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1T - pH > P AfER ER T HFE B R - S8 LmERavERMiyE DR -

=it

[0091]

LU Z EHEPIE R B R s dlai e - (B A AN Z U T Z E a6
HERIRE © 3 LN ZERHI - " & RE , (RIEEA YRS Ron 2
BB PP Lo R L R A YRR %R L R B B P 5l Z PR BL L Z AR H B AR
RIS Z s R E IR K G i B Py o2 R E -

[0092]

(EEE A 22k B By A TIRE 2t R R B ZIE /K& (CD).ZHUS)

FR30mL SVE B A5 10mL 2 LB ARSI B A - MIAIN121°C ~ 20088 Z (R {(FZ
=R ERZREEEARE - WILREEEERNIIZ R Pa R E R R
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100pg/mL{% - fHE—$H 2 FHCRN ~ B (1350 H < ARRMT-10822 » it
37°C ~ 300rpmE{TEI20/ NIFIE & « 2 1% » o HUER <& R ImLEH E H 0VE
& - P FH B Lo 77 (1 5000rpmx S 77 #8)fRF % 1 G 77 B

A% » (ERI R ESDSZEHUA 7T i ERS ~ RS B E #SpPT-DBI - R #UfE
BREN KRB EHBI01 2 IHEAIRGRES AT DY - EEEPRC) - EiP
B2(Cl) > FEAKE FAERRERRE B KEEEKETECL) -

[0093]

(ELi 88 B AR K & H(C2) 2 HUS)

HREFE /B 352010/0556665% & EEEL G250 EHY 0% - EhafE R T B HE A F
%L~ "LA PCR in vitro mutagenesis Kit ; (DL N % BB REAEH - ) LB HE
—MBREA - BEME - kT EAEAREFRE B KR ER
pPT-DBI{E BstEitl » BUSRIAAK B B A RIS EVEGE R IR E 7K &8 2 o EETT
Z NARIAEEE 921 <~ W B g T B AspHU Uk Glu 2 88 BAURE /K &l BTG - Hhi
TR g E AL B R AR K &HE(C2) - DU UIRRAIERSRS < FPhl < & H E
AZ BRI 25| EZERAS [T

[0094]

(At B ERE KSR Z B

By T AUB R o REITLH 2 FHI4RTR 12 NA G EE 2307~ B A TL 78 A AlaBY
pkGly B EARK &l 2 B aE - i VT EES A% 2 "LA PCR in
vitro mutagenesis Kit | (A NH BB AELH) 2 SRE A o 2k 5 A RIEE
BRI < 7K G lE%IR E #SpPT-DBI{E Sffifl - #{TPCREJE -

PCR[ZJENo.1 » HAEEHRSFTRFIIRTE < B2 A5 [T RMI135[FM4(Fp
Y4552 33 5L 8P 51)5S0pmol Z 4= Bl 8 S0uL 2 Z (BH A B8 S A B4 se sl 2 1%

F37TH » $ 49 HETRRIAE)
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) - EREEIT25 [ & EEM(98°C)ISTD ~ REE(55°C)30F) ~ FE-RSZE(72°C)120
P Z AR DAMELT

PCRZJENo0.2» 5 & AMUTAS [ T-(FFF w5 34aC sk 75 1) M35 [ TRV (7
Bl 4mFR35 5Lk Y1) £ 50pmol 2 2 B SOuL 2 Z(RE RS R B A ELHECHE L IR
) - #E{THIPCREENo. 1 [FI AR ELUETT -

[0095]

A {ER T PCREJENo.1 K No.2 2 f7 &S IR & SpL. 2 B8 HE i 7k (B AR 1E
JRRE 1O E %) TDNANE IR EY.Z 97 - SR ATHERDIEIRDNAEY) 2 F4E -

{5 FiMicrocon100(E /B /2 B 2 1 H 2 PCREJEGE R IR AR IBERYS [T
K dANTP{& » IIATE » EEZEHRIS0UL /AR » BFEZ AR TESRO.SuL.Z £
HEA7 SpL 2 Fh &AM GH KRS RE ABEHL S LR - BEITEE R E
(98°C) 107788 = 1% - Bilkj6077§8 Ll —ERE LA H R RA37°C > ZREH37°CoR
RSB DUETR SR -

