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L. MRS 5 4 SRDNASE [X 38, 11 77 %, oA .

(a) A= 8,85 22 NDNASE PR Fr B A 3k PR ZHDNA S 2, He v BT SR DNA S 2 B B B — AN
B K AT AR T 2 R ZDNA F BERI A4 15 A R

(b) 8 Fir ik 35 (K 4 DNASC 76 55 S5 1k 45 & DNASE [X 35k 1) 22 N SR ER e fh , AT 76 P
A SRR 5 AL 7 B IR DNAFE [X 35k ¥ BT DNA ST 2 | Bt 2 AT U 540 5

Hp TR Tk A A T A, o il T A R A Bk B MR R
i A 2 DX L IR b 2 (X, R B e [ 22 /i, S LS A i R A gt o DA
KRR s HoA TR e 7 R AL S 1 X R AR 25 X A 58 X [IDNA 2 A% IR 5

Hor iR 4 X AL & BE 65 78 4PCRY 48 (1 51 iR AL s 2 A% H R T 51 5

/E'\:':F'Fﬁl_*$nn*]‘/§|:"PiﬁEﬁﬁL{mJlﬁ*inn F H

Forp il e X AL Re 8 B2 2 IR JE R AHDNA B B 2 A% H IR T 51 5

U\ﬁﬁ%)\ﬁﬁiﬂlmﬁ—nniﬁzﬁDNAiEDjzo

2. QBRI SR LRk (9 77 4, e A Bk DNABE X 858 (0 456 BRA% IR R 7 K B2 /N T 40N %
TR AFE N KB /N TA0 % BR IR DNA X 35k ¥ 55 2 F / 5548 DL AL

3. UBUCRIEE R 1 - 2/ AT — AT I (1) 7515 5 e A B R o A2 4 S A

4 ANBUR SR 1 - 3HR AT — TR IR 1) 77925 » A Bk 225 PR ZH DNA S Jo 41 e DNAER 41 BDNA .

5. JNBUR B SR A TR 1) 77 v2% , Fvp BT I 5 DR L DNASE AT I8 038 & 20 5 A TE 2 MO DNA
I H I b BT iR MAURE S 2 % DA 2R B9 4 B AR PRE < 2K IR LR I 37 R VL
N N & N RN O O 1 (N R R S R T

6. WAL R ZLR 1 - 3T — TR (77 7%, Forbod ok A0 45 DU 1920 SR 3R A5 i ik 225 (K1 4HDNA
B

(1) MBI A &t 73 29 4 UDNA 5

(11) 14 BTk 4 BDNA J Bt Ak LIRS i JE PR ZHDNA v B o

7. AOBUR B SR 6 BT il 1) 77325, Ferp o IR (1) A2 d i A8 iR 41 BDNA 5 22 /b —Fh il g 12
fil R FEAT I

8. UNBUREL SR 6 BT il (1) 75 v, Ferp 2D B (1) A& @ik X BT i 41 B DNA i LR S, 77 K 2E AT
[

9. UIBURIEE R8T I 1) 751 » e A I8 3 75 A 2 Pk 41 B DNASK e I B i LS. 77

10 40 AT IR BUR) B R AT — TR IR 18 77 7%, 2 A B i b 28 DX A 35 B8 1 4 e
5 J2E (R ZHDNA F BE (R BARE 23 T A IR A

L1 AT BCR) B R AT — TR IR (1) 7778, Fo b B 48 X (1K S 9102 50 M%ZH IR -

12 GO ATRBCR) B R AT — TR IR (1) 7575, o B 48 X (1K S 820 2 30 M%H IR -

13 T IR BUCR] SR AT — AT iR 0 75 v, Herh i 38 X K B R 25 % R

14 G0 AT IBAURZE R AT — TR 1 77 7%, Forb BT i b AR 28 [X K A5 22 50 A%

15 QBRI ZER AP IR I 7, Horh g R b AR 22 X B KNS B IS ML H IR -

16 QIR ZER 1A IR I 7, Horh BT R AR 22 X 1) K B8 ML H IR

17 UBOR B3R 10 - 16 H AT — BT 3k B 07 92 , e vp B A4 70 85 RS 20 3 B IRAT A 4
i T IR SRS 73 T AR IR AT 45 5 PITRAE  AR 25 DXOA QB B 5 72 T IR B S AR X
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18 QIAURIEE SR LTk (1) 5 v, oo BTl JhVRE 7 1 b IR RF A3 1 28 10K B2 N L B 5/ M
iz o

19 QAR B SR 17 BTk (6 7732 , R BTl SR 20 1B IR A5 38 28 K R 3N G

20 . W IRAURI B R AP AT — TR 1 7515, Forb B e X K N 1 250 MZ IR -

21 GIAURI SR 20 Fir ik (K 7732, Horb pirid 4 5E IX K B2 NG B 26 MZH TR -

22 AR ZE R 20802 1 BT i 1 7 ¥4 » Fo A B i e X K B R L0 T IR

23 . QAT IR AR SR H AT — TR 1) 75925, e D 3R (o) B 50 — 1 T B B AL
ZHDNA B 1) — iy , - LA 28 45145 7 P2 22 BT DNA v B 1) 5 — B

24 . WBUREL SR 23 BT IR 1) 753 » e AR 72045 BT 3 25 DR 2L DNA v B B 2 28 Pl it 28 — i 42 1 A0
PR 58 A4 1 1, X iR R R 4HDNA F Brdb AT Rz &

25 WAL R EL R 23 FT i 18 77 7%, L b ik 8 1 2 b 1 A /N e 1 1 34 X L 5 A TR
MR H R T 5.

26 . WU B SR 248025 BT 14 77 3%, e A Bk A7 42 1 2 o ) 3/ 1 4 - O RE AR 81X
B E2A 1, 000U FIAZ B 7 41 I — M T IR 17 41

27 QIR EE R 26 ik (1) 77325, o plr i f 42 1 4 rh B AN 48 7 IO AR AR 25 XL &
503 500N HURF A% F R 13 F1 P 1) — MZ AT R T 51

28 . QIR B R 26 Fridk (1) 77325, o plr i f 42 - 41 rh B AN 4 IO AR AR S XL &
100 =400 MR A% B IR 7 51 h I — MZE R 781

29 . QIR B3R 26 Fridk (1) 77325, o plr i e 42 - 4 rh B AN 4 IO AR AR S XL &
20022 300/ MMURE A% B B 17 0 A (1 — M IR 17 471

30 WL EE R 26 BT I 141 77 7%, 3 AR B A7 42 1 AL o B R AT 4 T O RE AR AR X AL
240 MZ IR T H R I — M EH R T 51

31. WTRLR) B3R 26 - 30 HH AT — TR (19 7777, Fo vp B i SRy (A% R 172 91 R A B4 )
55 B MURE B A% 5 R 2 A ART HA e 510 A R R 0L BH R B Ry 28/ —

32 WTRUR) B SR 24 - 31T — AR (1 77 3%, Herp prid g g P4 b (g — NS S5 Frid
FE bR 2 DX AR AR BREL & 76 BT BE S bR 22 X P (R BRE 23 AR IR AT A G 48

33 WTRLR B3R 24 - 32/ AT — ATk (1) 77 v, Herp prid g B F 4 b g — NS S5 Fnid
FE R ZE DX AR AR FIAURE 73 FAR AR AE 3 45

34 BRI B3R 328 33 Tk ¥ 7 ¥, e v B A 42 1 A o R A AT 4 T 1 TR R 43
TFHRRFF G A8 K BN B 5 ML

35 WU L SR 34 BT IR 1R 77 9%, 3 AR B A7 42 1 2w ) 0 4 4 1 1) iR KR 23 1 A
APR38R K BN = M H R -

36. GNAL A EE R 24 - 35H AT — T ik 18 5 v, b prid g e T A S DA B e X, Forp
Frid e 1 0 M 70 & B DU AN e X A 1 — A, I B A 45 58 17 90 A
i AR A X 5 5 5 7 A1 I DY AN e XA ) — AN RS

3T WU EE R 238 24 BT ik 1 7 1, e Fir il 7 42 7 4L b O RN 4 7 1 9 35 X 5 B
AT A AN AR B T Y S XA A

Forp prd A B 1 4 R AN A B T URE AR S XK B R 8N LT R , AR BN
W28 X A% T BR JT 515 B i 11 421 2L BB it s 2 DX PR AT ] At A 7 8 5 271 A B 14000 B R

3



CN 109804080 B W F E Kk B 37 B

BONED

Hrp prid i 14 R R — AN TS S FTIRRE S AR X R AR B A A 7 AT IR AR
PRI A BIAHURE 23 F A IR A5 1 2 , AR Bt i 740 R I BN 8 7 I BT IR kR 73 1A
WRAFAE G A8 (K FE N = /MZ R , I B 245 8 17 4 BIURR 4 F-FR IR AT A5 1S 98 5 B iR 11 4%
FH WA FE AR X HCXT

Horp BT e 12 B DU 2 X, A prd i 8 7 A1 R A B 1L B DY A 4
E X ) —A, I HH A8 7 50 H B R i X 5 25 58 7 81 DY AN B e XA 3 — N
Xt o

38. WIAUH| EL=R 23 - 3743& T RT3 (9 7 4, e Hofég BT IR 6 DR 2L DNA Fr B B 42 22 38—
e FIEE T D IR AL

(1) BB 55 4 58 IX 1) 22 /0 — 053 (1) SR A% P B Pt 422 22 B iR BE DR ZHDNA B, e ik A,
B 78 X 1) 22 /0 — 5070 TR SR A% EF IR & DNASSUEE 1% , BT I DNASUEE A4 (0, 25 5 AR (A B XUBE 1L (1) 5°
T IR A Bt 42 , P BT IR T A A i e 7 JHE 37 i PR A S A A T e FEL LB PR 2, 3 HL L B i
B2 P2 28 i i 2 PR ZHDNA B 5 BA %

(i1) 7E3E & TDNAERE I 261 T, A% 55 ik B 2 5% P 2 10 225 (K1 4HDNA - B 5 dm b 4 K A
B 77 B FIDNASERZ T IR W TA 2 AZ T BRI  Taq DNAJE B2 AN 4 K Bs t 5 A Big e fi 5

MK BT i o — f7 T ANFTIR o — A7 85 7 I 5 2 BT iR S K ZHDNA F B .

39 WU EE SR 23 - 38 H AT — I BT IR %) 757 ¥2% , e A i 22 (K1 ZH DNA B e 4M ffADNA .

40 . WIARUR B2 3R 23 - 39H T — TR IR 1) 7575, Forb 73 At FIT IR DNASE [X 35k [ % D104k

A1 . A RTIRBUR) B SR AR — T AT IR 1 7925, FL08 0045 %) BT i SRR 6T 5 60 & FTiR DNASE
X 35 1) BT IR DNA ST e B 2 [T BRI 2 A it AT 44k

A2 . W HT R BRI B SR AP AT — T AT I 1 5 1%, LB B 55 7 Bk 3 SR 4541 5 6 2 BTk DNA
B X 35 1 BT IR DNASC 2 B B 2 TRV R B2 & Wyt AT ik, T 33047 51 A0 A A R/ B0 6,75 K
I T i 25 DR ZH DNASC 2 (1) H A X380 DNASE 2 Fr BRI 9 3

43 W HT R BRI B SR AP AT — T AT 1 5 15, LB B 55 7 B 3 SR 45 4T 5 6 2 BTk DNA
B DX 45 1 BT R DNASC J2 i B2 (1) B B2 A gk AT ik, AT EAT 51 ) A A R 6 255K B
FT i J5k (R 4 DNA ST J2 (1Y) H A X 350 ) BT IR DNA ST P2 v B ) 97 38

44 . QAT IR BRI E SR FP AT — AT 19 75 ¥4, FLB AL 35 8 5 BT i DNASE [X 35 (1) BT iR DNA
SCHE Fr Bt ATDNADU 5 5 DAAE B2 AN I 3352 B

A5 AT R AR EL SR A AT — TR 19 7775, JL AL HE X 5 iR DNABE [X 35k (¥ it i DNA ST
JE P B AT DNAN T , DA AR RG22 NI 5 132 B, G A A AN s B A S R o A e A

46 . GIBUR) BE R 45 BT 19 77 7%, o d BT iR UKy 70 Fhn e B &k B rid i i 7 A 2
/>4 BT ik J5 R ZELDNA 2 51 i A5

AT TASURI SR 46 BT 18 773, o A A0 85 A TR URE 23 T B R e AR I I 52 Bt % 2
MRS 2H )7 51 o

A8 . U RUR BE SR 46 - A7 H AT — T i (19 77 2%, ook B FEEE X 55 it I 225 (K 4H DNA SC 2 2 i
() P S e SRR A v (0 — NI 5 R 4 2 DR AH R

49 . WA ZE SR A8 BT 1 7 32, JH A il g P ks Jit 46 ik R 2L K 58 B 6 0 o 5 — 2L o
S RN SR RS 7 A1 A DGR IR R 2 R 7 2 P38 8 E
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50 . QAR EL R 49 Bk (1) 77325, o 5 1 FE w] A2 i B i s = O8] 20 270 AH SC TR 1 A 3k
TREF B 45 e g s PR4E IF HAE— 2B vk b £ B

51. WIAUR]EE SR AP IR 1 77 1% , Hoab A 3G v SR o ) B 4 B R A R B, B s H LT id
FE it AR BT A 4 SRR B 1 I L 46 25 DR ZH R B P A~ 34

52 WIAUR] B SR A9 Pk (1) 77325, Fe A AE TH SRR il 1) Ji 4 22 AT 4H AR B2 v AN R0 9 o) g 75
PREF 1 Jir 0y 225 DR 2 PR B AE

53 WIAUFEE 3R 48 - 52 HR AT — T BT (19 75 ¥ , JH wh ol b W 5o A il SRR 11 iR 4 2 [
S VR B e BSCER B e e M VA S B E IO S8 0 rR B R i R R GE BT IR i SRR () SR
SRR H IR FEVH— 1, HAHs

(1) A i P AR AS o SRR i 2 22 IR 2 2% 5 3 DU VA — b 2, L b i )3 — {2
BLFEATART S22 DA

(11) 5 (1) BISRAR B LS AH RAE ity v 458 110 J5R 4 2k DRI ZHL R i 5 B

(111) 8 (1) PIFRARBR LUNEREr TSt B H-F- 38 JR 46 J R ZH VR FE

54 . UNBURI EL R 53 BTl () 77325 , Hop B iR IR S 1 82 0 R RS 4

55 . WIAT IR BRI FE K AT — SRR (1) 75325, oA BT i H b X A 225 R B0 B ok 226 TR ) —
il

56 . G A R EE SR 55 AT il 1 77 1 , Fo o BT ik ZE R /&2 BRCA2 \ATMBRCA1BRIP1.CHEK2
FANCA HDAC2F1/ 8% PALB2 .

57 . —Fh L& £ /NDNASC FE B B (19 322 R ZHDNASE 22 , o rb B IR DNASE 2 B B R g — AN

AT A LRI ZHDNA F BE

Horh B f 11k A e - AL, o BTl A e A R R R R Ik B R A
B A 2 DX R BT AE A AR 25 X, v BT i ik B 22 A3t , I HL 3 A B s 5 1t A2 P04 A
R 5

Horb b e 2 B S 3G X A R RS ORI E X IIDNAZ A% H IR 5

Horp iR Y 38 X A5 Be % 78 U PCRY G 1 | W0R AL B 2 A% H R T 51 5

FLrp BT R 2 DX TR BT IR R i s 9 L

FLrb BT i il e XL BR S Bt 42 2 BT R B R AHDNA B BRI 2 A% T BT 41

58. WAL H EL R 57 T ik (1) J PR 4 DNA S 2, e v BT s A5 vt B 288 IX 38 A 35 B 23 1A iR
FF 5 o Bl ShRE 20 AR AT B T 4 e MU B R AHDNA v B

59 . WIAUR] 2 5K 57 558 Fr ik %) 2 AT ZHDNASL e , e ik 4738 X B FE A 10 B 50 M H
iz o

60 . WA B3R 59 FT ik 3 K ZLDNASC JE , Forp i 477 488 X 1) B 25 MZ AT IR -

61 . QAT IR BRI B SR Hp AR — 00 BT ) 2 R ZLDNASC 28 , FLrp B R AR 25 X 1 K A5
B0 HTR .

62 . WA EE SR 6 1 ik 3 [ ZLDNASC 3 , L rp AT i i S R 25 IX 1) K FE 8 % ﬁ@aﬁéo

63 . QIALFI SR 57 - 627 AL — I0 Tk At & (R ZLDNA S 28 , e v Bk A7 2 0 & kg 43
PRIRFF (3G 2%, 37 H iR M 70 AR TART A5 1S 25 -5 IR A5 i bR 28 XRH 40 sl 25 78 Minu
FREEX N o

64 . GNBUR]EL SR 63 Frad 1Y 35 R ZHDNA ST 2 , e vp Firid Uy 7 A IR RF A 38 28 K FE N 1

ok
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E5MEHTIR

65 . U1 SR AR SR rh AT — 35 BT 3R 1 3 PR 2 DNASE B, b B ik A8 5 X KB 12850
MEETR

66 . WA B3R 65 Tk 3 K| ZLDNASC JE , o rp BT i i 5 X B0 K B N 10 MZ AT IR -

67 . GNALFI 3R 57 - 66 H AT — I0 T At 3 DRI ZLDNA S 6 , e v BTk 47 42 1 41 PP iR AR A T
B 0y 8 X 5 prid e i A b S o A T I I XA ]

68 . UIAUF) B SR 57 - 67 A AF — T Tk () F K ZHDNASC 8 , S rp AN SRR I R T AR 25 X 7
) AT AR FL AR A PR 25 X7 51 B PR B R 2 v &b —

69 . UIAUF) B3R 57 - 68 A AT — T Tk 1) J2 X ZHDNASC 8 , e vb Frik 5 T4 R i — A
08 5 BT R R AR 25 DX AH AR B 25 7E BT AE i AR 25 X A B URE 7 FAR IR AP A5 3 485

70 GNAUF SR 57 - 68 HH AT — T T i ft 36 (R ZLDNA SC 2 , Hevb ik A 2+ 4 b O B — A
5 55 BT IR R AR 2 X AR AR I MURE 2 T AR R A A 1 4 o

T1. USRI B SR 57 - 70 AT — 30 i (1% 35 DK ZHLDNASC 2 , v P 435 77 4 A0 55 DY AN 4
SE X, oA B 4 4 B A AN T B BT IR DU AN X AR — A, IE A R 4 e 7 5]
H I REANRE L X 5 45 8 T A1 DY AN e XA ) — AN RS

72 QAR SR 57 Fridk (1 2 R ZHDNASC e , A Frid s 2 7+ A P M B - i 1 X
5 B f 41 4 AN A AT TR0 3 3G DX AH [

FLrp BT IR A AR 25 IX 0 (R B AR AR 25 X I K P N 8AMZ IR » L B AR IR R
f A 2 X 1) 55 A ) JEL A R (R b 25 DX B AR B R DL B FE B e B b

Horp prid e 74 b 08— M TS 5 PTIRRE 5 AR S X A AR B A & 7E AT IR A
FR2EIX A BIHHURE 23 F A IR AT A 3G 2 , L AR Bt i 740 R I BN 8 7 I BT IR URe 73 1A
WRAFAE G A8 (K FE N = /MZ R , I B 245 5 17 4 IR 4 F-FR IR AT A5 1S 48 5 B iR 17 4%

FH W EEAFE AR X BCXT 5
HA prid e B 12L& DU e X, oA iR s 1 41 0 B A1 8 70 8 Fid DU A4
E X F I —A I H

Ferb s € SRR AR I X5 20 58 1 410 B DY A DX B8 — AN FE X
73 UNBURIEE R BT - T2 AR T5UT I ) 22k A 4 DNA S /% , 1 i Bk 22k [K 4 DNA B

JIDNA
T4. 2 HE R AIDNASC I , KAl 5 2+ MRGEAUA 2R 57 - 73 F A — T BTk 1) 22 (A 2
S

75 WIBAUR R TA TR (1) 22 /N JE R ZHDNASC 2, $rp J& T Firids 22 A~ 35 [R 41 DNA SC & ) 3
PRl 2H DNASE JZE A it B 25 X BRI AZ IR 7 AN [R) T i 1 B s 22 4 2k R 2 DNA ST 78 (1) e Ath 255 PR 4.
DNAST E I i PR 2 X (R AZ R 7 471 o

76 QNBUFE SR 748575 BTk 1) 2 AN 55 R ZHDNASC % , Horb 8 T AT id 22 A 356 R 20 DNA S %
[1%) 255 DR 4 DNA ST ZE B9 34 [X A% IR 7 1) 55 T8 T 22 1 22k DR ZH DNA S 1) . Ath 35 PR ZH DNASC P 1Y)
PG X FIZIR T A A

77 . —Fh B T3 35 0 40 O DNA FF DNASE X 388 ) v, HoA 4

() 2 LA R ZE K 57 - T6 H AT — I3t () DNA ST JZE 5 BA K%

(b) 15 T3 T 40 JIDNASE g 55 5 1 s 45 & DNASE X 35 11 22 il 3R A2k, T 76

6
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SRR EL 5 AL A BT IR DNARE [X 35k [RIDNASC 22 | B 2 [T B A1) 5

AT 3 35 TR DNASE [X 455

78 WIBUR) B SR 57 - 73 A AT — T Tk 1) F DR ZHDNASC 2, S rp B b A 25 X R 1) 5 3
Bt 422 F 5 DA ZHDNA A B

79. —2H F T A2 A 22 IR ZH DNA ST 1) G B ik 5 255 R 2L DNA BB (P AR AAE AU 0 o (PO AR AAE
e, i prid g T R AN TR S G X R AR S DRI E X IDNAZ
WA |

b BT A 4 2L R R R A T T B 1 R (A R S X BT AR AR AR X,
iRt H 22 ANt LI R BT 3 it DR o URR ()

Forp AT iR o 4 X AL GRS 78 M PCRY™ 14 1 51 iR A m 1) 2 A% R 7 971 5

FLHp BT AR 2 DX U BT IR IR i s 9 L

Forb il e X AL e 8 B B2 2 TR JE R HDNA B B 2 A% H R T 51 o

80 . WAL EL SR TOFT IR B 61 42124, 3 BT IR A i b 28 DO 0, 2 IR 20 URLAE, Hep
BT ShARE 73 F-FR IR A B T 48 8 R IR HDNA B o

81. WA R ZL R T9EB0FT IR I fEr e 140, F AR Frid 18 X K B 910250 ML IR -

82. WAL SR 79 -8 1 AL — BT IR (Y 17 42 -2, o pir ik 97 18 X () K B R 25 A%
iz o

83 . WA I AU EE 3R HR AT — T () e e 14, L b BT IR AR 25 IX (1 B 5 2250
AR -

84 . WIBUR|FE K83 P ik B FET #2121, J rp Tl i il A 25 X (1)K FE R8N I

85 . WL B3R 79 -84 H AT — T AT (1) #0212, HL v i A 40 10 & UK 40 T h IR AT
5425 I H BT IR BRE 73 F AR AR A5 38 2% 5 BT 5 ol s 2 X RE AT BB 35 7 FITR A i A 25 X
M

86 . UIAUH) B R 85 Fr ik () i 42 - 2., o Pl il MUy 73 F R IR AT A5 38 28 I K B2 9 1 2250
MR -

87 . WTBUR|EE R 79-86 T i (A 140, Fo b BT it o X K N 1 250 MZ AT IR

88 . WA R ZL R8T FTik A 82 121, Fo b Frid i e X K A L0 T IR

89. WAL EE 3R 79 - 88 H AT — I BTk (W i 2 12, Ho b v fr i 7 A R O B M 710
P14 X 5 B i s 4 A AR AT Ty G X AR [

90 . AIAUR EE SR 89 B ik (1) 4 42 1~ 4. , L v g AN R (R R i B 25 X 1) 454 4] G Ads s
(IR bR 25 X7 51 AR B DL B BE B o 2 /b —

91. WL RIEE R 79- 90 AE— I pr R (A 2 21, b prid e 4l g — M s 5
FIT IR A b 25 X AH AR BB 5 78 BT IR A S b 25 XN IR SRR 23 T A IR AT A 1 28

92 WAL R EL R 79- 90 AE— I pr R (A 2 21, b prid e 4l g — M s 5
FIT IR b A 25 DX AH A TR R 20 T FR IR R A5 8 25

93 WIAUFIE R 92 iR T 140, Hodb prid A B2 7 A AL DU AN il e X, S BT it 2
TR 10 B BT DU X R I — A, 9F B 4 @ P8 R IR M X 5 25
5E 7 A1 I DY AN 72 DX B — AN EEX

94 . WL R EE SR 79-93H AT — WAk [ #5212, Ho b v fr i 7 A R B M T 10

7
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I X5 i e 7 4L AR AT T R X A

A BN R T HORE b bR 25 XA BE N8 AN AZ IR » B P SR FRO B i b 22 X 91
SRR AR AT AR AR 2 X SR R DO B Dy A b

Horb prid fer i 7 AP R M T RS S P A s R DOM T B 35 78 BT A i
PRZE DX N HOAIURS 70 T AR IR B 1 A, b BT M 3 121 P (KRR 2 1 1 B IR R 20 1A
IRFF G AR K BN = M H IR, Horh 25 5€ 13 1 K BT URs 207 b IRAFAE 1 28 5 45 3€ P 471
K] — A FE AL AR ZE X FCXT 5

Horb TR AT A A DA E X, b BT i 2 7 4L BT 1R 5 R DY A
SE XA IF H

Ferp s € e SRR AR i X5 20 58 17 400 0 DY A4 DX B8 — AN FE XS

95. WIBURIEER 79 - 94 H AR — IR IR IR 16743 1 4., B rp i Ao i s 25 X R 5 L B3 1Y)
SEIRIZHDNA A B o
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F T4 MIDNARE R B E 4B 5 DU LR 75 0%

[0001]  FHICHIIE B 5] H

[0002]  AHITEEK201648 H 25 H 4258 (1) 36 [ lfn i) L | Fi % 5:62/379, 5931201744 H4
H #1222 1) 35 [ I i & ) B i 5:62/481, 538 UL S B, s H 8% il 51 F DL & SRR
o

[0003]  SGT /7 I3 1) 7 B

[0004] A HIIEAH OC B 7 413 LA SC A AR AU Rl AT 4t , IF HARR b 5] FH I AAR
VLI AL P 91 3R 1) STAS S ) 44 FR 2 CLFK_005_02W0_ST25. 1% S3CA S N2, 238KB,
B T-20174:8 A24 H H-il L EFS-Web PLH F 5 I .

FAR G

[0005] A< BH Ak B3l Jo P T AR R ol 49 a9 2H 2R A B A R O ) R A AT 1)
G PRI TTIE RN, A R B 5 T FH TS0 U A= 0 RE o ) B0 RE S PR DU A DL R asd i 3=
FEFI S M ) T 1

[0006] KA &

[0007] R R B A2, K2 B (W SR AS 2 4 3) 5 L IR N A0 i e N 288 258 [T 4 76 o
AR A 20 i TRAAE A () — A R 2B B, L rp — A A i TR A 2 B I s B AT 40 Pk e
R R RT REME o AR R I AR A R R A R AT AR KR 2 T AR (X AP L R R
T ) AN 52 45 1 R 38 5D FE HL = AR 00 48 g A SR ROR TR 5 BUEAE BT 44 75 1 HLE L3 B0 AE
() RAZFEI B AR RN RAL”  fd B AR - AP I 2 — 2 Al
— b B — B s S PR R R E S B b — LA S, e A AR R AR R T
P B2 o N ZHE TR A VR e i () 4 L DR 4 A A B4 1 At

[0008]  Jk [R5 DIEAR AL A2 A W) 2 FEVE AR IR B R R AR AL I 5 T, JE R A 22 5 N
IHREI A 2 WP 22 BE I I A N IR B R 2R - 75 NS 101 5 T 5 ARl B P 1 25 1R 25 2k A
SR 18 2 0 A e 1R R A AR 7 o YR T R S 1 M A T LA IR e R 4H
A/ B F R TEAT A, SR, 3X L4 DI e (1) % o 2 IRUHE ), PR DR 3K 46 5 2% 3 i AN A7 7
T+ K575 200 Y0 B 240 S PRI DNA A 177 7 B A 1 Ath 20 i R AN A AE o B AR R 2 2 B 4 i o SRR
DNAF 3= B YR, {EE I 35 A SR BRDNAZR AR NP A XU B LI 7 2 AN i) BE ) o W 2% 31 1
U (1) B I8 m e 20 PR HL 78 P DNA CFR A I 28 FREDNA B A FADNA) R I3, 31X o VF T A g
% FAR NN B AR T 0 3R St a3 AT 1 22 R UK o SR 1T 5 AR & P 23 B8 JE 41 BRDNA H g
A/ 5DNA, H H R A S DNAF — 5 7 455 17 15 iR 2 95 AH OC B TAL o 451 G, A g i Jak R 2
TS 5 5 12 B b BH S5 P iR 28 20 38 7 1 A2 2 /N T-50 96 FIIR 257 6 R AT R R B 01X 5
FISNPIE [K 73 BT BT L, i ARSNP 25k EA] 43 B Hh 1) 85 o7 5 RT3 38 5 91 29100 %6 50 %6 B0 %
[0009]  [K|ibt: , 75 T Rl 0 G I e s 00 2 R R 11 5 (R 4 DU AR IR R R ZH B R

ABAR
[0010] A&l FDNAHR ZE UL A% (1) J7 5 i O 26 E BRPCT AT 5 W0 2016/028316 43k . 48
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T 3% LU R AAT SR G = 76 ARG S5 A Ik DRI A 6 R ) g 27 DL 4 DU 25 2 ) b 75 RBURE o AR ST
FEAE T FH TR I B S R B VB A S AR T vk, FOE T TR R A B R B
AH ZTE A A I DL B R ) ¢ £DNA o 5 SCRTIR I 2 A W0 AN O V2 0 R B0%E 2 DAAS I H A7 7
TS DNAF — /N 43 R 1 DL 4L
(00111 Ak B It LA 45 AT 46 0 41 i 225 (K1 4HDNA (1 2, oK H 4 23S A A ) Bl fDNA
(T, Sk 1 TLBRE ) FOARE (i P R 2R LSNP B A5 AR S B % D K38 (b Bl L st A A S
LA AN 73 o R I, AR B B A S RN T B3 7 M K B 4 R, e s vl 1
Kk B A= Wke 5 (1 4n L) 1 5 e EDNA R — /NGB 43 v F % DL B03s 5
[0012]  HEARM i 5 9 e BT X603k H WIB0RE & I DNARE X 383k 17 3845 23 B 19 7 v, B
45« (a) 4 BUEL S 22 NDNASC R Fr BRR) J [RI 4HDNA S 8, He vh B iR DNASE B A B iR 48— A
A8k 5 BT A i 1 22 (R 4 DNA i BE RN 32 1 5 (b) {3 it 3 226 [K] 2L DNA SC 2 5555 S5 P
S5 DNARE X 350 22 Nl SRR BT B2 A, AT AE B i 4 SR PR 560 7% BT IR DNABE [X 35 I DNASC
JE Fr Be 2 T A A 5 DA B (c) 0 &5 T SR DNABE [X dsk (1) 35 K] ZLDNA Fr Btk AT 58 B A% 7
BT s Horb Brid i 2 7 2 B S 3G X O FE S AR 25 X R4 52 X IDNAZ A% IR s Horb T i 738 [X
B REHE 78 UPCRY 38 (1) 51 PR B AL i 1) 2 A% B 7 51 5 AR BT i b 25 B 35 w5 BT iR
MR SCEEDNA R B HREAE EL 9 RS B3R DA o BRVRRAE 1 22 A% R T 41 5 e B iRt o [X
B Y i B I R o BRHAE ) 2 A% R T 51, I HLH A i 4 (X B8 Bt 422 28 BT i i R 4.
DNAJ Bt s - H I A3 AT Frid it 4% 3 At LUK U 48 7 2 i IR A I 1 AR A8 4k
[0013]  7E—Lsiifi 7y EH , FriR FE/m i RS s AL R ik H B A% IR AR 5 (SNV) WK
INFAOMZ R I 4G N K FE /N 404 1% 7 R [ DNA X I3 I i 2 R/ sl DLE0C 4k o 78 LA
SEH T R, AT IR FR R I IR AS W B AL AR (b2 5 DB AL o 78— B85t 77 =, BT IR MR
it e 2 SR o 75 25 Al S it 77 2 b, T 2H 23 S5 ARG B P sl S S R (10 2H 41 A R e s
it 7 22 7, Tk 5 DR L DNA & T 40 I DNA (¢ £DNA) BR4H MIDNA o 728 EAAR SE it 77 e b, ik i PR 41,
DNAZ M FIT i Wl 5B o 73 25 9 ¢ £DNA 5 FF HLH A B IR i 2 38 B bl DL AR 21 2R )
FE = SEK IR L I R VR VAR EL 9 o VR AR P PR VAR < PR 618 R SR
[0014]  FEHELLSTf 7 A, f LA D IR IRTS BTk B (R 4HDNA F B, FoB0 4 = (1) MBI ik
BE A2 B AT BDNA 5 BA K (11) {5 BTk 41 BDNA A BEAk LLSR AT BTk 56 DR ZHDNA - B o 76 ELAA ST it
Jr e, DR (1) Sl i A5 BT iR 40 BEDNA S 22 /b — o i A BB b SR 3R AT (1) o 7E — SR St T 5
o, DB (31) A28 3 X i 20 O DNA Tt AL 87 70 SR BEAT 19 o 76 B2 L8 St 5 2 1, Ji sk 7
AR BT 328 20 B DNA SR Jiti Jin B S LS. 77
[0015]  #F HAKSLHE 5 , BTk A S obs 25008 5 48 Bh T 46 58 JhviRi 25 (R 4 DNA F BE ) J s
I3 FHRRAF (UMI) »
[0016] 7 —Lesijifi 7 & A, BTl 4 3 X (14 BEAE 105 50/ % T R 2 18] o 78 B AR S it 77 &6
o, FTIR Y48 X 1K FETE 205 30 MZ IR 2 18] o 78 HE Le st 77 R v, BT i 38 X (1K R25
MEEHR -
[0017]  7E—8sjf /7 S Hh, iR FE AR 2 K S 7E5 550 MZ IR 2 18] o 78 HLAR St 77 56
o, BT RE S AR 25 K AR5 5 15 AMZ IR 2 (8] o 78 B e it 77 R v, BT A Sl AR 28 1 K 5
8L TR o 1 — L STl 77 22 H , UMT A5 38 2% 5 BTl i A 2 XA A1 B30 B0 25 78 BT A A
ZIX

10
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[0018]  FERLLLSL ity S, B IRUMT A5 08 &5 1K AL L 5 5 ML IR (8] o AE BAR L U7 56
o, T R UMT A% 08 &5 B B3 MZ IR , I HAL & 64 AT RERIRZ H IR FP 21 T 1 — A

(00191 #E —Le Sty S, i 4 € X A AR 15 50 % H IR 2 8] o £8 HAR SC 7 %6
Hr, Bd i XK BEAES 5 25 MZ T IR 7] o 7R Le sl 77 = vy, BT ik 4 € X K 10
MLHR -

[0020] 7 B ) AR St 5 598 S LAR 5, He P AR i A 2N DNAST 2 Fr B Sk A 21
DNASC 26 1) 25 B8 () R470RE Fr i 2 AT ZHDNA P B 45 22 2 M B 1 o AE RE U St T S b 7B 8
FIT ik 5 [RI ZHDNA Jy B 5 22 A 4 1 B2 2 T, % Bk 26 [R1 ZHDNA Fy BUEAT R 18 & o 78 BLAK
ST S B iR 2 AT R RN T 90 XS R AR R 81

[0021]  #ERELSCH Ty S, finid 2 M T IR MR T IR AR R XA S 2 5 1,
000/ MZHF R Fr 9 Z 18] () — ML R 7 51 o £ BAR S 5 S 7, BTk 2 M%7 B
BT IOFE A bR X AL E505 500 % H IR PP 51 -2 8] (1 — ML IR 7 91 o #5285 Fh St 5 56
L i 2 AT R IR TR T RORE A AR SE X AL AE 1005 400X R 77 81 2 [8] ) —
LR P F o AE LS 7 S, ik 2 A 7 R MR T BORE dh AR 28 X AL 55 £E200
5300 MZH IR T 5 Z 8] [ — MEH R T 41  AE R LSt 77 S, Frik 2 Mg 7w i a4
TR T HORE AR 28 XA BE N8 ML IR o £E — LSt U5 SR o, P % H R 3 91 rh BN e
B 5 240 A% H IR 7 31 Hh AR A E At Py S A B PO DU R RS D 2520

[0022]  #E HARSEHt T S, ik 2 3% 7 R DS 5 TR A S e 2 X AR AR
B AEPITIRRE SRR X A B UMD 4G 4% o 4 — 22500 S8, rid 2 MER TP e — M
55 P IR A i AR A8 XA QR ATUMT A 19 2% o AESELE St 5 SR o, ik 2 /M%7 B M 1
F BT IR UMT A5 48 45 B FEAE 1 5 5 ME T IR 2 (8] o 7E — B85t )5 - oh, frid 2 M%7 05
T TR UM I 88 KN =M H IR -

[0023] B ARSEHt 5 S, Firid 22 A% 1 B RE AR 1 (R B E AR 28 X B 5 DY M
Ry 5 B — A, I B8 % Fe 51 R RSB i XA 45 5 e 500 £ DG A i IX A 1R — A i
%t

[0024]  E— LUy S, Firid 2 M 1 RN R T 008 XA S AR R AR IR
Fe 8 i 22 A% 1 A BRI T IR AR RE X IO K NS ML IR s B AR I AR 22 1
RHEIRY 51 5 BTk 2 AN 81 IR Sl AR 2 (10 A8 ] FL A A% T 19 P 51 AR o ) 0B B Dy 5 2D
TR A TR IR RS ST RE S AR EE DR QB B AR PR R AR R X Y Y
UMT A 38 25 5 i id 22 AT 1 oP (0 RT3 1 10 BT IR UMT A 19 25 (K K BN =M IR OF B
BN AT BE AL IR 7 1) (UM 48 4% 5 ik 22 M43 7 0 BRI RR AR 28 X C XS 5 i 22 4>
1o 7 B RE A R T (8 E AR 25 XL & DU M IR PP 21 R (18— A s IF LA € Fe A1 I A
P it DA 45 5 e 81 FR DY A E DX AR A — AN BER

[0025] 7 B ) AR St 5 SR8 S — P, HerfoRe Bk IRTZHDNA B 2 AN 1 M 4%
(R0 PR« (1) R A5 B X 1) 28 20— B 20 1) S A% IR B 32 22 6 2k DR 4HDNA B, e
B2 X 2 D B TR A% R A DNASURE A4S , FT IR DNAXSUEE A4 (25 5 TC 41 A B LR AL
15 T IR A B 42 % , JEL v BTk P A8 A el el A2 L 37 S ) AL A AR i 4 LI B 3, O L
T i B 2 % R 42 28 ik L PR HDNA By B s (1) A 5 8% i i g X ) 2270 — &8 0 I SR AL T
MR B 2 1) 22k R LDNA B 5 i i 22 M 745 7 R I AR AN TR TR IR 7 81 I s R i i 1

11
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¥ 5 ODNASEAZ A IR $e i s DA B2 (i) 7E3E & FONATERZ IS T , {5 i i 2[RI 41 DNA - B AT
Pt BT iR A KA 77 S IIDNAZEAZ B IR 5 T4 2 4 IR - Tag DNAIEHZ AN 4 KBst 5
A gz fid s MRS BT 22 A1 2 1 Bt 42 22 Pk 225 (R 4HDNA B o 78 — S8 St 7 S v, ik 2
PRI ZHDNA 7 Bt & ¢ £DNA o 7 F B8 S5t 7 S8+, 43 BT DNASE X 380 % DU AL

[0026]  {F HAKSLiE /7 ZE rh , AL T IR DNASE X 35 f) 36 K] 4LDNA Fr B AT 5 B ast A% 3 #T F4)
SR (o) ALHE S 7E TR SR I 5 404 BT IR DNASE [X 335 (FIDNASC B B B 2 A1 TF i It 55 & W idk
ATaiAk  7E RS 77 b, D IR (o) BLFE X 7R SRR 156 5 DNARE [X 38 (¥)DNA ST FE J B 2.
[FVTE 1A A2 6 AT A4k, M TR B A 25 5K ) T ik 25 5] 2 DNA ST 149 H A7 [X 338 (1 DNA ST g
B S e A AN/ B B o 7 — Se ST 7 R, AP IR (o) R X SR IR AT 5 00 F DNABE X
$ RIDNASE J26 B 2 11T i P 2 & s AT ik, I S B 255K 1 BT i 3 K] 2L DNASC 2 1
H A X 35 (FIDNASE 2 B B 1) 5 0 S A oRn 4 38 75 Bl szt 75 S8 vp L 2D 3R (o) B G BT ik A &5
DNAHE [X 35 FRIDNASC FE Fr BO3EATDNAN 5, DAAE 122 AN I 52 B

[0027]  7E—uusifs 7 S rh , AR WAV B —Fh 7, Fovb ik 52 DR 20 43 BT B35 I 52 H FRDNA
DX 35k A )45 LA AL, HLH A DR (o) X BT I A5 DNABE [X 35k f1 22k R 41 DNA v B gt A7 o2 =
T AT 0 AT 60, 35 00 5 U E R T A i P 3 DR 4L DNA ST P AR A B b DX P L3, DL K
W H 55 H 224 5 1 5 R ZHDNA ST 2 HH A7 A2 1) B AR X810 48 DUEGEAT L s, b ik 2
A OIS DI H RIDNASE X I3

[0028]  7E—uLsijis 5 S, W E FTid B A DX sk A 104 DL £ 6035 X 40 A DNARE [X 35k FrIDNA ST
JIE B E AT DNAWI T 5 LA 122 A0 13 B, 6 AR B AN W 152 B A 3 VR 2 T A iR oo A
(UMIE) o 7E — L&t 77 S8 9 , FTRUMTEAL &3k H BT i fir 3 7 F0 22 /b — 38 43 BTk 26 R 4HDNA T
FI I P A o AF — e St 5 28, A 25 AR R UMTE 6 0 P 1352 B At 65 5 SN s i TR 401 /7 57
(UGS) »

[0029]  7E—desifitn 77 S b, M A i 3 DUEC 77 V208 AL FE x5 i 3 22 ] 2 DNA S 22 2
fiok 160 I 3 3 SRR A v ()5 — N0 5 L 4R 3 R VR BT (RGD) o 7E — B8 82t 77 2 b, I SERGD A,
FE 52 5 — dLRE 5 B2 AN SRR 7 SR B IUGS 3 2 B o 78— L85 5 5
w5 v B AT ARSI H (UGS AH ST (14 SRR ET 17 4 72 e 75 4R 4 1 Bk — B - S rp 25
Bk o 75— L5t 77 b, I8 RGDIS ELFE TH S S (IRGD , HALFE TH 5 BT A & Hh 16t i 41l
SRIRET B9 BT B RGD H B E T 488 o 75— LSt 7 R rp , 78 TH SRR S FIRGD Fp AN A 455 16 Mg s
REFHIRGDAE .

[0030]  7F— st 7y 2 Hh , IR RNl IR IR RORGD#E e sl RE S M VA — Ak
BT 0K S I8 2H v B AR A S il SRR ET ORGDIE — 4k, FLALHE (3) RE & I BNl 3R
PREFRGD IR LA VA — 4405 B, oA B VA — 10 3 H B R AT AT 58 DA R (1) 4 (3) 3R ok DA
o T AH R RE ST RIIRGD s B (111) A (1) F AR Bk DA ERE T 46 171 51K P YIRGD o 7F — I
Jiti 77 B rp , FTR R ET 3 e X R4

[0031]  7E—esjii /7 S, K Bl TR e Ve VA — A s B B0 4 o4 DLUE , B 46
(1) FEJ E Lo FRE A BT 3o Gl e RN/ BOGE B X AR T OIS S e — (b i B
B Lh2; (1) AEYE [ F 1 AR S AT Y EEBUR / BOGE B IX IR AR AT S 1 3 — 1k
BB HER UL (i) XTSI TR BT A RES I () F1/8% (1) BISRFECT- 4448 ; BL K (iv) f#
(i) A/8E (1) FISRARBR LA (111) HI P HMH o E — BB St 5 S e, ok T4 Xof 4 o) 4 S 1 2 IR 11

12
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B R % B Ak DUEUE T 3518

[0032]  7E—sesi fy S, AR PR VS R — b T ey R AR I #5 DLHO hnFn s DL E R
()53, FA G (1) P BT HHH FRARET FIRGD 5 (31) 38 D Ks £ T i il SRARET FIRGD A% e i1
EHRR SR 0 — A S BT, X S50 20 AR B A R A R BT R R ERET IRGDHEAT A — 4k (111)
TR AN RET e 5 1 V3 — A B B O A% DU 5 (3v) o T4 X i e e S 2 1A
1) BT R R Aol B8 DL BT 3518

[0033]  #E—Ssiif y &, AR BHI S —Fl FH -0 e e AR AR e M 1 7 v, FALHE (1) %
THRIEGAIE —Fh Bl 2 Fh Ge e iR e PERRET RO 4L, Jorb ATl e e AR e MERET Y 51 40 A fE N\ e
g by (11) A BT iR — i al 22 P e o R R R IR X B R S AT B U 5 (11) BP0
TP G B AR PR T I e A AUk #% DU 5 (v) D A A ) 6 R 2H R 284, JH o o R 3 5 o
H S — k2 o e AR R 1 B DB 1 B3 BH L DR 2H AN AR e 1 o

[0034]  FE—Uesjii 7 R, AR BV SR IT A T B 32 R R B v, e i
AR CARTE AR B R62 BT 18 1) 5 14 48 e A A AR A AR R A, iRy Fnid Ja i
(1) B 5 iR AR 45 T 245 5 35 B PARPHI I 571 .

[0035]  #E—siif 5 ZH , AR BHI Je—Fh 7%, Forp BT 25 R 40 2 A B 45 DU 2 H FRDNA
DX 35k A )45 AR AL, HLH A DR () X BT I A 15 DNABE [X 35k f1 22k K 41 DNA v B gt A7 2 =
AL 23 BT L I 5 5 T I IR A B 116 35 DX ZHLDNA ST 2 v A7 A8 (1) H b X s ) 4 D3, DL R
W 55 H S5 10 2 R ZHDNASC B AR A7 AE 1 B bR X 38 DR AT b i, o prid &
SRR SRS LN FE UL H FDNASE X 45 o 75 — S St 7 6, FITad H A X 32 56 IR o ik
PRI PR — 3508 40 o 75 B AR S 5 R, B 2 R 5 5 005 A O o T8 i B ST 7 8, BT IR 05 2 0
YiE o 7F & PPt 77 S5 R, BT IR B PR J£ BRCA2 . ATMLBRCA1 .BRIP1 . CHEK2 .FANCA .HDAC2 1/ 8§
PALB2.

[0036]  ELfARSIZif 7 R M AL S 2 ANDNASCJE Fr BE R JE R 2HDNASC & , Hovb BT iR DNASC & A
B 0 — AN i T AR R HDNA By B s He A B iR 4 2 B 1 1 IX B AR 25 X
B 78 X IDNAZ X IR s Fo b Bk 9 1 X6, 15 B8 78 4 PCRY 38 1 51 iR 7 s i) 2 A% T IR
J7 5 5 TR BT IR B ot b 256055 G b BT I8 R SCZEDNA Fr B B REAE L2 5 BT IR DX R b 4
TEM) Z 82 1R 7 51 s I HLH A Bl i 0 XB 15 G B P o IR o AR RRIE 1) 2 A% P R T 911
F P BT B 5 X BB PR 25 I 25 DRI ZHLDNA B B o fE — B8 Szt 7 22 v, TR B S bR 281
AL B MRS T AR RS (UML) , FL iR UMT A Bh T % 5@ ke 56 DR ZHDNA B B o 78 HLAAR St 77 2
B iRy 38 X (K EAE 10 550 M IR 2 8] o 78 HLAR S 77 v, Frid 39 X (K 254
AR - 75 BARSEHE 77 b, T IR FE S bR 2SI K FETES 550 MZ T IR 2 18] o 75 3 L8 5 75 58
o, BT IR AR SR A K B N8 AN Z AT IR - 7E — LL St 77 o vf , UMT 548 2% 5 BT IR A ol s 25 [X A
A B AL B AR FTIR AR AR B X Y o E AR ST 7 S, BT UM 38 2% K A L 55 M IR
Z i) AL S g SR, BT IR & X A BEAE 1 S5 50 M R 2 ] o 7 — LSt 5 S8+, T
A E X B BN 10N R o 7E BAR St 7 B, Brid 2 AN 87 AN 1
1 XA A (R AR T BR T 41 o AE — BB St 7 S8, BT i bR 28 I B M R )T 41 5 B
R AL TR T 41 A AT An] e Ath 3 50 B 1 0B BE B S 2 b AR R STty R, B
A2 MR R IR AN S S T IR RE AR 2 X R AR 5l 7R AT AR S AR 2 XN IRIUMT £
WA A HAR ST T B, BT iR AT R — AN A S TR R SR X AR AR UM f%

13
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WA A — LS T R, BTl 2 T RN T I A E AR A XA YA LT IR
JFA R —A, 3F HH A 4558 7 51 o RN XA 5 45 08 15 91 0 DY AN 2 XA ) — AN
XT o FE— LS 77 R, Bk PR ZHDNA - B 2 ¢ FDNA

[0037]  FEIELESTE T S, Bk 2 AMEEE T TR RN 10 1 XA B A 1R A% T IR
7515 ik 2 A4 BB T IORE AR 2 X K B8 ML T R, Frid 2 M1
RN T ORE AR B XL B A% T IR 7 91, BT i 7 IR 7 41 5 B ik 22 AN 4 IO R b
PR AR HARAZ B R 7 AR DU R s A 2= /0 = ik 2 M s — M s 5
FIT i A A 2 DX RR AR B0 25 75 BT iR B b AR 25 [X PN O UMT 135 358 3% , FTik 22 e 1w A
T T BT IR UMT A 3G 28 I K B = AME TR , H B o] B AZ P B 7 A UM T A5 3 48 5
BT i 22 AN i 41 I RN RE S PR 22 IX O AT S B 2 AN 42 R A AN 2 R0 Al e 22 [X
VU MZE R T H B —A, I B2 8 17 91 AR i XA 5 45 78 17 510 0 DY AN e XA
— AR o £E — EE STt T S, BITIR JE LR ZHDNA Fr B A& e £DNA.

[0038]  HEsbsujifi 2 v I 2 AN R AADNASC % , HoA & 2 F — N A ST i 3 R 4 S0 %
7E— BB St 7 e, BT TR 2 2 DR 4L DNA S 26 (1) 3 [ ZHDNA ST 2 O RE R 25 X K A R
FIASE) T J& T Fnidk 22 A 25 R 4 DNA ST 2 1 At 356 DR 2 DNASC 22 (RO it i 25 IX RIS R J7 1 o 7
HARSE 7 220, JB8 T Airidk 22 A 3 IR ZLDNA SC 2 1) 925 R DNASE JE () 3 38 X A% R 17 1) 5 )
F- 22 /> 3[R ZHLDNA S P F) G Ath 355 PRI ZELDNA S P2 37 188 [X (A% R 32 #7104 T3

[0039]  JEb Sz 75 294 K — Fb FH T IC4H MIDNA (¢ £DNA) FRIDNABE [X 35 (1) 38 4% 23 BT 1 75 V2%
HALHE : (a) A AN AS SCHTIA BIDNASC % 5 (b) {iic FDNASE [ 55 4 5 P i 435 A DNASE [X 35 1) 22 4>
T ARIR A FE A, I T 75 i 46 SRR 560 55 BT IR DNABE X 3k R DNASL B R 2 TR U &
s 3 H. () BHELE BT DNASE [X 35 () ¢ FDNA - BEEAT 58 Bt A 40 H7 5 AT X TSR DNAKE [X 355
BEAT AL AT

[0040]  Eu st 7 S5 Je — Fh U 12 W B R I 52 338 o st A% o 1 5 1, L ALEE - (a)
TR 52X SRR s (b) AR DA i 7 5 JE (R 4HDNA s () A= Bl 75 22 NDNASC
JE Fr B RIDNASC J2 , 3 A BT IR DNA S P2 B A 0 R — AN B 15 >R ok DN o ) 225 DR 4L DNA
Fr BCAME 215 (d) £ ¢ EDNATSC JEE 505 S P i 455 5 DNARE [X 35k P 22 AN ol SR PR -4 Ak, MG 7 Pl
R IRARET 5 65 FriR DNABE X 38 I DNA S Fr B 2 [T U 640 5 BA I (e) i e £DNA B [ S
JI Hh 5 BT 38 A% 9 A DG 1 — N B AN S ] R AT S FE AR A, R TR — AN E A
B R R (1) — AN B2 AN I8 A 1) 4 R BRI 2 X T P 382 % s 11 3 e B TS 12
BRI 7R HLAAR ST S H S BTl 7 SRt A% 20 BT ELFEDNANI 3 DAAE B 22 /N I 7 152 B o

[0041]  ELAARSEZ 757 223 Je A B PR 20 DNA ST 26 £ 20 i b s ik ) 2L DNA - B P 4 41 A
DAARE S R E s e 74, o prid e T A M T R B S 1 X R bR 2
DX R4 5 X AIDNAZ K% FR R s S v Bk 38 X605 B8 78 24 PCRY™ 8 1 51 IR AT A i 2 4%
HIR T H1) 5 Ho o iR B i s 25 6075 G L) BT 3R U SCEDNA - B IR REAIE L G L) B 3k AR o
FRFAE B 2 AZ PR 7 51 5 5 L3 A B 8 5 DX B35 G L B R i PR R AE 1) 2 A IR 7
B, - HL A Bk i 52 [X BB Bt 422 25 ik 22 (R 41 DNA A B o 7F — S8 St 7 8 b, BT B i A
S MR 2 T AR R AT (UMT) , L FRUMT A BT 45 5 JURe 222 (R HDNA 7 B o 78 25 b S it 7 &6
o, FTIA Y 48 X 1K FETE 10 550 ME IR 2 18] o 78 FE Le s jta 77 R v, BT id 38 X (1K R25
MEFIR 1 HAR SR 7 R, iR R S AR 25 1K BE7E5 550 T IR 2 [A] o 78— L8 St 77

14
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F PR FE AR ZE N B8 ML IR o A2 FAR St 7 S8 UMTAE I 28 5 P i AR i AR 251X
FHAR B L FT IR A R 28 DX o £E B850 7 S A, BB UMTAE 1 28 I AR 1 5 5%
MR 18] o £ BARSH T SR, Pl i € X K PEAE 15 50 MZ IR 8] o ££ SRS K
Fivid £ 5E XA BE O LOMXHF IR o FE RS S 5 SR P, BT 2 M B 7 A BT R 1 1Y
I DS A R A% R 7 51

[0042]  #E— bS5 S, FriR FE AR ZE P IR M IR 3 81 5 T M % 1 AL IR e
25 P A A At A T I PP A A B O DU B D 28 /0 AR RS PRSIt T e, iR 2 A
TR AR AR S T IR AR SR DO AT B AR IR AR RS XA UM 38 25 o 75 L
PRSI TT S, ik 2 A T P IR MRS S TR FE AR ZE X AH AR I UMT &1 25
[0043]  fE— LUty S, Firid 22N 1 B RE AN R T (R E AR 2 X B DY MR
Ry A B A, I H R 45 5E e 1) i KBRS i XA 5 4 58 1 SR DY A E X AR i — A4
FET o WA ZER 75 B iR (R 1745 7 4L, He o i 2 AT 7 P IR MBI I X
HA R A% IR PP 1 5 FL BRI 1 O RE AR 28 X R BE D8 MR IR 5 e rh T IR B et A 25
IR A% IR 7 51 5 BT i 1745 1 2HL (VDB il b 288 A4 ] L b A T R P B AT OGS £ D 8 2
07 M iR 2 M TR IR NS S PTIR R fh bR A XA A8 B A TR A AR
2 DX A IR UMTAE 4G 25 , 3 mb i 22 AN 7 R IR M 321 1 B IR UM 4 45 (K B o = A
R IR A PR UMT A5 18 25 6 5 640 T RE IR F IR PP 21 7 (1 — A, I HLEL H Brid 644 W] fig
IR IR 7 51 b ik — A UM A B 25 5 il 22 T 1 IO BE P bR 28 X O, v i
ZAMEHR T IR T IR E AR RS XA DY IR P A1 R (A s IF L 45 e
B R i X A5 28 5 1 510 1) DY A DX 8 — AN XS

B3 [ 152 BB

[0044] K17 T #8 DI 2 2% (CNL) I5E FUAEZE o AN R (A7) Y27 HH AR A1 1 A R 5 B
B, AL FH B 82 3R R o BEANRE i (B1) #07E [F]— 2H 2 DR v g i i)

[0045] P27 T R ZRCNLIN E {5 5 3R sh 2% 1 1

[0046] &3/~ T @ At TC4H HIDNA (c FDNA) #EAT (19358 I PECNL I 58 B B I

[0047]  E4AZ E4ERH T Ui B S — ACAT R 1 (B14ART ] 4B) FUAC KR B 1) i 42 1 (Bl4C 2
KIAE) F B o B AAR T 8 — AR e it BB R TR SR — R T, A AE2490 T R
T FNFRZE ARG KBS ML IR (nt) FIREAN T I FR2E BH42 22 BN 4 0 17 91 R ACR
T AT BB B4DZR TSR T BN R ) Ul B PEA RE A, H H DO ZH 8mer R A
FF BN R, e B BA 604 B 02 o B ZH 604 FR 285 5 B0 DU AN 72 91 v I — A o Bl4ER
H T 4Tt AT E: 71 Ul B PEDNA T 51

[0048]  E5AZ GBI T B RTEAE i bR s N #2 SUMT A 3G 85 () A7 B AT DL IS InAdRe A A
R EME.

[0049] P 6ARIE 6B HY 1 J 7 1 % CNL Wl e 44 2 25 PR 4H SC 8 )i AR I P B 6 AR i T
10nt 4 38 7 21 Pt 4 28 B R A A B3 o () 20 B o BRI6B s Y 1 K KR R A A 2 1 1B K 2 H)
GREE PR R B

[0050] P& 747K T B CNL ST FH I DNASRIN o 7 H T 250 0 s I L 4%, L R bR P i s
(bp) FEZEMZR H o
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[0051]  [¥|8AZ EI8C/N HY 1t ek CNL 23 B il 5 1\ AN i o 0 2 1 ke R0 5 L) 0 20
Kl

[0052]  E9AZEI9B/R Hh T Log, PAE ], Ho v BoAk 2k DS ZEL R ot R ONLUL 2 1 5 16 L 10
5k 2w 22 5 B A - TP (USNP 11 70 FLos T A7 AE T A ATMOAT A BRCAZA ity o B 5 L 2% 45 SNP )
IREEALSE R

(00531 [&10AZ &I 10B7 H T Log, (PIEF , FAG 354 1 B LA A1DNAF ¢ FDNARF: i (¥ CNL I
B T B SR 2 o AL THER AISNP 1 43 Ee s 7 246 T A ATMAT A BRCA2AE: &
HH T 4 DL 2 A SNPFUIG S5 107 JE R A

[0054]  E1IAZE 11D T 458 13 F & W L AR H T ik v e 8 75 5%
c EDNAY Ak, 35 DR 20 ST , BT ik AT 2 1 7 91 g i A 5 R 4 e o i (1L 368 ) 1 30 5 0 PCRY™ 38 7
8] RE 1 2 B P BT RS 40 TR AR AT T L LB 7 5 A S SR 22 (1A 3
B R AN 51 W AR o [ 1 1o HY 7 A SR T Aol st 05 1100 7 75 PR TR 11D HY 7 ok | g R e
R 3K ST 1377, 711,020/ 1 lumina NextSeqi B (KB Bl . 98 . 5% (115 BL i i
FEH IR AE L EHE G ,20.40% 2B (77,053, 048) Y5 H Js 5 R 4H 70 % .

[0055]  [&[12A& EI12H/R HY 1R BB 1 - 3H 4 T % BRI P51

[0056]  [&13AZ EI13H/R H T R A b4 -6 i He T H L H R T

[0057] K I4AR B4R TR BT -9 AT T FZ TR T 51

[0058]  E15AF EI15H/ARH TR A 10- 12/ T SE X RR I 741

[0059]  [&|16A% & 16H7 H T 3K 13- 155 T B RR I T 41

[0060] HI7TAZEHISH /R TR B Hh16- 18 T B H IR 751 .

[0061]  [EI18AZ EI1SHR H T 3R M 19-21 i T B IR K551 o

[0062]  PEI19AZ E19H/R H 1k Hith22- 24 4 T % R IN 51 o

[0063] EH20AZE 200 /s HY T ok B h25- 273 T B BRI 7 51

[0064]  [E|21AZ% EI21H/ H T 3K E h28- 30 f54e T- BE R RR I 741

[0065]  [&|22A % EI22H R HY T R HIB31- 3242 T X H IR I 751

[0066]  E[23AZ | 23C7R Hi 1 TPH3AE Al T HE [ 5 o B 23A7R Y T i SRIREH [UBedFile 8
N o BI23B7R T 7E0FB000/ kAR 132 B 1)1 Bl A 1)/ it or 5 Ak 1) 78 5 VR 1230 H
7 CLANITPS 3BT (A (YIUCS CRE PRI RS Jié 7% o 50 J5E FHE T IX A 3 TP 344 i ) 2R 1 R )
RIS X

[0067]  [K|24AZ K240k H T 16/ KE i T e BRANERAFTPS 3110 1 JEHE F1 IH — 44 g bRy
BB o B 24K Hy 76T 16N MO A dn R “ R B R RER TR BB Jm il PR e
TP53r10_ 143 I SR 4R SR B2 B A 3R 2 H o EI24B7R 1 4T BT A 161 it 12596 4l 3R 4%
B PR MU 2 B R AT 2404 TR 24CR HY T 16K i o AR VA — Ak SR 3 B B GEESE I T
[k FHREFTPS3r 10 LIRE ShniURE 152 BE X 45+ ok EF R Shn (F) S AP S R s B/ AR5
[0068] (257 HY T AT AR 45 s TPE3ERET A AT AT 16 FF b X VA — A SRR s BT H 25— i —
BOPE, SRR 2 1A 03 P TR A o T 161 i 09— M RF L BT 0
S IRRRH A BRI “RE” 5t T ST TPS3 (BT 45 45 N I8 1 L Sk o th B P 2
P g P AT N IGIRE ok B I SRARE I T S08 H R BE IS 148 DU T BoR o
fH.
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[0069] K26 7R 1 2596 MMREF 1) 12 4 A — AL IR ERET BhRE 132 BE U150 (1A o ) — B0k
TR E SRR AR BT A SRR A R ERE o xl2 L6 AR i RN R E
[ VA — A~ 3 R 52 B IR FEE o y A o T = N AN R B URE o B A N PR 1R A — A ke 52 B
KPS o — B BB IR ET SRS B B RF YL A 75 DR 1 e B AT

[0070]  PE27ARE27CRE R T 3Kk B fid B Lot A1 55 P AR R0k B B 30 A0 21 B Jes i 2838 1Y)
cFDNARIFE 53 H - B 2TAR HE T K B {8 R Lot A A4 (1) c EDNA T 23 B o x Pl 2 B 1) ok 3 BT B
221 Yt A 1 IX 3 B — 2R 0o R R AT L 1) X AR I [R 1) — R B 4341 DL K I 1] TP5 3 4%
I GmAD X (1) — RBERED YR 7 AR I T E S5 o 30 I W %2 38 1R R 12 BT T 4
BE Nt — 25 205 1 B BERE S BEAT I3 — 4k, T LA R AT I UE (RS ZIIEREE Y
MRS B E] X 2+ [ AN BERE B AR ET YT 20 B %) o KI2TB @ R 1 X4
AR DR 7 { B 55 14 v S2 7 SR A4 D14 IR 2TCRE R 1K 1 B A1 ) AR i 26 5 ¥ ¢ £DNA
38 LR AT, o T X BR R AT AR A BE B R Al R A3 1 L ARSES (R 7 3 N TP5 338 [R5 2% )
HEHE .

