
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£7140 mMZE 47180 mM ~ 29150 mM £ 47180 mM ~ £€7160 mMZ£%7180 mM -~ 4170
mMZ4J180 mM -~ £9120 mMZ 47170 mM ~ £9130 mMZE 47160 mM ~ 49135 mM
FLI155 mM ) FIZY110 mMZE 49240 mMEAREZEE (140 - 49110 mMZE4J180 mM -
€110 mMZEZJ170 mM ~ 49110 mMZE 4160 mM ~ £€7110 mMZEZJ150 mM ~ £9110
mMMZ47140 mM -~ £9110 mMZ 47130 mM -~ £9110 mMZ 49120 mM ~ £9120 mM
247180 mM -~ £9130 mMZE4J180 mM ~ 49140 mMZE4180 mM - 9150 mM £ &Y
180 mM ~ 49160 mMZ4J180 mM ~ 49170 mMZ 49180 mM ~ 49120 mM %4170
mM ~ 49130 mMZ£160 mM ~ 29140 mMZ 47160 mM -~ £9145 mM %4155 mM
BEREEE ) —REECE - AERAEFEMN T - AN RS R TSR B AR B B LY
135 mMZ 145 mMABEREEL 149145 mM 155 mMEEREEE BIp - (27 -
ALY TRAS AR R BVAE R BE BA R B B FH 4970 mM 2244210 mMIFBRE L im 1480
mMZ&240 mMEREEE IR o 752 » AL RAS R Y R RVAG R L Bk
BEEI Y100 mM 249170 mMFFHEEE s =120 mM £ £7150 mMAE R EZ R F04Y
120 mM 2 £200 mMZERZ L B4 140 mM 22175 mMERREEE BIpY « {2 7T -
AL R RS AH ) R BUAG G BR SR B B FH 4V 136 mMUE R BR s 14159 mMELRE
EEEIRY o

[0026]) FE&ZAEEN T » PUESECEINET10 mMZE 4125 mMIiFREEL AILY25
mMZ 4225 mMEAREEEEE 1 - £ 5T /R AS I 2 4Y55 mM £ 47135 mM
TR (B0 > 4955 mMZEZY125 mM ~ 4955 mMZE4Y115 mM -~ €955 mM £ 47105
mM ~ 4955 mMZ4£795 mM - 455 mMZE4J85 mM -~ 55 mMZE4J75 mM -~ £J55
mMZEZJ65 mM ~ 2465 mME 4135 mM ~ 2475 mMZE 135 mM ~ 285 mMEZY
135 mM ~ 2995 mM £ 47135 mM ~ 47105 mM £ 47135 mM ~ 9115 mM £47145 mM ~
9125 mMZ&J135 mM ~ €975 mMZEZJ115 mM ~ €985 mM £ 4105 mMIiE L )
FI&Y130 mMZE 4210 mMEARZERER (fI40 > 49130 mM % 49200 mM ~ 9130 mM
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247240 mM ~ £9130 mMZEZJ180 mM ~ £9130 mMZEZJ170 mM ~ £9130 mM &4y
160 mM ~ 49130 mMZ %9150 mM ~ 49130 mMZ 49140 mM ~ 49140 mMZE 49210
mM ~ £9150 mMZE£J210 mM ~ 9160 mME£J210mM ~ 29170 mMZE %210 mM ~
47180 mMZE 47210 mM ~ £9190 mMZE 47210 mM ~ £9200 mMZE 4210 mM ~ £7150
mMZEZJ190 mM ~ 49160 mMZ 47180 mM -~ 29165 mMZE 175 mMEERFIEED ) o
FEAE G > DUASECEL 470 mM £ 4210 mMFFHEEL lip 14780 mM %4240 mM
PR - RS THE > PUASECEN4Y100 mMZ 4170 mMIiEHEBL fin 54120
mM % 49150 mMKE R EL s A1 120 mM 22 £9200 mMEARE L BB B4 140 mM 24y
175 mMERZEEER - AL 5 - FUASHc B &Y 136 mMIERZEL IR A14Y159 mM
PR R - LSBT T DURACELEY10 mM 247125 mMIFHEEE 14925 mM
225 mMERREEE T o LS T - AR B EEY55 mME Y135 mMiEHE
% (a0 €955 mMZ&Y125 mM ~ 4955 mM 2 4J115 mM ~ €955 mMZ&£J105 mM
#955 mMZ 795 mM ~ €955 mMZ 4985 mM ~ €955 mMZE4J75 mM - 4955 mMZ
£965 mM ~ €965 mM 4135 mM ~ £975 mMZ 4135 mM ~ 4985 mM % 47135 mM -
2795 mMZEZJ135 mM ~ £9105 mMZEZJ135 mM ~ £9115 mMZE&145 mM -~ £4125
mMZE£J135mM ~ £y75 mMZE4J115 mM ~ 985 mM £ 4105 mM L-f5HEEE g ) A
&J130 mMZE 4210 mM L-ZERERE (5140 > 49130 mM 249200 mM - 7130 mM £
#9240 mM ~ £9130 mM £ 47180 mM ~ £9130 mM £ 47170 mM ~ £9130 mM £ 4160
mM ~ £9130 mMZE&J150 mM ~ 9130 mME£7140 mM ~ 29140 mMZE 4210 mM ~
7150 mMZE 47210 mM ~ 49160 mM £ 49210 mM -~ £€7170 mMZ£%7210 mM -~ 47180
mMZ%J210 mM -~ £9190 mMZ 49210 mM - £9200 mMZ 49210 mM ~ 49150 mM
249190 mM ~ £9160 mMZE4Y180 mM ~ 49165 mMZ Y175 mM L-BEERE ) - 4T
HE ST - FUASHCELEY70 mM 2 49210 mMEBRZ EL iR F14780 mM 2 4240 mM%L
Wl o FEEEDTTHE > PUASHCEINEY 100 mM £ 49170 mMFERE L nE(4Y120 mM
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F 4150 mMBREELEEFI47120 mMZE 47200 mMEERZRLEC4T140 mMZE 47175 mM
BRRERt o RS EHE  HUABELELAET 136 mMIABREEL IR FI4T 159 mMERREEL H
[0027]) fm@itEE =0  AZE e R n R AR AH e Eam LR AR 4R AL
VI & () £9150 mgE4T165 mg BEREHTAS - (b) €922 mg 426 mg L-IEREEL ~ (c)
€922 mg £ 426 mgEAREEEEIA] (d) £90.01 mg PS80 » HARAGHY)I B HE4. 72
495 .38 JpHA0.01% (wiv ) TEIIFLEEEES0 o 15 &(E T - FERB (A L- RN © 11
BIMETT T - BRI AR L-BAR B - Ao BIMEE i 7 =0 - A SEEARTEERY4H
P EmLRI B S (a) 49150 mg 224165 mgBIPRIAR ~ (b) 922 mg£&Y
26 mg L-iEHEBLR ~ (c) €922 mg 426 mg L-EAHEEEA (d) €J0.01 mg PS80 » Horfr
TRRBAR R B 49478 495 38 9pHA10.01% (wiv) B ILFLERES80 - RS > pH
%&94.72495.3 ARG E TR - AR ATE SR 0V RS AH Y m L Ag4H
RIS (1) 49135 mg 249165 mgHIHLIL- 1541 - sZ PLIL- 1541 RS H.& SEQ ID NO:
1f9EsE (HC) G#iEERE (CDR) 1~ SEQIDNO: 2fJHC CDR2 -~ SEQ ID NO:
3fJHC CDR3 - SEQ ID NO: 477y (LC) H#EAER (CDR) 1+ SEQID NO:
5fJLC CDR2FISEQ ID NO: 6fJLC CDR3 - (i) 4721 mg % 426 mgE s - (iii)
4921 mg £ 426 mgEREILEAR (iv) £J0.01 mg PS80 » H A R agsHE ) B AHEI4.5
£4J5.509pH « TIREEM - pHIH&Y4.TELYS.3  AL&AE T » HEREBR (A L-TE R -
RGBT - AR BRI A LB IR R - TP E T = - A IHE Sy
(HECPYELE (1) 49135 mg 4165 mgHYHTIL-154188 - ZHTIL-154A8 f & SEQ ID
NO: 1y&#E (HC) H#5AEE (CDR) 1~ SEQID NO: 2(5HC CDR2 - SEQ ID
NO: 3FyHC CDR3 ~ SEQ ID NO: 413 (LC) G4 ER (CDR) 1+ SEQID
NO: 5fJLC CDR2FISEQ ID NO: 6fJLC CDR3 > (ii) £J21 mgZ 426 mg L4501
» (iii) 921 mg 4926 mg LRI (iv) £90.01 mg PS80 » HAiRAGAH I E
HEASEL5.5HIpH - RFZEH - pHIHLY4.TRE5.3 o FoRPIEE 7= - A
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FUARTR ENRBAEKYEmLIEBAKYEE () 49150 mgBR 5] & B
(ordesekimab ) ~ (i) 4923.6 mgEREEERR - (iil) £923.4 mgBR R B R (iv) £90.01%
(wiv) ZLALEEEE80 (PS80) » HAUKASAH I E A 4Y5.08YpH « {1l B

R AR R RV RS (i) €150 mg B F YL ~ (ii) £923.6 mg L-

TR B ~ (iii) £923.4 mg L-ZARE I A (iv) £€90.01% (w/v ) XA EE80 (PS80) »

HrkaesH e EAH&5.08YpH - B EI=BEHLEE 77 1 ASEQ ID NO: 1-3§yHC

CDR1-CDR3#143 R 5&SEQ ID NO: 4-6(JLC CDR1-CDR3 - FE] & EH 2 SEQ

ID NO: 7HYE# ] ZEMSEQ ID NO: 8HVESH [ S2& - 554h » BB B E

SEQ ID NO: 91yE#AISEQ ID NO: 108YESH o frn@IME e /7=0F - AZEHRAT

R AR AE B mLIR RS AH Y B 249150 mgEi&Y 165 mgHTIL- 154188 » #%

IL-15i88 8 2SEQID NO: 1#JE§# (HC) G- EE (CDR) 1~ SEQIDNO:

2HJHC CDR2 ~ SEQ ID NO: 3(HC CDR3 ~ SEQ ID NO: 4fvikiss (LC) HHIEAT

& (CDR) 1 - SEQ ID NO: 5FJLC CDR2FISEQ ID NO: 6fJLC CDR3 > fi#AE

=421 mgE 426 mgF R - 921 mg £ 4726 mgBAREILERA1470.01 mg PS80HY

R R BRAR R B 494 .58 495 509pH © AR E R Rt ST

FTe R R A sH B Y B mLIR AR 4H R ) B 249150 mgal&Y165 meHIHiIL- 15548

ZPUIL-155188 8 &SEQ ID NO: IyE# (HC) G AEE (CDR) 1~ SEQID

NO: 2f/JHC CDR2 - SEQ ID NO: 3fJHC CDR3 -~ SEQID NO: 41V (LC) &

SAEE (CDR) 1~ SEQ ID NO: 589LC CDR2FISEQ ID NO: 619LC CDR3 » Bl

ZE21 mgE 426 mglF LR - €921 mg 2426 mgZAREILAT£70.01 mg PS8OHYE

iAo - HARASAH I B A4 5245 5HpH -

[0028]) Aapziz
[0020) FmPItE R 7=0F - AfG8E 2 R is4H Y B iffERs - BIaL-
HeiREc e ~ D-FREBE - Ao B - A5 2 IRASAH Y B & Ll - A7 —L&
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i R AL N AR R S AR - (B E T =N - IR EBAHRY)
A& 4750 mM 249400 mMAFRZEL E4T100 mM 49350 mMARRERS o Ao pit: s
H > AR IR EL & 4115 mMZE 4345 mMAERERE - FERBIMEBRR T
AFGEE 2 RASAHR B 249170 mM A 49290 mMARE L - 7 249200 mM %
4255 mMHRRERE - FIa0%9230 mMAsREEE o Ao - AtEEE 2 RASAH )
BEEI100 mM £ 4300 mM L-fiiflg - 7 B - IRESAHEYIE &475 mMELY
400 mM ~ 9100 mMZ 47400 mM ~ £J125 mMZE 49400 mM ~ £9150 mMZ %400
mM ~ £9175 mMZ 47400 mM -~ 49200 mMZ 45400 mM ~ 49225 mMZ 49400 mM -
47250 mM £ 9400 mM ~ £275 mM £ 47400 mM ~ 49300 mM £ %7400 mM -~ 49325
mMZ 45400 mM -~ £9350 mMZE 47400 mM ~ %9375 mMZE 45400 mM -~ 450 mMZ
49375mM ~ £950 mM Z 49350 mM ~ 4950 mMZ459325mM -~ €950 mM %4300 mM -
4950 mMMZE 49275 mM ~ 4950 mMZE 49250 mM ~ 4950 mMZ 47225 mM -~ 4950 mM
ZF#7200 mM ~ £950 mMZE4J175 mM ~ 4950 mMZE 47150 mM ~ 4950 mM £ 47125
mM ~ €950 mMZ£7100 mM ~ E7&Y50 mMZ&Y75 mM - {EEFEFEN T @ RERAHRL
VI RS 2 RS (549200 mMZ£300 mM ~ 49225 mM £ 4275 mM -~ £235 mM
F£4J265 mM ~ E(Zy240 mME L7260 mM - {EZE T H - KA I B E 204
50 mME; /D EET100 mM H /N EI260 mMATHHRE L -

[0030]) FrHARASHEY B S A P B T = - 2R
R iE B SR TR - AR TR O] R BN TR TR o £ — Lo 5 - RETEHE25°C T
A DABINLAZIpH 4.046.0 ~ Bi4.545.5 ~ Bi4.2805.7 Bl - EREE R HF
EETRHE25°C R o] LEA R pH 5.0-5.28) —({HpHE{if AHpKa - —FRISFHAE
Fi{&AE25°C N B 44750 pKa 2 BEEE/BEN EE - S8Ry HA R AU R B e i A
FREET > EFEDRIORLER (1£25°C TpKad.21) ~ NEEEE (#£25°C TpKa4.87) -

FESREAES (f£25°CTpKa5.13) ~ MEHE (1:25°CTpKa5.23) FMURME ({£25°CT
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pKa5.33) HYGRER o s B A LR At R enE (B _8ER - WIFMIME ) ¢
M ZE R R g ~ sEEentl o AL ST > SETEIAITINRLE - ZAR R
+ AR BB IR R B A & R T B BERR R SR TR » A —LE T -
SEETHI FHUKBERE 2R - I HAR R EH - GRf@EA 2 pHAE LU T =V © IR
S(LINE £ 2R 2 B EpHERApH » {2 & 5 > & 2 HiRpHE R
HpHIRLAS LSS ~ THFTEME4.T£4Y5.3 ~ B0&Y5.0  LERBITEFN T > 4HRL
Pl E491 mMEL100 mMEER] - ARFIMERER T - HEPIE 541 mMELY
50 mMEETER] > FIZ0471 mMZELJ40 mMEEETRIEET1 mME£30 mM - ££&# 5
H > HAPIEELYS mMEL40 mM > HFEE#NET10 mMEL30 mMEEETH] - &9
15 mMZZJ25 mM ~ €910 mMZE&740 mMEEER] ~ 915 mMZE 740 mME EA] -
220 mMZE £J40 mMERETE] « HRBIMEF T - AR B AR EE L IRASAH )
HYDFE R E 5471 mMELS50 mMEETH] - Fl40471 mMZE 740 mMEEEHE
1 mMZEL30mM - f£ & /7T > DFEERE 545 mMEL40 mM - 5 FRZH
£J10 mMZE &30 mMEZETR + €910 mMZE 40 mMEEETHE] ~ 4915 mM £ £740 mM
SRIEH ~ Bi&V20 mMZELJ40 mMEERETH - AT = - KEHIARE R %
BTl o FFEE > DFEETRI B E4Y18 mMELY22 mMEEETE] > F405920 mM&E &
Bl - ARGV H - DFEERIE S BEERE(EpH NYESELEE - #1140 > HHHDF
EET A LA S48 mMELY17 mMEEETE] - f204710 mMEGEE R ZE4715 mM
V10 mM - ZEEEHIEAEY3.5HpH - (MY - SEETHIM/KEERR 2R > HAR
mE A bIVE 22 F HiEpH » fESEFN T 4 E4930 mMEZY38 mM
SRTETH] ~ A E L33 mMZE Y38 mMEEy34 mM £ 438 mMERER] ($40 - B
FZEE) o L5{F AT  4HRY)VEE4Y32 mMELY36 mM& EF (FI0 > BEReEE) -
FEZE T > 4HRY)EL & 4934 mMZE Y36 mMEEETE] (FIa - FEREEE ) o Ay
Tl - AE = E 5T > R RERUAR IR LR © ALl THE > EIRLR
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547150 mg/mLE - RASAHE Y7L & 4920 mM 24940 mM ~ 5 FE 214730 mM
FH38 mM - R EHAE L REAEY150 mg/mLAf HIRASAERY) < pHIZ4.7-
5.30F » 4H R EL & 432 mM £ 436 mMELY33 mME4Y35 mMEE T (F10 > B
BEEE ) o

[0031]) fE&{ETHE » KA EmMLKAHKYIE S () 49135 mg24y
165 mgAYHLIL- 154188 » sZHIL- 1541888 & SEQID NO: 18V # (HC) B ffiAE

& (CDR) 1~ SEQ ID NO: 2f9HC CDR2 -~ SEQ ID NO: 3fyHC CDR3 - SEQ ID

i

NO: 4f1EEsE (LC) H#EEE (CDR) 1~ SEQ ID NO: 5f5LC CDR2FISEQ ID
NO: 6HJLC CDR3 - (ii) 4923 mg £&30 mghfizhz - (iii) £70.5 mg &2 mefEELES
1 (iv) £90.01% (wiv) FILFLESES80 (PS80) - HARESHRIEAL4 554
5.509pH © fE&{E )T - RASAHREEmLIRASAHEAI B S () £9150 mg R E|ZF B
BT~ (i) 4923 mg £ 4930 mgflfERs ~ (i) £90.5 mg £ 492 meREREEEH] (iv) £90.01%
(wiv) BAERR80 (PS80) - HAURASAHR YA HKI4.5245.589pH © 11£&
TEF T RS LRSI B & () §9150 mg B E]FF B - (ii) £926.5
mghERERE ~ (iii) 491.2 meBSERERAT (iv) £90.01 mg PS80 » H A ES AR H ALY
5.0fJpH -
[0032) JRELEMHA
[0033) e J7iE - AteFe L SHEY R & FRES MR « FREDE MR Z M
B (EA MRS ST KR AR ) By SREDE MR - S E SRR e E A/
PR > (T BB M T 70 N o {8 R 5 D P, o] DA B AR OR B 1 L
TR« AE—S0 77T » FEAETA AR B 2 AR R ) i SR T M (5 R M S T M
FO/EC el M SR o REIME R E SR EIER S 20 BB AT AS AR
Fs (BnFLALEEER20 ~ BUAUAEES80 ) ~ HrEos B (e LA L ARy
(F#0Triton™ X-100) ) FLEEYHHE (FlIAIPluronics® » #IPluronic® F68) L)
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R — (& S E MR B A B AR S E MR R 2 T 2 A — 1 E
HE - FrRlRE TR IA RS 20F0 2 L ALAEAES0 ( R AR EAVESY)) -
BIMERESLT - SREVEVERILIZY0.0005% (w/iv) £490.5% (wiv) BREFAERH
T - AESREIEN T o SREEMERE RS ) T B SR %R E 5 470.0006%
(wiv) 2£490.5% (wiv) ~0.0007% (w/v) £20.5% (wiv) ~0.0008% (w/v)
2290.5% (wiv) ~0.0009% (wiv) £20.5% (w/v) ~0.001% (w/v) £%90.5%
(wiv) ~0.002% (w/v) £2490.5% (w/v) ~0.003% (wiv) £2290.5% (w/v) -~
0.004% (wiv) £2490.5% (w/v) ~0.005% (wiv) £2J0.5% (w/v) ~0.006% (w/v)
2290.5% (wiv) ~0.007% (w/v) £2490.5% (w/v) ~ 0.008% (w/v) £%J0.5%
(wiv) ~0.009% (w/iv) 2490.5% (w/v) ~0.01% (wiv) 2£490.5% (wlv) -~
0.02% (wiv) £490.5% (w/v) ~0.03% (wiv) 2290.5% (wiv) ~0.04% (w/v)
2290.5% (wiv) ~0.05% (wiv) 2£50.5% (w/v) ~0.06% (w/v) 22490.5% ( wiv ) ~
0.07% (wiv) £490.5% (w/v) ~0.08% (wiv) 2490.5% (wiv) ~0.09% (w/v)
2290.5% (wiv) ~0.1% (wiv) 2450.5% (wiv) ~02% (wiv) 240.5% (w/v) ~
0.3% (wiv) 2490.5% (wiv) ~0.4% (w/v) £490.5% (w/v) ~ #J0.0005% (w/v)
2290.4% (wiv) ~%90.0005% (wiv) £%4903% (w/iv) ~£J0.0005% (w/iv) 24
0.2% (wiv) ~#%J0.0005% (w/v) ££0.1% (w/v) ~ £J0.0005% (wiv) £%50.09%
(wiv) ~2J0.0005% (wiv) £2J0.08% (w/v) ~ £J0.0005% (w/v) £490.07%
(wiv) ~2J0.0005% (wiv) £2J0.06% (w/v) -~ £J0.0005% (w/v) £%50.05%
(wiv) ~2J0.0005% (wiv) £240.04% (w/iv) ~ £J0.0005% (w/v) £%90.03%
(wiv) ~2J0.0005% (wiv) £2J0.02% (w/v) ~ £J0.0005% (w/v) £450.01%
(wiv) ~%J0.0005% (wiv) £40.009% (w/v) ~%J0.0005% (w/v) £%0.008%
(wiv) ~%J0.0005% (wiv) £40.007% (wiv) ~%J0.0005% (w/v) ££0.006%