REhEra ik 2R ATaKaRa LA Taq 0.5uL > jR72°CHE(T3 73 S8 AR
B SEp R R -

PREFIIARTZEMI3S[F-M4 K FHiZM135 [ 5-RV&50pmol - (= E B F
50uL o 2% > DIEREEIE(98°C)ISHD ~ RhEE(55°C)30%) ~ FERFZJE(72°C)120FD 2 R
PFEEEIT25AE > DUEITPCREZJENO.3 -

[0096]

HIFEER T PCRIZENO.3 2 S JESE SRR Sl SRR FE B 7k ({ FSIGMA A 7]
BUVIURISBEEERETE © SRR 0.85 8 %) K TDNAMENE EY) < oAfr - &
AR H &2kb Z I IEDNAEY) 2 741

A& > (CERE TR E U] HAU2KbHIDNARR 7 - (EaZ 38R & (490.12) 54l
IIPETRRFAE IMLZ TEVER » Z1& > FASS°CRRim 1/ INEy - (EHERRIES S = RiAE -
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R AR RO T AR T A AU LB - RDNAET R F%Y - 8B E
10pL .~ TE o

RAE B 492kb  SETRDNAER - LAMRHIESEcoRL I Hind ITEJE - & ¥ LR
NG R RO TR A ZE AU LI - KDNAERT R 58 » RS RR(E10uL
HJTE ©

[F£% » FIFEcoRTK Hind TGRS 7K &l E AepPT-DB 1 V)T » ME{THEAE
AEIZ K (SIGMA L E BVIENRIABHEREE(EH © SBAEHEIRE0.7%) - (LB
BHZEV]H42.7Kb 2 DNAERTR -

iU HHEVERRERE F (B0 1)t » (EHRFAE ML TEER - Z1& ° 10
55°CHRrim1/INEF - (EIEREIESE = RIAR -

IR AR RO T AR S AU LR 08  KDNAERT R H5%8Y - S 8RRRAE
10pL .~ TE o

RHI T BT 2 492kb 2 492.7Kb 2 DNAER 7 - (EFIDNARE & EH (B RIS
N E|BDESE - 1% 0 KERBSEHBI01 ZF AR GRS AT EDETE - S ET
AR(1) o X ¢ FACE RS AlipE SDSZEHUE R E RS - LADNAE P& ER K
GEERE S 2 Y o B REpPT-DB 1T B A o T~ NAR LR 5523117
L WEFERE TR Alapl Ry Gly 2 252 - BIPAG (1) g E A B ARSI El L B8R 2 HAl
7K EE)

[0097]

(AFan B EARR K EER(2)~(17) 2 i)

By 7 AUSRIR B A FRSFUR L R R AR .« B RAIRE K STy &
D)~(17) > FEFFF RSS2 5 T R E PR IdRsE6~21.25 5 PRIELIIMTET
A (DEISET - EBRERE - BEEPEQ)~17) - EEiEQ)~0NgEEBEFES
sk B L K EER2)~(17) -
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[0098]

(Afern 2 2 EARRK&TE(18)~(28) 2 HifF)

B T RGBSR B A ROF R LI AR E NN . B 2 AR Kol 2 EiP R
(18) - RHE Fof&tle < pPT-DB IEHA By IR AR OB S E RS > B EMS [ T{ERFY
18 L BEAT[T > FRILLUYMIEI R ERET - BEER > IWEFEP
A2(18) - WiPAR(18) - GEA R A ROLE LB R ZFE/KSHEAS) -

[Ff > (e RR O ER LEBR KPFIERIT 1S 2 B RS [ TEEE K alE
(19) > fEEERA)ER ZERKFIIETTI 22 EH5 I TEERKEHE
(20) ~ FEFEER(0)ER ZER KPR 18 22 B TEER KElE
1) ~ LR ROV ER B MY RSt S 25 [ TR SR K aEE(22) -
e R (6 EE B MY IR B RS [TIEREKEIE23) ~ el
BIR(DER B Y dRSRT < 282G T ER/KEE24) - (erhiEPae
(OEF 2B YIRS 192 B RS [ THEER/KGEEQ2S) ~ ([EhEPR307)E
LB Y RS 22 2 B RS [T EAR /K ElE26) - e MR O ERLE
e S P YIdRSR23 2 B R S [T ER/KEiEQ) e MR (DR 2 ER K F
FlldRsi24 L BERS T HRGHIEKETE28) -