[0071]  [EI287~ tH 7 A X - HERE & » 117 71 i 25 3 ¢ EDNASC 22 11 4 S DR 2 AR HE A5 1 40 BT o 8
7 I G AR SR 239 0 BRIRET TR A — AN I AU 1 o R 2 5 G AR RS R —
|8 L E R, 3 H R Z 5565 G AR PR AT T on 5 UL 0. 6T 1 2 HJE 230 B3 o iR
B, OS2 B ALAS 1 00 Y 2 M 22

[0072]  EI297R T 45 DUECTE JAG I 1R 43 AT 361 o 4 5K H 7K ZE 4K RNA027 18 (P2 L7 JE[A] A
ATM) F13K I NA09596 (P54 FE K] A BRCA2) )& K ZHDNA PL16 % 5 A\ K FINA128 78] “#5 £ x
1" FE DR ZHDNAHR , 7= A2 A 24 T8 %6 A5 A7 25k DT SR AR S5 A8 25 DRI A 2R o 7 308 ) U 32 AT CNY 43 A
G K A B DR I B AR A A BCE I R T A R B2 PR K B RIBRTP LI
HDAC2 FH T~ Lh ¢

BASiEA

[0073]  A. ML

[0074] 7% Jx BH G H A0 46 ] FH T kan 0 48 A 255 EAT 2L DNA (1 , ok H 2H 2RV R A ) Bl £DNA
(41, >R B IR ) B i PN ) R LSNP 5 A6 (RIS R 2R DU AR A B HL A st 4% A8 5
(R A AN 7325 o AR I BH I 46 W R0 7 Rl ads FH 1 DURS B 1 2o 3R R ok B AE 0
(5 4n if 80 B ¢ EDNAFR 5k LLAS I ()95 D103 57 o e i) b, AR e B I — S8 SIE Tt 7 298 ) —
Fi T ad LLR 5 20 ISk B I RE S AR DNASE X 35k (4% D10 v < i 3 AR i i Pt &
TET 4T 1) 52 R 2L DNA - BRORA) RS 22 DRI 4 DNASC 2 | FH 22 il SRR BT SRDNABE [X 35k L 73 B AL 7
FITIRDNASE [X 355 i DNASC 7 Fr B DL R Kok FIT iR DNASE [X 353k 47 5 B st 4% 43 » AT I 52 DNASE [X.
WS VLA A SCHT I B4 B2 1 S0 V48 58 IEAE I3 (1) B ADNA B B, DK BT iR A i B 22 DR 4
DNASR Y5 FREAE o

[0075] A< BH S 73 i =% R FH T J LA i S 28 1) R T 00 R S P 4 DA 9 AH &
WA v, A FE AN IR T B ZE A RN A1 I o 7E SR 2R DR 40 2, FF BRI AE T 0
SEARJE B TG40 BEDNA (¢ £DNA) 58 1 bR 32, JiJe DNA ) 5238 ' 2 B2 N DNA ) E &5 /N 35
93 o WA, 75 5= K ZHDNAN 5E FF H AR IAE$5 DI AL WT REANAFAE T2k B R i 1 = & [5] 2L DNA
) — 843 %) 5 PRI AL DNAN 5 (451 e EDNAU 5 ) H , 3 DAAST I HH 48 D3R 25 2% o 491, AN i 6
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R R AR K 2 BOC A0 MIDNAKE YR H IE 5 SRR F B AR $E DU (B 1 59 M52l 3 B X
BB R) FEREAE BB, YR E MR IDNA B 40 38 B A R S AL 2 UK, 451 QX i 1) B
5 Horp M 2R A 5 B A BADNA TR 2 %6 Y5 Mg o e 400 ) 26 BT (48] da , 7L i HH AYUBRCA L)
() — A48 DU 25 2R B R 5 = m] e 0 (1) 285 DR 4 1 B I S5 o7 225 (R A% A 1 96 o FEIX A i
N, B0 K T 2R E D ARE RS (X 43 10042 D1 (IE %) 59948 I (e & R R 2 2%) o
W, FLAA ) St T 28 2% RE B A R B 1K 7 RN AL A0 So VR DA 8 1K) 40 SR A I 4 T8 AR Ak
DATEAIR 25 A7 JL PRI 22 T BJ {8 78 ¢ EDNA RIS 00t RS % DL 5038 4k,

[0076] Dy ik BIXF X 437K, A A R AR A 1B BUAE AT R TR AN R B IR T
VT RREL R T 48 LA 25 2 e v RE T S 2 o0 B ARRAE , HLALFE (1) BS AT T3
SIMITERE ; (11) KEIMFF > FHRREF (OMID) 5 (G11) MR AR Giv) B i 2 B2 3 B
P A7, A B AT TR A DA T0

[0077] St B S BT e : ARG B4 0 A I8 S I A i N AR BT PR BE AN it [ 8
EH1ERE o R, T0URABS A i ) 97 42 Tt 2 1) A AR 4 B U 300K A7 T 1B 2 Wil ONL 237 B 75 O A
AT BE T o FEAS B v, X P PR BE 35 &) PRl I B A 4 3 AR B AR 25 b i 45 LA
FoR ) 2 AN 8 RS AN SN F T % 5 2L DR 20 1 BRI URR B b 25 17 51 () — /N UM A5 38 85 oK
SIEII, FE BTl 22 AN e An 2 H [ 8 B b A X (R 3 48 e A it A DRI 2 B e e ML ¢
F T84

[0078]  REMEF 3 THRiR AT (OMD) : AR Mo AW 1 M R i T L JRAE D fe
AR EATT AR A R 0 s AR 2 R 4H A B D 0 [ K MURR A AR S (=10,000) o
TEARSCHE S, “hnsm” SR AN B R AH v I v BC A R e 16— X0 BUA AT R, Hoos BT
S IR 1 H SSUEE DNARE D) B 67 B o 12 )BT F T X o MR B DR 28 s e, (R R A T F
Al BE R A AN F BT FIAL 5 SR, 76 5 A HT A7 3 [ 1) SO, MURe T AR 1 Bl s A
A e AR R VB 2o F F AR [ D)7 s () SE DR 28 v B (B A B mT DAAEDGE T35 A R
v P LA T 2 7 270 T 487 23 S8 e IR BT AR 1) o B0 P 42 8 5N = BE 2 A1 B 7 SR 25 1)
e, 3L R A R U0 s A [ 22 DT 26 v o B P et 5 8 MR I  FE X R G, UMD 2
I RE RS X S UM% 18 28 1 20477 AR 1 UMD AN R B0 B s 2 77 A T S 2 T
WFF IO (UMIE) , HoA B T4 72 5152 B 73 2R R TUAR 132 B sl Re e B o LR SIGTit 77 2 %5 i 2l
UM {5 38 85 T DAL 2 B Bl B 4 1R 270 D0 185 i s P AL B AR UMT &5 2

[0079] W S PR 452 « A4 1 00 200 v S5 P 2 28 3 DR A BB o R 22 50 2 v b, ] ) 4
FfIDNAEY c fDNA P& 42 75 BIR A, DR IH e o 5 K] 2 B ) i IR 44 S 2 o, o PR B A a0 072 1 A
() o N T SRR — s, FEAS R B — B8 7 T, AL IR I H 1 R0 2925 % £ 2950 % B
2 WA DR AH A N P B A 81 DR A ST PR e B

[0080] it 22 BX 55 FH A& M VE < 8, WA 250 AN [R AT 42 2H il , G o 2 v () B AN M R A
PR 2 AN RO b o [RIIE , BTl 1 42 7 4 A B R b 2B 5 iR 41 A (1) B H
Ak 7 AR AR TR AT O BITHEL ) A1 BE) o O 1 SRR — f, A — S8 S0t 7 S, i
P 28 X AEAT A oAt o] 8 B RE St bR 25 2H A 2 18] DB BE B 22, AT R D 1 13 B 6 1 3
Bt AR AR S IR 2 o A — S 5 VP, B AT 3 T 0 i R v A o XIS G A, AT
FOVFBE— 25 B ARAE SR S F b A AT RE M o 1, 7E SURH R B N2 8mer FR S H L W] BE P
IR ECN16,384,
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[0081]  7F HAASLHE 7 v, $R At 1 TSe 48 & BIAT 51 A% B IR o XM T S 45 78 1t H
TRIR AR W U, XKMEE T FE B IR (FE L2 BBl o816, 3840 i+
FRZHER) BRI A 11 P 510 5 T 555 FLAURE: it 1 A LA s o 1 A 1 4
TP I ARSI AR N GURE AR B0 T 742 7 S A% P IR 0] B8 AN R T e 48 7 13t i 2
H W B T4 S AR 2 A0/ BUMT £ 38 28 1K o

[0082]  [AIIM, FERELESIT 77 2 M4 TR & 5 41, BRIV ol A 28 RHAE AR A/ B30 B A, 2 UM T
Fr s, FLARER B e A i HL e sth % 5 B IR B o 3 55 AR Atk R S FH 1D 24 1 R BT B
B BT L, BT IR 5 G FH AL A 15 A 25 R 46 5 I ad 2 471, A FH B 0t %) 2% T A Bl 2 A%
RV Rnvr 2 =2 .

[0083]  FH Tl AAAF ity KA [FIDNA P B R S5 1 1 DL 50 A 1 i B 2k St 77 S8 7 T 3
B 24 ] 3 HH o FDNAZE FCDNASL ZE I, 1% 33 BA P2 7 1T DLk B HAD SR IR IDNA (51 40 Be A i)
4 FIDNA) — A8 FH o a3 A7~ , I BE ¢ £DNA (L ) o 42 R 2k, Ji kg AR e B 1) 228 R 241 3 e
BT (kR FE) 53 K 4HDNAZR 4, B e FDNAAR i 3 [R] 2H 52 e o FH 1R S0 RN i (14 35 [R] 2 [X 3k
(PR SRR T (R €[5 B 41 3R I AT ZHDNA B o 6 B b 25 BRI ZHDNAEAT I 1 , 13847 200408 40 A
DAXT H b R ZHDNAGE AT $5 D1 2% 5% 23 A fH / BERAIE

[0084]  BRARNrAIAH S A H 5 753 D) A A BH R LA St 777 28 1R S ks SR AR S 152 AR Y
WA 22 RIS A HAL S o AR A R EE A DNAROR it A% 27 | fo 5 22 A4
A= 22 BB BTV, O T U BRI H B R SO IR T HR v 2 076 IR R SR 15
R ERE . 2 WA U, Sambrook , 28 N\ ,Molecular Cloning:A Laboratory Manual (583
i ,2001) ;Sambrook, 2% A\ ,Molecular Cloning:A Laboratory Manual (382, 1989) ;
ManiatisZ A\ ,Molecular Cloning:A Laboratory Manual (1982) ;AusubelZ¥ A\ ,Current
Protocols in Molecular Biology (John Wiley#1Sons,200847 A ¥ #r) ;Short

Protocols in Molecular Biology:A Compendium of Methods from Current Protocols

in Molecular Biology,Greene Pub.Associates and Wiley-Interscience;Glover,DNA
Cloning:A Practical Approach,Z5IfIII% (IRL Press,Oxford, 1985) ;Anand,
Techniques for the Analysis of Complex Genomes, (Academic Press,New York,
1992) ;Transcription and Translation (B.Hames#IS.Higgins%w,1984) ;Perbal,A
Practical Guide to Molecular Cloning(1984) ;L & HarlowfliLane,Antibodies, (Cold
Spring Harbor Laboratory Press,Cold Spring Harbor,N.Y.,1998) .

[0085] B.%E X

[0086] xR 53 AhE S, A SCHT I 4 S B AR AR TE AR 2R B 5 2 i B Pl s 4 ) 3
B AN G H BT AR AR [R] 5 S R AE R W ) st AN ehoR] DA AR AR AR AL T B AR
T AL ik AL () T AR, A SR 1 H &9 7 AR R 0 e St 7 5 T
ARWIEH I, U R1EE L.

[0087]  Jf ] “— AN A M PTIR” FEAS R H TR 1 B — AN e T A (B &
= AN WEER G 28R, “— TP e B A — R e T Moot

[oo88]  FrALT5 5 (9l dn, “BL”) HA% BB AR N 248 B AT R I — AN S BUR AT &

[0089]  Rifs “FH/ 8" N E M Ny S s BT E P B — AN EAN

[0090] A ST Y, RTE “407 8 I 248 52 H8E K EEH R a0 R
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SR B VERSK AL AN ZK15%.10%.9% 8% 7% 6% 5% 4% 3% 2% &,
1% B K E B SR B G RN R E R KR AR AN ST B,
RAE L) 8 LRI E SRR O VB H SR EH o RSE RN B E R K
FEJEE+15%.+10%.+9% . +8% . 7% . +6%.+5%.+4%.+3% . +2% 8+ 1%
B JKCEEVBH SR E RS RN R E R E VI

[0091]  FEEEAULBH b, BrIE BN XA R, B AEE “B 7 (“comprise”
“comprises” M “comprising”) N B A I L B P id A5 SR T A BOP BR BT A B ZH AR
ANHEBRAT o) HoAth 25 IR 5l oo 4 50 R sl F B9 4 . 78 B St 7 R, R3E “BHE BB .
“EET R B ET R AT

[0092]  “H----- MR G BAE IR T R0E e HR 2 Ja ATATT P9 2% Rk, RS
“EH e ZH R AR A H I O A R A TR BRI 1, BN A T

[0093]  “HEA by AR ERE QR AR LS 2 5 5 ER o, IF IR FA T
oA B T A A R B F oo A4 18 S 30 BT B I AR e o DR U, RS B B
YR Feam T 9 TOAE A 06 T PR B ) 1 ) H A B Hoth oA ATk 1) . ] BAAFAE B AT BA
AAFAE X ER T E AR W B S o & 3730 .

[0094]  FEARVLHH SR 5] F “—ANSLhE 7 7\ St 7 7 L CBARSE T R M S Ty
Z7 AT F7 PN s g 57 B S AN S 7 587 B A B VR 4 B i St
77 IR BRE B RFAE 25 84 BRI A A FS AR A R B I 22D — AN St 7 S8 b o BRI, ZE AN
AH 5 H AN 1 I A A A — 8 A 1R AR R R St 77 6 o A , BARMRRAE | 2 B
R AT DUAE — AN B2 AN St 77 S b DR & 18 19 77 N & o

[0095] AR SCA L, RTE “r B HI” I X PP, BT i KAk L BE AR EA SRS
(R R SRR AS 18 (R B & 2 55 o A8 BAR S 77 b, RAE “PRAG 007 BT A7 5“0 5
)7 18] A% FH

[0096] WA SCHT A, AR “DNA” 2 Fi8 Mt SRR MR IR o 75 8- STt 77 2 7, RABDNAFE ZE K] 2
DNA . E ZHDNA | & JDNABL.cDNA . 7£ — AN S Jjti 77 58 , DNAsE $i5 2k K] ZH DNA B c DNA o 78 A4 S it
J7 & DNAG, & “HE X 45" o A3 8 F{DNA ST ZE A0 4% FHRNA (51 i RNAZR 38 S5 ) 4 2 1 3 [A]
ZHDNASE e T CDNASE JFE o 5 & Fih 52 i 5 28 v, DNASE AL 2 — AN B Z2 AN B N FIDNAFE 41 Al / 8%
PR

[0097] DR 1 “HE % [T Jo2™ R “DNAE X 380 78 A SO n] B3, 9F Ho2 F8DNAF Z1 A 1 H A
X 35 o 7 & Fh et 7 22, FERE R (R e b b AT B ) 3B 4% 0 AT o A2 LA SIS Tt 77 22, DNAE [X 35
25 DU A OGP SR TR X 3« AR AR RS BB 00 RE B AR 500 s IR s AR i & R T8 08
TS 25697 B SN 5 12 W Bl e 00 27 9 R s S A D 2 2 A s o IR AR U 2 5 BUAR B RS A
Mo 7E 53 HM B SETit 7 28, DNASE X 8 500 8 A Gy B (TR o 1 5 4% € 4R BOGEE B L (1
) B X 3, (491 4, bR L £ 44 (X 35k) AH G IRIDNAJT 411

[0098]  WIZARSCHT A, AR TE “PEEADNA” | “fiF B1JC4H BRDNA” 1 “TG4H Mg DNA” 38 5 ] E #fd FH -
H 2 FRIXFEIIDNA, & 2 41 A /R DNA | M A1 A 2 HE H DNAER & IR FE SR T 41 A R ik 1)
DNA o 1% A 1538 5 55 “YH A 35 PR 2 DNA” B “ZH BuDNA” & Bd B, 5 25 8 S S i m] B #efdi A, 3
HA2 X FE () 5= R ZHDNA (RP A% FR ) , &6 2 72 40 i N 9 H R A T8k R g i DL Ay 777
NN SE R A AT T T AR S HAR AR SRR (L4 R
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[0099] AR “S2al3E” L MAR” BB AL FE R I H AT AR 3075 e 1 2H A e il B
Y558 REE IR AT AT B4 o i 1 32 30 LG SL 50 = 4 (an/ R BR A 7 BUIK B
L 3HBW) (AN VA 2E ) PR & B (ant slfy) o 78 BAR S 7 2 b, 32l % 2 I L3
M) AEF LS T B, 2l FH R AE AN R KW, H HAEPE R St 7 B, il FH 2 A .
[0100]  4nASC R A, ARE “BLXt )7 98 TN AR 22 H IR T A 8l &5 A R 2 % 15 1R 7
H1|EIDNA DX S8 FH I, RS PN AS R 2 A% 5 R 7 51 B AL & AN [F] 2 3% 1 R JT 41 R DNA X 5 A7
TETHIE B 2 A% H 1R b o 140 , 4 SREDNA KRR 5 FF it An 25 X 45 Pk 9 5 DNA A 8 438 X FC X
M 2R BT IR R S AR 22 XY MG FR 2 A7AE T M A FIDNAZ A H IR 7 1 |

[0101]  C. 45 Ntk

[0102]  7E45Fhaiciii 77 R, $2 4L T F T DNARE [X I3 DNA 1 #8 ULE 53 it 18 5 2 o 75 e L 5 i
J7 & @I A R A R DR ZHDNA Fr BT 42 1 IR DNA ST 22 i B 1) 265 (R 4 DNA ST 2. 73 29
A DNABE [X 35 [)DNASC Bt LA SO DNARE X 383k AT 5 Bt A% 2 A R 2EAT 85 DI #fr . 08
EIEE T B @I AR AT o AV S BORBEAT 40 8, Bk 5K 58 %6 &AL DNA (f91 4, Ji&
IR | H bR X)) (AR AL B FE (AR T-DNAZEAR LSNP 5 47 i 2 Al 48 D3R
(CNV) o FE G S T Z2 R, 58 B8t A% 2o A e i I 437 sl — A i 4T

[0103]  Hr—ARDNAJUF (NGS) HE & & P 2 W N o B 56 /& RS A DNA 7 51 5E - 75 H
BUBITEOLT , X FhRE 7715 RE 08 48 2 27 DL I AT 44 1034k, Br ik AR AR 48 58 R Bi6 97 1
o B R 0 DRI DUERTH B B0E T3 AN A ) A B8 0 £E 4 R R 4V [ N R
iff 0 2 5 R 4 DL B I A b AT G ) L = At IR AR N A P2 R A I 7 8 BWIE B 13X
FhEE /T - RNAseq (RIS FINGSIEAT 2k PR 33k 73 A (I HEA) 72 53— M1, (H 55 N ZZRNA (¢DNA)
AN L R 41DNA . Samorodni tskyZE AJ Mol Diagn.20154E1 H;17 (1) :64-75Z8 AR T
YRR TR R L

[0104] AU BRRENGS VAL RE J1 47 Ji 21 HE ) A58 47 3K 77 VA (R A0 o AR ST IR 19 77 6 22 /0
Gy MR EATTEAG LA DU i 5 11 % 5 D1 5038 S P 0 A6 48

[0105]  (a) AR VEIX o3 Jhie vo [ 5 TU SR v B o 37 18 (1) J2E DR 4 DNA ST v B ING Sl 3 7= A
2N BINGS BB, TN B B & SR N R A7 5B s 17 545 B X £k
TOAEE T B T 5 AR AE o DR A3 i PCRA™ 188 48 3 fi6) 32k DRI 40 [X 38k, e DAE B i FINGS 20 H7
Hh 22 8 ) FH [R] 0 S 8 AN 5 L o U B A e B R R R s B AR A TR B -
FoT MR 4 T FR R o E (OMIE) 24 B P45 5, AN BCE 24N TUR L BOp 48 8 WU AR 1L
B UMTE 2 482K B 155 T PR 28 10 7 5145 J2 A0 I DK ZHDNA 7 471 R S A R 2B o A5 AH [RIUMTE F)
PR BB 22 AN R B 5 T N TUAR T B TUR B Bl o0 4 AE — e, FF H A TU R 12 B 5 4
R PANREMEILH T A2 I 7 HIRR N PR B B8 Mr B R 47 51)” (UGS) » Rk
FESE B AR R H B AR DNARE AR (1) B v [ o 65 58 1 43 2 T AR e B itk LA J% 2B AR 3R 1% 0k
) BN R T B ) I R e O R BT o F T AN PR A S M i B AR IR
FERE AR 25 B (M B A 15, 360155 05) o 214555/ 30 1) 256 DR 4 o 2 () R T e
ST AR FR (AR T4 AR EE 0] DAES 1D 100 AN R AL B — 62 S FH I, 78 388 R 2H S 7 A AR il ot
B i e I B S A SRR A 2R I B R e [ B 5 0 5 R [ A SR B 1 i A
R T [ [X 23 SR BB = ] B o X 43 MR v [ 5 TU AR e FE IR BE DR AR UM T i A% 0
[0106]  (b) A TG Jk PRI 4H SO P () AT e T AE AN 7= At e 1 2 1A DUV 280 ml 28 1) 1
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IR e VERE i 22 8% 5 FH o 7% DB 5 1) R 2 TR B 40 B 20 4 B8 AE BN 3 AT Ak
(A i 2H o 3K 0V B PR R 9 P 6 R S5 I PR A o — R R B A N & S T A s R 32
B ) 350 5| A (R A it v 5 DR DL B b AR A AT SI2 B b 8¢ LA M8 LU AN 5 12 I
B, FCAE 2 T I 93 1A ST A e 9 22 R - 2R 3000 s oS v T AN 5L A I PR B PR 2 o AR B T R 13X
AN ) R LR 2 AR A e LU A 56 75 7E << 2 9% IR 257 356 DRI A0 56 i ARG ) 4] b D1 3L [X]
Fo e o IR PP 3 A5 5 VRIS 15 A R B 1 7 VR AE A B B S DNASTI 5w LA I 225 4D I A s
P

[0107]  (c) AR SCAH FH 1 & A L 1) 2 A il 3R 7 V206 A0 AE B A A b = A s JE 4 — 1 “rp
2 BTE o AR T 0 MR 2 DR A0 R B E B DA T4 DU ) 5 v (AN A SCRT IR 1 J92%) A8 3|
B A5 B B8 F e F B T 06 250 S PR B3 VAR B3 v R0 R i ad it 3t SR RE ke S, th il 2 it
LB AR 1ot o 244388 B P R 1 B (P 7 152 B o O T SE AR ST R R RN 5 1, ) AL
IR R B AR R R B 3 ST A4S <LORS HR R S B SR A, I HLAL <4
13 H B S Bk SR Fr A I K] JA Ab > 90 96 ) Akl R B B B

[0108]  (d) #Bal 22 23R vk (B M EEEFIATFS52014-0274731) U A BA 5 b 3R
BN T SEAME AT R FNE T, ¥ 2 RN T ORI AR A AR T ARSI AR AR 1) X
SESRAE , BT IR 75 22 06 S FH > 90 %6 3% > 95 %6 114 52 B o T A S ok 2% 88 35H 95 9% , 6
T R B A 2R ORI KA I SRS T B A i SRASE () 2 SR AR R T

[0109]  7F —Resiifi 77 & o, KE b Ao 47 76 (DNASE [X 35, 1% TUEG@ ik 8 & 1AL S il e - 78
— by R, @I Ll AR i T AR AODNAE X 35k 42 DB IR 5 B O N DU
—ANELE AN A BDNARE X 35 1 B 3E AT bR R i DNASE X 3 175 T4

[0110]  ELAARSHE J5 527 18 B A ST A B 4B 40 A0 T 32455 7938 FH 460 0 26 (R 4 DNAAE &y
()45 DLECAR Ak, rbos o A e 28 DR H DNA R AN — 80 73 B 5 DU A, - 4514, A i 491 Gn Je 4
HIDNAFIFE & A ] BEA71E 56 35 IR g 597, B I g 98748 DLIR 25 /N 1750 % (B14n, 750 1% &
>20% (PTG Rl N ) IR S50 22 DR A3 A7 A , 3 5 0 R SNP 225 PR 73 78 (O S o7 26 (R A0 6 o
£7100% 50 % 550 %) AN[A] o« AGIBE AN GUREIA IR, A B B H-S W) J7 1538 7T T
AR T () 547, £ 45 B A% TR AR 57 (SNV) V& (Bl , 2> F- 40 Bl 3L % (bp) ) i NN R 2k
(indel) FNEEAI2H EHE, H AU RS .

01111 FERELCS 77 R, AR SCHER A B 2 G  A/ BO vE v T RERS L&A T
A/ B EE AR I L %558 USSR/ Bl d s — A B2 S DNASE X 48 DR 4k, Frik — ANl 2 A
DNASE X A7 E T/ F£120% /> F2119% D F4118% /D T L117% /b T 416% /> T4
156% /b F2114% > F413% 0 F2512% D F 24511 % > F4510% b F299% b F4)
8% /b FL7% 0 F216% D FLI5% T L4% S F 3% D TFL2% D F41% D
F£10.5% /> F£0. 2% 50T 2501 % K H R 00 2R R HDNAHR  7E — 285l 5 R
AR E T BeE & A T/ ERE A L 45 5 2R/ BidE 7R — N B AN DNAE X
3 1 #5 DB A, , BT il — AN B2 AN DNAFE X 38 /775 T-7E£90.01 % 2 £9100% . £90.01 % &4
50% FIELZ10. 1% 222920 % 115K B A i 11 2 22 K ZHDNAH

[0112]  HE RS 77 58 i B 1 B s IR SAE 2L R AR AN R — 173808, 3R A
RN B EFE DRI AN — F1 o FEATATT 25 5 10 3 IR ALDNAKE i, o TR AN Bk IR S50 B
(% E B B — e nr AR, I B AT 25 % 11 H ARDNAX 35 (6 an 2L (1)) , 5 DA 3l 1
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S A A 6T T St LAt & FR DNABE X355 (1) VA — A T 0 5 3 B BT B 22 & 3 bl e 2
SRAE i 9 BE B R BT SRR IR 2 T BRI, FF HOE BESRORFE v BURHE B = B AT b
P o P N e 2B SR A0 5 AL 5 (05 Mg Ll 5 s 5

[0113]  — il 5 5855 FE 204G Bl T 39 05 M bb 100 7 o 42 2 DR A N S BR4EH 230 Anl
FFPIREE, W2 PR

[0114]  FEEARSLHE T S, T EDNAIE AL 43 H 1) 5 VA A F < A2 ORI 3 ¢ EDNASC L Ml 2
cFDNAST PEH R AH 4 B E H 5 FF0E— AN Bl 2 A Je DR 20 B0 5 DR e AT 5 B4 70 A
[0115]  HAKRSLE 77 5875 FE B A ST IR AT AT 772 A 2H A W ml A A 3 B 2 K] 2H DNA
(151 4n 41 g 5 e £DNA) KA 250Hh 43 B A I S 12 W R/ B 3B A IR A S a8 A o i 83 4% 35 1 Bt
FERRA IR LS B T 55 5 SRUE P2 53 B 08 BR AR 07 25 DA R 2 B A AR A0, JHL w2
5 [R 4H DNA ) A= 3B B AGES 73 B H ARRRAE , B N AL 22 L RAE A% H IR A2 57 (SNV) o fE—
S st 77 S, H BRREAE 2 5 0 B0 E A O IR IB AR R AIE o 491 G, B 48 A0 PDNATRTAE i
A] BEAT7E 52 35 1 IRg 58748 , B i e 5748 DL BA J2 /N F-50 % (4, 7E0.. 1% 22 >20 % (193 [
) B &5 o7 2 DRI AFAE L 3X 5 FISNP 3k [K] 43 28 (3w 45 437 326 DR AR 38 N 20100 %
50% 8%0%) A [A]

[0116]  FERELLSL 77 R, AR SO A B LG AN/ B0 R T RERS L&A T
A/ B REART I | 25 5E SN/ AR R — A B2 AN DNABE X 18 % 9% A2 , BT ik — > 8 2 N DNA
X IAAET D TFL20% D F419% D FA18% D FL17% DT 2416% . bF 4
15% > F414% D F413% D FL412% D F24911% D FL10% D F49% 0T 4
8% /b FL7% 0 F216% D FLI5% T L4% S F 3% D FL2% D F41% D
F£10.5% /> F£0. 2% 500 F£50. 1% K H R 5 00 2L R HDNAHR o 7E — 2850l 5 B
AR E T T BeE & A T/ ERE A L 45 5 AN/ B d 7R — N B AN DNAE X
BB AL S, TR — AN B2 ASDNASE X A7 /E TAE290.01 % 2 25100% . £]0.01% 22
50% FIELZ10. 1% 22920 % 1)K B A i 11 2 252 K ZHDNAH

[0117] 1.4 DNASC %

[0118] 7R HARSLHt 7 R, AL FE I EAE 2 A 77 v 36 28 DNASC & , B 46 F — Fh i %
Fob 2K ity 45 S il A B ¢ FDNA B F B Ak 41 A J2E [X] 2H DNA DL AE il A i A8 &2 FODNA , FEK — AN el 2
AL T I 2 K 5 45 52 FRIDNA ) 4% St LA AE DNA ST 2 » 2[R 4HDNA

[0119]  7F BARSLHE 7 R, AR S5 & 1 7 iR LA W00t B v E 5 F 2 DR 2 DNAYE A 43 AT
VSR A &t oy B A 12 W RN/ B P DL AL o AR SR St T v, ar ek AR
(51 a0 A= R i AN A B0 AR 545 P ik R L DNA A a5 35 PR 2 DNA ST 26 SR 14742 LB #r o 7 3
e 57 it 7 e HR, 352 DR 4 DNA 2 1 B BTG 4H I DNA o 78 — S8 552 e 5 22, 35 PR 2H DNA 2 41 i 55 (5]
YHDNA.

[0120] ¢ Jh e st 7 28 v, FE R ZHDNA f& DAL 4R B Bl B L 2 A 3R 15, FTid L 41,
FEAR T BB H T B B 2. [0 Rl B A0 50 BR 0 42 L i
MV HM T8 N E S S FL 55 R EE LRI i ik o F B e st 7 v, 44
SURE il A2 MR B AU R PR R o E B St S, IR R e 1 P B PR B R e 1 ) 7E R
PRSIt T R, AH AR LT e 20 P P S LA e M T 4

(0121 J\ZH Hf B A 1 4 PR ) Rl 1) A5 4 2H 2 Fp i A 35k DR 2 DNA ) 7 725 2 A A3 A R0 1 5
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HAEARN 3K AR 2H 2N SRAT 2H 23 1 2% AR R ) B AR e B R sl ) o — B8 St 7 R 55 18
FI WA 2R Al A A1 B DNAYNF 75 2 41 R i ml 4 A SR A DA 2 i L Hh ) 41 DA, 491 dar il st A2
AP TT v WVRA A B B 7 A 3 2H 23R o 5 38 ek 8 0t P T 200 i 2R e 1 e 1 Bl T
T 1 ) 22 B B G 0T, A e 48] A 3k VAN I B 1 I 25 B B 1 55 25 BRRNA, 1 W iE i VS INRNase ;
DL S A5 G M 230 i 2R e 20 B8 o el P 1) 5355571 B 1 0 s B AT 77 R 4 AL DNA . DNAZfi A, 7] DLIdE
o451 R F T Bl S DA B R DU 1EAT 5 aE I R Wy - ST AR BT

[0122]  7E B4Rt 77 S8 H , MZH 2R AN/ B4 B SR 15 (1) 40 BEDNATE SR 1S A8 Bl 2% LT B/
Y AR AR SR I 1 22 (R 2 DNASC JZE 22 i A B 8] 45 B Ak o A3t 4 AR N 53 38 A A7
JUMIE & TDNA T BUAIT R , 3 B ARSI R N S BEAE R A S8 i& & T T AT
DNAI 7 (FLBLFEARAN R T3 — A7) 1 32 BRI ZHDNASC ZE 11) B 11 Fr BL A 20 I DNA T B R o -
HE S5t 7 22 25 18 2@ I A FRE A IR TV Bk B AR i B A A 2= BT ) I 7 R 0T LUK 4
FIDNA 7 B Ak st T+ A8 ST PR T 5 i R AN/ 8502 08 K FE IR 7 B

[0123] P2 ;v Bl T A dEAH AN R T~ 75 7 B U7 L 8 75 Ak BE AR B g 27 B D) o AE — L8 S
7, B DNAE IS W B BUALIEAT B Be Ak o A2 BAR S 77 S8 v, 18 3 75 22 BT YT EGE 75 Ak
P A MIDNA Fy B Ak o BAZR St 77 58 75 6 38 7 27 BT )RR P AR B2 FH T BY U 40 BEDNA) & H
PR J51% . Covaris®4¢ 4% (Woburn, MA) /& —Fft Fi] T DNABIA 9100bp-5kb bp 7 223 .
Covarisihifili& & (gTubes) , B ¥ L M AL B J96-20kb LA T-Mate-Pair 3 JF . Bioruptor®
(Denville,NJ) f&—Fft HF BUU) Gt 5 . DNARN B SR 20 4R Fy b s 26 B ) DA /D BEDNA BT ) 2
150/ ML - 1kb K & . >R HDigilab (Mar1borough,MA) fJHydroshear#] 7K 50 /7 R BIJJDNA .
Fds (Life Tech,Grand Tsland,NY) tn] HI {8 F o 46 2 U A4, AT 72 JLAD B A
R DNABT U] 100k - 3kb Fr BLo Z5 AU AN, (EIZ I 2 AT -3 BUR 264 i TH 45155 2930 %6 1Y
28 HIDNA o 7E 52 LL S it 75 58 7, 4H FDNAEE I /88 75 AL 2 B Al o

[0124]  Wfgfe v BEAL AT DLELFEAR AN PR T FH BR il 4 N DX BR g (151 aiDNase 1) b3 5 HE4r
SEHEAZ TR B AL PR  7F — S s 7 22, 41 B DNAE i e Fr Be AL 3R AT A Bk o 78 AR St
S, JE ek R BIR ) A P D) A% TR A FEKs 4 B DNA B Ak o 7E — Se St 7 R v, JE ok H R R
A% IR il b BEERE A HODNA Fr BRAL o 76 0 S5t 7 52 v i i FH % e g Ak P4 400 JDNA Bt
B 6 ST 7 22 7% 18 2K 4 R DNABY V) Rl /N v B B A 77 15 L FEDNAse 1. HESE A iR
(MBP) -T7 Endo IARFEH:SHMEAZEREE G159 E (Vvn) New England Biolabs (Ipswich,MA)
AL 2H A DL eNexterabric i AR (I11umina,San Diego,CA) . B4 5 M AZ BR B AN T7
EndofJ2H & B [FE FH DA = A8 B4 S U0 0 A0 e U110, AT A2 RO D) D ASE A i 25 8 M AL T TR
B /DA E R 1) v B o Fm i A8 FH 2% e K [ I g A 1 B 4 AUBUEEDNA L.

[0125] {27 v BAV AT L3S FH BRI — i 8 PH & 7 Ab B o AE — e S 7 S8 b, B AT ZH DNAJE
A B EAT B Bt o B STl U7 52 7% 8 2040 S BY V) B H T KRNA v B A g 2k A
ZHDNAM 73 i o A0 52 Fr B AL & 8 1 A & )8 FH B (BRElEr) #H ALDNASK 34T . v LIS
Ik 3 0 B/ 0 B S TR] R TTDNA T B R

[0126]  7E BARSCHE T A, A RE I 5 1A A& Wk v v 48 FH e 41 FaDNA (¢ £DNA) 1
5T BTV RA B B A I 12 W R0/ B I 45 DU R 4k o ¢ FDNAR K /N 43 A 3 [ R 29
150bp & £180bp 1 B - c EDNAFY 7 B AL P REAX IR W VIR / B IR AN U HE I 45 R, R H 2
IR H T ¢ EDNA PRI HE R AT SRS R IR 70 AT () 9 R B o 43 B ¢ EDNAR 3 — ANk ke & AE i
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W A S, 291590 Bh o AN A5 B S AT AT 2 B I 20 O, AR R W 358 49 1 2% FE Bl ¢ FDNA ) 43
HT AT VAR TEAS” I HLAE 2 57 A= A P2 1 S e

[0127]  gbAk, T cEDNARAEAE T4 H P, 3 H T DAL IS E A BR T A= Pt AR AN A R b
(VR 2 G0 SR IR R AT, AN 32 PR H0 8T — AR 5 20 A () 300 A B | (B 2 30 A 0 T 1)
HA) .

[0128] {7 BARSEHE /7 %t M43 55 ¢ FDNA PR 253 SR U5 (1 A2 DR A4S 1 6 B P49 16, 365
{15 N 1 s o 187 1116 1 R N Y 1 < R o Y B L R L B O
HARSIHE 77 S, AR A R B 2%

[0129]  7F sty R, B RO FR AR R N 53 B i) Hofh 75 vk vl B T B B A2k
AW R BN S AT SR AR () RT3 A2 5 1 2R A 497 il 3ok 4 VR R/ B S I B R (AR FR
FEDTAEGTABNS 4 FH &5 T~ i 57 P 1 T At 25 A 57 X B 25 5 775K 43 BS ¢ £DNA

[0130] (&) A iR ¥ B & A cFDNA

[0131]  7F HAKSii 7y 2= vh , A a3 DR 4 DNA SE JZE 045 40 55 1 ¢ FDNA B Fr B A 20 I DNA [ &
Ui & o B AL I ¢ EDNABY 2 B DNA FH A i 45 5 A B DL AR i B A P 57 - R i B3 - R
HH i PR R i 12 B2 1 ¢ £DNA o 7E — B8 St 75 8 1, a0 R o 2 52 g o] DA 7= AR o 7E — SR St 7 8
H, RS K (1) c FDNAB AT HEDNA & A P uify 76— S8 Sl 77 S+, KR8 & 14 i DNAEK ¢ FDNA
e Kb B s A T g o £E S S 7 SR, R 9 2 5 1) ¢ EDNA B AH DA [ ~F- i 4 13k — A2 12 A
PAE A B B o SR HH iy o £E — LS St 7 e, B ST i R R i 42 B2 1) ¢ EDNABY 2 FRDNA ]
Wt — 25 A FE DLS A IR ng (A) /b s i (T) 28 H i o 75 — S8 St 5 S8 P, & T 3 ) A o
1& 52147 ¢ FDNABR AN B DNA R 57 33t — 0 Ab B2 DL 5 A5 1E S B35 o) 92 i P B P M4 (A) /i i e
WE (T) 58 HHuity o 75— L5t 77 R, AR08 & 1 ¢ CDNA SR 40 A DNA LA JEAEAR AL 1137 5% iy«
7E—Be S 5 R rh , R A5 5 K c FDNABL A HDNAE Ab F3 DL A 3 5 Hh 3 o 7 — L6 S 5 %8
SR 3 & 52 11 ¢ PDNA BT MU DNA FH K i 4% A2 g (TdT) B DL A3 98 Hh Uity o 75— LS it 7y 58
BT DL T TR MG R 3 o AE — S8 S 77 S8 o, s ad ik A A 2 60 1 PR o iy (41 Gl P
Sau3A%E) IIER /T84 » K A S 5 52 1 ¢ EDNABR 20 SEDNAKL FE B &5 A 5 H i

[0132]  (b) BFH4 T4 7 I 2 K& & c £DNA

[0133]  7F EAKRSLHE 77 R, 25 e FDNASC BB 54 — A a2 M H: T It 2 R umig B 1)
cFDNAF) 75 % o A% K BH 43 M 25 F& 1 fr i T8k, FLA v A 7E o EDNASC 2 AR 245 4 K i 2 1A
o 2 AT T A IC B RN B e FDNASC B HR AP AE B IR S s 8 E L F HE i il
B B SN FH T 45 7 3 0 AR 1R N 1 R R

[0134]  GnASCHT A, ARAE “fE 477 A0 M4 R o] I A, 9 B R fe & 20 = Hh
T A% AT IR - 97 3 X B A 2 X RN 58 X o FE B AR St 7 b B TR S X R
i A DX A 58 X o fE — L850t 7 R, A4 I8 B B MRE 2 AR IR A (UMD o 76 BAR S it
TREB FHETFAE DT I X A MRS X AN E AU/ B A
B AN X o AE— LS 7 R AT UUNG B3 BT S 1 X R AR A X UMT
FIVEG 58 X o 7 HAR SN 7 220, A7 T UANG B3 FUI 70 &3 B X RE AR 25 X UM AT 4
SE X o PE RSt 7 e, UMTA 60 B 7ERE AR 22 X Y, FF FLAE 31 AANG 23" (7 2
P X B HRE AR 2/ UMT X RN 72 [X

[0135]  GnA SR, ARAE “P 3 X" R AR 740 T 0o fF , HA & Re % 78 UPCRY 34 11 5
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PNV s ) 2 R R B o A AR SE 5 S AT TS I X, e AT AR AL
DNASZ %% ¥ 8. 51 )3 58 1) — A B A 51 VIR 7 91 o £ SRS U5 S8, 9 X 5 2 AT 41
DNASZ P (¥ 50 51 M09 36 00— A P A s =AU A A A B S U A EE 2
B YRR

[0136]  f£ ULy A, I XK AR L5 550 MA T IR Z 17 10 545 MZ IR 2
18]\ 15 540 MZ H R 2 18] 820 5 30 ML H R L I8 o 7E — LE S 77 S 7 XN 10 ML H
B IIMZ IR 12 R VI3 R AR R 16 M IR 16 M R L LT
R L1 18R L9 AF IR 20/ MR IR 2 LM R 22 MZ R 23 M IR S 241 1%
FFER 25 ML TR 26 MAZ TR IR 2T ML TR IR \ 28 ML TR IR 20 M IR L 30 MZ TR L 3114
HER 32MZH IR 33MZ IR 3 AMZ R 35 MZ R V36 MZH IR 3T ME IR L 38 /M4
R 39 ML IR B A0 ML T IREUE 2 o £ FAR SR 5 S8, Frid 3 38 X (K B o 25 M A%
Mo

[0137]  YnARSTAT A, ARHE “Ff i AR AR R S bR 25 X7 AT LA L OF AR T 10T
{4 Fridk To A0 75 U 3t 36 52 R RE DNA BE DL AT AR Y E BORE i B 2 X PR P 91

[0138] 7R RELESH Jy S8, R AR 2R X I B AR 3 5 50 X IR 2 7]\ 3 5 25 M IR 2
(A E05 5 15 ML TR R Z 1A o £5 - LE ST SR, FE A bR 2 XK B A 3 ML IR A ML TR
SAMLHIR 6 ML H IR T MEE R S ME IR O ML IR LI 0OME IR L L MZHTR L 12
MMEHRR I3 ZH IR AMZH R IS MEE R 16 MR T ML HIR I8 ML R 19
MEHRR 20 MM H R £ o

[0139]  FERELESLH 7 R, 73 T A ST UMIAE B 2%, JL A UMT (5 88 28 i K B R 2 b1 2 /b
2. &B/b3 B4 5 BAD6 BT B8 BEADIHEDIONMLTR.

(01401 R BU Sl J7 58 r, UMT AP 38 2 O B A% IR 7 B T DA 35 IR | K MG | ff
I B PR AT Fob o DRI B, SRS 5 S, A B SR EF IR X UMT 3 15 5% 7T DA
AN FT R FOAZ R AU s AT 7F B STty S UM A 380 95 1 K By — A
B LA DU AN AT R 51 R B — A o 78— SRS 7 S, UM 5% () I BN AL TP I T
HAE AN FU Ao fE 0 S 7 S, UMT A 85 A BN = ME IO E AL
WA T REF I ) A AL LU T S, UMTAE 3 25 B K O UM PR A &
2561 A BEFP A1 Hh B — A o fE — LS T7 S b, IMT A5 S8 O K BN ME BRI A S,
024 AT BEFP A1 v B — A o E — L ST S8 o, UMT (5 88 8 O BN S IMZ B R IF H B 84,
0964~ T g F 51 o ARy — A o 75— e Sl U7 S8 o, UMTAS 3 23 (K K BEN BN IF IR O HL 5 16,
384T BE 51 T B — A o 72— BB S 7 S, UMT A 5% RO B R )\ AL TP IR O HL A 3565,
53364 FI BE FF A1 v ) — AN o FE — e St Uy S, UMT A5 88 25 1 K R LA RO F L &
262, 144 AT BEFP A P ) — A o A2 — 285 7 S8 UMT A% 1 48 O A B AN B 2 %
M A 1,048, 5768 Z ARl e A1 ) — A

(01411 e FARSIE 7 S8 v, M4 700 35 UMT A5 489 25 , JFC o UM% 539 25 15 1 it b 25 X AH 4T B
BEAERERARRE XA (BIBA) o 5 R it bR A 48 0B 15 AR A PR 25 PN IRUMT A 16 25 1) i 3 4
177 AE B 5B R o 7R BBBH , 2Rt T 8-mer B i AR A X, H HA A AT A UMT (5 48 2 (Tl # A
JEHRAT) BT R S bR Y AIUMT (538 8% (R IRI7AT) o AE —Sesi )y S b 2R TR 8 K
AINAKZHE R BORE SRS A BN = MZ B BRI UMT {538 &% , JF HLAEL 564w REF 41 1Y
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— A, FF H I AR UMT RS 38 28 5 0 b 25 XA AR B B 7EFF M AR 22 X I o 7E — L8 St 7 S8
FH IR I A A K e B Tt i 2 R R A B BRI 55— i o

[0142]  7EBARSTHE T S, A TR AL & — AN B AN 7 91 AR SCRT A, “Hi e X7
2 P A7 v B, I BRI S A A X TR A LT IR T 51 o 7F — LSt 7
ZErp Al E XCEL B DU =AM : (1) BN E 7 212 A B 2 /N4 8 T 81 B SRR I — 351
53 FIT IR 52 7 51 H [ 3 7 A P8 AN A7 55 A8 1 DG /S BT 56 (P DNABES Hh (1) B — A 5 1% — 45 AiE
CP AT I 2 7%) v F T 78 BLAR S 5 58 AR s i 5 152 B Hh A IR R BB R A 5 (2) A4
SE - H A ER VO AN 0] B B3 A B4 7 A A 5 - L 3K TP A B 366 Aol 4 1) 3 6 AR [R) 5 H PR A+ C R
FHIFIEE BIGHT s A HH PR ANBRIEE T B I i 08 7 41 B AR T 4l 08 7 90 5 5 A5 M T L v g
P, TR BELAG IE 5 (O fET 4% 7 Dhse s LA (3) BN AN e 7 41 b AH R4 B A+CERGHTZH A% »
FIT AR 8 7 515 DY A — 2 rp A S LA s e e 91 LA DR SSORH [R) P e e UL P58 AR XU A
[0143]  7E—esjii 7 R, 4l € 7 I K FEAE 1 550X 1 IR 2 [A] o 7 — L850t 7 S8
58 FE A B K AR 4 5 40N R 2 8] o 7E SR BB St 6 b, BT id il e X K AES 5254
IR 8] o 7E B ARSI 7 E i X K A 2B DA R B D6 ML H R 2 /084S
B 2D 10ME R 2D 12T V2D 14N IR IR D 16 4ME TR - 76 HAR 5K
fiti 77 Erh , BT X K BN L0 IR -

[0144] 75 HARSTH 7 E 9, B2 BR AL HE R fir e T IS B 2 / 3% 482 22 R i 2 52 1) ¢ FDNA B
Y1 I DNA DA AE B “Bric 1 35 IR 4L DNA ST 8 o 78 — S8 Szt 5 S rp, (i FH A iR /7 — 18
St 7 G A A S AN DU B AN R T R 7R — STl s R W A AR R R A
[ FET B AR BB 28 B IR R i 12 2 TRIDNA 1) 45 iy

[0145]  7E—dLsijifi )y R H , K 2 AN 91 Fh IS B 42 22 R o 1% 52 %) 40 i B8 G 4 ff 26 R 4
DNAF Bt « Z M8 7 I — N AT LB & F T o CDNABAH BDNASC FE 947 38 1) — AN a2 A
P14 X« T CDNABRAH o Ji K 4L DNA B B 1) 465 7 AR ORE it 1 65 58 I — AN B AN AR 25
X LA & B FDNA 3 1) — AN B2 A 7 571

[0146]  7E—usji Fy S Hb , B 2 A4 TP S P22 28 5 o () R B 2 5 1 400 i B TG 40 o
PRI ZHDNA B B, BT 2 M 74 B 3 BoAA AE R E B 7 4 I 351X

[0147]  FERELESE 5 22, ok B R A 3 DR ZHDNA 5 005 1 S AR 25 7 81 1 2 A 2 1 B
Fz ) i B AR 25 7 51 A AN [R) T B 42 2k 1 A ARE b 1 25k R 4L DNA B A 487 42 - P O A
AR A X () HoAth 7 51

[0148]  7EEARSTHE T S, 2B Fh S 42 22 K B R o 1 A g 85 552 1100 40 ok 8 T 4
FERHEDNAF B FEEFTR 2 M E T AR BE S EA U FTH— MR MM EX 525
10,000 MZF IR 7 5 2 T8l ) — MZEH R 7 51 IE5 55, 000/ MZF IR 7 51 2 8] ) — MZ R
A #E25 51, 000 1% B R 7 21 2 18] (1) — M ZEH R 7 51 AE50-5 500/ M % H 1R 7 51 Z [A] I
— MEEF T 51 AE100 5400 ME IR ST 51 2 18] () — MZ BT 41 B AE 2005 300 M H IR
JF B Z 81— AN BT 5] o AE — S8 St 77 S, AN HE 7 BIRE i bR 2 IX (K B R8N 1%
TR, I B iR 2 M8 7 R AR AR 2 X AL & 240 ME H IR 7 H1H T — 1.

[0149]  FEBEEESTE 7 S Hb, B 2 A4 T PSS 422 22 5K B 1 o I R i 12 2 1) 40 e B 5 48
Ju 25 PR ZHDNA B, 9 HUFTIR 22 /M8 7 (AR b 25 X VB 5 U RH BE B A IR AR 221,203 4 B8R
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TAMRET R 7 51 o 72 HLARSE i 77 S v, BT DA FE B 2.

[0150] 7% H AR 75 58 , Bt 2 22 5 1) 35 [RI 4LDNA B BB 22 AN 7 42 7 IO RE A AR 281X 11
K NBAMZ R , 71 H AL B0 I BE 25 1% L AR 22 21K 240 MZ R P 51 R I — Ao

[0151] 7R L Le s 75 22 H , 1 b 2 X FH T %5 e Bl 28 [RI HDNA B DA B T 46 5 B
FE it B 35 R 25 S P26 SR 49 20, 244 P2 22 o 1) 22 M B 1 O RE i b 25 L 240 1T BT
B — AN, BN RE S T N LA 240 AT BEARZE ) — AN, R AN RE SR — 4
240N BRZE 5 IX BE AR 25 5T ] LAt i A 8 0 00 B 9 B85 0 — (RROWR G 75 B /MR AR ALk
— PR BT O 7 — ) o IX e R AR 2 F T MOZE R 2 RE P, DRI AT TR 78 24 7 B bR
25, BV T % e LRI ZHDNA F B o 1 HE— D38 0 o] 68 15 Z1BR 2 10 22 BE 4, v DAVR UM £33
P&, BT DUERUMT A5 38 385 0 2800, 8 ] 3N 1 64 Fh ] A 2H 4 2HL A 1 3 AZ T I8 1 7 432
T X8 Boh, 2 EET AT UES 2T — AN P8 . Bl a0, 2 A 1] L& [ i ff
FH AN AN [ (P34 7 1 1) o FE A ot i 52 FH 3 1) 2 ] ARl FH X e 5 I3 271 SR R B i

[0152] 47 1 58 — A4 1 (BIAARTEI4B) 5 A4 BR (M #r#1 (B 4C R E4E) 22 8]
HF 1 LA o PR AA R 4B HE T 28 — AR M i T 1081 1, LA P S 40nt 5 H B & HUKIPCRY ™ 3 /77
G 7 B AR 2 FORE i A 2 2H B o 31X B, 5 R 8 2 172 1) (7 B A 28) 485 , BT [ 58 )32 B A7 1E
T F T MRE i A BRDNASC 8 1 BTG fg 1 b ol i Bk R TRN G R 8] (FF B A 250 ) 2% 5 B
BRI R B o B ACE EAETR 1 SR E AR Ik BA I 7 2 1 1 U BR PR A9 1 o B 1 U B PR A 4 1
KB RAT LR, I BLF SR 2 51 bR 22 4 & AFAE I 3nt 7 51, BPUMT A5 14 25,
H 3R EE 648 T] g 2 A 2 A 10Nt 5 7 41 2 DU AN AS ] AR AR 57 72 8 R A — A

[0153] Rtk , 76 B6 B M4 7 (22 0L RI4CE BI4E) th , 5 B ANRE S 4H A8 IR A e T2y
240MRE SRS 17 A, FnT DA 7 BODY 2R b 25 )7 91, B3 2H 60 B 6 0 Pl AR 2 (R R A% R R
— 4 :AC.THIG) o (R I, BELL 60 FR BT X0 DU A 58 57 41 H ) — A2 e e M 1 o S SR L
B ANRE 0T LA 240 %0 0T BEAE S bR S TC B I — ANt s B HD, fEIX A B LR 240 MRE S bR 2%
FF B0 73 PG ZH60N 7 21, He B 2H 10 SRR 58 I 4 € X o BRI, 5 i IDAMGE ok B\
HERFE AR 210 P BUAE B W R AH S 8 2 7 9045 B o e A, B2 B N 3 51 A Aor B A2 3] o2
(147, DR SH A ot s 28 AR A 7 7 41 0 20 O 5 B P LA [ e o B, DA 0 5 i e AR DA R
WE2%5 R o AL, AL UMT A5 3 250 17 S FR 25 2 M AN 24 038 il 22240 X 64 =15, 360Fh 7] 52 (1) 7
HIFRZE

[0154]  ARSCH B —ANEL 2 AN 821 1) B 82 ] DLE Ik AR A 3 3 5 R N B 8 60 1 7 ¥
AT o AE AR S 7 S v, W A S0 R I — N B2 A M 4 1 B 4 2 A0 P o 1 R i 2 5 119
CFDNA o 7E FE LS it 77 &, W A SRR — AN B2 M2 7 I 2 oK 0 /2 2 I £DNA,, BT il
cFDNAEL &3 & T B B 2 07 V2 10 T A o o 7R R L8 ST 5 R AR, W AR SRR — AN B2 A
B r I 2537 5% oK o & 52 I ¢ £DNA.

[0155]  #E—&Lsiif /5 &7 , 4 JE DR ZHDNA F B Bt 82 2 2 M B 7 B 5K K i /2 &2 16 ¢ £DNA
AN ADNA Fr BE B2 2 & 2 /b — 3 4l e X I SR AZ B R 1) 20 3R o AE — L8 St 7 R, B
TR & A A E X AL BAR S 7 B, BT RS SEB AR L 15 SRR 1L
22 (YT DNASSURE 7 , L m T 38 FC AP A B 3 o 7 37 iy (1) A 2 A i 7 0 BEL L b B2, I HL
FIT 3 Bt B2 Bt 22 22 P 3 25 DRI ZHDNA v Bt o 7 R e St 7 S8, 5 &8 /b — 840 il e X B B2 1
DNA v Bt B 5 5 w4 KA 82 7 15 51 IDNAZE A% 7 IR OR /K o 7 BAR St 7 b, W — Fhal 2
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Fh 2 A% BRI  — Foh 5 22 FPDNAE $2 [ A1 / 8L — Foh 5 22 FRDNA SR & BV I 28 4 A 4 K A7 42
T 5 51 (/) 2[R 41DNA B Bo FIDNASEAZ R v o 7F — SRSt 77 b, 2 AL TR IS /2 TA 2 1%
PR A o £ — BB St 7 28 R, DNAE 25 /2 Taq DNATE 12 . 76 S0 52t 7 &, DNAR A i 2
Taq2R & W . 76 BARSLif 7 P, DNAR A 2 & KBst B A -

[0156]  KE6/R T 2 AT I 2B E IDNA T B3 i i BHYE 7 vk R 56— 2P
B4 E A I R IR AL B3 S o (D R AR, Al 43 R DNAIURE A , Forp AN
RS BRI AL 0 “PH 4R BE” 5 76 F037 I id it A 2 S A BHL LB B2 040 )\ A% 1 IR “TC AR A4 5™ X
BEAK, o Bl OURE A TE T R 1k, / 5 DA ity 2~ it 1D DRI T DA B B2 2 P R R RV R B 7R R — 2B
IR, K g b o B AT B T R A 1K) B A T R T 3B K E UG € 7 5 - T4 2 M BRI  Taq
DNAE R AN A=K Bs t B A B I 4 G4 F Qoih T TRk BT s 48 IS B2 I X AL T IR , T @
IEDNASRE A 78 i 0 b ZEAR W46 56 %8 13 51 LA 56 i A K A 82 7 ) 41 o ol DA FH A 3R] A0 A2y
S KA T A B DR A A BRI5 Si

[0157]  2.DNASC Y 14

[0158] 7R HARSLHE F5 Ze H , A8 3035 FE B I8 A% A 7 1k B 4 225 DR 4 DNA ST 2 (491 2 441 g DNA
SCEE B FDNAST ) B4 38 , DAA= S(DNA e [ S 22 BDNA 5 114 32 8 , 451 2 ¢ £DNA e i S 2 B
cFDNATE [ [ SC 2 , BY 34 4 B DNA b B SC J2 B AH BRDNA B B 1 SC 28  DNASC PE IR RN 4 L 8
Bt 42 22 R i 52 IDNA v B & o (e 82 7, FE H M T B & — AN B AT I X AR —
SO STt 77 SR, WA [ R A 4 1 B 42 2 oK I A2 B 1 ¢ EDNA B AN 8] 3 o 78 B AR STt 7 22, 4%
AN 5] 0 ey 4 B 42 28 R o 2 S5 14 4 B DNA 1) A (7] 3

[0159]  7E—esiji 7 S Hb , A [ (1) 7682 1 P42 2 DNA Fr B 9 o o A I ) P72 1 P2 &
R v & 52 [FIDNA [ R St 70 VK FH BN 51905 51 IPCRY™ 3 o 78 B AR S it 7 R b, A B 7 B 42
(1) ¢ FDNASE J2E 1) — B 4044 A5 F R FH B2 5107 51 3K Bh A 38 AR #EPCREZ AR AT 14 o £ — A
SEH T R AN T PN L1 25 ME AT IR , AT IR O AR AR v B8 T3 5 264 R 7T Tm=55"C o
[0160]  7F EL RSt 7 S rh , B2 o F 4] 46 35 DR 4 DNA ST 2 (451 4 41 B DNA SC 22 8% ¢ FDNASC )
B o 38 B IDNATE B, IX R 10, 000F5 B4 3G o 47 38 7= 1 & m] LAgE FH AR Siidsk 0 1
J7VEIE, 1 n7EQubit 2. 08 Nanodrop i 28 I 5 &R .

[0161] 3.9 R H A Y= H

[0162]  7E &S 7 S+, Jk (K 4 DNA 383 4% 43 B 75 12 A 475 00 7 DNA e o S 2 5k PRI 4 4
EECH A ST, AR BRI A Y& IR S P R T E A SCHER
HEYFN T V38 B (1) B BP0 B 0% 1R e R RS LIRS I AT 23 B 5 L T 38 A 9% AR B
WAL T HI 22 57 o N 1 FEIBRE b Al by e 00 v SR AP A, e e 0 = S P HR A7 A 1 2
PRI 0 2 5 1 40 B SR B AR b R AEAE A R A X 7 Z A E o 9 T 8 R,
AT B AN i SRR R A M B HE S

[0163] &[R4 2 & f % B ] LATE EAT W J5 38 ik g PCRIN 5 Bl ok £ FH 0 T AE WM B 2
FITHBOR I 5E « 78I AR FE i 1O L 2R R, JE (R 41 24 8 (1) g PRI 22 FH /EDNASC & (451 e £DNA
LB EE R ZHDNASC ) IRIQC 3R o 1% 0 BRAE T 41 40 Bt Z BT L 1 N e R 08 P A EE A
FH H AVF BT R HEBRFE i, 25 2R A2 120 R . IRIDNA B B SC 22 5k = P 75 1) 225 (R 40 24 R
o i 2%, BT A ME B AR R 4 2 2 vl 4 5 A 45 5 DNA b [ ST 28 ) i [R] 2H 24
&, PR I s I e R R AR IR v
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[0164] 245 qPCRIN E FI G T THE0I 5 M Z A B4 10 AH OGP o 7E DU 7 AR BE 48 7R DNA 7 B
SCFE R R AR B RIS DL R, R B8 75 2 5 7 AL BEDNA v B SC AN/ sl B m sl e

[0165]  7E—ANSziiti )7 22, 4 FH 5E F:PCR (qPCR) I 52 Sk il & 41 BuDNA BK ¢ £DNA 7 [ S ¢
) DR 21 24 B 77 ELAA St 7 S8, 168 FH 2 2Rk R ) s v S SR A s b oA i 28, 7 ELRE Sk B
qPCRIU & 1) I = AL & 2159 2 bR A 28, - B BT IR L& 4E T tH 2 R 20 Y = E . A K
BN C A 46 — A~ 15 5 (R A Hp i 3 R 20 R e Mt 2 52 1) 51 4 (Bl an B8 55 41)) A o —
ANES TR S A AL S 5 ST E R 1 oPCRIN T 5 AN A3 F M4 14 55 1 5
W) (A1 T c EDNA T BE R P Bity) 19 7 VAR LG, 5 31 1 JE DR AH S g s Al i 2 T EH A 1
DN 7 P P 2R DR 4 2 o ) 4 E PRt 1 BE — S0 SCRE () 1 g LA R AR e as AT H 2 R 2 Y =
(¥ aPCRAG T 5 A= W15 B 2= T B AR 25 2 = 2 B B 4 R BB X

[0166] 3 FH T A S0 FE 1) 3 1 5 42 110 36 DRI 4 24 5000 o 1 o & 00 0 O k49 1 0 (AN R
T HECAZ o E (SINE) , Bl anATuE & s KR % ot (LINE) , I 40LINEL\LINE2 . LINE3; 3§
PREEAG oM, Gl R ES (STR) , # 57 FIEE (SSR) 5 LA LML) Z i =S
(MIR) »

[0167]  FE—/NSEfti 7 E, frid EE ZAIuE S .