(w/v) ~2J0.0005% (wiv) £22J0.005% (wiv) ~ 2J0.0005% (wiv) F22J0.004%
C249610PA docx 24 H > H 74 HEEHRIAS)
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(wiv) ~#90.0005% (wiv) FE£90.003% (wiv) ~ £J0.0005% (wiv) ZE470.002%
(wiv) ~£90.0005% (wiv) E4J0.001% (wiv) ~ £90.0005% (wiv) Z40.0009%
(wiv) ~%90.0005% (wiv) ZE£J0.0008% (wiv) ~£90.0005% ( wiv ) Z£J0.0007%
(wiv) ~ B{&0.0005% (wiv) 2£0.0005% (wiv) o FERFIERERT - FEE
MER 2LZY0.001% (wiv) E450.050% (wiv) ~ £90.005% (wiv) F490.025% (w/iv)
B(&J0.01% (wiv) £0.001% (w/v) AREETFAL - B0 BoBdhym] DAL E490.005%
(wiv) Z2&90.05% (wiv) SREUEMHE] o {ERBIE T H > FREDEMENZE LRLES
B > P AL FE 208 LU AL BES0B HUR &) - ARt » SRS M LA/ )N
FAE&0.005% (wiv) ZE470.015% (wiv) BYEEELE » (HEE#E70.010% (w/iv)
+0.0025% (wiv) FLESEMER] - 50490.005% (wiv) ~0.010% (wiv) ~ 50.015%
(wiv) FLHEUEMER] -
[0034] pH - Fi/EFZ7%RE
TE&E T H  RABAHRI B A/ INAEYT.0 ~ TFE M NAEY6. 580 N EJ6.0HY
pH - {E B 7T » pH{%:494.502495.75 » fla0&4.55 2 45.75 ~ §94.60 £ 475.75 ~
294,658 455,75 ~ KJ4.T0ELY5.75 ~ 4947558 4595.75 ~ 494805 455.75 ~ 494.8558 4y
5.75 ~ 894,90 £ 455.75 ~ 894958 495.75 ~ £95.00E495.75 ~ 495.05%455.75 ~ £J5.10
FEHY5.75 ~ 495.155495.75 ~ 495.20%455.75 ~ 495255 495.75 ~ 495.30%495.75
25.3558455.75 ~ 495408 495.75 ~ 495.458455.75 ~ 495.50%8455.75 ~ 495.55 84
5.75 ~ £95.60 2 455.75 ~ 895.65 8 495.75 ~ #95. 708 495.75 ~ 494.50%455.70 ~ £94.50
B295.65 ~ 494.5028495.60 ~ 494.50%455.55 ~ 494.50F455.50 ~ 494.50%455.45
24,502 455.40 ~ £94.50 % 495.35 ~ 494.50Z8455.30 ~ £94.50%455.25 ~ 494.50 84y
5.20 ~ 494.504495.15 ~ £94.50%495.10 ~ £94.504455.05 ~ 494.504455.00 ~ £94.50
FE494.95 ~ 494.50%494.90 ~ 494.50%454.85 ~ 494.50%494.80 ~ 494.50%494.75 ~
24,502 4594.70 ~ 494.5025454.65 ~ 494.508494.60 ~ KEJ4.508494.55 - {1 Z A lE
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SUT o pHIBR&EYAT » FE5{E HTH > pHIRZ4.7E495.3 ~ tHFEZEMLIS.0 -

[0035) FonfitE o @ AR A B &0 R Bk R B B s R B )k A 4H
R (40 > BLELES5%-10% (wiv) FERERVRBGARRCIMEEE ) - IRBGAH R Fr
UL RARAVRRRS - fEFEEE 7 H - BPUEE 2 B {%:100 mg/mlZ47180 mg/mL ({3
41 > #9120 mg/mL ~ 29130 mg/mL ~ 4140 mg/mL ~ 9150 mg/ml ~ #7165 mg/mL -
47180 mg/mL ) B » &HEY)Z FHBUHE LSS CELY30°CHYRIE T 4I5S cPE4Y30
cP > FIHN4I5 cPE&25 P ~ 495 cPE420 ¢P ~ 95 cPE4J15 cP ~ 45 cPELJ10 P ~
Z10 cPE&N25 cP ~ 2915 cPE 420 cP ~ &5 cP ~ 26 ¢P ~ &7 ¢P ~ £98 cP ~ 29
cP~ 4J10CP ~ ZJ11cP ~ 4912 ¢P ~ 913 cP ~ &J14cP ~ £J15¢P ~ #4916 cP ~ 4917 cP ~
ZJ18 P ~ 4919 CP ~ 2920 cP ~ 4921 cP ~ 4922 ¢P ~ 423 cP ~ 424 cP ~ 425 cPHYES
& o Aot - EVUERREFEI100 mg/mLE4Y165 mg/mLEF - 4HRAIE
HALLI25°CT/NREI10 cPEIESC N/ INAEY20 cPRYRERE « AoRBIMETH @ Efi
A% LR R &165 mg/mL > (407190 mg/mLEs - $HEI A AELIS C T/ NREY
30 cPEAE25°C R /NREY15 cPRYRARE - BRIESSIMETA » BRIA TR ERHIATARG
FEAAFE1E25°C T AI{ELT 1000 s HYBT U RA T (E R RE S T HI EAVAAE -

[0036] FiomBiItEJE » RASAH R B AL RIS o S B T 1% B 42 A7 2
& 3l A R AE e BT R BRI BB (R Z 020 - IR - AEA e B < SR E T
RESSH A BRI EY) - TERBIMERE N T - $HR 2 8 B BRAE 47250
mOsm/kg ZE %7350 mOsm/kg ~ 427074 49350 mOsm/kgE 45285 % 4345 mOsm/kg -
H(&Y300 £ 49315 mOsm/kg Y& EN « LA - (2ERREAL " mOsm/kg | Bl

"mOsmol/kg | [FF5 - A0 » WFIERE BTG IMEEATEZ > AT AE

HEMKREZ (300 mOs/kg/2iERR ) - HRBIN T @ RAEEEYBCRYIEH
/NFAE450 mOsm/kg (B0 > /NR4J400 mOsm/kg ) HYZERR ©

[0037) AZFE#
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[0038] ASFHFTE Ry RS RS e et - A0 amks ik (R Em
e tiA (SEC) HEE AV BRI IHMWE %FTaa B HY « AIASCRTH > " H14EHMW
YA | (R ER RS LIRS H ) < & 7 S R A B E AR S BT RS 2 OF Z 1
A HRHTHMWYIE - ¢IEHMWY)E (515 (46 AN/ B G i R HTHMW
VI o AonBIME T - FEHRSECERMIE/DES% (HIdl > &A% ~ DEEE
3% ~ IDHRERE)2% ~ DN EREI1% ) HIETMEHMWAE -

[0039]) feZfBIFEN T - AR RASEEI R FIEE LRy (2L
FHFEEER) - WHERF RS BN/ BRI R R ATEeH
HY o SASCRTAL - IERURASAH ) < A8 e M A S A I F N DU AE S AR T
{GHFRHMWS 2 8/ A/ ERHMW ST R (KBS  —fRIMTS » WERE
MR RS SH R B 5 R T A B SR FE YRR R AYTHMWS ~ 21
HMW ST BN/ sl s e L IEAHRARE - A0ASCRTH - ilosg | &0 TEWHE
2 " HMWS | (#f5ECB RIS < SR e LU EC B A (RS ARAS -
(RS ERAG RIS B0 T PE © AT LIS i 140 E SE-UHPLCH R ACH B 2
AFER BN REER - AL —EF T Jile L SE-UHPLCENE RN H TR
AR PPIHTHMWS 2 S HY4Y2.2 222,877 $8 B Y I A S I HTRG HY S BER TR P 2\
HYE B3 PRI - fHBY4°C TN EEF - 37°C TMAFERE MAE IR » (15
0] DUFERE 7 4°C T ({7 R B i A S s B N R B R B BB FE B 1 - Bl
90 > AE3T°C N EEFEUE A ~ 2(E A 23(E A o LS REGFERAE4°C M F36(E A -

[0040]) fe—FEARIRYE N T2\ B E Rl B A B B B A B AH 15k
HY RS H IR EIMEEE - AOASCRT A IR E R RS L3 T C T 3
{ A & B~ S ATHMW STE R 2 FE AR -

[0041]) fe5—RIRVE N T\ > B Sfahe Bk he e B B B =
SO IRACEYIAREL - QAR H AL Sk e B 2k R B2 B B R e B ) (S - T8 e HY
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IRBSAHRYIAE 3T C T i U A &R B R P EAYHM WS TR RE © il - B
BRBCEUIAELL - AE37° C T R LIE H 1% - T RA2 B2 o] AR 2 (H 1SR 52 SE-UPHLC
FTHMWS 2 8 %[ (% 28 70450.1% ~ B3490.2% ~ B¢4J0.3% ~ B0450.4% ~ 5490.5%
B4J0.6% ~ B4J0.7% » FIAITEET0.1% 2 492 %5470.1% £ 471 BRTEEIN -

[0042] fES—ERIHVER = A AT (R E R R RS AHR
FE37°CT {7 L B &4 B A (R Z0THMWS (¥ SE-UHPLCHIE ) - 40 »
HMWS 2 & 1] IR 2 %2/ V2% ~ ERE N1 1.9% 2 i .9% ~ B R i aE
1.8%E/ A 1.8% ~ BE FABHE1.TRE/ VI 7% ~ HETFBiE1.6%5K/ DA 1.6% -
HENEIBLSDEDT5% ~ NEF A% VT .4% ~ BEFHEE3%E
DIA.3% ~ SEFEE.2%E/ DM 2% o A HAMEFF - HMWS 2 &1 LAEI0
TE490.01% 28492 % ~ B40.01% 4 451.9% ~ BR490.01% % 491.8% ~ B74J0.01% 47
1.7% ~ 30490.01% 2 491.6% ~ 5490.01% 2 491.5% ~ T4J0.01%ZE4J1.4% ~ B4
0.01%%41.3% ~ B&470.01 % &1 2%HVEEN - IS —HRNER T+ » /&
37°C N f#{E 1A A 12 #5 i SE-UHPLCHI ZAYHMWS 2 8 0] DUKHA2% » Bl ARs
2% H 2 7%3% - ift F R AT 3 S AR e H (Y B SR R R e P VA S R
BRI PN E =B AT

[0043]) fES—ERIHVER =0 A AT . (R EHRRSAHR
FE37°CT 123 (H B &% B A (R EATHMWS (5 SE-UHPLCHIE ) - 40 »
HMWS 2 & 1] IR 2 %2/ V2% ~ ERE N1 1.9% 2 i .9% ~ B R i aE
1.8%E/ A 1.8% ~ BE FABHE1.TRE/ VI 7% ~ HETFBiE1.6%5K/ DA 1.6% -
HENEIBLSDEDT5% ~ NEF A% VT .4% ~ BEFHEE3%E
DIA.3% ~ SEFEE.2%E/ DM 2% o A HAMEFF - HMWS 2 &1 LAEI0
TE490.01% 28492 % ~ B40.01% 4 451.9% ~ BR490.01% % 491.8% ~ B74J0.01% 47
1.7% ~ 30490.01% 2 491.6% ~ 5490.01% 2 491.5% ~ T4J0.01%ZE4J1.4% ~ B4
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0.01% £ 491.3% ~ Bi490.01% ZE 491 2%HY&[E AN -

[0044]) FE=—BERIEVE R T=0F WA AT R E R RS 4R
FE4°CT 7 36(A H 21 BB (R EAVHMWS (5 HSE-UHPLCHIE ) - 40
HMWS 2 & 0] AR E2% B V2% ~ BLE A a i 1.9% 5 D 1.9% ~ B i
1.8%E/ VA 1.8% ~ SEFABIBLTRE/ VTN 1% ~ HEFEIE.6%5K/DHA1.6%
ECEANELSDE DN .5% ~ BEEREE1.4%5 VN 1.4% ~ BE N B 1.3%E
DI1.3% ~ BE A EE.2%BC DTN 2% o AEHAREFF - HMWS 2 & 1] LG
TE490.01% B 492% ~ BE490.01 % 491.9% ~ 5¢490.01% £ 491.8% ~ B4J0.01 % R4
1.7% ~ 5%490.01% £ 491.6% ~ K490.01% £ 491.5% ~ 5490.01% £ 491.4% ~ &
0.01% £ 491.3% ~ Bi490.01% ZE 491 2%HY&[E AN -

[0045]) FE=—BRIEVE R T=0F WA AT R E R R RS 4H )
3T C T EEFIE A B EEA S ENHRE & (F5HSE-UHPLCHIEZ ) - #I4
Fig 2 B0 By 2/ DISHERR95% ~ BiE 2 /DI6% B K Y96% ~ BE £ /097 %E
KI9T% ~ BiHE £V 97.5%BRNT.5% ~ BiHE 2/ DI8BE K98 % ~ BiHE £/D
98.1% 54 A JA98.1% ~ B E /198 2% A 98.2% ~ 5.3 % /198 3% B A 7298.3% ~
505 /098 4% B K T98.4% ~ B E Z /198 5% K ANTA98.5% ~ i % /198 .6 %A
[1298.6% o AL HAWEPIF - Fik 2 B 5] R BIAI{ELT95% £4999.9% ~ Bi&I96% £ 4
99.9% ~ BY&I97 % £ 499.9% ~ Bi4997.5% £ 4799.9% ~ BV4J98% % 499.9% ~ BL
98.1% %5 £99.9% ~ B{4798.2% % 4999.9% ~ B498.3% £ 4999.9% ~ B498.4% B4
99.9% ~ B{4J98.5% £ 4799.9% ~ BL498.6% % 4799.9% Y #iE A -

[0046]) Fr=—RIEVE T =UF » WA Tl R E R R RS 4H )
3T C T EEEME A B EA S ENHRE & (F5HSE-UHPLCHIEZ ) - #I4
Fig 2 B0 By 2/ DISHERR95% ~ BiE 2 /DI6% B K Y96% ~ BE £ /097 %E
KI9T% ~ BiHE £V 97.5%BRNT.5% ~ BiHE 2/ DI8BE K98 % ~ BiHE £/D
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98.1% B A H198.1% ~ T3 45 /098 2% 5K A A 98.2% ~ 5L 45 /1983 % A 1298.3% ~
B 45/1098 4% B A HA98.4% ~ BUE 4571098 5% B A H98.5% ~ BLE 45/1098.6 BB A
11298.6% o L HAWMEFIH » FlE B BHIUIfELI95% £ £799.9% ~ EI96% 24
99.9% ~ BZ4997% £499.9% ~ BV4Y97.5% % 499.9% ~ Bi4Y98% £ 4799.9% ~ B4
98.1% % 4799.9% ~ B{498.2% % 4599.9% ~ TX4J98.3% £ 4999.9% ~ H4J98.4% 4
99.9% ~ B{4J98.5% £ 4799.9% ~ BL498.6% % 4799.9% Y #iE A -

[0047]) {55 —ERIRVEE = » WA T fEFE R E 0K AR 4HR)
TE4°CTREF3O(E A A= ENVHiAE TIE (35 SE-UHPLCHIE ) - il
Tl B R/ZE/VISWEKRIRIS% ~ BEE /DI KT6% ~ Bi# /09T %,
KIR9T% ~ &2V IT.5BEKRIRT.5% ~ BiHE £ /VI8BEKRI8% ~ EiEZ /D
98.1% B A H198.1% ~ T3 45 /098 2% 5K A A 98.2% ~ 5L 45 /1983 % A 1298.3% ~
B 45/1098 4% B A HA98.4% ~ BUE 4571098 5% B A H98.5% ~ BLE 45/1098.6 BB A
11298.6% o L HAMEFIH » Tl B R FIUIELI5% 2 4799.9% ~ BEI96% 24
99.9% ~ BZ4997% £499.9% ~ BV4Y97.5% % 499.9% ~ Bi4Y98% £ 4799.9% ~ B4
98.1% % 4799.9% ~ B{498.2% % 4599.9% ~ TX4J98.3% £ 4999.9% ~ H4J98.4% 4
99.9% ~ B{4J98.5% £ 4799.9% ~ BL498.6% % 4799.9% Y #iE A -

[0048]) {ESS4MYETE 7= » SAE R E ARSI EARIR DL T
I FUE TR R B AR ENHMWS K S 209 T -

[0049]) {E It HHE  FEFERRE RN FEEFERE S N EIEI4%
= TEYE (HMWS) FI/80E & B 1EE96 %08 L& » 40#5H SE-UHPLCH]
B0 o RIS HE - FEERENRRE YR EE N EBELI3 %= T
EYE (HMWS) FI/E08 S8iB497 %0 B F ik » 41EEHSE-UHPLCHIEHY -
FERPIETE » R ERRERHIEFHEFE R E &/ DI E2% HMWSHI/EGE
WBEI98 T T RE F il » 4NFEHSE-UHPLCHIEAY « R B T - EEEFE(GAE492°C
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FEI8°C (Pl » &92°C ~ €Y3°C ~ &Y4°C ~ 4Y5°C ~ £6°C ~ &97°C ~ &y8°C) HY R
FETRHE2R /D12 A ~ 2448 A =36(E H (Fi0 » 2/DE@Y12(E H ~ 2/DEiET16(E
A~ 2/DE&R0FH ~ 2/ D& R4 F -~ 2/0EE28(EH ~ 2/0EEI3MEA - £
DECAI3OfE H - SRR ZE R ) « AR PIMETE @ HEFRFRAEEI20°CE4Y30°C (]
> £921°CELY30°C ~ £922°CELY30°C ~ £923°CE4J30°C ~ 424°CE4J30°C
2925°CZ430°C ~ £926°CE430°C ~ £927°CZE4Y30°C ~ 428°CE 4J30°C ~ 4528°C
ZF4930°C ~ £920°CEL29°C ~ £920°CELY28°C ~ 4920°CELY27°C ~ £20°CELY
26°C ~ £920°CZE4525°C ~ 4920°CE4924°C ~ 4920°CE423°C ~ £920°CE44922°C)
TREQHEA (F0 - &926K ~ €927K ~ £928°K ~ £29°K ~ &Y30K ~ &Y31K -
KY32K ~ &Y33K ~ &Y34K - KYB5K ~ &Y36K ) o LB JTH 0 FEFEAEE 6
FAIBERETTHYES 7 1L HF— R B L2°CELI8 C T R 2/ D 12(E H
24{F HE36(E H - i A28 A RAEEI20°CELY30°C T FFEHE H o foRpiitE
BT FERENREERYEE A EIE%5 7 FEYE (HMWS) B0
2% HMWS ~ SE R#EiE1.9% HMWSE /D4 1.9% HMWS ~ 505 R iZiE1.8%
HMWSE{/D21.8% HMWS ~ B0 R EE381.7% HMWSE/ DA 1.7% HMWS ~ 50&
RiBifa1.6% HMWSE /DA 1.6% HMWS ~ 5¢E R #EiE1.5% HMWSE /DA 1.5%
HMWS - 505 Fi8iE1.4% HMWSE /DA 1.4% HMWS ~ 50 R #E#E1.3% HMWS
0/ 05A1.3% HMWS ~ S0 R i8iE1.2% HMWSE/ DA .2% HMWS o {1 =2
o > HMWS 2 & 1] AR 40 4£ 490.01% £ 492% HMWS -~ 2%470.01% £ 491.9%
HMWS -~ 5{490.01%Z%41.8% HMWS - 5¢4J0.01% %2 471.7% HMWS -~ 54J0.01%
Z#91.6% HMWS ~ 50490.01% £ 41.5% HMWS ~ 57490.01% %£41.4% HMWS -
57470.01% £491.3% HMWS ~ 5£70.01% £ 491.2% HMW S A B A - 15 78 ZHh 4
FEHSE-UHPLCHIZHY - {L & (MEEGSSN T H » iR e RS Y B & ia
98 %A L% ~ BUE 2/ DI5%iAe LB RIS %iias LiE - B0 £ /096%4T
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B8 T B R A6 % BE Tl ~ BiE 2/ DT % e FIEE KN % fe F i - 50
Z/D97.5% A8 FIESRTA97.5% i AE Tk ~ 505 £ /D98 %tifs T IES R A8 %1
8 TlE ~ BCE 2 /D981 %S FIEECRR98. 1% 88 Lk - 3052 /D98.2% ks +
B K198 2% 88 L& ~ BE 2 /098.3% ik FIEECR98.3% A8 Lk -~ 5
2 /198.4% 18 TIE B KA 98.4% i fe Tk ~ B0 2/ 98.5% i 8 T IE SR
98.5% 1A T & ~ Bt /0 98.6% i g Tl i K1298.6% i fg T o - HAth E i »
Tl 2 B 1] B FIIEEI95% £ 4999 9% i g T ~ 54796 % £ 4799.9% i 8 T 1 ~
BU4T97% E4799.9% i e F & ~ B4J97.5% E 4799.9% 158 Tk ~ BL4798% £ 4
99.9%+71 7% T I& ~ B498.1% 2££99.9%471 78 T 18~ BL4Y98.2% £ £99.9 % 4 #8 T 1% -
BL4798.3% 45 44999.9% 8% Tl - 5{498.4% 25 4999.9% 11 BE T ~ BV498.5% 4
99.9%%i A8 T & - 5(498.6% £ 4799.9%i 88 T IERVEIEAN » HHFE T W#EH SE-
UHPLCHIZHY -