[0099]

(Afern 2 B EARK &g BRQ9)~CN.ZHiF)

By T AR B A MR TR AR E AN B 2R Kol 2P
#2(29) - HHE Bt < pPT-DB UEHA B i AG(18)EIS'EHG - SRS T
FPAIdmeR 1L B R A5 T PRICEYMIEIE A (DESE TR ERS - 1E5HE
oRR(29) - BIPRRQ)GEERARTGLEZBR ZBKGHEQ29) -
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(e AR QOVEST ZBRS M FYdRIT16 2 2 RS [TIERE/KSlE32) ~ feh
EIPARQOER L Eie MY 4Ryt 18 2 BB A5 TS /KElE33) ~ (Ll
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AEPTERS 2 EAG KPP | Re28 < B R A5 [T SRR /KElE(3T) -
[0100]

(Afern 2 2 EARRK&E 2 BT (38)~(46))

By 7 RS B A MRS R LI AR R AN 2 B 2 RIF Kol 2 P
A2 (38) - HE Bt < pPT-DB UEHA B I AG COVET'ERG - BEMSITEH
FPAIdmeR 1L B R A5 T PRICEYMIEIE A (DESE TR ERS - 1E5HE
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[Ff - TEMESIPRR QIR LB K FFFIdRTT1T L B E M5 TSR/ K ol
39 ~ EMEERCHER ZERKFIIEmITI 22 EMHS I TEER KEHE
(40) ~ FEFMEERCSHER ZERKFIIEmIT19 L2 EHSITIEER KEE
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22 BEMSITIEEHE/KEEEA42) ~ (EMEPRA0ER ZER YIRS 18
BEFS[TEERKGEEA3) - ([EMEPRA0ES ZER K PRI L 25
A5 [ TEEEK G4 ~ (LSRRGS ER L Eie M MFPY w272 B R
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45)- e P AR()ER L Eie K YRR | 28R 5 [ TG B ARRTE
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LB MFPAIGRS29 L B RS TG LB RATERGE ZEie KT 4R
302 BEM S [ TR ZEIVRITERS C BRI LB RS TEE
iR7K &g (46) -

[0101]

FS~F104 > PAIEE TR ) SREEEIER S EPR g - THE TS8R
5T eEE REREMSITERZS TPy - THE T B R AR
VA SLEUHHE T BRE ) SE BRI BN R EARBEAGIKE A
RIS REE RN E LIS/ K EB(CH LA RIRA) ~ THH T B 5R1% AR A |
RLEVNTEE TR ) LBl BRI BN S RR CARRRA
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[EHER1-1~1-17 ~ 2-1~2-11 ~ 3-1~3-9 ~ 4-1~4-9 ~ B2~B7 ~ C1~C5 ~ [LEZ {1 -

2-1~ 22~ 3~4 ~ R&Ef]1~3]
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<HIFFEE P B A PR E >

(ERELESER B K BRI TS TRE T T 2Rk
(EEYZ AR IE -

FralE BE & 40pg/mLbi B s (0D - /K& ¥) K 10pg/mL.2 & fbsh - K
EY)ZSmLZLBIRAGEEH » A 121°C ~ 207 S B2 E - IRIEEERI
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/R(PHB.0) © PYILFR PR IINIGRE200L - f7R5~FRI0FT R B & TR
[ €60 77§ -
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[0105])

BRI TR T S Rk B K AT E Y B LA B (X)
B TR T 5P A 12 B R S R B 2 K S (C ) J 15 e
| B S B(Y) ) TR » K& Pl S RAS K S leHE (LS (L5
R (L T BB AN+ 7 3 T T 2 T 04
RECX/Y) - B0 © FEEE b (R IR SR - S T K
EHIT > SR > (E B 51,000 «

BB f R TR K SIS E 2 B b e 8 | -
B TN TR T R K ST )RS BRI - BN (b e 8 ) TO
b o

SEP2p »  T NI T K S8 (C DS B b &
8 81T TR K AEC DS Fi > Bl (b2 &
F LU -

SEPB3D > TN RIEAE T K S8 (C) 18 B (L &
8 - B TR EEE TR R K SIS C)EE - | Y B (L &Y B
F LU -

[0106])