[0168] 4.5 Bt L /4T

[0169]  7E&-Fh st 77 Z& 7 , FH -3 DX ZELDNA (51 G 32 K] 2H 401 i 58 e £DNA) [R5 A% 43 BT 1) 7 92
B FEDNASL J2E 7 e 1 — AN B 22 A I 256 AT (1) 5 3 A% 0 AT o 8 AR A L FE DL R D IR
) — A B 22 AN B0 - A7 R I R R PRI DINA B 98 5 0 0% (10 B0 1 e K1 0 P 84 5 477 84 1)
Foti RS ) 2 DR JRR AT I T 5 LR A T P B s B (R AR 015 S22 43T o AR ST AT » AR “DNA
S e R FEDNASC A Fr B, A AT TR 3 R L DNA F B 41 & 7 AR JUARFDNAFE 51 (51
AJ BLIX 51T 55 —NDNASC JZE 50 [ FRIDNAFE #1)) o

[0170]  (a) ffi SR HIIE [A] )i

(01711 A BHH 4> M5 B8 T i SRR B, M B A IR R O IRET B 8 A m] S 1
1 f5e /MU AL 7550 /INDNA Jr B 1 5k PR ZH DNA SC 2 (497 2t e £DNA b SC ) Hh I Je A5 B 91 AL e
WA SCHT T TSR IRER B R IR R E R ] T Ad FH , I LR 3880 & i R IRET 3 S A0
P AN 2 IR - 75 ARSI 7 2 rp , il SR EREF B 7 B B L3 7 78 24 — N Bl 2 AN 5 5
VI 5145 A7

[0172]  FEEARSTHE T S, SRR B A B IR IR S WA SCRT A, “FiRERED 2 Fa Rt
% 15 K5 57 1 DNASE [X 350 % 58 1 X 380 o 7F — £E STt 7 S b, il 3R AR 4 5 HH 41 BDNAKS 2 1) 2k [A]
YHDNASE i — e A FH o 72 ARSIt 7 E 7, Sl 3R AR ST 55l ¢ PDNARA) g2 119 32 [5] 2H DNA S o — e
o K1 A ¢ EDNA P 33 K /N 9 25150 2 25 170bp JF Ho & v Bo 14, i DA 28 52 it U5 58 il
T B AL 2% FE P LG ) RN T 3 0, 4 Al FH v 5 S AR R R ) 4 SRR R0 1) H ARDNABE [X
1. 7F — St 77 R, F R AT BE S 5 LAY ST B FE A AR TE T Gt Rk [X B [FDNARE [X 5k
HAT o — HHIXFE A SRR ET 72 A SCHRRR A “Ge i fa e YEERED et Fa e PEEREN H 190
7] 4 35 [R5 L 1R 9 D0 55, DASR L e e DL (497 o, G Cu A i 1) 11 4 S R 4L 22
[0173] {5 ) vy 2 4l SRR A 10— AR 1) D0 o e T 8 P AR o 10 0 R 8% 4 3R
PREY 0, 76 W Tl SRR T B 38 HEBR TU AR T 41 1 X 38 B8 7 H AR vt i 22 2 s M 22 1) [X
AR, AR BN ©L& R I SRR AT BT RN Bk = R 6 1 B A AN S M R 1 B o A U
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TR AR A7 B L A B (AR AT SR AL P AL PP S5 K 5 s AR 2 [ P BE AT AN R AR (1352
Bualigh s o BB ge— 1 A B R Ee B, A D Hil Ao s A, S R TR BRI = U AR R
RRAMEE 1B R 1k BERL 2 AU IR IR ET

[0174]  #E HARSCHE 7 S8, #EIX 88 2 A il SRR EHBE 1R, AR A 1 B 22 A R AR
R Oy S AL X ERAE D 10 MZ IR A AEA L 15 M IR N EI 20 F R A (AEAR L
25N LT RR N EAR BE30M X IR N FEAB UL 35N X R N W TEARE BEA0M X IR N L FE A Ut
ASA LR A BAE AR I 50 A% HF IR BB 22 M HF IR P9 LA S AE i AT v TR IR A P R K S5 P 4

I
= o

[0175] 7 — NSt 7 = il SR NI 25/ M IR 2026 MZ IR L Z12T N T 1R L 24
28 MR L1290 IR L1 30 MM TR Q13 1M AT R 132 M R A L33 M R
LA R I35 M EH R 2936 M IR « 23T ME IR « 2938 MZ IR - 2939 MM% H
R ZIA0 N IR LA Z TR Q142 N IR L1 43N IR « LV AN AT TR Bk 21451 %
HIR

[0176]  #F—ANSEHti T, T AR AT LI 100MEE R L Z1200/ M R 21300 % 1R
21400 MZ H IR L) 100 MZ EH IR o 78 55— N SEt 77 9, /i 3R A A 100 M X H IR 24
500 ML TR 21200 M T R £ Z1500 ML H IR 21300 ML H IR 2 29500 MZ H IR 8L 29400
AT R 22 2500 A% T BR B AT A HH [H] 3

[0177]  7EHARSEHE 7 S, i SRR ET MO0 ML IR o 76 5 — Fh it 75 b, il SR IR S A
L/NF60MZ TR , {5 55 58 1) A [F] DNABE [X 35 1604 1% IR F AR AT AH LE , T LE st AH 24
b BV G b A o AR RN St T R SRR E A0 LR -

[0178]  FEIEEESTE 7 SR, i RIRE R & B 7 4 - in A ST RS “ R 7 17 2 Fa 4l
SRIREM 5 Uiy 1) 2 A% P R , 6 AR AR St 7 58 AR ] 78 24 51 W 46 6 A i o 78 BAR S it
S, M 5 e & R IX 1 51 s &7 i

[0179] 7 BARSZi 7 R, B P HIAZI5 2 2100 MZ IR L1102 41 100MEZH TR 415 &
LI R LI5 B LI50MEE R A5 B L1 25 M IR 215 B L4120 MBS o 78 F- b sk
it 5 R, 58 = XN LI 10 B ZI50MZ AR « £ 15 2 L140MZ TR L 120 £ Z130 M H R
2920 1% BR BT AT A (A1 2 B B IR -

[0180]  7E HAKSLiE 7 =h , BT FINZI30MM L R« 23T ME IR L Z132 M IR . 2933
MG L3NS R L35 MR 236 ME T IR AI3T ML R L L4138 ME H R L 4
3IMZH IR B LI40 ML TR -

[0181]  FEAFhsi /7 S b, F SRR ET AL ER AL 2 45 6 5 IS 2 Bk 01, 1 15 R 6% 73 25 1/ 84l
b 534 SRR 238 UARAC AN/ B3 18 1) 5 DR ZHLDNASC 2 (4510 6 , 200 Pf B DNASE 28 ) — AN
2R B A ARSI T R, Wl SRR B 5 AE W R B — R A& R (9 —
RS IR Y =28 R A

[0182]  7E&Fhaiti /7 R, d SRR BT H 5 b (1) RT3 4 38 (I DNASC PR 4+ A8 LB i 2
H W AE— RS T R, 2 DY RER IR IR BB H I A | 5 DNASE E H [ 4R5 e 1 26k R 2 L X 35
[0183] 2% (“Hybridization” 8 “hybridizing”) 2/ m] AL FEATAR s B 25 A4, A A
AR 9 e 52 (152 A0 04, BRc FODNA SC ZE RN SRR ST A8 B B A% 5E IO FRICDNA
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S - SRR ET B B o IX T S 7 S A 7 AR AU R IR, I ELAS ST RN 572 B A
TEAE I SR A AT DA 2t 5 HLAE AR B 0 L N e, 48 2 At A R R A AR S R I O T
FRAMR KR E o U3 R B S B0 58 = XS8R 7 S S AR 1E DNASC ZE Y X 38100 %6 . 99 % «
98%.97%.96%.95% .94 % .93%.92% .91 % .90% .89% .88 % .85% .80% . 75% 570 % [+
HI AV R B M, W R AR R B R AL

[0184]  fF HAKSZH 5 =, AR N AI40 M E TR , 3T H i R IR KR B N 4144°C £ ¥
47°C,

[0185]  7ERELLsE 7 SR H , A S 8 7 VA LG 43 B bR I ¢ FDNASC - Sl SRR BT R 5
G A BAR S 77 22, T4 BSDNAK SV 7 15 AR SR N A JITET , H H A0
BEARN FOA A IE WA 7 VA AT UL A4 & B 1) 7 ¥ — 2 f8 A (Ausubel1%% A, Current
Protocols in Molecular Biology,2007-2012) . fF B ARG T Ep i HHAY) & -5 58
MRS EERTEEEY.

[0186] 7 HAKSL T R, 25 FE M2 B AR 1CDNASE 22 B B - F SRR BT AL 2 S b L B
BAEES - Uiy o EFELL ST T B, BT IR T VA ALHES -5 AIMTIAZ R I g 1 A P43 B () AR 1E DNA ST
J - 2 D Re il SRAREH L S ) L 2B B EE 3 i

[0187]  FERELLIH A St 77 2, Frid T 5 B HE R 23 5 AR 1EDNASL e v B AR o SiaR , i3t
1T 2 R FARAT (05 -3/ DNATE A B ZE 1

[0188]  7F X b FAth St 77 2 v, Frik 77 V2 B4 8 1 5° FLAP A A% R g . DNA SR & Filid it
DNATE H2 i 161 U1 11 P& (R W0 [R 4R FH 77 A 2 28 i SRR A 43 B B FR 1L DNAE 431, Il A i 1)
cFDNABE 737 bR 1 1T 40 R DNABE 431~ o

[0189]  Z Fhilg n] H T2 & BIARICDNAST - 2 DI RE AR EHBER B S W37 -5 SN IR
PG Ab 7 o AE HAR S 5 i o] DU BB 37 -5 A0 AZ I Tt I v 11 1) 5 3 T 1) 15
B B EAIR T T4Ask AP IAZ BRI T LT 1 1.V (52 L, Shevelev IV, Hibscher U.,Nat
Rev Mol Cell Biol.3(5):364-76(2002)) . fEH ST /7 b, 653" -5 AN AL BRI £
(Rt T4 SR & I o £ HAR STt 7 S, v UM /s 37 -57 AU A% IR il B 4 5 HL s 8 ik
AT 51 AR A T, FLALFE B AN TA B /M AL ER B T L TTT.V (A 1) »

[0190]  7E—ESj 7 S, A SCH B T A AFEXS E ORI A S H A 7 iR 437 -5
A% R B B2 AL BRI &2 & Wt AT 0 A1/ BUPCR o 75 BARSZ it 7 Z6  , & il SRR B o 1
() B3 LA B SRR 53 T o AE — DL T R, AR U AR AR 7 T AL Be 8 5 il 3R AR
FH RN SRR ET BT T 41 1 LA MAR 358 IR X3

[0191]  FEREREISEHE T B, Bt& i B HEa) B — a2 Ml R IR B 5 2 AN R A
DNA ST 2 b [ A (1 — A B 22 AN BE I ] JoE 25 52, DA Bi— > B 2 A 41 SRR S5 E - DNA S o
FEE AW ;b) Ma) 73 B — D ERE Al SR ERE L -DNASC R v B 50 s o) B Ab 3>k | 22
Rb) ) — AN N 0 B I SRR T LR - DNASC FE v FE R AW 5 d) XK E o) 2 B A AL 2R 1)
FEWHATPCR, Horp S HI SRR ET 73 1 10 R 8 LAAE A 18 B AR AR o0 1, Heh i 3 (1) 2
SERLIR 73 1 L2 Re s 5 11 SRR BT TN SRR BT BEEL R 7 271 11%) B 2% 52 ¢ 4 25k AT 2 i PR e
H T A 5 LA fee) X2k H d) BEd 38 ) 4 S8R 43 AT 8 B st A% /34T

[0192]  #F HARSKHt 77 R, 2 18 1 FH T 5 o S 0 ) et () 9 DR ) 7 v, o4 < a)
WA ERZ AN R IR B LS 22 ANDNA S P o B v 1 — AN B0 22 AN B PR Jag 2% 58, AR Jf—
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AN B2 AN IR E BB - DNA ST 5 [ 2 AW 5 b) Ma) 703 — N B2 N SRR S 5L - DNA ST
FEvE R G o) B AL TR H AP IRD) I — DB AN 70 3 B SR ERET SR -DNASC R e 2
E W5 d) R H o) & B AL B 1) 5 A Vi ATPCR, A &2 Hil 3 SRR & 45+ 10 R i DA AR ey
WA AERLIR 1, Hoh T B R SR o B B BE 0 S IR AR A AR SRR B B R R B
F1%) T A 2 2 4D A 5 AT 2 5 R R o X 3L 31 5 €) oEd) FR R 2 47 38 1) R S8 R 43 i3 4T PCR
P38 DL L) Efbe) HIIPCRIC M, Ho &4 50 VR 5 415 e M A DX 0 1) 4 DL

[0193]  FE—Asi =, D) IR AL AL 54 H 2 A3 -5 AN R i vis M (1) 1
XK H b) 1 — AN B2 ANl SRR ET AR B - DNASC JE e Fe B & it 473° -5 AU IR g 412 Ak
T, LB BBES Ui 5 3B 5 FLAP A DA% FR T - DNASE & A3 1 DNAE $218 (1) ) 11 1) &5 1) 1 [
PER = A — AN B N Z2 38 3 FRAR AT ARLEL - ¢ FDNA ST 7o B 431 B0 FH 2 &40 v 435 I DNA
T BEAE N BEGHE AT SRR EF 157 -3 DNATRE & B A1

[0194]  fE—ANSLhti T &0, PR e) Bl (2 AL B ALHEfE H 2 S92 & DNA v B AR %
B AT 4 SRR ET 157 -3 DNASR & g ZE 11

[0195]  7E B4t 77 28 , PCRAT DA AU E: RN % A 1 AT AR R #EEPCR i 8 2% A 33t
AT AEFELESIT T 2, e) FHIIPCRI N AE FH IS ANPCR G| ) o 7E — AN LTt T 224, e) FHIIPCRIX
VA FH 25 —PCR 1 4y, Fe 5 B L [R] e A 1 B 05 R 58 o 7 HLAAR STt T 28 v 5 e) R IPCRR B A FH
5 PCREIW, H 58 R B/ IR AL B A AL TR 7 T R 58 o AE FE LS 7 S 5 e) HHI)
PCRJ W8 FH 55 8 I [R) 8 2 A2 1 5 —PCR 5| W) FN 5 0 I [R) i/ JR S B AL T 9 388 1 2 S A% R
TR B EE —PCRG| W A2 BAR S 77 S8 b, 28 — 5| W) 5 S L AT ot / R e 4 4, s A5 5 1
BN ML F IR GHER BRI R > — A2 ML RS BT8R
[0196]  FEFELESLt Ty 22, W N BRe) 34T B4 38 (1) A S8 %R 70+ AT I 7 I 7 271
A HLEE X, B4R B e XHEA 5 225 7 51 LU 75 B ARSI 77 b, 2P Ra) Fe) H— Bk Z
AN R IR BT AR B — B 2 U A AR AR AT DL AH [R] AN ], HLA 15 v Dy 3 ) A 25
[R] A 1) ¢ FDNAE o 7E — S50t 7 R 9, A4 SRIREE AN RIS, "EATTFE AR 1 1K) ¢ FDNA B B3 SCE A 1Y)
ST AT a2 P 1) B BRAH QR T S AL 458 o AE — AN St T R, A R e P A SRR TR,
H 2 AMRR A SRR R HE 5, I HLH R T id 2 AN SRR TR I B — N 7E 5 AR 0 (IDNA
i 5 S P ) AL R e 2 58 A A LA Al SRR A D 295010, 15.20.25.30.35.40.45.50,
100.200bpEL F 2 K 5 Y (BLFE B Hh () R ) 55 0L AT JRE 222

[0197] B8t 77 - v, i 7 35 W DA Sl FH A 2808 IR i 1 9 Al SR AR A B R4
Hor— AN 58X Ik B “Vatson” 58 (FEGutD BB 8E) 4252, 9F H—A 5 58 X 38 711
“Crick” B (Jmhd B ARBIAR BE) 2258

[0198]  fE B ARSI T 2, A R R 77 VAT DLk — 28 AR 3 H B4 SR ERET etk AT
Z UK, BN AN FEFE LR JRE 2. 3445167 8. 98X 104~ B B 22 M SR ALER AT 50 H 1 B
BRI FRIRE AR DT E A S SWatsonsCrickEE 2438 o fF — L 5Ljits = b, 351 7 41 a] A
P LT DL T8 VF 2 22 e AR 22 5%

[0199]  FEFELESLt T & v, A FH — AN B AN IR AR EH B H ) 1) 22 A B0 R DR 2, 451 n 7
AN HA) ] 100.200.300.400.500.600.700.800.900.1000.1500,2000.2500.3000
3500.4000.4500.5000.10000.50000.100000.500000E{ B %/~
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[0200]  (b) W)

[0201]  7EHARSLHE /7 S, 2 s o T G 5 WA SCH Al L 5 B i St 2 AN SR 4 T
HEAT T, CAAR BSCAR W8 FRT0 J0R B AR AR 22 AN SRl 7 15 B o AR “MURR 130 B B8 MRy L A
H 75" (UGS) 75 A 3T HR AT T A FH , 8 3 b B UL AR 1 B o 2R KR R4 78 - TUAR 1L
BOR AN R A B, FLAL F A (R (I UMTE (51 4, 76 2 DR 41 3 271 P 1 PR 0 11 1552 B 3 0 R R )
DNAF FIRE a6 17 B ) I ELYE H B AN A, DR 2 R Uk i &y BT A 1 ‘R AR TR
2 B R I BN AT AR Ry 52 B BUGS 4k 24 FH o AN P 4352 B UGS B 1R Ay b Bt
LA X N TR 5 i SRR T B U2 B I S R B B O BT R 2 S il SRR AT 1 R 5 A
HIREE” (RGD) o AN SRR ES 7= A — U MVRR 2 B, el i 0 A SO NS B B A HE 4R
JE A 2 8 R TR I B (9 2, 5 & %) DR 4 225 TRV AL TR BE) 11 SR N FE SR AT (1) S it 1 W % )
(4 BT A 5 B (1)~ SR o e s BB B 1) , DR A A S AR5 B 00 1 Ry 22 [R] 4 DNA
TR o AN PR S B AR 2R 225 DT ZHLDNA 1) B A5 A 214 55 1 A N R 20 BT o SRR 52 B T S AR 20 AT 17
BARE R BE DR ZH A SR o SR, 20 AT 6 35 R A 5 BR s 17 00 2 0 5 1) R AU o A Rl PR )
P75 40 BT S8 A 5 B O 100N R IR 41 24 &, B4 1249 5 M 5 B A RE A I 1004 H
[ — N SR 1 B Bl % 1 R B AT A T e R 82 25 R AT AN v SR

[0202] AR T ot A P 3 P B0 2H HE B A7 A B 2 15 DUBC A ) A7 0 (g1l e s ¢
EFF) o FEARSCHR , “W S BRAEE 2 HE 15 R B AR [RIRE ot 41 Hp 3t 3R s B ] 8 250 H R 132 B
(il , 12- 164N i 2852 b 1) v B3 P AR 550 H 0 BRs S B IRER D o 72— S8 Si 77 Rvb , 5 #F
i PRI BRARE 152 B P S50 550 ) ARE , 5 0 75 R A D% B U Rr S B 55 E 38 i 1 50 % B £ L 78
— LSy R, R S R MURR S B T I H AR L, R R R A OC B R S B £ B
/D 1 50% B £ o fE— e St T R, AR E AT A B 292 % B 294 % IRET 4 e
N PR, HF HA TSR HE R DA E 45 8 R b RS B PR A E -

[0203]  7E—esjin 7 A, WP 1 B 45 e o AR B B B M AR e B R S B B
SR ZHDNAJF F1, AL T FH T 7 A 252 IR A0 SC e B4 SRR Bl o 78— 2B sty R, Hh
AN TR 20 7 91 5 05 S M Al SRR A A B e e L L v R A X AT SRR (1) 7 51 350 1
ERNG— WS B A B, PR Bt e SOR R IG AL bR T A8 B SRERET 193 3 (1 400bp Y H
B H AL T 200bp P AT AR 5 DR 28 7 51 o it 52 B 5 SO B T R S RV 5 371 5 ik 4 [A]
2 HIARST T3 SRR ETTE =500/ L X (I L 5 38 o il i 22 52 = AN R Al e € ) (A B Ak
522 FE R A X

[0204] 7R HARSLHE T A, 8 B AL BT EFEIR H 2 AN 0 2258 IR 4 7 10 2 =
o

[0205]  7E&FhaLit 7 R, € B T RS — N A BUZ MR BIDNASCJE 3
B, B T AL 25— DNAJF 51 R 55 —-DNAFF 41, o 28— DNA 7 1) 55 4 i) 2 IR J H 1 e 271
H2 ZDNAF FIAL & i SRR EH 7 51 s 78— A B2 A S B R b AT Fo X s 5 B R 9 38453 — A
8% 2 AN 2 BB TR i — AN 2 A v B Bt AT I e B, A R4S K F£49100.200., 300,
400,500~ BR BE 22 A T IR 1 B/ P 13 B, S rp BT IR 152 B A2 DA %65 5 35— DNAJT FI AT 2R —
DNAJF 1) s LA S AR 3 0 7 152 B B4R ET 1 1% — AN B2 A v B I 57 13 Bdb AT HE 7 Bl 2
[0206]  (c) ZEWME B2 bt

[0207]  7F & Fhaiti 7 R, 8 IR O AT IS BRI i B I A B2 i AE S B
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SO NTHERR T R H I 8940 S e 5 R B DL R BEAT RO AR AR )0 BE 4 BT o 7E
Yo st 7 S, AR B E T EFEEAR T A LT s R M BT B IR R
(SNV) 734 5 225 (K1 9% DUHC 5 (CNV) 43 5 05 % €k DL 5 DA B s ) 16 A% 9 7% 7 L Ak s
Jiti 7 2, AW B 2 o M ] T Ak o FDNA BT B8 SC 28 AR A 1 3 DR 2H 24 B L 5 A 4 35
AT A2 P B2 DR S 5 A IO AT 25 R B8 (B A 9 2 5 L e 4 3k R R P (1) 4 D80 50 o

[0208] W] DATE/FHI LB S —Fhall 2 F N S5 DNAJT 51l 2 (8] HE4T 7 41 LU X o 78 ARSIzt 77
ZEHR I xS T R A O R 2 R R R TR AR A B (AN B T R A R A 4 B A
A% BR A N Bl % S DR 2H F L 45 DB A B3 TR il o A A R R B 70/ 6 b 1) s A
WA 0] 2 W TS a7 RN /B A S 1R A% 5 B

[0209]  ARSCEZHEE T H T FHI LS A 51, ol DAEA R 5 S % 7 51 LU 15 i
NHEAT R AE AR SCH R I 5 51 4381 o B LA 8 AR S22 R ) 1k BATE AT A 9 2B
(IATART 7 50 EAT IR Tl 29 M o 70 EAR St 7 S H, 7 40 43 A B 38 06l o A S5 R I 1R 3R A
(s BEEAT 7 1 X

[0210]  FE—ANSLii g S, FEREAT I 2 5 , A6 5 T A W15 2 5 I v SRk I 58 c £DNA BT
B2 SC P2 AR R 2 DR 2 1 B AN I S B R E SRR AR O, I B L B R AN AR A 1
B IR G W ARAT R o 7 —2H b, e BY AR AR JE DR 20 7 51) N 6 P R [ 140 s B 5 i A [
DNAJF F L UG A B o 3x 8 Bk s Bl o0 4R “FOE” , I AR Z KR BALH T FIE R
PRE B 9k 24 FH o A SR 1) BT B BERRUR B A BB A, TR, e AT A B )
PG A TR M o A MRE IS B DA R A U 1 PR A L S ELMRR G B B AT A
ST AT TR R A S B

[0211] [ 5 il o [ (1) 85 B 200 v RE I 91 4H A 1 i 55, MR 36 100 5 A () 1) 2 B R R 4 o
RUH AR I ST S ARG g, FE IR Sk S AR AN S Y o AR BN SRR B A A

W RARAS T BT o A 2 R 20 1 &, 9F B2 WO AR B2 B vl e A N B ik & 3, R A EAT]
HEAMFEARRR S AR SR EE

[0212] 7 HAKSZH T A, N T A e FDNATE 4 S 2 HIHE R 20 BT, 0 A iR S IR 41 24 &= 4 B
JE ] RE B AR DT R H 20 1/10.491/12.291/14.2411/16 . 291 /18.491/20. 411 /258 71>,
A FRAR , DA RIS B 7 AN AS A 100 BH 1A 1 1 S R il P 1)

[0213]  #E—Uesijta 5 e, vl Re 7 B INAr o M 2R R0 S = A E R T 2R R 4
YEIRE, BE TR OWMRR TR B MR T EREMEREHZ T — M 8T
i@ at H AT, AT DU Hb g K AT B b B ) B, AT R 25 DR A A N ) 7 & AR PR o
5 R R VT A BB K1 .23 4B BUE AN . 5 A A S B R A
27 /D 2ANBRIE 1 T RS B T (5 A4 ™Y OK , bR B B T P R H L R, 7E
PR A o s B A T 5 I FL4 © Y =256 B, i TR IR, 4
B IR T B EST R T U4

[0214]  FE—ANSLi 7 S, 2 BB T AR P S B AE (S B it DL R LI
LS 5 (SNV) o

[0215] 39— AR (I [ A FE R 2 N £00.02-0.02% , X & Wk M 1/200%1 1/500 5 2 1
AN TR A 1R IEAR T A% 28 1738 S AN AM IR AR , 461 4 LA 1/ 1000 ) 7 B (R A,
AR 1A R SRS o A gl PR VA8, A FH B 1) 5 2 SR B R 43 AT 5000/ AR 43 1
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W 2E i (6550, 00032 BE I 78 40 VR FE R ) 50004 JUie 52 B 4 & 5 e AR AN i 52 B
J& T4 B A A [ B S e B R o 75 R R AR [ SNV & BRCA 27 L A8 S IRk sk 3
MIE LT — A P LS B A (A8 S 16, e R BONTE R G A A e B R AR S AR
558 K P2 3 o A 2 » T8 SR A K R AE 1788 S ml e R U R, 9 HLAE — A BA — AN
Hh R A B A S 2 DL ) B A A R AR B AR (91 T, DNAIES (1) S8 AL B PCR 51 N 45
PRLNEE

[0216]  FE—ANSiti J7 2 H L AN SNV F J7 v2: A0 5 AR 45 000 52 BT 75 1 H AR R BUE 51 N106%5 %
(1 38 R A i N (DR 2 sl B DR 20 1 i) o 78— AN FERR 9 7 b, an SR 75 10 R S 22 %
(2/100) » FR-2 S 56 BE b 2 20004 225 [K 4H (I HT N

[0217]  {F B4R Sz 5 S vh , W 50 10 AE 9015 222 0 A L A I Bl 46 5 5 DL A 2R Y
SNV AR AS ERE SO , AL R G, R, 53 755 8 , TR 259036 97 1 RONE , 12 W Bl
T BEST IR0 , A= WA 53 BT, 9 D A s 5 DA B i 2 B R A

[0218]  TE5Ahaitir &b, St 7 A48 DUBGI & 43 B 1) 5 i, R 3R AR — AN B 2 N R
ZANVIRE B TR AL 2 5 —DNAJT B RN EE —DNAJT F1 , o 85 —DNAJTE 51) 40,45 I ) 56 ] i v
[ 7 1 EL 28 —DNAFF S A& il AR AT 7 1 o FE AR S B S0t 7 6 b, 48 — N ER AT b it 4T
T Ao} s 0 7 S I 5 3R A — AN B2 NI 3 B o E 5 — NSl e, A — N E R AN TR L
BEAT I P SN 5 e Fh 3R A3 R T 20 100 AZ R 1 S AN P 52 B, b i 152 B AR LSS 78 26
—DNAJFF1 F 55 —DNAF 1l o ] AR 38 0 77 152 B IR R A e B — A 5k 22 A v g 1Al 7 s B g
ITHEF 8RS

[02191  $% DUEL A BT AL FEAE AN R -6 2 75 45 5 J2E DR ZH DNAKF: &b o &% A 1 e s i TR kg 8 AR £
¥ ULECHI 53 BT, I HLE mT DUALFE 8 1 5 45 e 2 R (1 4 DL B el 4 5 1 i R 1K P 91 22 57 o 7
HARSIZHE 77 Z b, 3 DU A B A Bl 25 5 5 DL R A DG I ZE DR 38 < B IR S P E B
T4 BA R, AL IR, 26 T %558, TN XF 25 903697 (0 IS, 12 Wi ol W 0938 7 9 i , Fol 26 4 21 4y
BT, I SRR A, DA I I 28 B R A

[0220]  7E—uLsiif /5 S, % DUEC A F 0 2 e AR AR e T o TE IR AR I St 7 R
il FH A5 G i R R e ME IR AT IO SRR AT 4L RN 58 AT Y e R 2 28 0 25 B 1% DA
S KRR YL AR AR VEERET AT #5 DB BT, SR J5 s e Rk R T R AR 0 L e 2 R
PR IEATHET o 3% SO VPSS DR 20 R 8 DUECTE 2 s m iy mT A0 4k , o BT L7 M g ik Ao M
BE.

[0221]  7E ARSI 5 S b, M P 2504 R AR 015 5 25 00 i FH G 0 i 4 e AP 56 R e i —
AN AN P F BB AL S, LG (AN R A8 A% 5 B e 6 0 B 48t A% B Al N\ Bl 2k L L [
A HE B DU A B DR R o A DA S R SR BT/ i b A8 0 28 T B 2 W T
TR AN/ B DU 2 B A% 3 R B0 o 7R — ANl 7 R AR AR 5 DL A O B RAS
TRIE BB BRI » 26 T %558, T X 2909697 10 S L, 12 W a0 00 BB 97 o,
AW AT 98 DR A O R W % R A

[0222]  D. 5 ECNLI & 1 R 8

[0223]  7F & Fhaiti 7 &b, AR W5 R T IE Rl I H bR X 38 984S LSNP B AT L fRIA
B U1K A Bl At DR A S SRR N 46 5 S T 32 W7 AV 57 4 T A9 0 B
7 ¥%
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[0224]  E.j& &AL 40 #r B G R B H

[0225] 75 &-Fhaite 7 & A, A8 & B 28 RS 1 A TR TIUIN 12 W B A 0 52 X R 1) 9
BRI 7%

[0226]  fE B4R 7 S8 M0, Rl &5 5E T L 12 W Bl b ) 52 38 o | 3 A IR A o i B
T3 B4 77 925 045 XoF DNA B [ S Hh 1 — A B 22 A B 2 DR e 3R AT 5 Bt AL 40, LAAr ) Bl 4 5
— B AN R JRE Ak ) PR B A A o 7E — SE St T R R, TR AR AL 2 4 DLECRAL

[0227]  FE—/NSEHti 7 S H , Rl S 465 58 S TR L 12 W B A 00 263 A DR A o i B s 1) 7 V4
5 A2 AR 3 1 AE MR 20 88 B3R A5 4 I DNA B ¢ £DNA s FH — b ikt 22 ol oK i A% 42 6 Ak P42 401 i
DNABc FDNA LA A 3 5 5 HIDNA 4 — AN B8 22 A5 1 P42 22 K i 2 &2 IIDNA ) 25 By LA AE
Jile 2 PR ZH DNASC JZE 5 47 9 DNAST 26 LA A= J3DNA B [ S 5 il 7 DNA et [ S g v 1) 5 (R 4H 24 B 4
H 5 LA S G DNA TE B SC e A 11— AN B8 22 AN S (R i 3R 4T 8 s A% 20 A LIRS I 5 5 5 I 971 11
ARAL, B — AN B 22 AN I TR A AR FRISNP 25 67 RIS 2 i DL A4k .

[0228]  fE B ARSI 7 S8 H0 , Al L &5 58 TR L 12 W Bl A ) 163 DR A B % 0 o e g (3L
1% H B DU S 2 B AR 0 5 B AL RS s IR ; 5% 1 508 s 55 T 5508 s TR 25409697 1
S 5 12 W B 0 5T RE s Sk AR MDA o AT s o IR O A 5 RN B RS AR M) ) T VR R A
T I AE PR 43 B8 BT AR (R ZHDNA 5 H — el 22 R i 42 2 g A0 3DNA DL A oK o f2 52
[FIDNA 5 5 — /N BK 2 AN 3 T I 2 2 R i 8 2 I DNA T %5 g LA AR Fi 928 (K] ZHDNASC /2 5 4 38 2L [A]
ZH DNASC J2E DA A= FGDNA 78 B ST 5 0l 72 DNA o [ S 26 Hh 1 2 TR 4H 2 20 B 5 DA S X DNA TR B SC
JE R — AN Bl 2 AN SRR D] AR AT E AL A M, ARSI B i — A B 22 A BT R R A (1)
FI P A TR e 4 BTG A% PRAT N\ BUR 2% |k (R AH A 4 DB A e R il o
[0229] W] FHAR ST FE IR -G W AN 7 A DN S 5 58 « F00I < 12 Wi Bl AV 000 1147 388 4% 929 1140 15 B 12k
181 F- A0 FEAEAS PR T8 5 BT JR 99 g BR55 (APOEL)  HER WLZE 4 « Leber 18 A& 1 11 2595 A5
(LHON) \AngelmanZg &4k (UBE3A, 2 3 - 85 I MBE3A) \Prader-WilliZg &k (155 YLtk
W X35 B- iR 3R I (HBB, B-BR AR ) X0 (T4Y) (GBA, IR 1 I ) 32 PE4F 44k
(CFTR b ¢ &UiEE) iR 4f s (HBB, B-BREE ) 2= - 5% ve Wi (HEXA, OB IZHBEA) 2K T I
PRAE (PAH , 2R PR SR /K A S e Pk v FEL T 2 af e (LDLR , 25 B i B 1 32440 VRN 2 385
5 (PKD1, Z 2 H) 7 EWUp (HDD, F &M@ H) IR & 2R 4598 5 (NF1, NF L #if) It
R LR B E FR A R (DM, EAK) (ST MEREALSE (TSCL, BRERREA) HERKEAE
(FGFR3, e £F AL 40 ff AR K PR 132 44) MEPEXERAAE (FMRL,RNAZE S8R ) FEIRNLANE AR
(DMD, WLZE4R B 1) AT A5 (F8C, BEIMLERI F-VITI) \Lesch-NyhanZg &4k (HPRT1 , /¢ i 1 iy
L NS0 K SR FEFE L) AN R S SR AN R (ABCDL) o

[0230] W] AR ST EE IR -G AN 7 A DN S 5 58  F00I < 12 Wi i W 000 (143 e A 114 i B 4 7
BFEAEABR T - BYH M 5] 4 22 Pk 608« A 0 200 FU R L il (an Al /)N 200 e it g B
NSCLC) S E i hE 45 B 1l 51 s  Jo M i« 15 e O K00 PR 5 e e i i P A i 2
RGUAE AN E A R GUAE BRI 1 B A | I e W e
S 52 LI OB /)N B PR R g M VAR S FROIR e B B i AR R R T
H LU IR R AENLA e REA MR 15 W3 [R) 598 (GIST) & W« 2 R 1t i e (M) &
BEIE A SR 255 F (MDS) B 6 IG5 1t 50 (MPD) a1tk bk B 4 i 19 IL995 (ALL) ki 4 i
I3 (AML) 1814k 20 P 9 ifr s (CML) PP vbk B2 4 Pt 1 if g (CLL) VR 4R b 20 L
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AR LR AR AT Uk TR (NHL) 8K ZH 2R PRJR 2 4 PRIJRE KGR AR < T 0 PR JRE B PRV
B 2R MLE RJR N Rz PRIIRE bk B PRI 9k 58 A B PRIRE i TR < T) 1z 988 T S IR PRI
ST UL PRGSO PRV IRE S8 TR 20 e R 440 PR e T e 2 i B e L SR L FL
SR MR  BERE I SOV B A R A B TEE e A R I A i A BRI A 1
Jed 4 K R BRI e b R AR I IR B T A R R 4 A A R A R L =
B RRLIRE P SRR | I A RR AT B YR Wi AR 2R 0T 2D A 48 I o 9 i TR  # 8 REZ HRE  A IA
B BT R 0 v A bR CE R L R v P DK B R E2 99 5 4 bk O JH 4 e FRCIR e L
Jerh Sk S0 /N e A I /N AR 3 22 AN B DR R B BEAE A AR B IR R R A A 22
Z G RO A 3 A AR W R A s 2T 34 22 0 1 P T s 40T B P L  # 2 N  dl
I R IR A

[0231]  fE—ANsEi 7 R, A% 9 A8 & 7E Cosmi e B4 e R A BE I A (O 22 1 1) i i
A EZ AT, 7 H. o] M\ Cosmic i ffjCancer Gene Census#f4r N #%) ol 7E i i 5 A 2H [ ik
HRERE IR AR O A8 A1 7 B T AE 263845, 37 H Al MAThe Cancer Genome AtlasP{ufi |
#) o

[0232]  E AW RHASHE RER A S YA 7 AR 48 58 T < 12 W7 58 0 1) 55 98 R AH O
P — o 1 22 i 25 £ 9 A 1) ik TR ) 15 B A 451 5~ L 9 {H AN IR T-ABCB1 L ABCC2 L ABCC4 . ABCG2.
ABL1.ABL2.AKT1.AKT2.AKT3.ALDH4A1.ALK.APC.AR.ARAF.ARFRP1.ARIDIA.ATM.ATR.AURKA.
AURKB.BCL2.BCL2A1.BCL2L1.BCL2L2.BCL6.BRAF.BRCA1.BRCA2.Clorf144.CARD11.CBL.
CCND1.CCND2.CCND3.CCNE1.CDH1 .CDH2.CDH20.CDH5.CDK4 .CDK6.CDK8.CDKN2A.CDKN2B.
CDKN2C.CEBPA.CHEK1.CHEK2.CRKL.CRLF2.CTNNB1.CYP1B1.CYP2C19.CYP2C8.CYP2D6.
CYP3A4.CYP3A5.DNMT3A.DOT1L.DPYD.EGFR.EPHA3.EPHA5 .EPHA6.EPHA7 .EPHB1 .EPHB4
EPHB6 .EPHX1.ERBB2 .ERBB3.ERBB4 .ERCC2.ERG.ESR1.ESR2.ETV1.ETV4.ETV5.ETV6.EWSR1 .
EZH2 .FANCA .FBXW7 .FCGR3A.FGFR1 .FGFR2 .FGFR3.FGFR4 .FLT1.FLT3.FLT4.FOXP4.GATA1.
GNA11.GNAQ.GNAS.GPR124.GSTP1.GUCY1A2.HOXA3.HRAS.HSP90AA1.IDH1.IDH2.IGF1R.
IGF2R.IKBKE.IKZF1.INHBA.IRS2.ITPA. JAK1.JAKZ.JAK3.JUN.KDR.KIT.KRAS.LRP1B.LRP2.
LTK.MAN1B1.MAP2K1.MAP2K2 .MAP2K4 .MCL1 .MDM2 .MDM4 \MEN1 .MET .MITF .MLH1 \MLL .MPL\
MRE11A.MSH2 MSH6 .MTHFR .MTOR MUTYH.MYC.MYCL1MYCN.NF1.NF2.NKX2-1.NOTCH1.NPM1 .
NQO1.NRAS.NRP2.NTRK1.NTRK3.PAK3.PAX5.PDGFRA.PDGFRB.PIK3CA.PIK3R1.PKHD1.PLCG1.
PRKDC.PTCH1.PTEN.PTPN11.PTPRD.RAF1.RARA.RB1.RET.RICTOR.RPTOR.RUNX1.SLC19A1.
SLC22A2.SLCO1B3.SMAD2.SMAD3.SMAD4 .SMARCA4 .SMARCB1.SM0O.S0D2.S0X10.S0X2.SRC.
STK11.SULT1A1.TBX22.TET2.TGFBR2.TMPRSS2.TNFRSF14.TOP1.TP53.TPMT.TSC1.TSC2+
TYMS.UGT1A1.UMPS.USP9X. VHLAIWT1 .

[0233]  7E BRI 7 S M, 0 A% 05 20 A A% 17 IR e 8 BRI A0t A% T IR 4 N\ LR 2K R (R4
HHE P BB A

[0234]  FE—ANSfiti 7 SR, AR AR 2 FE R R, HOBALKEE PR 13 g [X 5 5y — JE PR il
PAN

&

[0235]  fE—ANSjiti /7 S8 H , WAL AR B R Al A, HORFALKEE (R 3” 2w i [X 5 EML4 K [X] il
PAN

&

[0236]  RILA AT R8BI ZH S0 T34 0 46 5 S TN < 32 i s 0 )5 1 A )
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JiE B U8 B ) PR E AR T IR A (21 =A%) (R K A (18=1K) \Patauss
AR (13=44) B IRERAAE (XXY) Triple XERAMEXYVERGAE 8 = 4K 16 = 4K FFANLRAAIE
(X0) ~ BMAHL )AL il TR S A AEAIWo 1 £ -HirschhornZi A1k

[0237] AT LA FH A SCH R AL S AN T A I 4 ST 2 W s B IS A TR T4 e
F 5 o B DR A U I 01 7 R AR EAN TR T RA R R g 16 A el B 2 Bl : D20S1082.D6S5474
D12ATA63.D2251045.D10S1248.D1S1677.D1154463.D452364.D9S1122.D251776.D10S1425.
D3S3053.D552500.D151627.D354529.D25441.D175974.D6S1017.D452408.D9S2157 . fih )5 5
F9.D17S1301.D1GATA113.D18S853.D205482F1D14S1434.

[0238]  AJ LA FH A SCH RE HI AL A AN 7 vEAG I L 4 e T < 2 W 0 SO0 £ 38 A T T 245 4
TRIT RN [ 225 BRI 5 B PR A1) T LR AR AN BR T DA ZE R R ) — Fh 8022 F - ABCB1 (ATPSS &
2K J5B (MDR/TAP) i 52 1) ACE (Ifil % ¥ 5K 2% T4 L) ADHIA (B i Sl 1A (128) a2 k) .
ADH1B (BEME S B IB (125) B2 JIK) , ADHIC (BEME A B 1C (125) « v ZiK) ,ADRBL (B IR R RE,
B-1-,%24K) ,ADRB2 (F IR Z 68, B-2-, 524K, 3R1H) AHR OF Bk &AM A2 ) JALDH1AL
(T it Bl 1 K05, 1 A L) JALOXS (FEAE UG RS - e %A & ) \BRCAL (FLARJE 1, 5. &) COMT
LAc -0- R 654 ) LCYP2AG6 (40 0 (6, 2P450, F 2, W55 A , £ ik6) .CYP2B6 (ZH il {t
FP450, FKjk2, WK BB, Z1k6) \CYP2C9 (A A F P450, k2, WX %EC, Zik9) .CYP2C19
(40 £ 25P450,, K IR2, WK JC, 22 1K 19) LCYP2D6 (4 iU €4, 2 P450, 5 2, W55 D, Z Jik6) -
CYP2J2 (40 A 6, 2 PA50, Z 2, WA T, 22 k2) LCYP3A4 (4 {4 P450, K3, WK KA, £
Jik4) LCYP3A5 (4 it 1 = P450, K3, WK kA, 2 Bk5) JDPYD (&% g it &) \DRD2 (£ 2
f& 5z AARD2) JF5 GBEIMLEFV) JGSTPL (A e H RS- #5# Bgpi) JHMGCR (3-F 4 - 3 - FE 5L 15 — Bk
B -SHEEAE JFEE) JKONH2 (BB 1135 38 , S0 K HEH (eaghf %) , B H12) JKCNJ 11 (5 P [ 3%
TIEE, WG], 7 11) MTHFR (5, 10~ M 5 PU & -2 45 J5 i (NADPH) ) WNQO1 (NAD (P) Hfi
2, BR1) \P2RY1 (MEPSBESZARP2Y, GEE FI B EL, 1) \P2RY12 (MERS B2 AKP2Y, GHE F BB,
12) \PTGIS (RFIARZRI2 (RTHIIAKR) A HF) SCNSA CoNimiE , B T 145, VL, a (KQTZE A 1iE
3)) <SLC19AT (W& i # Ak K Jk 19 (MR iz d H) , B bt 1) WSLCO1B1 (¥ B sk i A AL & 1%
&8 H KM, B 1B1) JSULTIAL (il B 4% R g 5K i , 40 BRI o » LA, fade 2K %y , B SR L) JTPMT
(TR PRS- F R FE RS ) W TYMS (FR TR & FB) WUGT 1AL (UDP BE S IR L AL B I L XK , 2 JIK
A1) VDR (Z4EAEZRD (1,25 2442 2D3) 5244) JVKORC1 (44 KK AN IR B 2 59,
WD .

[0239]  AJ FHAS S35 FE B AL A WA T v AR I 45 5 S TN 12 DT i AV 3000 P [ 2 R 1) i B
157 FEAE AN PR T« R 6 327 i e i A B4 1A O 453475 <o 8 o B8 A 10 B0
) IOk B A AL A L

[0240] B FH 2 3025 8 19 4H A ) A 7 2 0 2 140 9 D A 1) 0 B PR A9 7 B AR AEUAS B T < 4 B
B AR .

[0241] A FHAS T35 8 B 4 & W0 RN 5 4 07 2 A0 4 V1 A0 R 1 U5 B 1 91 - B RSB PR -« 0
T J8 ol it 98 3K B S A A IR BB AP 2 il B B A R IRAT B B M R B B A
b VEEER BB A7) 6 260 BR TR JE AP BT TR B A L ZE PR IR B R A R R A A
WITIKE B

[0242] B FH AR T35 8 (1) 4H 6 W0 RA 5 3 07 2 10 T A R 1 00 B 1 491 - B FEAELAS PR T« i 22
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JEPP A B A AR L B RE B AR Bk R WA B ER B R R B B e R
Pl B ED M N TR EDM )R B M ALK W B R EBE]
(Mucoromycotina) #)Ff . Jili 6 7 HUJE P Fh 187 22 18 J& 4 Fh . 5 i i 180 J& 40 P BB R B 4
Filro

[0243] W] R AR S5 FE I 2 -G ) AN J7 V0 A (46 B 1) i PR P91 - B0 4 AH AN PR T« P AR L ek
(WTHINT \HIN2 \H3N2FAHENT (Bifi/e) ) « £ B i ek TR Bt s 25 AR B JIF R 25 S I R
TEE NI 2 B8 T B 20 B LB H 28 95 B FROIR B L U DL 5o o B A AR AR 25
J 308 R B /N5 B B RV B R L RE PR B L R B A R B L% S0
Jii 5 Mokoladi 5 -DuvenhageJpi 5 « BK I B 05 955 55 1 A0 2 DA 2 9 K 1) V. st i 5 &5
Ephemerovirus. /K95 5% & K914 10 2955 5 (VSV) JJEIZ 0 75 (A R4l 2 7 1 R R 3 |
AIEHRPIRIEE B 5 B \Epstein-BarfiE (EBV) - NJJEZ i 5 (HHV) NI I2 i 556
RUFISAY) 53 JE B I s B (M-MuLV) 53 Je AR 993 B (MoMSV) \Harvey FR PR i 5
(HaMuSV) bR FLIRIRpi 28 (MuMTV) A A I3 95 2 (GaLV) At E L 5 2 (FLV) A
73 J& JFriend f A M998 2% « B T-41 B 58 (MSCV) FRous AR IR B (RSV) JHIV (N 24095 ik
FEa IR 25 s BFEHIV 1R FIHIV 2%Y) (visna-maediffi a5 (VMV) Ji 2%« LU 2F 5715 28 - X % 96 75
(CAEV) \ B Ze 2L 15 2 (ETAV) i S e sk B 2 (FIV) A= S e SR FE g 25 (BIV) ANfff &
PRI (STV) ISR 25 Ry T 8 VDR 25 (BT AR & H I #0235 A 4 0
HH I RS B | 15 BU IV AH ¢ H I R B8 W 22 N B bz HS AR 25 R Vb O EE) L O B bk
£ &4 A Jk % A i 58 93 25 (LCMV) \Bunyaviridiaefn se HOK W - NI ZR t 1 #4025 L D3H R
B G A B SEA R H AP 55 4 #0525 L ELFEBR FE7 H af FAORT I R £ i FA
2R EE R (2R 58) B dEKaysanur Forest i i 25 1 200 250} SEA I v tH 1 #40pd
B ol AR 22 195 B A B RDR FE R (WHendradk 78 AN pahdi 28) « K RAEFNRAE (K
A6) W B (N2 N i b B9 i 28 99 B « A5 38 5 10 28 95 25 V0 350 15 i 48 05 BF) + SARSAH G el IR o
2 (SARS-CoV) P4 J& VRT3 2 A1 51 A2 o 48 (R AFA o 75 o

[0244]  WT LA FH AR SC3 RE LA AN 5 RGN L s 5 I < 32 W 0 0 403 T R I A A
P52 35 h 2% B RS A 0 JE DR AR BRI A - B AR RS FR T DL PR A i — R a2 B HLA- A
HLA-B.HLA-C.HLA-DR.HLA-DPAIHLA-DQ.

[0245]  7F HAKRSLHE T S0, AEWME B 2% 40 A T 54k ¢ FDNA B [ S 8 w43 A 1R 2 R 2 Y
B B e 00 A I [R] i () A AR SR oV AL 5k R el pAY ) SRR 5 A U R R R A ) 2 A
B s BN R I R R P X DL B

[0246]  F.fEREZIT

[0247] £ & FPSLiti 7 =, SRAE 1 BRSO (R A B2 W, ARG - ISl I AR W i
B AR AT PR ZHDNA s FH — Fh Bl 22 b oK o 12 52 16 Ab BEDNA DU AE R i A2 &2 HDNA s 4 — ANl %
AN T I 2 & AR A& B IDNA TR 25 v A AR ADNA ST 22 5 47 89 DNASC 2 DA A= FGDNA 7 [ S 2
N 58 DNA B 2 SC 2 (1) 22 (R AH 2 B B0 H 5 DA G DNA B 18 SC e -5 38 A% 9093 A 5% (1) — g
Z P AR BT B B IR 73 AT, FErboR I 38 sROR A I B — M el 2 Bl AE YRR B R 2
b —Fh R B T IR 2R R 75 AR AL B AT VR T o £E —LE S 77 S8, DNAZ ¢ £DNA.
TEBAR S 77 %8 H , DNAAE 4 fZDNA

[0248] WA ST A, R TE “PEBHS I 48 5 55 € PUs 7 V2 AH IS 12 W7 i o 78 B Ak St
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7 W T AR I A YRR A OC I AR MR B A AR, AT Fo VPR S
€ BB NOAZ AN BT I VAR IT -

[0249]  HUiE T LB EAR T F AR BOT IT BT 250 A1 G P8 755575

[02501 47 Ja 240 14 5 B 451 B0 35BS B T « 6 A 700 ar e 2% R MR Tl Pk i (CYTOXAN™)
Ft LR R Th U0 1V 2 JE T EF NLAIIR VA 87 L s A BE 2 ibenzodopa s R UK B «me turedopafil
uredopa; ZJ& & fime thy lamelamine , B3 75 & %, = 2GR F G = OIEBE L . =
CATTARE B I fltrimethy lolomelamine resume; B IF WA | BR BT 25 BT « SR L %
MEBLE] YT S S PR IE e s 20T R R A BT L EVE O VI RLEE XS R TR S B IR JE BT it
I SR BEA] YT s WAHFE AR IR B a] VT VEURE = AR T IS = T e S /T V5
AT s iAE R Waclacinomysin  JIZ E & authramycin . ERZ AR kK E R
cactinomycin. KHE&HFH & carabicin A E R EEFH R OER . FAERX HIHER.
HFEEL R (6- (-5 -L- IR &R P 4 3 S H IR & AL il f) R R LR VIR R EL A A
ISR R P B R L HE R HEMR G INER M E R I8 E R .potfiromycin ME
WER.HMER P2 E BRER ERER AEZE RS RFE R H e w &=
e b B s U W R 2 58 R 5 - SR e (5-FU) 5 IR ISALLA) dn — FH IR | R = B8
WS NS | = H D s MRS SR A AN SR T | 6 - SRS T DK I A (T B NEEAA 5 e g SR ALL A
22 PO A ES BT LR L6 - UK R S 980 BT b AR OBUME S8R L 25 AU RUPR B AR T At A
PRIF 5 -FU s B R a0 -~ 52 F L J A R D4 PR IR S PR e I SE o S8 N s pu s B, 4o
FE KRR ORFEIH & =] 45 5 R A0 70 771 4 S0 P 5 T R T A I Rl TR M R Y 5 2 2 LT
PR ; ZI(WE ;bestrabucil; W AERFedatraxate;defofamine ; MiSE ] ¥ ; W22 i
elformithine; K FIEEEL  AKFEAR & ;s TR s FR LR 4 20 s SUB TR B s KAEIUR s K ¥t
R 5 SCORIANE ; fiF 25w s W w4t T s RORSEAF s bR EU A2 s podophyllinic acid;2- & &ML
JE s R SR BEs PSK®; T A s PR 5 B8 03 Ml s 40 A8 B 0 o B IR 5 — IV il s 2,27, 27 - =4
SO SR K FER A ARG BRI R ERE . IR P IR VAR b
gacytosine; B RHFETFE (“Ara-C”) ; FRBERBERG ; & IR s A2 ¢, Bl X A2 0 (TAXOL®,
Bristol-Myers Squibb Oncology,Princeton,N.J.) flZ &t (TAXOTERE®.,

Rhne-Poulenc Rorer,Antony,France) ; K T BRE T ; 7 PO ; 6 - S R0 s SRS FH 2
WEERS s EH AR AR TR AN R0 5 K08 1 5 ARFETRE (VP-16) 5 e IRI IR G s 22 58 R C s KHE
R s KB s KT s W 4EA s KRFE R ; B B 1A 1 s RIS 7 D18 T T IR IR 8N 5
CPT-11; 3 4h 7 M EE I HIFIRFS 2000 ; — % H 3£ L& R (DMFO) ;s ML MR AT 4E W,
Targretin' (#55%% T) Panretin'" (i F|4Ealig) ; ONTAK™ (M JB (A /) sesperamicins; &
B s DR bl AT ART 24 5 b ] 8252 (1) 21 CER BRAT AE W) o 12 8 SO ELFE T 18 75 B
FON R E W AE I BB - R A TSR B FE a0 S S S VBRI S S O A AL A 4
(5) -BKME 4-F2 I = KA ML IR E2Y keoxifene LY117018 . B AR &) ld A0 4 B oK 25
(Fareston) ;s fIPTAERCER it iz Je Bk e LR & 1 N B AR AN X 3m Ak s DL EIR 1)
fEAT 24% bl 52 () 2R IR BRAT A

[0251] 432 15 77 0 i BR P45 7 BB AN PR T - SR R 2= At e S m] Ll B 5 ] L 38
F] PO B ] K S ] R R S ] L SR DR v SRR DL S R AT AR B B A
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ZEW.

[0252]  #E—Lsif 5 &9 , Prdes 254 il L 36 SEADPAZ BE 5 & g (PARP) 1761 551  PARPHTI ] 551
) B A 49 7B, 36 4B R B T Bz B (AZD-2281)  f5 -EMAF] (AGO14699E(PF-01367338) « /B
B AH] (MK-4827) At M| (BMN-673) 4EH|MriF| (ABT-888) LCEP 9722.E7016.BGB-290.3-
AR B

[0253] AL 5 A 51 H AT A H ) & R 5 F B R34 i@ 5 51 N A, i
BEAS BRI H AR T R R BRI e o) FL SR ot b H a8 5| FH RN Rl i, [ PR
PCTAFFSWO 2016/0283161 45 Py 258 1 5| F R FEAN -

[0254] RN TG AR R H 1) T2l i v B 710 07 Ve IR T RTIR R L (H
FE R A R B 20, AR S G B R N GURE 25 S B, AT DU A i 5 T B SR 5K A
e Bl ] P R OO0 e SHL 3 AT R A O MG A S 3 i B P 7 X AN A S R ] Y =
PR DLR St ) o AR A AR N 510K 25 25 H R B - Fh AR 08 40, e AT AT DA A Bl g
AP AR AR R 45 R

[0255] st 4]

[0256] Sty 1 - &4 F BeAb JE DR ALDNA TR & VO RO RE i i % DU M

[0257] AR B B A 1 22 (R ZHDNA T RS 4R 50, o3 B VR B 48 N B AL T 2R TN gDNAFE
f R A ATMER, A BRCA2 7K A 48 ARE S EIDNA 33X AR S 2 Y (KA s 2 AT DA/ AL & 4
FH ELFE ] PR A e BRI 1

[0258] M\ Ak J5¢ 76 B 35 FE R 1) 4 IR ot o i A B A 2R N SR Ao FE PRI ZHDNA . MCoriel AT
JE 3545 M BLAG 78 25 BN ATMIE R (NAO9596, A ATM) [1f) 44 &5 i 25 11 7K A2 A4 B 45 B 1 2 PR 40
DNAFI7 A BRCA2 (NAO2718, A BRCA2) & ik 2K (1) SR ity o BB 2 , I SO i i s AE LR
BRI b B TR 5 1 . A ATMAE S I B 55 M A, DAL 78 XOZE B AR J R 1) % DL 38007 T A
se B 111 . Jo4H BEDNA (¢ £DNA) 3R H Lot Bl 53 M RS R i R AL A4S I RRE i o 6 TS0 R 2
i I CovarisiX #$7E200bp )15 B T o 5 R 4L DNATEAT HB 75 AL T, 4R Jim 4 P “XU)” DNATA A 21
AeHE— 321 % R /IN o SCPE i NDNAFE i s FE B T

[0259] ¥ Fr BEAL AN c FDNAKE 5 03&E 4 4 AR & 22 10 H 40 Lh, 3T Kun s B I 4 N
BRI S K 21500ng RN SCE A A TE )\ FE R I A, 5 & F 2304 DNATREL (145
DU (ONL) 7T F1 ARARET B 4438 AERE AL B 2 5, fE111umina NextSeq NGSAX #% b *}45
HEANFE S BEAT T , VR N 214 . 842 1 P81 B s X AH 2416000 /3 M52 Bt/ FF i 2995 % [1)
BB A A AORE G IDFRZE I 5 NS5 2 R 34T Eox , 2 £98 %6 il i 25 Fi30 i ST 5L [
JAE o R AR 958 A I B D R AN R EH RN S N SR R A B B B E TSR R < BB (6T
J3) B LLSF 35 B R AR B (2500) 5 FEBR DLERER 171485 (2400) ) , HON AN EREF AN LR 2H 4510
ANEBL . DR R A I D R s i B LB s o 98 DR H Sk R o . (FEA L, 5%
S DNATE & EDNAH 5 B 50 2,5% A ATM DNA (B39%) 76 L PEDNAH ; #£513,5% A BRCA2 DNA
(Zot) 75 2o MEDNAH s B 4, 22 PEDNA) &

[0260]  CNLif FH 38 % 8 TU R BB B AT TR 40 B /N 350 3R B, A8 5 B AR B MR ET AL
BEA G B P R4 iR 5 N DU I8 - e e, Gevt S 25 1k o T 22 S CNL U
BRI B 1) 22 5 1% DL 7 sUR R N Get w5 1 ) log PR .

[0261]  PE8 R H T A B AL FIVR A 0 36 DR 41 ST FR AR (EI8B) FIATM (FEI8C) it A ) % DL &5
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SE BT o T T A ATMAE 2 55 1%, ARG PR (KRB, > 5 77) AMATMI [R5  I HH CNLAT 9
AR T A AR L W 75 DA S Y R SR A R R 9B s B e T 0 M 2R WAL 82 21 A 4%
DU FEGETE 5 1 35 10 o A, LE TIN5 7 H 489 50 7% DURF AR PR 90 A 22k D] o O 5% B AR /)
FRY 5% 225 0 1) o SR A 5 R B8 ik DT 2L VR D T R A AR DR R o B 107t 0 A 2
D9 EDNARIAE it o 75 By L8R B e v 27 b 35 1998 DLl , £E Pk i b D BB Ik A 7
PR ¢ FDNAER /D B VA8 N B AR @DNA & 3K 8 AF 5 50 2% Ao 5k DR 2L VR 6 2 L ) A3 AR SR 1 R
Uf o FH R BULFR gDNART FH ¢ EDNAVIL 2 1) 45 o v] LEACHT , ITTIE B 1 0 5E 1 58 B 0F Bk
W 58 B e AL I PR it o

[0262]  JXELHGHEUER 1IN 5E A GeAS Il J DRI 95 DU A0 Tl A8 A AR 2.2 96 IR S A2 B DA 9t
A RE ST AR PIT &7 0 SE it 51 ) 2 ) A T 95 DU 2Kk (EBOR R AR G T4 DU

I HC A 2 ) L PR 40 A8 S PRI RE A7, B HESNV . inde LRI Rl Rl & (Yo ih B HE) o B2, ix it
Bt 2% BH B 5 vk mT DS A TR 1 2% P 3 DRTZELDNA, ] DAS T35 B At SR (51 a2
SR A B AR IS 1 2 I Z4HDNA

[0263]  sEjitif2 : 5K 5 {8 R (AR IV i 28 3 1) c FDNA R 2 DLBUo#T

[0264] DA St 51 156 B 1 5 5= DR 20 S P ) 3 R 24k 2 J Ak I R v s o ) 20 TR AE T T
A EE DLy i B 7 o FHQiagen Circulating Nucleic Acids Extractionidifll &
(Qiagen,Hilden,Germany) M7~ 44 fi BE AR — 44 Je 38 fu PR I 41 i Jes i B8 35 ) I 3 P
HYDNA. f# FHQubit % Y1t (Thermo Fisher,Waltham,MA) F1AH)M FiThsDNAE &5 & E AL X
HEDNAF 7= 52 o A FH B8 i FL UK 7E 2 %6 B TR B i b d- 4T /N a3, FLFh PCRAR & A 9 R/
#E (New England Biolabs, Ipswich,MA) o BUBRF5K H #F 5 Fc FDNAH 77 &, £)40-100ng [
cFDNAFH T SCFER 3 o

[0265]  SCJEAA R I FEAHFAE W FLIAZE K L1CHT R « T S5 B c EDNA D B R AL, , SRS AE P A i
T2 H R HAB BT o S8 5 148 EH Tl TR 1100 32 2 1 A A8 A 2 B8 1 0 1) LOn t 48 28 72 971
5 efDNAIESE « FH T 77 4 — H YA 2 e A ) )\ P L B R WonfER 1.