[0050]) FrfthTE » WFEEHSECHEERY » H2°CERC N EEFEE/DEEY
128 H 2% » V5% (FIa0 > /DiREi&I4% ~ ViR EiEI3% ~ DIREEI2% ~ /DI
BG&T1% ) BIHTASHLIERE o AEBE T - WFEHSECHEERY » {£2°CR8°C T #fF
420(H HZ2426(8 A 2 1% » /DFA5% (FI0 - /DR EiEI4% ~ DIRE&I3% ~ /DTAEL
492% ~ /VIRNEET %) BYPTRSHEIERE o (L& TE BT - WFEHSECHEEHRT » {r2°C
8 CTRAFLYI0ZR VA0 H 2 1% » /DTS5 % (A0 » /DIRE&T4% ~ /DR EEI3% ~
DIREEN2% ~ DTAEEI1 % ) HIFIRS R AR o TIFR M - W05 SECHEERY » 11
2°CE8°C T F&Y36-40(E H 2 1% » VIit5% (Bl » /VIREET4% ~ /DR EEI3% ~
IDIREEI2% ~ DIREET1 % ) BIFURS MR AR - AL S TEE T » S0F5 i SECHEEHY -
TEE2° CELIBC T REF LR/ VEEIN2A A 2 1% > DIAEIS RS eFfig - 154
JiH » WFEHSECHEERY » {E4Y2°CEEY8°CT EELN20{ H 24926{H H 2 1% » /)
TNEIS Yo FIETLRS R » FoRBIMERER T - FE i ERT g h: (SEC) HiE
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HY > FEEY2°CELY8°C T FEFEIB0ELV40( H 2 1% - /DHEIS TR RS R - 15
APIMEER T - a0FE R SERMT IEMTA (SEC) MEERY @ FE4Y2°CELY8°C MHF
QREENZF L% > DIREISPHITIRE HERE - 5550 > BIa0 > ARE FER A BT
ik (SEC) HEEHY » fE2°CE8°C TMHFE24( H Z£&36(f A 2% > VIS %R
RS UL > GIFRENHY » Hfrfr2°CE8°C M F24( A =i36fi# H 2 1% - V2%
AIBRB AR AR o A8 HTH > A0FEASECHEERY - 4V (a0 > 25°C) T4
FEM2E % (REER - 2/VUEA 2% - 2028 H 2% ~ 203 H21%
E/VMEA 2% ~ 2/0SEH Z&REDO[E A Z1&) > DRSS RHITIRS tlERE - 15
FAEFN T > AFEMSECHEEHRY > ££2°CZE8°C A& 24(E A £4336{# H - Fatk
YA (Bl - 25°C) TMAFED2ESE/ DOUEAREDAR{EA 2% - b
TSP TIAG HE PR - AR ZEHE - ARSI IE AR TR (SEC) HERERY - AERHR
KI20°CHYRIE MMfifF £/0EEy2i ~ 17 Bt 2/ DB 2 & - /DY
STHIPTAG e IEAR o AES(FTH > SRR EUREY25° CECE R EUREI30°CElE
KICECAZI40°C -

[0051] fEnBIt:JrmE - £E2°CERC T fF £/ Ve 12{l H Z1& - #H
SECHHIZ]/DHS% (FIA0 > /IR EE A% ~ VIREEI3% ~ DI E&T2% ~ /DY EREY
1% ) BIHMWHIE « 3 7H > ££2°CE8°C M#F&y20i H 24926{H H Z1% -
FEISECHAE] VLS5 % (B0 - /DY EiEy4% ~ DR EkE3% ~ VR EE 2% ~ /DRL
B % ) HVHMWIE - AL SFRIF N T £2°CE8°C MAfFLY30 £ LY40(f A 1% »
FEISECHAE] VLS5 % (B0 - /DY EiEy4% ~ DR EkE3% ~ VR EE 2% ~ /DRL
2@ 1% ) BVHMWHE - HFEEHT > £E2°CE8°C M#F&Y36-40(H H Z1% » #&h1
SECHHIZ]/DHS% (FIA0 > /IR EE A% ~ VIREEI3% ~ DI E&T2% ~ /DY EREY
1% ) HIHMWYI'E -

[0052) For@BINE T » AIHRTERERRARH I R B — Bl
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EHmIREN: > #Z— B SR H BRI A E S RV - REEFOE  RER
B~ FRERPNZE SR ECRRIERR (40 > MRAEARERFAL 2 AUREE T RYRARAE R
SIRERVEIE) ~ ALBARIFN T RASHE I E T R AR ERY > A RRL 2 1R
IRASSHE) IR RS SHEYI4E 7 AR E VBRI R EHY -

[0053) 24 ~ EH ZR1NH

[0054]) ASCE—PHRME 7 —EEA - AR ER 2l > HaiEal
1B L SHRY) ~ IR ER A EEY1 mLELS mL (fil > €91 mLZEZ3 mL) HYRK
ARRE ) - AE ARG EE 2 BT T > RS R B B E /IR, - BE R R
Sfes o BCEIEE ~ BRI - B TR E B E S A TR A T
F o R BIME DT - AR AR R B R R Y 2B R B R B B R BB R A2 R
P2 BT o AN E > FRER B SR MR ECER 25 T AR HYE2°C
E8CTHIGAF  ALSIMEM 7 —TEgkE 8T8 - s EEE LA a5 Bl & A3 ART
BERHVAHEY) ~ HFRER A EEY1 mLELS mL (fil > €91 mLZEZy3 mL) HYZH
R - AR A T — T NI i/ MBS AR TS BR RV ~ AR R A
21 mLELS mL (FI40 > &1 mLELY3 mL) BRASSHEY) © 5 T - 2

dn - EEGERT S/ MR E 242 mLEL3 mL (fI40 0 £92.1mL ~ £92.2 mL ~ §92.3

mL ~ £92.4mL ~ £92.5mL ~ £92.6 mL ~ £2.7 mL ~ £2.8 mL ~ £J2.9mL ) 0VAH
Fa L 8HR) - W HAE SR - $HRWIEL SR R&Y150 mg/mLEVHIAS -

[0055) FrBIEREIL T RFERA IR (AR YA B TR R B
BT TIRIA Z ST EA - AR BT - RAsHRI LI L 25 ~ SREBEST
s~ FROEHES - R R IIRAPWEAE o REE LR AT ERIAYAL H AT
JERHY

[0056]) A$55E 2 &H P ml R #E AR Al 22 /YR (RS S ~
HRPRIHE RS S5 HEST ) %51 o B0 - SRR Al Ry 5 - RBRECHERD - HiAT
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AISEFEGIMEL T ~ AR ~ KA~ BT ~ BEREA ~ SEEPAFIRRA

[0057]) aR4BRA) = STl 2 2e V=t - AIlAT DAE ECEA FREARY 1%
EAEMr 502 - fla0 > ARE IR E BAER TS B YMEBIYIZE - RIfa] DUsE L%
%2 - dHp YRt R AR Y - AR RS E 2P - IR ] DURE i A A AR e
BT TR K B - AR E e =\ - R RS B Y MARI B B AR A
IRV > BIAIFFARAA RS ~ S B v RE T B RS ST RIZFRVZE T8/ ~ B¢
AT o AR EE TR o SHEY T ACAE TP =G F -

[0058) 2 kaa st 72

[0059]) AFFEH—TRE 7 EEE S HIZREN BRI IRASH R
VN2 5k o R PIMEE R A E - BIEREEANEY100 mg/mL « fE&{EJTH > H
TREERA ST FREE (BIFREA R ARSI Frde el o v i 2 FREE )
o AFE—TE o R - RS > BIEDREALI110 mg/mLZ 4300 mg/mL - 4]
129110 mg/mLE %5290 mg/mL ~ 49110 mg/mL £ 4280 mg/mL ~ £J110 mg/mL %
#4270 mg/mL ~ 9110 mg/mL % %260 mg/mL ~ 49110 mg/mL % %250 mg/mL - &
110 mg/mLZ% 49240 mg/mL ~ £9110 mg/mL £ 49230 mg/mL ~ 49110 mg/mL %4220
mg/mL ~ 49110 mg/mLZE 49210 mg/mL ~ €110 mg/mL % 25200 mg/mL ~ 4110
mg/mLZ %7190 mg/mL - 9110 mg/mLZE 47180 mg/mL ~ 110 mg/mLZ%E 47170
mg/mL ~ €110 mg/mL %160 mg/mL ~ €110 mg/mL %7150 mg/mL ~ 29110
mg/mLZ %7140 mg/mL - €110 mg/mLZE 47130 mg/mL ~ 7110 mg/mLZ%E 47120
mg/mL ~ €120 mg/mL %4300 mg/mL ~ €130 mg/mL % %300 mg/mL - 7140
mg/mL £ %9300 mg/mL ~ €150 mg/mL £ %7300 mg/mL ~ 29160 mg/mL % %300
mg/mL ~ 49170 mg/mL £ 49300 mg/mL ~ 7180 mg/mL % 27300 mg/mL ~ 47190
mg/mL £ %9300 mg/mL ~ €200 mg/mL £ %7300 mg/mL ~ 29210 mg/mL % 4300
mg/mL ~ 220 mg/mLZ 47300 mg/mL ~ 49230 mg/mLZE 47300 mg/mL + X240
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mg/mL £ %300 mg/mL ~ %250 mg/mL % %J300 mg/mL ~ £J260 mg/mL % %9300
mg/mL ~ 49270 mg/mL % %5300 mg/mL ~ 49280 mg/mL % %5300 mg/mL ~ 55290
mg/mLE&Y300 mg/mL - FERTEIEFN T JiAe < HIERE %4120 mg/mL £ 47250
mg/mL > HEFEHZI120 mg/mL £ %240 mg/mL ~ £9120 mg/mL £ %4230 mg/mL -
#9120 mg/mL %4220 mg/mL ~ 49120 mg/mL% %9210 mg/mL ~ 4120 mg/mLZE %Y
200 mg/mL ~ €120 mg/mL £ 47190 mg/mL ~ 2120 mg/mL £ 47180 mg/mL ~ £120
mg/mLZE %7170 mg/mL ~ %7120 mg/mLZE %7160 mg/mL ~ 27120 mg/mLZ%E %7150
mg/mL ~ 49120 mg/mL% %7140 mg/mL ~ 47120 mg/mLZ% %7130 mg/mL ~ £J130
mg/mLZE Y250 mg/mL ~ 2140 mg/mL £ %4250 mg/mL ~ £J150 mg/mL % %7250
mg/mL ~ 49160 mg/mL £ 49250 mg/mL ~ £J170 mg/mL % 45250 mg/mL ~ %4180
mg/mLZE£J250 mg/mL ~ 2190 mg/mL £ %4250 mg/mL ~ 29200 mg/mL % %7250
mg/mL ~ #5210 mg/mLZ %9250 mg/mL ~ £9220 mg/mLZ% 4250 mg/mL - 9230
mg/mL £ 47250 mg/mL ~ 5¢49240 mg/mL £ 4250 mg/mL - (£ ZFEEN T » PifE >
HERRE 547160 mg/mL A £250 mg/mL - {I511%7180 mg/mL 24225 mg/mL ~ B¢
&J180 mg/mLE%y200 mg/mL - £ —LL751H » HIZRE£47130 mg/mL £ 4225
mg/mL ~ 9130 mg/mL £ 25220 mg/mLz¢4J130 mg//mL £ 25200 mg/mL £ & fEE
T HIEREE (%4135 mg/mLE 47165 mg/mL ~ 7 FEE#147140 mg/mLE 27160
mg/mL o FEREIMTTHE - HERERLY120 mg/mLEiAS ~ €140 mg/mL ~ €150
mg/mLE{Z165 mg/mL o

[0060]) FEm@ItEERTEF @ Z T AEERDIRGEL2)E (DF) &k —
HECH > Z2REEEIE S () BRI () FlEBEAG T - 1P
PEJTIE AR BN B B 2 L-FERE B W A L-ZARE I - AE BRI T » DU FAE
P —RASHEA T 0 B TR BRI LIRS B DFAR IR - (2 4R
BZHat% - RN EDEMR - SHFENR - 52 A E AR pHFEE £ HiEpH © 155
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{E7TE > SR ERISCH G- R TR % pH - fE55FE /T H - EDFREHI A SfFHEE
RR I N - AR EEpH -

[0061]) e 5HE » %5588 () HESEEZE (DF) &EHE&
ff > sBIEEERIE S () BHEEERA (1) SR - H AR ne s i
FHEEAL0.7 : LOELY11: 1.0 5 A (b) IRAINFEEDEMA o FE3808 5 1H - fEhEb
BZk R I~ SLELER(%4J0.8 1 1.024Y1.1: 1.0 - fE & J7H » DFEEIRIEL 24950
mM £ 4Y300 mMiAF R B - (AR - DFAE BRI L2485 mM £ 47190 mMiAE
BEECEY135 mME Y165 mMiEHEE, < fESTEFL T - DRGZEREE4Y155 mM &
185 mMEBARZBRER - 1A ZEH - DFGREEIEL 247150 mMAF REEL A1 170 mMEL
R - R RE N » DF4RETRIE & 47136 mMEERZEE 14159 mMBARZBEER - 1%
FEFEN T - DFEERIE24Y85 mMELY190 mMEEHEEZFIZY8S mM £ 47200 mM
TRRE I - AE S TR IF L T DFAE IR FHEY80 mM 4240 mMitE iz B iz F14980 mM
4240 mMEBAREEESIRY - FES(# 5 TH - DFEEIRIEL 249100 mM£47180 mMiF
Bl (0 > 9100 mMZ 49170 mM ~ €9100 mMZ49160 mM ~ £7100 mMZ &Y
150 mM ~ 49100 mMZ %9140 mM ~ 29100 mMZ 49130 mM ~ 49100 mM %4120
mM ~ £9100 mMZE4J110 mM ~ £9110 mMZE 4180 mM -~ £7120 mMZE 47180 mM -
29130 mMZE 180 mM ~ 9140 mMZE 4180 mM ~ 49150 mMZE 47180 mM -~ 29160
mMZE4J180 mM -~ £9170 mMZ 49180 mM ~ 49120 mMZ 4170 mM ~ £9130 mM
47160 mM ~ £135 mMZ&Y155 mM) FI4Y110 mMZE 47240 mMELRZEZER (1
2 > 9110 mMZE 47180 mM ~ 29110 mMZE&J170 mM ~ 9110 mMZE 47160 mM -
29110 mMZEZJ150 mM ~ 29110 mMZE 47140 mM ~ 49110 mMZEZJ130 mM -~ 29110
mMZ %7120 mM ~ £9120 mMZ 49180 mM ~ £9130 mMZ 49180 mM - %9140 mM
Z49180 mM ~ £9150 mMZE 180 mM ~ 49160 mM %4180 mM ~ 49170 mMZ 4y
180 mM ~ £9120 mMZ£ 47170 mM ~ 49130 mMZE4J160 mM -~ £9140 mMZE %7160
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mM ~ €145 mMZE Y155 mMEEZREED ) - AESAEIFN T - DR ETEIH4Y100 mM
EEY170 mMiEREEE ER B R - A SFEE L T DFG AR 549120 mMEL7150 mM
TR B - AESTEF T - DREETRIE&4Y136 mMifsiales - A£SFEFERLT
DF& @ Y120 mMZ££9200 mMESZEE LK - (2518 1F0 T - DFEETRIFEEY
140 mM Z£&9175 mMERRE I BURY © FESTEIFN T > DFGEERHET159 mMEARZ I
BURY - AL S AR T - DR BRI 4136 mMiEHz BEEa 14159 mMEKHZEZ B, -
FESTRIFN T > DFGEEE 24785 mMEL125 mMIEREEEATZI8S mMZE£y225
mMZRZREER o AL SAEIF T - DREEE R E2 47135 mM 4165 mMiE iz B2l
Y155 mM £ 47185 mMEA[EBZEI B Z 47135 mME&7165 mMifi iz BL s 14155
mM %185 mMZA[Z BEER - (£ SRR T - DB R 547135 mM££J145 mM
FERE BRI 145 mM 24155 mMEARE FEED - 41 28 7 T > DFGR @A &L 52 4150 mM
PR LR N4 170 mMERRERLED o Ao~ Bt TH - DR @A < pHEART R (RIS
AHR 2 FesSpH (il - HAEpH) REHIE » RIFREH > ATy iRAeAH R
L EEEpHBLIASEE6.5 « HRPIMEBR T - B —REEEMYIE 2 REARR: B
REERVERRTIRR » AL HiZ A2 B DR TR S er b Ae LUE S B AR
FRRE > Z IR IR EE MR o SRS MR AT R A E R B A ST AR (] SR
M - BHERYE - FEVEMRI AR LFLEEES80 - Al HAFEEH - 52 A RER
NIMERFEY0.01% (wiv) HIBEXRIEHTEHRYPSSO0

[0062] A& (UMEHE - & 77AERE (a) REEMRDTRRPEDFE AR = 0f > 5%
DF&G I 49150 mM 24300 mMAfRZI 1410 mM 2450 mMESEZED © AT
(b) AINFEVEER] o ARBIEJTHE - DFEERE S L1175 mMELY375 mMAH
M 2047200 mMZE 4350 mM R Bz #0 [ PRI EE © GIF 2 > DR &R &
ERE 47200 mM £ 49325 mM ~ €200 mM £ %5300 mM ~ 49200 mM £4275
mM ~ £9200 mM £ 49250 mM ~ €200 mM£4£225 mM - £225 mM £ 4350 mM ~
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£9250 mM £ &Y350 mM -~ £9275 mM £ 4£Y350 mM -~ £J300 mM£4£Y350 mM -~ 5(&Y
325 mM &350 mMHAYIHREEE o £ S TRIFI T > DG ER 5 HIAH I R (&Y
200 mM 245300 mM -~ 4225 mME£ 45275 mM -~ 9235 mM £ £J265 mM ~ 5¢£240
mMZE260 mM - SR T - DFEETE R E491 mMEL50 mMESELES - §
Z0%Y1 mM £ €40 mMBEEEL B B 1 mM £ 430 mMBERLES - 12 {8 /5T - DF&E{E
Bl 2475 mMZE£J40 mM ~ €910 mME Y30 mMESELER - (FEEHEY15S mME
4930 mMPESFZED ~ 4920 mME 4730 mMPEERZEE (4710 mM 24925 mMBERLER - 1&
ARBIET T > BERRER DA N AURE F AL DFEE R F : £910mM ~ €911 mM ~ €912
mM ~ 2913 mM ~ &J14 mM ~ £J15 mM ~ 916 mM ~ €17 mM ~ Z918 mM ~ £J19
mM ~ €920 mM ~ €921 mM ~ 2922 mM ~ 923 mM ~ 4924 mM ~ £25 mM -~ €526
mM ~ 27 mM - £928 mM ~ €29 mME(ZJ30 mM o

[0063] ASCRHEIMEM 7 REH A IARTE R Y /7 AR ERIRARAHRY) -

[0064] &/

[0065] ASCRRAL 7aFERE 25k - AnBIME =00 e AR
R B RRIZ B ARG IRIFH B R A TS FE L IRAGHEY) - A4S
FiFd » flosh BB ) DARBLHAMRAN S5~ —ER R 100% 55 2085 © Bl
LG s A RRZIRRUT &l R B A TE i b BB R (F AR [EREEERY B - fE1t
HH > ARGEE IR ERIA < 7 AR LR BHE A EBUEAKCFRYEHREE « IAN - mA
1BER < AR AR AR A LR ISR AT B IR R IR < — B TR iE BUE IR B AG
{iE » 5550 ARG EE 2 7 AR BEHY B i] LU & IR R L R © (0 > & R
(RREIERT > 525 7R 0] DARE 3 5 TA A& 1 SN K AR & 1 Bt R R S %
BlE - BRBREEURES & - BV R AL - 1 e R B AT L AHRAE T
FNEFERIR - AT - 525 AR LB RIA < S (F B3 Tk -
£ %‘{IEE 82 5 AR e L A I B - AR BIEREN T
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R EE R ELER/PIR ~2KR 4K 6K 8K~ 10K ~ 15K ~ 30K
WEA ~ 3 H ~ 4EH ~ 6@ A ~ 15~ 26 ~ 35 - AFFE R - JIL - A8
BRI RN C B F SN E N IR B L AT A BE
AR B BLAIS R~ FI2IRAG M) -

[0066] ‘i

[0067) FE&(EE P - HERGARES » ZEREEIEEIA - 5
R RE RIS A (1 B EE Y B 2 P E -

[0068) FLEEZEGMEESEHERTNSEaHBENE2STEBRE
MR (GreenflCellier,2007) - HA » &J1%HY3=E (US) MEXEE (EU) B
ZHFERRIREE  {B{E10%-20%H FLEE R B E 2l - ILBER (A E —EE AR
LEEVURIIZE (—SiE REdaEyy (f1 - /N - RE - 858 PEAE
TEN) EBRRENER - BSEHkE St E &8 I AT AL
Y AL A O AREEY) 2 I - BB U 2 1RRY S R IR
i BB - N ZESORH B L - BE L LR F LR akndk
HEREE (BIEIERATRE ) - (E(ES0mg/ R (IEEEKBEEAARRI0gK) /]
R R TARRE 2SR B 5 ERBREEISS (Catassi®E A, 2007 )  HFALEF - i
50%HyREZ AR E AR (GFD) IFLEER BB B ERI A SEIMEER L MG R
SEIEFIBERRZEYGE( LeeZE A, 2003 ; CranneyZE A, 2007 ; HopperZ£ A, 2007 : Midhagen
SEN,2003) - (EEEHMERIGID - (HEEE AR EE R BERIFEEN
FUEER (NRCD) - NRCDEAER R | BESER et EH6- 120 H > HILEER
FHRIARER - BRIEERERER®E ) (Rubio-Tapia% A,2013) - BE IR/
SHFNEE 5 —E0ET R - A YRR 1T A GFDEY Bl AH S S (UM SR B Ak i 3=
AFEREFH  AENE -