GEFTINE T o Lo RS+ (EFEHERT T SR8 Kale BlET370)
o ARCTER Y RS B -
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[0114]

WFSHIR > $HHEFAERREKSRE(CL) > SRS AL MET 72
P~ BUERIRIIFEE T T RIEZSH P27 DIHEE » SHERRARIRIFEE
Ry - BEERUEERR(E » ATRIE RS E RS e 2] o > PRI 2 B R AL
IKEH(C2) - WAIFTAUCDEE » FERACREE AL N#ET 1 e 2 Eefge -1
BUERNIEE NEE(T T RIEZ S5 PI3T LIALE - B RIRIIRERS > BER
JEMERE(R - ATRIATHY RS RS A -

AR 2 B EAINR Kl > o3RS £ RIE /K &l (C) ~ BRIl 2 2
SAINF/KERE(COSITE » IRIREE AT 1 AR 2B 20E M - BIRRIIFEE T
AT TRy L B RS2 R - EEARIE - EHEPI-172 T i ERTE
LI SENIG] NG ) ZEPSHEh 2 T RFERTE L SR HIHIRE
ZAE.2 #E(2.013-1.125=0.888) » ELEEELEBI .2 T A E Pl ROEHIH] -
idEE , 2ER2EE20 2 i E TR s SO ST ) 2B 2 #2E
(1.994-1.000=0.994)/x « 3> Ehifp1-10 2 " HFEE R S eI < HIHIREE |
ZERSEN T2 T R TR SRR I ) 2 (.2 #8E(2.013-1.125
=0.888) » ELiEEEHI2- 19 2 T AR B ARl < ROESIR] SRR ) Z (EE2 4
3z T HREE PR SRR SR | 2 (2 728 (2.263-0.960=1.303)/]\
JRRI > AferRZ BRING /KGN - RIELMETA T - MRERECZEHRE
FIRE7K &l < Bhz (b e A R e Z IR AT N

[0115]

WERS~10FTR » AIRIAHO 2K B B A RS EMVEGE R IR Z IR K el T 1
JB 1Y AT ()~(Q FE Rl 2 BEAH 2 e F B S B AU 2 & B B 2 B AR K &
it AR PR B 2 2 B By AR BIVE BMEGE R IR B < FE 7K il R P B2- 1.2 2408
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7Kl > BB AL TR N R E B2 (E RS K Sl < B iz
{bEYIA R g 2 I -
[0116])

RPN - AJHIA K H B AR RIS VEGE R IRE L K el T 7B
ATl (a)~(Q R BEAH < B BRI AL S E 1.2 52 B AR /K Gl - R
32 1000ppm(FI4N + A2 10ppm) ZFEE 7L T 7R NATHY B AT 2 i (5
/K &l < Bl (b eV RS e 2 A0 -

[0117]

MZRI0FTR > ATRIES 2 B B AR RIS SVEGE R IR < /K el (T 1B
() ~ DU () ~ (D) R (m)fERR 2 BEGH & B BRI iR A EU A 2 S B 1] < S A
i /KEHE - BIEAEEE 2R (20°C) 3 LR E30°C Z S BEMRMAE T » B RIEME AR
& DLRAFRCRA R L&) - R - AR B B A RIS SR RRE Z
/K GESETE 7 BHYRTALG) ~ PLR () ~ (D R (m)fifpk < BEsH & R FRE IR AL
S Eh 2 2 EAREK AN - EEESR -

[0118]