[0266] K1 & E FEXL TR

[0267) [z T SEQ 1D NO:

Be (R A S o R - Mo 16-1  |GTATGCC[3-dA-Q]* 1
Be (R A o B - Mo 16-2  |AGCGTTA[3-dC-Q]* 2
Be (A S o B S8 Mo 16-3 | TCGACAT[3-dG-Q]* 3
Be (A S o B S8 Mo 16-4  |CATCAGG[3-dT-Q]* 4
IR 16-1 /5Phos/TGG CAT ACG Tsk |5
IR 16-2 /5Phos/GTA ACG CTA G#* |6
IR 16-3 /5Phos/CAT GTC GAT Cskk |7
R 16-4 /5Phos/ACC TGA TGC Ask |8

[0268]  *[3-d (A,C,G,EKT) -Q)F/mH AR TAZBER 2 AL B 1B ihs 5

[0269]  ss/5Phos/FRIRND MRS I IR D Bl &

[0270]  JEILR IR K B4 T KA T 7 P 5e B T 450 . I 12 & 22 p R
T = T A, AR 240 BRI R IR SE AT B T IR A o FDNA, FRiE I 2 A IR
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WG \DNAZE £ Bl ATDNAIZE 2 1585 (1) Hip IR0 FH A A, DL AR RS DRI 4H S8 o AR D9l e 1T o s 1) 20
PR, 1@ 3k gPCRX Bir #4322 DR 24 SC 126 (1) 78 i TR B b AT T4 o SR U 7 308 25k PR 20 S 28 9 5 it 1) o
PEIE DR I RET 20 428 (BI11B) o 3458 I » A8 FHARET (19 5] 40 S0 fuft >fe 2 i 4 3R 140 225 D1 47 270 AR
B r T R g i 145 2 (BI11C) oA FH AR 3 — A 20 BT 344 16 J5 D 3 43 A ) — A1) 7 J2
INTEEILIDH o253 B AR AL 2 32/ R i (287N il 28 5 A i R 4 B AR A6 R B 38 AT
HHAT  HF B I RIR TR B e AR AR

[0271]  ZASCHEIR FIRE 7] Z4 38 FF 6 HOAZ O RRAE /2 B 3R A 22 AR (1 3L IR 4105 U8 o 3R
PREF I — AN AR T B8 A 1 15 78 o TR P T P X 3l SRR I 12 T e ER A SRR ET 107 41 7
BB FEACE g, R TP3 L KR T 23 (TP534R4H AR T R E2m) o [F) B 5
(100 2, L T 24 A A 3RS 15 00 A ARG W) 1) I8 2 SRR I X S R AR i T AR d TR I
T R Ko R A A AR DG E T, RN T AR I B G 5 AR AR DL R 3N T St R
P

[0272] 2. TP534R4t

% # 5 51 SEQID NO:
TP53 1 | GGCACAGACCCTCTCACTCATGTGATGTCATCTCTCCTCC 7689
TP53 2 | ATGGGGGTGGGAGGCTGTCAGTGGGGAACAAGAAGTGGAG 7690
TP53 3 | GICAGTCTGAGTCAGGCCCTTCTGTCTIGAACATGAGTTT 7691
TP53 4 | CCTGAAGTCCAAAAAGGGTCAGTCTACCTCCCGCCATAAA 7692
TP53 5 | TCATGCTGGATCCCCACTTTTCCTCTTGCAGCAGCCAGAC 7693
TP53 6 | GTTGGGGTGGGGGTGGTGGGCCTGCCCTTCCAATGGATCC 7694
TP53 7 | CAGTTICCATAGGTCTGAAAATGTTTCCTGACTCAGAGGG 7695
TP53 8 | CTGCCATGGAGGAGCCGCAGTCAGATCCTAGCGTCGAGCC 7696
TP53 9 | GCAGAGACCTGTGGGAAGCGAAAATTCCATGGGACTGACT 7697
TP53_10 | CTGGGGGGCTGGGGGGCTGAGGACCTGGTCCTCTGACTGC 7698

[0273] TP53 11 | GCAGGGGGATACGGCCAGGCATTGAAGTCTCATGGAAGCC 7699
TP53_12 | GTGGCCCCTGCACCAGCAGCTCCTACACCGGCGGCCCCTG 7700
TP53 13 | GGGGGGAGCAGCCTCTGGCATTCTGGGAGCTTCATCTGGA 7701
TP53 14 | CCGTGCAAGTCACAGACTTGGCTGTCCCAGAATGCAAGAA 7702
TP53 15 | CCCCGGACGATATTGAACAATGGTTCACTGAAGACCCAGG 7703
TP53_16 | CCAGAAAACCTACCAGGGCAGCTACGGTTTCCGTCTGGGC 7704
TP53 17 | TAGGTTTTCTGGGAAGGGACAGAAGATGACAGGGGCCAGG 7705
TP53 18 | TGCTTTATCTGTTCACTTGTGCCCTGACTTTCAACTCTGT 7706
TP53_19 | CCTGGGCAACCAGCCCTGTCGTCTCTCCAGCCCCAGCTGC 7707
TP53 20 | TTTGCCAACTGGCCAAGACCTGCCCTGTGCAGCTGTGGGT 7708
TP53 21 | CCATCGCTATCTGAGCAGCGCTCATGGTGGGGGCAGCGCC 7709
TP53 22 | GCCATCTACAAGCAGTCACAGCACATGACGGAGGTTGTGA 7710
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TP53 23 | CATGGCGCGGACGCGGGTGCCGGGCGGGGGTGTGGAATCA 7711
TP53 24 | CCAGGGTCCCCAGGCCTCTGATTCCTCACTGATTGCTCTT 7712
TP53 25 | GAGGGCCACTGACAACCACCCTTAACCCCTCCTCCCAGAG 7713
TP53_26 | CCTCAGGCGGCTCATAGGGCACCACCACACTATGTCGAAA 7714
TP53 27 | AGGAAATTTGCGTGTGGAGTATTTGGATGACAGAAACACT 7715
TP53 28 | CTTGCCACAGGTCTCCCCAAGGCGCACTGGCCTCATCTTG 7716
TP53 29 | GAGGCAAGCAGAGGCTGGGGCACAGCAGGCCAGTGTGCAG 7717
TP53 30 | CCTGGAGTCTTCCAGTGTGATGATGGTGAGGATGGGCCTC 7718
TP53 31 | ACTACATGTGTAACAGTTCCTGCATGGGCGGCATGAACCG 7719
TP53 32 | GGACAGGTAGGACCTGATTTCCTTACTGCCTCTTGCTTCT 7720
TP53 33 | CTGCACCCTTGGTCTCCTCCACCGCTTCTTGTCCTGCTTG 7721
[0274] TP53 34 | TCTCTTTTCCTATCCTGAGTAGTGGTAATCTACTGGGACG 722
TP53 35 | CCTCGCTTAGTGCTCCCTGGGGGCAGCTCGTGGTGAGGCT 7723
TP53 36 | GACCGGCGCACAGAGGAAGAGAATCTCCGCAAGAAAGGGG 7724
TP533 37 | TCTCCCAGGACAGGCACAAACACGCACCTCAAAGCTGTTC 7725
TP53 38 | TGCCTCAGATTCACTTTTATCACCTTTCCTTGCCTCTTTC 7726
TP53_39 | GGCATTTTGAGTGTTAGACTGGAAACTTTCCACTTGATAA 7727
TP53 40 | CCTGAAGGGTGAAATATTCTCCATCCAGTGGTTTCTTCTT 7728
TP53 41 | CCTAGCACTGCCCAACAACACCAGCTCCTCTCCCCAGCCA 7729
TP53 42 | CATCTTTTAACTCAGGTACTGTGTATATACTTACTTCTCC 7730
TP53 43 | ATGGCTTTCCAACCTAGGAAGGCAGGGGAGTAGGGCCAGG 7731
TP53 44 | CCTGGAGTGAGCCCTGCTCCCCCCTGGCTCCTTCCCAGCC 7732
TP53 45 | TCCGAGAGCTGAATGAGGCCTTGGAACTCAAGGATGCCCA 7733

[0275]  Hii SRR AT SHAR A R AL 51 (1 e 2 (BI110) AT Bh I B AN IREHAL BAL 1 5
VAR U 1 5 i S 6 v sk Y B0 A A il SRR A AR I URr B B B B (18124) - 24
BT BB IR E D PRIz AT, Feh oA 116 BEAUARC FDNARE it o THERL 1 AETPE 3L PR
AN TREE AL LA R A i A ) 0 R 3 B IR T (LR SR 32 BT o - B 24A 7)o
RN by A0 35 R ) SR P, AR AURR 52 B A )32 (R ol 18] A P S R F) o 38 TF 5 T i
6 T TR 2596l SRR AT FAIURS 3 BOR BE A AT 018 (B124B) o ABASE R , Xt
FITA R4 2 F S A AR 5 B IR P 7 P 24C R S 7R PR BN ER T A7 A A W 5% 381 1 15 BRI T
BEATIH AL 487 7 A MRy B B 3 51 R IX S B R B A B T M AR E R
PRI SRk BEAERE il T2 2 S0, JF B SRR B SC 28 1Y) 5k DR AL R B A B

[0276]  REAH[F V3 — AL Zh RER. FH - B23 0 o 1945 TPS 345 7 MR (17—t Bt n T
KI257) o 1T 23755 17 T SR X TP 34 i X AR e R 58 1 2 D iR, 2567 HY 17 i A
MEREHRL R A A — AR B 3 AR 45 08 IR AT, BB SR B R A A — AL IR Pl
FERE df A2 — B0 L (B 20K — N REE 5 55— D ERET AT B RN AT 2848 4k o JLAN R R R
SE T IRET Z 1A W8 B A VA A A SRR B ) 22 57 i B (R R AR AR T Bt A 87 7 DA%
PR 2 DR A R X R 3 R L o IR AR BT R 8 S st 38 B B3 2R AT D 5 S IR TR REAS
— BN ERET LR EI25 T AT SR R R R o R T X SR AE R X AR R S A L S T
S5 o L EATTRT LA 78 DU # P HERR
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[0277]  [E]25Hh i@k 45 TPS3ER A PR B H 135 53 (4 1 B A A SO IR 1) 3 [m] A2 52 4
IR 6 1 — MRRE o 7E 26 71, 0 T 72 1% S8 58 Hh 70 A B B 16> 13 ¢ EDNASC FE , v — 4
2596 M SRARET I RN R B P 338 IR UR BE o AR i A BUS E e drks P 5 = AR
PEAE S B LU A AR AN R PR ET e A B i AL B R x b -~F 3518 Syl 1)
FAORE i () IR o K 22 BRI S50 A 26 40 A S B 17 K 22 R A 1) v P R O A AR 152 B A
FVERE OO T2 = AN B R HKNE=0.95) o BB, BB U BE () — S0 S F A 42
DUECI 8 A A B ) 22 2 P B o

[0278] ST DIk, PRETHHE 1 e B3R R AL BE A2 3t — 2D A 5 e o b 2B 1 TR B g
DR AL P AL T 5o AT 24041 27 34T A — Ak o Mo T XA 35 IR JRA 7E 4 1 A o A O PR A
e AU o 0T TR 55 4 R R XGE BUR Y 00 X 38, ~F- 3504 DU{RDE 2 iR BN “17 R B %
e S T 2H B o o0 R BT CRE ) I R I A 224 5 S ik b IR R PR JR2 (1) 239 4R £, R
3) <[] XFE B A ARSE [T Y — 2L 199N ET PA S 454 | SCVEAN % FE F TPS 3 S ME IR ET (274
HE27B) o BEAN sARK B ERET (RE bR T AVH WLI “Wg =7 4R %41, Tt X 380 46K 22 %4
MRS THECR AR AR B B AR, BI 2027 o fid Je 55 M h A ARZE (R AR EH I B, T 3B 42
T AR “17 6

[0279]  3R3: Gufafix) BIREL
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2 4 5 51 SEQ ID NO:
Chr I I | GTGTCTCGGCAACCACTCTTCACCAATATCACAGTGGACA 7734
Chr I 2 | ATCCAAGGGGAGGAGATCAGTGCCCCTATTTGTATCGCAC 7735
Chr I 3 | ACTTACTGAAGCAAGAACCTCATCAAGCTGCCTCCCACCA 7736
Chr I 4 | AGTTTGITGATCCTCCTGTGGGCAACCTCAGCAGTCTGGTT 7737
Chr I 5 | GGAGAGCGGAGCTGCTCAGAGCTTGGCCAGGTTCTAAGTG 7738
Chr I 6 | GACTGTGGCAATGAGGCAGCTAAGTGGTTCACCAACTTCT 7739
Chr 1 7 | GGTGTATTTTGACAACGGTGGACCCAGACACTGGAGTCAT 7740
Chr I 8 | GTTGGTCTATTCTTGCGGTTGTAAAAGTGGCCCAGAGTGA 7T
Chr I 9 | GTGAGCCTTCTCTCACCATTCTGTCCAAAATAGCAGCCCT 7742
Chr 1 10 | CAGCCTAGATATGATTCCTCACTACCCTGTTCCATGGTTC 7743
Chr I Il | AAAGAATGTGTTGGCTCATGATCAGACTTGAGCACTTGGG 7744
Chr I 12 | CCTAGGCTGTTGCTGCTGGACCTGTTTGTGCTTCATCACA 7745
Chr 2 I | CAGTTGACCCTTCAGCCACAGGGGTTTGAACTTTGAAGGA 7746
Chr 2 2 | AGGACCTGAGTATGCACGTTTTGGTATACTGGGTAGGGGT 74T

[0280] Chr 2 3 | TATCAGCTGGGATGGTCCGGTCAGCAGCATTACCCTGTTT 7748
Chr 2 4 | TGCCTGCTCAGCCCAGATTTCAGTCATGCTGGCCATAAAC 7719
Chr 2 5 | CTGGGGGGTGAGGTTTGAGGTTTGAGTGTGGGATGTGAGG 7750
Chr 2 6 | CCAGCTTTTTCAGAAGCTGGGAAAGTAATAACCCGTGTTG 7751
Chr 2 7 | CCCAGCGCCCGTGGCTTTGGCTCCTCAGTCCCATTTAAAT 7752
Chr 2 8 | TATACCACCAAGTCTACCTACTGCCTGCACATGCTATGGC 7753
Chr 2 9 | GGTCAATCCGGCACTACTGGTTGTCCAAAGGGAGGTTACT 7754
Chr 2 10 | AATCAAACATCAGGACCGCCCACAGCACAGGTCAATGAAC 7755
Chr 2 11 | GTGTCTCCTGGAGGTGCATGGGTGGTTTTGAACTTCATTG 7756
Chr 2 12 | GACCCATGTAAGGGGTTGGGTTATGTTCTCCTTTTGCCCA 757
Chr 2 13 | TCACTGACATGCGAAGCTGGGAACGAGAAAATGCACATCC 7758
Chr 2 14 | TCCTACAGTGCTTAGGGATGAATCTGGCAAAGAAGGATGC 7759
Chr 2 15 | GAAAGCAGTCCTTACCACAAGAAGACCCCGATGTGGTGGT 7760
Chr 2 16 | ATTGCTCACTGGCTGGCTTGCATTTGGTATGCGATTGGGA 7761
Chr 2 17 | GTCCCTGGGACCATCTGTGCATTGTTCTTGTAACTGGAAA 7762
Chr 2 I8 | GACCGAATGGCGAACGCAGTGAATAGATCAGGAGGGAAAA 7763
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Chr 3 1 GAAGGAATGGAGTGGAACAGATAGGGGTGAGGGAATAACG 7764
Chr 3 2 CCACTGCCATCCTCAGAGGGAGATTCACAAGTCTCACAAT 7765
Chr 3 3 ATCCAGGCTTCATGTTCAAATGCAATGGCCCTTGCCCCAT 7766
Chr 3 4 AAATTTCCCCTGGCTCCCTACTGCTTTGCAGGCCAAGTAA 7767
Chr 3 5 ACCTTAAAGACGGGCCCACATCTCTTTGGATGGGATTAGG 7768
Chr 3 6 GGGCTTCGGTTTTGGCGAAGGTGCTCACAATCTTGATATC 7769
Chr 3 7 TGAGCTGTCCTTCATGCCTGCATTTCCCATGTCTGTCTTC 7770
Chr 3 8 ATCTTTATCCAGGGCTACCAGTGGTGGGTCCAAAATGACT 7771
Chr 3 9 TACAGGTGAAGGATGTCAACGAGTTTGCTCCCACCTTCAA 7772
Chr 3 10 | GCTGTTGTGACGGAGGGCAAGATCTATGACAGCATTCTGC 7773
Chr 3 11 | AATGAAGGGGATTCAAGCCTTGCCACCGACTTACAGGAAG 7774
Chr 3 12 | TGTGAGCGTACTTTCTCCCCCAGGTTGAAGAGGAATGAGT 7775
Chr 4 1 ATTCCAAGTCCAGGTCCCAAATCTATCAGTACCGGCTGGC 7776
Chr 4 2 GACACAGAGTGCATGAAGACCGTTCAAATATGTCAGGGAC BT
Chr 4 3 CATGAGTCCTTCTATGACTCCCTCTCAGACATGCAGGAAG 7778
Chr 4 4 TTTTTAGGAGACAGGTACCCACTGTCTGGTGACGAGGACT 7779
Chr 4 5 CCTTCTGTTGAGTCGCTAGGAGATGCCTCAGTTCAACAAT 7780
Chr 4 6 GACAGAAACTTCATACCCAAGAGCTGCTTTCTCAGCTGGA 7781
Chr 4 7 CAGGCAACTTTGGCAAGACCAAGTCAGCCTTCTCATCTCT 7782

[0281] Chr 4 8 CCCTTGCTACCATCACTGTTGTCATCTGTGCTTGCATTCC 7783
Chr 5 1 AGGTCTCACTCCAACTGCCCCTGTATTAGAGCTAGGCTGC 7784
Chr 5 2 GAAACCATGCGGGATTCATCTTTGTCAGAGTGGAGCGGCA 7785
Chr 5 3 TATGAAATTAGGCGGTGGTTGGACGTGACTGTGTGTTGAC 7786
Chr 5 4 TGAAACTTGCATGACATACTGCGGCTGCCCATTCACTAGG 7787
Chr 55 TGCTTCTTGTTTATAACTCCCCTGGCCACCATCTCGGGCT 7788
Chr 5 6 ATTCCCTCTCATTTGTGGTTGGTGGCTGGATATCTGTTCC 7789
Chr 5 7 AGCATCAGCATTTCCCTGTGGACTTACCTCTCTCAGTAGT 7790
Chr 5 8 AAAATTTAAAGGTCGGCGGTAAGGCTGAAAGCCAACAGGC 791
Chr 5 9 GAGTGTGTCGGTCAGAAGGAACACCTGAGAAACCGCTTTA 7792
Chr 5 10 | CATAGCAAATACCTGTCGCTGAGCCAGGAGTAAAGTCTGG 7793
Chr 5 11 | AAGAGGCTCTGAGCTCTTGATAGAGGTTACATGGGGAGCA 794
Chr 5 12 | GGAGACAACTTAGGAGGTTATCTAGACCATTCCCGCCTTC TTYy
Chr 5 13 | GTGTTTCCTCCCAGCATGCACTTTGTGGCTGCCTTTCTTT 7796
Chr 5 14 | TGGCTTGTGTAGCGTGTTTCATTTITGGAACCTTGGAGCCG 7797
Chr 5 15 | GACACCTCTGGTGCAGTTTTGAGGCTGGCCGGGAAGGGAT 7798
Chr 5 16 | GTTTCAGATCTTGCAATGGGAGGGATCGACTCGGCCCTTT 7799
Chr 5 17 | TGCCTAAATCAGAAATGGGCTACTTCCCTTGGCCACATCC 7800
Chr 5 18 | CAATCTACCACCTCAAGGTTCACGCGTGGATTCTACACCT 7801
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Chr 6 1T | GAGTTTTTCTTTCAGGTAGTCTGAGATGGCCCGCACCAAG 7802
Chr 62 | TACTATAAAGAAGGCACCTCTAGGCTTGGCAAGCACACGT 7803
Chr 6 3 GGCAGATTCGATGGGACTTTAGACACTTGCTTTGCTCCCT 7804
Chr 6 4 | CAAATGTCCCCATGCAAACATGTCCCGCACTGTGTGGTAA 7805
Chr 6 5 | ACATGTGTAATCTTCTTCTCCTAGGGCGGCAGAACTCATG 7806
Chr 6 6 CCCGAGGAAAGCTCCTCTTTGCTGACTGTAATGTACTGCA 7807
Chr 6 7 GAGGACAGCATTCGCATATCAGGTCGAAATTTCTCCGCGA 7808
Chr 6 8 | GTCCAGCTTTCATCCTTGATCCTGCTACTCTAGGCTCTCC 7809
Chr 6 9 ACTGATGGTGTTCACTTGCACCATCAGGTCTGATGGAGGA 7810
Chr 6 10 | AATTGGTTCACAAAGCGTCGGGTGATCCAGTAACAGTCGA 7811
Chr 6 11 CAGAACTCTGCTCTAACGCCAAGCCTTCAATATGTCTTCG 7812
Chr 7 1 CAATTCTTACCATCCACAAAATGGATCCAGACAACTGTTC 7813
Chr 72 | ACTACACCTCAGATATATTTCTTCATGAAGACCTCACAGT 7814
Chr 7 3 TGCTATAGACGCACAAACGACCGCGAGCCACAAATCAAGC 7815
Chr 7 4 | CCATGACTTATGTGCAGCTTGCGCATCCAGGGGTAGATCT 7816
Chr 75 | AGGAGTTGGTGGCTAAACCGCTGACTTTTCTATTGCAGAC 7817
C-hl'_'?_ﬁ GAAATATAACAGGACCAGAAGTGGCTCGCAGGAGACTCAT 7818
Chr 77 | TAGCCAGACAGAAGGCGGACACTGATGATACCTCAAGACT 7819
Chr 78 | GITTGCCACCAGCGAAGAGAGCCATCCTGGTAGAATTGGA 7820

[0282] 79 T GGAGATATGCACTTGCCCTTTGGTAATCCTGCTCCTTCTG 7821
Chr 7 10 | AAAACTAACCAGTAAGTACAGGGAGGGACCGAGAGGCATC 7822
Chr 7 11 AAGAACACCAGTCCATAAAGACGCATGTCCGGTGATGCCT 7823
Chr 7 12 | AATCTGTTTAGACTGAGCAACTGTGCCAGCAGAGGGACCT 7824
Chr 8 1 AAGATGGCGAAGGTCTCAGAGCTTTACGATGTCACTTGGG T825
Chr 8 2 | CCATGCCTGCCAGCTGATAAGATTTGGTTACCTTTCCATG 7826
Chr 83 | GCTGCAAGAAAGCGTAAGATTGCCATTCGAAAAGCCCAGG 7827
Chr 8 4 ATGCAGGAGTACAATGTGGGCATGTCCACCCTCTACGACA 7828
Chr 85 | AGAACGGCTTTGCTGTCTTCCGGCAAACCTATGGTTCTGA 7829
Chr 8 6 TGGCTTTGGCGCTTTAAGGCCAGACACGGCATTAAAAAGC 7830
C-hl'_S_? GCAGGCAGAGAAAGATGGCTTTAGAAACCTCTTCCCCACC 7831
Chr 8 8 TCAGCTGTGGCCATTGGTGGATCTCATCCTTAGTACTAGT 7832
Chr 8 9 | CCATGGTTCTGTGAGACTGGTAGAAAGCACAGACCCCTTA 7833
Chr 9 1 AATGTGCTTATCACTCGTGATGGGGTCCTGAAGCTGGCAG 7834
Chr 92 | AGGGTCTCATTITAAGACAGCTTGATITGAGGGTGAGGGG 7835
Chr 9 3 CAGTTGCAAACCATACTTCCTTCAGCCCAGTCCTGTCTAT 7836
Chr 9 4 GTCTAAGGGCATCTTACCTCCAAGAACTGCTTGAGGCGTA 7837
Chr 95 | TACCTAGGGAATGACCACTAAGCACCATCTCCGTCACTCT 7838

Chr

96

GGAAGAGAGGAGGGTCATCCAGTCAGTTTTGCAGGAATCT

7839
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Chr 9 7 [ TGCTGCAGTGTCGGAAGAAACCTACCTGCGTTTCTTAGAA 7840
Chr 9 8 | CATCATACCTATGGCATAGCCATCAGGGCACTGCAGTTTG 7841
Chr 9 9 | TATATCTCACGTGACCGAGGATGGGTCGTGGGCATTCACA 7842
Chr 9 10 | GAAATGGCCATCTATAGGTGGGAACCACTCCAGTGTCACA 7843
Chr 10 1 | GGAAACCTTTCAGTCTCTACTAGAAGCGCGGAGAGAACTC 7844
Chr 10 2 | TCTGGCCGGCATTCATTTAAGGCCTAAGGATGAAGGCGGT 7845
Chr 10 3 | AGATACCCTATCGTTCCTTATCTCAGCGAAACAACTCCCC 7846
Chr 10 4 | CGCAACTCCTCCAGATCGCAGTGGTGCTTCTTCACTTTCA 7847
Chr_10_5 [ TGATTCCATGGTTGCCCGTATACTCCATAAGGCGGTACTT 7848
Chr 10 6 | ATACCATATCCGGCTTGGTTAGGAGGAGGTATTACAGGGG 7849
Chr 10 7 | GTACCTGTTAACCCAGACGCAATTCCTCCACAGTACACAG 7850
Chr 11 1 | ATGTGACACTTGCATCCAGGGAGGTCACCATCTGTGTATG 7851
Chr I1 2 | CTAGGTCCTGAAGAGGTGGCAAGGAACCAGGACAGAACAT 7852
Chr 11 3 | TCTGTCATTGGTGACGCCATCTAGACTCTTGGCTTTGGGA 7853
Chr 11 4 | AAGGTATAGAGCTGGGCGGCTTTCCTCGTTATAGGTGGAG 7854
Chr 11 5 | CTCCTACGTAGCCGGGTAGAAACTTATGGCAGAAGTCAGG 7855
Chr 11 6 | TGGATTCCCAGGGTTAATTGTGACCCATTGCAGGAAGGTG 7856
Chr 11 7 | AATGCTGTCCTACTATGGTCTGTACCTGTCCCAGAGGTGG 7857
Chr 11 8 | GTGCACCTGGAGAGCATACAGGGCACTGACTTGTAGATCA 7858

[0283] Chr 11 9 | TTCCATCTCGCATAACCTGCCCCTAAACTCTTCTCGGTTC 78590
Chr 11 10 [ ATGAAGGCCTGCTTTGAGTTATCAGATAGGAAGGGGCCAG 7860
Chr 11 11 | AGGTCATGTCCCGCTTTTGGCTGAACCTAGTTTTGCCCAA 7861
Chr 12 1 | CTGCATTCTCCATGAGTAGAGTACGAGCCTCATGTTGGTA 7862
Chr 12 2 | AAGGCTGTCTTCACCAACTGGGTAGGTGTGGATCAAGACC 7863
Chr 12 3 | CTGACTTTGGTGTTGGGGAGTCGGTGGTCCTTCTTCCATT 7864
Chr 12 4 | ACTGCAGAGGACCAGACTGGGAAAACAACGATATGGCAGG 7865
Chr 12 5 | CCTGGCTTAGAAGTCTGGCCGGTCCTTCTTCAGCTTCTTA 7866
Chr 12 6 | AATCTCAGAAAGAGTTCCTGGGACCATGGCAAATGGTGGC 7867
Chr 12 7 | ACATTATATCCGGTCCAGGAATATCTGGCTCAGGCTGGGT 7868
Chr 12 8 | AAGCACAGGAAATGTGCCTCACACGACTTCACATGCCCTT 7869
Chr 12 9 | GGGGGCTTTGCGGGAAGAGGGGACTAAACAACCCTTCTGT 7870
Chr 12 10 | AAAAGAAATGCGATCAGCGCAACCCATCCGGTGTGGCGCT 7871
Chr 12 11 | GGCAGTGGTACCATGACATACTTAGCAGAGATGGACTACA 7872
Chr 13 1 | ATTTCCCATGCGAGAGGTAGCTTGCCCAGGCTGTTGGATA 7873
Chr 13 2 | TTCCATGCCGAGTCCTGATGGAAACTAGCACTGAAAGACC 7874
Chr 13 3 | TCACGGGAGCTTCCTTCACTGAGTTCTGCGAATCTGAAGC 7875
Chr 13 4 | TTTCCAGAGATGAAGCACTACCCAGTCTTACCCAAGTTCG 7876
Chr 13 5 | CCACCGAGAACAGTGATGAAGGACTTAAAGTGAGAGATGG 7877
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Chr 13 6 | GTTCACTCGTCGGTTTTTCACCAACCACAGACTAGCCTCA 7878
Chi 13 7 | ACGCAGCTGTGTTGAGTGCACAGGAAGCTCTTAGGGTTAA 7879
Chr 13 8 | TCTCAGTGAACAGAGGGCTCACTGAGAGGACTTTGAATAC 7880
Chr 13 9 | ATGGCACAGGCCACATACTGGAATGAATGACGGGCTTCAT 7881
Chr 13 10 | TGCTGCTTGATGGTGGCATCACTGTCCCCTCATICCATGA 7882
Chi 14 1 | GGACACATGTGGACAGTGTGAAACCTCAGAACACTAACCC 7883
Chr 14 2 | AAGTTCTTATCCTTAGGGACCCAGCGGAGACCTTGGTTCT 7881
Chi 14 3 | CGACGATGCCTGGGAATAGGATCCATGGGATTGATGAGAA 7885
Chr 14 & | GGGAGCCATGAAGATTTCTCCCAGCTCCTGAGGAACTTTG 7886
Chr 14 5 | TCTGGTCCTCAAGTCCTCAGCTGTAGAAGTTCTCATTGCG 7887
Chr 14 6 | TGCCAACCCTGGAAACTGGCTTGTGTGTCCACAACAGAAA 7888
Chr 15 1 | TAGGTGACAGCACTGTCCTTTCCCTGCCATTTGCAGGGAA 7889
Chi 15 2 | TTCTTCTAGATGGCAGACATTGTTGAGGCCTCCCGTACCT 7890
Chr 15 3 | AGAGAGCTGCGAGACAAGACTTGGAGTGCGACAAGATTTC 7891
Chr 15 4 | TTICAATCAGGTACTCCGAGTTCCCTTGGAGGCCAAAAGGA 7892
Chr 15 5 | AGGAATATGGGGTCCATCTGAGACTCGCAAGTGATGATAC 7893
Chi 156 | GATCTCCAGGACCAGCTCTCAGAAATGCACGATGAACTGG 7894
Chr 15 7 | ACAGTGTGATGGAGCAGCAGTCCAAGTTCATCCTCCAAGA 7895
Chr 15 8 | AAGATGACAGGATCCAGGAAACAAGACGCATGGGCCAGAA 7896

[0284] G150 [ AAAGAGTGGGTCTGTTAATAATCAGGCCGAGACCACCAGC 7897
Chr 15 10 | CACCCTTGTTCGTGGCCCTTGCTTGGTAAACTGGTATCCA 7898
Chr 15 11 | CCCAAGTATGGGTGAGGATGCTAGAAATGCCCACATAATG 7899
Chr 15 12 | AAGACTGTCATTGGTAGGTCATGATCCTTGGCAGCATGAC 7900
Chi 16 1 | GTGGGGACGGTCATTATCAGCTTTCTGGACACACAGACAG 7901
Chr 16 2 | TGAGAGGCCAAAGAATATCAGTTGACTCTGGATCAGGGGC 7902
Chi 16 3 | GAGGCTTTITAGGGCAGCGAGAAAACGGGAACTICATTICC 7903
Chr 16 # | AGGACTTCTCTGGACCTGTGCCTCAACTACTCACCTGGAT 7904
Chi 16 5 | TGGCCACAAATGTTGCCTCCAGCTGCTCAATGITCICCAA 7905
Chr 16 6 | CTGGCATTGGTGAGTAATAGGAGCCAGACGGGTCTGTGTT 7906
Chi 16 7 | ATACTTACCTGCACGAGAATGAGTTTGGAGCGCAAGGGGG 7907
Chr 16 8 | TTCCCCCAGAGACTCTGTCCACTATGGACATTAAAATGTG 7908
Chr 16 9 | GTGCTACCCTCCTCCCTTCAGGTTATGTGGTCCAGGCTTT 7909
Chr 16 10 | TAAGTGGAACAACATTCCCTTCATTATAGCCCTTCGTGGG 7910
Chr 16 11 | GCAACGTCAACAACTACTACGTGCACAAGCGCCTCTACTG 7911
Chr 17 1 | GCGGATGTCGTTATGGGACAGGTACAAGTAGATAAGTTGC 712
Chr 17 2 | GTGGTCACCATCTCTTCAAACCATTTGGACTGGGCCTGGT 7913
Chi 173 | AAGCCAAGGAGTTCTGAGAGAGCTTAGCTAAGTTCTTCGC 7914
Chr 17 4 | TTTTTTAGTACCCCAGTGTGTAAGACCAACTGAGGGTGGC 7015
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Chr 17 5 | GTTGTCATTGGGGCTATAGACATAAGCACCTTCCGGAATC 7916
Chr 17 6 | CTGAGTGTGCGAGGGGAAGATATTGGTGAAGACCTGTTCT 7917
Chr 17 7 | GTCAGACCCTGTCCTCGTCTCCTTTACCTTGTCTCGATTT 7918
Chr 17 8 | TAAACTATGCTCGCCACCACTCAGCACTCACCTCTTGGGC 7919
Chr 17 9 | GGCAACTTCCTGAGACAGATCGGTAAAAACAACCCCTTCT 7920
Chr 17 10 | TCAACTGTATTTCATCAGAGAGATGTGGCTTTCCCAGACA 7921
Chr 17 11 | GTTTCCCTCATGTTCCCCCAGGTTCTGTCAGGTGAAGCTG 7922
Chr 18 1 | TTAACCCATCTCTACCCGTCCTGTGTCAAGAACGGAGGCT 7923
Chr_ 18 2 | CTGCCCAAAATAGAAACCGAGGTTCTCCGTGACCTACATC 7924
Chr 18 3 | TTCCTTTGCAGTAACAGCGGGAACATGAAGCCGCCACTCT 7925
Chr 18 4 | TGGTTTGCCAGTTCAGACACCCAGCCAAATTGCCCTCTCA 7926
Chr 18 5 | TAGTGCAGCTGGCTTTGAGCCTGTTCCCGAATGTTCAGAT 7927
Chr I8 6 | AGGGTAATAGCACCAAGCTCTAGTCTACCCACCTCTCTGA 7928
Chr 18 7 | CCGCATCTCTGGAGTAGGAATTGATCAGCCACCATATGGG 7929
Chr 18 8 | CTATGAGCATACTGGGGAGGGAAACCTCTAAGCGGAACTT 7930
Chr 18 9 | AAAAACCTGCAGGAAGGAGACCTGAATGCAACTGTGGGTC 7931
Chr 18 10 | CAGGTGCTCCAAACCTTCCAGTCTATGTTGTAGATTGCAG 7932
Chr 18 11 | GCCATACTAACCTACTTCTCCTTGAAGCTCTTGGCCCATC 7933
Chr 19 1 | ACTGTGAGATAGCCCTCATCATCTTCAACAGCGCCAACCG 7934

[0285] Chr 19 2 | AGATACACGGTCACAGACGCCATGTGTTGTGGCTTCTGCA 7935
Chr 19 3 | CACATCCTCTCACCTTTTCCGAAGGTTGCAGCTCCTTCTC 7936
Chr 19 4 | TCTGTCTCACCGGTCCCTTCATTCCTAGGCAACTGTAGAT 7937
Chr 19 5 | ATATCATGGTCTGTATCCCCCAGGTACCTTGACACAGGCC 7938
Chr 19 6 | CTCTCCGCCTTTCTTTAGACCTGAGCATGCAGAATTCCGA 7939
Chr 19 7 | AAGGCATTTAAATGGGACAGCGTCCCATGCGTGACTTCTC 7940
Chr 19 8 | TCTTTCTAACAGACGAACAGCCTACACCTACAACCCCGAG 7941
Chr 19 9 | GTCCCAGCCCAAAAGCATCTTGGGTAAGGATTTGGGATCA 7942
Chr 19 10 | GTTGTTCTGGGCCAGTGTTAGTTGCTCACATGTCCTGTCT 7943
Chr 19 11 | AACATGCCTCTTAGTCCTGGGCCATACCTTAGCCTTGTGC 7944
Chr 20 1 | TAACCTCCAAAAGAGGTACCCATTGGCGCTCAACCGAATT 7945
Chr 20 2 | CTATATCTCCGACTATGCCTTCTTGGGCACTGCACTGCTG 7946
Chr 20 3 | TCTAGATGGAAGCTGTATCCAAGGATGCTCCGGAATGTTG 7947
Chr 20 4 | ATCTTCTCTGCCTGCCGCACTAGCTTCTTGGTGACTTCTC 7948
Chr 20 5 | ATCGAGTTGTCGAGCCCCATGATTCGACACCAAGATCCCA 7949
Chr 20 6 | AGGTGCTTGTTTTACTCTCTCCAGGTGATGATGCCAGGGA 7950
Chr 20 7 | GTGCACTGTCAGATCTTGGAAACGGCCAAAGGATTTTTCC 7951
Chr 20 8 | CATTTTGCAGGAGGCTGCTAATTAAGGCTGAGGGCCATCA 7952
Chr 20 9 | TCAATGGTAGACTGGAGTACCTTGCCAGGGCAGAGAAAAA 7953
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Chr 20 10 | CTCCTCCAGGAGCTGGCAGCATCAAGACCCCACTTCGCTT 7954
Chr 21 1 | AAATAATAGCAGGCGTTGAGATGTCCCTTCCCCAGCACTC 7955
Chr 21 2 | AAGTCTGACAGCATCTGCTTGAACTGAGGCACAGTGATGG 7956
Chr 21 3 | ATTCGTGATGGCGCTCATTTCCATAAAGGACGACAGGTCA 7957
Chr 21 4 | GAAGAGTGAATTCCCGCTTCTGCGCCAACATTCTGTTTCC 7958
Chr 21 5 | ACAGGTGAAGTCTTTGCGTGCCTCCCTGTTGGACTCAAAT 7959
Chr 21 6 | TAATGATATTCTGGCACAAGGAGCAGAGCCCCTCTTCTTC 7960
Chr 21 7 | AGACCCAGCCTACCTGCATGATCTCTTGTACAGCTITGCA 7961
Chr 21 8 | TCATGGAACATGGGCCTTGCAAAGGGGTCAAGATCACAAC 7962
[0286] Chr 21 9 | GTCAAAAAGGTCCAATCAGCTAGAGACTAGGCCAGACCCA 7963
Chr 22 1 | TGTGACCACCCTAAAGGGAGGGCAGAAGCCGAGTCACCCT 7964
Chr 22 2 | ACGCCTCCACCTGCTGCTAGGACTCCCCTCCCAAACAAAG 7965
Chr 22 3 | CACAGTCTAGACCCTGATGGGCGATCTCAGTAGTGCTGTT 7966
Chr 22 4+ | CCTATCAACGTGCAAGTGGGATTTGTCTCCACTGGCTTTC 7967
Chr 22 5 | GAAAATCATTCCCCATTCTGCAGGATCCGTTCCCCTGGCA 7968
Chr 22 6 | AGTGGGACATACCAACTTGATGAGGCAGTTGTGCGAGTTC 7969
Chr 22 7 | GTAAACAGCTGTCTTCTTACCCTACAGATCATTGGGCAGG 7970
Chr 22 8 | CAGAAGGATACTAGAATGGAATGTCCTGCGTGACGAAAGC 7971
Chr 22 9 | AGTTCACATCTGATTCTCCTATGGCTGCTAGGCTCCAGGA 7972

[0287] B ASE S B4, 2440 FH i RRAE i A D9 VA — A ko EORE A 25 S0 i 270 s o 2 1)
111 35 2% 53 WS 8 () ¢ EDNARE F AR [R) 3 B it S HE B 1 = AN RVRFAE (B127C) o B 5, BrA v BRER
HBAZ 7 H A MG 7S BT BT O o R, B ARTREH I T BN TR 17 2 25 T s 2240 “57 T
KAH o £ B 1 51 5] B e i FB o A AR X L2 B ARFE [ (1§ 48 . 58 =, TPS 3 ¥R A 11 Hubl 55 %55 38
A2, P SME S “27 B TOHE AR L BE B2 “17 o IX AT RE S B 1 Y5 B e 20 2R K 1 PRDNA R 43+
P LA U TPE3 ) — > B AN S B DR () 2R 375

[0288] i b4 3R B AR B 7 VA AL HE = AN B AL T o M U5 TH » B, A SCHRE IR 19 5 V4G
DT SR G o A BEAS 4 | o S e ) A ) 2 AT P % DL T AR () e S e ) A ) 2 AT oo () 4
N FER IR e gh Bk — B R, A SCHEIR BTV 6 7] LR SHSF T A A, RS T
X =L R H e B AR E TP 2 R AR .

[0289] W& 1 AHXE T B I (4 2 ) 1) 25 F5 P i ) B i e B8 o O A50) BT X
Gett R B (K128) o AE1Z 7 M b, iS58 R s B ) BT 2391 0 BEER BT R Bl s 1 AR
P EATH S CARBERR 7 1 0 T —Se et fi (Fdn, 15 Qe fg f22 s e tafk) fERE S
Xof A it 2 TR B B R RS PR AE 27 o £E HA I L T 5 LSS S A it 2 18] 1R O 22 o FH 3K
S S 5 AR 110 5 T e A I DT 41 435 14 1 45 SR B8 52 i FH OGS HRER B 1140 230 8 P 35 2 () PR 16 o S8
1M, IX LA A, DL &) %5 R 78 75 I G 0 Ak X B 1) B 85 4R (ARt 4H W] DL &S & AR I B 1)
B0 FRI S AR AR AR A FH o S 20 A g TR A4 e € Ak 8 D11 B s 0 % 30 ) 4 B DR 2L

[0290] X LeHg i — B R 7 A K E N FEIAEIT Ta BRI RE )l an , FE R HAB R
Hh LA R DR ZH R 56 1) e 308 5 0 T L e P ANARE I B (A s i, O L R AT S ol b g 1) SR
ZPARPEGE E & WA HIFAE B %k # (W PopovaZE N\ ,Genome Biol.2009;10(11) :
R128) o 5 - 3RS Mg i3b AT 25 DR1 43 28 1 DR 22 S0 7 U 5 AN ) 5 AR ST R I F il g s FH N 7 SR A

53



CN 109804080 B ﬁﬁ HH :F; 46/46 T

DA g e e 2 B 1) A0 B e A fis M, BISE BX 50123 B 1) DR SRR AR ATS SR Btk T 42 7] 23 A
ZHk.

(02911 Al DA S A8 5t 7 (9 DNA A 25 PR s 2 14T 8 g 0 G 2 o Jif g o0 o) 22 R 114 574 AT
2R A T E 5 R AH R () LA 5 I A, LA g 0 o TR () o B R 2R )R AE B S I AR
HHRE A 2% 5 BB B JRRE o VORI A 8 DL B0 2 (ONL) 58 2 A 5 R BUE B o N T
iff 7 AR ST BT i BRI PR, 4 S5 it 7] 1 R 508 1 7Kk AR AL AT M 3R 2R e RA RS B T R R (A
" S H YN i ZNA12878, —FP4N AL R ELA ATMI 5% DB (CREELTER £ R) , B — 4l &
A BRCA2 ) B2 LR 2K o 1% S 566,35 DU AN SNA T 28 78 P16 BB AL 5 AT J\AN 45 16 % AN 24
SN R B A R B 20 R i (B129) o H T4 H B9, 33068 BT XS AL I PR 25 2R 118 %6 11K
ST SE DRI o S e el S A 32 IR 1) I S4B TR 79 A B P A S e 4 ot R 3 DR P~ 38 B~ T
K29+ . ATMANBRCA2 1 #% D125 SRAN PR T3 I i o s Bt o vk SR A B4R /R TR 22 %6 (1%
5 A7 2[R (1) LS R 2 R 5 48 L B R 2 R U R B, AR AR B L]
2 F8 DAAE AR 1) 25 T I3 10 22 ) 4 B 00 5 o R B4 DL 5 2R R

[0292] XL HEIERH T o PR ST S M IR AL A SR B0 SR 23 W4 DL, 0 i 3 [R] 2 it
AT 2 () 4 DL n AN DU 2% o S 4, ARSI IR 1)k B S 7 FoAA an il B A IR A2 ¢ Al
NN R IR 22 B80T Bl 2 o) 0 ] PR R 2 DA B P e o SR 38 e A ) 4% € A 3 R A 1 i
DRl il ) R ALRE 17 (3 LPCT A TS W0 2016/028316; A1 [FH & F A J52014-0274731) o fiff
A X L SR AR T FE A AT DA HE 1E 2 23 1) R 1 e RE B A I HLBE A8 R T R I AN T
IR, XoJ 3% 1 KR 25 DR L REAE PRI A 12 W SR R TR 5 2 H 25 A v SR IFREAE
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60 MFZEx 64 MFE-H 41T
60 MFE X B4 MEE 42
60 ~4F% % B4 MAFE— 453
60 MFEX Bd MFE =454

240 MFE x 64 MRS — B AT

4D

25 3 3 10
ITGCAGGACCAGAGAATTCGAATACANTTAACAACHXXXNACGTATGCCA]
¥ 3 - bAi A UM UM 4238 8 4

g
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8 nt
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10 nt ©»

ARKMET 47 bp
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22 Am sided cfDNA
gDNA

750

500

300

150

50

K7

L

#5b 1  |Jbk gDNA + 8% BRCAZ $h %
Hdb2 | 4odd pDNA +4% BRCA2 Sk %
AFah 3 |Hcit gDNA + 2% BRCA2 $k %
HFib4 | #hdcit gDNA

Ao 5 |Hobt gDNA +8% ATM 4k K
o 6 |4t gDNA +4% ATM SR X
Hrdb 7 ol gDNA + 2% ATM #2 %
tio 8 | %4t gDNA

8A
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o A

Ada1 |4 gDNA +8% BRCA2 #: %
Hob2 ot gDNA +4% BRCA2 sk &
#ob3 Aokt gDNA +2% BRCA2 X
Hobd  Féh-dodt gDNA

#ob5 |doit gDNA +8% ATM £ %
w6 [ X gDNA +4% ATM #: %
Hab7  [Hoi gDNA +2% ATM #k %
#3% 8 |4kl gDNA

K9A

4 49 ABRCA2 SNP #71 %
i) 6% AATM SNP 471 %

M 108 P- 18
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# oo WA

# 5% F_cfDNA +10% M_cfDNA
e 2 F ¢fDNA +5% M _cfDNA
oo 3 45 F_cfDNA

b4 |4 F_cfDNA

#3555  |F_cfDNA +10% ATM

H#d 6 |F fDNA +5% ATM

A ot F_cfDNA + 10% BRCA2

H & F_cfDNA +5% BRCA2

K 10A

M| F 89 AATM SNP $71 % - 55 25
M| & 49 ABRCA2 SNP 71 % : 72 26
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p! PC.HGG R»LT.R."SMM“' "'OCMTA
CRCGASCTT ARNMACGTATSCCA

"‘f‘CAdaG Q(.WA‘EM‘.‘TC\;A.‘.T.‘\

CACCCTOICGRNMACCTATECCA

-‘_AACCTCI\MNN.\ ACC‘;’A; SCCA

ICCRSGALCAGRGRATTUCANTR
CATTEETCACKNNACGTATGLOR

TECRGGRLCACAGPRAT TUGRATR
CATATCAAT CNNNACGTATGLCA

TOCRGEACCACAGHRATTCGARTR
CRGTCTETACGNNNACCTATGOCA

IELABGACCARGAGART ICCAATR
CRTRATACRECKNNECGTRIGCCR

TOCAGGACCAEAGAR TCGRATA
CACTSCREATNNNACETATCOLR

TGCAGGACLAGASARLT CaAALA
CRGCGCCAETNNNRCETRATGCCR

IGCAGGACUAGAGRAT ICGARTA
CATCRGLHT GHRNACGTATECEA

TGCAGGRCCAEAERRTTCEARTA
CARTCSGRTCNRNBLETATECCA

TECAGCACCACAGRATI CEANT A
CAGLTCTERRNNN AL TECCR

ICCAGGACCAGAGAATTCGAATA
LPACT GTAGCRNNALGTAIGCCR

IGCAGGALCAAGRAITCGARTA
CACTOTICCANNNACETAC LOCR

LCLAGA L CAIRAGARL L CEARLA
CRAGALTTGCNNNACCIRTGCCR

TCCAGGRLCCAGAGRAT TCGARTA
CAATTAT GCANNNACGTATGCLA

TGCAGGACCASRGPAL TOGARTA
CATCACAI S TNNNACGTAIGCCA

TECRGGRCCAGAGRATTCGAATR
CAGRIGETCININACCIATICCA

TGCAGCACCAGRGARTTCERATA
CAZGACCTTCENNACGTATGCCA

TOCRGGACCROAGRA. TCGRRTA
CAGCGTGECT HNRACETATECCA

TCLPRCRA S CREACHAT ¢ CORA: B,
CRITGTGARCHNNACGTATEOCA

TECACGACCAGACRAT TONARTA
CAAMAATCCTERNACGIAT SCTA

TGCAGGACCAGAGRA, TCGAATA
CACGGEU. ARNENACUTATGCLA

TOCACCGACCRAGAGRATT CGRATA
CACAGLGCEINENACCTATGECA

TCCAGGROCAGACARAT TCCARTR
CACSTTCCGGRNNACGTATCLCA

TGCAGGALCRCGAGARAT TCGERATR
GARCTGTCCCCHNNACCTATGICA

TCCAGGACCAGAGAATTOGART R
CARTGCCRACTNNNRCETATGLCA

TGCAGGACCAGAGAATITCEAATA
CARACGTGCATNRHACGTRTECCA

TGCAGGACCRGRCRATTCCAATA
CATETTGTAGNNMACCTATECCR

TECAGCACTAGAGARTTCOARTA
CACGTOSTTONNNACCTATEOCA

TGCAGGROICAGAGRAT IUGANT
CRCGCOCCATNRNACGTATECOA

TGCAGSRCCASAGRRITUGRATR
CATAGTATT GMHNACGTATECCA

TECRGEALCALAGRAT I CGANTA
CRCCRACGECHENACGTATSCCA

492

TECAGAACCAGAGARTTOREATA
LAC '!'r.?'-\. CCTRNNRCGTATGOOA,
TGUAGEAOCAR? TTOGARTA
CAASTAATAGHRERACGTAT GL ca

TGCRASGACCAGAGART TURRATA
CARGLGCTANNRRCETATEICR
TGCAGERCCARAGRAT TOEARTA
CATGCAGETTHNNRACETATECCA

TECAGFACCAGAGARTTCRRATA
CROACTTATANNNACCTRAIGOCE
THOACEALCARAGRAT TCEARNT &
CACGRAAGICENNNACETATGLCA

L11]E]

@t

TECALGATCAGAGART TCERATR
CARAGETLCCANENACGTAT G:.(-ﬁ

TGLEASSACREASART TCERAT
CACCTCOGETRNNACGTATGLLA

TECAGEN CAAEAATTCGRATA
CRATGCGEITRLINNACGT ATGOCA

TGCAGGALCAGAGAAT TOGAATA
CEAGT GCRT CRRNALGTALIGCLA

TOLAGGROCAGAGARATTCCAATA
LARGNCCEATRINACCTATCCCA

TGCAGGACTCACAGARTTOEAAT A
SACCGCATCANNNAL GEATBCCA

TGONGGRLCAGAGAAT TCGARTA
CAGCARLATAT THRHACGTATGLCA

TOCAGERCCAGNGART TCGANTA
CATCTETCT GHNNACGTATELCA

TGCAGGACCAGAGHINT T CGANTA.
CRACATCCTTNNNACGTATGICA

TGCAGOACCABNGART TCGRRTA
CACTCCACAANRNACGTAT GCCA

TGCAGGACCAGAGAATTCGRATA
CATTCRCCCTHRNACGTATECOA

TGCAGGACCAGAGAMNTTCGARTA
CATGRARGCACNNNACCTATLEOCA

TGCRAEG AGARGARRT TCGRARTA
CATCTCAGRGNRNACGTATGCCA

IGCAGGRLCACAGAAT TCGARTR
CACGTAANGGNRNACGTATGLCA

TECACGRCCAGAGRATTIOGARC R
CAGACCACCGHNNNACGTATGOCA

TECAGGADCAGAGART TCERATA
CAAAAACGTARRNACSTATGCCA

TECAGSACCAGAGRETTCERATA
CAAGAPAGAIHNNALGTATGC O

TGCACEACCRGRGARTTCEGARATA
CPAGAT TASANNHACGINTGCCR

TGCASGRCCAGACFAT TCCAATR
CACTACCRAGNNNACSTATECOA

TOCRGGRCCAGRGRAT TIGARTA
CARGTAGT T TERNACETATECCA

TECRGGACCRGRAGRATTUGARTR
SARGATETATNHNACETYATSCCA

TECAGRACCAGAGART TORRAATA
CRCOOCTGROTTENRRCGTATELCE

TECRAGALCRAGAGRAT TCGRATR
CRAGGTACCTANNNACGTATEOCA

TECAGEACCRGAGRRTT C"M"l
CF-AL!-T‘.C.'AL'NN AL TCE

TGCAGERCCASAGRATTOCAATA
CACTCCTRETGNRMACGTASTECCA

TECAGEACCASAGRAT TCERATA
CAGAAGCRCAMNHALCTATECCA

TRCACEACCRAAARATT CEARTA
CACCET TACRNKNACCTATGCCA

TECRGAACCAGRCARTTCCRATA
CAATCATGATRNNRCGTATGLLA

TCCRGEACCAGASARTTCGARTA
CACTAATARCHNNNACCTATGLLR

TCLRALGEACCRGAGNATICGART A
CRAARCCTATHRNACGT ATGLCA

TGLAGGARLCCAUACARTTUGRATA
CATGATGET TRNHACGTART LA

TGCAGGACCAGRGAATTCGARTA
TARCGOALAANNNACGTAZGCTA

TOCAGCCACLACAGANTT CEAATA
CACTGATT T HINACGIATSCLA

TGCAZGACCAGAGNT TCGRNTA
CAETCGEOGTNRNACGTATGCCA

TGCAGGRCCAGASIT TUGATA
CANTCCAGTGNNNACGTATGICA

TECAGERCCAGNGANT I COAATM
CRTOGMATATCHENACGTATGCCA

TGCAGSACCAGAGANTTCSARTA
| CAGTTACCCTRNNACSTATGCCAR

TGCAGSACCPGAGART TCGRATA
CAGEACRAL MNHNACGTAZECCN

TGCAGZACCAGRGANT TCORATA
CRAAC T ECGCENNNACGTATECCE

TEOAGGRCCAGRERATTOGARTR
CACTTAACGGHRNACS TAIGCCA

TGOAGGEICAGAGRA- TCRARTA
CAGARAGT T ANHNACGTATGCCA

TEOASGRCCAGAGRATTCGAATR
CAGAACGACANNNACCTATGLCA

TGLACGACCAGAGART TCGAATA
CALGCTLOT GRNNACGTAZI GCCA

TGCAGSRCCAGRGART TCCERATA
CASRCACAGGHNNACG TATGL LA

TECRGCACCRERGARATTUGRATA
CATALATTGEINNACG T ATG LR

TECASGRCCAGRGRAT TOGARTA
CATCTCGET TRRBACGTATSCCA

TGCAGGACCAGRGRRT TCGARTR
CACCAGART CHHBACCTATECCA

THCAGGACCRGAGRRATTCEART A
CATAGRTGCONNNACCTATGICA

TECRGEACCAGAGAAT ICTRATA
CAGCT CBRGCNNNACGTATELCR

TECRGGALCAGRSART TCGRATA
CATTCACCACHNNRCLGTATECCA

TECRGEACCAGASART TCERAT A
CAGCRAGTRCNIHACETATECCA

iir

TGECAEGACCAGAGRAT TCGRATA
CACECTTLECNRNACGTATGC A

TECRGGACCRGRAGARTTCERATA
CATCGAGECANNNACETATECCR

TECAGGACCRGIGAATTCGAATA
CAARCEACCTNNMACETATGOCR

51§

TECRAGGACCAGACARTTOGARTA
CARATLCACARCKNNRCSTATCLEA

TECAGGRCCACAGMNRT TCGARTA
CACGATGTCANNEACGTATGECA

TEHCAEEACCAGASMATT UGARATE
CRGTRACACTCNNNACETATGOCR

w20

TECAGGACCRAUACANI TCGAATA
CATAGIRALT GNENACGTATGCLR

TGCAGGACCACAGAATTCGARTA
CACGGUAGGANNEACETATGCLA

TGEAGCCACCRGAGANTT CGARTA
CATATGUGETNNACGTATSCCA

ser

E12A
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GLAGGRCCAGACGRRTTCLAATA TECAGEACCAGRGAR' ATA 282 TEUAGGAUCAGAGRATTCEARTA £
CRACTGGCTT TNNNACGTRTGLCA CARGHBCCAGNHNACGTATGCCA CARTARTAGENINACCTATGOCR
TECACERCCASAEART TUCARTA 43 TECAGEROCASAGAR 282 TECAGEACCAGASIATTCGAATE L1232
CRGCARARTGENNHACG TATGOCA CRAGATT T TGRHENREAL CAGTTACTRRNNNACCTATGICR
TECABGACCATAGAR. TCGAATA 44 IGCABGACCRAEAGAA TCCAATA 28« TECAGGACCAGASAAT T UGAATR 324
CACERTGRCANKNACGTATECCR CRRRCACCTCHNMNACGTATGLOR CANCOT TETANNNACGTATGOCA
IGLAGEACCAGAGRAT JCGAATA 45 TSCASGACCAGAGRAT TCRAATA 285 TECAGCACCAGAGARATTICEARIE =1 L]
CARCTT CTACKNE R, CARCATTTCTNNNACGTATSCOCA
SELAGGACCAGAGAR 46 TECAGGACCAGAGA 286 TGUAECACCACAGARTTCGRAT A 526
CROTAGCCEENHNNACG TATGOLA CRACECET I TARNNACE TATGCLA CACCBACTTTNNNACGTATGCCA
TECACGRCCAGAGRAT TOCALTE 47 TECAGGRCCARZAGEAT TCGALTR 287 TECRGERCIAEACRATTOCARTE 527
CHCTLTTC. CHNNACG AL GECA CACCUGANGCHHRACE TAIGCTA CATATGAACTNNNACGTATGUCA
TCCACGRACCAGAGARTICGAATA 45 TECAGRACCACAGARTTCGAATA %% TECACCALCAGAGAATTUGRATA PP
CAIUTAGICONRNACH VATGOUA A _ACETACUHNRRC 1GCCA CAZICTTTICHNNACGTATUCCA
TGCACGRCCAGACRAT TTRARTA 4% TECRGGRCCAGAGRAR GRATA 28% TECREGACCAGAGRAT TCGART A ndy
CHGRATCICGNRNACG IATCCCA CALTADGUCNHNACGIATCCCA CAATAGGTIINNHACGIALGCCA
TCCAGGACCAGACART TCCRATA ol TECAGGAOCREAGRAT TCGARATA 1906 TOCRGGALTCRGAGARTT CGRATAR. w3l
CREATGATCTHNNACGTATEICR CARGGTATGENNRACGTATELCR CACGRCETTANNNACGTATGLCA
TGLAGCACCRGACAATTCSRATA BL TECAGGACCAGAGALT TCCRATA 3L TECAGGACCAGASARTT CGAATA =31
CACACTARCGNNNACSTATGCCA CRAACTACEATNNMACGTATECCA CARGCATAGENINACGTATGOCR
TECARCEACUAGACRAT IUGARTE HE TECRGERUCAGAGRAT TCRRATA 292 TECACEACCAEAGRATIUEARTE %32
CACGTCGGRONNNACETATECOR CACTCCTCARNNNACGTATGLCA CACTECATCTNMIINACGTATSOCA
TRCACGACCRGAGALTTOCRATE 53 TECAGGACCAGAGART TCGAATA 292 TECRGEACCAEAGARTTCGAATA 733
CACCAACTT GNNNACSTATECCE CRAGRTACARANNNACG TATCOLH CRACGACGLCANNNACGT A TSC0R
TECAGEACCABAGRAY TCEARTA 54 TGCAGEACCALAGAAT 284 TECAGCRACCACAGRATICGARTA 534
CALGETGEAGNNNACETATGOLA CAAACGOCLEMENACGTATGLCA
CGUAGGATUAGAGALT CGAATS 5E 2985 TECAGFACCAGAGARTTCEAATA 3%
CRGTAACCGTHHNACG TATGLLA CRCTCTCEATRNHACGTATGOCA
CELAGCACCAGATEAAT e 2%¢ TECAGCACCACAGAATTCGAAT A =36
CATAGTIIT UNNNAT CALCUCTGACCNRNACETAIGLCA
ICCAGLACAGREANT 1A 5 [ECAGEALCAGALAAS 2987 TOCAGCACCARAGARTT I GART A 137
CACTSEIET TRNNAL LA CACTTAACEURNNACETATCLCA CACITCTAATRNNACE: C&
TECAGCACCAGAGRAAT ICGRATA =5 | TGLRGGR GAGART TCCARTA £9¢ TGCAGGRCLRCAGART T CGARTA 336
CRTTCGAGETHNNACGTETGLCA CACGARTCCANNMACGTATGECA CARRARGRCTNINACCTATGCCA
TECAGZSACCAGAGRAT TCGARTR. 5% TSCRGGALCARGAGRRN GRATA <95 TECAGEALCAGAGRAAT T CGARTA Yol
CACCTCCRACSHMNNACSTATGCCA CACARCTRATMNNBCGTATECCA CATCCTAGCTNINACGTATECCA
TGCAGGACOBOACRRTTOGRATA L TRCAGGACCASAGIETTOGRATA LM TGECAGRACCARAGARTTRGRAT A a4l
CREASACTRGNNNACS TATECCA, CATCACRCCTHNNACGTATECCA CRACCARAGENNNACGTATGOCH
TEUAGGRCCAGAGRAT TLEARTA Bi TECAGGACCAGAGRAT TCGRATA 3Nt TECRGEADCREAGRATTUGART A 41
CATGAAC TATNNHACG TATGCOA CAGACCGTCGMRNACGTATSCCA CARCGAET TONHNACGTATGLCA
TECACRATCAGACRATTOGRATA 1.¥4 TECAGGACCAGCAGRRT TOGAATA [TFd TOECACCACCRCAGARTTUGARATA 42
CRETTERTTANNNRCG TATECCH CRCTTTRAGRANNNACC TATCCCA CROCTATGETERNNACCTATGOCR
TECACGRCCAGAGAAT IOLARTA ] TECAGGACCARAGRATTOGAATA 3103 TECAGEACCACAGARTTRIGAAT R e ]
CATCCACTCANNNACGTATGCCA CATGTGAT T AMHHACGTATGCCR CACCACCGTCNRNACGTATGOCA
SECAGGACCAGALART BRLA a4 TECAGRACCACAGAR GAATS 304 TECAGLALCAGALART ] LGAAT R e
CALTGACTETHNNALGTATGLCA CALRCCCART GHNNAD GLLA CARGARTCCCTNNNRCGTATROCE
IGLAGZACCAGAGART TCGRATA 3 IGECAGEACCRASAGARM SAATR 105 TRCAGEACCAGNGART T CEMAT A =5
CANTALEEUANRKNACG IAT GLCA CARCGTGIACNNMACCIAT GCCA LETTATNENACGIASGCCA
JECAGGACCABASAAT ICEAALA o6 IGCAGGRCCALALAAT TCEAATA I0C TEEAGCACCALAGART I CEAAL A 4
CALACCICCSHNNACIIAIGOCA CART GAAAL EMNEAL JELCA CAMIGCEICEMRRACETAISCCA
CELAGGACCAGAGART TCEAATA Bif TGLAGGACCREAGAN GRATA Jur TECACZACCACAGRATTCGAATA
CAAACARCAANNNACSTATGCCA CATCCTCETARNNACGTATECTA CACTCETGTTNRRACGTATGOCN
TGOEAGGRCCAGRERATICAARTA | b TGEAGGMLCAGAGRAT TOGARTRE | 309 TECAGEALCEGAGRRT T CGARTE a8
CAGARCCTETNNMACGTATGCCA CAETANCRGENNNACGTATGEICA CATTETAGATNINACGTATEOCA
TGEEAGGACCAGAGRRATTOGRATA LX) TEEAGGALCAGAGART TCGRATA 9 TEERACEACCRGRGARTTOGRAT A 548
ChEALTRACRNNHCTAEISTTRL CRACTCEET ANNK ST RGTETTAL CRECCE RNWCTRGCET
TELAGGACCAGAGRATTOOAATE K] TGCAGGACCAGAGRR 30 TRORGEACCRGAGRRTTOGART R 350
CAGCLTCET CHNRCTAGOLETTAL CARCHGOTTAGNNRCTAGCET TAC CARGTCACCANENCT Als
TECAGGACCASAGART TOGRATA 7L TECREGEA GAGRET - L4 TECAGEATCAGAGRRTT CGAN S5L
CACCCGUACTNNNCTAGSCTTAC CATCAAGCTGHNNCTAGCGTTAC CRATACCTCCHNNNCTAGCGITAL
THLACCACCASAGAAT TOGAATA T THCAGCACCROAGART TCGAATA 512 TRCAGGACCAGREARTTOGRATA 352
CACCACGRTANRNCTAGCETTAL CATRGLTRATNRNCTAGCGT TAC CACTTITTCANENCTAGCGTTRC
TGCACGACCAGAGAAT ICEARTA 93 TECASGACCAGAGART TCEARTA 313 TECAGGACCAGAGAATTICAATE 353
CRLGETALATINNGTASOSTTRAS CACGOGCAT T PENNCT A TTAC CARTATCATCMINCTAGCETIAL
CECAEEACCRAGAGART TCLAATA 74 TECAGGACCAGAGRAL TCEAATA 324 TECAGCACCRAEAGAATT CEAATA =54

CACLATAZCONNNCTAGUETTAC

CARATGAICANNNCTAGLC, TAC

CACACATATENNNCT AGCET AL

K128
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TECACGACCAGAGAATTOEARTA
CACATACGGINKNCTAGOGTTAC

TGCAGGACCAGAGAATTCEARTA
CATCGCGR=ANKNCTAGCGTTAC

THCACCALCARAGEATTOGARTA
CAACTTTIGINNNCIAGCGTTAC

TECRGGACCAGAGAATT CGARTA
CRRATAGCT TNRHCTAGCGTTAC

TGCAGGACCALRGART TCGARTA
CACACAGCTTNNNCTAGCETTRG

TOCAGCACCAGAGARTTCGAATA
CATARTGTACHNNCTAGCGTTAC

TECAGSACCAGAGARTTCOGAATA
CRCCAGGTETHRNCTAGCCTTAC

TECAGGACCAZAGARI TCERATA
CRECGGTGCONNNCTRGCGTTAC

PECAGCACCACGAGRATITCGAAT A
CRARCCACRGNINCT RGOGTTAC

SCCAGGACCAGAGRAT ICERARTA
CACARDCTEANKNCTAGCETT RC

TSCAGGALCACAGRA. TCGARIA
CAGTTACRCCHMENCTAGCEITRC

TECACCACCACGAGAATICEAATA
CAGCTCCTATNERCTACCGTIRG

TGCAGGACCAGAGAATTCGRATA
CATGATGEET CRRNCTAGCELTAC

TECAGGACCAGAGART TCEGRATA
CATGCGAIGINNNCTAGCETTAC

TECAGZACCAGAGARTTCGAATA
CACCCAAACT HNNCT AGCGITAC

TECAGGRCCAGAGRATTOAMT A
CABGAGCCEANNNCTAGCGL AT

TOCAGGRACCAGAGRRT TCEANT A
CARTGG ICCTHNNCTAGCELTAC

TRCAGGRCLAGAGRAT s COARL &
CAGU _AGGARNEMCTAGCST RS

TGCAGGACCAGRGARTICGRAATA
CARTGCGECCHNNCTAGCGTTAL

TGCASGACCAGASARTTCCGRATA
CARCCCCAGGHNRCTAGTGTTAC

TOCACGACCASACRRTTCEAATA
CATGCTGIAGNRNCIAGCCTITAC

TGCAGGACCAGAGAATT CGRATA
CRGCTTCCCCHNNCT AGCGTTAL

TECAGGRCCAGAGARTTCCRATA
CAGCAGACGENHECIAGCCTTAC

TGCACCGACCAGAGAATTCGART A
CAACAGCATCHENCT ABCSTTAL

TECAGGRCCAGRCRARTTOCRATA
CAGCATTCACKNRCTAGCGTTAC

TGCASGACCAGAGARTTCGRATA
CACTGGCACCHNRCTAGSCTTAC

TOCRAGGACCAGASRAATTOGRATE
CRACGAGAGTRNNCTAGCGTTAL

TECAGGACCAGREAMTTIGRATA
CATTTETACTHRRCTAGCEGTTAC

TOCAGGACCAGASAR T TCCRATA
CRAGAGAGT ONNNCTRAGCATTRS

TECAGCACCRAGAGARTTIGARTA
CARTCATRTGNIMNCTAGCSTTAL

TECAGGACCAGACRAT TCRART
CACATATCECHRNCTAGCETTRC

TGCAGGACCAEAZRATTCGARTA
CACGTTTTATHRNCTAGCGTTAC

TECAGEACCAGAGAATICRARTR
CATSACATT O NNNCTRECETTRC

TGLACGACCAGRGARTTIGRATA
CAGCATEARGHRHCTAGDGTTAL

TGEAGGACCAGRGART TCGRATA
CAACGAGSTCANNNC TAGCCTTAC

TEAGFACCREAGARTTCGRAAT A
CRECOEGCOCNNNOTRACETTAL

a6k

TGCAGGRCCAGAGRAT T TEARTA
CACACGARMACHHNCTAGEETTAC

TGCAGGACCAGAGRATTCGARTA
CATTCTCI COMENCTAGCETTAL

THCAGGACCAGAGRATICGARTA
CAAGECGCACNRNCT AGCETTRC

5367

TELAGGACCAGAGART T CLAATA
CACUTARGRCHERCTAGCETTAL

TECASGACCAGASART TCGARTA
CACCTGTCTTHNRCTAGCETTAC

TECAGHACCAGASARTTCEARTA
CRGTACACECHNNOTAGCETTAC

568

TECAGGACCAGACRAT TTLARTA
CARCCTAGETMENCTAGCETTAC

TGCAGCALCAGAGIAT TCGRATA
CACT CAGCARNNNCTAGCGTTAL

THCACGAUCAGAGRATTICGAAT A
CARGATTTCANINL T AGCGTTAC

%9

TECAGGACCAGNGAATTCGANATA
CACCATICICNNNCTAGOGCTTAC

TECAGGMNCREAGANT TCGARTA
LACCTTATGTHNNCTRCCCTTAL

TECAGGACCAGAGAATTCGAATA
LATGCATCTONNNCT ACCETTAL

R

TCCAGCGACCAGACAATTCGRATA
CATCCGTITCENNCTAGOCTTALC

TSCAGGACCACAGRAT TCCGARTA
CATCOGCRCGNRNCIAGCGTTAC

TGCAGCACCAGAGRATTCGARTA
CACTCAGARGINNNCTAGCGTTAC

TGCAGGRCCAGAGRATICGRATA
CARCACCTCCTHRNCTAGCGTTALC

TGCASGRCCAGAGRAT TCGAATA
CACCTTTCTCHNHCTAGCGTTAC

TECRACCACCAGAGAATTCGART A
CAACTCTETCHRNCTACCGTTAL

TELAGGACCRGACARTTOGRATA
CAAGAGRCRGNENCTAGCETTAC

TGCAGGACCRGAGART TOGRRTA
CAATGT GAGGHNNCTAGCGTTAC

TGCAGFACCRGAGARTTLGARTA
CATTATCCCCHNNC T RGTGITAC

TECAGGACCAGAGARATTICGARTA
CAATEGLOCCONNNCTAGOE TR

TGCAGGACCAGAGRAT TCGARTA
CAPCAMACATMNNCTAGCST TR

TECACCACCAGAGRATICGARTA
CAGCCOTTCCNRNCT AGRGTTRC

TOCAGGRCCAGALARTTCGRATA
CATHCCSTGTRNNCTAGCCTTAC

TECAGGACCACAGRRT TUGRATA
CRAGRGAGRAGHNNCTAGCCITAC

THORCCACCRAGAGARTTCGRATA
CRARCTTCTTIMICT ACCETIAC

TGCAGGACCAGAGRAT TCGRATA
CAGAAGACACKNNCTAGCCTTAC

TECAGGACCAGRGRAT TCGARTA
CACTTCAGGANNNCIAGCEITAC

TACAGGACCAGAGART T CEGART A
CATTCTAGCONNNTTACCGTTAC

FTACACGACCAGRGAARTICCAATA
CATCATTIGTRRNCTAGCGTTIAC

TOCASGSACCACAGRATTCOARTA
CATCCCTCGGHRN CTAGCETTAC

TOCAGGACCAOAGRATTCGANTA
CATCACCCARNNNCT AGLGTTAL

TECAGCCACCAGACAATTCGAATA
CATCEAACACKNNCIAGCG T AL

TGCAGGACCACAGAAT TCCAATA
CACCTTOCTINRNCIAGCGTTAC

TGCAGCACCAGAGAATT CGAATA
CACCTCTGIANKNCTAGCGTTAC

TECAGGACCABACNAT TCCARTA
CAAGCTIACCGHRNCIAGCG2TAC

TOCAGGACCHRENAGANT TCEAATA
CATAGT TAZ GHRNCIAGCGTIAC

TCCACGACCABASAAT I CBANT A
CAAGLCACIANNNCI AGCETTAC

TECAGGACCAGACARTTCERATA
CACTCGEI T THRNCTAGEETIAL

TOCAGGACCACGASART TCERATA
CAGCATAGAGNRNCT AGCETTAC

TECACGCACCACASARTTCGARTA
CADGIATGAI NNNCT AGCGTTAC

TGCREGACCAGACRATTOARATA
CAAATCETTANNNCTAGCETTAC

TGCRGGACCAGAGRATTIGAATA
CATAGCTCCTNRRCTAGCEITAC

TECRGGALCAGAGRATT CGARTR
CACAGETCCENRNCTALCGTIRC

TGOAGOACCAGACART TCGRATA
CALAACAGE TRRNCTAGCETTAC

TACAGGACCAGARART THERATA
CASCECA SGT AKRCT AGCETTAC

TECACCACCAGAGARTTERATA
CRT TTINNRCT ACCE i

TGCAGGACCAGRAGRATTOGARTA
CARATCCTGT CRENCTAGRCTTAC

TECAGGRCCRGAGRETTOCARTA
CACATSUT CTMRNCT AGEGTTAC

TGCAGCEACCAGAGRRATT CGART R,
CATT T CUGCANRNEC T AGCSTTAC

TECACGACCAGAGARTICGRATA
CRGTRATET THERCTAGOFTTAL

TELAGGACCAGAGART TCGRATA
CARGAGAT TANNNCTAGOGTTAC

TECAGGACCAGAGRATTCGARTA
CRAGCCTETANENCT AGCGTTAC

TRCAGSACCHGAGRATT CGAATA
CATTEGCGCGGNRNCTAGCGTTAC

TRCAGGACCAGASART TCGAATA
CARTCRARGANHHCT AGCCTTAC

TGCAGGACCAGAGARTTCEART A
CAGCGGCRCINNNCTAGCGTTAC

TGCAGGACCAGAGARTTCSARTA
CACTCAGGAANRNCTAGEGTTAC

TECPSEACCAGAGART TCGAATA
CAGGAGTRCANKNCTAGCETTAC

TGCAGEACCAGAGANRTTCIARTA
CATGTTGRCCNRHNCTACCSTTRC

CGCAGGACCAGAGANITCGANTA
CASTTAMRAGHENCTAGCSTTAC

IGCASGACCAGAGANT ICGRATA
CARTAGCAGGHNNCTAGESTTAC

TGCAGGACCAGABITTCEGAATA
CRARARST TENRNCTAGCSTTAL
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CAARCTCEGTNNNGATCGACRATE