[0069] HEERFFERENSENER(ERFEEEE G EMEFLEE
C249610PA.docx % 40 E ’ iH:- 74 E(é&:ﬁ Eﬁéﬁ%%)
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% (RCD) 38 » sz eI BN BRI PR FLEER B (LebwohlZ A,
2013) ° RCD ZFHEBAEINENFAERAE B FIFIFAE/ SR FETELAY L T B EdY
IERGREZE G B RIEAR (VerbeekE A, 2008 » vanWanrooij% A, 2014 ) - o] IR
IBREIEL LRI S RCDE Aoy 88 - WFEE R B = AR A
ey - BAEEEHIRIRFIEL (GEF L/ VIR20%8I481EL (/DHA20{RETEL/ 100
AR ) Z BEWIEHIAIRCD (RCD-1) - 2 F 2 EELEE ZERAY - i
HRCD-IREE#EEAMERS PR (B B3R iH R TAREM B [EATL])
JEg AR IO - o A B AR SFEAFH] (vanWanrooijS: A, 2014) - K108
FERCD-1 > 7] LA B SRS (FEER B ) -~ MRS ~ SRENEES - HTTNE
Blese i fdi& (Brard A, 2007 ; Goerres® A,2003) - EAERRAIHREE -
(&35 35 T 41 Schuppan S A F it 2 P A&k A 1 7L BE R 2 S BR AR B -
IEL 2 ELE BB E20% 0 - B2 #e2E HIEIRCD (RCD-II) - {FRCD-ITH »
IEL B AU 2 SRV AL H 2 EEATLAHY R\ 25 28 1 2 K72 50% ( NijeboerZs A,
2015) - M HAARE TG B R - REIELIEC N EBERE R TIEE -
ARG " AT ) TR - RIFIERIRE R A REIENE AR PP i
REE - RN EHREISTIGFDIHEE -

[0070] KA > FESMEE T - B 5 PR IE M AR R B G 1 7.5
B o ALEAE T T =0 R (AR A B TARR M R B L B R R B RN M
At G A B PE A AR ZESEWO 2017/21798591 » 5ZBIREEF] 2 4
N EFRETERS [HFAASE -

[0071]) {E&AEEN =0 R GEESENR - A ey
JEVERRAVREIE i) B (R E - BIA0 i 225 A S2 e Hy 4R 7o 345 [RERY AT &8
RS B4R B A 22 B RS At B 0 AU RS M A R B « A — 22 T » I
% E M DA T 4R BRAHAVIRIE © S MOMEEREE - SMEREME D MR - BROBIREAT
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AL > B - B - FU > ALPT -~ AUE LT E RS e - BRYE ~ AT IR E R
BRI - SH - IERRERR ZJRE > & SRESCTH ZRE > ISR - SN2 - 18
MoMERM AR - BMRENLR - iR > BER  TESE  FEHERER
RBEIMRESRE - & > B8 > ke - FHE > Bl - B BEeRE - &
HMERERE - S - JRATRERORER - VSR - BRAERE - ERE - RIEAIRG &
R > IR - BUSIRRE - ERGHE > B (B0 > B4R (RCC) ) - /NG
WEHAE - B - |E > BURIRE > WPRE AR - fofr e o - BEAESE
H LU H  BRH - BHSENE - DNSLRE ~ T B50E - BIUERE R - IRHE -
PR HE ~ BE I TEWNIREARIE ERGR  ATAIiERE - 1 E R AIATR -
BEmesRs ~ B (G140 > JE/NAIREATE (NSCLC) ) ~ diSSRERNEE - fEfrEE
e = o B AIE/ NAHIAERTEE (NSCLC) - BESHEE - B ~ =Myl EmE
B o ADRPINME T > ZElEEAER (B4 Y8 - MRS sORE
REYRE ) I H R 2 s B AU B 2 A WU RR BT B SRYH ) < AE H AR
Mo - R AIE/ NGIAEAEE (NSCLC) ~ /INAHREATE (SCLC) - BHSHSE ~ B
& FUE - BRORE - UNESRE - IHE - BREERE - SR - AV IIE - B HE
FEECE MR - iz HLIR) Ze E A U a7\ S HI R B L 2R - 125
FEIF T - IR HREPREFAFEEITWO 2019/1401965CWO 2015/031667 HH T4
IR B BEPRE AN 2 2 A N B TES [ AASL -
[0072] ForBIEREI T > ASRIHRTE BRI G RIA L T A ME L S
JaRETEN B RS MHEAE M (SRE) ~ /B E(FAN S B4R ~ e srmls it
FEFREHY R MESAE ~ JE R THN B B HFAE S E G I E - SR EH > AGEREiE it
HY B () JBEEGHE B A B R S B R 2 & ZSRE | (b) /B ETENIE
Ry EAA A VIRRECT o TIBR A AT A 5 [E AL B 38 HY B E AR R R BB ARk
A5/ VERZEE ZSRE | (o) AR ER RR R R A e M RS
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M$SIE + (d) JERETFANI A 28 B i s E T By 25 & ZSRE ; (o)
JERRET EE TR VRS RV E EERAE - () (ERFLEMREZEEIT5
ARG AR R F = B IR N HY2CIERY S B IR e (9) ERFEEE
MERF BRI I PR e R BRI = B TR MY B ER B B ey a
& () (i ma TR B S BERAERY SRV e B YR ¢ 1) £
S5 ECHE AR RDRYBL - ST T - RFGREIEF A AFHEEHRWO
2018/200918 1 Al 2 =i -S4 BIPREA 2 TN B HRE RS [GFAASL -

[0073] <ZaZ&

[0074]) feAtEFE L mBINEER A1 - ZaEHHAPY > BREEAR
FRvE e B FLEY) > SEA/INERATE B AR IR FLENY) - sEA0R © SKE BN HAY
HALEN) - BESREIY) (3E) RERRIEY) (X)) © KB ik B ALEY) > &
FEERIEY () RIFERIEY) (58) © BE i B ey aiEEre (%) -
fE—0E > WABYERERE - FEs/NE (Ceboid) B H (Simoid) (f&)
BGHNIREAE (AR - fe—2E 05T > WALEPIRA - fL5 5 - ~ZalE
AR DA SRt 2 e 2 £ —F - SOASCPR A - ilosE T B, T2
sle ) B WALE ) R T R - T 2elE ) R e, o 'mfEA
A0~ BB~ JaRNSE o AL 2 —(EE R A WABERA - LS FEHE - 2
SE R » FESTRIFN T - ZaEBA AT 2 RIR -

(0075) r~ATHt&En o=

[0076] A RPN E S 2V EFEEATRF LT -

. —TERAGHRY) > 5% KA HAIE S (a) R RFEY100 mg/mLAY BT
#% ~ (b) 9200 mM 2 £9400 mMifEHE BEERRE L BA AN (o) FRmEEMA] > H o a2 iRAest
R pHIZE4.5ELY5.5 -

2. —TERAGAHRY) > 2R AGAHRYIELE () JRE R Y100 mg/mLAYEERRTT
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#% > (b) €100 mMZE£Y350 mMHAfREEE ~ (o) REEIA (d) FEEMR - Kz
ARAH R < pHIAEJ4.5 2455 -
3. WEHE T BRI L TREGAE R - H AP RZ EPRUAG LR/ NI EY300

mg/mL
4. AOEHE 5 ASFT L RAR AR > H i BARPUAR Z RN 49250
mg/mL

5. WE N7 1-4R £ —IEPT I 2R RS ARRY) 0 % R AR AER Y ELE Y110
mg/mL % £J200 mg/mLEFRTIAS

6. SN ST 2 R ARAR R > H AR BRI TIAS < R (547120 mg/mL
£%7180 mg/mL -

7. WIE N 6P 2 R ARE Y » % IR RR AR R EL & 4120 mg/mLEE RS
ﬁ% o

8. ME N 6Pl 2 KRS EH ALY » BRI AREE R EL 24135 mg/mLE &)
165 mg/mLEE & -

9. WNE M T A8FTIL 2 R ARARRY) - K RARAHR Y B & 47140 mg/mLELY
160 mg/mLEE{EF & -

10. &N 7 ORIl IR ASAHEY) - sZIRARAR )L & 4140 mg/mLEE

RS -

11 G 9RTI ZIRAREHRY) - s RGP Bl 249150 mg/mLER
RS -

12 OFra EhE 5 2 E —TEAT L 2 IR AG SH ) > H ez BRREUAG (R
IgGii7iRE -

13, dORTACE ey = P E—TE R R BSAH R - H iz EriiesE &
IL-15 -
A E > 74 HEHRHE)
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14. W T=3FTIT 2 RASAHRY) IR AR B2 SEQ 1D NO: 1
fEHE (HC) HitEE (CDR) 1 ~ SEQID NO: 2ffJHC CDR2 + SEQID NO: 3
fJHC CDR3 ~ SEQID NO: 4Ay#s# (LC) G#IAEEE (CDR) 1~ SEQIDNO: 5
fJLC CDR2FISEQ ID NO: 6fJLC CDR3 o

15, WEhE 73 4RT I 2 IR ASAHEY) - 5% R AG 4H kY1 & SEQ D
NO: 7HYHCE] & & AISEQ ID NO: 8HYLCH 4 & -

16. W 3R ST E—IARTIT 2 RASAHEY) - sZIRASEH I B &
SEQ ID NO: 99JHCHISEQ ID NO: 104JLC -

17. g )72 129 F—THA 2 R ERARRY) - H AR Bk iRRsE &
PD-1 -

18, W TN TR 2 RASAHRY) » sZIR AR B & SEQ ID NO: 11
fJHC CDR1 - SEQ ID NO: 12#7HC CDR2 ~ SEQ ID NO: 13f#JHC CDR3 ~ SEQ ID
NO: 14{JLC CDRI1 -+ SEQ ID NO: 15§JLC CDR2FISEQ ID NO: 16/JLC CDR3 ©

19.  WEHE 7 TE IS I < IR ASAHEY) - 5% R AG 4H )1 & SEQ D
NO: 170HCH & & MISEQ ID NO: 18HJLCH[# & -

20.  WEHE TR 9P E—THATIC L RASAHRY) » sZRER I E S
SEQ ID NO: 19fJHCFISEQ ID NO: 20fJLC -

21 WEE T FR20FTIL L IR ASAR R - B AR IR A S B R
HEHYTNFRAHEEE S (GITR) -

22, WEHETE2IFTIL IR ESAEAY) - sZRASAH Y B & SEQ ID NO: 21
fJHC CDR1 - SEQ ID NO: 22#7HC CDR2 ~ SEQ ID NO: 23fJHC CDR3 ~ SEQ ID
NO: 24JLC CDR1 -+ SEQ ID NO: 25§JLC CDR2FISEQ ID NO: 264JLC CDR3 ©

23, WEHE 7 21 B2/l 2 TRASAHEY) - 5% RS 4H )L 2 SEQ 1D

NO: 27 El’jHC_J A& FISEQ ID NO: 28 YLCH & -
C249610PA.doc A4S H - H 74 HEFHGRHE)
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24, WEH 21 223 E—TERTI 2 RABHEY) » SRIRBAHRYI B S
SEQ ID NO: 29fJHCHISEQ ID NO: 30fLC ©

25. M- 1 E—TEAT . RESAE Y - H P RZIeGHig(%1gG:,
RS -

26.  WEHFH2SATL L R AR - P B RTARAE GRANK-L -

27, T A 26FTI Y TRASAHRY) - s RASAHRYIEL & SEQID NO: 31
f/JHC CDR1 ~ SEQ ID NO: 32(JHC CDR2 ~ SEQ ID NO: 33¢#JHC CDR3 - SEQ ID
NO: 34fJLC CDR1 - SEQ ID NO: 35#JLC CDR2FISEQ ID NO: 364JLC CDR3 o

28, dEhE 72687 2 IR ASAHEY) - R AS 4H ) B & SEQ 1D
NO: 37AJHCH S ZFISEQ ID NO: 38HJLCH[ & -

29.  WEH 26228 F—TERTI IR ABAHEY) - SRIREBAHRYI B S
SEQ ID NO: 398JHCHISEQ ID NO: 40JLC -

30.  WEH A3 29 F—TERTI  JRRSARRY) - sx AR B S
49225 mM £ 4350 mMifFE R BE BARE LR

31, WEH I FIAI3-30 £ —TERTI  JRRSARRY) » sx AR B S
49250 mM 4325 mMiff Hz L BRI B8

32, WEH A3 1R E—TERTI  JRRSARRY) » sx AR B S
49200 mM 49300 mMifH Hz LB 1% B8

33, WEH A3 1R E—TERTI  JRRSARRY) - sx AR B S
49200 mMABREELBARE IR RS -

34, AEHE U332 {E—THPTAL L IRAGAH Y > s RASREE EL e

HHEL -
35  WEHEEIAIS-33 (E—TEATIL IR ASAA YY) - A R B A AR
C249610PA.docx % 46 E ’ iH:- 74 E(é&:ﬁ Eﬁéﬁ%%)
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BB AT N RS A (A R AR -

36.  WNATMCENE D A HE TR R AR AR B - HoH ek SR E M A
W ER PR B e TR

37, WENE T3S AT R ESAR ) - AR A E R R IR LB -

38 WNEHE T 36FTI  IRASAE ALY - H AR S E MR AT LA R S
20 (PS20) B LALETES80 (PS80) BILREEY) -

39.  WETAETE G E—TEATIL Y RS Y RS B
FEF54J0.001% (wiv) Z2490.050% (wiv) HIFEDEMH -

40.  WEHE T 39T 2 IR AS AR - SR AR AH B B BRI S &Y
0.005% (w/v) F£J0.025% (w/v) HYFLEEMR -

41, EH T 38ATIL R ARAE ) - %R AR ) B E490.01% (wiv)
+0.001% (wiv) FLEEMH -

42, BN BRI RAREEY) - 2R AS ) B E490.01% (wiv)
FILIFLEEEES0 (PS80) -

43, WIRTIE 5 TR R AR AR ) - R R SR E MR
B B AR 2 B -

44.  WORTICETE A E—TERTIL . AR s RS R Y
47078495306 JpH -

45, WEHE T EA2RTIL . R ASAERY) - sL R AR AE B 2R 495 .0RpH ¢

46.  WIEH A 2- 45 E—TERTIL . TRASAEAY) - IR B AL
200 mM % %300 mMREE -

47, WEH 246 E—TERT I . TRASAERY) - IR B A Y
225 mMZE 49275 mMHAHREES -

48.  EHE R 2-47T M E—IERTIL 2R RS HRY) - R ESAHEY B E Y

C249610PA.docx % 47 E ’ iH:- 74 E(é&:ﬁ Eﬁéﬁ%%)
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235 mME 47265 mMHArifZ L -

49.  EHE R 2-48E—THFT I LR AGAHRY) - R ESAHEI B Y
240 mME£ 47260 mMHArifZ L -

50.  WOEHE TR 2-49 £ —THFTIL 2 R ASAH R » o e Al (5 L- B
Bz -

51 EHE G 2-500 E—IERT A KRS HRY) » Hr Al L (R AR
AR 2B R R -

52 WEHEHE2-51E—IERTIL 2 R ASAHRY) » HoraZ R A B H
LUNsHRp 2 BE4H © IRIOMRER - BRRaBLER - HIBEFIAEHLEE -

53.  WEHE T ES2ATA L IRASKHRY) - H o a4 Sk TR (R BRILEE -

54.  ANENE G FUS3ATI L RASEEY) - FL PR FE R B LUK ERRL — e g -

55. WEHE T 2-54E—TEAT AL R RS H AR > H PRz SR BT A B 1
mM 50 mMEE R - 177 T KEERE —EE R -

56.  AIEHE S FSSETAL L IRARAHRY) - H P EZ R ETRIELL 18 mM £ L22
mMEE R 17 E 20 mMUKEERE — 8 -

57.  WEHHE2-51E—IERTIL 2R ASHRY) - KBS B
30 mM 2438 mMER BRI - 177 Eih&y34 mMEERLES -

58.  g0S2-57H{E—IEATIL L RAGAH RV - K ez SR &R < pHH S (ba
TTE

59.  MRTECE NS P E AR R ASAH Y - s RS Bl E
wiH0.001% (wiv) B ~ HERF SEGRRED -

60.  RTZCE NS P E— IR 2 IR ASAHAY) - s RS Bl E
FEHH0.001% (w/iv) o

61.  HRTZCE N P —IARTAL 2 R ASAHRY) - s RS Bl E

C249610PA.docx % 48 E ’ iH:- 74 E(é&%gﬁﬁg)
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w#0.001% (wiv) JESERESCRERE -

62.  WEHE T ~ 3-45R159-61 RAE—TEFTI 2 R ASAHRY) 5% IRABAHRK
YL &/ INREY0.001% (wiv) BEELER

63.  WEH T ~ 3-45R159-62 F(E—TEFTI 2 R ASAHRY) 2% IRRB4HRK
YL &/ INREY0.001% (wiv) SRTER «

64.  WRTMETE T A E—TEATIL YRR AR - KA IRAS AR
FHREAT25°C ~ 1000 s /NAS0 P o

65.  WNEHE 765 AT 2 IRASARRRY) - Ho ez i AR AH ) R (E25°C »
1000 s T /NA30 P o

66.  WNEHE 66T IRASAHRRY) - Hor e i AR AH R R (E25°C »
1000 s F/NA20 P

67.  WNEHETE6T AT IRASAHRRY) - Ho ez AR AH ) R (E25°C »
1000 s F/NA B E4T10 cP -

68.  WIATMENE ) A E— TR R ESAHEY) » HZ AR M52
iy o

69.  WRTMETE T A E TR R R AR - AR A B A
#9200 mOsm/kg £ 47500 mOsmv/kg ~ TR IH147225 mOsm/kg % 49400 mOsm/k g
BN S ERE

70.  WE N 5 FN69FT 2 R AS AR 0 H P A B BB A1 49250
mOsm/kg £ 4350 mOsm/kg #i[E Y25

71 WRETACE D TR RS AE ) - R S i R R B AT
J@tiE (SEC) FEEHRY » 1E2°CE8°C T ffifE 2 /D Ei&T 12 H 204201 H 2 426(F
B21& > /DHAS Bl E AT BB B AR -

72, WIRTILENE A IEAT R AR AH R - KPSt SECHEE

C249610PA docx % 49 E :/H:‘ 74 E(éﬁéEﬁgﬁEﬁg)
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Y > AE2°CER°C TMAFLIS0EL A0 H 1% » VIS PoH4 TLAG (e[ fE -

73, JOATACEE T R P EIEATA R AS A R - A ke SECHEE
Y > AE2°CE8°C MAFLI36 EA0(E H Z1% » /VHS P IeZ I RS g -

74.  —REEEES BIERERERDRRRRIRERY 2 5k - oz H
TRE AT EI100 mg/mL - ATl /7R B (2) Kz Birbigeili2lE (DF) &kl
aff - Z2EEERIEE () €950 mME£Y300 mMIEZERRA] (i) EERE0.7: 1.0
F11 0 LOAYKERE R Bk IR B S HEE RV & 2 BARAIRRE © A0 (b) IfhnsRmrE
Bl o

75 R HFTARTIC U5k - Az EEEERE0.8 1 1.0E4Y1L1: 1.0 °

76, AEHEHFTABTSETIL L A - T DFE BRI E485 mMELY
190 mM L-iFHERE -

77 WM FT4ET6THE—TERTAL . Uik K % DR TR E1 & 4135
mMZE£J165 mMiFRZ Iz -

78. WM HFTAETTIME—IERTAL . Uik K% DR TR E1 & 4155

E#185 mMERRZIZE -

79.  AEHEHFUT8FTILL Tk > Hor iz DFE TR A1 24150 mMifS iz FL iR
FIZY170 mMERRZIZEE -

80.  MEHE ST 7479 E—IEFTILL Fik - H a4 DRG] 2 pHEFT
BURHYRASAH R < &% pH R BAHE -

81. &N =\74 280 {E—IHRTHLY ik - H AR Y RARHEY)
ZIEEpHIREIAS ELS.5 ~ T EIIE4.TELY5.3 -

82. WG TFT4-81 P E—TARTHLL o7k > HA ez S E R (AR LA

fERE80 -
83.  WEH T4 E—IHFTIl 2 0% » Hrp ez S EE ] 2 g%
C249610PA docx 550 H o H 74 HEEHERHE)
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BE(%80.01% (wiv) -

84. —TEIRAGIHAY) - ZRESAH YIRS TN E i = 74-83 FE—THATIL
23 ERM -

85. —TEKASAHRY) - BmLERAEKYIE S (2) 9150 mgZE 4165 mgH
PRUTAS ~ (b) £922 mg £ 426 mg LfFHEEL ~ (o) €922 mg 2426 mgZAfz FEAT (d) &Y
0.01 mg PS80 » H.ARZ IR AR4HR Y B A EI4.72495.3609pH -