H AR5 FR2022-10606095% 2 S H 2 BB A AR IBEF /2SR - AhHER
sl AR ~ BAIHEESR « REUITARRS > FIS 08K - EFRHERE ~ KB
& LB L s B R AR I E P R I E B2 -
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<?xml version="1.0" encoding="UTF-8"7>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
"ST26SequenceListing V1_3.dtd">
<ST26SequenceListing dtdVersion="V1_3" fileName="P16608_& %] £MT-F03462-00( %
B L AR W H AT E) xml" softwareName="WIPO Sequence" softwareVersion="2. 3. 0"
productionDate="2023-06-30">
<ApplicantFileReference>2023P00230</ApplicantFileReference>
<EarliestPriorityApplicationldentification>
<IPOfficeCode>JP</IPOfficeCode>
<ApplicationNumberText>2022-106069</ApplicationNumberText>
<FilingDate>2022-06-30</FilingDate>
</EarliestPriorityApplicationldentification>
<ApplicantName languageCode="zh">= F4t£:i& A &> &) </ApplicantName>
<ApplicantNameLatin>MITSUI CHEMICALS, INC.</ApplicantNameLatin>
<InventionTitle languageCode="zh">%t £ A Bt KA 85 ~ 4ha5 %4 LB KA BE 2 A% B
SR ORI BBRBWE - RGEURRGBI Rk - RBRILOMZHE Tk
</InventionTitle>
<SequenceTotalQuantity>36</SequenceTotalQuantity>
<{SequenceData sequencelDNumber="1">
<INSDSeq>
<INSDSeq_length>205</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 205</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Pseudonocardia thermophila</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>MTENILRKSDEEIQKE I TARVKALESMLIEQGILTTSMIDRMAE I YENEVGPHLGAKVVVKA
WTDPEFKKRLLADGTEACKELG IGGLQGEDMMWVENTDEVHHVVVCTLCSCYPWPVLGLPPNWFKEPQYRSRVVREPRQL
LKEEFGFEVPPSKE IKVWDSSSEMREVVLPQRPAGTDGWSEEELATLVTRESMIGVEPAKAVA</INSDSeq_sequenc
e>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="2">
<INSDSeq>
<INSDSeq_length>233</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 233</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Pseudonocardia thermophila</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MNGVYDVGGTDGLGP INRPADEPVFRAEWEKVAF AMFPATFRAGFMGLDEFRFG IEQMNPAE
YLESPYYWHWIRTY THHGVRTGK IDLEELERRTQYYRENPDAPLPEHEQKPEL IEFVNQAVYGGLPASREVDRPPKFKEG
DVVRFSTASPKGHARRARYVRGKTGTVVKHHGAY IYPDTAGNGLGECPEHLYTVRFTAQELWGPEGDPNSSVYYDCWEPY
IELVDTKAAAA</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="3">
<INSDSeq>
<INSDSeq_length>618</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 618</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q3">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Pseudonocardia thermophila</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgaccgagaacatcctgegcaagtcggacgaggagatccagaaggagatcacggegegggt
caaggccctggagtegatgetcatecgaacagggecatectecaccacgtegatgategaccggatggecgagatectacgaga
acgaggtcggeccgeaccteggegegaaggtegtegtgaaggectggaccgaceceggagttcaagaagegtetgetegece
gacggcaccgaggectgcaaggagetcggeateggeggectgecagggegaggacatgatgtgggtggagaacaccgacga
ggtccaccacgtcgtegtgtgecacgetetgetectgetaceegtggeeggtgctggggetgecgecgaactggttcaagg
agccgecagtaccgeteecgegtggtgegtgageecccggeagetgetcaaggaggagtteggettegaggteecegeegage
aaggagatcaaggtctgggactccagectecgagatgegettegtegtecteccgeagegeccegegggecaccgacgggtyg
gagcgaggaggagctcgecaccectegtcaceecgegagtegatgateggegtegaaccggegaaggeggtegegtga</IN
SDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="4">
<INSDSeq>
<INSDSeq_length>702</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 702</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>

112123992 FEHESE A0202 $838 - #32HE(FIIE) 1123272661-0



202409063

</INSDQualifier>
<INSDQualifier id="qg4">
<INSDQualifier_ name>organism</INSDQualifier_ name>

<INSDQualifier_value>Pseudonocardia thermophila</INSDQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>atgaacggcgtgtacgacgtcggecggcaccgatgggctgggeccgatcaaccggecegegga

cgaaccggtcttecgegecgagtgggagaaggtegegttcegegatgttcecggegacgtteecgggecggetteatgggece

tggacgagttccggttecggeatecgagecagatgaaceeggecgagtacctegagtegecgtactactggecactggateege

acctacatccaccacggegtccgeaccggecaagatcgatetecgaggagetggagegeegeacgeagtactaccgggagaa

ccecegacgecccgetgeccgageacgageagaagecggagttgategagttegtcaaccaggeegtetacggegggetge