CARACAARCAANNNGAT CGACATG

CACCTTCTCONNNGATCGALATE

TGCAGCACCARAGRADTCGART & TECACCACCAGAGAATTCGART A,
CATGTCATRRNNNCTAGCCTTAC CATCTAATTCNNNCTAGCGTTAC CACGET CCCANNNCTRGCGTTRC
TOCACGACCAGAGAAT TCORATA L3 TECAGGALCAGAGRAT TCGAATA 348 TOCAGEACCACAGAATT CEART A tE2
CRACTTGRATHNRCTAGOETTAC CACT TCCCGOHNNCTRGCGTTAC CRCAECGETCNNNCTAECETTAS
TGCAGGACCACAGAMT TTERATA 110 TGCAGGACCACAGANT TCGAATA -1 TGECAGGACCACAGAATT CEAATA LBu
CATETGOLRTNHNCTRAGCCTTAC CRATAGATITGNNNCTAGCCTTAC CAAGCTARCCNNNCTAGCGTTAS
LGCAGEACCAGAGAAT TUGARTA 111 TECAGGALCALABAAT TCGAATA 351 TECAGCACCAGAGRATICGEANI A 9L
CATCTACRCCNNNCTAGCETTRC CACEGoACACNNNCIAGCGITRAC CARCEECEICNRNCTACCETTRC
SECAGGACCAGAGAATICGAATA 112 TGECAGGACCAGAGART TCGAATA 352 TECAGCACCAGAGALTTCGAATA 392
CATUATGCCTHENCTAGCETTAC CACCTCHIGCRNNCTAGCGI TAC CATAGTTCAANNNCTRAECGTTAL
TGCAGGACCAGAGRAT TCGARTA 313 TGCAGGRCCRGAGRATTCGARTA 3353 TRCAGGACCAGAGRATT CGARTA k]
CALCTAGCCINNNCTAGCEITAC CACCCTIGATNHNCTAGCG L TAC CARTGTAGZCCHNNNC IAGCELTRAC
TGCRAGGACCAGAGART TCCAATA 114 TGCRGSACCAGAGART TCEGRATA ERTY TOCAGSACCRGAGARTTCGARTA 594
CAATAARGCANNHCTAGCGTTAL CACGTCACGGHNNCTAGCGTTAC CRAGAAGCACHNNC TRGCETTAL
TECACGACCRAGAGRATTOSARTR 112 TECAGGRCCAGRGRAT TCCRARTA 355 TECACGROCAGAGRATTOGARTA 585
CATGCATARTNENCTAGCGTTAL CAGT ITGGCANHNCTAGCGTTAC {AGRAs CHCENNNCTAGCGTTAC
TGCAGGRCCAGAGRATTCCRATA, 11§ TECAGEACCRGAGRAT TCGARTA, 336 TGCRGGACCRGAGPATTCGART R MSE
CACATGACGTNNNCTAGSETTAC CATCGCTCTGTNNNCTAGCGTTAC CRACGETATACNNNCTAGCGTTAL
TECAGCACCREACRRTTOCAATA 117 THCAGGACCAGAGALT TCGANTA RN TECAGCACCRGAGAATT CERATA
CACTTATCATNRNCTAGCGTTRE CATCAGTATANNNCTAGEGTTAC CATRAACATACNNNCTAGCETTARL
TGCRGEACCAGASAAT TOGARTA 118 TGCRAGGACCAGAGRATICGAATR a3 TECRGEACCAGAGAATTCGARI R 498
CACGECCTCRINNCTAGCETTRAC CACCCAAGTRNNNCTAGCGTTAC CACTECTATCNNNCTAGCGTTRC
TGELAGGACCRGAGART TCERAATA 118 TGUAGGRCCRGREGARET TCERATA 359 TGCAGGCATCRAGRGARTT CGRATA, %99
(ACGTCAATGNNRCTRGIGTTAS CARRGETAMANNNCTAGCGTTAC CACGECAACCHNNC TRECETTAC
TECAGGARUCAGAGRAT TCGARTA 128 TGCAGGACCAGAGRAT TUGARTA 360 TRCAGEACCAGAGRATTCRART A &0
CAC LTAIACTNNINCIAGCEITAC CARGATCCACHNRCTAGCSI TAC CACARAAACANNNCIAGCEU AL
SECAGRACCAGAGARTICGAATA izl TECAGGACCHGAGART TCGAATA 361 TGCAGCACCAGRGARTTCGAATA ol
CAGCGASGTATNNNCTAGCETTAC CAGCATUCCCHNNCTAGCGTTAL CRCGTTAGCANNNCTAGCGT TAC
IGCAGGALCAGAGRAT TUGARTA 122 ITGCAGGACCAGAGRAI TUARTA 362 TOCAGCGACCAGAGRATITERERT A 602
CARTTGTICTNNMCTAGCGTTAC CACTCTSEAMNNNCTAGOGTTAL CACCCTARTCNNNCTAGCGTIAC
TECRAGGALCAGAGIAT TCGAMTA 123 TECRGAACCAGAGART TCEAATA 363 TECAGEACCRGAGMTT CGARTA EU3
CAMAC ITCRAGNNNCTAGCGTTAL CAAGTCUGACNNNCTAGCUTTAC CATETGGCCONNNCT AGCETTRL
TECREGACCAGACART TCGRATA 1¢ TGCAGCACCAGACGART TCCGRATA EL=A TECAGCACCAGACARTTCGAATA Std
CACGAGCETCONRHCTAGCGTTAT CAGAGGLLGANKNCTAGCGTTAC LATCTAGRGLNENCTAGCGTTRC
TGCACOALCAGRGRAT TCEARTA 125 TGCAGGARCCAGAGRAT TUCAATA 365 TECAGCACCAGAGPATTCGARTI 605
CACGCGACCANNNCTAGCGTTRC CATGGTGGAANNNCTAGCGTTAC CATACCCATGNNNCTAGCGTTAL
TCCAGRACTAGACART TCEPATA 12¢ TECAGSACCACAGART TCGRATA =113 TECAGSACCRCASARTT COAATA ot
CATGICECCINNNCTAGCETTAC CACGGTGITANNNCTAGCGTTAC CATTGLCCCONNNCTRGCGTTAC
TECAGGACCAGRGRAT TCGARTA 1247 TECAGGRCCAGAGRATZCGAATA 367 TECACEACCACGAGRATT CGAATA B0
CAGTTACCACNNNCTAGCETTAC CATCGOGCAOMIICTAGCETTRC CATGCTTCCTNRNCTACCETTAC
TCCACGACCAGACARTTOCARTA 328 TECAGGACCAGAGART TCCRATA SER TOAAGGACCRGRGARTTOGARTA GR
CATTATCAT CHHNCTAGDETTAL CACCTETETRAHNNCTAGOGT TR CRAACCATERNNNCTACCGTTAL
TECAGGACCAGAGRAT TOARATA 12% TECAGGACCARAGRAT TCGANT A 369 TOCACGACCAGAGAATTLGART A 609
CACCTTCICTNRHGAT CRACATE CARCGTGUGONNNGRT COACATG CAGECTATACNNNGATCGACAT G
TECAGGACCAGRGARTIIGRATA =30 TECAIGACCAGAGART TCGAMTE 370 TOCAGEACZCRGAGAATT CGAATA w10
CRAACACCT GNNNGAT CGACATR CARAT CASCCANNNGAT CGACATE CRATTCGTTANNNGATCCACAT G
TGCAGBACCAGACAAT TCEANTA 131 TECAGGACCAGASAAT TUGAATA 37L TECACCACTAGAGAATT CRAATA gil
CAACT TEICCNNNCAT CEACATE CAZATACT TANNNEAT CGACATG CACRGATGANNNGRTCRACATE
JECAGGACCAGMEAAT TCGARTR 13 TECAGGACCAGAGRAT TCGARTA I TECAGGAZCACAGAATICEANT R 612
CAL IESIAATHNNGAT CGACATS CAATTTCGCCHEHGAL UGACATG CACETIATCONNHGAT CEACAT G
TCLAGGALTRGAGART TCSANTA 133 TUCAUGACCALUAGANT TCGAATA 3z TCCACCACCAGRCEATT COARTA )
| CAGGACTCGCHNNGATCGMACMTG CACTTAANGTHNNGAT CGACNI G CAGTTCATANNNGAT CGACHTG
TGCAGGRCCAGAERAY TOCARTR, 124 TECAGGRLCAGASRATTUGRATR 374 TECAGCACCAGAGRATTCGRATR Cld
CATGCGTCAMNNNGATCGACATG CATATGCCCTNNNGRT CSACATG CACAREATCINNNGATCGACAT G
TECAGGACCAGAGARTTCRRATA 13F TECAGGACCAGABART TCGRATA 375 TECAGFACCREAGARTTCGART A ala
CRCAGARTRANNHGAT CGRACRTT CAACTTRACGHNNGAT CGACAT G CRCTHCAARCHNNGATCGACIHT &
TECAGGRCCAGRAGRAT TCGARTA 136 TECAGGRCCAGRGEAT TOCARTA 376 TOCAGGRUCAGRGRATT CGART A G1G
CATCLGAGECNNHERATCGACATG CARGGAACCRNHNGRT CORCATG CAGETCCCCANNNGRTCEACATE
TGCAGGACCAGAGAAT TCGAATA 237 TECRGRACCAGAGART TCGRATA 377 TCECAGSACCAGAGARTTCHRATA €17
CAATTICTT GHNNGATCUGACATG CATGAGUGARHNNGAT CGALATG CACGATAACCHNNGATCGALRI G
SGLAGGACCAGAGRATTCGPATA 58 TECASGACCAGAGRAT TCERATA i TOCAGGACCRGRGAATTCGARTA ik
CRAACT TETAANNNGET CGRLATG CATGOTGTGANNNGRETCGACATE CATTATGACANNNGETCLGALAT
TGCRAGGALCAGAGAAT TCCARTA i39 IGCAGGACCAGAGAAT ICGARTA ivg TECAGGALCACAGARTTCGANLA 618
CACACCEIGCNNNCATCGRCATS CAGGTTCCTANNKGRTCGACRTG CARACCTTCACHINNGATC GREATG
SGCAGGACCAGMNEANT TCGANTA, 14C TGCNGGACCAGAGNAT TTGANTS £1-1] TGUAGGACCAGAGANTTCGAATA e20
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CAGCCTATTCHNNCRATCGACATG

CARMCCTACACKNKCGAT CGALATG

TGCAGGACCACAGAET: GGART A
AACCTAGCTNNEGATCGACATGE

CALPACCLUTHRENCGATCGACAT

CAGTCACCCCHENGRT COALATC

CAGECTACCONNNCGATCGALATC

TCCAGGACCAGAGALATOCGARTA, | 142 TCCAGGACCASASRAT TCEARTR | 362 TCCAGGACCAGAGEATICGARTA | 622
CACCECTRAARNNNGETCGRECATG CATTRARTATHNNGATCGRACATS CECTAGTCTGHRNGATC GRCATS
TGCAGGACCABAGAATTCGAATA. | 142 TGCAGIACCAGAGNAT TOGRAATA | 382 TGOAGGACCAGAGAATTCGARTA | 622
CRAGTSAGATGHENGATCGACATE CBRGGAGTCARNNGRT CCACATC CRGTTCTRARNNNGATCOAGATC
TGCAGGACCAGAGAATICGARTA, | 144 TGCAGGACCAGAGRAT TCSANIA | 384 TGCAGGACCAGAGRATICGAATA | 624
CATOTOTCAGNENCRTCGACATG CACRUACRGONNNGET CORCATG CAGCGTTTTCNINGRTCEASRTE
TGCAGBACCAGAGART CGRATA | 145 TGCASGACCAGAGAR: TCGARTA | 263 TGCAGEALCAGAGRRATICGAALR | 525
CRICTCTAGTNNNGAT CGALRTG CRGCGGACACHRNNGAT TGALATG CARGICTGUCCRMHGAYCGACHT &
TGCACGACCAGAGRAT TCGARTA | 146 TGCAGGRCCAGAGRAT TCGARTA | JEF TGCAGGACCAGAGRATT CGARTE | 626
CACARGCGCCHNNNGRTCGACATS CACGUT TGS CHHNGAT CGACATG CAACAGARAT NHNGATCGACATS
TCCAGGACCAGRGART TCGARTA [ 147 TGCAGGACCAGAGAR. TCGPPTA | 387 TGCAGGACCRLAGRATICGAATE | 627
CRESTAS TAANRHGAT CHALATE CAZCTUEATGORNRGAT CGALALG CATIGCTAT THENGATCOGAGATS
TGCAEGACCAGAGRATTCSRATA | L4H TGCAGGACCRGRAGRETTCGAATA | 288 TGCAGGACCAGAGARTTCGARTA | BZE
AL TGECTGANKNCARTCGACAT CAGGCTAGAANKNEGRT CGRLATG CACCCTGICCMMNMOATCGACTATG
TGCAGGECCAGAGRRTCCARTA | 148 TGCRAGGACCRCAGRATTCGARTA | 385 TGCRAGGACCACAGRATTCGARTE | 629
CAHACAGECAANNRGATCGACATG CAATGAGCCRINKGAT CGACNG CAGCAGTCCENNKGATUGACATS
T GCAGGACCRGAGART S TR | 230 TGCAGGACCAGAGRATTCGARTA | 290 TGCAGGACCAGAGRRT T CGAATA | B30
CARRGTTTCANNNGRTOGACATG CACRCCOGTCNNNGRT CGRCATS CAGTARCACANNNGATCSACATE
TGCAGGACCAGAGRATTGARIA | Lol TGLAGGAUCAGAGRAT TCGARTA | 351 TGCAGGAGCAGAGRATICGARCR | 631
CACGCTATATNNNGETCGACATG CATCATCCGANNNGRT CGACATG CARCATTGTANNNGATCGACATE
TCCAGGACCAGAGART TCGAATA. | 142 TGCAGGACCAGAGAR: TCGRATA | 392 TGCAGGACCRGAGARTTCGAATA | 632
CATACGRGT GHENGATCGACRTG CAGGCAACCONNNGAT SGACATG CRAAACCGTRNNNSATOGACATC
TGCAGGACCAGAGRATTORARTA, | 153 TGCAGGACCAEAGRATTCGARTA | 393 TGCAGGACCAGAGAATIGGARTA | 633
CATCASCACANNNGATCGACATS CACAGTCCATRNNGAT CGALATG CAATTCTGCCNNNGATCGACATG
TCCACGACCAGRGARTTOGARTA | LG4 TGCAGAACCAGAGAR: TCGRATA | 294 TCCAGEPCAGAGARNTTCGIALA, | 53k
CACGAACTACHNNGATCGACATG CATGCTACTCRNNGATCSALATG CATCTAGGCANNNGATCGALATG
TGCAGGACCAGAGARTTOGARTA | Lot TGCAGGACCAGAGHATToGARTA | 29 TGCRGCACCAGAGRATTCGARTA | €35
CATACTARAUNKNGAT CGACATG CATUCATECCNHNGATCGACATG CAGETSTACANKNGAT CEALATG
TGCAGGALCAGAGART ZCGARTA, | 156 TGCAGGACCAGAGART TCGANT ELT TGCAGGACCAGAGRATICGRATA. | 636
| CACGTACARGNNNGATCGACATS CAACCHOCACHNRGAL CGACATG CAGETCAGCCURNSATCGACATS
TCCAGGACCAGACAAT-CGAATA | Luv TGCAGGACCAGAGAA: TCGARTA | 397 TGCAGCACCACAGARTTCGARCA | 637
CAACAGGCTTNNNGATCCACATE SAGCCAMAGTNMNGET CGACATG CATCTCTTTANNMGATCERCATC
TCCACGACCASACARTICCARTA | 158 TGCAGGALCACAGRATTCCAATA. | 298 TGCACGACCACACRATICGPACE | 638
CAGABACCCTNNHGATCGACATG CAGGATCCCCNRNGATCGRCATG CATGGCTTCANNNGATCGRCATS
TECACGARGAGAGART TOGAATA T TGCAGGACCRCAGAR: TCGARTA | 399 TCCACLACCACAGARTICGARA | h30
CATCCGCAT INRNEATCGRACATS CACCTCICTTHNNGAT CGACAT G CRATTACSCOHNNGATCGACAT S
TCCACGRCCAGAGAAT SCCARTA. | 166 TGCACGACCAGAGAACTRGARTA | 406 TGCAGGAGCAGAGAAT T CGARTA, | GAD
CACARTETGENNNGRTCGACATS SATCGTOGCONNNGES CEREATS CATGECTCTINRNGETCAACATS
TCCACEACCAGAGARTTCEARTA | LE1 TGCAGGARGAGAGRAE- TCGAATA | 401 TECARCACCAGAGAATTCGAATA | &A1
CAACSTTACCHHRCATCGRCATG CACCTATCTCRMNGRT CO2ERTG CRCACTCACTHRNSATCGACATS
TECAGGACCAGRGART -CRARTA. | 162 TGCAGGACCAGAGRR: TCGARTA | 402 THCAGGACCAGAGRATICGARTA | Gd2
CRAGCEGTCTGNRNCATCGACATE CACCATGCTTNNHGAT CGACATE CACTECAGECNRNGATCGACATE
TGCAGGACCAGARGAATICGARTA, | Lad TGCAGGACCAGAGRRTTCGARTA | 4032 TCCACSHCRGAGMATICGAAIA | 543
CARATOACGOMNHGATCGACATG CARTTGACAANNNGAT CGACETS CACCEAATATHNNGATCGACAT G
TGCAGOACCAGAGARTTCGIATA, | L64 TGCAGGACCAGAGAAT TCGAATA | 40& TGCAGGACTAGRGANTTCGAATA | Gd4
CAAATACTAGNINGAT CEACATS CAGTGTTGIGNHNGAT CRACATS CAACGTARCCNNNGATCGALATG
TGCAGGACCAGRGAAT JCGARTA, | 165 IGCAGGACCAZAGRAT TCGARIA | 405 TGCAGGACCAGAGAATICGARLR | CAG
CAGGTAL CTANRNGAT CGACATG CARAGCAATPRRHGAT CGALATG CAACUGTCCCNRNGAT CRACATS
TECAEBACCAGAGARTTCSRARIA | LOE TGCRGGACCAGAGRAT TCGRATA | 406 TECAGGACCAGASARTTICGARTA | 04E
| cAAGCECCTERNNGETEGACATE CATTAGCGCANNNGATCGACRTG CATTCECEARNNNGATCGACATE
TGCAEGRCCAGAGRAT-COARTA | L01 TGCAGGACCAGAGRAT TCRARTR | 407 TGCAGGACCAGAGRATI COANTR | 647
CAGATCUGG THNNGAT CGACATG TGNRRGAT CGACATG CACGCALAAS NHNGATCGACATG
TGCAGGACCAGAGRRTTEGRATA | LOA TACAGGALCAGREART TCGRATA, | AUR TGCRAGGACCAGAGARTTCGRATA | Gdf
CACGCTAARGNRNGAT CIACATG CAGCATSCARRMIGAT CGAGAT G GACARTCTCONNNGATCGACATS
TGCAGGACCAGAGRAT CGARTA | 169 TGCAGGACCAGAGRE. TGGARTA | 409 TGCACGACTAGAGRAT: CGARZA | GAD
CARGEATCCANNNGRETOGATETG CATCTOATATNRNERT CGACATG CATCRGAGTENRNGRTCGRCAT
TCCACHACCAGAEART COARTA, | 170 TCCAGBALCAGAGART TCGARTA | 410 TCCACGACCACAGARRTICORELA | £5A
CATTCTGGRAGHENGATCGACRTG CACTGCGCCTNNNGAT CGACATG CAARTCGTGCHNNGATCGACATG
TGCAGGACCRGAGAATTCGARTA | L1 TGCAGGACCAGAGARTTCGARTA | 411 TGCAGGACCAGRGAATTCGRAATA | 651
CACCTCARRCNNNCATOGACATE CAGRTTCLCANNNGRT CGACATG CACTAGCATGNMINGRTCGACATE
SCCAGAACC NG PTCGANIA. | 112 TGCAGGALCAGAGART TCGANTA, | 112 TGCAGCACCAGABARTICGARTA | 652
CATARGTTACHNNGATCGACATS CARTCTATCTNRNGATCGACATS CAGATTAALTNWNGATCOACRTE
TGUACGACCAGAGARI TCGRATA. | L72 TGCAGGACCAGAGAAL TCEAATA, | 412 TECAGGACCAGAGARTICGAAIA | 653
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TGCAGGACCAGAGRATTCGARTA | 174 TGCAGGACCAGAR 13% TGCAGGACIAGAGRATTCGARC A | B54
CACCTTCCCENNNGATCORCATS CACCTTGTCANNNGET COACATG CAATACCRCCNMNCATCGACATC
TCCAGGRCCABAGPRT CORRTA, | 375 TECRGaRCCAGAGARS TCGRAATA, | 4L TCCAGGN-CAGAGRRTICAARTR, | Bos
CACTCAGRCTHNHEATCGACATS CAGCTCTCCCHNNGRT COACATE CARRATCTCTNNNCATOGACRTS
TGLAGGACCAGAGAAI TCGRATA, | 26 TGCAGGACCAGAGRA- TCEPATA | 426 TGCACGACLAGAGARITCGAATA | 550
CRCCCTCCAGNNNGRTAGRCRTS CACATCGRTGNNNGRT CGRCRATG ERGCGCATCANNNGRTCCACHTG
LG AGGACCAGAGRAT - CaPATA 77 TGCABGACCAGARAAL TCGARTA | 447 TGCAGGACCAGAGRATICGAALA | €57
CATTTATTOGHNHENT CRATATG CARETCGOCGNNNEAT CAACAT G SACTCOEGTENIRIGATCRACAT G
TGCACGACCAGAGART TLGRATA | 178 TGCAGGACCAEAGAR. TCGRATA | 118 TGCABCALCAGAGAATICGARTA | 658
CACTAATARGHNNGAT CGACATG CAGATAGCGARNNGAT CGACATG CAGATAAGECHNNGATCEACAT &
TECAGGRCCAGAGAAT TOCARTR, i73 TGCAGEACCAGAGRAT TCGAATA 1% THCAGGACCAGAGRAT T CRARTA, 65%
CATACRAGECNNNGAT CBACATG CATCTTIGGCHNNGAT CGACATG CAGCACATCINMGATCGACATG
TCCAGLACLCAGRCARTTIGARTA 160 TOCASGACCAGAGAAT TCGAATA qzZ0 TGCAGGACCAGAGARTTCERATA Ll
CAAMGCLGAANNNGATCGACATG CATCTCATCGRNNGAT CGACATY CATCOTATGCUNNGATCGACRTG
TECAGGECCAGACEAT TOLARTA | 181 TGCAGGACCAGAGRRT TCGARTA | 421 THCACRACCAGAGARTTRGARTE | BAL
'.AA'IAu4 LT ERNNGATT u.-\‘.hf(li CACCAGTGUCRNNGAT CGACAT G CACGCAT LCCNIINGAT CGALCAZ G
TOCACGACC AGACART -CCRMTA, | 182 TCCAGGACCRGAGART TCGARTA | 422 TCCAGCALCACAGIRAT TCOARG A | BOZ
| CACTCGATCANNNCATCGACATS CAACTCTCGARNE CARCCCETCCNNNCATCGACATS
TGCAGOACCAGAGART TCGAATA | 182 TACAGGACCAGAGRE: 1z TGCAGGACCAGACARTICGAASA | ohe
CAARCECCTANNNGAT CGACATC CARAGETATANNNGET CGACATG CACACCATCININGATCGACATE
TCCAGACCAGRGRAT -CRARTE, § 164 TGCAGGACCAGABRA- TCRAATA, | 424 TGCAGGACCAGAGAATICGARC R | BB
CACTCORACAIMNNERTOARLATS CAGGTATCECHENGR” CSRCATE CARACTCOrRMITIGRTCAASATE
TCCACEACCAGACART TUGRATA | 185 TGCAGEACCAEAGAR- TCCRATA | 123 TECACCACCACAGARTTCGAATA | 565
CATAATTCTCNNNGAT SACATG CATCACATCCHMNGAT CCRCATS EACCCLTTCCHNNGATCEACAT G
TGLAGGACCAGAGBAT - CGARTA | 166 TGCAGGACCAGAGRAZ TCGARTA | 42€ ToCAGCACCAGAGAATI CGARSA | 666
CATAACECT CHNNG CABCATACACHNNGRS CGRCATG CATCTTCETENINGATCGACATG
TELARGACCARA AR iB7 TECAGRACCAGAGART TCGRATA 427 TECAGCACCRGAGARTTCGAATR Lox
CAGCGLUTTEGNNNGATUGRACATG CATCCAMAGHNNGAT CGRLATG CRTATTTARANNNGATCGALRT G
TGLAGUACCAGACRAT JCLARTA | 108 TGCAGGRCCAGAGRAS TCGARTA | 428 ToCACGALAGAGRAT I CGARC B | 668
CACGGACACCMNNGATCHACATG CATCPGOCTANNNGAS CGREATG CATTAATHCANRNGAT CEACAS &
TCCAGGACCACACAAT "CORATA | 108 TCCAGGALCAGAGAAS TCGAATA | 429 TOCAGGALCAGAGIAT CGARC R | 669
CATGEAACTONNNTCCATCACCT CACACHCCOCHMN TCCATCASCT CACTTTSCTCNENTCCATCALET
TGLAGGACCAGAGRATTCGRATA | 15U TGCAGGACCAGAGRAT TCGRATA | 430 TGCAGCACCAGAGRRTTCGARA | 61U
Qﬁ&ﬂ‘rmﬂ!@ﬂ;— GLALTCAGET CAGADCTLOCRNN T GCATCAGSET CATPLCGARGENHN TGCATOAGGT
TCCACGRCCAGAERATTOGARTA P TGCAGCACCASAERATTCGAATA 431 TOCAGGACCAGAGAATTCEARTR 651
CARTEAATAENNNT GCNTCAGET CATGEGCANTCHRNTGCATCAGET CAAGTCACTGHNRNTGCATCAGET
TECARAACCRGAGART IGARTA | 190 TGCAGBACCRGAGRR. TCGRATA | 432 TECAGTACCAGAGARTTCGRATA | hil
CATTCTCCTENNNT CLATCASET CATCTCCGCCHNNTCCATCAGET CAGTITATCTHNNIGCATCAGET
T ACGACCAGRGRATTOCARTA, | 163 TGOAGGRCCAGAGEAT TCCARTA | 433 TGOACGACCAGAGRATTCGARTE | B14
CACCRSCOCTHNNTGCATCRGGET CACCRSCCTEGRERNTECATCAGET CATTTCGRARMINTCCRTCAGET
TECRECACCAGREARTTOGRERATA 1%4 TGOREGACCACASARTTCCARTR 454 TECACSATCRCASAATTCGARTA B
CAPACARARCHNNT CUATOAGET CARARTATARKNETCOATCAGHT CACAGATCACHNWTGCATCASET
TGCAGGACCAGRGRAL TORARTR | 165 TRCAGGACCAGAGRPZ TEGRATR | 155 TACAGGAUAGAGRATTGGAR, A | 813
CACECTERCONNNTGCATCAGET A GCAMTTTANRNTGCATOAGET CATTGIAAGGNNNTGCATCALET
TGOAGGARCAGRCARTTCGIRTA | 1BE TGCRSEALCACAGRRTTCGRRATR, | 42€ TGCAGEASCRGAGRATTUGRATRE | B1E
CATGGTGATCNNNTCCATCAGCT CAACTCACTGNMNTCCATTAGET CAGTLOGECT N TCCATCAGET
TGUAGGACCAGAGANT TCGAATA, | 267 TGCAGGACCAGAGAAT TCGRATR | 437 TGCAGCACTAGAGAATICGARTA | 6171
CASTTGCTAGNNNT GCATE CARGAGGLATIHETGEATCAGET CATGAAGGCANID TGCATEAGHT
TGCAGGACCAGNGIJ JCGITR | 188 TGCAGGALCAGAGNAC TCGIATIA | 438 TGCAGGNCLAGAGRATICGMNIR | 618
CATCACLCTANKNT GCATCAGET CATAGGLT GRRNIGOATCAGET CAAARRGTACNNNTGCATCAGET
TOGAGOACCAGAGAP: TCGAATA | 298 TGCAGGACCROAGAE: TCGAATA | 459 TCCAGTACGACAGARTICGAATA | 519
CAGACTCTGANKNT GCATCAGET CACACACAGTNHNIGCATCAGET CAGATGGAACNNNTGCATCAGET
TGCACGRLCAGRGRAT TOGARTS, | 200 TOCAGGMLCAGAGEAC TCGARTA. | 240 TECAGGACCAGAGRATICGRATS. | LEU
CALGTATGACHNNTGEATCAGGT CATGATAGAPKNN TGCATCAGGT CAGCCTCGAGNIN TECA TCAGGT
TONAGAACCAGAGARTTIGAATA | 201 TGCAGGACCACAGAATTCGRATA | 441 TECAGGACCACAGARTTCGARTA | nBl
CA L GEATEGCUNEN CUATCARGY CRAGACAACGARME IGCATUATET CAAAATRAAS UM GCATCAREY
TGCAGGACCAGAGRAT TCGARTR | 202 TGCAGGRCGAGAGRR: TCGARTA | 442 TGCAGGACTRAGAGRATTCGRRTA | BBZ
ARCT GATCONEN T GORTCACET DAL GIET CONRI TECATERGET CATT COCOCENIN T GOR TERGET
TACRCGALCAGRGARTTCORMATA | 203 TOCAGRACCAGAGAR. TCRARTA | 443 TOCAGGACCAGAGART. CGAATA | EEX
CATACGETTCUENNTCOATCAGET CACT TTCCCARNNTCCATCASET CATTUTTCTTNNNTECATCALET
TGCACGACCAGAGART TCGARTA | 204 TRCAGGACCAGAGAR: TCGRATR | 444 TGCAGGACCAGAGARI TCGARTA | 684
CAGCCCCCOCONNNTSCATCRGAT CATTCRAATAGNHNTGCATCAGET CATTGTSGCANINTGCATEAGET
TCCAGGACCAGAGART TCGARTA | 205 TGCAGGACCAGAGAR: TCGARTA. | 445 TGCAGGA.CAGAGARTTCGANCS, | LS
CAATCTTTGTENNT CCATCAGGT CATAGCCATGHNNTGCATCAGST CATCCCATETNRETCOA TCAGET
GLACGACCHMGAGARI TOGANTA | 206 TGUAGGACCRGAGAK: TCGRATA | 44¢€ TGCAGCACCAGAGARITCGARIA | 896
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CRAGACAGHT GNRNT CCATCAGET

CACTTSGRACHRNTECATCAGET

CAAGCCTTICTHNNTGLATCAGET

207 | TOCAGGACCAGAGAR- TCGAATA
CATGTTART GNNNTGCATCRGET CACTIGCACTRHNTGCATCRGET CATCGCCTATNNNTGCATCRGET
TOCAGGACCAGRGARTCCGARTA | 263 | TOCAGGACCICAGANITCGARTA | 448 | TOCAGGALCAGAGAATICGARLA | €E8
CARACATTGTHNNT COATCAGET CATTAGAGCCHNNTECATCAGET CACGCTGACGNNNTECATCREET
TGCAGGACCAGAGARITCGRRTA | 209 | TGLAGGACCAGAGAR: TCGAATA | 449 | TGCAGGACCAGAGAATICGARGA | GBS
CRCGECCGRANNNT GCATCAGET CAGCCCTTRACNNNTGCATCAGET CATGETGETTNNTGCATCACET
TGCAGGALCAGAGRAT TCGAATA | 240 TGCAGGALCAGAGART TCGARTE. | 150 | TGCAGGACCAGAGAATTCGARTA | €80
CACAGOGCACHINT COATGAGET CARRTSERCGNRNTCORTCAGET CACTATET TENRNTGCR TCAGRT
TCAGIALCAGAGART CGAATA | 211 TGCAGEAL CAGARAR: TCGAALA | 151 | LGUAGEACCAIAGARTT CGARLA | 894
CACGAGTATCNNNIGUATCAGET CAAGACCTGCTHNNT GCATCAGGT CRATARCCTANNNIGCATCAGET
TGUAGGRCGAGAGRAT -OeRRTR | 202 TGCAGGPCCAGAGRAL TCGARTA | 992 | TOCAGGACGAGAGEAT [
CARIGE! GGANNN GLAICAGE? CACITACAC THRN I GCATCAGEYL CAAGAGTGIGHNN 1 GLA:
TGCAGGACCAGAGARTICCRATA | 217 TGCAGGACCACASART TCGANTA | 432 | TUCACGALCAGAGRATI CGRATA | 493
CATUACACT CRNNI GCATCAGET CATANGAMACHNETGCATCASET CRAATGECGANNNTECATCARET
TGCACGACCAGAGRAT CGARTA | 214 TGCAGGACCACAGRAT TCGARTA | 455 | TGCACGACCAGAGRATTCGARTA | 664
CAGARACGRCNNNTGCATCAGST CAGATTCTTIMHXTGCATCAGET CAGTCTCTIGNHNTGCATTAGET
TGCACGACCAGACRRT COARTA | 212 TECAGGANCACAGRRT TCGARTE | 49 | TOCAGOACCRGAGRATICOARTA | 795
CAGACTTTTANNNT CCATCAECT CATCTRGCTGHRNTCCATCAGCT CRZGCCCCO NTCCATCASCT
TGCAGGACCAGAGART TCGRATA | 215 | TGUAGGACCAGAGAR. TCGRATA | 456 | TGCACGACCAGAGARTTCGARLA | B5E
CAGECCTTTTNNNTECATERCET CAGTSTOTTENKNTGOATCACET CACGACCTCENNTECATERGET
TECAGERCCAGAGRAT CRARTA | 211 TGCRBGALCAGAGRAT TLGARTA | 457 | TGCABGACCAGAGRATICEARTA | 681
CRCAACTCTCNRNTCCATCAECT CATAARCTTEMRNTECATCACET CARCTCARCCNNNTCCATCASET
TECACGACCAGAIFRTTCGRATA | 216 | TGCAGGACCACAGART TCGAATA | 458 | TGCAGGACCACAGARTTCEARTA | Aol
CATCTACTGONNNTGCATORGST CAGACATCCANRKTGCATCASET CRCTCETATCHMNTGOATCAGET
TECACGACCAGAGAATTUGARTA 219 TELAGEACCARAGRAT TOGARTA 159 TECAGGACTACAGAATTCGAAT A 629
CATTTGGOT CHNNT GEATCAGET CATAAGTCCGNENTGCATCAGET CACACTTCCANKNTGCATCAGET
TECAGRACC AGACARTTCGAATA 227 TECAGAACCRGAGART TCGRATA 4€C TECAGGACCAGAGARTTCGRATA Ton
CRGMAGTAT ANHNT GCATCAGET CARGGCECGANNNTGEATCAGET CRGATCCTGANNNIGCATCAGGT
TGLAGGALCAGAGAAT. CGARTA | 221 TGUAGGACCAGAGAAL TCGAATA | 461 F
CAGRATCRC CNRNT GCATCREGT CAGAGETCTANNNTGCATUAGST
TGCAGGACCAGAGART -CGANIA | 222 TGCAGGALCAUAGAR: TCGAAIA | 402 0z
CACTTACCGTHNNI CLATCAECT CATCATAATCUNNTGCATCASCT CAAACCCACANNNTCCATCASCT
TGUACGACCAGACRAT-CLRATA | 22: TGCAGGAUGAGAGART TCGARTA | 463 | TGUAGCACGAGAGAATTCGARTA | 103
CATCTTTRCANENTGCATCRGET SAGEATGGTANKNTGCATCAGET CATGCCGRATNENTGCATCAGET
TGLAGGACCAGAGARTICGRATA | 200 | TGCAGGRCCAGAGAN: TGGAMIA | 464 | TGCAGGACCAGAGAATICGARIA | 104
CRCEAAGTCANRNT CCATCAEST CATAGCCTTCHHRTGCATCAGET CAATCAGAGENNNTGCATCAGET
TECACOACCPOAGART "CGARTA | 225 | TGCAGOACCAGAGAR TEGRATA | 465 | TECAGEACCAOAGARTTCGAATA | /15
CACTISTCGANNNIGCATCAGST CANTCCCCGCHNNTGCATCAGET CRGTCATATANMNIGCATCAGET
TCCACGRCCAGAGRAT TCERRTA | 266 | TGCAGGACCAGAGRAT TCGARTA | 0B6 | TOCACGACCAGAGRATICGARIE | 106
CAGTTCTCT GMENTGIATCAGET CAGATTECTGHNNTGCATCRGET CARCCCACCCNRNIGCHTCAGET
TGCAGGACCAGAGART TCGRRTA | 221 TGCAGGACCAGAGART TCGRATA | AE7 | TGCAGGACCAGAGARTTCGRATA | 707
CRCCTTCARCNNNT CUATCAGGT CAGTGATCAGHNNTCCATCAGET CRCCCACACCHNNTGCATCACET
TGCAGGACLAGAGARTICGARTA | 228 | TGCAGGACCAGAGRRCTOGARTA | 168 | TGCAGGACCAGAGAATILGARTA | 108
GARAATGCT TNNMI GCATCRGGT CACGGABCCGNRN TGCATCAGET CATGUTSAACININTGCATCAGET
TGCAGGALCAGAGRRATICGRATA | 228 TGCAGGRLCAGAEAR. TCGRATA | 468 | TCCAGGACCRGAGARTICGRATA | 108
CRATCGCGATNNNT GRATCAGET CAGCTCTTTGUNNTGCATCAGET CAGCAGCATTNNNTGCATCAGCT
TGCAGGACCAGAGAFICGARIA | 230 TGCAGGAUCPGAGAR. TCGAATA | 476 | TGUAGCACCAGAGAATICGARLA | 710
CAGGCTCGT GMNT GLATCAGGT CAGTAATCGCNHNTGUATCAGST CAGGCEATGENENTGCATE
TGCAGGACCAGAGAAT SGGANIA | 251 | TGCAGGACCAGAGRAL TCGARTA, | 471 | TOCAGGACCAGAGINTTRGARTA. | 111
CAGACCCTRANNNIGCATCAGST CACTTGITATHRNIGCATCAGET CATTCEATCEHNNTGCATCASET
TECAGGACCROAGARTCCGAATA | 232 | TGCAGGACCRGAGART TCGRATA | 412 | TGCAGGACCROAGARTTCGAATA | 712
CACRRAATTTGNENIGCATC CACHCACICRHRRTGCATCAGET CATGGAGSCENNNIGCATCAGET
TECSGGRLCAGAGRAT ‘CERRTA | 234 TOURGGRLCAGAGERT TOEAETA | 473 | TOCRGGACCAGAGRATTGGARZE | /14
CATTTTTICCRNNIGOATCRGST CATARATRABNNNTGCATCAGET CAGTATTRCANKNTGCRTCAGET
TECAGAACCAGACART “CCRATA | 234 | TCCAGRACCACAGARTTOGRATA | 474 | TErAGEASCRGAGANTT CORATA | 114
CATTTARCCARNNT GUATCAGET CAAACGCAT CHRRN TECATCAGET CRCCGACAATCHNE GCATCAGET
TCCRGGACCAGRGRRT JCGARTA | 235 | TGLAGGACGAGAGRATTCGARTA | 47% | TGCACGALCACAGRATICGRATA | 715
CAGICGILCTANRNIGCATCRAGET CACATATGATNHETGCATCROCT CAGTEGORACNEN TGCA TLACHT
TECAGGACCAGRGARTCGRRATA | 236 TECAGGACCREAGART TCGRRTA | A7F TECAGEACCAGAGARTIUGARSA | 116
CATTCTAAT CHENT GCATCAGET CAGCGTCATANHRTGUATCAGET CATACGOGCGUNNTGCATCAGCT
TECACGACCAGAGART-CGRATA | 227 TGCAGGACCREAGARCTCCRAATA | 477 | TGUAGGACLAGAGAATTCGRATA | 717
CRATTGATT GNINTGCATCAGGT CATRAGOCTGNENTGOATCREGT CACGAAGACANNNTGCATUAGET
TGCAGOACCAGAGAAT. CGARIA | 259 TOCAGGALCAGAGAR: TCGAATA | 478 | TGCAGGA-CAGAGARTICGARLA | 118
CATGCATACCINMNTCOATCREET CATAGCAGAGHRNTGRATCAGET CACCRATGACMINTGCATCAGOT
IGCAGUACCAGAGARICCGAATA | 239 IGCAGGACCAGAGAR. TCGRATA | 418 | TGCAGGAICAGAGANITCGAATA | 7149
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TECAGGACCAGAGAATTE
CATCCTCTACNNNT ECATCREET

CARCCAAGARNNNTGCATCAGET

THCACGACTRAGAGAATTLEARTA
CATATCACCONNNTGCATCAGET

TECAGGALCAGAGRAT TCCARTA
CRTGCGRTACNNNT GCATCAGHT

TECAGEALCAGAGIATTUGARTH
CACTATCTATHNN TGCATCRGET

TECAGEALCAGAGAMATTUGRATA
CACCTTATGOHNNNT GCATCAGCT

JGCAGGACCAGACAATTCLARTA
CRAACACTCCANNNT GCATCAGET

TRCAGTACCAZAGRAI TTGAATA
CRACRATTTAGNNN TECATCAGET

TECAGCACCAGARGAAT TCSAATA
CATTAATCEACNNNICCATCAGET

IECAGGALCAGRGAAT CEARTA
CAGTCACTOTNNNT GRATCAGETY

TGCAGGACCAZAGAATTCGARTA
CACT ARACGOMNN TEC R T CAEET

TECAFEACCACAGAATTCGARTA,
CACTARCCTTENENTECHK TCAGET

TECAGTACCAGAGAAT CCHAATA
CATTSTRITCHNNI GCATCAGET

TECAGGALCAGASARTTUGRATA
CA- ASTACRANNE IGCATCASET

TECAGCACCAGAGARTTCEARTA
CAAGEATCTCNNN I GCATCAGET

TCOAGGRCCAGAGRAT TUGARTR
CAAACCTAGCNNNL GTATCRGET

TGCAGGRACCAGAGRATTIGARTA
CAGCANMNGT GHNNTGCATCAGET

d8%

TGUAGGRACCAGAGANT T CGART D
CAMGATCARNNN TGCATTAGET

TGCAGGACCAGAGART CGRATA
EGAL CNN N, GUA A

'

TECAGEACCACAGART TCERATR
CACAALTIATHNNIGCATL

4EE

TCECAGGACCAGAGAATTCGAATA
CAGAATGARCHNNTCLAYCALGEY

TECACGRCCAGAGRATTCGRATA
CAAGCEARATCCTNIN. SCATCRGET

TRCAGGRCLACAGRRTTOLARTA
CACRACTGACNHMT GCATCAGET

4F7

TEEAGGACCAGAGARTTCLART R
CAACTAGRTINNN T CCATCAGET

TGCRACCRCCAGRCAATTOCAATR
CATACTSCACKNNT GCATTAGGET

TECAGGACCACAGAAT TCCARTR
CATTCGTCCTHNNTGCATCASET

468

TCCAGCACCACAGAATTCCRRATA
CRITTTOCGGHNNTCCATCAEET

K120
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TGUAGGACLAGRGRAT TCRARTA

TGCAGGACCAAGAA TCGARTA

e
TGHCRGGRCCRGAGRATICGARTA

i) 969 1208
CATATSCOCMTMIACETATSCOA CAGCGATTACHRIACCTATECOA SACARTERCONMNACETARGCOA
TGLAGGACUAGRGARL (CGAALA | 130 | IGCAGGACCAGAGARL SCGRALA | 70 | TGCAGGACCRUAGARLICEARL A | 12L0
CACTTGACCTINNACGTATGECA CATAGT SCTCHNNACETATESCH CRGCTACCTANNNACCTATGOCH
TELAGGRCCAGAGRAT TCGARTA LE3 | TECAGGRCGCAGAGAAT TCGANTA 971 TOCAGGACCAGAGRATTIGALT A 1=l
CATCCTACACHIHACG TATGCCA CAGT TATAACNHNACKTATGECA CAGECAGCACNHNACGTATGLCA
TECROARCCAGRGART SCORRTR. | 112 TECRGGICCAGRGART TCRARTS, | 872 TOCAGEATCAGASIATTCAANCA | 1212
CACTACTCTGHNNACE TATEOCR CATATCTICANMNACGTATEOCH CACGATCCECUNNACETATGECA
TELCAGGACCAGACGART TCEATA t31 TECAGGACCACAGANT TCOANTL ¥ 1 TECAGEACCAGAGAATTCGAATA 1213
| CACUTIGCCONENACG AT SCEA SARCGT TCGANINACCIATGOLA CATIGEACACNINACCIAIGOTA
TGCAGGALCAGAGRAT TCGRATA a4 TECAGGACCAGAGART TIGARTA ¥ia TOCAGGACCAGAGARTT CGARTA 1di4
CAGAAGATCGRINACE TAT GLCA CARCTCGIGANNIACETATGICA CARCAATGCUNNIACCTATICCA
TECAGGACCAGRGART ICERATA ran TECAGSACCARASAR. TCGRATA 5 TECAGEAZCACGAGRATTCGAATA 1215
CACTCCGCT GNACGTATGLCA CAGEACTACTNNNACGTAIGECA CACCTTTATANNNACGTATGCCA
TG AGGACUAGRGRAT ToGRRTA | 120 TOCALGRLCACAGERT ToGARTA | 710 TOCACGRCCAGAGEATI CGARIE, | 1416
CATATGTSCOMENACETASGEDA SATCTGIACCMMIACETATECOA SAGTGSCTOOMIRINCETATSCEA
SGCAGGACCAGAGRETTCGARTA | 187 | TGCAGGACCAGAGARTTCGERTA | 877 | TGCRAGCACCRGAGARTTICGRATA | 1217
CATATTTCCTRENACS TATECCH CACCOTRAACTRNRACCTATENCE CAATOTOCOTHNRACCTATSOA
TECARGRCCAGRAGRATTOGARTA 38 TRCAGVGROCAGRGRET TORAGRARTR 78 TOCAGGRCCRGAGRRTTOGARTE 1218
CAGTCCAGCENKMACGTATCOCA CATTGGAGAGNINACGTAT GECA CAATGCLCATNNRACCTATGLCA
TOCRGOACCAGAGARTICORATA | 737 | TGOAGGALCAGAGAATTCGRATA | €70 | TGLAGGACCAGAGARTICORACA | 1247
CRARCATEECNNNACGTATECOR CAGRRATCARANNNACGTATGCCR CARTTTGATACHNNALGTATGCCA
TGLAGGACCAGAGART TCEARTA | 1AL | TGUAGGACCRGAGAIS TCGRATA | 8L | TECAGGACTAGRAGANTTCGAATA | L2Z0
CAGTCCCGAGNNNACE TATGLTA CACTTTICCTONNMACGTATGCCA CARTCCOSGANNNACCTATGOCA
TECAGGACCABAGRAT ICGARTIA Jal TGCAGGRCCASASAAT ICGARTA 3el TECAGEACCAGAGAATICGARTR 1221
CARCCTTTCONRNACGTATGLOR CACTACARCACNIHACGTATCOMA CASGCTTCAANNNACETATSCCA
TGCAGEACCAGAGARI TCGRATA | 142 | TGUAGSACCAGAGAFCTCGRATA | 952 | DECAGGACCAGASPRTICGAACA | 1222
CATUTARASGNENACGIALGOLA CARGTLAGTCNERACGIATGUCE CACCTTIT TNMRACGTATGCCA
TGOACGRCCAGAERAT-CGRRTA | /43 | TGCAGGPCCAGAGRATICCARIA | 3EF | TGCAGGACCAGAGAATICGARTE | 1z29
CAAGETGTAGNINACETATGLUA CACAACGAGRNNNACGTATGCCA CARCGCCCGANINACGTATSCCA
TUCAGGACCRGACART [CTRATA | T4n TGLAUGALCARGARL LCRATA | B5n TECAUGACCAGAGART S CGRALA | 1444
CACACGRET TINNACGETATCEOR CATAGGETCANNNACETATEACH CHCCCCTAGCNNNACGTATGOCR
TOCACGACCAGRGAET TCLARTA | 145 | TGCAGORCCACAGER: TCCARTA | 285 | TOCAGGACCAGAGAATTCGRAL A | 1ads
CACAGEGCCTMENACGIATGCOA CAGECCCGRTGMEBACGTATROLA CACGGAGSCANENACGTATGLCA
TGOLGGACCAGAGRET TCGRATE, | 147 | TGCAGGRGCRGAGAE TCGERTA | SHE TOCAGGACCAGAGARTTCRRETA | 1245
CARMGETACCHNNACGTAT GECA CAGGEASTCCHNNACETATGACR CRCTATGARTHNNACGTATHOCK
THCAGGACCAARGARTTCGRETR | 147 | TACAGGACCRARGRIT TCGRATA | 287 TACAGEALIAARGART T CGART R | 1227
CAGRRCCERANINACGTATSCCA CATCOATTCENUMECCTATECOA CAGRCCGRETNNMACCTATGOCR
TGCRGGRACCAGREART TCGARTR. | 1438 | TGCAGGALUAGAGAATICGANIN | 258 | TCCAGGALCAGAGMATICGARIR | 1220
CARGTACTCCNRNACG TATCCR CATAGACACCNHNACGTATGCCA CATRCTACTANNNECETATGCCA
TGCAGGACCAGAGARI TCGARTA | "A8 | TGLAUGACCAGAGARL TCGARTA | 589 | TGCAGSACCAGAGAATICGARCA | 1223
CRARCARTTCRENACGTRTGLCR CRACTRACTTHHNACCTATGLOR CRACCRSTETNNMACCTATGOCR
TGCAGGACCAGAGRATICGRRTA | 7120 | TGCAGGACCAGAGRATECGARIR | 980 | TGCAGGACCAGAGRATICGARTR | 1230
CRETATTAACKRNACGTATGLCA CARC GTTCOGNRIACGTATECCA CAGATGCOTANNRACETATGLCA
TGUAGGACCAGAGART JCGRRTA. | 151 | TGCAGUALCAGAGAR. TCGRATA | 891 | TGCAGHACCAGAGARITCGANLA | 1231
CATGATTAY GHINACS AT GCCA CAAGCCUARTHNNACGTIATGECR CRACCATATT THNNMACGTATGOCH
TGCAGGACCAGRGRRT [CLPRTA | 132 | TGCAUGRCLAGAGRR: ToGRATA | 502 TOCAGGACCAGAGRATT CGAR: A | 1252
CACCARACCTNINACGTATGCOA CAGT GAGTTCNNIACGTATGLOA CAAAACUACCNNNACGTATGLOA
TOCAGGACCAGACERTTCGRATA | 7153 | TGCAGGACCACAGARTTCGRATA | 593 | TGCAGGACCACAGARTTCGAATA | 1234
ChGARTCTTANNACG TATGCR CAGTGCTARCNNNACGTATGECH CRGCACGARANNRACGTATGCCH
TGCAGGRCCNGRGIT JCGARTh, | 154 TACAGGRCCASRANN: TCGANTA | £54 TGCAGGRCCAGAGIATTCGAAC A | 1234
CAGAGGACGCNINACGIATGCCA CAGECACCGANHMACGIATGECR CARCGACAGANNNACGTATGCCA
TGECAGGACCAGAGART TCCARTA. | 1% TOCARGECCAGAGRATECGARTA | 555 | TCCAGGACCRGAGAATTCGARCH | 1235
ARGCCARRCHNNACGTATCCOR CAAGTCCCATHNNACETATGCCA CAATACCATANNNACCTATGOCA
TECAGGALCHOAGART JCGRAATA | 198 | TGLAGGACGAGAGAR: TCGRATA | 856 | TGCAGSACCRGAGARTICGARCA | 4241
CAGGACCCTCNINACCTATGCLA CACTTARATCNNNACCTATECLE CACCACTTCTNMNACCTAIGCCA
| TGCAGGACCAGRGRATTCGARTA | 757 | TGCAGGRCCAGAGRATICOARTA | 367 TGCAGGRCCAGAGRATI CGARSH | 1247
CAUCT CECCTNENACG TAT BCLA CARCTGACTGUNNACGTATECCA CATTUCTEGANRNACCTATECCA
TCCAGGACCAGAGAR: TUCBATA | 758 | TGUAGGACCACAGAR: TLGRATA | G0B TCCAGGACURGAGARTTCGARS A | 1238
CRCCCTTITCRENACGTAT GECA CACT TCATGCHMNACGTATEICE CRGCCCATTTNMMACCTATGOCH
CGUAGGACUAGAGRAT [CGRATA. | 153 | IGCAGGACLAGAGRATILGARIA | 900 | 1GCAGGACCAGAGAATICGARIA | 1239
CATCGCACRTIEHACA AT SCAA CARCORGEATNIIECGTATACAA SARRCRGOTENHNACCTATSCEA
(CCAGGACURGRGAAT [UGAAIA | 160 | IGCAGGACCAGAGART (CGAALA | AUDL | TGCAGGALCAGAGARTLLGAALA | izal
CAATCGEATGINNACG TATGCCA CAGGUGTCOANNNACGTATGOMA CACTET TCIGHNNACGTATHCCA
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CACACCCACCRENCTAGCGTTAL

CAGCCTRATGUNNCTAGCETITAC

CRCGUCAGRENNNCTAGCGTTAC

TGCAGGACCAGRGRATTUGARTA | 1051 | TGCAGGACCAGAGAATTCGARTA
CARALRACCCMENACETATEOCA CATGERATARNNNACCTATGLCA
TCCAGGACCAGAGARTTCHAATS 762 TGCAGGACCAGASART TCHAATA lan2 THCAGEACCAGAGARTT CARATA 1242
CATCATCECTRENACGTATGCCA CAGGTUTTAGHNRALGTATECCH R TECETTOINNAC ST ATSCCA
TECAGGACCASAGRATTIGARTA | 163 TRCAGGACCAGAGART TCGARTA | 1003 | TAOAGGACCAGAGARTTCGARTA | 1243
CALGTGTTCTRRNACGTATGCCA CARCUCLGATNENACETATCCOA CACACGURATNNNACETATECCA
TECACGACCAGRGRAT TOCAMTR Ted TOCAGOACCREAGRATTOGANTA 1064 TOCAGGACCACAGMATT CGANT A 1244
CAGCTTATTANNNACGTATECCR CARTCCSCAANNNACGTATEACR CAGCTTATACHNNACSTATACCA
TGCAGGACCAGAGRAT TTGMTA 163 TEUAGGACCREAGNAT TRGRATA 1085 TECAGGACCAGAGAAT TCGAAT 1245
CAAGAGTTAANNNACGTATGCCA CATTTACT CANHNASGTATACCA CAGGCATAGANINACCTATGCCA
ZCCACGACCAGACARTICCARTA. | 166 TGCAGGACCACAGART TCGARIA | LUGE | TGCAGGACCAGAGARTICGANIA | 1440
CATGANG T CRENACGTAZGCCA CATCCACCGOHENALGTATGECA CANGCCGCCETHNNACGIATGLCA
TGCAGGACCACAGARITCGAATA | 16/ TGCAGGACCREAGARITCGRRTS | LDUT | TGCAGGACCAGASARITCGRATA | 1247
CACTTACCTGNRRACG TATGCCA CACCAGATTGNNNACGTATECCA CACAAMTTCANNNACGIATSECCH
TGOAGGRCCAGAGRAT TOCARTA | 768 TOLAGCROCACAEAT TOCARTA | L0GE | THROACGACGAGAGARTTCGARLTE | 1240
CAPACTCGET GRHRACGTAT GCCA CACATSGTCAMNMACGTATGCCA CASAATGCATNNNACCTATGUCA
TGCAGGACCAGAGART TCGRATA | 165 TGCAGGACCAGAGART TCRRATA | 1002 | TGUAGCACCACAGARTTCGARTA | 1249
CRGCACRCCONNNACETATCCCR, CACCATTICENNNACETATECCR CRACT COTCIUNNACCIATEOCH
TECAGGRCCAGAGERTTCGARTA | 170 TGCAGGACCAGAGRATTCGARTA | 101C | TGUACGACCAGAGAATTGGARTA | 1250
CATCT SGOGCRNNACETATCLCA CATETCEOCONINACCTATECTA CARATT TGTENNNALET ATGLCA
TGCAGSACCAGAGAATICGARTA | 771 TGCAGGACCRGAGARTTCGARTA | 10L1 | TGCAGGACCRGAGAATICGARTA | 1251
CRCTTOCACTHRNACGIATCCHA CARRCARTACHNNRCGTATEOCA CATGAGACCTNNNACLTATGCCR
TGUAGGACCAGAGRRI-CGAATA | 114 TGCAGGACCAGPAGAASTCGANTA | 4012 | TOUAGGACCAGAGARTICGAN-A | 1252
CAATAGT TACNNNACGTATGCCA CATTCGACGANNNACGTATGCCA CAGCCATACANNNACCTATGLCA
TGCAGGACCAGAGRAT-CGARTR | 173 TGCAGGACCAGAGRAT TCGANTA | 1013 | TECAGGACCAGAGAAT L CGARTA | 1253
CACGACIIGANNKACGTATGCCA CACCTTGAGANNNRCGTATGICA CAUTCCTTCANNNACGTATGICA
~GUAGGACCAGAGART.CGAMTA | 775 TGLAGGACCIGAGAI: TCGARTA | 10L: | TGCAGGACCAGAGARITICGARTA | 1234
CATGCTT TATNKNACG JAZGCLA LAACHT ICTTNNNACGTATECCA CAGTGCGGAGNNNAL LT ANGCCA
TGCAGGACCAGAGRATCGARTA, | 7/ TGCAGGRCCAGAGRATTCCAMIA | L0ls | TGCAGCACCAGAGRATZCGARTA | 14w
CAGCCACTE TNNNACGTAT GECA CACACGANGPNINACGTAIGCCA CATTTAGACANNNACGTATGCCA
TGGAGGACCAGAGARTTCGAATA | 176 THCAGGACLRGAGAR: TEGEATA | 1016 | TRAGEALCRGAGART TCGARTA | 1250
CATATCGEACKRNACE TATGLCGA CAGGCCACACHNNACCTATECLA CACACCCELINNNACGTATGECA
TGCAGGACCAGAGRRT-CLRATA | 11/ TOCAGGACCACAGRAT TCCAATA | LUL7 | THUACGACCACAGARTTCGARCA | 1207
CARTT CCAT TENNACGETAS GLLA CATCTGTGAGNHNALGTATGLTA CARTTCTAEANNNAGEYATSUEA
TGORCGACCAGACART-CGRATA | /78 TGCAGGATCAGAGAR-TCGAATA | 1018 | TGORGGACCAGAGAATTCGARTR | 1258
CRAATGE TGCRNNAGGTATGOCA CRARAAGOCAGHNNACH TATGOCA CECOOACGRGHNNACTT ATHCCE
TOCAGGACCAGAGAAT TCGAATA e TACAGGACCAGAGRAATTCERATA | 1012 | TACAGGACCAGAGAATTIGARTA | 1239
CAACCOCAT TRENACGTATGOCA OACCAGTTCANHNACCTATCLCA CACCACCGCANNNARCTATEOCR
TGCAGGACCAGRGAATSCGARTA | 760 TOCAGGRCCAGAGRAT TCGANTA, | 1020 | TUCACGACCAGAGRATIVGAICA | 1260
CATAGCTAGCNNNASGTATCOCA CRCTTCTAGCHNNACGTATGECR CACATATACTNNNACCTATACOCA
TCCAGGACCAGAGARITCGAATA | 181 TGCAGGACCAGAGAR. TCGRATA | 1121 | TGUAGEACCRCAGARITCGARTA | 1261
CAGTRACCT TRNNRLGTATECCA CARTATGCATNNNACGTATECOA CATGTGATATNNNAGCTATEOCA
TGCAGGACCAGAERAT TCGARIA | TE2 TGCASGACCAGAGRATICEARIA | 1022 | TUCACCACCAGAGAATICEAALA | 1262
CACGTCCTATNRNACGTATGOCA CACCAGECETNRNACGTATCLCA CAPTUCTAAANIACGTATGLCA
TGCAGGACCAGAGAATJCGRATA | 183 TGCAGGACCAGAGART TCGRATA | LUZ3 | TECAGGACCAGAGAATICGAPLA | 1463
CAGCCACACGHNNACG TAL GCLA CAATGT TIAGHHNACETATGCCA CRATGAT BAGGNNNACETATGOCA
TOCAGGACCASACAAT CCLAATRA | 104 TOCAGGACCATAGRAS TCGAATA | 10246 | TOUAGGACCAGAGAATI COARTA | 1264
CRAGECTTOCENRNACGTAT GLOA CACTETUCECHNNACCTATGCOA CAGCTCEACGENINIACETATGCCA
R GCACGACCAGALART COAATA | 765 TOCAGGACCAGAGAR-TCGAATA | 1025 | TOCAGGACCAGAGAATI COAATA | 1z26%
CAGTTERCACHRNACETAT COCA CATTTTACCANNNACGTATGOCA CRTTAGCTRANNNACGT ATHICA
B e S N G N T TGCAGGACCARALIR . TCGRATR | LOZE | TECRGCACCRGHERATTCGARTA | 1Z6E
CAGCATCS TCNRNASGTAT GCRA CAZGOCCIGONNNACGTATGCTA CATGETITTANNNACCTATGCLA
TGCAGGRCCAGAGRAT-CGRATE. | VBT TECRGGALCACAGRR-TCGRRETR | 1027 | TGORGGRCCAGAGAATTCGARTRE | 1267
CARCART TCTNRNACGTATECCA CACCTT TGACKNNACGTATECCA CAATGACAGCIDINACGTATGCCA
TECAGGACCAGAGART TCGARTA | 81 TECAGGACCACAGAN: TCGARTA | 1008 | TECAGGACCRAGAGARTTCARATA | 1208
CAGATOCCCCNNNACSTATGOCR CAATTATITTHNMACGTATGCCR CAARTCTCCENNNALCTATECCA
TGCAGEACCAGAGRAT TCGARTR | 162 TGCAGGACCAEZAERATTCCARTA | 1022 | TOCAGGACCAGAGAATICGARCA | 1269
CABCCCAGT GENNCTASCETTRL CAGTSTCCABNNNCTAGCET TAL CARCAL TGETNNNCTAGCSTTAC
FGCAGGACCAGAGART TCGRATA 790 TOCASGACCAGAGART TCGRATA 103¢ TECAGGACCRGAGART T CGRATA 1270
CAGCEET L TRINCTAGEG T AL CARCTCETRENNNCTAGCETTAS RO ETT RO T EECGTTAC
TECAGGRCCABAGRAT TOGARTR 791 TGCAGGACCASAGRAT TCGART A 1031 THCAGCACCAGAGRAT I CGART A 1271
GATACGTCCANENCTAGCETTAL DATCGEGTCCNNNCTAGEGT TAS CACGATACCONKNCTAGCETTEL
P GURACGACCAGAAATTUGARTA | 762 TUCAGGACCAGAGAR. TCGAATA. | L1032 | TUCAGGALCAGARAR: TCGARTA | 1272
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TGURCGRUCAGAGRAT TUGARTA 783 TGCAGGRUCAGAGRAT TCRARTA 10332 THUAGCALCAGAGRAT T UGARTA i2
CACACAEZRAGERNCTASCGTTRG CAGCOTEITANNNCTAGSGT YRS CATARETRERNNNCTAGEGTTAC
LEUAGEACC ARASAR T IGERATA Ta4 TECANACC AABARTTCRERAATA Lozg TECAGEATCARRART I CEAAT A iz7d
CRCGOTAACARENOTAGROTTAC CACEACRAACENNOTACGCHTTAC CRRAAGACCT BINNSTAGCOTTAD
TGCAGGRCCAGAGRATICGARTR § 195 TGCAGGRCTAGRGRAT TCGARTA | IN35 | TRCAGGALCAGAGRATTCGARIA | 1273
CAGACCTRT GNNHCTAGIL:TTAC CANT GO TOAGNNRCTAGCGT TAC CACCEAMTARNIBICTAGCETTAC
TCCRGGACCAGRGRNTCEARTA | TGE TECAGGRCCAGAGNATTCGARIR | EDFE | TCCAGEACCAGAGARTICSANTR | 1Z1E
CARARAGGRANNHCTAGCGTTAL CAGTUAGUTAENNCT AGCET TAL CARCTETCEARNNNCT ACCGTTAC
TGLAGGACCAGACRATICGINTA. | 187 TGCAGGACCAGRGRNT TCGARTA | 1037 | THCAGGACCRGAGANTT CGANTA | 1277
CAACALACCTNENCTAGUGTTAC CAGE TAGLCCNRICT A ; CARGCCTACANNNG FAGCETITAL
TECAGCGACCRAGAGRATICGARTA 188 TECRAGGRCCAGAGART TCGRATA JO3E TECRGGACCACGASARTTICGRATA i2E
CACOTAZCATNNNCTASCGTTAC CACCTIGICCMRNCTAGCGTTAC CACCRATTGENNNCTAGCCTTAL