86.  WIEFH 84Tl R ASEHRY) > % iR AGAH R B & 4924 mg L-iE R

=
RSP

87. BN TFS4BBSHTHL RSN - 5% R ASRH R EL 2 4923 mg#k
%

88.  —HEIKAGAHAY) - FmLIKAGAH R EL S 14180 mMZE£y220 mMAH
Rl ~ 4930 mM 2438 mMEERZEER1£0.01% (w/v ) PS80HHJZI150 mg £ £y165
mgEEPRPIRS - H P a2 RASSHE I H A 494.72495.30pH -

89.  WNENE I 8THTALL IRAGKHRY) » % RAG AP EL 2434 mMBRHL

&

S

90. BN T F8TE88ATAL L IKAGAHAY) > % RASAH R B 249200 mM
HHIRZ B -

ol BN T 84-89F(E—THRTHL L IRASEHRY) > HL A EZpHZ&YS5.0

92.  —HERARSHRY) - ZIRAREEIE S (@) IREEAT 4100 mg/mLATHT
IL-155188 ~ (b) 2970 mM £ 49210 mMAFRZRE S ~ (c) 2980 mM 22 49240 mMEERZ E
BEAD (d) FREVEMA] - HoaZiRas ) < pHIR&4.5 24755 -

93.  AIENE 2RI R AGEERY) - iR ASAERYIEL E4Y100 mMELY
170 mMiE e L -

94.  WIENEHFO3ATI L RASEERY) - R ASA IR E4Y120 mMELY

C249610PA.docx % 51 E ’ iH:- 74 E(é&%gﬁﬁg)
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150 mMiE e L -

95.  AIENE ORI R ASEERY) - iR ASAERYIEL E4Y136 mMIgRE

96.  MEHE T F92-95FHE—IHRTAL 2 IRASEHEY) - 2% RESAH I B E Y
120 mM %200 mMZE[E FLED -

97.  WENEHFO6ATIL L R AGEHRY) - i RASAE IR E49140 mMELY
175 mMZERERZED -

98.  WIENE HFOTATIL R AGEERY) - iR AR LRI EL &4 159 mMERRE

=
=

99.  WEHE T F92-98 FHE—THARTAL L IRASEHREY) - Ho s R BRI RA AR
BRI AL AR ) T A R A -

100.  40EHE HFU92-999 (E—THFTIk 2 R ASAHEY) - s%RASSERYIEL 2 /N
72490.001% (wiv) FERZED -

101, & HE T 3\92- 100 {E—IHFT I 2 TRAGAH R - 2% RARSEEY) Bl &
/INIREY0.001% (wiv) SRTETH ©

102.  —FfERASEEY) > s RAGHI B S () FREE AR 4100 mg/mLAYHT
IL-1547% ~ (b) Y115 mM %4345 mMIRZEL ~ (o) &METAE] ~ (d) FEEiEs - H
Pz RARAE ) Z pHIREJASELIS.S -

103. T N02FTIL L TREGAE ALY - 2R AG I B E49170 mMZE
49290 mMHRRZ R

104. & HE T A N03FTIL L TREGAE ALY - %R AGAHAY) B 549200 mM %
49255 mMHERZ Rz -

105, AOEHE /T A N04RTIL L TREGAE ALY - %R AG AR B 249230 mMAR

e
Wi -
C249610PA.docx % 52 E ’ iH:- 74 E(é&%gﬁﬁg)
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106. a0 J7E0102-105 5 (F—IERT L 2 KRS AH Y - HorP R L (R A
Rz AR 2 A R A -

107. a0 J7=0102-1065 (F—IHRTIL 2 RASAHEY) - 3% RAHEY B &
J1 mM Y100 mMEEETA ~ (TR EHET1 mMEZY50 mMEEE | -

108. s 707 AT RS SHEY) - #Z KRS HE I B 2 4Y10 mM £ 4y
30 mMEE TR « fRFFZHEI1S mMELY25 mMEEETE] -

109. &N HTN102-108 FE—THATIL 2 RASEH ) » Ko ez 4R R BE 5
LT AHB 2 BE4E - BRIARRER - BARGBEED - AR TR AIBERLED -

110. a0 J7=0109FT L KRG SHEY) - ez BRI AEEILER -

11, & E92- 110 £ —THAT I 2 IR ASAA Y - % RAS Y S
AEEHE0.001% (wiv) BIHE ~ BERZ BB -

112, & hE T 92- 111 FHE—THAT I 2 IR ASAA R - %A Y B8
AH80.001% (wiv) -

113, aE ke T 92-1 129 (£ —THAT I 2 R ASAA Y - % RAS Y S
AHE0.001% (wiv) JEETESERE o

114, a8 hE7=092- 13t (E—THAT I 2 TR RS - Horpaz i IL-1547188
e/ NP 4300 mg/mL

115, a8t 7201 14T R AS SHEY)  HodaZ DIl 154188 < IR/ N4y
250 mg/mL -

116. A& hE /T F92-115FE—THATI 2 IRAGAARY) - % RASH Y S
#9110 mg/mL 2 %5200 mg/mLHTIL-15%1FS -

117 s0& e 7= 16FT I 2 ARG SHEY) - % RASAH A Bl & 4135 mg/mL
£ 47165 mg/mLETIL- 15515

118. s 7= TR ARG AHEY) - %R ASAHAY) Bl 24140 mg/mL

C249610PA docx 553 H - H 74 HEFHRRHE)
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£ #J160 mg/mLATIL-15514G

119. &= I8FTH 2 IRASAHAY) - KA 4HRY)EL & 47150 mg/mL
HUIL-1587048

120. 0N/ 92- 116 (£ —IHFTI 2 /RRS4AHRLY) » s RABAHEI B &
49145 mg/mL 47182 mg/mLEKIL-1557 5% -

121, =200 2 IRASAHRY) - KA AHRY)EL & 4Y155 mg/mL
ZE#J175 mg/mLATIL-15514G

122. &2 Tt 2 RASAHRY) - 2R AHRY)EL & 47165 mg/mL
HUIL-1587048

123, T =92- 122 (£ —TEFT L RS ARRY) » LR ExBIL- 155 R8
%IgGififg -

124, g 23T 2 SRASAHRY) - 2R ARHEY)E & SEQID NO: 1
fIESE (HC) G#AERE (CDR) 1~ SEQIDNO: 2/JHC CDR2 - SEQID NO: 3
ffJHC CDR3 - SEQ ID NO: 45 (LC) GHIAER (CDR) 1~ SEQIDNO: 5
fJLC CDR2FISEQ ID NO: 64JLC CDR3 o

125. 87123801 247t 2 IRASAHRY) - IR As4HRY)EL & SEQ ID
NO: 7HYHCH#[EZ FISEQ ID NO: 8fJLCH & (& -

126. T 123 2 125 F—TEFTIt 2R ABAHEY) » 3R AB4HREY) &L
£'SEQ ID NO: 9fJHCHISEQ ID NO: 107LC -

127, &N /7 392126 (£ —IEFTI 2 iR RS AR R » H AR ez S S YRR
(R MR/ B Ele T -

128. A7 27t 2 iR AR AR A - Hoh ek SR EE MBI G E (L FLES

fig -
129. a0 )70 28 FT it i Ae 4H R - ez S ENE MR (A (AL R R
C249610PA.docx % 54 E ’ iH:- 74 E(é&%gﬁﬁg)
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20 (PS20) B LALETES80 (PS80) BILREEY) -

130.  WEHE 7 92- 11209 (E—TEATI 2 R ASAERY) - ZIRESAE B S
TRSE R5%70.001% (w/v) ££90.050% (w/v) HYFEEDE A -

131, WEH N 30F7H 2 RESAERY)  ZRRBHAY B ERE /Y
0.005% (w/v) F£J0.025% (w/v) HYFLEEMR -

132, g 7= 31Tl 2 iR ASAE B % R AR AH B & 490.01% (wiv )
+0.001% (wiv) FLEEMH -

133, WEHE 7= 32Fi 2 TR ASAE ) 5% R AR AH B & 490.01% (wiv )
FILIFLEEEES0 (PS80) -

134, W7 H92- 133 (FE— AT JRAG AR - Horh ek SR & A
REAEWEZ ALY 2 B E -

135, WEHETTH92- 134 (E—THEAT L JRAGAH ALY - ZIRARHEYI BA
£J4.62475.48YpH -

136. SN A ABSHTIL IR AGAH YY) - % RARRE I BT 49470 247

5.308YpH -

137, W& 7 =N36FT Al 2 RASAHEY) - ZRASAHEY) B A 44,8 845.2
HYpH -

138. &N 7 =37THTAC Y TRASAHEY) - 2 RS B A 494.92495.1
HYpH -

139, q0EHE S =C138FTAL 2 IRASHREY) » ZRASH ) B A 4Y5.069pH -

140.  AUEHET A 92-139 (E—THATIL 2 IRASHH Y - H P2 RAS )
ZREEEAE25°C ~ 1000 sTR/NFAS0 eP

141, q0ENE /5 0140 AT A 2 AR AR > Lo % R AR A RV < B FEAE
25°C ~ 1000 s™ T /NfA30 cP -

C249610PA docx 555 H - H 74 HEFEHRRHE)
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142, NEH 4Pl 2 R ASAH ALY - R RS R FEE AT
25°C ~ 1000 s F/NA20 ¢P o

143, NEE =207 2 R ASAH ALY - KR IREB Y  FEEAE
25°C ~ 1000 s R/ NAE F45910 P -

144, JOEHE 7 92- 143 E—THFr I ~ TRASAHEY) - H sz sHR (5%
B o

145, g 7 92- 143 — TRl 2 RASAHEY) - HpszsAp I EA
FE49200 mOsm/kg £ 49500 mOsm/kg ~ R EEEHNZY225 mOsm/kg % 45400 mOsm/kg
HilE| NS A R

146. 4NN 7145 FT il 2 R AR dH ) - Ho ek 4H R B 49250
mOsm/kg 4350 mOsm/k g i B A2 1%

147, &G 7 92- 1469 (E—THF I 2 TRASAHECY) » Ho AP 2 ik 1R AR
frf@fx (SEC) TEEHY » fE2°CE8°C T T 2/ VE&Y12( H & 201 H 24926
{HH 2% » /DI S %Iz i R el R -

148, JNE N 7 F092- 147 E—IHATIL 2 /R RS AR R » Ho a5 i SECHEE
Y > {E2°CE8° C T REFLIB0RLV40(E H 2 1% » DINSDRIZ TTRS HLFE R -

149, g 7 F092- 148 E—IHATIL 2 /R RS 4R R » Hoan#5 i SECHEE
Y » AE2°CE8°C T REFELIB6EA0(E A 2 1% » /DIRS i IsZ RS ([ AE

150. —fERESAHRY) - BmLZIRRSERIEE () £9135 mgZE47165 mg
HYBTIL-1547188 » sZHIL- 1551 8= SEQ ID NO: 1HVE ##( HC ) 4 i/~ E & ( CDR )
1 ~ SEQ ID NO: 2#7HC CDR2 ~ SEQ ID NO: 3#JHC CDR3 ~ SEQ ID NO: 4/

(LC) H#1EE (CDR) 1 SEQ ID NO: 5fJLC CDR2FISEQ ID NO: 6[JLC
CDR3 - (i) £J21 mg £ %26 mgfF fafs - (i) £921 mg £ 4726 mgBAHELEIA] (iv)

€90.01% (wiv) ZEILZLEERS80 (PS80) » HrpaZiRAGAHRYI B 44 5 2 45.50Y

C249610PA doc % 56 E :/H:‘ 74 E(é&%gﬁ,%%)
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pH -

151, —ERASAHRY) - EmLaZRARAHRIEL S () €135 mgZE&J165 mg
HYBTIL-1547188 » sZHIL- 1551 8= SEQ ID NO: 1HVE ##( HC ) 4 i/~ E & ( CDR )
1 ~ SEQ ID NO: 2fJHC CDR2 - SEQ ID NO: 3§JHC CDR3 - SEQ ID NO: 4{Ji

(LC) H#1EE (CDR) 1 SEQ ID NO: 5fJLC CDR2FISEQ ID NO: 6[JLC
CDR3 > (ii) £923 mg £ 4930 melifERs - (iil) £90.5 mgZE 42 meREREEaR (iv) &9
0.01% (wiv) BLIFLETES80 (PS80 ) - H A2 i As4H kI B A £J4.5 2495 58IpH «

152, —fESIMHEE B EDREAHIL- ISHIRRARARAAR I < )17k »
B EERERTAEY100 mg/mL - Frifi J77AEE (2) Kz diieBl2)8 (DF) &EEla
0 » 2B ATRIE 24770 mM £47210 mMABHZBL iR F14I80 mM £ 49240 mMEX
HEBLER 5 A0 (b) NS EDE AT o

153, g7 FS2ATH 2 7% - H A% DFEERIEL 249100 mM 47170
mMFERE Tz ©

154, O 7 FS3ATI 2 )7k - H AR DFEERIEL 249120 mM £ 47150
mMifERE B i -

155. W0 /T =S4RTIlL J5i - Hrp % DFSR TR AL 24136 mMEEHE L

156.  WEHE J7=0152-154 R {E—THFTIl 2 J50% » P DFEERIE 24
120 mM % £9200 mMBARZEZES -

157. g S6FTH 2 777k Hrp 2 DFE ERIE 547140 mM 24175
mMZARE B E

158. 4NN HFSTRTIL 2 57k - H A% DFEETR 61549159 mMERRZ§Z

o
159. W& ZN152-158 FE—THATIL 2 572 » HAEREBE AR B R (5
C249610PA.docx % 57 E ’ iH:- 74 E(é&%gﬁﬁg)
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AL % DF R BRI+ 2 A A BB

160.  J0E )7 F152-159FE—IHAT I~ J57% - H A% DFE k| 2 pHEE
FTEL AR RS4RI <~ S &S pH R B -

161. &N =152 2 160 (E—THRTIt 2 J70% - H AR RES AR
V)2 B4 pHAEIAS B Y55 ~ BT TR LS. 3844 88452 -

162. NN 7 F0152-161 FAE—TERTIT 2 J57% - H ez SRS
FUAEHES0 ©

163. NN = 1S2 8 162F 0 (E—THRTI 2 J70% - Haz SR EE R &
HOREAEI0.01% (wiv) o

164. —FERESAARY) - ZIRARAHRCYRE T i /7 20 152-163 1 {F—THFAT
it 7 IEBLE -

165. —fE%d » sz BB SR ICE 7 2P R —IHPT I R AR AR
REEMEELI1 mLELS mLATZ RS -

166. —TEEEITHEE - ZEE T I ES E & WRHTIE i )7 = E— TPk

ZIRESAHREY) ~ TR B &4 mLE4YS mLAYZ RAS AR «

167.  —fd/ N > 52/ )M EL S T T 7 2 A R —TH AT R AR AR
REEMEELI1 mLELS mLATZ RS -

168. —fEEBTH 6 @ 5% BB LS e B & WAL E it 7 = E—IHAT L
ZIRESEHRY) o

169. —IBEFRZRENER 2 0% » 2B R A B IHR0A
B2 R EY SRR E iy =0 E—TH P 2 JRAS4H R -

170.  qOFTCE N 7 A E— IR AT 2 R RS AH Y R B RN < &

171, 30N 7 2 69FT It~ 7 A B E i 7 21 7T0AT it 2 R - HpazsE

C249610PA.docx % 58 E ’ iH:- 74 E(é&%gﬁﬁg)
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[0077]) &HLATEPIEAFERIAASEE - - DUE A7 PR E -

¢
B
[0078) MEFIE I EEERERIEY) RGN A -
[0079]) AT —RIIBHFELIRE S &A SR ER AR LEIHTIL- 1SEERR PTG <
FBEREICRY) - BGTIcRYILE e B el - ARmEaE s TE
(HMW) PTE R LR G R EHM WY B T R Y -
[0080] AZf7
[0081] frsE—Ht5E (AERSy) & - #Eff2)E (DF) &EEIT2EES
fiRel ~ FERRERA AR )i E R ALY - T THEET L0 ER fEr A o fA
LIEH 58 2RIt - (EA#EIE/2)8 (UF/DF) %41 Rk ERIGRITTRE 1
B IRRARZE 4200 mg/mLATAG L o 28R (E L& RIS e B P (55 FHHUAH [ DF&R
T > R VA TRMAFELLE TR 165 mg/mLAY HAZERE - 2RI IR LLALEEES80
(PS80) £0.01% (w/v) BYREIRE - LIS 7 R 2 tafic 2 R DF&E &
BAD F e e B4 2 Fe &% pH - I EFAEACRY) 22 F BAAL H 3830 H AL 49284

mOsm/kg £ 44332 mOsm/kgHJELE[A ©

[Z1]
et YL DF &R ErE4H 77 DF&:E | mes%fiosd
HilpH YpH
1 20 mMES % EE 4.8 52
T% (wlv) FEHE
2 20 mMPE L EE 5.0 5.2
150 mM NAR
100 mM L-fiifzl%
3 20 mMPEisEE 49 52
250 mM L-fifzie
5559 B 0 3t 74 H(ETRRE)
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4 20 mMGE i B 5.1 5.2
150 mM L-J&#EEHCL
5 20 mMGE i B 5.2 5.2

150 mM L-#55 e i i
150 mM L-ZEfe
6 20 mMPE L EE 49 4.7
40 mM L-ZR N HEEE
7% (wiv) JEiE

7 20 mMEE L EE 3.5 4.7
7% (wiv) JEiE
8 20 mMGE i B 5.2 5.5

7% (wiv) JEiE

NAR » N-Z A%

[0082) AEE/EH)E -

[0083] HEfBlC By AR E RS T - HENL HARE2°C-8°CT
{70 ~ 4 ~ 135026HECEAE30°C M EAF] ~ 2 ~ 4~ 13502638 - HIEHMWYIE ~ 4]
IRI R A s Ryt = 0 o S8R ERTEE S RO R i (SE-UHPLC) JHIGAES
Ao W& TEATEFE (HMW) B 2 E okt - 0 B R T #FE %P
FRETHMWH'E 2 & - IRREMAE < &R n iR g - mitt V& EEAZ
HMWHE 11 53EE « HMW %S5 ~EC 8 2 R Ml

[%2] : FhifFRE =2°C-8°C

Bo BV 45k IR - 1 HMW%
(#)
1 0 1.9
4 2.4
13 2.7
26 2.9
2 2.0
4 2.3
13 2.6
26 2.9
C249610PA docx 5560 H - 2t 74 HEEHRASE)
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C249610PA docx
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3 1.9
2.3
13 2.6
26 2.8
4 1.6
1.9
13 2.3
26 2.6
5 1.3
4 1.6
13 1.9
26 2.1
6 1.7
4 2.0
13 2.3
26 2.6
7 1.5
4 1.8
13 2.1
26 2.4
8 2.4
4 3.0
13 3.5
26 39
[723] © fEFRE =30°C
LS 4R5% [EETFISRT > ¢ HMW%
()
1 0 1.9
1 2.6
2 3.2
4 3.6
13 5.0
26 6.3
2 0 2.0
B o6l H 74 HEEHRIAE)
FREIRSE A0202
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1 2.6
2 3.0
4 3.3
13 4.1
26 4.8
3 0 1.9
1 2.6
3.0
4 34
13 4.5
26 5.6
4 0 1.6
1 2.1
2.5
4 2.9
13 4.1
26 5.1
5 0 1.3
1.8
2.1
4 2.5
13 3.7
26 4.8
6 0 1.7
1 2.2
2.7
4 3.2
13 4.5
26 5.7
7 0 1.5
1 2.1
2.4
4 2.8
13 4.1
26 5.6
C249610PA docx 562 H » 74 HEEVERAS)
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8 0 24
1 3.3
2 3.8
4 4.6
13 6.2
26 7.4

[0084] Fi/Z -
[0085] {EFERGREEHESSC ~ 15°C ~ 20°C - 25°CRI30°C TSI (S AER 1Y)
2 BEAHTRRIE o BE TR E (R 1E 1000 s WIBTUTEER T - Feaifit Tl 2 45

B
[F:4]
ety kTR FiFE
(cP)
5°C 15°C 20°C 25°C 30°C
1 25.0 16.3 154 12.6 9.5
2 17.1 13.1 11.7 9.5 8.1
3 18.9 14.3 11.6 10.3 8.8
4 24 .4 15.3 13.5 10.9 8.8
5 16.8 12.8 10.7 10.0 94
6 23.4 14.7 13.8 12.2 7.8
7 20.2 16.2 13.8 10.9 9.2
8 30.1 23.6 18.6 15.9 13.9

[0086]) Reizclt

[0087] 5 v HIGECEY{E AR EER L ARAVERENE - RFECEIIE e 2/ ViR
Fll B2 HAE-30°CT » ZMERME/MIREERESTCR/RR (F/IT) {38 - Houe a4
(-30) °CTiL HEERACEIR MAFREEE - BBl E S LB aNIEY) <
AL » AESKETIEER 2 1% - K2 BECEYIRRR R B B HYAL H-f 5 0] R - 240M
ACB Y dmoR2 73R AT 2/ Ny - IR IHEE SR - 0 H ACB YR sRa 33 /D EHY
IINGRAERARL -

C249610PA docx 563 H - H 74 HEFAGRHE)
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[0088]) 472777 - AZL77