ccgeaagecgggaggtegaccgaccgeccaagttcaaggagggegacgtggtgeggttetecacecgegageeccgaaggge

cacgccceggegegegeggtacgtgegeggeaagaccgggacggtggtcaagecaccacggegegtacatectaceeggacac

cgceggeaacggectgggegagtgecccgageacctetacaccgtecgettecacggeccaggagetgtgggggecggaag

gggacccgaactccagegtetactacgactgetgggageectacategagetegtegacacgaaggeggecgeggeatga

</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="5">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gb">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>acggtgcgggtcaagggcctggagtecgatgete</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="6">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="q8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gacgaggtccaccacatggtcgtgtgcacgete</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="7">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>cgtgagcecccggecagtgectcaaggaggagttce</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="8">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qll">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>cggcagctgctcaaggacgagttceggcttecgag</INSDSeq sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="9">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ttcggcttcgaggtcgggccgagecaaggagate</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="10">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql5">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ggcttcgaggtccecgegeagecaaggagatcaag</ INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="11">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier id="ql7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>cccgegggcaccgacgtgtggagegaggaggag</ INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="12">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="ql9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q20">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ggcaagatcgatctcectegagetggagegecge</ INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="13">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q21">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q22">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gagttcgtcaaccagatagtctacggecgggctg</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="14">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q23">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q24">

112123992 FEH5E A0202 F£128  HI2B(FEIER) 1123272661-0



202409063

<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gtggtgcggttctcccaagegageccgaaggge</ INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="15">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q25">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q26">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>tccaccgegageccgegtggecacgeccggege</ INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="16">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q27">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q28">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>aacggcctgggcgagtecccegagecacctetac</ INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="17">
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<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q29">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q30">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gagctgtgggtgccggggggggacccgaactac</ INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="18">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q3l">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@32">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gacactaaggaggtctgggcatgaccgagaaca</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="19">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@33">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q34">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>actaaggaggtcgcgagatgaccgagaacatca</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="20">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@35%">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q36">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gaggaggagctcgccaaactecgtcactecgegag</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="21">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q37">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q38">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ttcatgggcgtggacgggttccggtteggecate</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="22">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@39">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q40">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>cactggatccgcacctgcatccacaacggegte</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="23">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q4l">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q42">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>gtgcgtgagcececggegactgetcaaggaggag</ INSDSeq sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="24">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q43">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q44">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ttcatgggcgtggacgggttccggtteggecate</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="25">
<INSDSeq>
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<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q45">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q46">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gacgaggtccaccacatggtcgtgtgcacgete</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="26">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q47">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q48">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ggttggagcgaggaggcactcgeccaccetegte</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="27">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q49">
<INSDQualifier_name>note</INSDQualifier_name>
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<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gagggcgacgtggtgcagttctccaccgegage</ INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="28">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gbl">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@b2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>cacgcccggegegegcaatacgtgecgeggecaag</ INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="29">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@b3">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>aagcaccacggcgegtgcatctacceggacace</ INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="30">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="@bb5">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>cacaacggcgtccgecacggcaagatcgatcte</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="31">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qgb7">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@b8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>cccgecaagecgggagegegaccgaccgeccaag</ INSDSeq sequence>
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</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="32">
<INSDSeq>
<INSDSeq_length>33</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q@b9">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 33</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg60">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>accggcaagatcgatcgggaggagectggagege</ INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="33">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
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<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg6l1">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q62">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gttttcccagtcacgac</INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="34">
<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
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<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg63">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q64">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ggccagtgcctagettacat</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="35">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg65">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Primer</INSDQualifier value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qb6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>caggaaacagctatgac</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="36">
<INSDSeq>
<INSDSeq_length>144</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 144</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qb67">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Pseudonocardia thermophila</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 144</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q68">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>

</INSDSeq_feature-table>
<INSDSeq_sequence>MSAEAKVRLKHCPTAEDRAAADALLAQLPGGDRALDRGFDEPWQLRAFALAVAACRAGRFEW

KQLQQALISSIGEWERTHDLDDPSWSYYEHFVAALESVLGEEG I VEPEALDERTAEVLANPPNKDHHGPHLEPVAVHPAV
RS</INSDSeq_sequence>

</INSDSeq>

</SequenceData>
</ST26SequenceListing>
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