S CEACGALERGRCIR T eGrATA | TOE TCCAUOACCAGAGRRITCGARTS, | 102 | TCCAGCACCACAGARTICGNATE | 1275
CATCCCTAGORNNCT AGCGTTAL CACABCACCENNNCTAGCGITAL CREASTCTACNNNCTRGCGTTAC
TOCAGURCCAGACRAT TLLARTA | 801 TGCAGOBGCAGAGEAT TCERATA | T04L | TOCAGCACLABAGAATICGAETR | 1287
CRAETACCTEANNHCTASCET TR CACATTETGENNNCT ASCEITAC CARATETTACNNNCTAGCGTTRC
TGOAGGACCAGRGART CGRATA | #0] TECAGSACCAGAGAR TCGAATA | 1041 | TECAGEACCAGAGARTTCGRATA | L2B1
CAAEARGREEARNNCTAGCETTAS CRAGEARCTENNNCTRGOCTTAD CIAGTGCOCRANNNCTRGCETTAD
TGCACGALCAGRGRRT TOGRATA 802 TECAGGROCAGAGRRT TCGRRTA 08z TECRGEACCAGRAGRAATTOGRRTA 1282
CACTARCT CONRHCTASCUT TR CAGTTATTAGKNMCTAGCET TAL CAGCTTARCCNINLTAGCATTAC
TGLAGGACCAGPRAAT-CGAPTA | 803 TGCAGGACCAGAGARITCGRATA | 1043 | TGCRGEACCAGAGAATICGARTA | 1277
CREGTACRT CENHCTRGSATTAC CARATCTTOTRNNCTASCGTTAC CRTTETAGTCNNNCTROCGTTRS
TGCREIACCASAGIAT TCERRTR | B0 TRCAGSACCIERIMPITCGARTR | 1024 | THUAGGACCAGRGAATTCGRATA | L2642
CAETTAACCANNNCTASCETTAC CAGRCAATCONNNCTAGCATTAC CARAATOSCENIDICTAGCETTRD
TGCAGEHCCAGREAATCEARTE | BUS TGCAGEACCAGAGRAT TCEARTA | LO4= | TECAGGHLCAGAGRAT: CBANLA | 1283
CAPACCACT CENNCTAGCGTTAC CARTCTACATHRNCTACCCETTRAD CACTETAGET ICTRACCETTAL
TGCAGEALCHGAGRATTCGIATA | 806 TECAUGACCAEAGNL TCGIATS | LUAE | TECAGGACCARAGIRITCGANIA | L26E
CATCTCACT GRENCTAGUSTTAC CAGCGACETCHNRCTAGSSTTAL CACTARGLEINNNCTAGUGTTAC
TGCAGGRLUAGPAGRRTZCGPATA | B0 TGCAGEPCCRGHGRRT TORRATA. | 1047 | TECRGGACCRGAGARTIOGRRTRA | 4287
CAZACGAGCTNENCTAGCEITAC CACACCCCGTMNNCIAGTGIIAC CAGTTTATGANNNCTAGESTTAL
TCUACCACCAGPLART SUGRATA | BLB TGCAUGALCAGRGPRT SCGRPSA | LUAB | TUCAGGACCAGRGARTT CahAth | ~288
CACRIATACCHRHOTAGCETTAC CACGOLTCETINNETRGECGTTAC CARCGACTETNNNCTAGCGTTAS
TGEACGACCAGAGAAT TCERRTA | EOS TECAGGRCCACAGRAT TCGARTA | LOGE | TGCAGGACCAGAGRATT CGRRTA | 1255
CATACATT = CRNNCTAGCETTAL CACTGACRCENRNCTAGCGTTAC SACCTAGTAGNNNGT AGCSTTAC
TOCAGGALCAGRGART 'CGRRTA | 810 TECAGGRCCACAGRRT TCGRRTA | ADC | THCAGGACCAGAGARTTCGRRTA | 1294
CAETETAREGRRNLT RGEOETTAL CRTGOT TTGCHNNCT AGOETTAL CREETTOT CANNNCS TREOGT TRS
TECRECACCAGACRAT TOGRATA E1} TECAGGACCASRERET TOCRATH sy TRCACCACCRGACGRETTOGARTA 1251
CAGCTTGAAGNHNG TAGECTTAL CARCTETCTCNNNCTAGCGTTED CATACATCCONNNETAGCGTTAC
TECACGACCAGAGRAT ICART? 212 TEORGEPLCACABI AT TOGERATR 103z TECAGEALCAGAGINTTUGARTRE 1292
CRACGTOCCTONNNCTAGCGTTAR CATATTGTETNNNCTRAGCCTTAC CACTCGGRATNINCTACCGTTES
TGLALGACCAGAGANT JCEARTA | 8L TGCASORCCAGAGIPL TCGARTA | 1053 | TGCAGGACCAGAGARITCGPATA. | 1293
CARATECCT CRNNCTAGESTTAL CARTTTGACRRNNCTAGEGTTRC CATCAGTTCENNNCTAGCSTTAC
TGCAZGACCAGNGIATICGANTA | 814 TSCAGGALCAGAGIC TCGANIA. | 1054 | TGCAGGACCAGNGMATICGANIR. | 1294
CATSCCCCACRNNCTASCETTAL CACGEACACGHNNCTASCGTTAC CRASTECCTANNNCTAGCETTAC
TEUACGALCAGAGARNITCEARTA | E15 TGUAGG L CAGAGNC TCChATA | 1055 | TGCAGGA-CAGAGPAATTCGAATA | 1295
CAGTATTAT GRNNCTAGCGITAC CACCGCGARCHHNRCTAGCETTAL CAGTATSTATNHNC IACZCETTAC
TGUACGACCAGACRATCGARTA | Ble TGCAGGAGLACAGRAT TCUARTA | 1056 | TGCAGGACCAGAGEATICGAATA | 3296
CATTGATTGANNNCTAGIGTTAC CATTAGGCCTHNNCIAGCGTTAL CAGCAGCAGENINGTAGCETTAC
TCCAGGAGCAGALAAT TCGARTA | 617 TGLAGGALCACAGAATTCGRATA | 1057 | TUCACGACGROAGARTT CGAATA | 1297
(AT SOGACGONKNCTAGCATTAS CATEOGACCCHMECT AGSET TAC CAGCAGSTCCHNNC TAGRGT TAS
TGCAGGACCAGRGIAAT TCERATA | 010 TECAGGRCCNENGIIE TCGIATR | 1058 | THCNGCNCCABAGIAT T CGRATA 250
CACTCATTCANNNCTASCOTTAC CAGTOTACAGNNNCTAGCGTTAC CATGTAGGCTNNNCTAGCSTTAL
TGORCGACCAGRGAAT TCCARTA | P18 TCCRGGRCCAGAGRRT TCGARTA. | 1038 | TCCAGCALCREAGIATTCGARTA | 5249
CRECCGECTANNHCTAGSETTAC CACCGCOTCTHNNNCTRAGCOTTAC CRTAACGACCHNNCTRGCOGTTEC
TECAREGACCAGACARTTOGAATA E20 TECAGGACCRCGASART TOGRATA 60 TECAGEACCREGAGARTTCGARTA R TiTH
CACCTTGCCCNNNCTAGCCTTAC CATTARRCTGNNNCTAGCGTTAC CACGATCGGONNNETAGCGTTAC
IECAGGRCCAGAGRAT TUGARTA 82 TGOAGRALCACAGRAT TOCAATA I0EL1 TECACEALCARAGRATTCGARTR isny
CAGETAASTGRNNCTAGCETTAC CARTPAAGIACNNECTASCGTITAC CAGELCARGENNNCTAGCSTTAC
TGCAGGALCAGAGART T CGAATA | 827 TRCAGGALLACAGARTTCGRATA, | 1062 | TGUAGEACCAGAGAATTCGARTA | 1302
CAGTETOCRARRNCTAROGT TAC CAAT CATCCERNNCTRGCGTTAC CRGARCATARANNNC TRGCET TAC

TGO AGGRLCASRGREL JCEARTR | 823 TECAGGMCCAFAGRAZTCEANTR. | LORE | THCAGGACCAGAGAATT CGAALA. | 1303
CATECACTCANKHCTAGOETTAL AN RRCTAENENCTRAGOGT TR DARGLACRTANKNCTAGCST TR
TCCACEATCAGRGRATICGRRTA, | B24 TECAGGALCAEAGARI TCGARTA | LUEL | TGCRGGACCAGAGRATTCGRATA | 1200
CRGRRACTTYHHNCTAGCETTAC CACT CLRET ANNRCT AGTETTAL CAGLOTARECNNNO TAGOETTAL
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CUAGCGACCAGAGRAT TUGARTA
CATGTGTRGOHNHCTAGCGITRC

TGCAGGRCCAGAGRAT TCARTA
CACTTTECCRMIICTAGCGTTRE

TIK:AIP{.&A(.LAGAGMTTC GAARTA
CATCCSCRARNNNCT AGESTIRG

TGUACGACCAGAGAAT TCGRATA
CAT ETASCT GRNNCTAGTOTTAL

TGCAGGACCAGAGAR T TCGARTA
CAAATT T GANMNNCTRGIGT TAL

TECRGCACCAGAGART TUGARATA
CRCTTATAGANNNETROCATTAL

TECAERACCAGAGRET TORARTA
CARTCTCTTAARNNCTAGCCTTAC

THCAGGACCAGAGAAT TOGRATR
CACATCHUATNHNCTAGCET TRC

THCAGERUCARAGRATTOGRATE
CACGGCOGARNNHCTAGCETTAC

TECRGGRALCAGRERAT TUGARTA
CARTCGART THNHCTAGCETTAC

TECAGGALCAGAGAAT TCCGARTA
CATGCTETTGEHNNCTAGCGT TAL

THRAGEACCAGAGANT TCEAATE
CRETRECACTNNNCT AGCGTTAC

TGCAGEACCAGACRAT TCGARTA
e 1T T EETHENCLAGLETT AL

TECAGGACLNAGIV TCGIATH,
CAGTAACAIINHICIAGCET LAY

TGCAGCACCAGAGMTTCGAATR
CAG D LLAANNNC L AGLG L AL

TECRGGACCAGAGRRAT TCGARATR
CATCAGS CCTNRRCTAGCGTTAC

TECAGGACCACAGMAT TCCARTA
CANCGCAT CANNRCTAGCGITAS

TCCREGACCRGAGPATTCGAATA
CAGTGCIRGCNNNCTAGCGTING

TECASGACCRGACART TCEAATA
CAGTGCACATHNNCTAGCGTTAC

TCCASSACCAGAGARITCGALTA
CATAGEAAGCNRNCTASCGI TAL

TCCAGCACCRCAGPRTTCEARTA

CATTCATATCHNNCTAGCGTZAC

TCCRGERCCAGAGRAT TCCARTR
CAGTAGARCCNNNCTAGCETTRC

TGCAGGRCCAIAGRAT TIGANTA
CAGCAATCT CNEMNCTAGCGTTRC

TOCRGCACCAGRAEAAT T CGAAT R
CACCCRTGCCNNNCTAGCGITRC

TECAGRANCAGAGARTTELAATA
CRCAGCRATTGRNRNCTAGCETTAC

TECAGHAOCAGCRGEARTTUGRATA
CRAECOCGGLATHNNCTAGCCTTAC

TRCOAGEACCAGRGARTTOIGRAT A
CHOTAETTEANNNCT RGCBTTAC

TECAGGACCAGAGRAT TOGARTRA
CALGLOTECONNNCTASCCTTRL

TRCAGGACCACAGART TCCARTA
SACTGALCGLNIICTAGCCTTAL

THORGERCCAGAGRATTOGARTA
CARTLEGRARNHNCTAGCET TR

TECAGGALCCAGAGART TCGRATA
CACRETTTEONNNCTAGCETTAC

TECAGGACCAGAGBART TCGAATA
CANTEC TCCCMNNCTASCCT TAC

TRCAGGACCAGAGARTTCGRATR
CATTRERRCTNNNCTAGCGTTRAL

TECAGGACCAGASAAT TCEARTA
CATCCOARGANNNCTAGCETTAL

TECAGGACCHGAGART TCGRAATA
CAETSGCCEANNNCTASCGTTAC

107¢E

TECAGGACCAGAGAATTCGRATA
CRATECTATENNNCT AGOETTRY

TECAGGHRCCAGAERAT TCEARTA
CATTASCRCCNNNCTAGEETTAC

TBOAGGACCAGAGRAT TCGARTE
CARGGCTRCTHRHCTAGCETTAT

1e77y

TECAGCACOAGAGRATTCGAATA
CRTTGEATCONNNCTACGEGTTRAS

TCCAGGACCAGAGARITCEAATA
CAACAAT T TERNNCTAGCSTTAL

TOCAGAACCRGAGNN TCEAATA
CRAACTTIGTERHNCIAGCGITAC

1a78

TECAGCCACCAGAGARTTCEBAATA
CACPAGAAT ANNNCI AGCGTTAC

TECAGGRCCAGAERAT TCEARTA
LATGCTUGAPNNNCTAGCGTTAC

TGCAGGALCAGAGRAT TCCAATA
CAGCCA IR GNNNCTAGCGLTAC

TECAECACCACGAGRATT CEARATR
CARGCACCATNNNCTAGCGITAC

TCCAGSACCAGRGART TUGRATA
CAGCECGETAGHNNCTAGCETTAC

40

TECAGGACCRCAGART TCGRATA
CAAGCCOGECHNECTAGTGT TAC

LaEG

TOCAGFACCRACAGARTT CGRATA
CRACTRGACCHNNCT AGCETTAC

TGCACSRCCRGAGRAT TCGARTR
CAART TARCUNNNCTAGCETT L

£41

TGLAGGACCAOAGER: ToGAATA
CARC GTHETETMUN ST AGCGTTAD

1081

TSCAGCACCAGAGRATTCGRETA
CART CATTAGNUNCT AGCGTTRC

TECAGGACCAGAERET T CGRATA
CACERCECOERRNCTAGOETTAC

B/42

TEORGSACCRSAGARTTOGRRATE
CRTTTTOATCHNN S TRAGEGT AL

1082

TOCREERICAGAGRRTTCGRATE
CRAGRACETCHNNC T RGEETTAS

TECAGCRCCASACRATTOGRATA
CACTCAGCATNNNCTAGCOTTAL

TRCAGCACCRGRACARTTOORATR
CAGCTOOCACNNNCTAGCGTTAL

Loga

TACACCACCRSACARTTOGRETR
CAGATTTTCTNNNCTAGLGTTAL

IECAGGACCAGAGRAT TCCARTA
CARARATTAARNNNCTAGCETTAC

TGCAGEACCACAGAATTCGANT R
CACARANCRGNNNCTRGCGTTAL

loges

TECRSEACCAGAGMTTCOGARTA
CAAGTACSERNNMCTAGCGITAL

TELAGGACCAGAGAR T TCGRATA
CRCETECCRANHNCTAGCCTTAC

TECAUSACCAGAGARI TCCARTA
CRCTARRCTANNWCTAGSGITAC

1085

TEEAGCACCRGAGARTTCGANTA
CRACECTTRRANNNCTAGCSITRS

TGCAGGACCASAGRNT TCEAATA
CACCATZAGRNNHCTAGCGTTAL

TSCASGALCAGASART TCGANTR
CARART GRTGNRNCTASCETTRC

Lluse

TECAGGACTCAGAGANTT CGBAATA
CRAGTTEETOMNNCTAGCGTTRAL

TECAGGAUCAGAGAR T TCERAT A
CAATATRARANNNCTAGCEITAL

BE47

TECALGSACCAGAGART TCGAATS
CRCTIGUI TENHNCTAGCGITAC

1087

TECAGFATCAGAGALTT CGARTA
CATGCOGCACGNNNUTRGES -

TELAFGACCABAGAAT TCLAATA
CABCCTCCETNNNCTAGCETTAL

248

TGCAGGACCASAGRAL TCLARTR
CAGATAGECANNNCTABCETTAC

1088

THUAGGACCAGAGAAT
CATTEETACENNNCT AL

TCCRGGACCACGAGRATTCGAATA
CATCCAR L CONNNGATCGALATG

£45

TGCAGCALCACAGARTTCCGAATA
CACAGATTATNENGAT CSALATG

1082

TGECAGSACCRGAGAATT CERATR,
CRAZGAGATAUNN AT COALAT G

TGLREGACCAGAGRAT TCGMTA
LARRA TGO UNNNCATCGACATG

B3

TECAGEMCCAGAGIRIT TCGAATE
ARG TACGU L N GEL Cadl ALy

o8y

TGCAGEACCRAGASAATT CGITA
CAATCUGTACNNNGATCCACATE

TGCAGSALCAGAGRAT TTCAATA
CARCTGTCCANNNCATCGRCETE

TECRGGALCAGRGART TTGRATA
CRARACAGTT GCNNNCAT CCRCNTG

Lu%l

TOCAGGACCRGAGAATTCGRATA
CATGTCOTTCHNNCATCGACRTS

TECAGSACCUGACART TOCARTA
CAGCTSTTCANNNCAT CEALATG

TRCAGEALCREAGAY S T DOCRATR
CRARCTOCACNMNCAT COGACATC

1082

THECAGTAICRGAGRRTTOGART A
CATCTGTATANNNGATCCACATO

IGCAGGRCCAGAGRAT TOGARTA
CACCTAACCTNNNCGRTCGACRTG

IBCAGERCCALRAGRAT TCGRATR
CAACGAATIC GNHNERT CEGACATS

10932

T EOAGCACCAGAGRATT CBARATR
CAGIEEATCONNNGRTCGACRTE

TECRCGACCAGAGAAT TCEAATA
CACTITICCCHRHGATCGRALRTS

TGCAGGACAGARART TCGAATA
CAICGTICTANNNGAT CGACATG

109%

TECAGEACCAGAGARTT CEARTA,
CRICTTCARTHNNGATCOGACATE

TGCAGGACCAGAGRAT TLEARTA
CAGAGRECCENNNCATCGRIATG

TECAGGRUCAGAGRAT TCGAATA
CACRGARATCONNNGERTCEASATG

1095

THCAGGACCAGAGRATT LGART A
CACGCETETENNNEETCGACRETE

~CCAGGACCAGAGRATICGARTA
CACAEACAGANNNGAT CEACATE

TELAGGACCAFARRAL TCGARTA
CACT TGACRGHNIGAT CGALATE

TOCRGEATUAAGART TCGARTA
CACTCCTCEEINNGATCEACATG
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8nl TGCAGGROCAGAGRAT TUGARTA 168y THCAGGACCRGAGRATTCGAATA
CRTATATCACKRNGAHT CGACATE CACT GGTRETHRNGHT COACATE CAGRCTALTTNNNCRTCGASATE
~GLALGACCABAGAAT TCGRATA B3 LEUAGGACUAGRGAR TOGRATA 1098 TECAGEACCAAGARTTCGART A i338
CAGTCUGACGRRNGAT CGACATG CRCGGATCTANNNGRT CGALATG CRCAATARCANNNGATOGALRTG
TOCAGGAUCABAGRAT TCOARTA 850 TECAGGRCCRAGASARAT TIEARTA 1nse TRCAGERACCAGAGRATT CGEART A 1339
CARCT GBCRTANNHGAT CRACATG (CARRMAAGAGNNNGAT CGACATG CATT TACCGCNNNGRTEGACAT G
TECAGGACCAGABART TCCARTA 8ou TGECAGGACCACAGART TCGANTA ilco TECACEAZCAGABANTTCGANT 1540
CATACCTARANMHGATCSACATS CACCAGACATHNNEAT CGRCATS CAGCTETATTANNNGRATCRACRT &
TECAGGACCAGAGANT TCORAATA B61 TGCAGGACCASASAIT TCEANTA iicl TECAGENCCAGAGARTTUGAATA i3sl
CARGTALAT CHRNCATCGALATG LA CUGGACCNRNGAR: COALALG SARGATGLARNENGATOGATAT G
TEERACGACCAGRGAAT TOGAATR Bi2 TGCRAGGACCATAGAAT TCGARTR (R TOCACGACCRGAGARNTTCGRATA 1342
CAGGCAAAL GHRHGATCGACATS CAZGTTASZ CHRNGRL CGACATG CATIATTCCTUNNGATCGACATS
TECAGCACCAGASART TCGARTA 602 TECAGGACCRCAGART TCERATA 1163 TECACGACCRGAGARTTCGARTA 1343
CAGARCGICTHRRNNGATCGALAT CAGCGAGACGHNNGAL COALAL S COAGT CACACHNNGATCGACAT G
TECAGGRCCAGAGRAT TCCAATA 264 TGCAGGRCCAGAGRAL TUGRATA 1G4 TECRGCACCAGAGRATTCGARTE, 1344
CACCACCRAPNHNGATCSACATS CATIATCGAPNHHGR, CGACATG CACTGACPACNEMGRTCGACATE
TGEUAGGACCRGAGARTTCGRATA B6E: TGEAGGACCAGRGART TCCERATA 1103 TECAGGACCREAGARTTOGRAT A 1345
LATTTTCLAARNNCAT CGRERTG CACTGLCARTHNNGAT CGRCATG CRALGLOGETHNNCATAGALATE
TROCAGGRCCAGAGRAT TORAATA B&E TOCAGGACCRAGAGRAT TCERATR 110e THCRGGRCCRGRGRATT CGART A 1348
CAGTTARTTANNNGRAT COACATG CAGCTRAARAANNEGRET COACATE CAGCTEASCCNNNGRTLGACAT G
TECASSACCAGAGART TUGRATA fen TECAGGACCRGASARLT TCRRATE 1167 TOCRGGATZCRGAGARTTOGAATA, 149
CATCAGCTOTRNNEATCGACATS CART CCARTANNNGRAT CGRCATS CARCCTTACCTHNNEATCGALRTG
TELAGGACCAGAGART TCOMATA B6E TGCAGGACCAGAGART TCCAATA ilud TECAGCACCAGRGAATTCGAATA 1348
AT GLCRREGHNNGAT CORLATG CACTCRAGGCNNNGRT CGACATG CACTCECTAINNNGATCGACATG
TECAGGRCCAGA TTCRARTA 862 TECAGGACCAGAGRATICEARTA ilos TECAGGACCAGAGIATTCGART A i348
CATLZTGLARGHNNGAT CSAZATG CATTATTAARNRNGR: CEACATE CARGCCTASTMNNGATCGRIATE
TECASGACCAEACGART TCGANTA il LilC TECACGACCAGASANTTCGANTA 1350
CAICTARCE CHRNGATCGACATG CARRCTCI ARNNNGAT CEALALG RGAGAGTIGNNNCGATCGACATT
TGCACGACCAGAGRATTUGAATR g7l TSCAGGACCACAGRAT TTCAATA 1111 TECACGACCAGAGAAT TCGANT R 3ol
CACSTAGGARHNNGAT CGACATG CAGACTCCAMNHNGRT CGACAIG CATANGAGGCNNNGATCGACTATG
TGLAGGACCAGRGART TCGAATA LY TGCRGGACCAGAGART TCGRATA 1112 TGCAGEATCRGAGARTY CGAATA 1302
CRCARGACT CNNNGAT CGACATG CACAGCCTCCHNNGAT CGACATG CRGTTAATRLNNNGATOGALAT G
TGCACGRLCAGAGRAT TCIAATA 872 TGLAGGRCCATACART TCLARTA 1113 TUCACCACCAGAGRATTCAARTE 1353
CATTCCGIGTNENGATCEACAYE CAGAGTCRCTMNNGRT COACATG CAGETCOGCANNNGRTCGACAT &
TGCRAGGRACCAGAGRATTCGRATR [ TGCRGGRCCAGAGART TCGRATA 1114 TOCRACEACCRAGAGARTTUGRATA, 1504
CACTGARCGANMNGATCGRLATES CAAGARSTCONNNSAT OOACRT CERTAACCAT "NNKCATOGALAT G
TOCAGCACCAGAGRATTOGRATA 87% TOCAGGACCAGATART TOGRATA 1114 TECAGCFACCRGAGARTTOGRATA, 1350
CAGCTAARCCEENGATCGACATG CAGCGTAT TGNNNGRT CGACATG CAG ACGLATNNNGRTCGACATC
SGCAGGALCAGAGAATTCGRATA gi6 TECRGAACCACAGAATTCGAATA 1lle TECRGEACCAGAGARTICGAATR 135¢
CARCARTTTTCNRNGAT CGRCATG CACTTAARTCNRNGAT CGACATS CRAACGARCENNNGATCGACZRTE
TGCACGACCAGAGARI TCCAATA 877 TGCAGGACCAGAGART TCGAATA 1117 TGCAGSACCREAGAATTCIAATA 1337
CRATGRGCGRACKNNCATCGRLATG CATTAGCCTCNNNCGAT CGACRTG CAGTACCTTONNNCRTCEASATE
SGCAGGACCAGAGRAT TCGARTA 878 TGCAGGACCASAGANT TCEANTA ilis TECAGEACCAGAGAT TCGANTA 1358
CAGTAATCTANNNGAT COROATS CARCCAGAGANNNGN. CGACATE CARCTTTTTICMNNGATCGACAT G
TRCAGRACCAGAGARTTCGAATA 878 TECAGRACCAGAGART TCGRATA i1l TECAGEACCAGAGARTTCGARTA 1352
CATATCTCCGRNNEAT CEALATG CATCAGOCARNHNGAT CEACATG CAATGACCCANNNGATOGACATG
TGCAGGALCAGAGKhAT TCGAATA 8es TBCAGGACCAAGER T TCOGARTA iiz¢ TRCACCATCAGAGAATTCGANT A 1360
CAGCTACGECENRGAT CRACATSG CACCHGRAATACHNNGRET CGACATG CARTUCAGTTANNNGATCGACAT G
TCCAGCALCAGACAATTCGRATA, 881 TGCAGGACCACACAR, TCGRATA i1zl TCCAGCATCAGAGAATTCGANTA, 1361
CARATATZUGARRREATCSALATG CAGCGUIAAGNENSGAL UGALAL G CRIAGIAARGHNRGATCGALAT
TGCAGGACCAGAGARAT TCGAATA 682 TGCAGGACCAGAGRAT TCCARTA 1122 TECAGCASCAGRGAATTCGAATA 1362
CATACT T AGANNNGATCGRLATG CATAAATCGEINNNGRT CGALATG LACCCLATGENNNGATCGACATC
TOCACCACCACATRATTCCARTA BB TCCARGOACCRCACAAT TOCRATR 1123 TECRCEGAZCACAGAATTCGARTA 1362
CRTCATTTTCHENGAT CEACATS CARAGCTTCCHNNCAT CSACATSE CARCACASCRTHNNGATCGACATG
| T aC G oA CCARACARN T TCORATA R TECAGEACCRSASART TCEAATA 112¢ TOORGEACCROAGART TLARAT A FET
|_CAGCCTGCAGNNNCATCGALRTG CARTGCAIATNNNCGAT CGRCATC CACRGETACTNNNCATCGACRT G
TECAGCGMCCAGRGRAT TCGARTA 882 TSCAGGACCAGAGRAT TCGANTA 123 TECAGEACCAGAGRAT TUGANT A 136%
CATAPGACGUNNNGRICGATATG CAJCTCTCCTENNCR I COACATS CACATARCCONNNTGATCGACATG
TECACEACCAERGARTTCERATA 886 TECAGGACCAGAGARTTCGERATA 1126 TECAGRACCRGAGRATTOGRATA 1365
CRAGECCTTARNNGAT CEALRTS CRTASTSETCHNNNGAT CGALATG CRGTACTEETNNNGATCGACATG
CECAGEACCAGAGRAT TUSAATA 287 TBCAGGRCCAZAGAAT TUGARTA 1127 THCAGGACCAGAGAATTCGART A 1367
CRCAT CTCRACKENGAT CGACATS CAGRARLCTCHRNGET CHACATS LAGLARGTCTNHNGRTCGACRATE
SGCARTATCAGALARTICCGRATA L1 TECAGLACCACAGARTIVERATA il2e TECAGATCRRAGART LI CSALLA A36%
CATECGATCARRNGAT CEACATG CATGACTATANNNGAT CGACATS CACETECTCUNNNGATOGAUATG
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IGCAFEACCAGAGRATTOGARTR 8k SCAGGACTCAGAGRATT CGART A
CRCGERGGACHNNGRT CEACATS CACATGACTGHENNGRET CGALATS CACACTACCTNNNGRTCGACAT G
CCAGRALCAGAGARTTCGRATA £90 TGUAGRACCAGAGART TCGRATA 11%C TECAGFACCAGAGAATT CGRAT A 1370
CRRETARTTONNNCATOORCR TG CACCAARCTCHNNCATCGRLATE CROTCTATRTNNNCATOCOALRTG
TECAGGRCCAGAGRAT TCEAATA S| TGCAGGACCAGAGRRT TOGRATA Fisl TRCAGEACCAGAGRATTCGRATA 1371
| AT GLCTRGANNHER TLGACATG CACGUATTTCNHRGRT CGACAT G CART GRULCTNHNGRTCGALET
TECAGGACCAGAGANT TCGAATR 8&2 TGCAGGALCAGAGIAT TCGAATA 1132 TOCAGGACCAGAGAATTCGAATR 19712
CACTATCCGTMNNGATCARCATS CARCCCGGTGNNNGAT CSACATS CRAGGCACTTHNMGATCGACATG
TGLARGACCAGAGART TCGAATA 593 TSCAGGACCAGAGAAT TCCAATA 1133 TGCAGGACTAGAGART TCGAAT A 3373
LEAT GO AGCONRNGAT CanMTG CACTTOCETTNNNGAT CQGALATT CAGGCRGLCARINGATCGATATG
TCCACGACCAGACRATTOGRRTA Fo4 TICAGGACCACAGRAT TCGAATR Lide TCCACGACCACAGRATTCGRRTS 1d're
CAGCGEEAGCANNNGRICGACATS CATTATGCRANNRGAT CGRLATG CACTAIGITONNNGATCGACATG
TGCAGGACCRGAGARTTCSRATA 5= TACAGGACCAGAGART TCGRATA 1335 TECAGSACCREAGARTTCGARTA 1375
CANGACCLRINNNGATCGACATG CALATT JGREHNNGA. COALATG CATARA AT CHNNNGATCEALRTG
IGCAGGRCCAGAGRAT TOGARTA L TGCAGGRCCAGAGRAT TCGARTA 1136 TECRGGACCAGAGRAT T CGRART M 1376
| CAITGACCT CHNNGART CGACATG SATGTTCGCTMNNGH. COACATS CAGRCACCATNINGRT CGACAT G
TECAGRACCAGRGART TOGRATA B9 THOAGRACCAGAGART TOGRATA 1187 TOCAGSACCRGRGARTTCRRAATA A3
CACTTSCTCANNNGATCGALETG CATAGCATCGRNRGAT CORLATG CETAGATACTHNNGATCGALRTG
TECRAEGACCAGAGRATTOEARTA ESH TECAGGACCAGAGRRT TCGARTA r13p TECACCACTRAGAGRATICGAATA 1378
LRATCCTCLANNNCRTCGRACATE SATTUAGEGCNHNGRT CGRACATG CATACCCTCONNNGRTCGACRT G
TECACGACCAGAGARTICGRATA Bar TECAGRACCAGAGARTTCGAATA 1189 ICECALGATCARGAGRATICEAATA 1379
CARRCOCACANNHCATOLARCATA CARACOCAGANNRCAT CGACATS CRACTCCCCORANNNEATEGACATA
TGCAGSACCAGAGAAT TCGAATA L) THCAGGACCAGAGAAT TCGRATA Iisc TECAGGACCAGAGAATTCGAATA 1360
CACLGATCATNNNGATOGRCATG CATATGGCCTNNNGAT CGALATG CACCTCTIAGNRNGATCGACATG
TCCAGGRCCAGAGRAT JCEALTA bl TGCAGGHLCAGAGRAT TCGAATA k141 TECAGCACCAGAGRATTCGAATR 1381
CATSASACACNNNCATCGRCATS CARGCCTATGHRREGRT CGRCATS CATAMGATTCMINIGATCAACATS
TGCAGGACCAGAGANI TCRAATA S¢Z TGCAGRACCAGASAAT TCGRATA 1ls2 TECAGCACCAGAGAATT CGAATA 1382
FCCACTEGNRNGATCALATS CACACTCTACKNNGAT CEACAT G CACCCETACENINCGATCGACAL 2
TECAGGRCCAGAGRAT TCEARTR 963 TOCAGGALCAGAGRAT TCCARTR 1143 TCCAGCALCAGAGRATTCGARI R 1582
CAGEL LT GACHNNGRICEACALG CAAAAC TGARANNRGAL CERACATG AL AL AR AT LA AL ¢
TGCACGACCRGASARTT CGAATA 9Ga TGCABGACCAGAGART TCGRATA Liak TGCAGCACCAGAGARTTCERATA 23R4
CAAAMCTTECCNNNCATCSACATE CACTTCCCCCHNRGAT CEALATE CRARCACCCANNNCGATCGACAT &
TECACGACCAGAGRAT TOCARATA s TGCAGGACCRCACRRT TCGRATA l14= TGCAGCACCRGAGAATTCGARTA 1385
CRACCTAR, ANNMGAT CLRALATE CAALSTUGECRNEGRT COALATG CARRS AT CNNNGATCEACAT &
TECACGACCAGACARTTCGRATA L TECAGLRACCAGAGARTTCGRATA 1146 TECAGEACCAGAGAATI CGAATA 1386¢
ﬂﬁ{!ﬁ@mﬁrﬂ?(mﬁ__ﬁi CRETACCLEARRNNGES CGRLATEG CROCCCLOCRANNKCATCGACRTG
TECACCACCAGACRATTCEGAATA o TSCAGEACCAGAGAATTCERAATA Ligy TECACCACCRAGAGRATTCGARTA T3EY
CATCTGTCAGNNNGAT CORCATG CRRCCGCRTANNRGE CGRCATO CAGCCTGAATNHNGETCOACETO
TCCACGACCAGAGRAT TCGAATA 208 TECAGGACCAGAGRAT TCGAATA 1148 TeCAGEACCAGAGARTICGART A i33E
CARCTAACAANNNEATCGRCATS CRMCCACGCTHNNNCAT CGACATG CATCCCTACTMNNEATCGACATS
TECACGACCAGAGART TORAATA acs TGCAGRACCATAGART TCGRATA 1143 TECAGCACTRGAGARTTCGAATA 13g2
CATETSACCANNNT GCATCAGET CRAGAGCGACCHNNT GCATCACET CATEGLTLGENINT ECATEAGET
JCCACGRCCAGALRATTCCGAATA 9150 IGCAGGALCAGAGAAT TCGAATA 115C 1 GCACCACCAGAGAATT CGAAL A 1390
CARGT GAAACNNRT GCATCAGET CATTTTATTRENNTGCATCAGST CACARTCCTCMIGN TG TCAGET
LGCAGGACCAGAGARTTCGAATA 811 TGUABGNICRAGAGAN TCEAATA 1151 TCCAGSALCCRAGAGARTICGAATA 1391
CACARCT CIEYRNHTECATCACET CAGCTAGETTHNET CCATCAGET CATAGAGACGHNNT GCATCASET
TCCAGCACCAGACRATTOSAATA 512 TOCASCACCABAGAAT TCGRATA 152 TGCAGCACCAGAGRATTCGAATA 1382
CAGCAGECGANNN T GCATURGET CATTTGALCTTNNNT GCATCAGET CAGCECEATCENIN TGCATCAGET
TCCACGGACCAGAGARTICTCARTA "z TCCAGSATCAGAGALT TUGRATA L1283 TECAGSALCAGAGARTTCGEARTA 1383
CAGECTCTCONNNT GUATCAGET CRCAAACATTHNRT CCATCAGEY CRCTCACCRT NN TGCATCAGET
TGCAGGACCAGAGRAT TCGMATA 2id TSCAGGACCAGAGRAT TCCAATA Lizd TGCAGGACCAGAGANTTCGAATA 13%4
LAARTACE. CNNML SUATUACG T AT GEAR ANKM I GUATCAGET CARD GG TAARNHNT GCA TCAGET
TGCAGGACCAGAGAAT TCGAATA 915 TCCAGGACCAGAGRAT TOGAATA 118& TGCAGCACCAGAGARTTICGAATR 1393
CARCCTCARCNNNT CCATCACCET CARCARCCCANNNTCCATCACCT CLTATCARCANNMTGCATCAGET
TECAGGACCRGAGART TCEARTA 8l TACAGEACCRGAGART TCGRATA 1156 TECAGCACCRGAGRRTTOGALTA X396
CATGAGCCCONNNTGCATCACGET CAGGTGCTGCNNNIGCATCACGET CAAAAGTLAANNNTGCATCAGGT
ICCAGCGACCAGAGRAT TOEARTA %17 TGCAGGALCAGAGRAT TCGARTA 1157 TeCAGEACCAGAGRATT CGARTA 1587
CATTASTTTONNNT SCATCAGET CAMIGTCET THNN I GCATCAGET CACAMAGGCRANNNTGCRTCAGET
TCUAGCACCAGAGART TCGRATA S1R TOCAGGACCAGAGART TCGRATA 1158 TOCAGCACCRGAGARTT CGRAT A 1383
CAGTOGTAGTNNNTECATCACET CACAACGEAARNKT CCATCASCT CHOGATSACTHNNTGCATCASET
TCUAZGACCABABART TCEARTA 919 TEUAGGACUARAGART TUGAATA 1152 TSCAGGACCAGAGAATTUGAAL A 1399
CRARAGGRT TNNNTECATURGET CAERTCCRACHNE TECATCREET CACGATTGTGNRNTGCATCAGET
IGCRAGGACCAGAGALTICGRATA 20 TOCAGGACCAGAGART TUGRATA Xieg THCAGGACCAGAGARTICGANTA 3400
CATTTTTAGCNNNT GCATCAGET CAGERAAGACTIINNTGCATCASET CARTTATCTIGRNNT GCATCAGET
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TGCRGEACCAGAGRATTCGARTE

CA TEACEE THINT GLATCAGGT

CACAACRCT NN TGCATCAGEY

CACTACGAACNNNTGUATCAGET

TGCAGGACCAGAGEAT TCGARTA, TGCRGGRCCAGAGRATTCGARTA { 1161 T40L
CAATAACTCHNNNTCOA TCRGET CAGETAANT ANHNTCCATCAGET CAGTAT TGATHIRITGCATCAGET
IGUAGEACUAGREART "UEAATA TGUAGGACCAGAGARL TCEAATA | 1162 | TECAGEACCACAGRATICGARLA | 1402
CATTTTEACCHHNTCEATCACET CRCCTAGRACHNNT CCATCAGET CRAGCACGTTNNNTCCATEAGCT
TGCAGGRCCAGRGAAT TOGARTA TGCAGGRCCAGAGRATTCGAATA | 1163 | TGCAGGACCAGRGAATT CGRATA | 1403
CACTEECGRENNHTGOATCAGET CARTATGAGANHNTGCATCAGET CAACTECCCONNMTECATIAGET
TECACGACCAGRGANT T CCARTA TGCAGGALCAGAGARTTCAARTR, | 1164 | TOCAGEALCAGAGARTICEAACA | 1404
CAGAATAGA TMNNTCOATCAZCT CATGEAAATANNNTCCATCAGET CAAAATCT CANNKTCOATCASCT
TGCAGGALCAGAGANT ZCGIATA TGCAGGACCAGAGRA TCGRATA | 1165 | TGCAGGACLAGAGPMATIGGARLA | 1405
CAGCTSAGCCNNNTGCATCAGST OATRACCAATNNNTGCATCAGET CACCATSTGANEMTGCATCAGET
TCCACOACCAGACART TCGRATA TGCAGGACCAGAGAAT TCGARTA | LICE | TECAGGACCACAGRATICGARTA | 1406
CARCAGSUAANNNT CEATCAGET CAGTCTGAL CRNNTCCATCAGET CACCCCTTE TNNNTGCATCAGET
TGCACGACCAZAGART TCGRATA TGOACIACCFCAGAR: TCGAATA | 116! | TECAGCACCACAGARTICGAALA | 1407
CAGACCGCACHNNT GCATCAGET CATTTATCAGHNNZGUATCAGET CAGCTAGCGCHNNNIGCATCAGGT

TGO AGGRGEAGRGRAT TOARTE, TBCAGGRLCAGAGRAT TCRARTA | 1168 | TRCAGGACCAGAGRATTCGARTR | 1408
CACTTATTCANNN. COATCACET CARTGATTZGNNNT CCATCAGET CARACACCGTNHNTGCATCAGET
TECACGACLAGAGART TCCAATA TECARGACCACAGAR- TCCRATA | 1163 | TECACSACCACAGARTTCGAACA | 4400
CAGTCTECTANNNT GCATCAGET CROTCATCETHNN T CCATCAGEY CRCTOAGATCHNNTGCATEAGET
TGCAGGACCAGRGRAT TCGRATA TGCAGGACCAGAGAA, TCGARTA | 1170 | TGCAGGACCRGAGRATICGAETA | 1410
CAATTTAGTGNNNTCCATCALGT AT CEATACHENTCORTCRGET CARRTACHTONERTGCATOAGAT
TGCAGGACUAGAGART TCGRATA. TGCAGGALCAGAGARTTCGRATA | 1171 | TCCAGGACCAGAGARTICGAATA | 1441
CATCCGAGRANNNICCATCAGGT CAGCTASCATHNNTGCATCACET CRATTGCCAGHNNTGCATCAECT

T GCAGGACCNGAGANT TCGARTA TGUAGGACCPEAGAAS TCGAMTA | 1272 | TGCAGEACCRAGAGAATTICGRATA | 1412
CRACGOOGRACKNNTGCATOREST AARATCATCARMNTGCATORALGT CATTARTTCONUNTGCATCAGET
TECAGERLCAGRERAT “CORRTA TGCAGGACLRGAGIAT TCEARTA | 1172 | TGCAGGACCAGAGRATICGARCR | 1412
CRECTTCCCCNNNT COATCAEET CACCTCTCATHNNTCLATCAGET CARGCATATTNNNTDCCATCAGET
TGCAGGACCAGAGANT TOGRATA, TGONGOACCPGAGNAL TCGANTA | 1178 | TECAGSACCAGAGNATICGIALA | 1414
CRAACARTCATNRNG GCATCAGET CRAL TCSTTCHNNTGCATCAGET CACCCATTACNNNTGCATCAGET
TGCAGGRCCAGAEAAT TOGAATR TGCAGGRCCAGAGRART TCGAATR 1175 TECAGGACCAGAGMTTCGARTR 1413
CALGATCGCANNNIGCATLACEY CARGTTCICGNHN L GCATCAGET CACTCGTT I GNEN I GCATCAGET
TCCAGOALCAGAGART TEGRETA TGCARGRACCAGRGRRITCERATA | 1176 | TECAGSACCAGAGARTICGARTA | 1410
CRACACASTACHNNT GCATCAGGT CRACTAGTATHNNIGLATCAGET CAGGTATCGTNNNTIGCATCAGET
TCCACORCCACACARAT TOCARTR TOLACCACCRIAGRAT TCCARTA 1177 TOCAGCACCAGACAATT CGARTA 1417
AL TCAAGT CNEN. GEACLAGET CARTTGUGUANKNTGOATCAGET CAGYAZCE TTHRNTGCATUAGGT
TCCAGAACCAGAGART T CGARTA TECAGGACCRGAGAR-TCRRATA | 1178 | TGCAGGACCAGAGRRTTCGAATA | 141H
CAGLTLOCA CRINT CRATOAGET CACHAGIOCTRNNTCCATCAGET CACAACTTTTHNNTGCATCAGET
TECAGSACLAGRCART TOGAATA TGCAGGACCPORGAPITCEGRABTR | 1178 | TGCAGGACCAGRGRATTCGRETA | 1419
CATTACTTOTHNNTGCATCAGST SARCGRCTATMINTGCATCRAGET CARRACTTCONENTSCATCAGET
TGCAGGALCAGAGART - COARTA, TGCRGGALCAGAGAATICGARTE | 1180 | TGCAGGACAGAGRATICGRATA | 1420
CATAATGTGTNNNTGOATCAGET CATAAGTCARNNNTCCATCREST CATATTATGCNKNTECATCAGET
TGLAGGACCAGAGANL TGIATA TGCAGGACCAGAGAR, TCGANTA | 1181 | TGCAGGACCAGAGARTTCGARTA | 1421
CATRCIATT THNNTGCATCAGET CATCTCGOCERNNTGCATCAGET CAGCCCGCEENNNTGCATCASET
TECAGGRCCAGMENT TCGAATA TECAGGARLCCAGAGIT TCEART A il9z2 TECAGCACCAGAGMITUGAT 1422
CAGTOCSTAANNNT COATCACGT CARBATACTCTNRNTGCATCAGET CAGCPAALCCNNNTGCATCASET
TGCACGACCAGAGART TCGRATA TRCAGGACCAGAGARI TCGAATA | 1183 | TCCAGSATCAGASARTICGAPCS, | 1423
CAAGCGETAANNNT GCATCAGET CAZATGTICTRNNIGCATCAGET CAGATACGC NENTGCATCAGET
TCECALGACCAGAGERT SCAARTA TECAGCACCACAGAAT TCGARTA | 1184 | TGCAGGACCRAGAGRATTCGARTR | 1424
CAGEARACT GNENTGCATCAGET CACCAGUGETNNNTGCATCAGET CACAGTATCGNHNTGCATCAGET

T CCAELALCAGAGART “COARTA TGCAGGACCAGAGAR- TCGARTA | 1145 | TCCAGTACCAGAGAETTCSARTA | 1405
CAGGECACGTNNNTCUATIAGET CACCET TGATIINNTGEATCAGEY CACTUASY GYHRN TGCATCAGET
TGCAGGACCAGRCART TCGAATA TGCAGGACCAGAGAR: TCGRATA | LiBE | TGCAGGACCAGAGARTICGAALA | 1426
CATCRTTGAANHNTGCATIAGST SACCCTINAGKNETGCATCAGET CACCGT CRGGNNNTGCATCASET
TGCAGGRCCAGRGRAT ZOGRATA, TGLRGGACCAGAGRATTCGAATE | 1187 | TCCAGGARCRGAGAATTCGAATA | 142/
CACCOCTCARTNNNT COATCAGOT CAGTCTAARTNNNTCCATCRCCT CRGCTTCTCTNRNTCCATCAGET
TOUAGGACGAGAGAET TOGRATA TOOAGEACCRORGAR: TGGARTA | 1iA8 | TGOAGTACGRGAGARTTOGAATA | 1448
CACTGARGE GRNNTCCATCACET CACTAATTACKNNTGCATCAGET CATTATAT TS MMNTGCATCACET
TGCAGGRCCAGAGAAT T CGARTA TGLAGGACCAGAGAAL TCGARTA | 1198 | TGCAGGACCAGAGRATIUGAATA | 1428
CAGTTCCRACHRNTCCATCACST CATICCEET TN TCCATCAGET CAGCTT TACGNNNTCCATCACET
TGCAGGACLAGAART - CGAATA TGCAGGACCAGAGART TCGRATA | 119C | TGCAGGACCAGAGARTICGAATA | 1430
CAGGOCCCT INNNTECATCARGT CRGASCET GEHNNT GCATCACET CAGGACGATANNNIGCATCAGGT
TGCRGGACCAGAGRAL TORART A, TGLAGGACCRGRGRAT TCRARTA | 1491 | TGCAGACLAGAGPATICGARZA, | 1431
CEATGGOTCANNN T GEATCRERT CARTTTACTCNHN I GCATOAGET CARGTCAGCANKEN T GATOAGS
TGCAGEACCAGPGART TUGARTA, TCCRAGEALCAGAGARL TCGARTA. | 1152 | TCCAGGACCAGAGARTICGAATA | 1932
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TGCAGGACCACASEAT TCGARTA TGCAGGACCAGAGRATICGARTA | 1437
CATGEACET TNNNISCATCAGET CACCGCGECENNIT CORTCAGET CARGCCATEININIECATCAGET
TECAGGACCAGAGART TCGAATA TGCAGGACCAGASAR. TCGAATA TGCAGGACCAGAGARTTCAAATA | 1434
CATSACRCT CRENTGCATOACET CACTAACCTCNNETGCATCAGET CRTTCOACTGUNNTGCATCAGET
TECAGGACLAGAGRAT GGARTA TECAGGACCACAGREL TOGART A ToCACCAL CAGAGRAT T CaRAT A | 1430
CAGTACCTETHENTGCATCAGGT CARTTCARGTNNNTGCATCRGET CAACECTGT TNINIGGATTAGET
TCCRGGACCAGAGART T CORPT, TSCAGGRLCACASRAT TCGAATA TCCRGGACCAGAGIATTCGARTE | 1436
CRAAGETCOLGHNNTGEATCAGET CAAT TGHUETHENK TGCATLAGET CRCCCTTTCTUNNTGCATCAGET
TCCAGGACCAGACAATTOGANTA TECAGGACCACAGANRT TCGAATA TECACGACCAGAGAAT TCGAATA 1437
CADTUATCL ANENIGCATCACST CALGAT TICANENT GUATCAGET CAATCTTGATNENTGCATCARGY
TECAGGALCAGAGARTTCCRATA TGCAGGACCAGAGRATTCGRATA TCCAGEACCAGAGAATT CGARTR, 1438
CAGRIARNGTNNIT GCATCAGET CAMCTGCCGENNITGCATCAGET CACACTGECENNNTECATIACET
TCCACGACCRGACART TECAATA TGCAGIACCACAGARS TEGRATA TCCAGEACCACASARTTEGAATA | 1453
CACADGGARANKN. GUALCAGEE CA LT AR LCUL U GUATCAGEY CA_ICEEIAGHNN L GUATCATET
TECRGERCCAGRCRRT - CEPRTA TGCAGEACCASAGRAT TCCRRTA TGCACCACTAGAGARTICOART R, | 1440
CRTGTGAGERMENTSCATCAGE ! SACTACGCTTMNNTGCRTCAGST CARCCC TSCCMINTGCR TCAGET
TECAGGACTAGAGEET T CTRATA TECAGRALCAGAGART TCGRATA TGCAGEA CREAGARTTCGAETA | 1441
CACETCH TCARMRTCOATE AGET CATAGCTATANNRTCCATCASCT CRCTACCTAGHNNTGCATCASOT
TOCAGOACCARRGRAT TCRARTA TECAGGRCCARAGRR. TOCABTE TOCACCACTACRGERTTCGARTE | 1442
CATGLET TCANRNT GCATLACST ZATGURACTOTNEN TGORT CRGET CACCATARTINENTGCATORMLGT
TGOAGARAL AGRAART TOGAATA TECAGRRCCAGRAART TCGRATE TOCAGARSCRGAGRRTTCARATA | 1443
CATCEOTCECHNNTCOATCACCT CACTEETCLCNNNTCCRTCRECT CAOCCAACECHNNTCOATOACCT
TGCAGGACTABAGART TCGAATA TGCAGGACLAGAGAR. TCGRAATA TGCAGGACLRGAGARTTCOGARTA | 1444
CACCASTCRANENTGEATCRAGGT CAGCCACCRAGNNNTECATCRGET CATAACATCANHNTGCATIAGGT
TGCAGGRCCAGRGRAT - CoRRTA TECABGRCLAGAGRAT TCRARTA TGEAGEACCAGAGRNT T CAARC R | 1445
CACALATTCOMEHI GOATCACGT CATTATGIEANNNTGCATCAGET CAGCARGAACNHNTGOATCAGGT
TGCAGGACCAGAGAPI TCGPATA TGCAGGACCAGAGAN TCGRATA TGCAGGACCAGAGARTICGANCA | 1446
| CAGGTATAT TKENIGCATCAGET CRATACSCCCNNN TGUATCAGET CARCGTGATCNENTGCATCAGET
TGCAGTRCCAGRGRAT ToGAATA TGCAGGRCLAGAGANT TCGRAT, TGCACGACCAGAGARTICAARTR | 144/
CATARGATGANHN I GEATCAGET CARCTATGECNNNIGEATCAGET CACGTTCLTANINT GCATCAGRT
TCLAGEALCAGACART TCGARTA | O THCAGGACCAGAGART TCGRATA TGCAGEAGCCACAGART T CalaTh | 4448

CAT TAARAT THENT GCATCAGET

CRACGGECCT GHNKT CLAT CAGET

CERAD GCLAGTHINNT GCATCAGET
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TECRGGALCAGACAATTCGAATA

TCCAGGACCACAGRATICGAATA

TECAGGACCAGAGART

TCGRATA | 1328
CACAGCCTCONNNACTTATGCCA CRECTACCAGNRNACGTATGCCA CAGAACCCOCHNNRCSTATGLCA
[GLAGGACCAGAGRAT TUGAATA | 1450 T GCAGGACTAGAGAATL CGRALA 1850 IGUAGGALCAGAGART JCeANTA | 1930
CRUTUAAGUCNRMATE ZAT GCTA, AT TATTLAGHNNRACGTAT GTLA CAACCARTGUHMNACGTATGLCA
TRCAGGACCAGAGRRAT TORARTA 1451 TGCAGGROCAGAGAATTCLGARTA 1692 TECAGSACCAGAGBATTORRATA | 1231
CACACAGAGAHRNACG JALGOUR, CAACJGIGTGNNRACS IATGCLA CAGACLGAL THNNACGTALGLCA
S GCAGGACCASAGAAT TOGMATA 1452 TGCAGGACCAGAGANITCGARIA 1682 TGCAGGACCAGRGANTTCGMATA | 1932
CARGGALTCOCGRNNALG TATGLCR CRITGATOGGNNRALGTRTGOLR CAATEVT BT GNRNACGTAGUCA
IGCACGACCABAGART TCEAATA, 1453 TECAGGACUAGAGANTTCGANTA 1683 TGCASGACCASAGPATTCGAATA | 1853
CATTGETTAMTNNACGTAT GCCA CATTCTCGGTHNNACGTATGCCA CAGGAACAMNGHNNRCSTATECCA
TGCAGGRACCAGACARTTCGAATA 1454 TCAGGACCRGELAATTICGAATA 1583 TGCACGACCAGAGRATTCGARTA | 1334
CATACTARCANNNACGTATECCA CRCCRCTTAGNNNACGTATGCCA CAGTTATACANNNRCGTATGCUA
[GUAGGALCAGAGAAT JGANTA 1455 TGCAGGACCAGAGANTT CGAATA 1695 JGLAGGACCASAGARTICGAATA | 1935
CARTCCARTGNNNACGTATGCCA CARGARACAATNHNACGTATGOLA CACCTCCTARANNNACGTATCCOA
TECREGACCAGAGRAT TCEARTA L4%€E TeCAGGACTCAGAGRATTCGRATR 1596 TELAGCACCAGAGRRTTCGRATA | 1838
CRACCCACGONNNACSTATGLCA CATCCERACTNNNACCTATGOCR CRTARACLET CHNNROGTATCCCA
T GCAGGACCAGAGRAT TCERATA 137 TGIAGGACCAGAGAATTCGAATA 1E%9 TGCAGGACCAGAGANTTCGAATA | 1937
CRATCATETARNNRLGTATCICR CRTZGECTCCHNRALSTRTECCR CRCGECECT THRNARCGTRIGCCA
TECAGGACCAGAGART TCLAATA, 1453 TCCAGEALCAGRGART TCHAATA 1ESE TGUAGGRCCAGAGRAT TCARTA | 1938
CRRABAGETTINNACGTATGCCR CRCACTCCOCNNNALGTATGOCR CATTARCERTNWNECATATCECCA
TCCACGACCACACARTTICCGRATA 1433 TCoAGGACCAGAGAATTCGAATA 1055 TELAGCALCAGAGRATTCGARTA | 1538
CAANGEACACRNNACETATSCOA CASTCAAMCTONNNASGTATACCA CATGSCCATNINNRCSTAT GICA
TGCAGGACCAGAGRAT ICGARTA | 1450 TGCAGGACCAGAGPATTCGARTR | 100 TGCAGGACTAGAGARTITCSREATA | L340
CATTGRARGANNNACGTATECCA CAGGLEECT TNNNACGTATGOCA CRGAETGATGUNNACGTATGOCA
TECHCGALLAGACRAT TOGART, 146: TECAGGRCCAGAGRATTCGAATR ikl TELAGACCAGAGARTTCGRATA | 1841
CACTCERATTHMNACCTRTEC MR CRRTGCSCTANMNALGTATGOCE CRCTRATECONNNACGTATECCA
CGCAGGACCAGAGRAT TCGRATA l4gd TGCAGERCCAGAGARITCGARTA I TGCASGACCAGAGAATICGAATA | 1942
CAGTEART T CHNNACGTAT GO CAGCTCCEEANNNACETATGCCA CARGE. TRAARNNNACGTATGCCA
TECRG f",M:ﬂ?AGM‘-AJ—'E-'WiTA 1463 TEIAGEROCAOAGAATTCGAATA 1703 TOOAGGRCUAGRGEAT COAE TS | 1943
CRLCCCCECENNNACGTATGCCA CRTGCTECLENNNACETRETGICR CARCACTRCCNNNACGTATGCTA
TECAGGACCAGRLART TCOAATA 13hs TCOAGGACCAGRGAATTCGARTE 1nsa TCCAGCACCAGAGRRT CCARTA | 1344
CAEATRAGCGRNNACGTATELOA CACTAACET GNHNROGTATRCCA CRATGTERT THRNACGTATECCR
SCCASOACCAGACRAT TOGARTA 1465 TCCRGGACCAGAGAATTCGAATR 1503 TECACSACCAGASAMTTCCAATA | 1945
CAGRACGE, GNNNACGTATZCCA CAGARTACARNNNACGTATGTCA CAGUTGLCGANNNLECG AT GOCA,
TELACGROCARAGREAT TISARTE 14<€ TGUAGRPACCAGRGEATTCGARTR 1766 TECAGRACCRGAGRRTTOGRATA | 1546
CAAATATTRATRRNACGTATCCCA LAATGACAPINNRACGTATGCLR CACTTITTAGNNRACG TATGLCA
TECAGEACCAGAGARRT TOGARTA 1467 TECAGGACCRAGAGRATTCGAATR PIRT TECAGEACCAGAGRATTCOGARTA | 1247
CATARGCIATHNNACGTAIGCCR CRACGEUTCENNRACSTATGCLA CATCCCARAGHNNACGTATGCICA
TECAGRACTRGAGART TOEARTA 1448 TECARGACCAGAGAR TTOGART A LI0R TECAGERCCAGAGRAT TCEARTAE | 174#
CAACTORGOGHNNACGTATGOCA CRACAGATARNNHACGTATGLCA CAGACACTACNRNACGTATECDA
TGCAGGACCAGAGARTICGAATE | 1479 TECAGGACCRGAGAATTCGAATA | 1709 THCASGRCCAGAGAATTCGAATRE | 124¢
CARGACTGCONNNACGTATGLCA CATGUNGTLANNRACGTRTGUCA CARTACCGACHNNACG L ATGCCA
TORPEGACCAGAGARTTCGARTE 1470 TCCAGCACCAGRCAATTCGAATR 1710 TCCAGGACCAGAGARTTCGAATA | 1350
CATCCGACTTNNNACGTAT #CTA CACTTCTGCANNNACGTATGLCA CAGTTGAAAANNNACGTATEICA
TECAGERLCAGASRAT TUGARTA 1471 TECAGCACCAGAGAATTCGAATA 1711 TECAGGACTREACARTTCERATA | 1251
CAGGAGCACGRRNATGIAT GCIA CATTACCTTANNRACCGIATOOLA CAATTICCTANNNACGTATEOCA
TECACGACCAGAGRAT TORAATA 147z TGECAGGACCAGRAGAATTCEARTA 1TAZ TECAGCACCAGAGAATICCEAATA | 1352
CACAGGCAGGRHNATE /AT ECUR CAICAATTCINNRACSIATECUA CAARDE T CAGHNNACGIATGCCA
CECAEGACCAGAGART TOLARTA 1472 TECABGACCAGAGAR I TCAAATIA 1713 CECAGERCCAGAGRAT . CEARTA | 1053
CAATCTCATTRUNACGTATGLCR CRAGCTTCETNNRACSTRTECLR CAARTRECCAANRKNACGTATGCCA
TECAGGACCAGAGRART TCGAATA 1474 TEAGGACCAGMCARTTCHAATA 1714 TGLAGGRCCAGAGRATTCRAATA | 1954
CRAGECGATANNNACGTATGCCA CANTTTTARANNNACGSTATSCCA CACCAPCTGANNNACSTATZCCA
TOLAGHGALCAGAGART TUGARTA 1475 TETAGGALCAGAGAATTCGAATA 1713 TELAGCRCCAGAGARITCOAATA | 13215
SACCTACGATONENACCTATZCCA CATTGCASACNNNACGTATSCCA CRATCCCTCTNNNACSTRATGSCA
JECAGGACCAGAGARAT TLGARTA 147¢ TCLAGCACTAGAGERATICGANIA lile IGUAGEACCABAGARIICGAATA | L1238