[0089]) & iEREBLEARAER BV EC B4R SR S~ M IE T SRR EM: -
B CB{E30°CHI2°C-8°C M E A IREEBHIEHMWYIE - i A AR
T 20 2 BT R ERTHMWYE (FR2H13) © FR4FFTR - BaiEh
Bk Rl BRH VBB SES RS & (5°C-25°C) BRHR(EANE -

[0090] BAFCEIYI4RSRS—1% - B2 NARMIAHR LAV ECEY)RSR2/130°C
EEF26/H 2 R R HIEE SAVEBENE < 28T » W0 B FaTem - BRI A B R
RUERR R A K ENURYIA S B - AL AR R i SR T R (R iR 7T
AR — o

[0091] B &R (RENAR) BYBCEMYI31E26 8 A < (2t RIR K
HMW % - 5540t - BB 3405 0 d B s H R R AV R L B 2 — -

[0092] Bz

[0093] fE5E 058 (BEiy) H o B B40 RATZLEE T HIAS 12 s
BUY) o PERRFERIEA T WitE B AREAIHTAR 1 (150 mg/mLAT165 mg/mL ) FIFiEpH

(4.7F05.2) < HkR THECEMWSb (HEFH0.005% (wiv) HIFAZPS80RRE ) LISk
AIFTATCEY) > PSS8OIRINA0.01%HT A A RIE - FR5PELE | A L S AERAC
YVIIDF4E &R - A S EEALEY) )2 A BRI H 2537 HAT4)280 mOsm/kg £ 4331

mOsm/kgHYHEE A -

E=)
ettt )| DF &R ErE4H 77 DF&& & PS80 m&%Abl | pH
i FipH (% wiv) R

1b 20 mMPEEEER 4.9 0.01 150 5.2

T% (wiv) JEiE
2b 20 mMPEEEER 3.6 0.01 150 4.7

T% (wlv) FEHE
3b 150 mM L-{5H s - 5.2 0.01 150 5.2

564 F 4t 74 H(ETRRA®)
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166 mM L-ZEH e
4b 128 mM L-i5 ks - 4.7 0.01 150 4.7
169 mM L-ZEiz1%
5b 128 mM L-i5 ks - 4.7 0.005 165 4.7
169 mM L-ZEiz1%
6b 20 mMPEEEER 4.0 0.01 150 4.7
250 mM i ER
7b 20 mMPEEEER 4.0 0.01 150 5.2
250 mMHfifEER
[0094] A FAIAHS) S HT M EHEALEIY) 2 FRFE N » FIFF{ES0800s

HYBTU)ERART ( DSHELEAPRS 2 FEE L AHRRARRAY BT D) ) HIEAE - A LR

Fer IR T AE40°C N AT RVER EM: (BERY)

° S NAIE B IR RS L

J4EE (150 mg/mLAT165 me/mL) FES°CRI25°C FHIFHE « R LM SR E
FAZ26 ~ TRISHD » i LRGSR A0 -

[726] : i m/E =2°C-8°C
B YRSk 0 43 1334 2634
1b 1.8 2.0 2.3 2.6
2b 1.4 1.5 1.8 2.0
3b 1.2 1.3 1.6 1.8
4b 1.0 1.2 1.3 1.5
5b 1.1 1.2 1.4 1.6
6b 1.3 1.4 1.7 1.8
7b 1.6 1.9 2.1 2.3
[727] : RS = 30°C
Ao B4Rk 0z 174 234 43 133 2634
1b 1.8 2.6 3.0 3.5 4.8 6.2
2b 1.4 1.9 2.2 2.6 3.9 5.4
3b 1.2 1.7 1.9 2.2 3.2 4.3
4b 1.0 1.4 1.6 1.9 2.9 4.1
5b 1.1 1.5 1.7 2.0 3.1 45
6b 1.3 1.8 2.0 2.4 3.3 4.4

C249610PA docx
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7b 1.6 2.3 2.6 3.0 4.1 5.1
[%38] : fEFmRE =40°C
i R T 0 0.43f4 174 234 4 1334
1b 1.8 2.7 3.1 3.8 4.7 8.0
2b 1.4 2.0 2.4 3.0 3.9 8.1
3b 1.2 1.7 2.0 2.5 3.3 6.2
4b 1.0 1.4 1.8 2.3 3.2 7.2
5b 1.1 1.5 1.9 2.5 3.3 7.2
6b 1.3 1.9 2.2 2.7 3.4 6.3
7b 1.6 2.4 2.8 34 4.2 6.8
[79]
(BrAg1] = 150 mg/mL (BrAg1] = 165 mg/mL
5°C 25°C 5°C 25°C
1b 16.3 7.82 24.9 10.8
2b 14.5 7.4 21.9 9.2
3b 14.1 6.9 20.6 9.1
4b 12.0 6.0 18.2 8.2
5b 12.8 6.5 17.6 7.9
6b 11.7 5.9 16.7 7.7
7b 13.0 6.5 18.5 8.5

[0095]) 4342374 - BEI 77

[0096] #MFR6-8HF/R - Bl S LR E AR ERVAL B IbFI2bAELE - B
B e e 2k P B B VY L 2490 2b- S DA R B, e B U L #447)6b/1:2°C-8°CEG30°C R
{EEEF267H 2 1 BB L0 N REF 1318 2 B R N EEATHMWY B % - & H B &1
Rz B Bk e B Il LA 5] 2 PR A AL pHAY BT B4 3bF14b AL A HIEA AV EC 4% 2 o
FIFF R BT o W0RIFFR - BARCEUY IbFI2bAEEE - B S R Bk R e B I BT
BU1)2b-5b LI K A& B R AL 260 To iR i —FE I R HIEATREE - Ao
Y161 IAEHT AR R N AL DR TR S (RAHIREE - 5590 » HEAYE » 15
Rl Bk R e e MERE P R AU A BE B S - 1ERIABE R BLS ] LAE Ry T DiERE

C249610PA docx 566 H - H 74 HEFIARHE)
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NN R N (S k- gEapuil et == (e IR

[0097] &Zdm

[0098]) 43> - BZEEHEFRIE - H149100 mMZE 4200 mM L-{EREELHRFILY
100 mM £ £7200 mM L-ZkR#E% - PS80 (AR £50.010% (w/v) ) —HEALRIHY
JEREATA100 my/mLAVHEE 1 (pH4.7E5.2) HRHEBENE » WHEYHEHMW
YIBTRAH EEEFRF HHEHMWY B TR B DARFRERAIREE - © ANEST
% 9T P I AV Rl FOBR R RS BB IRERAE (F525°CF < 10
cP) » RBZEHIIFZE (F40 - BorwankarS: A, Ind. Eng. Chem Res. [ T 281 T 21k
E2RE9%] 55: 11225-11234 (2016) ) FFrait 2 S DRIV R BIEE = 2VE (F1
450 mM) REFFLREE  (EJenibse a2 D SR BRI SR L By B 2l
YIEFEI170 cPRYRNE

[0099] H149150 mM %4250 mMIFHERLFIZ920 mMEEEE E—EAC LA YR
FERF100 mg/mLAYHRS 12 mi8 E ARSI S NEESHHY - RS RiiAge
FUNEE R AV ERIVIER SRS N RYProE B v 2 /K PAYRNEFEK (Hung%s
A, Pharm Res [BE¥J5/15T] 35: 133 (2018)) -

[0100] ZEFAAiTAL - BERE EERETAEA R IR B B R I IS B By B U
PRS2 AIEAANGE 28 B8 150 mg/mLAAS 1AL -

B2

[0101] BEE IR RERTTAS | 2 S IHIRS & BB B fin OB R B — EL e 2
P30 HH = PR MR -

[0102] FEEARZEH - FIE EL-IE R A L- SR i R DF R E R 20
B, & B BE S AN MR S R DR A AC BN [EDRE (100 mg/mL ~ 150 mg/mLA
200 mg/mL ) N AFEAR[EHIAS - A FAOEHI AT EFERCEY) - {EUF/DF.2

(&N IIPS80LAEFR0.01% (w/iv ) WV AR AR - ks LELEFI 1 Frill ~ Hiks VRE[E] -
C249610PA.docx % 67 E ’ iH:- 74 E(é&%gﬁﬁg)
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HiRR2{AIPD-1 IgG1TAS - HIAE3(ATRANKL IgG2HiAs - HiAR4{%1GITR IgGl

PRS- I HITARS (A&E

B FER P-4 ZAE—TER R 25 eGP - AL

HABEGRS P 2 F— TR DFS E A0 AL B D4R @3] 2 4B 77 PEAE i 22 10

1o

[#10]
457 DF&Z &R | fx&%pH
pH
AEADF&RERS] (PLAzl-5) | &J150 mM L-f5HzfL g ~ £9170 | 5.2 5.2
mM L-Z5[ %
HUEDFGRES] (Piigl) 20 mMPESFZES ~ 8% (wiv) FEENE | 4.7 5.2
HHIDFE A (DiAs2) 20 mMBSEEES ~ 8% (wiv) EEHE | 4.6 52
HUADFSZEE] (H1AE3) 20 mMESIZES ~ 8% (wiv) JERE | 4.6 5.2
HUEDF&RER] (Piig4) 25 mMPESIZES ~ 8% (wiv) FEENE | 4.4 5.2
HUEDF&RES] (PLAES) 20 mMPESFZES ~ 8% (wiv) FEENE | 4.7 5.2
[0103] &M SE-UHPLCHIEA{L0BEFEE < 1% ~ 1E30°CEF2HE Z & FI1E
A0°CREFIEZ ZavEE M W HEAR Mg SN Ao E36E - FETE 22

EMHE &R (FonRHMW % ) HYREEFR LR N 2R 1IADE 10 - 3l HREEEHE

ZEEREHFR 2 -

[F11]
il g2 i3
iy t=2w|t=1w t=2w|t=1w t=2w|t=1w
t=0 t=0 t=0

30°C | 40°C 30°C | 40°C 30°C | 40°C
200 mg/mL¥fER | 22 | 34 39 | 07 | 1.0 13 | 1.6 | 22 2.5
200 mg/mLAE | 16 | 24 29 | 04 | 07 09 | 08 | 1.1 1.4
150mg/mLEfHE | 19 | 2.8 33 | 05 | 07 09 | 14 | 19 2.3
150 mg/mUARS | 14 | 2.1 25 | 03| 05 07 | 08 | 10 1.3
100 mg/mL¥EE | 14 | 1.9 21 | 04 | 05 06 | 1.0 | 12 1.4
100 mg/mLAE | 1.2 1.5 1.8 | 03 | 04 05 | 06 | 07 0.9

5568 B - 4t 74 H(EHRRIA®E)
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[F11] (8)

P4 PiLRgs
(=0 t=2w | t=1w (=0 t=2w | t=1w
30°C | 40°C 30°C | 40°C
200 mg/mLEfHR | 1.9 2.1 2.1 nd nd nd
200 mg/mLARL | 1.8 1.9 1.9 nd nd nd
150 mg/mL¥FHE | 1.8 1.9 1.8 1.3 1.6 3.1
150 mg/mLARL | 1.7 1.9 1.9 1.0 14 3.6
100 mg/mL¥fHE | 1.7 1.6 1.4 1.1 1.3 2.1
100 mg/mLARS | 1.7 1.8 1.8 0.9 1.2 2.7
[12]
R et = OFFHIE R P
pie DF&EETH NEHERE (1000/s)
ie
(mg/mL ) 5°C 25°C
1 Eafis! 200 178.7 31.7 14.0
1 HIE 200 192.0 29.3 14.9
2 Eafis! 200 193.1 21.7 13.1
2 HIE 200 183.2 15.9 9.3
3 Eajis! 200 170.8 13.3 7.7
3 A 200 171.1 11.0 6.2
4 Eajis! 200 187.2 69.1 16.7
4 A 200 186.9 80.9 18.9
Eafis! 150 157.8 166.3 38.6
HIE 150 147.7 23.9 11.6

[0104] R IITFTR - EREHEDFEETEIMELE - R TR LS e Be AR BRER
—HEACEEE R E200 mg/mLEYPIRRRE N EAUGERVERENE » L HEEFTA 7540
G m R S B2 0NE - P IR DR ETRIMHLE - fele BB B iC Y & &
FE3TERIE N5 2% PR A STEmADRE{EATAEHMW % -

[0105] #R=AEHiAE (PTAE1-3) > F£150 mg/mLAT100 mg/mLEYHIAZIR
FET > BLEHEDFEERIMALL » B Arg-GlultJ[FEEHMW %S5 E — 2 - $i88

C249610PA docx 569 H - H 74 HEFIARRHE)
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STEERIRE T BiAS 1-3 M R - (B4£150 mg/mLAT100 mg/mL T ££30°C Ty
Rt Arg-Glu Z BHEHMW % > (B2 {£40°C TS © Arg-GlufEfiAg4 T By (]
FREHERENRE RN - HAEa200 mg/mLAHEE > #£150 mg/mLA1100
mg/mL NERZEHMW %5 550 [ i -

[0106] ZFRI2PFR > REFEGERELT - BIEHSDFERETFIMHLE - BN AR
BmADb > Arg-GUuCEW {1 fim EHERE MERERE - JilG 1551150 > B
DF&GEETHIECEYAEEL - R Arg-GuECEY) T al DU S ER ERE M5
DLAERF A -

i

£ {513

[0107] FEEPIEM 7 A& = RERTIRR LY -

[0108] EfTHIMIMIFELAR#E &S RENDIE 1 ZF 2R ERC
Py o EPN T - BETiC Y LUR ~H & @R e - MM EInEs s T8
(HMW) PTE R LR G R EHM WY B T R Y -
FEMERI3TATIL 208 (DF) &ERT2Eaa

[0109] HiAe1 (100mg/mL ) - FERLERATREE < 14675 RO B A PUfERC 2
Y1 (A-D) - BETHRET10TERE R F ik (10(F2)8R818 ) LI 58 2R Bk -
IRIZ R BRI DS USRS £ > 150 mg/mLATERE - I ARG RE2
JE {58 FHHYMH S DF 4R AR R LLE 2R 150 mg/mLey HIERE © IR LLZLES S
80 (PS80) %£0.01% (w/v) HIRELRE - FEAcEY) 2 HEpH{%5.0 -

[#13]
B4k DF &% #E] DF&4:f& | BifpH*
HilpH
A 20 mMPEisEE 4.41 5.0
8% i 1E
B 136 mM L-iEHZ 1% 4.94 5.0

159 mMZERZ IS
C249610PA.docx % 70 E ’ iH:- 74 E(é&%gﬁﬁg)

il

p
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C 20 mMJE&fE
230 mMHgH
D 20 mMJE&fE
110 mMH

4%ERE

* BRI ATpHE .~ #iE F1£4.95%5.09 -
[0110] EA R Fl F praft S ERC Y 2 B E Ve ~ RhE A A 3Ry
& - RIS SHEACEY) 2 2 AR B 3R EATL9275 mOsm/kg £47330 mOsm/kgiy
#E A o 7£150 mg/mLA1165 mg/mL T HIERAE S CRI25°C FHYELRE © #£165 mg/mL
T BRTECEAZ FRABLEY M BAE25°CT < 10 cPRVRAE BE - RiEER
PRARFR AL TR 145 -

x>
HE

B 4.44 5.0
i
B 4.41 5.0
i

AF
Pty

x>
HE

AF
Pty

[#14]
iREALy) SR Ol N: F o3 SR Ol N: F o3 25°CTHIREE | 25°CTHIRLE
(150 mg/mL) (165 mg/mL) (150 mg/mL) (165 mg/mL)

A 15.7 cP 22.3¢cP 8.3¢cP 11.4 cP

B 12.6 cP 16.6 cP 6.9 cP 94 cP

C 12.1 cP 16.2 cP 6.4 cP 8.9 cP

D 13.1 cP 17.8 cP 7.1 cP 94 cP

[0111] =145 R > BECEMYB-DIERGEESE (150 mg/mLA1165 mg/mL )
TR E HE

(0112] EA EAIE G FAraiis b LUT 7 sEHERIC Y AR E M © -
30°C MEEF I3 Z BT Z R BE £ =JCRRE (F/T) fi538 (2 BORE © -30°C - fi#
HURE 2R ) 2RI (24 SE-UHPLCHIZEHMWS /K AT ER
R EN: - AL IB3BEF L RBGEFTIER ZRHMWS 2 < 0.5%E IIFTEE
Y » BCBYIA ~ BRIDEE R S RHVERENE » N BAE 138 FE ZR A EF/ TIER Z
RIEBZEIIHMWS Z0.2%8E 10 - {F Rikehs - BLEYBRCE BT AE (&
fESEC ~ CEX ~ CEATHIAC) By RIBE MM - F& FHIACHETHY 5 o] ARk 77

C249610PA.docx % 71 E ’ iH:- 74 E(é&%gﬁﬁg)
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P RECRYIBAIC I AN 2FIRIHY - BCBYIBLEL = OFRHE B A 416(MFHL (K
/=10 pm) 3l H AR = 1338 B 64FFUL - BrBYICHEL = OFF{E B3 208(H

Bk (A= 10 pm ) A FLAEt = 1398 B 526 (FEH -

[0113] &2 - #EAFTAREYIIE ESREN - BERHYBRETE
EMARE ZFrARET BIE © BoRY)ICH B R EEE I HAt BC BRI B S, - B
Ete e~ BRI LS ] AR AL -
Hi4

[0114] HEHIE REAZRHAEENEEYH N RIEFRENEZE

i

[0115] WFEH20 ATt 2 B 100 ~ 15024200 mg/mLiAE1-5.2 —HI¥
ACEL AR B L B AAE-30°CES  C M EifF S92 - A 20 Al » BEA |
OB B AT B R - HIGADFG B A0 AR A IS DFGR B 7] 2 4H 73 PE SRR
#1050 « AEUF/DF Z &/ INPS8OLLE2R0.01% (wiv) HIREIRE » B FAIEH)
I PR ACHEA ARG Y 2 fF IR N - BiEpie &R (FonBHMW % ) HLE

SR M T RIS -

[ 15]
il | iR et t=59F - |t=594"
B s "0 | £30°CT | #ESCF
1 200 i 2.2 2.2 3.4
1 200 HIER, 1.6 1.7 2.7
1 150 HH 1.9 1.9 2.9
1 150 A, 1.4 1.4 2.4
1 100 HH 1.4 1.5 2.1
1 100 HIE 1.2 1.1 1.9
2 200 Hid 0.7 0.9 1.0
2 200 HIE 0.4 0.5 0.7
2 150 i 0.5 0.6 0.7

C249610PA docx
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2 150 HIE 0.3 0.4 0.6
2 100 Hid 0.4 0.4 0.5
2 100 HIE 0.3 0.3 0.4
3 200 Hid 1.6 1.6 2.1
3 200 HIE 0.8 1.0 1.1
3 150 Hid 1.4 1.5 1.9
3 150 HIE 0.8 0.9 1.0
3 100 Hid 1.0 1.1 1.2
3 100 HIE 0.6 0.7 0.7
4 200 Hid 1.9 2.0 2.1
4 200 HIE 1.8 1.9 1.9
4 150 Hi 1.8 1.9 1.9
4 150 HIE 1.7 1.7 2.0
4 100 Hi 1.7 1.7 1.6
4 100 HIE 1.7 1.7 1.9
5 150 Hid 1.3 1.3 1.6
5 150 HIE 1.0 1.0 1.3
5 100 Hid 1.1 1.1 1.3
5 100 HIE 0.9 0.9 1.2

[0116] ZFGREUR HEH A= L-FE R B e L- 2R Bery S HEC 2
BEL-tERE A L- B B A AR EC R = O B EUEFIGHMW (TR IR
SEC) i H & I RE (-30°CHI5°C) 59 L R AR R ERTHMW -
i FBR SAFPUREC YR RIR GEI Al 1T - S RIS GEIIPIAIAE-30°C Ay 2+
FEEAE2°CERC N HY2+ 4F »

[0117] AR5 [RBIATA S SR (ELIEEHARY) - BAIHEEEAR]) 15
FEIOTRS IO A - HARFEAEIR{H 275 SOl (Bl i HLE Re st s rh 15 |
AL H AR AR A R A1 -

[0118]) FRIEAS H SmIMERE BT CHET & - SANEHAARE R < F
T CREBIEAELA T R B AEEE B0 (A fosE " — {8/ —1fE (a/an) |
T (the) | DURFRIE YT i Re Fy i 5 BEBUALE BN & - PRIESIME

C249610PA.docx % 73 E ’ iH:- 74 E(é&%gﬁﬁg)
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W &RlesE TEE L~ TRAL - TERE N TER ) B E TR
— S (HAH (R PER A B R AV BRI MEflrsg (RIESE " &fs - EAIRRY L) -

[0119]) FRIEASISINE R » B RAIASCHRRE Z SLERYRUIIE 5 AL
RUHNHE KT8 5% S0 B P Y B BB E A S (E SRV 2L 70k > I H B (H B E
Fi R e F AASRIAE T > LA E SR Rt A SR —E¢ -

[0120] FRIEASCH SHIMERE BT SR IMERET & > A& RIASCRT A 2 A
A AR L S BRI T - BrRIESSINEDR Oral - A IR A SR AEHY
ERAFTE EPIECREIMERES (B4 5840, ) ZERE B EE i ek AT 8 -
M IEEIATE B8 2 S E MRS - AR E T L6 S M EE #E S TR
FOR R ER BER AL -

[0121] FEASCr Al | AE e B ERVE T 7= - BiEsE I #H A B
N E A SR L SRR - AERTRE AT AL » AR CRr Ry B 5 =0 B A
NACEZIARNMTE P LABS AL - sBAr s A\ FRIIZNGR I i &l 1B L Bk FH B2
SRl > i H s IH N AL APRASCE RS MY A E AT ER - (NI - A%
B2 ELFEFTIT  F SER i B R Ry T RERY e FA R TR FT A e & [
P e JEAh > BRIEASC T SBIMERE B T SN & - BRI ERE & PR
REHFTA MR 2 EAHEE -

[Froar i ]

[0122]) 4

(V& EF]

[0123] 4

C249610PA.docx % 74 E ’ iH:- 74 E(é&:ﬁ Eﬁéﬁ%%)
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<?xml version="1.0" encoding="UTF-8"7>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
"ST26SequenceListing V1_3.dtd">
<ST26SequenceListing originalFreeTextLanguageCode="en"
nonEnglishFreeTextLanguageCode="tw" dtdVersion="V1_3" fileName="0-61151-A-2756-
WO01-SEC_SeqListing-tl. xml" softwareName="WIPO Sequence" softwareVersion="2.1.2"
productionDate="2022-08-25">
<{Applicationldentification>
<IPOfficeCode>US</IPOfficeCode>
<ApplicationNumberText></ApplicationNumberText>
<FilingDate></FilingDate>
</Applicationldentification>
<{ApplicantFileReference>A-2756-WO01-SEC</ApplicantFileReference>
<EarliestPriorityApplicationldentification>
<IPOfficeCode>US</IPOfficeCode>
<ApplicationNumberText>63/232, 299</ApplicationNumberText>
<FilingDate>2021-08-12</FilingDate>
</EarliestPriorityApplicationldentification>
<ApplicantName languageCode="tw">%£ 7 % &/, 3 </ApplicantName>
<ApplicantNameLatin>Amgen Inc.</ApplicantNameLatin>
<{InventionTitle languageCode="en" >ANTIBODY FORMULATIONS</InventionTitle>
<InventionTitle languageCode="tw">}v 5% & # #</InventionTitle>
<SequenceTotalQuantity>7b</SequenceTotalQuantity>
<{SequenceData sequencelDNumber="1">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYWIG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="2">
<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence> I IYPGDSDTRYSPPFQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="3">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gb">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GNWNCFDY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="4">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="q8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RASQSVSSSYLA</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="5">
<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GLYALASERARGARGALATHR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="6">
<INSDSeq>
<INSDSeq_length>24</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 24</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 24</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GLNARGTYRGLYSERSERHISTHR</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="7">
<INSDSeq>
<INSDSeq_length>130</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 130</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 130</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVQSGAEVKKPGESLKISCKVSGYFFTTYWIGWVROMPGKGLEYMGI IYPGDSDTRYSP
SFQGQVTISADKSISTAYLQWSSLKASDTAMYYCARGGNWNCFDYWGQGTLVTVSSASTKGPSVFPLA</ INSDSeq_se
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quence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="8">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql5">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EIVLTQSPGTLSLSPGERATLSCRASQSVSSSYLAWYQQKPGQAPRLLIYGASRRATGIPDR
FSGSGSGTDFTLTISRLEPEDFAVYYCQRYGSSHTFGQGTKLEISRTVAAPSVF IFP</ INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="9">
<INSDSeq>
<INSDSeq_length>448</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 448</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 448</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVQSGAEVKKPGESLKISCKVSGYFFTTYWIGWVROMPGKGLEYMGI IYPGDSDTRYSP
SFQGQVTISADKSISTAYLQWSSLKASDTAMYYCARGGNWNCFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAA
LGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKRVEPKSCD
KTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYR
VVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY TQKSLSLSPGK</ INSDSeq_sequ
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ence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="10">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q20">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EIVLTQSPGTLSLSPGERATLSCRASQSVSSSYLAWYQQKPGQAPRLLIYGASRRATGIPDR
FSGSGSGTDFTLTISRLEPEDFAVYYCQRYGSSHTFGQGTKLEISRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
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</INSDSeq>

</SequenceData>

<SequenceData sequencelDNumber="11">

<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>

<INSDFeature_key>REGION</INSDFeature_key>

<INSDFeature_location>l. . 5</INSDFeature_ location>

<INSDFeature_quals>
<INSDQualifier id="qg21">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>l. . 5</INSDFeature_ location>

<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>

</INSDQualifier>
<INSDQualifier id="qg22">

<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYDMS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="12">
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<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q23">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q24">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LISGGGSQTYYAESVKG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="13">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q25">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q26">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PSGHYFYAMDV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="14">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q27">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q28">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RASQGISNWLA</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="15">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="q29">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q30">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AASSLQS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="16">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q3l">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
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<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@32">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQAESFPHT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="17">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@33">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q34">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYDMSWVRQAPGKGLEWVSLISGGGSQTYYAE
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYFCASPSGHYFYAMDVWGQGTTVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="18">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@35%">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q36">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSVSASVGDRVT I TCRASQG I SNWLAWYQQKPGKAPKLLIFAASSLQSGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQAESFPHTFGGGTKVEIK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="19">
<INSDSeq>
<INSDSeq_length>450</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 450</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q37">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 450</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q38">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYDMSWVRQAPGKGLEWVSLISGGGSQTYYAE
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYFCASPSGHYFYAMDVWGQGTTVTVSSASTKGPSVFPLAPSSKSTSGGT
AALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKKVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGST
YRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNHY TQKSLSLSPGK</ INSDSeq_se
quence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="20">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@39">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q40">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSVSASVGDRVT I TCRASQG I SNWLAWYQQKPGKAPKLLIFAASSLQSGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQAESFPHTFGGGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="21">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q4l">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q42">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYAMS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="22">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q43">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q44">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GITGSGGSTYYADSVKG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="23">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q45">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q46">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DPGTTVIMSWFDP</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="24">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q47">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q48">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RASQSVRGRYLA</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="25">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q49">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="gb0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GASSRAT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="26">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gbl">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@b2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>QQYGSSPRT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="27">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@b3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSGITGSGGSTYYAD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKDPGTTV IMSWFDPWGQGTLVTVSS</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="28">
<INSDSeq>
<INSDSeq_length>108</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 108</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="@bb5">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 108</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EIVLTQSPGTLSLSPGERATLSCRASQSVRGRYLAWYQQKPGQAPRLLIYGASSRATGIPDR
FSGSGSGTDFTLTISRLEPEDFAVFYCQQYGSSPRTFGQGTKVEIK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="29">
<INSDSeq>
<INSDSeq_length>448</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 448</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qgb7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 448</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@b8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSGITGSGGSTYYAD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKDPGTTV IMSWFDPWGQGTLVTVSSASTKGPSVFPLAPCSRSTSE
STAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCNVDHKPSNTKVDKTVER
KCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFR
VVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKT I SKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY TQKSLSLSPGK</ INSDSeq_sequ
ence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="30">
<INSDSeq>
<INSDSeq_length>215</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 215</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@b9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 215</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg60">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EIVLTQSPGTLSLSPGERATLSCRASQSVRGRYLAWYQQKPGQAPRLLIYGASSRATGIPDR
FSGSGSGTDFTLTISRLEPEDFAVFYCQQYGSSPRTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYP
REAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDS
eq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="31">
<INSDSeq>
<INSDSeq_length>453</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 453</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg6l1">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 453</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q62">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGVVQPGRSLRLSCVASGFTFSSYGMHWIRQAPGKGLEWVAVIWYEGSNKYYAE
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARGGRLGKDYYSGMDVWGQGTTVTVSSASTKGPSVFPLAPSSKSTS
GGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKRVE
PKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQY
NSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSD
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TAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNHY TQKSLSLSPGK</ INSDSeq
_Sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="32">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg63">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q64">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVT I TCRASQG IRNDLGWYQQKPGKAPKRLIYATSSLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCLQHNTYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
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q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="33">
<INSDSeq>
<INSDSeq_length>114</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 114</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg65">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 114</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qb6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWVNVISDLKKIEDLIQSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASTHDT
VENLIILANNSLSSNGNVTESGCKECEELEEKNIKEFLQSFVHIVQMF INTS</INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="34">
<INSDSeq>
<INSDSeq_length>114</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 114</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qb67">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 114</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q68">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWIDVRYDLEKIESLIQSIHIDTTLYTDSDFHPSCKVTAMNCFLLELQVILHEYSNMTLNET
VRNVLYLANSTLSSNKNVAESGCKECEELEEKTFTEFLQSF IRTVQMF INTS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="35">
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<INSDSeq>
<INSDSeq_length>114</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 114</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg69">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 114</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q70">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWIDVRYDLEKIESLIQF IHIDTTLYTDSDFHPSCKVTAMNCFLLELQVILHEYSNMTLNET
VRNVLYLANSTLSSNKNVIESGCKECEELEERNFTEFLQSF IHIVQMF INTS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="36">
<INSDSeq>
<INSDSeq_length>114</INSDSeq_length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 114</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q7l1">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 114</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q72">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWVNVISDLKKIEDLIQSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISHESGDTDIHDT
VENLITILANNILSSNGNITESGCKECEELEEKNIKEFLQSFVHIVQMF INTS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="37">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q73">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q74">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMITGGWAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="38">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q75">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q76">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMITGGWAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="39">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 121</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier id="q77">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q78">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence> VRLMASGGGLVQPGGSLRLSCAASEFTF SNYAMSWVRQAPGKGLEWVST ISRGGDYTYYPDS
VKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMI TGGWAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="40">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q79">

111130262 FEH5E A0202 5388 /2B (RIR) 1113312442-0



202319398

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q80">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSLITGGWAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="41">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q81">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
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<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q82">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPE
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSF I TGGWAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="42">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q83">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q84">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
TVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSI ITGGWAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="43">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q85">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q86">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
TVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSAITGGWAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="44">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q87">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q88">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
TVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMITGGYAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="45">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q89">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q90">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
TVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMITGGFAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="46">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q91">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q92">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
TVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMITGGAAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="47">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q93">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="q9%4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMITGGWALDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="48">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q95">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q96">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMITGGWAFDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="49">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q97">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q98">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMITGGWAIDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="50">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q99">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql00">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPE
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMITGGWAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="51">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql01">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql02">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
TVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMITGGWAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="52">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql03">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql04">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSF ITGGYAFDYWGQGTLVTVSS</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="53">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql0b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql06">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMITGGYAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="54">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql07">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql08">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSF I TGGYAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="55">
<INSDSeq>
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<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql09">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPE
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSF I TGGYAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="56">
<INSDSeq>
<INSDSeq_length>111</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 111</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qlll">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 111</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VVMTQSPLSLPVTLGQPASISCRSSQSIVDITGNTYLEWYQQRPGQSPRLLIYKVFNRFSGV
PDRFSGSGSGTDFTLKISRVEAEDVGVYYCFQDSFVPYTFGQGTKLEIK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="57">
<INSDSeq>
<INSDSeq_length>112</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DVVMTQSPLSLPVTLGQPASISCRSSQSIVDITGNTYLEWFQQRPGQSPRLLIYKVFNRFSG
VPDRFSGSGSGTDFTLK ISRVEAEDVGVYYCFQDSFVPYTFGQGTKLEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="58">
<INSDSeq>
<INSDSeq_length>112</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qllb">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DVVMTQSPLSLPVTLGQPASISCRSSQSIVDITGNTYLEWYQQRPGQSPRRLIYKVFNRFSG
VPDRFSGSGSGTDFTLK ISRVEAEDVGVYYCFQDSFVPYTFGQGTKLEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="59">
<INSDSeq>
<INSDSeq_length>112</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="qll7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DVVMTQSPLSLPVTLGQPASISCRSSQSIVDITGNTYLEWYQQRPGQSPRLLIYKVFNRFSG
VPDRFSGSGSGTDFTLK ISRVEAEDVGVYYCFQESFVPYTFGQGTKLEIK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="60">
<INSDSeq>
<INSDSeq_length>112</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll9">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql20">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DVVMTQSPLSLPVTLGQPASISCRSSQSIVDITGNTYLEWYQQRPGQSPRLLIYKVFNRFSG
VPDRFSGSGSGTDFTLKISRVEAEDVGVYYCFQDTFVPYTFGQGTKLEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="61">
<INSDSeq>
<INSDSeq_length>112</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql21">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql22">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DVVMTQSPLSLPVTLGQPASISCRSSQSIVDITGNTYLEWFQQRPGQSPRRLIYKVFNRFSG
VPDRFSGSGSGTDFTLK ISRVEAEDVGVYYCFQESFVPYTFGQGTKLEIK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="62">
<INSDSeq>
<INSDSeq_length>330</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 330</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql23">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 330</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql24">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGL
YSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKRVEPKSCDK THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEV
TCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQ
GNVFSCSVMHEALHNHYTQKSLSLSPGK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="63">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql2b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql26">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSK
DSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="64">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql27">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="ql28">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVKPGGSLKLSCAASEFTFSNYAMSWVRQTPEKRLEWVAT I SRGGDYTYYPD
SVKGRFTISRDNAKNTLYLQMSSLRSEDTALYYCARRVSMITGGWAMDYWGQGTSVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="65">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql29">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql30">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLLASGGGLVKPGGSLKLSCAASEFTFSNYAMSWVRQTPEKRLEWVATISRGGDYTYYPD
SVKGRFTISRDNAKNTLYLQMSSLRSEDTALYYCARRVSMITGGWAMDYWGQGTSVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="66">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql31">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql32">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLASGGGLVKPGGSLKLSCAASEFTFSNYAMSWVRQTPEKRLEWVATISRGGDYTYYPD
SVKGRFTISRDNAKNTLYLQMSSLRSEDTALYYCARRVSMITGGWAMDYWGQGTSVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="67">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql33">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql34">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMESGGGLVKPGGSLKLSCAASEFTFSNYAMSWVRQTPEKRLEWVAT I SRGGDYTYYPD
SVKGRFTISRDNAKNTLYLQMSSLRSEDTALYYCARRVSMITGGWAMDYWGQGTSVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="68">
<INSDSeq>
<INSDSeq_length>112</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql3b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="ql36">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DVLMTQTPLSLPVSLGDQASISCRSSQSIVDITGNTYLEWYLQKPGQSPKLLIYKVFNRFSG
VPDRFSGSGSGTDFTLK ISRVEAEDLGLYYCFQDSFVPYTFGGGTKLEIK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="69">
<INSDSeq>
<INSDSeq_length>112</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql37">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql38">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVVMTQSPATLSLSPGERATLSCRSSQSIVDITGNTYLEWYQQKPGQAPRLLIYKVFNRFSG
IPARFSGSGSGTDFTLT I SSLEPEDFAVYYCFQDSFVPYTFGQGTKLEIK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="70">
<INSDSeq>
<INSDSeq_length>153</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 153</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql39">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 153</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql40">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MYRMQLLSCIALSLALVTNSAPTSSSTKKTQLQLEHLLLDLQMILNG INNYKNPKLTRMLTF
KFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWI
TFCQSTISTLT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="71">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql41">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql42">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EIVLTQSPGTLSLSPGERATLSCRASQSVSSSYLAWYQQKPGQAPRLLIYGASRRATGIPDR
FSGSGSGTDFTLTISRLEPEDFAVYYCQRYGSSHTFGQGTKLEIS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="72">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql43">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql44">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVQSGAEVKKPGESLKISCKVSGYFFTTYWIGWVROMPGKGLEYMGI IYPGDSDTRYSP
SFQGQVTISADKSISTAYLQWSSLKASDTAMYYCARGGNWNCFDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="73">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql4b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql46">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AWYDRELSEWV</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="74">
<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql47">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql48">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DPAAWPLQQSLAWFDP</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="75">
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<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql49">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql50">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DTVENLI ILANN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
</ST26SequenceListing>
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ZEAI175 mg/mLETIL- 155058

85 KIA31 ) 2035 SKIH30FT I 2 IR AGAH Y i RS AH P L & 49165 mg/mL
HUIL-1547188 -

[E55KIH32]) WEEKIA1-31 R —TEFTI 2 IR ARAHRCY) » HRaziniIL- 155188
HIgGiifs -

[55°KIE33] MeA-RIA32FTI 2 RASAHR Y » R AR4HR Y B2 SEQ ID NO:
1f9EsE (HC) G#iEERE (CDR) 1~ SEQIDNO: 2fJHC CDR2 -~ SEQ ID NO:
3HYHC CDR3 ~ SEQ ID NO: 4y (LC) HfgiEE (CDR) 1~ SEQID NO:
5H9LC CDR2FISEQ ID NO: 6/JLC CDR3 -

C249610PA docx % 3 E ’ :/H:‘ 8 E‘(éééa)qEEg%%*U%E)
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[55°KIE34 ) WIEEKIA32833FTI 2 JRAGAERY) - ZIRAB4HRY)EL & SEQID
NO: 7HYHCE] & & AISEQ ID NO: 8HYLCH 4 & -

[E5°KIE35]) MEEKIE32 34 (F—THAT L RS AE R - 2 As 4R L
£:SEQ ID NO: 9fJHCHISEQ ID NO: 10f7LC -

[F55KIH36] s KIE1-35 R FE—THAT It 2 IRASAHRY) - HoAR 2 S & M
TR A A/ S Rl T 1A -

[F5KIE37]) W0sEKIE36FTIL > A AH R - H A AU E M B A LA

S ORIA38 ] AIEESKIA3TATIL Y iRAGAHRY) » HP 2 A EE MR A LLALES
Fe20 (PS20) S(EFILIALEREE80 (PS80) EILEEY) -
[F55KIH39] s KM 1-38 R E—THAT It 2 IRASAHRY) - ZIRBSAHR I B &
TR F5%90.001% (wiv) ££J0.050% (w/v) HYSFREDEMR] o
[E5°KTE40]) Q035 KIE3ORTIL Y JRABAHRLY) » s IR AB4HE ) Bl &R B4
0.005% (w/v) F£J0.025% (w/v) HYFLEEMR -
[E5°KTE41]) E5 KIF40FTI 2 KRR 4R YY) - 2 RS 4HRI B 2470.01%
(w/v) £0.001% (w/iv) FEEDEMER] «
[E5°KTE42]) e KIA41 ATl 2 R AR 4H YY) - 2 RS 4ERI B 2470.01%
(wiv) ZELLFLESFEE80 (PS80) -
FAOKIHA3 ] WNEESKIE 144 HE—TEATI 2 ORASAERRY) - HoR % SR & M
REAEWEZ ALY 2 B E -
[F55KTH44] e KIE1-43 0 (E—THATIE 2 IRASAHRY) - ZIRRS4HRVI B A
£J4.62475.48YpH -
[E5°KTH45] WEEKIE44FTI ” IRASAHRLY) » s RS AHRI B A4 T 2L

5.309pH -
C249610PA docx B4 H > I8 HEEFHHEE B E)

H

111130262 FEHESE A0202 1113312442-0



202319398

[55°KTH46] A5 °KIEASHTIL R AGAHAY) » s RAGSHE I A 44,8 24

5.2fJpH -
FAOKTHATY ANEESKIHAGHTIL 2 IR RSAA ALY - SR BB B A 449247
5.1%JpH -

[ 35°K3E48 ) WIEEKIF4ATRTIL < RRSEERY) » 3% RS AH ) B 495 .06 pH
[35°KIE49] (0ER°KIA1-48 FH{E—ITHERFTI 2 IR AGAHRY) » H a2 iRag sl
ZFEREAE25°C ~ 1000 s /NASO eP o
[F5°KTHS0] WEEKIH49FT I 2 IR ARAH Y - HA R RAS AR < R AT
25°C ~ 1000 5" T /NA30 P -
[F5°KTES1] WEBEKIESOF Il 2 IR ARAH Y - HA R RASdH ) < FE AT
25°C ~ 1000 5" T /[NjA20 cP -
FAoKIES2) ANEECKIASIATHL. . R ASEA R - H ez mARAH Y 2 ZEEAE
25°C ~ 1000 s F/NPABLEZ10 cP o
[FE°KIES3]) WEERIAL-52H{E—TEATI 2 R ES AR » H ez %S
BHY o
fAOKTHS4) A0 CRIHL-53 9 {E—THATIL L IR ASAHEY) - HrR ez R EA
FE49200 mOsm/kg £49500 mOsm/kg  FHAZTLHIZI225 mOsm/kg £ 49400 mOsm/kg
HE| NHY2IERE -
[E5°KTES5) WIEEKIASART AL RAS AR » H ez a0k Y B A 1149250
mOsm/kg 49350 mOsmk g HER T2 BIE -
[FE°KIES6]) WEERIAL-55 R {E—TaATI < R AS AR » Ho i ansE hf (R &
MrigtfiL (SEC) fEEHY » {E2°CE8°C I ififr 2 /D E&V12{[8 H 5424 H 24736
8 HZ1% > DIRS %I Ae oL i -

C249610PA docx % 5 E ’ :/H:‘ 8 E‘(éééa)qEEg%%*U%E)
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[s5RIES7] 403sRIE 1-56 % (E—TERT L eRBA ) - Hrp Ak SECHE

TR » FE2°CES°C T BEFAI30ELI40(E B 2 1 » DHASTHHTZ R IR -
RTS8 AFERIE-5ToP (- JER I RBBAE P - HLePAI#E T SECHE

TN » AE2°CHERC T EATFLI36 E4I40(E A 215 » VRS BRI AR -

[5300E59) —MERAEARY) » BmLZ R A

() %9135 mgE4165 mghHiIL- 15588 » HHIL-155 88 E4SEQ ID NO: 1
AVEE# (HC) M EEE (CDR) 1~ SEQIDNO: 2dJHC CDR2 ~ SEQ ID NO: 3
FYHC CDR3 ~ SEQID NO: 4pv#gE (LC) G AEE (CDR) 1~ SEQIDNO:5
HYLC CDR2FISEQ ID NO: 6FJLC CDR3 -