CACCTACCATHNRHACGTATSCCA

CACCCCACTGHNNACGTATGOCA

CACSTCCGCTHNNACGTATECCA
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AGCACCAGALRS ATA
CARACSICCANNYALGTAT SC0A

AELACCAGREART ICEAATA
LARTTCCTEMNNNALCTATGICA

TECAGCACCAGACRA BAATA
CATATACACANNNMCGTRATECCA

CGCAGUACCAGAGANT TCGARTA 1478 TCCAGEACTAGAGAATTCGAALR L1718 JCCAGGACCAGAGAAZICERATA | L2%E
CRGCACTTAGNNMACGTATSCTA CRECRECTCONNNACGTATCECLR CACTCTATATHNNNECS CoCh
TGLAGGRCCAGAGART TCGARTA 1479 TECAGSACCAGAERATTCCANTR 1719 TECAGRACCAGAGAATTICGARTA | 10T
CREAT CEERANNNACG “AI GCOA CACTGTARGUNNNACG I ATSCCh CACTCACAGANNNACGTATSCOCA
IGCACGACCAGACAMI TCEAATR, L4s0 TECAGGATCAGAEARTTCOARTA L7Zz0 TECAGEACCAGACANTTCCGAATA | 1560
CACGCCATRARENRCGTATCLCA CRAGTLCGATCRNRALGT, LCR CAGCCGCTETRNNACGTAI GOCA
TCCAZGACCAGAGARTTCEARATA 1481 TCCAGGACCAGRGARTICGAATA 1721 las1
CATTAAGTTGNNHACGTATCCIA CRCTRAATACANNNACGTATSOCR
TCCACCACCACALART TCCRATA 1482 TCCAGCACCACACARTTOORATA 122 TGCACCRCCAGRCRATTCORRTA | 1252
CRECCAGCTGMNNALGTATGCCA CROCEACCTCNNNACGTRTGCCR CRTCTCCTCANNNACSTATEO,
SCCACGACCABAGANT TCERNTA 1433 TCECAGEGACCAGACGRATTCGANT A Li23 TECAGCGACCAGACANTTCEMTA | 1363
CARARCECCTHNNACGETATGLCA CATTETCTTRANHNACGTATGICA CRACETATATHENACETATFCCA
JGLRCURCCAGAGRAT TICARTA 1494 TGCAGGACAGRGRAT T COAATE, 124 TGCACCACCAGAGARTITCGRATA | 1264
CRCTATTTCTRHNALGTATGOCA CRITTTOGTANNNACGTRTGACE CRCGACLCACNNNACGTATECCA
TGCAEGACCAGACRATTCGRAATA 1483 TECACGACCAGRGRATTCOARTA LiZs TCCAGGACCAGAGRATTCCAATA | 1556:
CRGHETCTCCORNNRCGTATECCR CRALCOCARCHNRALGTRATOOIR CATCEITCTANRNACGTATGOCA
TELAGGACCAGAGART Lass CTEAGEACCRGRGART TLGAATA LIGE SGCAGGRCCAGRGRAT TCEARTA | L1956
CACARAGT CT GHNNACY CRACCRALGGONNNACGTRTGOCR CRCOGGRAGATNNNACGTATGOCA
TCCAGLACCAGACARTTOGAATA L1487 TCLAGGECCAGRGRATICGRARTA 17E TECAGGRCCAGAGRATTCCARTA | 1587
CREAGCACARNNNACGTATSCCA CAGAGTATTINNMACGTATACCA CRTTAGCEGTRENACGTATGOLA
S GCACGRCCAGACRATTUCAATA Lage TECAGEACCAGAGRATTCGANTA L72E TCCAGCACCAGACAATTCEAATA | L26E

CRUCCGCCTANNNACETATGIIA CATGACCTCANNNACGTATGOCR

1439 TCCACTRACCAGRGRAT TCORAT] 1129 TGLAGCACCAGAGARTTCLRBATE | 12489

LRACTATFCCNNRACGTAT IO CATACALCIGNNNACGTATGOCA
TGCAGGACCASACARATTCCAATA 14%0 TECACCACCRCRERATTCGARTA 1130 TCCAGGRCCAGACRATTCCAATA | 13
CAATTGCACGHENRAETATECCEA CRTACCACCUNNRALSTATGCLR CATAGTCTATNNNACGTADECCA
TELAGGACCAGRGARTTCEAATA 1431 TECAGGRCCRACAGARTTCGARTA 113k TGCAGGACCASAGRATTOGRATR | 1971
CRATACCTRANMHRCGTATGLCA CRACGCGTGRCHNNNACGTATGICR CACATTAGGONRMACGTRTGCTA
TECAGGACCAGAGART TCERATA 14492 TECAGGACCREACARTTCAAATA 1732 TECAGCARCCAGRCARATTCGARTA | 1972
CAGIRCCECRMNMACGTAT S0 CA CARARTRCCRNNNACGTATSOIA CRACACCACARNNACGTATGOCA
TOCACGROCAGAGAATICCARTA 149z TOCAGEACCAGRGAAT TCGAATR 1i3s SEAGCRCCAGAGRATTCERAATA | 1372
CATETCCCEONRNALGTAT SCCA CAUTAGATATNNNACGTATGUCA CAGTECGTCGHNNACG TATECCA
TGECAGGROCAGAGRAT TOGRRTA 1474 TECAGERCCAGRGRAT TOGRRTR 1734 TECAGRACCAGAGART BATA | 1874
CRACCCCCAGANNMACSTRATGCCA CAATGTIGCCNNNACGTATGC R CATATGITTCNENACGTATGOCA
TECAGSGRCCAGAGRAAT TOCARTA 1435 TLCAGCRCCAGAGAAT TOHAATR iv38 TECAGGACUAGAGRATICCARTA | 1275
CRCAAGCCCGNNNACGTATGLCA CRCTACGCAANNNACGTAIGCLA CAGTGETCGUNNNACGTATGOCA
TECAGGACCRGAGARTTCEAATA 14%¢ TECAGRAC RGRFAA T TCEARTA 1136 TECASGRCUAGRCRATICEARTA | 1576
CAGCCATTAANENACATATGLCA CRTTTCTGTANNEACGTATGLCA CACTGRACCGENNACGTRTGOA
TGLREGACCAGAGANTTCGRATA 1397 TGCAGEACCAGAGARTTCRANTA 1137 TBCAGGRCCAGAGRATTCGAATA | 1277
CRICARCACCRNNACGTATGCCA CACCTCOCTCHNRACSTATEICA CAGECE CHNNACSTRATECCA
SECAGAACCAGAGAATTOGARTA 1438 TECAGORICAGAGAATTCARATA 1v38 TCLAGGACCAGAGARSTCERAATA | 1376
CRGARTCCCTHNNACGTATZCCA CRGACTTEACNNNACCTATCOCA CRAGTCTARTRNNACGTATCCCA
TECASGACCASAEMNT TCEANTA 1493 TECAGEACCACALEAAT TCAAATA 4738 TECAGGACCAGASANTICEAATA | LBTS
CANTAATCCANNNMCGTATACTA CRGTCATCEANNNACETATGO A CACTCATCCTRNNACSTATEEG
TECASGALCAGRGRAATTCGRATA 1320 THCAGERCCAGAGRATTLGAR T A 1740 TECAGRALOCARAGARTTCGANTR | 1880
CACGCCACTCHRNACGTAIGCCA CAATCTAGTANNHACGIATSCCA CANGTICTCONNNACGIATGCCA
TECACGACCAGAGAMTICEAATA 1501 CECACGGACCACAGAATTICGAATA 1741 CECAGGACCASMERATICEARTS | 1281
CRCICT2AG PENNRCGTRIGECR CROGAAGAT GNNHACETRTGOCK CAGTGRAGCTNRNACGTAI GCCA
IGCAGGACCAGAGANT TCEARTA 1502 TCLAGCACCHGACAATICGANTA 1742 IGCAGGACCAGAGRAT TCGAATA | 1982
CATTTCCIGOMNNNACGTATGCCA CARTTTCCANNNNACGTATSICA CAGTTTIAAGRNNACGTATGECCA
SECACRALLAGACART TCCAATT 1533 TELAGCACCAGAEAATTCGANTA 1743 TGCAGCACCASACARTTICERATA | 1282
CATTCAACGGNRNACGT A CAGACCEGCTNNMACGTATGOCA CRARBGCAS TRNNECGTATGOCA
LGCAZGACCAGNEAAT TOEANTA 1304 TECAGGACCAGRGANT TUGAATR Lia4 SGCAGGACCAGAGAATJCGAATA | 19584
CACTCACCRGMHNATGTAT GCCA LACTTCTCACNNNACGTATSICA CATGAAGCCANNNACGTATCGCCA
TGCACGACCAGAGAAT TCSARTA L3553 TGURAGCACCAGAGAATTCOARTA L1743 CCCAGCACCAGAGAATIOGAATA | 13ES

CATTCACCCTHNNACETATCOCR

CRCTCOTARGNMNACSTATGCLR

CRGTACTCCTNNNACGTATOLC
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TECAGLACCAGALAAT TUCAATA

TCCACGACCRACAGAATTCGAATA

TECAGGRCCAGAGRAT TCERATA

CRCCTTAARARRNCTAGCETTAC

LACTTOTCACNNNCTACCGTTRAC

1746

CATCECECT GIRMASGTATECEA CAGCCTTACTNRNADETATGIOA CAACTATETANNNACSTATCOCA
TECAGGACCAGRGART -CGAATA. | 1507 TGCAGGACCNGAEARTL CORRIA. | L7471 TGUAGGACCNGAGANI TCGAATA | 1957
CAARTTCCCGNRMACGTATSCSA CAGCATCTGINNNACETATGECA CAGAACTTCCNNNACGTATERCA
TGCAGGACCAGAGRAY TOGRRTA. | 1208 TCCAGGACLAGAGRATICEARI A | 1108 TCCAGGACCAGRARTSCERRLA | Loee
CACHICATGANNNRACG LA TECEA CACTACTGTCNNNACGETATGECA. CACBETGCLGNNNALG TAI'GECA
TGCACSACCAGAGAAT TOGAATA | 1309 TCCAGGACTAGAGAAT-CEARGA | 1749 TGLAGEALCAGNGAAT; COANTA, | 1509
CACGTTTATTRENCTAGOSTTAL CEATCTARCANNRCTAGCET TAC CATGCARKTINNMCTAGCGTTAC
TGCAGGACCAGAGART CGAATS | 1510 TCIACGACCAGAGARTICGARLA. | AT150 TGCAGCRCCAGRGRAL TCGARLA | 1350
CACTGCACGONENCTAGCSTTAL CARCGRTTCONNNCTAGCST TAC CAACTTCTEGNNNCTAGCCTTAC
TOCAGGACCAGAGART TCGAATA | 1511 TCCAGGACCAGAGAR: TCEARA. | 115 TGCAGGACGAGAGAAT CCRATA | 1281
CAACETTETCRRNCTAGCETTRE CARARGCTTANHNCTAGCGT TAC CATCSCCoONNNCTACCETTAT
TGCAGGACCAGAGAAT TCGARTA. | 1012 TCCARGACCAGAEPATICORATA. | 1752 TCCAGCACCAGAGART TCGPATA | L9492
CATHCACCONRNCTAGOGTTAL CACGTAARARNNNCTAGCGET TAC CATCCCTTOTHNNCTAGCETTAS
TGCAGGRCCAGRGEAT TCUSARTA | 1312 TGOAGHACCAGAGAA T CGRATE | 1154 TCUAGGACCAGAGART (CGARTA | 1343
TAAAGGCCAGRRHCTAGOSTTAC CATCTGAGACMMRCTAGCET TAC CACGETACTANNNCTAGCETTAR
TGCAGGACCAGAGARTCGRATA | 1014 TGOAGCACCAGAGART-GOARTE. | 1154 TGCAGGACLAGAGPATICCARSE | 1264
CACHIARTAGRENCTAGOSTTAC CATGECSATTHNRCTECCOT TAC CARGATATCTNNNCTAGCGTTAC
TGCAGCACCAGAGARTCSRATA. | 1515 TGOAGGACCRGAGRATCCGARTA. | 1755 TGCAGGRCLAGRGRAT TOCARTA | 1395
CACGSTACCUNHNCTAGOSTTAS CACATCTTECNNNCTAGLETTAC CAGTCARCTGNNNCTAGCETTAC
TGCAGGACCAGPCARTTCGRATA | 1518 TCRACGACCACRCPATTCOARTA | 17156 TGCAGCACLAGRCRAT TCLPASR | 1556
CATGTTCTATNRNCTAGCETTAC CATC S T TEEEHNNCTAGCGT TR CRACCTCCTANNNCTAGCETTAS
TGUAGGRCCAGAGAATTGGRATA. | 1517 TCLPGEACCAGHEAATTCGAATE | 1157 TELAGEACCAGACARTTCCRATA | 1997
CATTAATATANKHCTAGCGTTAC CAFCGAACARNINCTAGCGTTAC CAAGCARTTTHENCTAGCGTTAL
TECAGEACCAGRCAAT CORRIA | 1218 TECACCROCACAGRAT CORATE | 1758 TCCAGCACLACAGALTT(CRACE | 1568
CARTATGET TRENCTABCSTTAC CAGRETAGATHNNCTRECETTAC CABCCCCGARMNNNCTAGCETTAS
TRCAGGACCAGAGRATCCCPATA. | 1519 TGCAGGACCAGAGAATTCGARTE | 1/59 TOCAGGACCAGACAATICGARTA | 1549
CAGCTSETTANNHCTAGOETTAC CACTCATGEANNNCTAGCET 2AC CACCARATCSNNNGTAGCGTTAC
TGCAGGACCAGAGAAT TCGRATA | 1520 TECAGEACCAGAGART TGGARLA | 1160 TGCAGGAGCCAGAGAATICGAR-A | 20101
CRAGACTEAGNENCTACOETTAC CATTCCCGHONNNCTACLGT TAT CAGATCESTTNNNC TAGCETTAC
TGCAGAACCAGAGART TOGRATA. | 1524 TCUACGACCRGALART TCGARTA | 1762 TCCAGGAOLAGACEAT T CCARCA | 2101
CABACTTCCANKMCTAGCETTAL CATGGCCTARNNNUTAGLGI TAC CRACCCCTGONNNCTAGCSTTAC
TGOAGGACCAGAGART-CGARTA | 1522 TCCAGGACCARAEARTT CEARTA, | 1762 TGLAGGRCCAGAGARI TCEAATA | 200Z
CACTCTATCCNNHCTAGOGTT CARGUCIRARNNNCTAGCGT TAC CAACCCRCT TNNNGTAGCETTAC
TGCAGGACCAGAGEAT TCGARTA. | 1523 TGCAGGRCCAGAGRATTCEAATE. | 1165 TGCAGCACCAGAGRAT I CORATA | 26113
CAAGCTATCGNRNCTAGCSTTAC CAATAGANRCHNRCTAGCATTAC CAPEACCTTENNNCTACCETTAL
TGCAGGACCAGAGART TOGARATA | 132¢ TGCAGRACCAGAGANT-CEARTA | 1764 TECAGGRCCAGRGARTTCEAATA | 2004
CAGLIGAACGNRNCIAGEGTTAL CAICCECTGENNNC TACCET ZAC CALCTIGAT CHNHCTAGCGTTAC
TGCAGCACCAGACARS T CGART. 1523 TGCABGACCIGAGAAITCOARIA | 165 TGCAGGRCCAGAGRATICEARTA | 20y
CARCERATEENENCTACOATTAS CRETGOTEACHNNCTACCET TAS CAARGTATTCNNNCTAGCETTAY
TGCAGGACCAGAGART-CGRATA | 1526 TG AGGACCAGAGARITCEARTA | 1166 TELAGGACCAGAGARTTCGARIA | 2006
CATCATRECTCNRHCTAGUGTTAC CAMATGCCACNMNCTAGUGT TAC CACATCCAAGNNNCTAGCETTAC
TOCAGGACCABRGART TCCARTA | 1527 TECAGEACCAGAERATCGRATA | 176 TGCAGGROCAGRGAAT T CGAATA | 2007
CATTGCTTATINNCTAGOGTTAL CARTCACSTSNNNETAGC ST TAC CACACARCTONNNCTRGESTTAS
TGCACGACLAGAGAAT [CGRATA | 1528 TCCAGGACCAGAEART. CAARTE | 116K TGUAGGACCAGAGARITCGPATA | 2008
CAARGCCECANKNCTAGUGTTAL CATCACGACANNNCTACCGTTES CATABSRTEGNNNCTAGCETTAS
TECAGGACCAGAGRAT TSPAT 1522 TECAGERCCACAGRAT-CEARTA | 1568 TECAGRACCAGREPATICGAACA | 2009
CAGUASCTCGNENCTAGOGTTAL CATGITACEGNNKC TAECHY SAS CARTCIACARNNNCTAGCE! TAL
TECAGGACCAGAGARTTCGRAATA | 1530 TGCAGGACLHGAGARTTCGARIA | 1710 TGCAGGACCAGAGAAT ICGARTA | 2010
CROUTAGTCORIRCTRGOSTTAL CRITACCGE THNRCTRCCGTTAC CAGCCACRATNRNCTAGCGTTAL
TCCAGHACCAGAGARTICCAATA. | 1531 TCLAGEACCACAGAATZCOARTA | L7172 TELAGGACCAGAGALT TCERETA, | 2kl
CARACRGACGNRNCTAGCGTTAL CRECCTTTAGHNNCTAGCET Al CAGTAGCCATNNNCTAGCETTAC
TECAGGALCAGAGART TUGRATA. | 1532 TG AMGGACCHGAGAAT - CGAATA | 1772 TGGAGGACCAGAGRAT i CoRATA | 2042
CALECAARC ANKHCTAGOD CATTCTTSAGNNNCTAGCGY TAL CAAAGCCAGTNNNCTAGCSTTAS
TGCAGGACCAGAGI, 1533 TGCAGENCCAGRGAATLCOAATA | 1773 TGLAGEACCABNGANT TCGARTA | 2013
CARRGECERTNNNCTAGCGTTAC CACTTTGRLTNHNCTASCAT RS CRGTAGACTCNRNCTAGCGTTAL

| TG OACCIGRGERT - ahRT A | 1532 TCCAGOACLAGAGIAT. CeARTR | 1774 TOCAGEACCAGAGAIG SCOMATA | 2014

CROGTATCCTHNNCTAGCGTTAC
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CACATACCT CNRNCTAGCETTAC

CETAGLACCAGRGANT TLEAATA

CATGTTGCAGNNNCTASCSTIAL

CAGGT TS TRANNNCTAGCOETTAC

TGCAZGACCAGRGAAT SCGAATA | 123€ TGCAGCACCAGAGARPAI.CGRATA | 1716 GCAGGACCABAGANIICGAATA | 2046
CAGCCAATCANNNCTAGCCTTAC CARACCCARCNNNCTAGCGTTAC CAACAGRACCHNNCTRAGCETTAC
TECAGCACCABAGRATTCGAATA | 1337 TECAGEACCAGACAAT-CEARLE. | L7717 - GCAGGACCAGMSAATTCGARTA, | 2087
CACTTAGGCANNNC TAGOSTTAC CATAAGCACCNNRCTAGLAT ZAC CACAGCACECNNNC TAGEGTTAC
TGCAGGACCAGAGART TCGAATA | 1239 TGCAGGACCAGAGAAT S COMNTA | 1176 TGLAGGALCAGNGART TCGANTA | 2048
CACUCACCAGHNHE TAGETTAL CRGATETARANNRCTACCET TAC CARCCOT BACNNNCTAGCETTAL
TTGCAGGACCAGAGARITCGAATA | 1328 TEOAGGACCAGRGAATICGAATA | 1i1% TECASCACCAGAGRATICEARTA | 2019
CATTCCCO ANNNCTAGCGTTAC CACTTATGCGNNNCTAGCCTTAC CAGGAAGCCGRNNCTAGCETTAC
SGCAGGACCAGAGART TCGRATA | Lie0 TGLAGGACCAGREART-CGARTA. | L 60U TGLAGGACCAGAGERATICGRATA | 2020
CATTCAGRATNNNCTAGCCITAC CAGCECESARNNNCTACOGT TRG CRGAGCATCANNNCTAGCETTAS
TGCAGGRCCAGAGARTTCEARTR | 141 TECAGEACCAGHEARTTCEARTA, | 1781 TGCAGGACCAGAEANT TCEARTA | 2021
CAECATTRONNNCTAGLETTAL CALGARTTTGTNNNCTAGLGT TAL CROCEGTTOEGNNMCTACCETTAL
TCCAGGRCCAGRGRAT TCEARTR | lod2 TGCAGGACCAGALAAT: COAATE | 118G TOCADCACCRGACART . CGAATA | 2022
CAARCCRARANNNC TAGCETTAC CACACAGCTANNKCTAGCGTTRC CRATECACAGNNNCTAGOETT S
TGLRGGRCCPGACRETTCCAATA. | 1343 TGCAGCACCACPCAATICCARTA | 1163 TCCAGGRCCAGAGRATTCCARTA | 2023
CRACG LT CTANNNGTAGCATTAR CRACGGCAGENNRCTACCOT A CRGAIRCCOOMPICTAGCATTAC
LELAGGRALCAGAGRRT TOGAATA lisaq TGCAGGRACCRAGRGARTICGARTA 1784 TECAGGRACCAGAGRATTUGARTR | 2024
CAACGATCT GHNHGTAGOGTTAL CATACGGAAGNNNCTAGCETTAS CACTCCGEAGNNNCTAGCETTAC
TCCAGGACCAGAGRRT TOGRATA | Lada TGUAGGACCAGREAATTCGAATA | L/B5 TGCAGGACCAGAGRATICGRATA | 2045
CRECATGRERNNNCTAGCETTAL CRCTCGRATGRMNE S TAGE T TR CRTOGLCTCENNNCTACCETTAS
TGCAGCACCAGAGRAT - CORATA | 124€ TECRGCACCAGHCAAT- COARTA | 1186 TOCAGOACLAGACANT TCOIATA | 2020
CAGTARGTCCNNNCTAGCGTTAT CATCCCCOCTNNNCTAGCGTTRC CATCATTCOGNNNCTAGCGTTAC
TECAGGACCABACRAT TCEARTA | 1347 TCCAGERCCACAGRAT TCGARTR. | 1167 TCCACRADCAGACART TOGRATA | 2027
CRAARGCCACTINNC TAGESTTAC CAECATCTACNNRETACC AT TAC CAGARCTACUNNNCTAGEETT RS
TGCAGCACCAGAGRRT TCCPRTA | 1348 TGCAGGACCAGAGARTTUGANTA | LIGE TCONGGACCAGACAATICCRAPLR, | 2026
CANGATCTGONNNCTAGCGTTAL CAARGCAGGTNNICTAGCGT TAC CATANT TTTINNNCTAGCETTAC
TCCAGGACCPGAGART TCGAATA | L343 TGUAGGRCCAGPGRAT-CGARTA | 1(EY TECAGGACCAGAGRATICGARTA | 2028
CACCCGTCACNNNCTAGOGTTAL CAAAGTCAAANNNCTACCUTTAS CAGATTETGONNNCTAGCGTTAC
TELAGGACCAGAGART TRHAATA 1330 THCAGER CCRGR=AATTUGARTA 1790 TRCAGGROCAGAGRATIOGARTA | 2030
CATCLTCECGNNNC TAGCGTTAC CARITCGACGNNECTAGCUE TAL CAPUGCGCACRNNC TAGCETTAC
TGCAGGACCAGAGART TCORATA | 1u01 TGLAGGACCAGAGAATZCARATA | 1/21 TGCAGCACCAGACRATTCGRARTA | 2321
CACATGTCGANNNC TAGRGT TAL CARCCAGCCENNNETAGC T TAL CARAA T AGANMNCTAGCETTAC
T AGGRCCABAGEAT TRGARTA | 1482 TECAGGACCAGARBAT CARATE | 17142 TOLAGGACCAGASART TCGRATA | 2032
CARRCGETTCNNNCTIAGCSTTAC CRATAGTCGGTHNRCTARC T TAC CRARGGCT AT CNNNCTAGCETTAC
TGCAGGACLAGAGRATTCGAATA | 1543 TGUAGGRCCAGAGPAT, GLAATA | 132 TECAGGACUAGAGARTICGRATA | 2022
CACCCCARS THNNCTAGLGTTAC CAIGCGCATANNRCTAGCET AL CATCTTGTECNNNCTAGCGTTAC
TGCAGGACCAGAGART TCGAATA 1304 TECAGGRTCRGRGAAT TCGARTA 1% I ECAGGRCCASAGRATIOGRAR TR 2533
CRACLGTTCTRNNCTAGSETTAS CATAGARCCCHNBCTAGCUTTAC CACCATTCLANRNCTAGCETTAL
TGCAGGACCAGAGART TCGAATA | 1595 TELAGEACCRGAGART TCOAATA. | 1785 TECASGACCAGRGPATICGAACR | 2035
CAACTCTARMNNCTAGCETTAC CAGGTTTGTGNNNCTAGCGTTAC CATASATTACKNNCTAGCGTTAC
TGCIGGALCAGAGRAT -CCPRTR | 1596 TELAGGRLCARAGIAT - CGRALR | 1706 TECAGGALLAGAGRIT-CGRATA | 2336
CAATGAGCTCNNNCTAGOET TG CAPAGTTTGTNHNCTACCGTTAC CRGTTTCCTENNNCTAGCETTAC
TCCAGGACCAGAGRAT TCGARTR | 1557 TGCAGGACCAGRERATTCRANIA. | L1571 TGCAGGACCAGNGANT TCCAATH | 2557
CATCTAAGGCNNNCTAGCGTTAL CATTAGCGAINNNCTAGCGTTAC CATCTTCGETNNNCTAGERTTAC
TGUAGGACLAGAGRATTCGAATA | 1548 TGLAGGRCCABAGAATTCUAATA | 1136 TGCAGEACCAGAGARTICGRASA | 2038
CACAATAGCCHNNC TAGCGTTAC CAGATATATCNNNCTAGCST AL CAAGTACTCCNNNCTAGCETTAC
TECAGGACCAGAGARL TOGRATA | 1359 TGUAGGRCCRERGRAITCOANLA | 1158 TGCAGERLCAGAERAT S LEALLD, | 2038
CATCTTGEETNNHCTAGCETTAC CRAACTETGONNNCTAGEUT TAC CALGETETATHRICTAGCETTAC
SECAGRACCAGAGART ICGAATA 1580 LEUAGRATCAGAGRAI T CLARLA L1800 TELAGLGACCABAGAAT TOGAA VA | 2040
CACRAGAGCANNNC TAGCGTTAS CACGAATGGANNNCTACCUTTAL CACTGTTTECHNNCTAGCETTAC
TGCAGGACCRAGAGAAT TCGARTA | 1561 TGLAGGACCAERGRATT CARATA | 1801 TGLAGGACCASNGRAR T JCGRhLA | 2041
CAGCTTEGATNNNCTAGCGTTAL CACTTCGTT GNNNCTACCET TAC CRAPCCTTSCNNNCTAGCSTTAS
CGUAGGAUCAGAGAAT JCGAATA | 1362 TCCABGACCAGAGRATICBAATA | LGz IGLAGEACCABAGANITCGARTA | 2042
CACTAARTACHNNCTAGCGTTAC CATCETGGTANNNCTAGCETTAL CRATARATEGHINCTRGCSTTAL
GRS GALLAGAGRAL 1CehR TR | Liss TGUAGGATCACAGIP L CUAMIA | 1603 UG A AR e A GRS | 2042
CRCCTARARTHNNCTAGAGTTAC CRECARARATANNNCTARC GTTAC CRACECETECHNNCTAGEATTRS
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; TGRAGGACUAGAGART- CGARTA TGLAGCACCAGAGEAT TCGAATA
CAGRACCTCANNICTAGCETTAC CARGRCTAMMNNHCTAGCGT TAC CRACSTTCETARNNC TAGCATTAS
TGCAGGALCAGAGANTZCGRATA | 1365 TGCAGGACCAGHGRATICGARIA | 1805 TGCAGGACCAGAGARITCGRATA | 2045
CAGACGCCTCNNNCTAGSGTTAL CATGCGAGTTNNHCTACCCTTAL CRAGGOATAANNNCTAGCSTTAS
LECACGACCALRGEA L TILART A 15&€ TECACCRCCAGRERA TTCGART A 18L& IGCRAIL AlRA, T2CEAATA | 22i6
CAAGGTGAT GHENCT AGCETTAL CASTECIGAGNNNC TAGCGT TAL CATGCCIMT CHNNCTAGCGTTAC
TGLAGGALCAGAGART SCGAATA. | 1361 TGCAGGACCAGRGARZ sCGARTA | 1807 TGUAGGACCAGAGAAT ILGPACA | 2047
CAACGCGTTANNNCTAGIETTAC CRTCEECGTENNNCTAGCET TAG CARAAGCTCONNNC TAGCETTAC
[GCAGGACCAGAGART JCGAATA | 1568 TCEAGGACCAGAGARITCGAATA | 1803 TCCAGGACUAGAGAATIGGARIA | 2048
CAGETGSCTCNNNCTAGCGTTAC CAGATCCOGCNNNCTAGCST TAC CAAGGACGATINNCTAGCGTTAC
TGCAGGACCAGABARTTCGAATA | LuEd TCCAGGADCAGRAGRA--CGARTA | LECY ~GCAGGACCAGAGRAT.CCRATA | 2045
CAGAGATCAGHNHGIT CEACANS CASTGTATGONRNGAZ COACATE CREMERAGENNNCAT CGRLRTS
TGEAGGALCAGNEAAT CEARTA | 1370 TCCAGGACCAGHEAPT CGAATA | 1810 TCCAGEACCAGNGANT T CCANTA | 2050
CATACGTGTGNNNGATCAARATG CARGTATTTGHINGATCOACATE CATGSLATCONNNGATCGACATG
TGCAGGRCCAGAGRAT TCGART A 147 % TGCRGUGALCAGARGRATTCGRATR, 1811 TCUACGACCRGAGARITCOGRATA | 2051
CAAGTTATCANNNGATCGACATE CRAGTRARRCNNHGATCGACATE CARGCGARACNNNGATCGACATS
TGCAGGACCAGAGRRTICGRATA | 1372 TGCAGGACCRGMGAAT TCGAATA | 1812 TGCAGGRCCAGAGRATICCRATA, | 2052
CACAGTGATCHNNGATCSRCATG CRAGCCAGCCHNNGATCGACATG CATAGRCTGGNNNGATCGRCATG
TCCAGGROCAGAEART TCGRATA | 1513 TCCAGGACCRGREAAT-CGARTA | leis TECABGRCCAGAGRAT TOGRR TR | 2053
CATACOCGRCHNNGATCSRCATE CRARGT GTCOCNNNGAT CORAZATG CRAMGCAGCARNNNGATOEACATE
TCCAGCACCAGACART JCCAATA | Loi4 TCCACGACCRCHGAATZCOAATA | 1cl4 TCCACOACCAGAGRAL s CLRATE | 2054
CAGTETCTACHNNGRTCAASATS SACTATTTE NHEGAT CEACATE CACCTAT TRTRNNGATCGRCATG
TGCACGACCAGRGRRAT TCGRRT, 175 TGCPGGACCAGAGAAT-CGAATA | 1815 TCCAGGRCCAGAGAPI-CGPATA | 2055
CACTETTTAANNHEATCHAGATE CAGTETATCENNNGATCEACATE CAGUGACGAGNHNGATCGACATG
TECRGHGRCCASAGRAT TIGARTRA 1356 TECAGERCCAGRERAT TLGAATR 1816 TELAGRACCRAGRGARTTCERATA 2056
CAGCTCTACTRUNGATCGACATC CRATAGTATCNNRGATCGACATG CRACGATTTANNNGASCGACATG
TCCAGORCCACACART TCGRATA | 1577 TGCAGCACCACRCAAT TCOARTA | 1817 TCCAGCACCAGAGRATTCORR A, | 2651
CATTGYGLT CHNNGATCEACATS CACLGUTGRGNNHGATCGACATG CAMATTGTI GNNNGATCGACATS
TCCAGGACCAGAGAPTTCGAATA | 1578 TECAGCACCREAGRAT-CGARTA | 1918 TECAGGRCCAGACPATTCCARSA | 2039
CATATARGCTHNNGATCGACATS CATTATTTTANNHGATCGACATG CACATTARGTNNNGATCGACATG
TGCAGGALCAGAGART TCGRATA. | 1578 TGCAGGACCRGAGRAIZCGAATA | 1819 TCCAGGACLAGAGRAT T CGARTA | 2054
CAACAACCACNNNGRT CGACATS CARZBAZACGNNHGATCEACATE CAGACEGAGCNNNGATCEREE TS
TCCAGGACCASAGRAT TCCARTA. | 1580 TCLAGGACCAGRGARTZCGRATA, | 1820 TGUAGGRCCAGACAPT . CORATA, | 2060
CATACGATATNENGATCEACATG CATARGTAT CHNMGATCGACATE CACCEATAGTRNNGATCGACATS
TGCAGURLCAGRGRAT TOCARTA. | 1581 TGUAGGACCAGRGAAT TCGAATA | 1821 TECAGRACCAGAGALT TCGRATA | 2061
CATARACCTANNNGATCEACATG CAGGCACACTNNNGATCGACATG CAAGTATTGTNNNGATICGACATS
THECAGGRACCAGAGRAT TCEARTA 1582 TECAGGRECAGREAATTCGEAATA 1822 TECAGGACCAGREAATTCGAATA 2062
CALAACG [ ANNNGATCERCAT G CRAGTACCTU NNNGATCGACALG CATTITOGGC THNNGA I CGACA LG
TGCAGRACCAGACARS TOGAATA | 1563 TGCAGGACCAGROARAL TCGAATA | 1822 TGCAGGACUAGAGRAT I CGARLA | 2062
CABCACGTECHNNGATCGRCATS CACTGTEATGHNEGAT CGACATS CRGTAGACRANNNGATOERCATG
TGCAGGACCAGAGART TUGBATA | 1564 TGCAGGACCRGRGAAIZCGAATA | 1824 TGUAGGRCLAGAGRATTCEAATA | 2044
CACCC PCGACNNNGAT CGRCATS CARCAAGGACNNRGAZ CGACKTG CAACGAAGT GRNNGATCEATATG
TECAGGRCCAGAGANT TUGRATA 1485 TEAGGRCCAGAGAATTCGRATA 1825 TGCAGGRCCAGAGARTTORAATR | 2088
CATTGCATCCNNNGRTCGACATS CAPGRGECTANNMGATCEACATE CRCSTCTTTANNNGATCGACATS
TGCAGGALCAGAGRATICGAATR | 1386 TGCAGGACCAGAGMATZCAAATA | 1826 TGCAGGACCAGAGANI TCGRATA | 2666
CATCPACTGONNNGATCGACATG CARTTGAGT TNHNGATCGACATG CANCACACGAMNGATCGACATS
TGCAGGRCCAGAGRAT TCGARTA | 15A7 TGCAGGACCAGRGAATTCGARTR | 1627 TECAGLALURGRGART TCGRRATA | 2057
CAATTGCOCINNNGATCGACATG CACGTTCTCANNNGATCGACATG CAGGTCACTANNNGATCGACATG
TCCAGGACCAGAGART TOGRATA | 1368 TECAGEACLRGPGAAS TCGARTA | 1528 TGCAGGRCCAGAGRATICEAR-A | 20GE
CRTRCATETARNNGATCGACATS CREGTAGCT INNNGATCGALATE CRGAMCGAALNNNGHTCGACATG
TGCAGGACCAGAGANT JUGAATA. | 1589 TGLAGGATCAGAGANI TCGANTA, | 1829 TGUAGGRCCAGAGIAT TCGAATA | 2059
CAGACTTCETNNNGATCGACATG CATCCTTGTGNNHGATCEACATE CRCCTARCTCHNNGATCCACATG
TGCAGGRACCAGAGAAT TCGARIA. | 1590 TGLAGGACCRGRGAATTCGANTA | 1530 TGLAGGACLAGAGIAS TCGRALA | 2070
CAGTCOLATTNNNCATCGACATS CAGCCEALACNNEGRS CCACATE CRAAGALTTTRENGATCGACATG
LECAGEACCAERGEANT JUGARTER 138L IGCAGEATCABAGAAT JCEARLR 1631 IGLAGGACCAGAGAAT .CEAMTA | 2071
CAACATCCTGNNNCATCGACATS CARCTRCACGNNNGAT SCACATG CAGGACATCTNNNGATCCAGRTS
TECAZCACCAGAGRAT TOLRRTR | 1502 TGCACGHCCAGRCAAT-CARTA | 1822 TCCACEALLAGP AT SCCARTA | 2072
CRGACACRGANNNGATOGACRTG CAACAGTOGTNNNGRT CGACATG CRAGGOGTARANNNGATCGRCATG
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TTCUAATA
SACICETTTTHRNGATCGALATS

TCLACCALCAGRGAATTUGAATA
CACARACIGANNNGAT CAMLATLG

TECAGGRCCAGAGRA T CCRATA
CASTACCACTIRINGATCGRCRTS

CRGTGARTCCNRNGAT CEGATATG

CRSCCOSCAANNNGAT CGATATG

CARACATTCTGONNNGRETCOGRUATG

IECAGGRCCAGAGRAT TCEATR k394 TECACEACCAGREAA T TCLANLA 1834 TGCAGCACCAGAGARITCERATA | 2074
CAGCCRGECONENCRT CGACRIGC CARCCCARMGHNNGATSCACATC CACARTITACKNNGATCGACATG
TGCAGGACCAGAGRATTCEARTA | 1595 TGCAGGACCAGAGAMTTCGAATA | 1825 TGCACGACCAGRGARTCCARTA | 2075
CACGCAGC, GNNNGAT CaALR]T & CRGT . GAGUNNNGA [CGACAL G CARACALCCANNNGA CEACATG
TGULAGGACCAGAGARTTCGPATA | 139¢ TGCAGGACCAGAGAAIIGGANIR | 1536 TGCAGGACCAGAGPATTCGAFIA | 2076
CALTT TCECTRNNGATCHACETS CRETATEOE THNNGATCGALATS CRAGTTATTGHNNGATCGACATG
SELAGGRACCAGAGART TUEAATA Lza% TECAGRACTAGACAR I TCHARTA 1637 THUAGERCCABAGRAT  CRARTA | 2077
CACTTCATCCNRNGATCGACATG CARTGTAACTNNNCATCEACATS CACTTCTTTTHNNCATCCACATG

S CCACGAGCAGACAET, GUAATA | Lo9B TCLAGUBCCRCECAAT TCGAATE | 1626 TGCAGGACCAGACRAT-CGRATA | 2078
CAGTEAADT CNRNGRTOSASATE SARGACCTASNRNGATCOACATE CACAGCTCOORINCATCGACETG
TGCAGGACCAGAGRAT TOGARTR 139% TCCAGGACCAGAGARTTCGRATR 1839 TGCAGGACCAGAGARTTCGARTA | 2078
CACACGTTEANKHEL TORACATS CATTEEDGCENNNGATCEACATG CREAACCCOGHHNNGATORRCETS
COCRGULCCAGRGRAT TGLARTE | 16O TOCAGOECCAGEGRA S TGUARTE | 184D TOCAGGACCRGAGAAT TCGEATA | 2080
CACRATCCRGNNNGATCRRALATE CHEEACTCATNNNGATCGACATE CRRTTOCTGATHNNCATCGACATS
TCCACGARCCAGACARMTTCCAATA loud TCCACCACCAGAGAATTCCARTR LE4i TCCAGCACCAGAGRATTCCARTA | 20E1
CACCHCRCACRENGATCOACATG CRETECCOTONNRGATCGASATS CRAGTTCTTINNNCATCOACATG
TOCAGGALCRGACAFT TCARATA | 1602 TCCAGEACCRGRGART TOGAATA | 1942 TGLAGCRCCAGAGRAT - CORRTH | 2052
CACTCTRAT CNNHGAT CRACATS CRECARGCCONNNGATCRACATE CRGCACGETONNNGATCGACATG
TCCAGLACCAGACARLTCGAATA | 1603 TCLAGLACCRGECRATTCGBATA | 1843 TGCAGGRCCAGAGAATS TA | 20838
CATAT GLCAGNRNGET OEANATE CABGCAYAGENNNGR T OGREATG CAGTATOCCTRINGATCGRCE TS
TGCAGGRCCAGAGEAT SCGARTA | 1604 TGCAGGACCAGAGRATICGARTR | 1644 TGCAGGACCRGAGARTICGARTA | 2084
CARTTGGTCANNNGAT CRACATG CAMGCAGFCCONNNGAT CEACATE CARAGCAAGTGANNNGATCGACA TG
TOCACORCCAGRGEAT TCCARTA, | 1A TGCAGUACCACAOAATTLGARTE | 1845 TOLAGCACCAGACAAT GCAATA | ARES
CACCTETCEARNNGATCEACKTS TETCTATHMNGATCGACATE CATAAGATACNNNGATCGACATG
TCCAGGACCAGRGARTTOGPATA | 1606 | TCCAGCACCEGAGARTTCCARTR | 1BA6 TGCAGGACCAGAGRAT-CCARTR | 2086
(AL G TACACNNNGAT CGACATG CRTAAT SCCHNNNGATCGACADG CAGGART CTGHNNGATCGACATG
TELAGOACCRGAGART LEARTA | 1607 TECAGEACCIERARATTRGARTA | 1947 TRCAGCRCCAGRGRAT-COABTA | 2087
CACCTOGGLTHNNGATCERACATS CRCAGGECLGANNNGATCGACATG CRACTGCCAGSENNGATCGACATR
CGCAGGACCAGAGART TCGRATA | 1508 TCRAGGACGAGAGART TCGAALA | L9AS TGCAGGRCCAGRGAATICGARTA | 2088
CAGCLACCEANNIGAL CRACATG CASCGAMTGANNNGAT CRNIATE CAGGT I TATANNNGATCGACATS
TECRGERCCAGAGAAT TOGARTA legs TECAGLRCCAGRGAATTCGRATR 1848 THCAGCGRACCAGAGRATTIGAATA | 2U8E
CACCOTRAT THNRNGRT CRACATG CARGCGETRCTNHMNGATCGACATG CRAACTI GUGHENGATCGALATS
CACACGACCABGEAT TCOARTE | TA1U TEUAGGRLCAGAGRATT CUAATE | 1BSD TACAGCACCAGAGART TCGAATA | 2hah
CAATTCTCTANENGATCEACATS CACCCAGGCANNNGATCCACATE CACCANCCCGNNNGRTCGACATE
TECAGGACCAGAGART TOGARTA 1811 TGRUAGGRAOCAGAGRATTCGAATA 1851 TECAGGACCAGAGRATTCGARTA | 2031
CACTGTCRRAGHNNNGAT CGACRTG CRGGCCTGTGHNNNGA N CRACALG CATGRARGACHNNGATCGATALG
TGLAGGACCAGAGARL “CSPATA | 1612 TCOAGGACCREAGARTTCGARLA | 1852 TGCAGGRCCAGAGRATICGARCA | 2U52
CARTTALCECNNNGATCRACATS CACCTAGHCCHNRGATORATATS CRAATTEARCANNNGRTOGACATE
TELAGGACCAGAGARTTCGRATA 1513 TECAGGRCCRGAGRATTCGAATA 18583 TECAGGACUAGAGRATTOGARTA | 2083
CAIAATAT CORRNGAI CGACATS CACCGTTTTCNNRGAICGACAIG CATTTICALCANNNGATCGACAIG
TECAGEROCAGAEAATTCEARTA LE614 TECAGEACCAGREAATTCEAATR 1854 TGCAGCGARCCAGAGARTTCEARTA | 2054
CAATAGACT THRNGATCGACKTS CAGACECRCCNNNGATCGACATG CAACGAACTCHNNGATCGACATS
TGCAGGACCAGNGARAT JCGPLE, | 1615 TGUAGGACCRGAGIATICGARLS | 1855 TGLAGGACCAGAGARTICGPATA | 2095
CACCTLATAGKNNGATCGACATE CALCTTATCANNNGATCCACATE CARGSCCCTCHNNGATCGACATS
TRCAGEACCAGAGART TORARTR 16l& THCRGGECCAGAGRATTLEART A 1856 THCARSACCARAGART TCGARTA 2088
CAG CCGCACANNNGATCEACHTG CAAGAI TARANNNGATCGALALG CATTGGAGCTHNNGRICGAZALG
TGLAGGACCAGAGART TLGAATA | 1617 TGCAGCACLIGAGIAT ICaAAIA | 195 TGCAGGACCAGRGIAT - CorRoA | 2037
CACCRATAT PRNNGAYCOACATG CRTACTTCCCHMRGATCOACATS CRACASACAGHIBICLT
TECAGGACCAGAGART IUGARTA 1El8 IGEUAGGATCRGAGAR ' TCGAATA 1858 LGCAGGACCAGRGRALT 2088
CACTCAATCCRNNGATCGRCATS CACGTTAGACNNNGATCGACATG CPATCGTCAGRNNGATCEACATG
TGCAGGALCAGAERATICCARTR | 1619 TCCRGCACCREREART TCGRACR | 1859 TECAGCACCAGACGRATTCEARTA | 2099
CATCASCCCCNRNGENICRACATS CAGGACTTAGNNNGATCGRIATG CATTATGTCTHENGATCGRCATG
TGCAGGACCAGAGAAL TCGARIA | 1620 TGCAGGACCAGAGARTICGAALR | 1860 TGCAGGACCNGAGARTLCGANCA | 2400
CARCAGTTCTNRNGAT SGACATS CAGACCTOT THNNGATCCACATE CAGTCACCATNNNGATCGACATG
CEUAGGRACCAGAGREAT “aakla 1821 TeCAGHRCCALAGRAAT TCGARATA 1862 TECAUGGRCCAEAGRAAT _CEARTA | 2101
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CEALCAGAGRAT TCCANTIA

TECAGCROCRGREANTTCGAATA

TECAGCACCAGACRAITC

CAACCAYTATHNNGRTCGACRIS SACARCCOATNNNGRT CERCRIE CRGRRPRACTHNNGATCGACE TS
TCCAGGEHLCAGAGIAT TCGARTA | 1623 TECABGACCAGRGAATICGAATR | 1863 TGCAGGACCAGRGRATICGAATA | 2103
CACARTCCGANNNGATCGRCATG CACCACTGCINNNGATCGACATG CATCETCET THNNGATCGACATG
TGUAGGACCAGAGRAT [CeARTA | 1624 TGCAGGACCAGAGRAATICGARTR | 1364 TCCAGRCCRGAGRAT TCGRATA | 2404
CRGUTAR: GANNNGATCGRCATG CACTARITTCHNNGATCGACATG CANTTGIGECHNNGRICGACATG
TECAGGACCAGACARTTCGAATA 1623 TECAGGRCCAGAGAAT TCGAATA 1845 TECAGGRCCAGRGRATICGRATA, | 2108
CACTOTCAGANMNGATCGRERTS CRCGOTCCRCHNNGAT CGACATS CARCTACRETHNNCETCOACRTG
IGUABRACCAGRAGART JCLARTA 1628 VGEUABRRCCAGRGAR T ICEARTA 1866 CECAGGROUABRGERATIURAL R | 2106
CACACACCTANNNCRTCGACATS CATTTCCOACNNNIATCCACATE CACOTICTTCRENGATCCAERTG
TCCRCUACCAGALRRT TCGRRTA, | 1ea? TCCAGGACCRGRGPA: CGARTA | 1867 TCoAGCHCCAGAGEATCoPhoh | 2347
CAGATCATCOMNNGRTSGACATG CAGGATAMGONNNGATCOACATE CACARCRCOTNNNCATCGRCRTG
TGCAGGNCCAGNGRATTCGRRTA | 1628 TGCAGEACCAGAGAATTCGANTR | LBGE TGCAGGNCCAGAGARTTCGAATR, | 21UE
CAGRRSGRETHNHGATCEACATE CACTOECAGENNNGAT CORCATE CATACCCCCGHHNGATCERCETG
TGLAGGRCGAGRGRAT TCGARTA | 1629 TECABGACCAGRGAR: TCGAATR | 1869 TGLAGGACCAGAGARTICGRATA | 2108
CATCCGTERTNNNT GOATCACET CAACTERLARNNNTGORT CRGGT CACCTACCGONNNTGCRTCAGST
TGCASGACCAGAGRRT TCGARTA | 1630 TGCAGGACCAGRCAAT-CGAATR | 187U TECAGGRCCAGAGRATTCGAATA | 2110
CRATTGCARTHENTGLATCRAGET CRAGTETTT THNNTGCAT CAGGT CRAGACAGTGNNNT GCATLRGET
OCAGGALCAGATART S CORAT, Tee TCGAGGRCCAGRGARAT TCGPRTA | 1971 TOCAGGRCCAGAGRAT TCCARL R | 2111
CATTARCGATNNNTELATCAGET CACGTETTACHNNTGOAT CAGET CAGTCCTATENNNT GCATCAGET
TCCAGGACCAGAGARTSCGRAATA | 1032 TCRAGCACCAGRGAAT TCGPAATA | 1812 TGCAGGACCAGRGRATICGRRCA | 2117
CARATATALET GNNNTGOATCAGET CATATCLGCTNNNTGORAT CAGET CACGOGCTCTHNNT GCATCAGET
TGCRGCACCAGAGRNT TCaRATA | 1633 TCCAGGACCRAGAGRAT-CGRATA | 1975 TGCAGGACCAGAGAPTTCGPAA | 2113
CAGCGTETGCHNNTGCATCRGGT CAGCET BRGGNNNTGUAT CAGGT CATTGATTCTHNNT GEATCAGET
TCEAGGACCAGRGRAT TCGARTA | 1634 TCCAGGRCCAGAGRRA: TCGAATE | 1874 TOCAGGACCAGAGRAT -CORATA | 2114
CACCATATRANNNTGOATCAGET CAGUCETTCCNNRTGCAT CAGET CAATART GTCNRNT OCATCAGST
TGCACGACCAGAGART TCGRARTR | 1633 TCCAGGACCAGRGRATICGARTA | 1875 TCCAGGALCAGAGRATICCRRSA | 2118
CARRAT T BRAGHNNT FLATCAGGT CATTACCOCANNRT GCAT CAGET CAGAR T TRARNNNT GCRTLAGET
TELAGGACCRAGRGART TCERATA | 1656 TGCAGCACCRGRGARI TCGARTA | 1876 TRCAGGACCAGAGRATICGARZA | 2116
CAGTATCACUNNNT COATCASET CAGACCCCTCNNNTOEAT CAGGT CACGACRCATNNNT GCATCAGGT
TOCAGGACCAGAGART TCGAATA | 1627 TGCAGGACCAGRGAAT TCGAATA | 1877 TGCAGGACCAGRGRATTCGRACA | 2117
CACCT TAGGANNNE SCATLAEET CATATCGAGENNN TOCHI CAGET CAITECOCEGRNNT GRATCASED
TCCACGALCAGAGAAT CCGARTE, | 1638 T PGCRCCACHGFATTLGAATE | 1876 TGCAGCALCAGAGRATTCGRACA | 2118
CATAARARGCNNNT GCATCAGST CAGACGETCONNNTGCAT CAGET CAGAACTTTANNNTCCATCAGET
TECMEGRCCAGRGRAT TIGARTA 1639 TECARGRICAGRERAT TCEAATR 1879 TERLAGGACCAGRGRRTTCGARTA <112
CATGCATCLCTRNN GUATCAGHT CRCTALCGACANNK TGCAT CAGET CACCARARCCONNNT GCAICAGET
TRCAGCACCARAGART TORARTA 1840 TGCAGRADCARAGRATTCEAATA lesgn TECAGGACCAGAGRAATTCGRARTA | 2120
CACAGCCIGGNNNE GLAICAGGT CAIGACTACGNNN I GCAT CAGL CARTACCAGCHNNT GEAICAGEY
GCAGGACCAGAGARTTCGAATA | 1641 TGCAGGACCRAGAGAAT TCGARTA | 1961 TGCAGGRCCAGRGRATTCORRA | 2121
CACACACTAGINNTCOATAAGET CREEACGTTTHNRTGOATCAGET CARGTAGRATHNNT GCATCACSET
TECAGRACCAGAGART TCHEAATA 1612 TECAFRRCCAGRGAAT TCEARTA 1862 TRCAGGACCAGAGRAT TOGAR TR | 2122
CACGIATCCTNNNT GCAICAGGT CAARGCCTCANHNNTSCAT CAGET CAGTACTACGENNT GUAICAGGET
TCCAGGALCAGAGARTTCGARTA | 1643 TCCABGACCAGNGART - CGANTA | 1883 TGCAGGALCAGRGRAT -CGRATA | 2123
CATGGCT TAGHNNT GEADCAGET CACTTTARAGNNNTGCAT CAGET CRTTCATGRANNNT CCATCASET
TECAGGACCAGRGANT I CGARTA | 1644 TECAGGRCCAGAGRATI CGAATA | 1864 TCCAGGACCAGAGANTTCERATA | 2124
CACTETCATCHNNTECATCACET CATTICATTCNMNTSCAT CAGET CACETARCETHNNT COATCASET
THCAGGACCAGAGRRET TOGARTA | 1643 TGCAGGACCAGAGRATCGARTRA | 1883 TGCAGGALCAGAGRATICGRATA | 2125
CATCCAGARCHNNT GCATCAGGT CACTGTATTTNNETGCAT CAGET CARCAMAGECNNNT GCATCAGET
TRCAGGACCAGAGART TCGARTA | 1646 TECAEGACCAGAGARI CGARTA | 15€6 TECAGGALLAGAGRATCEARIA | 2126
CACCATTACTRNNT GRATCASET CATTAATTGENNN TGCAS CAGET CAGAGACRECHRN, GEATCACE S
TCCAGGACCAGAUART L CUARTA | 1647 CLAGCATCHGAPAT [CUARTA | 1867 TCCAGGRCCASNGEAL TCGARLA | 2127
CAGATCGACANNNT GCATCACET CACAGAGTTCONNNTSCATCAGET CACTACTCOTRNNTGCATCAGST
TECREGACCAGAGART ZCGARTA | 1648 TGCAGCACCAGAGARITCGAATA | 1566 TGCAGGACCAGAGRATTCGAATA | 2128
CARGAATRACHNNI GCATCAGST < ASCATCTASNNNTSCAS CAGST CAGGTACTGARNNTGCATCASES
JOCAGGRCCAGAGRAT CRARTE 1649 TRCAGATCAGAARATTCLARLA igss TGCAGGACCAGAGAATICERATA | 2128
CAGLCCRACCRANNNT GCATCRACGT CATTGTCTATNNRTLCRT CAGET CRACCACCACCNNNT CCATCAGGCT
TECACGACCAGAGAAT TCSAATA 1659 TGCAGGRCCAGAGAMAL TCOGANT A 1830 TCCAGCACCAGAGAAT.CGAATA | 2120
CACAGCARCTHMNTCCATCASET CACATCOTETHMRTCOAT CAGET CATATETGACHNNT CCATCAGTT
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TCCAGGACCAGAREART TCCAATA 1651 TCCAGGACCAGAGEAT .CGM?A. 1881 TELAGGACCAGAGAATTCEARATA
CAGTGCCRT BINN T CCRICAGSTY CRCATTCARBNNNTGCR T CAGET CRCACCCTGONNNT GCAT CAGEY
CECAGERCCAGAGHAT [CEAMTA 1632 TECAGEACCAGAGMI T CGAATR 18%2 TECAGGACTAGRGAATTCEARTA | 2132
CRATCTATTCNNNT CCATCACET CERAARACCCTCNNNTGOAT CAGET CATCGCCAT TNHRT CCATCAGET
TECAGGACCASAGRAT TCGARTA 1643 TGCAGGRCTAGAGRAT I CEART R 18%3 STGCAGRACUAGAGARATICGAATA | 2133
CAAGTATCTINNNT GLATCAGET CRIGATCAMATNNRTGCAT CAGET CAMITTCETTNRNT GCAICAGGTY
TGUAGGACCAGAGART "CEAATA le44 CECAGEACCAGAGARAT TCGARTA 1824 IGCRGEACCAGRGAATICGARTA | 2154
CAGTITCITORNNT CCATCACET CRATATGRATCHNETGUAT CAGRET CATTGITTTANNNT GCRTCACGT
TECAGGALCAGRGART TUGAATA 1655 TECAGGATCREMGARTICANTA 1845 TECAGERCUAGACRATTOGARTA | 2138
CATACTECCTHNNNT GCATCACET CRGGACCCAGNNNTGTAT CAGGT CRGCACCROGNNNT GCATCAGET
TCCAGGACCAGRGRETTCOBETA | 1LaE TGCACGAGCCEGRGEAT-CGAASE | 1686 TCCAGOBCCAOACERT I CGRATR | 2146
CACCARMCTTONNNT CCRATCRGGT CACCCCTAATMNMT SCAT CAGSET CROCGAATETONNNT GCATCAGE™
TGCPGGRCCAGAGRAT TCGRRTR,. | 1657 TGCAGGACCAGAGAATZ CGAALR | L850 TGCAGGACLAGAGINT T CGIATA | 2057
CRRGTTCRRTHNHT GOATCRGAT CRETCARRGCNNNTGORT CAGST CRTGGCTAETHHNT GEATCAGET
TOCMEGRCCAGAGRAT TCGRATR 1B~8 TGUAGERCCAGAGAAT TCGRAATER, LAeE SGLAGGACTAGAGRLMTTCEARTA | 2178
CATTCTTCECKNNTECATCASET CRCTTCETRACNNNTGCAS CAGET CRETGTTATAMNNT GCATCRAGCET
TGCAGGACCAGAGRAT TCORATA 1658 TECAGGRCCAGAGAAT TCGART A LEs% TECAGGACCAGAGAATICGARTR | 211Y
CAGCTCATGCARNNT CCATCAGEY CRATTGECCANNRTGCAT CAGET CATTCCTTCORNNT GCATLAGET
TOLAGOACCAGAGARTTCORATA | LOFD TGLAGGALCAGAGART - CGRATA | LIED TRCAGGRCCAGRGRAT TCEARR | 2140
CACTGTAATANNNT CLATCAGET CRCGAAGGTANNNTGOAT CAGET CATCARCTAANNNT GCATCAGGT
TG{‘.J\EGF.CCAEAEAF—.‘E‘TCGT‘)TA 1e8l ?GQACG.CL’RGWAT’:CEM‘.F. 1801 TECAGGRCCAGAGRATTCCRARTR | 2141
CRTTCGGCCCENNT GCATCRAGET CRGECCTTEENNE TGO RT CAGET CRTTTACARGNNNT GCATCRGET
TGCRS G.KCC}\G'-J\W'??CGM,TM lecd TCECAGERCCAGRGRATI CGAATR 180 ?GCAGMCAGEM‘TTCGFA'.’A £lac
CATCTCTOTUNNN T GUATUAGET CARCAATAT CNHNTGCAT CAGET CATICTECOGHRNT GUATCAGEY
TCCRAGGROCAGAGEAT TOEARTA 1653 TCCACERCUAGAGRATTCOARTE 1963 TGCAGGACCAGAGARTTCEARTA | 2143
CACTICBCEONNNTECATCAGET CRATCACAACCHNNRTSCAT CAGET CATCOGLTAANNNT GCATCACST
TRCACSACCAGRERRT TCOAATR 1&g TCCACCRCCACRGART TCOARTA 1904 TOCRGCACCACHRCAATTCCARTA | 2144
CAACAGRT TUHNNT GCATCAGGET CRACTETACGNNRTGCAT CAGET CAABGACCATNNNT GCATLAGET
TELARGACCREGARART TOERATA laéaa TECAGGROCAGRGARTTOEARTA L9%&a TECAGERCOCAGRAGRATTCGARTA FAL L
CACAGALRAGHNNT CLATLAGGET CATCTCAATTNNRTGRAT CAGET CAGGARTACGNNNTGCATCAGET
TEUAGGALCAGAGARTTOGRATA 166% TEIAGERLOAGARARTTCGARTA 1366 TECAFERCLAGRGRATTCGARTE | 2146
CACAGT T RCRNHN GO T RGET CALRGECTCTANRNTGCARI CABGT CRTGAREACEANNNT GCAT CAGET
TGCASGACCAGRLAAT TUGRRTA led TOCAGEALC AGALGRRTTCGARTA b8 T TOLAGSRCCRGAGARTTCERATA | 214
CRGACCERGENNN T GUATCAGET CRCETTACCANNNTGURT CAGET CACCALCAGGHNNNT GCATCAGGET
TECAGCEROCAGRERRT TOEARTA 1hse TECAGGACDAGAGRATTOGRATE 1968 TECAGEACCAGASALTTCEARTS | 2148
CRCCTATARPANNNT GUATCAGET CRGATTCCTONNRTGUAT CASET CRAGCTCAT GHNMNT GCATCAGSET
TECAGGACCAGAGRAT TIGARTA 1689 TECAGERCCAGARRATTCGAATA 19¢4a TGCAGGACCAGAGRATTCGAATA | 2149
CACCTARCCTHNNT CCATCAGET CATGCCTETTHNRTGCAT CAGET CATATACCGUNNNT GCATCAGST
TEUAGGACCRAGAGALT TOGAATA 1679 TECAGGRCCAGRGANTTCGARTA 1311 TECAGLRCLAGRGRATTOGARTE, | 2hay
CAT TTABCGENNNT CLATCAGGT CRTCACCARGNNETGCAT CAGGT CAGATGCCATHRNT GCATCAGGT
TECARRALCRGAAATTOREATA 1672 TECACRALCRGAGART TUEARTA 1911 TECAGEACLABRERATTOEARTA | 2151
CACARACURTRNNT GCAZLAGGT CACT T CUGLUNNNTGLAT CARGL CATTGAGCT GNNNT GCATCACET
TECAZERCCAEAEAAT TUGARTR 1E72 TECREEACCAGRAGRAT TOERATA 1912 TECAGGACCAGBAGAETTCEARTA | 2152
CARGCTAACTGNNNT GCATCRAGGT CAPARCCCAGNNNTSCRT CAGET CRATAAATCCANNNT GCATCAGET
LGCAGGACCAGAGAAT TUGARTA 1673 COCRAGEACCAGAGAATICGAATA 1913 TGCAGGACCASAGARTTCEAATA | 2133
CAGTACAGAGNENT GCATCRAGST CACGUEARTTC THNETSCART CAGST CAACRTGARANKENT GCATCRGEY
THCACCROCAGACRATTOLARTA 1/7% TECACEROTARAGRAT TRLGARTE 18214 TECACRCACCAGAGARTTCRARTA | 2154
CACCGRACCANNNT GLATCAGET CRACGCCTAT THNHTGCAT CAGET CACTCHEAECNNNT GEATCAGSET
TEUAGGACCAGAGART TUERATA 1&73 SGCAGEACTAGACARITCGAATA 1945 CECAGERCCABRERATTOGARIR | 2125
CRCCTCTAGTRNNT CLATCACET CARTCATCAT THNRTGS AT CAGET CASTTTCCT GNNNT GCRATUASST
TEOACGALCAGAGAAT TUGAATA, 1e7% TECAGGACCRGRGANTTCGAATA 1916 T CLAGGACUAGAGARTTCGARTA | 2186
CAGCCCCTGTNNNT GCATCREST CARAT TCAGTNNNTGCAT CAGSET CACAMCATGCHNNT GCATCAGGT
SECAGGRLCCAGAGAAT TCCAATA 1a77 TECAGEACCAGNGAAT ICERATA FR- T A TECAGGACTAGAGRATTTEGAATA | 2157
CRCCCACTGCONNNT CUATCACETY CARI T CTCOUNNNTSOR, CAGST CRTCGTGCCCNNNT CORICAOGET
LECAGERCCABAGERAT JUEAATR L0778 TETAGEALCCALAGAR. GEAN R 1516 TECAGEACCAGAGAATICEAATA | 2158
CACCCTOTCOGNNNT CCATCRAGTT CARTACHETERNNNTOCET CAGLT CATACGAAGANNNT CCATCACET
TGG!GGMCAG\GM.TTC@.RT‘E& 1E7S :CﬂGEiE-HEAﬁMTTCGAAT?\ 14919 TECAGSACCAGAGARRTTCERARTA | 2150
CAACCARET CRNNTECATCAGET CAREACCCGANINMNTLCAT CAGET CAGGRSETCEANNNT OCATCASET
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CAGCETGETCNNNT CCATOALSET