(i) €921 mgE4I26 mekERENER

(i) €921 mg 426 mekRENEED - LU

(iv) £90.01% (wiv) FLIFIEEER0 (PS80) » Hrp e a4k AT 4455
%75.5HpH -

[5309E60) —TERAARY) - BmLZ RS

() %9135 mgE4165 mghHiIL- 15588 » HHIL-155 88 E4SEQ ID NO: 1
AVEE# (HC) M EEE (CDR) 1~ SEQIDNO: 2dJHC CDR2 ~ SEQ ID NO: 3
FYHC CDR3 ~ SEQID NO: 4pv#gE (LC) G AEE (CDR) 1~ SEQIDNO:5
HYLC CDR2FISEQ ID NO: 6FJLC CDR3 -

(i) 4923 mgE4I30 meffERE:

(i) £90.5 mg 492 melEHERE » LUK,

(iv) £90.01% (wiv) FELIBLEEEES0 (PS80) » HorP R Ay L4945 5
%75.5HpH -

oRIE61 ] —FEELE 6] 24100 my/mLATHIL- 1S5RS T REAR R

HA > BTl TR AR (@) #H ZiiRei2 )8 (DF) &EEGH - 22 REREHE
C249610PA docx 6 E :H: 8 E(é&%EE;%%*U%E.)
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4770 mM £ 49210 mMIFEREELEER14T80 mM 249240 mMEARZES 5 F1 (b) AIIFE
SR o
iR oKIH62]) AIERSRIHG1FTAL L 572 » HrP ez DR ETEIE & 47100 mM £4Y
170 mMFE B -
[E55KIH63]) AIEAKIH62MTAIL Y J50% » HrpaZDF4R ERIE 249120 mM £ &Y
150 mMIE R BZ s o
[E53KIH64]) AIEAKIH63MTALY J5% » HrpaZ DF4R |1 247136 mMifghz
i
[E53KIH65] ANEFE>KIE61-63F (E—IHFTL Y J774 - H sz DR B e 24y
120 mM %4200 mMZRRZ B -
[E53KIH66] AIEHKIH6SHTALY J5% » HrpaZ DR ERIE 249140 mM £ LY
175 mMEZEREHE -
55 KIH6T] AEBSRIH66MTIL L 572 » M aZ DR TR, & 47159 mMELRE
B
[E5KIH68] ANEE>KIH61-67HE—THFTIL Y U5k » HorpbiE g A2 I (%
FAER e DF R BRI/ 2R bl o (B A R A
[E53KIH69] 455 KIH61-68 (£ —THFTHL L J5i2 - HrhaZ DR | < pHEL
2 IR AGAH R Z pHREUHEE -
[E53KIA70) 4055 KRIH61-69 (£ —THRTIl 2 )57 » Kz ik hesHR 2 pH
HEJA5 2 5.5 ~ HETHNAJ4.TE245.38494.8 2 45.2 »
[FEKIE71] W0ER°KIH61-T0F (£ —TafTal . U504 » ez SN S M AR5
LLIZLAFAE80 -
FROKIAT2Y ANEESKIAGL-T1RE—THF Il U5k » Hrp il ima R A 4H
?@EPE%'?EEEFEE”“UZEV %%90.01% (w/iv) -

C249610PA doc 557 H > I 8 HEEFHHEE B E)
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[(E5oKIET3] —TERACEHEY) - % /RASAH YIS Ha0as sk IH6 -T2 (£ —TH
Tt I 5% -
[E55KIA74) —fEBLE - 2B E S aEE KA -60 F (E—IART I < R ASEH K
Y) ~ [WFEEEZE mLELS mLAVZRASEHRY) ©
[E5°KIETS] —THEEE T Es - L E AL a3 & S s KIH 1-60 (£ —IHFT
L RASEHEY) ~ FFE BB 2491 mLE LS mLAYaZRASHEY) -
FAOKIAT6) —H/ NI - 8%/ ML 2 A0EE KA -60 (- —JART I 2 TR A AR K
Y) ~ [WFEEEZE mLELS mLAVZRASEHRY) ©
(55°KIE77]1 —TEEBNEHES - % HEN RSN a8 S W5 KIE1-60 £ —IHRT
L IRAGAH R -
[E53KIA78) — AR BIVIRIR A » sz AR Z 2 A 1A
AR EIRE AT A0EE SKIE 1-60 - (£ —IEFT I 2 R BB 4E ) -
[55°KIHT9] AIEF°KIA1-60m (E—IART AL 2 IR AG AR R T e IR <
55 KIHB0] WIEAKIAT8 AT~ J7 RBIER - KIA TRl Rk - Hor e =i

2, 57 7L N o
HIL B
C249610PA .docx % 8 E ’ :/H:‘ 8 E‘(éééa)qEEg%%*U%E)
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<?xml version="1.0" encoding="UTF-8"7>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
"ST26SequenceListing V1_3.dtd">
<ST26SequenceListing originalFreeTextLanguageCode="en"
nonEnglishFreeTextLanguageCode="zh" dtdVersion="V1_3" fileName="C249610SEQA-
title. xml" softwareName="WIPO Sequence" softwareVersion="2.2.0"
productionDate="2023-01-06">
<{Applicationldentification>
<IPOfficeCode>US</IPOfficeCode>
<ApplicationNumberText></ApplicationNumberText>
<FilingDate></FilingDate>
</Applicationldentification>
<{ApplicantFileReference>A-2756-WO01-SEC</ApplicantFileReference>
<EarliestPriorityApplicationldentification>
<IPOfficeCode>US</IPOfficeCode>
<ApplicationNumberText>63/232, 299</ApplicationNumberText>
<FilingDate>2021-08-12</FilingDate>
</EarliestPriorityApplicationldentification>
<ApplicantName languageCode="zh">%£ 7 % i/ 3 </ApplicantName>
<ApplicantNameLatin>Amgen Inc.</ApplicantNameLatin>
<InventionTitle languageCode="zh">%u 5% & # #</InventionTitle>
<SequenceTotalQuantity>7b</SequenceTotalQuantity>
<{SequenceData sequencelDNumber="1">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>

111130262 FEHESE A0202 HB18 - H72E(FIIER) 1123005618-0
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TYWIG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="2">
<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 16</INSDFeature_location>

111130262 FEHESE A0202 $828 - H72H(FIIER) 1123005618-0
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence> I IYPGDSDTRYSPPFQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="3">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gb">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>

111130262 FEHESE A0202 838 - H7T2HE(FIIER) 1123005618-0
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GNWNCFDY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="4">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q8">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RASQSVSSSYLA</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="5">
<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GLYALASERARGARGALATHR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="6">
<INSDSeq>
<INSDSeq_length>24</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 24</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 24</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>GLNARGTYRGLYSERSERHISTHR</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="7">
<INSDSeq>
<INSDSeq_length>130</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 130</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 130</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVQSGAEVKKPGESLKISCKVSGYFFTTYWIGWVROMPGKGLEYMGI IYPGDSDTRYSP
SFQGQVTISADKSISTAYLQWSSLKASDTAMYYCARGGNWNCFDYWGQGTLVTVSSASTKGPSVFPLA</ INSDSeq_se
quence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="8">
<INSDSeq>
<INSDSeq_length>119</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql5">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 119</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EIVLTQSPGTLSLSPGERATLSCRASQSVSSSYLAWYQQKPGQAPRLLIYGASRRATGIPDR
FSGSGSGTDFTLTISRLEPEDFAVYYCQRYGSSHTFGQGTKLEISRTVAAPSVF IFP</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="9">
<INSDSeq>
<INSDSeq_length>448</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 448</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 448</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVQSGAEVKKPGESLKISCKVSGYFFTTYWIGWVROMPGKGLEYMGI IYPGDSDTRYSP
SFQGQVTISADKSISTAYLQWSSLKASDTAMYYCARGGNWNCFDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAA
LGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKRVEPKSCD
KTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYR
VVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY TQKSLSLSPGK</ INSDSeq_sequ
ence>
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</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="10">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q20">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EIVLTQSPGTLSLSPGERATLSCRASQSVSSSYLAWYQQKPGQAPRLLIYGASRRATGIPDR
FSGSGSGTDFTLTISRLEPEDFAVYYCQRYGSSHTFGQGTKLEISRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
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</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="11">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q21">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q22">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYDMS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="12">
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<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q23">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q24">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LISGGGSQTYYAESVKG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="13">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q25">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q26">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>PSGHYFYAMDV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="14">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q27">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q28">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RASQGISNWLA</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="15">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>

111130262 FEH5E A0202 $£148  H72E(FRIER) 1123005618-0



202319398 11271 H6H iz

<INSDQualifier id="q29">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q30">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AASSLQS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="16">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q3l">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
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<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@32">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QQAESFPHT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="17">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@33">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>

111130262 FEH5E A0202 $£16E  H72B(RIER) 1123005618-0



202319398 11271 H6H iz

</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q34">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYDMSWVRQAPGKGLEWVSLISGGGSQTYYAE
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYFCASPSGHYFYAMDVWGQGTTVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="18">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@35%">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q36">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSVSASVGDRVT I TCRASQG I SNWLAWYQQKPGKAPKLLIFAASSLQSGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQAESFPHTFGGGTKVEIK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="19">
<INSDSeq>
<INSDSeq_length>450</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 450</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q37">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 450</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q38">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYDMSWVRQAPGKGLEWVSLISGGGSQTYYAE
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYFCASPSGHYFYAMDVWGQGTTVTVSSASTKGPSVFPLAPSSKSTSGGT
AALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKKVEPKS
CDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPCEEQYGST
YRCVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAV
EWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNHY TQKSLSLSPGK</ INSDSeq_se
quence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="20">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@39">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q40">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSVSASVGDRVT I TCRASQG I SNWLAWYQQKPGKAPKLLIFAASSLQSGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQAESFPHTFGGGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="21">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q4l">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q42">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SYAMS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="22">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q43">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q44">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GITGSGGSTYYADSVKG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="23">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q45">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q46">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DPGTTVIMSWFDP</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="24">
<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q47">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q48">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RASQSVRGRYLA</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="25">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q49">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="gb0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GASSRAT</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="26">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gbl">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@b2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>

111130262 FEH5E A0202 258  H72E(RIR) 1123005618-0



202319398 11271 H6H iz

</INSDSeq_feature-table>
<INSDSeq_sequence>QQYGSSPRT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="27">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@b3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSGITGSGGSTYYAD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKDPGTTV IMSWFDPWGQGTLVTVSS</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="28">
<INSDSeq>
<INSDSeq_length>108</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 108</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="@bb5">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 108</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EIVLTQSPGTLSLSPGERATLSCRASQSVRGRYLAWYQQKPGQAPRLLIYGASSRATGIPDR
FSGSGSGTDFTLTISRLEPEDFAVFYCQQYGSSPRTFGQGTKVEIK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="29">
<INSDSeq>
<INSDSeq_length>448</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 448</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qgb7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 448</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@b8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAPGKGLEWVSGITGSGGSTYYAD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKDPGTTV IMSWFDPWGQGTLVTVSSASTKGPSVFPLAPCSRSTSE
STAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCNVDHKPSNTKVDKTVER
KCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFR
VVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKT I SKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEW
ESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY TQKSLSLSPGK</ INSDSeq_sequ
ence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="30">
<INSDSeq>
<INSDSeq_length>215</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 215</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@b9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 215</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg60">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EIVLTQSPGTLSLSPGERATLSCRASQSVRGRYLAWYQQKPGQAPRLLIYGASSRATGIPDR
FSGSGSGTDFTLTISRLEPEDFAVFYCQQYGSSPRTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYP
REAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDS
eq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="31">
<INSDSeq>
<INSDSeq_length>453</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 453</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg6l1">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 453</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q62">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGVVQPGRSLRLSCVASGFTFSSYGMHWIRQAPGKGLEWVAVIWYEGSNKYYAE
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARGGRLGKDYYSGMDVWGQGTTVTVSSASTKGPSVFPLAPSSKSTS
GGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKRVE
PKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQY
NSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSD
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TAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNHY TQKSLSLSPGK</ INSDSeq
_Sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="32">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg63">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q64">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVT I TCRASQG IRNDLGWYQQKPGKAPKRLIYATSSLQSGVPSRF
SGSGSGTEFTLTISSLQPEDFATYYCLQHNTYPWTFGQGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
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q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="33">
<INSDSeq>
<INSDSeq_length>114</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 114</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg65">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 114</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qb6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWVNVISDLKKIEDLIQSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISLESGDASTHDT
VENLIILANNSLSSNGNVTESGCKECEELEEKNIKEFLQSFVHIVQMF INTS</INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="34">
<INSDSeq>
<INSDSeq_length>114</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 114</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qb67">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 114</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q68">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWIDVRYDLEKIESLIQSIHIDTTLYTDSDFHPSCKVTAMNCFLLELQVILHEYSNMTLNET
VRNVLYLANSTLSSNKNVAESGCKECEELEEKTFTEFLQSF IRTVQMF INTS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="35">
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<INSDSeq>
<INSDSeq_length>114</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 114</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg69">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 114</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q70">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWIDVRYDLEKIESLIQF IHIDTTLYTDSDFHPSCKVTAMNCFLLELQVILHEYSNMTLNET
VRNVLYLANSTLSSNKNVIESGCKECEELEERNFTEFLQSF IHIVQMF INTS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="36">
<INSDSeq>
<INSDSeq_length>114</INSDSeq_length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 114</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q7l1">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 114</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q72">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NWVNVISDLKKIEDLIQSMHIDATLYTESDVHPSCKVTAMKCFLLELQVISHESGDTDIHDT
VENLITILANNILSSNGNITESGCKECEELEEKNIKEFLQSFVHIVQMF INTS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="37">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q73">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q74">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMITGGWAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="38">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q75">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q76">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMITGGWAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="39">
<INSDSeq>
<INSDSeq_length>121</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 121</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier id="q77">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 121</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q78">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence> VRLMASGGGLVQPGGSLRLSCAASEFTF SNYAMSWVRQAPGKGLEWVST ISRGGDYTYYPDS
VKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMI TGGWAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="40">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q79">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q80">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSLITGGWAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="41">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q81">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
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<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q82">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPE
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSF I TGGWAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="42">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q83">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q84">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
TVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSI ITGGWAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="43">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q85">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q86">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
TVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSAITGGWAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="44">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q87">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q88">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
TVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMITGGYAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="45">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q89">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q90">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
TVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMITGGFAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="46">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q91">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q92">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
TVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMITGGAAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="47">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q93">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="q9%4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMITGGWALDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="48">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q95">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q96">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMITGGWAFDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="49">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q97">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q98">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMITGGWAIDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="50">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q99">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql00">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPE
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMITGGWAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="51">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql01">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql02">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
TVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMITGGWAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="52">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql03">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql04">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSF ITGGYAFDYWGQGTLVTVSS</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="53">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql0b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql06">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVESGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSMITGGYAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>

111130262 FEH5E A0202 518  H72B(RIER) 1123005618-0



202319398 11271 H6H iz

<{SequenceData sequencelDNumber="54">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql07">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql08">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSF I TGGYAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="55">
<INSDSeq>
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<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql09">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVQPGGSLRLSCAASEFTFSNYAMSWVRQAPGKGLEWVATISRGGDYTYYPE
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARRVSF I TGGYAMDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="56">
<INSDSeq>
<INSDSeq_length>111</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 111</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qlll">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 111</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VVMTQSPLSLPVTLGQPASISCRSSQSIVDITGNTYLEWYQQRPGQSPRLLIYKVFNRFSGV
PDRFSGSGSGTDFTLKISRVEAEDVGVYYCFQDSFVPYTFGQGTKLEIK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="57">
<INSDSeq>
<INSDSeq_length>112</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DVVMTQSPLSLPVTLGQPASISCRSSQSIVDITGNTYLEWFQQRPGQSPRLLIYKVFNRFSG
VPDRFSGSGSGTDFTLK ISRVEAEDVGVYYCFQDSFVPYTFGQGTKLEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="58">
<INSDSeq>
<INSDSeq_length>112</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qllb">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DVVMTQSPLSLPVTLGQPASISCRSSQSIVDITGNTYLEWYQQRPGQSPRRLIYKVFNRFSG
VPDRFSGSGSGTDFTLK ISRVEAEDVGVYYCFQDSFVPYTFGQGTKLEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="59">
<INSDSeq>
<INSDSeq_length>112</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="qll7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DVVMTQSPLSLPVTLGQPASISCRSSQSIVDITGNTYLEWYQQRPGQSPRLLIYKVFNRFSG
VPDRFSGSGSGTDFTLK ISRVEAEDVGVYYCFQESFVPYTFGQGTKLEIK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="60">
<INSDSeq>
<INSDSeq_length>112</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll9">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql20">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DVVMTQSPLSLPVTLGQPASISCRSSQSIVDITGNTYLEWYQQRPGQSPRLLIYKVFNRFSG
VPDRFSGSGSGTDFTLKISRVEAEDVGVYYCFQDTFVPYTFGQGTKLEIK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="61">
<INSDSeq>
<INSDSeq_length>112</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql21">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql22">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DVVMTQSPLSLPVTLGQPASISCRSSQSIVDITGNTYLEWFQQRPGQSPRRLIYKVFNRFSG
VPDRFSGSGSGTDFTLK ISRVEAEDVGVYYCFQESFVPYTFGQGTKLEIK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="62">
<INSDSeq>
<INSDSeq_length>330</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 330</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql23">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 330</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql24">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGL
YSLSSVVTVPSSSLGTQTY ICNVNHKPSNTKVDKRVEPKSCDK THTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEV
TCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKT I SKA
KGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQQ
GNVFSCSVMHEALHNHYTQKSLSLSPGK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="63">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql2b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql26">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSK
DSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="64">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql27">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="ql28">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMASGGGLVKPGGSLKLSCAASEFTFSNYAMSWVRQTPEKRLEWVAT I SRGGDYTYYPD
SVKGRFTISRDNAKNTLYLQMSSLRSEDTALYYCARRVSMITGGWAMDYWGQGTSVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="65">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql29">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql30">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLLASGGGLVKPGGSLKLSCAASEFTFSNYAMSWVRQTPEKRLEWVATISRGGDYTYYPD
SVKGRFTISRDNAKNTLYLQMSSLRSEDTALYYCARRVSMITGGWAMDYWGQGTSVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="66">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql31">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql32">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLLASGGGLVKPGGSLKLSCAASEFTFSNYAMSWVRQTPEKRLEWVATISRGGDYTYYPD
SVKGRFTISRDNAKNTLYLQMSSLRSEDTALYYCARRVSMITGGWAMDYWGQGTSVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="67">
<INSDSeq>
<INSDSeq_length>122</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql33">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 122</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql34">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVRLMESGGGLVKPGGSLKLSCAASEFTFSNYAMSWVRQTPEKRLEWVAT I SRGGDYTYYPD
SVKGRFTISRDNAKNTLYLQMSSLRSEDTALYYCARRVSMITGGWAMDYWGQGTSVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="68">
<INSDSeq>
<INSDSeq_length>112</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql3b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="ql36">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DVLMTQTPLSLPVSLGDQASISCRSSQSIVDITGNTYLEWYLQKPGQSPKLLIYKVFNRFSG
VPDRFSGSGSGTDFTLK ISRVEAEDLGLYYCFQDSFVPYTFGGGTKLEIK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="69">
<INSDSeq>
<INSDSeq_length>112</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql37">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 112</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql38">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVVMTQSPATLSLSPGERATLSCRSSQSIVDITGNTYLEWYQQKPGQAPRLLIYKVFNRFSG
IPARFSGSGSGTDFTLT I SSLEPEDFAVYYCFQDSFVPYTFGQGTKLEIK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="70">
<INSDSeq>
<INSDSeq_length>153</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 153</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql39">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 153</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql40">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MYRMQLLSCIALSLALVTNSAPTSSSTKKTQLQLEHLLLDLQMILNG INNYKNPKLTRMLTF
KFYMPKKATELKHLQCLEEELKPLEEVLNLAQSKNFHLRPRDLISNINVIVLELKGSETTFMCEYADETATIVEFLNRWI
TFCQSTISTLT</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="71">
<INSDSeq>
<INSDSeq_length>107</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql41">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 107</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql42">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EIVLTQSPGTLSLSPGERATLSCRASQSVSSSYLAWYQQKPGQAPRLLIYGASRRATGIPDR
FSGSGSGTDFTLTISRLEPEDFAVYYCQRYGSSHTFGQGTKLEIS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="72">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql43">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql44">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVQSGAEVKKPGESLKISCKVSGYFFTTYWIGWVROMPGKGLEYMGI IYPGDSDTRYSP
SFQGQVTISADKSISTAYLQWSSLKASDTAMYYCARGGNWNCFDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="73">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql4b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql46">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>AWYDRELSEWV</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="74">
<INSDSeq>
<INSDSeq_length>16</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql47">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 16</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql48">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DPAAWPLQQSLAWFDP</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="75">
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<INSDSeq>
<INSDSeq_length>12</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql49">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>Synthetic</INSDQualifier_ value>
<{NonEnglishQualifier value>4&- s &9</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 12</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql50">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<{NonEnglishQualifier value>&- sz &9453E 8 </NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DTVENLI ILANN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
</ST26SequenceListing>
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