: CCRGAGRATT A
CARCTTTTACNNNTSCAT CASET

6L ACCAGAGRAT TCERATA

CATCTARCEGNENT ECATCREET

TGCAGGACCAGAGAAT . CGANGA | 1604 TGCAGEACCAGAGAAT: CGAATA | 1921 TGLAGGACTAGAGANT SCGAATA | 2161
CACCGACGCAMNNT COATCACET CARGTCARMRNNNTGORAT CAGET CATATACCATNNNT GCATCAGGT
TGCAGGACCAGAGRRITCGRATA | 1682 TGCAGGACCAGAGAATTCGAATA | L1722 TCCAGGACCAGAGRATICGRATA | 2162
CALITACCGEARNNL GUATUAGEY CAIC.AGACENNNTGCAL CASGL CACGCICCETHNNTY SLAGGEY
S BCAGGACCAGAGANT TCEGARATA 1652 TGCAGGACCAGAGAATICGAATA 1323 TCCAGGALCAGRGAAT TCGANTA | 2143
ORI T CCERNNTCCATCRSEY CRCAARTETTHNN TECAT CAGET CARTASATETNNNT GUATCAEST
TECAGGACCAGASARTTOGAATA, | 1689 TGCAGGACCRGAGARTICGAATA. | 1924 IGLAGGRCTASAGRATICSARTA | 2154
CRACACAATT ANNNTGCATLAGET CATGGCTTTCNNNTGECAT CAGET CRAGGCTCGIANNNT GCATCRAGSET
TGOAGGALCAGRLART TCCARTA, | LubS TCCAGCA-CRCACAATICGAATA TCLAGGACCACAGART L CCRATA | 2165
CACCTACRTCNNNT CCATCAGET CABGECTST TMANTGLRE T CAGGT CAGTT T RETANNNT CCATCAGS
TGCAGGACCAGAGANT TOEARTA 1abE ITGCAGEGACCAGAGARATTCGAATR 152d& TGCAGGACOAGAGART TCEAATA PR
CRAATTACTGANNNTECATORAEGT CARACTATTGNNNTSCATCAGST CRACTAARATTIHNT COATOAGET
TGLACGACGAGAGRAT TUGARSA | LERT TOCRGGACCAGAGPAT TCGARIE. | 1927 TGCAGSATCAGAGARITCGRATA | 2167
CATTTTTCGANNNT GCATCAGGT CAATGTATTANNNTGOAT CAG CARACACCTGHNNT GORTCAEGT
TGCACCACCAGACART CGAATA | 1668 TCCACCACCRGAGAATICOARTA | 1226 TCCAGCACCACAGAAT.CCARTA | 2148

CRAGGETRCTYNRNT GCATCAGET

CAOGTRCGCANNNTGCATCAGET

CREGARARCCHNNT GCRTLAEET
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TECAGGROCAGAGRAT TCGRATRCRG, TECAGERCCAGRGRAT TCGAATACRA| SCAGGRCCAGRGAAT TOGAATRCAT
CTTLTCANNNACGTATGCCA 21 4% T RCGTATHNNACETATECCA 2ala T CRGARBHINNACCTRTGCCA ZE43
CECAGEACCAGAGAATL [CEARTALAN LECAGBACCRGAERAT U CEAATACAN L GUAGGACCRGAGAR T TCEAATACAA]

S GCTACSHNNNACGTATGECCA 2l /Y IACTAGCONNNACGTATGCCR _F” aid INTATCCONHEACGTATGOCA L)
TCCAGURLCRGAGRATTOGRATALAT! T CCRGERLCASREAATTCCRATALAT TCCAGGRCCAGRGRAT TOGAATACE,
INVCTCTCGHNNACGT AT GLCA 2174 GGATTACHNNNACGTATGCCA 241 L [TGGACCTHNRACGTRATGCCA €2l
TECAGGACCAGRGAAT TCEANTACL! [T ECAGGACCIGRGAAT TCEAATRCTS T GUAGGAC CAGRGAR T TCEAATACKE|
CCTCOCANNNASGTATCCCA 2112 CRCCCETNNNACCTATACCR 2412 CCATACTNNMACCTATGECCR 2€52
TGCAGGACCAGAGHAT TCGPATALAA T GLAGGACCAGHGEAAT I CGAATACAT TGCAGGACCAGALAAT TCOGRATACAC
CEETTACHNNACGTATCUCA 2173 G LTAAATHNHACGTATGECS GF.'. i3 TEARASNNHALGTATGCCA 2€53
CGCAGRACCAGAGART TLGARTACAT T GCRAGAROCAGAGRATTCGARTACA TGUAGGACLAGAGRR T TCCAATALRA
RCLACACNNNACGTRT GOCA 2154 JCCTRGTTNNNACCTATECCR 12414 [TACATAONNNACGTATGCCA 2C e
TEORAGGACCASAGART TCANATACRS! TCCAGSEM LCRGREAATTCGRATACRT TCCASGRLCAGACARTTCGAMTACH
GTCTCTANNNACGTAT GCCA 2175 CACAAGGNHNACGTATGCCA 2413 AT CGCCRINACGTATGCCA 2653
CECAGLRLCAGAGRAT TULARTACAS FECAGGRLCAGAGRATTCGARTRACRA) TGCAGGRCCACRGRATTCCARTRCRA)
CTCCGCTNNNACCTAT CCCA 2176 ICCRAC TONNHACCTATOCCA S1E (TGP TGCCHNNACETRIGCCA _ﬁ&:e
T&1:AGGA{:CAG&G%A’J’TCMTA::H‘T o cr.mm.ecmmr:mmnmf T CAGRACCAGRGRR T TCHAATACAR
CCECACCNNNACETATGCCR 215 ICCRCAACNNNACET ATECCA 24 L7 E(’.‘AS-.’-‘TN?INMETA’.‘GO—’.A Eha 'y
TGCAGGALCAGAGRAT TCEAATALAG! - CCAGGNCCAGHNGIAT T CGAMTILAG) I GCASGACCAGRGAAT T CGANTACAT]
CACIRATGUNNACGTAT GICA 2178 TCETACANNNACGTATGOLA 2438 ICCCTAGTNMBACGTA IGCCA j2£52
TECAGGACCEGAGANT TOGAATACAR = CCAGRRCCIGACAAT  CEARTACAG] [TECAGEACCAGAGAR TTCEARATACAG]
ATRACCANNNACCTATCOCCR 2179 CCACACONNMACCTATCCCR 2419 TATTTCANNNALCTATGCCA 2653
CECRAGALCAGAGRAT TCIARTRCRS, T ECAGGRCCAGAGRATICRMATRCRT T GCASGRCCAGRERAT TCGAATRCIA
CTATRAGSNNNACGTATSCCA 2180 LT AGTATHNHACCTATCCCA 2820 IGTGAATANNMACCTATGCCA 2860
TECAEGACCAGRGAAT TEGAMTACAR] [T GCAGGACCAGAGRAT TCEARTACAT [T GCASGACCRGRGARL T TCGAATACAR

g CUTHNNASGET BT GLCA 2151 [ARATS CUNNHACUT ATGCCA, 2421 A7 CECACNNNACGTATGCCA [2GEL
TECAGGRLCACAGART TCAAR TACAS TECASGACC MORCAATTUGAR TACA G TCCAGEACCAGACAR TTCERATACRS]
CLCCGTANNNACGT AT CCCA LM CGTCEGITNNRACCTATCCCA ldal I CCCCCANNNACGTAZGCCA je602
TECACGACCAGAGANT TCSAATACAT - GCAGEANCCAGAGAAT TCCAATALHT T GCABGAC CAGAGAM T T CRARTACHE
TCCCTGANNNACETATGUCA 2183 - TGARCANNNACETATGLCA 2423 CCCACTUNNNACGTAZGCCA 2563
[ TGLAGGALCAGAGART TCGRATALAR]  GCAGGACCRGAGRAT TCEAATACAT [T CCAGGACCAGAGRAT TCERAATACAS
SECCATTHNNACGIATCULA 2184 JAACTA MEHNNALET ATECCA 2424 LA SA, ANNNAL GTA D ECLA 26E=
TECAGGACCAGAGRAT TUGAATACAA L GCAGEACCAGREAATTCEAATACAT) I GCAGEACTAGREAAT TCRAATRCAC]
AGOAT CONNNACGTATGLIR 2185 R GATGORNNACGTATGOCA 12425 CACTACANNNACCTATECUA 2665
TECALGACCAGACART TULAATAILAC] T CCAGGACCAGARAAT  CEAATACAC TGCAGGACCAGAARM T TCEAATALAA
TECATCANNNACEL RTGCOA 2166 CCARCAGNNNACEIATECCA 2426 T T TECCNNNRCETATGCCA s
TECAAERCCAGAGRAT TS AATHCRS TECRAGACOAGACRAT T CERATICRA) T GOABGACAGAGRA ™ COARTRCDT]
SCCTCTTNNNACCTATCOCA 214 - RARSTCHNNNACCTATCCCR 12827 [TGAGGCTHNNALCTRATGOCA 657
CECAEEACCAGAGART TCSAATACAL] T ECASGACCRGRAGART TCCAMTACAN T GCASGACCAGAGRR T TOCANTACAN
TTERGGETNNNACETATGCCR 2168 GRGCAGTNNNACCTATACCA 2423 A CTAGECNINACCTATGCCR Z5E3
TECAGGRLCACAGARTTCGRATACKT TCCAGGACCAGRCAATTCCRATACET) [TCCRGEACCAGRGART TCGRAT ACRG

O CAANNNACGTATGCCA 2182 AT CTCITHNHACCTATGCCA 2428 ICT T CTACIRMNACGTIATGCCA €53
TECACGACCAGAGARTTCGRAATACAL, - GCAGGACCRGACAATICGAATACAG - CCAGCGACCRAGACAR T TCCAATACAT
CERACCGNNNACGTATGCCR 2190 CRGAGATNNNACCTATECCA 2434 CCAGGRTNNNACCGTR TGOLA 2671
TECAGGATCAGAGAAT TCEIATACAL T CCASGRCCAGRGAAT TCCPATACAT I GCASGACCAGRGAAT TCEAATACHS
CARACACCHNNNACGTATGOOA 2181 (CTCACCRNNNACGTATCLLA 2421 CTAACCANNHACGTATGCCA 2E71
TOCACGACCAOAGRAT TOORATACRA] TCCAGGACCAGRGRAT TCGRATACAC TECAUCECCACAGARTTCCAATACRA
CETAARAMNNACCTATGUNE 21592 1 CUTTGGNNNACGT ATGCCA 2452 CCCTTACNNNADGTRTGOUA 2672
TECAZGACCAGAGALT TUSAATALAG T ECAEGALCAGAGRAT TCEAATALAC [T CCAGGACCAGRGAR TTCEAATAC AL
TAGRGIEHNNACEIATGCCA 2143 AT GECONNNACGTATECCA 2433 TCITEIRNNACGETAIGECA 2473
TVGCRGGRUCAGAGANT TCAAATHTAL TECAGEACCAGRERATTCGRATACAC ASCACTAGREAR TTCGMATACAT
CACATAGNNHACGTAT SCCA 21¥1 LGAICSANNNACGTATGOCA 2434 ISGPGTC NNHACGT A GOCA 2674
FECRGGACCREAGANTTUGARTACAT] T GCASGACCRGRGART T CEAATALCRT) TGCASGACCAGAGAR TTCEAATACAL]
CTGTGCTNNNACGIATGCCA 2185 (GETRCGINNNACGTATGCON 2435 ICTGATGANNNPLC GTATGCCA ]
DA GRLCAGAGR AT TUSAATACA T CECREEALLAGAEART I AR TRCE G TECASEAC CAGRGAAT TUGAATACET

T RCATHNNACGTAT EO0A 2196 TACGESCONNNACET ATENCA 2426 ICCRTACEHNRALCSTATGCCA PEE
CECAGEACCARAGRAL MUGAATACAL LCCAGGACCRCACAAT I CEAATACAL S CCALBGACTAGAGAATICGARTACAA]
CEGACATNNNACCTATGLCA 2197 CATCCGENNNACCTATGCCA, 2437 PCAATCTNNKACETATGCCA j2cav
ECAGRALCAGAGAAT TUGRATRCAG CCLRAGERLCASRERAT T CERATACAT [ CCRGERC CAGARERAT TCERATRORT
TAACCTONNNACCTATEOCR 2188 PACTAOCHNNACCTATOCCR 2458 COOCTOONMKACOTATGOCA ]
TECAGGACCAGARGAAT TOARATACAR [T ECASGACIMGRAGRATTCEARTACAC T GCAGEAC CAGAGAR T TCGAAT ACAR)

O TCG TONNNACGTATSCCA 2199 (AT CAART NHNACCTATGOLR 459 RGTCATTNNNACCTATGCOCA 12579
TCCACLALCAGACART TLARATACASR, TCCACCR O AGRCERT TCCRATACRL) [T ECASCACCAGRLARTTOCAATACAT]
:aacc‘i-sagmamrn.mcca 2200 AT GGTT HNNACETATECCA 2440 CTARTEININACGTATGCCA ]
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TRCARGACCAGARAAT ICGRATACAT] CCAGGACAGAREAT T CERAATACAT U AGERC CAGAGRAT TOCRATALA)
BAGGR TEGNNNACGTAT 0 2201 [CEEAT TTHNNACET ATECCA 244 TCTACCONNHACGTA TGCCA 26E1
GUALEEACCAGAGAAT TCEAATALAL L GCABEACCABAGART T CGAA TACAY I CCAGGACUAGAEAA N TCHEAATACAT
TCGETHECENNNACGE! AT GCCA 2202 TAGTGTANNNACETATECCA =442 IGUCACANRNACETATGLCA Leg2
TCCAGEALCAGAGART TCOAATRLRT [CCASGRCCAGALPAT TCOARTRCRS TECPCGAL CAGACRAT T UCANTRCES]
IGCTCGTHNNACG AT GECA 22¢3 LT GAAATNNNACGETATECCA 2642 AGTGTTCHNNACGTATGCCA L]
TECARGATLAGARRAT TEEAVTACAR I GCAGGACCAGEASRAT TCGARTACAT L GCAGRRC LR GAGASR I TCGART ACAM
CACTGACHNNACGTATGICA FEH ICCCOARNNNALETATCCCA 2444 ACAGCCTNNNACUTATCCCS VIR
CECARGALCAGARAAL TCGAATACAR TGCAGGACCAGARRAT ICGARTACAT IGLAGGALCAGRGRAL IO AR L AL RS
TTEETACINNACG TAT GCTA 2205 ICCTCCTTNMNACGTATGCCA e IGACGACGHNNALGTRIGCCA 2€35
TRCAGGACCRAGRCART TCGAR TACKT T ECAGGRCCAGAGRAT TCGARATACAL TRCAGERCCAGRGRE T TOGART RCAR
TCRCTCONNNACCTATCOCR 2200 [CCCAT TANNMACCTATOCCR 2246 CTCCOCANNNACCTATOCCR Iz GEE
TECRGEACCACAGRAT TCGAD. TA LM TCCAGGNCCAGRGRATTCGAATALAG TECRGERCCACALGRATTCGAATALAS)
TRACRAMINNACGTATGESA 2207 [TTTSTITHNNACGTATCECS 2457 IGTCTCARNNNACGTATGCCA rit
TGCAGGACCAGRGRAAT TCGARTACAC] TGCAGGACCAGAGART TCGARTACAT) TGCACGALCAGRGRATTCGARNTACAL)
[AACT SETNNNALG. ATGIUA i22f.8 A COCGTRNNALGL ATGCCA &2 add CLATGANNNACTATGULA 26E8
TCCRACERCCAGACART TECRATACHT TCCRBGALCAGRGAAT TCERATACAT TECAGCACCACRCRRTTCGRATRCRD
GGATACSHANACGTATGERR i2ue T CGGE GANNNACET ATGCCR 2443 ARACSGANNMACETATGCCE dBgR
TECNGENCLAGNGAAT TCHRATACI TGCAGGACCAGNGAAT TCERATALNL s GONGGRCCAGAGAR T T CEANTACAA
TEALTANNNASGETAT COA 2210 (=T BAGRANNHACET B TECCA 240 JERGOGETANNTACGTE TRLCA 2651
TOGLALGA TCRGRGART TCUGRATACAM CORCRGARTTCOAR TACAC T OCAGRACCAGAGAR U TCGAATACAL
CICCTTEMNNACGIAT GO 221 NNNACGTATGCCA 12452 ICCCRBACNENACGLATSCTA 2694
LECAFEALCAGRGAAT I AR TALAA CELAGEALCCACALRAT I CEARTACAS L ECAGEACCAGAGRAL T URANTAC AL
JATRGT TSHNNACCTATGCCA 2212 ACTTT IO NNHACCTATECCA 235L CAPGTTEHNNACCTATECLA 652
TGEAGGACCRAGAGART T CEAMTALAL LGCAGERCCAGAGAR]T TCGEAATALCAH CGAGGAC CAGAGAR T TCEAATACAT
Is&.@smmmcen:a:m 2213 Ig-?T.\AaGNNNM&’!A‘Mc A 2453 ETATARTNHMACGTATACEA 2693
TCCREEALCACAGRAT TOGEATACRT TECAGGAOCATAGRATTCCRATALRA TOAAGEALCAGACAA T TCGAAT AORA
CTCCCUGHNNRCGTAT GCCA 12214 [TCACGGTRNNACCTATCCCA j2atd T TSTGANNNACGTATSCLA | EEED
TECAGGACCAGRGANT TCGAATACAT| T ECAGGACCAGRRGAAT TCEAATACAL) (T GCAGGACCRERAGRATTOGAATACAG
AATCEARNNNACCTAT LR 2215 AT TTAGANNMACCTATECCA 2455 CAGOSTTNNNAGCTATECCA EESS
CECALGACCACAGAAT [ CEANTALAT LCLAGGACCACARMAT ICEARTALAL I CCASEAL CAGAGRAITCEANTACAL
CCARETENNNACETAT GOUE 2215 A G CANNHALCTATECCA 2452 A CL TSATNNHACGTATGCCA 2e8E
TECRCGRCCAGRACRRT TOGRATRCAG [ TOCAGEECCARACEAT TLEARTECED | T ACERLCACACRRT TOCAATRCEA)
BCCOCTCONNNALGTAT GONA 22171 T ERATCENNACTT RTECCA rdey) B AT WNHACCTE TGCCA £ 651
TECAGGACCAGAGRAT TCGRATACAT] TCCAGGACCAGARMAT TCGAATACAT T CCAGCACCAGAGRATTCCAATACAR)
[CCGCETTNHNACGTAT GO 2218 [CCTGTARANNNACGTATCCCA 248 AR TOCGENNNACETATECCA ri-pi
TECRACGGACCAGAGRAT TCGARTACAG TGCAGGRCCAGAGEAT TCCAATLCED CGCRGGRCUAGRGAR T TCCARTRCET
[CATTECANNNACGT AT GCCA 2219 [CECETERANNHACETATECCA 2459 PCCARAGCHNNACGTR TSCCA 2E£9 2
TECAEGACCRGAGAAT CEAATACAL] TECABEACCREAGANT TCEAA TACAR) S AEGAC CRGAGAR T CEAATAC A
CCCTTARNNNACEIATESCA 2220 CEAGCRNNACETATECCA 2¢£0 JERCOCTONNMNACETATECCA ol
TCOMEEALCAGAGAAT TCGRATALAG| TGCAGGALCAGABIAT TCGAATALAY T GCRGEMC CAGAGAATTCEANT ACDA)
B CECCANNNACG TAT GOCA 2221 ICGET T TELNNNACET ATECCA (2:51 ICACCTITHNRACETAIGCCA 2300
TECAGGACCAGAGRAT TCGAMTALAG [TGCAGGRCCAGAGAATTCGARTATAL [~ GCAGGACCREMEAATTCGAATACAL
ATCTEACNNMALCTATGOCR 2222 (T2 TTCGCNNMACCETATECCA 2462 T CTCGCONNNACETATGLCA 2702
CCAEEALCAGAGAAT TCSAATALAL I ELACEACCACACRAT TCEAATALRA (L GLAGGAC CAGAGAATTCGAATACHA
CATCTTGNNNACCTATOCCR 2223 (ACLCATANNNACATATCCCR (2&H3 ICCCOCCANNNECCTRTGOCA 2103
TECRAEGACCAGRERAT TOGAATACAT T ECAGGACCAGAGEANTTCEAE TACAL, [ AGEACCAGACRR TPCEAATACAT
IACCACETHHNACCTATGCCR 2224 TATTATCNNMACCTATCCCRA 2454 ETHRCAATNNNALGTATECCA 708
TOCAGGACCANAGRART TCAAATACRG) TCCASGACCAGACARTTOGRATACAT T OCAGCACCAGAGART TCOAATACAS)
[GTCCAATHNNACGTATGOER 2225 CCAATCRNNACET ATGLCA Z4Eo ATCTACGNINECETATGOCA (2504
TR CAEGACLAGAGRAT TCEARTACER TaCAGGACCAGAGEAT T GARTALAD AU AGGRCCAGRGAR T TCGAAT RCAT
SCCTLTANNNACGTATGCOCA 2226 (TRRAGTTNNMALGTATGCCA 2468 uh#}KT?NEIMGTR:‘GC(A 2 TDE
TCCACGACCAGAGART TCERATACAT [TCCAGSRCCUEAGART TCURARTALAR o CUAGGACCAGA AR ITCGAAT RCAL
VRCGACEHNNACGIATECUA 2227 |ECTAATTINNACE T ATGCCA 2467 ICTGUAATNNNALGTATGCLA 5707
(ECAEEACCAGAGAAT MOGRATALAL TECAGEACCAGALEAT I CEARTACAY) THAGERCCAGAGRATTCEMATACAS
BT AT CEGEHNNACGTRT GROA ZZEE [TGTTATCHNNACFTATGOCA 2dnE LAGAG TCHNNNACGETR TGCCA 2N
TGUAEERACCAGRGALT POEAATA AL TGCAGEACCAZAGART | CEAATACAY L GUAGGRC CAGAGAA ] (CEAATACAR)
CEATATCHNNUTAGCEITAL 2229 PETACGCNINCTASCETTAL 2569 ICEACT LENRNCTAGLETTAL 2700
TCCAGEALCAGAGRAT TOERATRORT] TECAGEMCCACRIPAT TCCAR TR LR [ COP GGG CACACPAT TCOARTRCAT|
ECCACGRNNNCTACCCTTAC 2230 (ACCCTATNMNCTAGCCTTAC |22 70 JCCCCARTHNNCTACCGTTAL 240
JECAEERCTRGRGAAT TCEA A TACA ] ECABEACC AEAGA R TCGARTACAL, TEUAGEACTAGRGAR I AL TRCAT
CTTRCATNHNCTACCETTAC 2231 AT TAGTANNNCTAGCET AL 280 AP CRACENRNCTRECLCTTAC | e
TCCAGEACCAGHGANT TCEMATACAG [TECAGGACCAGAGIATTCGARTACAC [TGCASGRCCAGAERAATTCGAATACED
eI CT COHNNCTAGCGT TAS v kR G CTAACNNNCTAGLGTTAL (247 GCT TGCCHNNCTAGUGTTAS rgye4
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CAGGACCAGRGAAT T CGARTACAT

CAGAGRATTCGRATACET
N\"C‘LG GHNNG 1.‘A(Z\.f. PUAL 2233 PCTOTOCANNCTAGCUT T AL 473 TACACCENNNCTAGCGTTAT 2743
A AGGACLAGAGAAT TCEARATACAC] TGCASGATCAGAGART IUGRA TALAL] 1 GLAGGAL CAGAGAA UTUGAATALAL]
'\A.’CJL. ACNNNCTAGCET JAC 2234 (CCAGAGENNNC . A TAC 2474 TAC E‘- La
ﬂ("}""m&l.\,ﬁu}l\f‘}- AT TOORATRECRE [TCCARGACCAGRERATTCARATRCRS u ﬁ“hﬁ-t‘.‘ AGAGRATTCGARTACAC
T CICCANNNCTAGCGETJAC 2235 [LCCITCLNNNC TACCET 1L 2473 PG COALHNNC L MGG AT 2143
(TGCAGCGATCRGAGART TUEARTACAR) CECAGGALCAGRAGART ICGARTACAL [CGCASSRC CREASAR TTCGAATALAL
G TCCTCHNNCTASCETY 2226 [CACRS T RRN: GCGL AL 24 /5 ICGT CALCNNNCTASCETT Siie
TECAGEALCAGALAAT T ERATALAA L CCAGEALCAGARRATILGAA TACRY LGCAG AL CAGALAA T TCCAATALAT
AT CEARNNNCTAGCET JAC 2237 IGATGAAMHNCTAGCGITAC 2477 UCTATCONNNCTAGCATTRC 27LT

[TECACGACCAGACART TEQARTACAR

(TECACGRCARGAGRATTOCAATACRC

ITECASCACCRARCAR TTOGAATRACAT)

AT TATCNNNCTAGLCTTAL 12238 10T GRATCHNNCTAGCET - A0 478 ITACTCTCNNNCTRGCGTTAC £ 71LE
TCCASGALCACACAAT TOERATACAG! (S GCRGEALC, M’}‘:’CG_MTM_AGF T CAGERCCAGAGAAT T COARTACAT)
|ZEZCACCHNNCTAGCETTAC 2235 TATGTGOMWHCTASCGTTAL 2477 IBCCTTCENNNCTACCSTTAC CAEY
TGCAGGACCAGAGRAT TCGARTACAMN T GCAGGACCAGALRA T TLGAATACH] ITCORGERCCAGRGART TLGAATACAR,
TTRACATSENNCTAGCETIAC 2241 U RCTACENHCTAGCELT RO 280 ACCAGIENNICTABLETTAC 2149
“ﬂ-"}'Gﬂ.l’l&h{‘p&!‘)ﬂ'l“l’f‘“‘.l)ﬂif}} I CCAGGRCCAGRGAAT T CRAATACRT T OCASCACCACACARTTCOAATACET)
CEATCCTNNNCTAGLGT 2241 TCCOATCRNNCTAGOEITAL 2451 [GACTCUANNNCT ASCSTTAC 2i2d
TECAL GACITAGAGRAT TCRAMTACAL TECAEACCAGAGRAT T CGAATALCAT 1 CCAGLACCAGALLA

REACTACHNNCTAESET A 2242 ECATTACNNNCTACCETTAC 452 CCCABRTHNNCTACCEDTA 2722
TELAGGALCREAGARS MCGAATACAL! T GLAGGASCRGRACAAT ICEAATACAT L GLASCACCAGACAR TTCGAATACAT)
TTGETGNNNCTAGCETIAC 2263 JECCCOGINNNCTAGCGT - /L 2qna GCGCTTINNNCTAGCGTTAC 2143

TELAGEALCAGAGRAT TCGRATRCAG

TECAGERLCAGAGRATTUGRATHCR

TCAGGAL CAGAERAT TCGARTRCAG

PEACCITUNNCTAGCCT AL L3244 C TCAGTONNRCTAGOCTIAL 404 (GAGLRCCHNNNCTAGLGTTAL € T4
CCCAEGACCAGAGART TOLAATACAS |1 CAGGACCAGAGARTICGAATACAG TCCASGACCAGAGAR I TCGAATALAY
CAGGLIZGENNCTAGCETTAC 2245 TTAGCACNHNCTAGCEI A 2665 ICGT CCATNNNCTAGCETTAC 2725
T AnGRGCACAGRATTOGRATE AL T CCAGERCORAGRACRATTOARETRCRAS TECAGEASCACACEAT TOORATECAC
PACTCACNNNCTAGCETIAC 24¢ IGT TCCCTNNRCTAGCETZAC 240€E IGACCTCONMMCTAGCETTAL 2728
TGCAGGACCABRGART TCEAATACAL) TECASGRCCABAGRATTCGRATACAL ITCCAGGAC CRGRGAR T TCGAATACAR)
|GACCT CONNNCTAGLGTTAC 2247 AT GCGAGANNNCTACCETITAL 248 7 IGAT TCCENNNCTAGZGITAC 2727
LA CACCACARAAT TOGAATALA ! LCCASEALCAGRAATICCRATALEN LCCABEACCACACAAT ICCARI AL AN
PG ACTATNNNCTACCE T JAC 2248 AT CETORNMNC TAeTET T 2488 ICTCEAACNNNC TAGCGTTAS 2728
[TECRAGGROGAGRGE. OOPATACRC [TECAGRECCAGAGRATTOOARTACREA) ITGCAGGRLOAGRGRATTOGAATECEA
SO RGRARNNNCTRAECCTTAC 2249 > NNHCTAGOGTT AL 23R IGALLATCHNNNCTACS T TAC 2723
TECAGGACCAGAGART TCHRATACKT 'G&m;&r'(.amw'c GRATACAT] [T ECARGACCAGAGARTTCGRATACASG)
TOCATATHNNUTAGCGTTAL 2250 CAGCCTTHRNETAGLGTTAL 2450 WAL TTAINNNCTAGCGTTAL 2730
|TECACGALCAGAGRAT TCGAATAGED  GCAGGRLCAGAGRAT: CGARTECET TELAGGEC CAGAGRAT TCGARTRCRR
CCATGATHNNCTAGCGTTAC 2251 TGLCTCANNNCTAGCGTI A 2451 P CAGCECNNNCTAGCGTTAC 2 131
(TGCALGACCREAGAAT TCEAATACAL L GCAGGACLRGRGRATTCGAMTACAS [T GCASGRCCAGRGAR I TCEAATACAT
GCCRCGANNNCTAGCETTAL 2252 ICRCCCACNNNCTRGCGTT AL 2422 INCCTCTONNNCTASCSTTAC 132
TGCAGGALCAGAGAAT I CGEATACAL] IGCAGEACCAGAGRAT ILGRATALAY IGCAGGAC CAGALAA T TCEANT ALAL]
CCRCTAANNNCTAGCETIAT 2253 CCICCACHNNCTACCETIT AL 4583 FERGCEANNNCTAGCETTAL E 733
TECAGGACCAGAGAAT TCGAATACAL] TGCAGGACCHGRGAATICGRATACAG) TGCAGGACCAGRGART TCGAATACAA
TCAANCGMNNCTAGCSTTAC L2254 [CCCTCGOCNNNCTAGCGETTAL 12454 ICCGGAAINNNCTAGCGTTAC 2154
TGLAGGACCAGRGAAT TCGRATACAC G RGEALCAGRERATTOGRATALSA CLRGEAC CAGRGRAT T CGARTACRS)
JACAT CTONNNCTACCETY, 4205 ATACTCINNNCTAGCLTIAC 2695 ICAT COCINNNCTACCSTTAL 2035
TELAGGEACCAGRGANT TCGAATACAR IGECAGGACCAGAGRAT TCGAATACAG [TGCALGACCRACAGHA t.m‘r;.n.u\
AhRA TEMNNCTASOET AL 226 HNCTAGCGTT AC 240€ L CAGCACNNNIC > JjaTae
[TCCAGGACCAGAGAAT TCRRATACRR| TCLAGERC RG&L%AFCGMTA!‘A‘? T CMGELA&LM“CGMT}\LM
TCTTTCRAMNNCTAGCETTAL 2257 TCGTCASHNNCTAGUGTTAD 248 CTLCNNNCTAGCSTTAS Ziad
TR GACCAGAGRAT TCGRATACAC) TECRAGEALLAGAGRRT TLGRATACAR TiL RGGAC CAGRGRAT TCGARTAUAT)
CCATCTANNNCTACCCTIAC 2258 % L ATEACNNRCTACCETIRD E 428 AT GAGT TNNNCTAGCGITAL 2733
PRGSO RGAGART TOEEATACAL T EOACRACRERCART TOCRA TATAT) (TECAGCAC CACRCAL TTCCARTALAS)
JAACGEINNACTAGCST JAC 2239 I TTAGAINNCIASCEITAL >é9a IEECGTCONNNC T ASCE o 2733
TECRGGALCAGRGRAT TCGAATRCAC TGCAGGRCCAGRGRATTCOAATACKS! ITEOAGRRCCAGAGAAT TCLARTACRA)
[ACCEACGUNNCTAGSETTAL 2240 AT RTACTENHCTACSETTAL Zann IGAR T TAGNNHCTAGCETTAS 2140
TGCASGACCAGRGEAAT TUGAATALAS (TGCAGGACCAGRGAATIUGRATACAC) T CUASGAC CAGAGAA TTCHGAATALAS
TTTAGATRNNCTACCEITAC 2261 ICTACCCANNNCTAZCEITAL 230l AT TACTNNNCTAGCETTAL T4
TECACGACCAGAGAAT T OGRAATRLAT ECRGERCCAGAGRATT CLRA THLRA] TCLAGERCCAGAGART TCEART ACET)
CCCCTCOMNNCTAGCETIAC 226k ACCTTTINNHCTAGCETIZAC 250e ATT TCTGNNNCTASCETTAC 2742
DGCIEGACCAGRGART TCGAATACAT] CECRASGACCAGAGART TCGAATACAR [T GCAGGACTAGRGAR T TCGARTACAG]
[TARTCAGNNNCTAGCETTAC 2289 (TCTGTATNNNCTRAGEGTTAL 2403 [CTATRCENNNCTAGCGTTAS 27743
TCCAGGACCACAGAAT TCGAATACAC] [ TCCAGEACCAGHEN A TICGAATALCAT] [TCCRGEAC CACRCP AT TCCRAATACAG)
ATTCUASANNCTAGCS TTAC rrdd] COCACEUNINNC . Aea T LA (2504 CTY ACGANRRCTASUGITAC 2534
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TELRGGROCAGAGEAT TCHAATALE TECRGEACCARAGRATTCGRATRCR: TGCAGCRCTAGRGRAT TOGRATRCALD
ALCGTETHNNCTAGCETIAL 2242 GCTTCIONNDCTAGCE L AC ] LCROGCANNNCTACCUTTAC 2 72
PECACGACCAGAGART 1TGEAATALAL TECABGACCAGAGART CEAATATAL | ECAGGACTARRGAAT TCEAATACAT
ICCART TCNNNCTAGCETTAC 22€6 TATAACARNNNCAGCEDS [230¢€ IGEATCTENNNCTAGCETTAC ETdE
TECACSACCACGACRAT TCARATALAT] TOCRAGACTASACRATTCCRATACE (F CCRGEACCAGREAA T TCOARTRCAT)
TGEIGGTHNNCTAGCCT TAC 22671 IACTGACTHNRCIAGCEITAC [258°7 CLACGMN\INCT.‘\G\‘.‘C""A-" 2147
TG GRCLRGAGAAT TCEARTACAT L GCAGRRICHGRCGEAT TCGARTACAC LAGGACCAGRGAR TTCUAATACAT
[SCTTAGGHNNCTAGCETTAC 2264 I'CGCCACNNNCTASCGITAL 2345 ‘.P'AW\U"NNNC TARECGTTAC =748
TCCACEACCAZAGAAT TTBAATALAA TR AGGACCAGAIAAT T CEARTACEN I CCAGCGALUCAGALAATTCGAATACAG
CACCCTCHNNCTAGCETTAC £269 ECCAAGHNNCTAGOETTAS ZLON JCAGACENNNCTAGCETIAC 2742
TECACCACCRCACARAT TEEARTACA] T RCAGRRLCRGREART TCCARTACAC ITCCACGACCRCACARTTCEAATACAT)
AT TCACNNNCTAGCCTTAC 12274 CCTTTICNNNCTRAGCCTTAL 201y 277 TACCNNNCTACCUTTAC FEFT
TUCAGGRACCAGAGRAT TCGRATACAN [TGCAGEACCAGAGRAT TOGAATACRT TECAGCACCAGAGHRAT TOGAATRCAT
CITARACRNNLTACCETTAC 2271 (TTCCCTCNNHCTRAECETTAL 2512 ICETTTGANMNCTACCETTAL 251
TGCASSACCAGAGRAT TCEAATACAT TECAGGACCAGAGIAT CGAATACAC) - CCAGGACCAGRGARTTCCAATACAA
AT AGTACENRCTAGLCTTAC 2272 s ACTCENNNCTAGCGLTAL 2512 EETACT CHNNCTAGCETTAC 2752
TCCAGSRCCRGACGART TCGRATACAC] TCCAGGRLCAGRCRAT TCCRATACAR] AGCACCACRCEATTCCAATACAT
GUETATHHINCTAGCSTTAC 213 TCGAGDCHINCTAGLGLTAL 2313 STTRMAINCTACCGTTAT 2753
I CACGALTAGAGEAT TCEAAL T AR [ SCAGEACCAGAGEAAT TCCU TaCR AGERCT AT AR T ACACH
SETCTTTHNNCTAGCET TAC 2274 TETACGENNNCTACCET TAC 2514 SEATGTRNNNCTACLETTAC 2 154
TCLAZGACCRGASAAT TCGRATALAT TGCAGRALCAGAGRAT T CEAATACAL TC{AGC%CC&GA@F:‘?CCMTN;AG
GACTCAGNNNCTAGCE TTAC 2273 ACCRTTONNNC TAECET TAL 2315 L COGT T ANNNC T AGCETT 2753
TECAGEALCAGAGRAT ICSRAATACAA TECAGGACCAGAERAT TCEAR TACAC TGCAGGRCCAGRGRAT "L GAATRCAL
CeTASTANNNCTALCCTIAC 2276 ICCTCT ITNNNCTACCETTRL 2518 \‘.rhl."LCGN‘mC AGT -
TGCARGACCRGAGART T CEANT ALY TGCAGGACCAGAGAAT TCGARTACAT]
IRACATSANNNCTAGCETTAC 2277 [ECATTAANHNCTAGCETTAL 281
TOLESSACCACAGRAT TCRRATACLR ITeCABRRCCAGRGAAT CORATACAC) (‘{!"t‘:ﬁ"CAGF-GF-
TIAGECTHNRCTAGLCGTTAC 2215 CTAGCGLNNNCTAGCETTAL 25 ik I CAGCCTNNNCTAGCGTTAL 2758
TECAGSACCAGRAGAAT TCGAATACAT [T ECAGGACCAGREAAT TCEARTACAG = CCAGGAC QCAW:?CGJ\.;\TEC A
CCGCAGGNNNCTAGLETTAC 2279 TCTCCTANNNCTACCEITAC Rol¥ ACT TGAGHNNNCTAGCETTAC _159
TOCAGCALTACAGAAT TCGRATALAN I GCAGGACCAGAGHAT T CEAATALCAT I CCASCRCCAGAGPATICGAATACAT
ST ACATTHNRCTASCET AL 2280 (GCGCCGEANNNCTAGCGT DAL 2520 ICAC GUESHNNCT AGCETIAL 2767
TEOASAACCAGAGRATTCOARTACRG TECAGRACCAGRGRATSCCARTACRC [TECAGRRCCAGAGAR T TOGAATACAL)
ST COTATHNNCTAGOET AL 2281 AT GA T THNNCTAGCCTT A 2521 LT GTRENNNCTAGCETTAC 2141
TECATRACCAGAGRAT TCGRATACAR | CCRGEALCAGRGARAT T CHAATACRA - CLAGGRCCAGRGARTTCGRAATACAA)
[SACCGACANNNCTAGCSITAL 2282 GCGAGECHNNG TRECGTTAD 2522 ICCARGUINNNCTAZCETTAL 2762
TECAGGRLCAGAGRAT TCGRATRCAR) TECAGGRCCAGAGRAT: CCRATACAT CGCAGGECCAGAGARAT TCCRRTRCAA
PGTTCTANNNCTAGCGTTAC 2203 TGAATACNNRCTAGCET I 252 CTGEAACNNKCTAGCGTTAC 2 I
TECAEEACCAGAGART TCEANTACAR] |1 GCAGGACCARREART TUCAR TACAR] IMECAGGACCAGAGAR U M CEAATACAY)|
CCCMACTHHNCTACCETTAL 2284 [CCGUCAGHNNCTRGCETTAC 25324 PACGCTONNNCT ASCETTAL 2164
TCCASTACCAGAGAAT I TEAATACAGH JECAGGACCAGAGRAT T CLAATALRT T GCAGCACUNGAEAAT TCEAATACAN
[GEAART TCHNNCTAGCETTAT 2285 w'ac SAETELTAL 2525 (5% = s G L AHNRCTAGCETTAS 2765
TGCASGACCREAGRRT TCGARTACRE] TCCAGEACCIGAGRAT - CoF A TACAN - GCAGCACCAGRGA,
TCACACANNNCTAGCGTTAG 2286 [LATCCANNNHCTAGTGTTAL 2528 INCGTTTCNNHCTRGCGTTAC 2B
TELASGALCAGAGRAT TCGRATALRD TECAGERCCAGREARTTCGRATACRA T L AGGRCCAGAGARTTCGRATACAT
CLRRRTGHNNCTAGCCTTAC 2287 TETTGTENNNCTAGCSTTAC 252 [TARARCCHMNCTAECCTTRAC 2757
TCCASGACTRAEACHAT TCEAATACAC] TECAGGACCACRGANT TCGAATACAD TECRGENCCRGAGANTICEANTACRT
ITCTCTACHNNCTAGSCTITAL 258 IATTET TANRNCTACCETTAL 2028 = CETACCNHNCT RECETTAC Pl
[TCCRGURLCRAGAGRAT TOGRATACRS [TGCAGGALCAGRGAAT TCGRAATACAGY [T CLAGGRCCRGAGRAT TCGARTACAT
RGLCEGENNNGAT OGRERTE 288 TCCACGENNNGETCGRCRTE 2L259 IGUCTACTNINGATLGACRTG 2769
TECAGSACCAGAGRAT TCEARTACAL TGURGSACCARAGRAT T CGAATACAT S AGGRCCAGAGRA TTCGAAT ACAG
ACTCCTANNMEATUSACATE 2250 w\‘*'uamnuax CGACATE {2530 G TGCTHNNGATCGACAT G 2770
Tk, COAGACART TURAR TAIZAS CAGRGRAT TCEAATACAT) (T ECAGRRCC ACRAGAR TTOCRAATALAL)
FUTCUTTNNNGATCGACACE 2293 G.‘NI","T,H-.-NNN(:A."— GRCALG 2551 - PANTAGNHNGATTCACA. S 277\
TECAGGACCAGAGRAT TCRRATACRL TECAGGACCABACRAT T CGRATACRA TGCAGCRCCAGRGRAT TCGARTACRL
TERGCTANNNGATCARSATS 4252 CATACTRNNNGATLGRCATS 2802 CLTATCONNUGATOGACAT S 212
TGCASGATCAGAGAAT TUGAATACAG L BCAGRRCCAGRRAAT TCGRATACARS TECAGGAC CAGRGAA T TCEAATACAL
TCTGACANNNGATCGRLALE 2253 JGCATCCANNNGATCGACATE 2533 CTAGAGONNNGATCGACAL G 2773
TECACGRLCAGAGRAT TORARTRLAC ECARGALCAGARAAT TLARATACAA L AGEACCARAGRATTCCARTACAG)
TCACCTOGNNHGRTCCACATE rrel] CCGCARANNNGES COACATS £2:4 ICACATACHITHCATCORCAT S <4
TGCAGSACLAGAGAAT Tmﬁ\%’{ TECAGGRCCAGAGAAT TCGAR TACAC (TCCAGGACCAGRGAATTCCAATACAT
TOATGGRNNNGATCGACATE 125 TTTOCTCNNNGATCGRLRTG 2433 CTACACCHNNNGATOGR G 215 3
[ TGCAGGACCAGAGAAT TCGRATACKS ITGCRAGEACCAGRGIATTCGAMTACET) T CCAGGACCAGRGPATTCGRATACAC)
PATTCTANNNGATCOGACATS 2256 [T AACTAGITHNGAT CGACATE 2538 PPACTCORINGATCCACATS 2V7E
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TGCAGGACCAGRGRATTCGAATA

TGCAGGACCAGAEAATT CCARTACAG

TGURGGACCAGAGRRT | oA ACAC

i GCATANNNGATCGACATS Z237 T BCTGANMNNGERT COACATE (2257 [CTATTCCHNNGATUGACKY G 2777
TECAGGACCAGAGART | CARATALAL (GCAGGACCAGAIART [CGARTACAT TGUAGGALCAGARRA L - CGANTACAG
[GecEr GoRmNEATCERATE {2298 POTATCANNNGRUCENCATE 538 ICCAGTRANNNGATOGRON"G FRAL)
TCCAGGAGCAGAGRAT TOGRRTACAC TECAGGACCAGAGI AT TCARATRLET TECAGGHGCAGACAAT: COART ALRD
CAGTGCONNNGA T BACATE 2259 JcT GACANNNNGNC CGACATS 39 JECOAGACHNNGATCGAICS 2178
FCCAGGA S RGAT AR TCGARTACAL GCAGAACCRGRAANL (CGARTACA TGUAGRAC CRGASAR . CIEART AAT
GCCCTISHNNGATCCREATG 2300 |GTGGTCANNNGAZCGRCATS 2540 [TTCATACNNNGRTSGRCNIG 2180
(TP GALCARALART TEGRATALAL TECAFEALCAGARAAT LCGAA TAIL, DGCAGGACCAGALAR T JCGART AICAIC
CLET CGLHNNGRTCCGACATE 3¢l CETATACHNNGAI CGACAT G L1 Y MC?ETM_NN'G.’KTC'GMI\TG 2781
TCCAGGRCCEGAGART TOGRRTACRE TECAGGACCAGACARTTGOAS TACA TECAGNRCCAGRCAR T CGANTACAD|
TCCTCCONNNGATECACATE 2302 CCCTGCRANNNGATCGACATG 142 leTGUTCTNNNGATCGACATG
TCCRGGRCCACAGRAT TCGRATRLAG) T GCRGGACL AGRGRAT T CARATALEA TGRSR CAGAGRAT T CORRT AR

T CORTTRNNGATCEACATE 2303 |CCCTTAGNNNGATCGACATS 43 |ARCTTCTNMNGATCGACATG
TGCRCGACCAGRGAAT TCGRATECAG) TGCAGGRCCAGAGRATTCGRATACAT T GCAGRACCAGHGRAT TCGART ALAG]
ACTCO TTHNNGA 2304 |STRCTITINNGATCSACATS £43 __ [RATCGAGINUGATUSACATS 2154
FOCARGACCACAGAAT TRARRTACE COCRAGRCOACACARNT GORRTACED COARCACCATACAR T CORATACED

(5 BAC TANNNGATCGRCATE 2355 ATTRTSANNNGATCGRCATS 2535 TCCUGEANNNGRTCERCATS ERLE)
TGCAGEACCAGAGAAT T CERRTACAN SECAGEACCAGALEPAT ' CGAXYACAL TECAGEACCAGREAA D TCOAART ALAGH
GAGTCTEMINGATLERACATE 2306 |RGRCCCGNNNGRTCGACATE 2546 [APAUTANNNGATCGATATG 2786
TGECALGACCAGAGART TCGRAATATAL TGCASGACCRGRGART TCGAATACAT TGUASGRCCRGAGRRE TTCGAATALAR
TZTCTARNNNGATCGACATG 2307 JAGCRCCAHNNGR TCGACATE 2247 ILCCTAASNNNGATCCACAL G 2767
TCCREGACCAGAGRAT | CARATALAD T ECAGEA L AGREFAT T CEAA TALR ] TG CAL A CAA T - CEARTACAS|
CAGAUCCNNNGATCEACATE 2108 |aGAGTGANNNGATCGACATS 2548 [CTCATACNNNEATCGACATG 2788
TGCAGGACCAGAGAAL TCGARTAAL GLAGEACCHANEARL L CEARIACAT GCASGACCAGAGAA. - CGARTALAT
TTTRSTCRNNEATCERIATE 2309 |eRCOTSGNNNGATCGACATE 2043 |SCTTETGNNNGATLGRCATG 3183
TCCAGGACCACAGIATTCGRATE TGCACEALCAGRLRATTCEAATACRTS T CLAGERLCACRCEATTCOAAT AR
TGTGC TGNNWGATLGRCATG 2310 < TACACNNHGAI CGRCATG 2 5ol PVCT TCCGNNNGATCSACATS 2150
TGCACGACCRAGRGAMTTOGARTACAC TECAGGACCAGRGANT TCEAATACAT] [TECAGGACCAGAEAR T T CoARTALAA]
(CCRECTGNNNEATCERCATE 231t |ecoasceanncaTceacaTs 2551 [TCAATGTNNNEATOGADATS 2191
TCCAGGRCCAGAGAAT 1CEARTACAG TECAGEACCAGAAAT L CEARTALAG) TCCAGGALCAGAEAAT T LGARLALAC]

A CLAAGHNNGATCERCATS 2312 |CTTACTGHNNGATCGACATG 2552 ATTGATANMNGATCGACATS 2792
TGCACGRCCAGRERAT TCCRATACRL TRCAGORCCARRCRAT LCAATECAT, FCCAGEAC CAGREARTTCOARTECAT]
(CTGREGUMNRGAT DGACATE 2313 TACTCTANNRCATCGACATG 25332 CACGARANNHCRTCCACETG 2722
I TCOAGGA LR GA AT TORRRTA A TCCAGGRLCAGACEAT CORRTACHD T ECAGGCRLCE AR T T CRARTALAT
CAAGCCGHNNGATCGRCATE 2314 {CECCTATNNNGATCGNCATE 2554 [ATTTTACNNNEATOGRCATG 4794
FGCRGGAGCAGAGEAT ICGRATRCAT TECAGGACLAGRERAT | CEARTACAC) T GCAGERLCAGAGAR T T CEART ArAT

2T GTCATHNNGATCEACATS 2315 |eTTASAGHNNGATCGACATG {2055 IRACTTCONNNGATCGACATS FAER)
PG oA RACCAGAGAR] TCRARTACAA | CCAGEACCREAGART - CEARTACAT] T GCAGRAL CAGAGAR Y TCEARTALAL

GECT T TONNNGATCCRCATE i—dio [TCTATSINNNGATCGRORATES (2558 (CTCACOONBNGATICRCRTS a 138
TCAEEALCAGAGART T CEAA TAL AL TECAGEEALCAGAERAT L CEAATALRT IGCASERCTAGAGAA T TCGAATALRA
CTRTETINNNGATCRACATS 2317 [TTTACACHNBGRTCGACATS 2557 [CCTIAATNNNEATCGACATS 2797
TECAGGACCAGARRAT TCGARTACAT| T CCAGGACCRGAEP AT TCGAR TACAT] TGCAGGACCAGAGAR . JCGARTACAG)
|S7\CACCANNRGATCGAOATE 2218 TGTTTTGNNNGATCGACATE poss  JetGrars TCGACATG FAEL)
TCCABGACCAGAGAAT TCEANTALAL T AGEACCAGAGRAT L CRAA TALAT) T ECAGEALCAGAGRAT - CEARTALAT)
CCTCARRNNNGATCGACATE 2319 RRACACCHNHGEICGACATG 2259 PARTAGTMNNGATCCACATG I:;?sl
TECAGCGACCAGAGAAT TCEAATALTLf [TGCASGACC AGAGANT TCGAR TACKA] TeUAGGACCRGAGAR TTCLAATAL

(CGCAT TANNNGAT COATATE 2320 |CCTCCGCNNNGAICGACATS 2560 [TCTATTONNNGATCGACATG 809
TCCAGGACCAGAGART TCGRATACA: TGCAGGACCAGRCART TLGARTACAS TErAGGAL CAGAGAR - TCHAATACAT

(T ARATGINNGA T CGRCATE 2321 |TTARCATHNNGATCGRCATE L6l |AGTAGCOMNNGATOGRCRTG 2801
[GCACGACCAGRGARL TCEARTACAA TECAGEACCAGAGAR TLGAR TACAL) L AGEACCAGREARL TCAAT AUAG)
(GCRCTACMNNGATUERCATE 2322 JATGCEONNNGAT CGACATE 2552 [TACARARNNNGATLLACAT G 2E02
TCCARGACCRGAGART TCRAATALAL| TECASGACCAGRGAAT TLEARTACHT [TCCAGCRLCAGAGAR TTCEAATALAR

AT TCAGSHINGAT G GACATG 2323 |CICGAANINNGATCGRCATG 2563 lGAGTACGNUNGATCGACATS 2803
CCAGGACCAGAGRAT TCARATACAL T CCAGGALLAGAGAAT TCEARTALEA TECAGGACCAGAGAR T CoAATBCAT)
16T CCEMNNGATCSACATS 2324 ITGTOGACNNNARTCGACATS 2lod _ RGRCTTENNNGATCSACATS 26U5
GCREGACCRAGAGARTICERATALAG T GCASRACCAGRERAT T CGARTACAT] TGUAGGACCAGARART T CBAATACAL
(CRCEATTHNHGATCGACATE 2323 JARCAGUCNNNGATCGALAT 2563 JCR-CAAFNINGATCGACAT S 28035
TGCRGGALCAGAGRAT TCRRATRLRA| TECRGGACCAGAGRAT T CEAATRLRS, [TECRAGGRCCAGRGRATT COARTACRA)
TGTCATANNNGATCCACATE 2326 |CCCAGTCHNHGATCOACATG 2L56 JGCCTCOCNNNGRTSGACATS J2602
16 CACGACCAGAGART TCGAATACA 1GCAGGACCAGAGANT T COARTACIN G AGGACCAGAGAR. TCCAATAIZAY

G CA CANNNGRTCERCATG 2327 {TCATARCNNNGATSGACATC 267 |CTGCTCONNNGATZGRCRTG z307
TGCREGACCAGAGRATTCARATACAC 7GR GEACCAGRERNT TCGRATACT. T ECAGENCCAGAGRAT TCERATAAN
CGTAAGTHNNGATCEACATE 2378 |AGGTCTCUNNSATCGACATS $68 |CTCCACANNNGAICGACRTS 2603
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CCAGAGRAT TCGAATACRA)
BAGAATCNNNGATCGACAT

GCAGGACCAGAGAAT
PR A CANNNGA TCGACAT

GLAGGRCCAGRGRATT
AGNNNGATCGACAT!

(TECAGGACCAGAGAART TCEAATACAL

[TECAGGACCABAGAAT TCCAATACAA

TCCAGGACCAGAGARTTCEAATACAC

JARGCCTANNNGATCGACATE 2330 CETACTCNNNGATCGACATE 2570 CGGATECNNNGATCGACAT & ZB10
(TECAGEACCAGACRAT TCOARTRCRC (TECRGERCCAGAGRAT TCEARTACRA TCCRGGRCCACGACAATTCOARTRCRT
AACLARNNNGA CGACATG 2331 (ITRAGTCHNNGATCGACATG 2571 ICTATATCNNNGATCGACAT S 2811

2
[TGCAGGAC &EGJ\GJJ\TTCGMTJ\C&T
el

TCCAGGACCAGREAAT ICGAATACAC

[T GCAGGACCAGAGARATTCGAATACAA]

GCCTAATNNNGATCGACATG 2332 ETCRAACNNNGATC GRCR {CIC CCTRNNN SRS G 2H 12
TGCAEGACCAGAGAAT TCGARTACAS) TGCAGEACCAGAGRATT TCCAGGEACCAGAGAATICEARTACRG
[AGGTCTTHNNGRTCGACATG 2333 IGTTAATTHNNGATCGACATG 12573 (CCTGETCNNNGATIGACATG 2613
TECAGGACCAGACRAT TCGARTACAR TCCAGGRCCAGRGRATTCCAATRCRT [TCCAGGRCCACGRGRAR TTCGARTACRG
(GCCCCTGNNNGATCGACATG 2334 [CACACGTNNNGATCGACATG 2574 IRCGATCANNNGATCGACATG 2Bl
TCCAGEACCAGAGRAT TCGRATACAG) TECAGGALCAGALAATICGAATACRC T CCAGGACCAGAGPATTCGAATACAS
CTCRACANNNGATIGRCRTS 2335 CCRAGTGENNNGATCGACATG 24515 CCCATARNNNGATCGRCATG ZH1S
TECAGGRCCAGAGRAT TCGARTACRA) TGCAGGACCAGAGRATTCGARTACAT TGCAGGRCCAGAGRA =ARTRCAA
PCAGGAGHNNGATCGATATG 2336 CCAABGITNNNGATCOACATS: 'EETE CTTPCATNNNGATCGACAT G 281C
TECACCACCACACRATTCGRATACAL F;GCMGACCEGI‘GAAT'TC(‘MT.&Q T CCAGCACCAGAGRATT Tl.h?h(‘..k'F!
CCCAGAGNNNGATCGACATE GRGTATTHNNGATCGRCATE 2577 CGACTTCNNNGATSGRCATS 2817
TCCAEGACCABAGARAT TCGARTACKS TCCAGGACCAGABAATICGARTRCAT! TECAGEACCAGAGRATTCGAATACAC
RCCTGGUNNNGATCGACATE 2338 CTACGETHNNGATCSACATE 2578 SCTACTINNNGATCSACATG 2B 8
TECAGGACCAGACAAT TCGRATACAG TCCAGGACCAGAGAAT ICGAATACAC [TECAS CRGAGARTTCGAATACAL
CCAMGCCNNNGATCGACATG 2339 (CCETCAGNNNGATCGACATG 12579 ICAARACGNNNGATCEACATG 2819
FCAGGALCAGAGRAT TCEARTALAC TGCAGGACCAGAGRAT TCCAATACAT TECAGGHRCCAGAGAATTCGAATACAT
TGETGECNNNGATLGACATC 2340 (GEATGTTNNNGATCGACATS 2580 TAT GGCGNNNGATCGACAT G ZE2U
[TECAGGACCAGAGAAT TCGAATACAL) I GCAGGACCAGAGRAT ICGAATACAG T GCAGGACCAGAGART TCGAATACAG
ETATGTGNNNGATCEACATG 2341 ACARGGEINNNGATCGACATE 2581 ICTATTAANNNGATCOGACATG 2921
TCCAGGACCACAGRATTCGRATACKT) TCCAGGACCAGAGRATTCGRATRACEA {TCCRGGRCCAGAGPATTCGARTACAS
GCCTT TCNNNGATCGACATG 2342 ITTAAMAANNNGATCGACATE 2582 (GCCCGCENNNGRTCGACAT G ZBLZ
TECAGEACCRGRCAAT TCEAATACAT T CCAGEACCARAGANT TCEAATACAR, {TECAGGACCAGRGAR T TCEAATACAG|
ARATTTANNNGATCGACATG 2343 CCACCCGNNNGATCGRACATG Z583 = TGCNNNGATCGACATG 2823
TCCPGEACCASAGRATTCGRAATACAT TCCAGGACCAGAGAATICCARTACAT L GCAGGACCAGAGAAT TCGRATACRA|
CECACATHNNGATCGACATG 2334 (CEAAC TANNNGATCGACRTS 12554 ICCAGCCINNNGATCCACATG 2824
TECRGGACCAGACRATTCGAATACRT) TECAGRRCCAGAGRATTCGRATACRED |TGCCAGGRCCAGRGARTTCGAATACAT
EARCRCTHNNGATCOA AT 2365 LCGCCEANNNGRTCSACRTES 2583 [TCATCGINNNGRTCGACRTG B25
TCCAGGACCRGAGRAT TCGRATACAT TECAGGRACCAGAGRAT TCGARATACRT [TCCAGGACCAGRGRATTCGRATACAL
TRCGCCRANNNGATCERCATG 1349 CATCAGINNNGATCGACATG 2586 IATAAARCNNNGATCGACATG ZB2E
TCCAGEACCAGAGRAT TCGRATACRA] TGCAGGRCCAGAGRATTCGRATACRC TECAGGRCCAGAGRATTCOARTRCAC
GCCCTCOCHNNGATCGACATG 2347 IACTTTGCHNNGATCGACATS 258" TCGCGCTNNNGATCGACATS 2627
TCCAGEACCAGAGAAT TCEGAATACAL TCCAGGACCRGACART ICCAATACAT [T GCAGGACCAGAGARTTCEAATACAL
GEAPAACNNNGATCGACATG 2348 ICCTGATCHNNGATCERALATS 2588 PACATGTONNNGATCGRCATS 2Bz8
TECAGGACCAGAGARAT TCGAATACAG TGCAGGACCAGAGAATICGAA TACA TGCAGEACCAGAGAATTCGAATRCAC
GCCEGTTNNNTGCATCAGE D 2349 RACTCCANNNTECATCREGT 2589 (T CRCCGCHNN TGCATCAGET 2623
TGCAGGRACCAGAGRAT TCGARTACAT [TGCAGRACCRGAGRATICGARTACAG | TGCAGGRCCRGAGARTTCGAATACAL
[PCGCTACNNNTGCATCAGET 2350 GTCAATCNNNTGCATCAGGT 2530 (RCGTCTTNNNTGCATCAGGT B30
TECRGEALCAGAGALT TCGRATACRT TECRGGACCAGAGRAT TCEAATACAT TECAGEACCAGRERAT TCGRATACAA
CRCTTETNNNTECATCRGET 2351 T CCACCHNNT GEATCRECT 2591 CTCLETANNNTECATCACET 2831
TCCRGGACCAGAGAAT TCGAATACAG) - GCAGGACCAGAGAAT T CCAATACAS |- GCAGGACCAGAGAATTCGAATACAT
AT AGACCHNNNT GCATCAGST 2352 CACCTCCHNNTECATCAGGT 2532 AARTTATNNNTGCATCAGET 2832
TECAGEATCAGAGARAT TCGRATACAR - GCAGGACCAGAGAATTCGRATACAT [TECAGCRCCAGRGAATTCEAATACAT
GTCCAGTHNNTGCATCAGET 2358 CRAGTGCRNNTGCATCAGET 2593 |RETCTARNINT GOAT CAGET ZR33
TECAGGACCAGAGRAT TCEAATACRS TGCAGGACCAGAGRAT TCCAATACAT T CCAGGACCAGAGAR T TCGAATACAL
CCRTCAGNNNTGCATCAGET 2351 IECCETTHNNTGCATCRGET 2504 IRAACTATHNNTIGCATCAGET B34
TG CRACCAGACRATTCGRATACAT TECAGERCCRERCART TOEAR TACAG [TCCAGGACCACAGAL T TCGAATACAT
TICCGAGKNNTGCATT. 2355 PGGAGTANNNTECATCAGET 2595 ICACTGTOMNNNT TCAGGET 2835
CGCAGGACCAGAGRAT TCGARTACAC TECAGGACCAGAGRAT ICCRATACAG [T GCAGGRCCAGAGAATTCEARATACRA)
CCRACGATNNNTGLATCRGET 23156 (CCTCACCHNNTGCATCRAGET 259E RCAAATENNNTGCATCAGET 2836
CGCAGCACCAGAGART TCGRATACAL [TECAGGACCAGAGAAT TCCARTACAM [TGLAGGACCAGAGAR T TCGAATACAT
(CTATCCANNNTGLATCAGGT 2357 [LRACRCCANNNTGCATCAGET 2537 [TTTCTTCNRENTGCAT CAGET 2837
TECAGERCCAGAGRAT TCGRATRLREC TECAGERCCAGAGRATTCGAR TRCRA TECRGERC CAGARGRATTCGARTRCRC
AATCCTGNNNTGCATCRAGET 2358 CCCCATTNNNTCCATCACCT L0980 ITCAGTCNNNTCCATCAGET 2638
(TECAGGACCAGRCAAT TCGAATACAL L GCAGGACCAGAGAAT TCGAATACAN [TECAGGRCCAGRGART TCCAATACAR
GCTCAARNNNTGCATCAGST 2359 TRGTCTANNNTGCATCRAGET 2589 IGCTCTGTNNNTGCATCAGGT 28323
TCCAGGAICAGAGRAT TCGPATPLCRG' TGCAGGACCAGRGRATTCGARTACAG [TCCRAGERCCAGRGRATTCGARTRCAG
TIGCAACNNNTGCATCAGGT 2360 ARTGTCCHNNTGCATCAGGT 2500 ICARACACGNNN T GCAT CAGET 2840
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TGCAGGACCAGAGRAT TCEAATACAL]

AGGACCAGAGAA T TCEARTACAL

TECRGEACCAGARRAT I CEARTACEC
AGRGUTANNNTGCATCRGET 2351 I TAGATCGNNNTGEATCRGET 801 i GAGGHNNTGCATCAGGT 284 1
TGCABGATCAGAGAAT TCGAATACAG] TECAGRATCAGAGART TCGAR TACAL TGLAGGACCAGAGAR I TCGARTACAR
CCTAACANNNTGCATCAGET 2162 (GCARCOCNNNT GCATCAGET 2602 TAL TECANNNT GCAT CAGGT 2842
TECAGCGALCAGAEART TOGARTRLAL TCCAGEARCCAGACGAAT TCGAATRCEG T CCPGGACCAGARGPATTCCARTACAT
TGAGACTHNNTGCATCAGGT 2363 GAGAGAANNN T GCATCRGGT 2ed3 ICTCTGETNNNTGCAT CAGET 284 3
Tl GACCRGAGART TUGARTACAR, T CCAGRACCAGRGARAT T CEARTACAG [T ECAGGRCCAGREAR TTCEAATACAR
CGTTCCANNNTGCATCAGST 23€4 TTETCCINNNTGCRTZAGET 604 T TGEAGENNNTGCAT CAGCT L8644
TECRGEACCAGAGRLT TUGARTACAG TECREEACCAGACGRAT T CCARTACRT TECAGERCCAGAGRAT T CCARTACAC
GAAGC TANNNTGCATCAGGET 2365 (GECATACHNNT GCATCRGET R2El5 [RTCATTTHNNNTGCAT CAGET 28545
TCCACGACCAGRGART TCGARTACKD ITECASGRCCAGRCRATTCCARTACARG TECRGORCCACRGAR TTCCAATRCAS
CCTGTAI‘MTGC}-\TCRGJE_T £366 MGC&ATNEETG(JL'ICA&GT 260€ ;\C{'.'-‘GATNN'H'_'GCETEEGGT 284 E
TECRAGGACCACAGAAT TUGRATACAT TECAGEACCACACAAT TCEAATACAT TCCAGGACCAGAGAATTCCRATACAC)
AGCOTCTHNNNTGCATCAGET 236" (CTCACSTHNNTGERTCAGET 2607 CCCGTORNNNTGCAT CAGET 28477
TGCAGGACCAGAGRAT TCGARTRCAR) TGCAGGRCCAGAGRAT TCEARATRCAC TGUAGGRCCAGAGRATTCCARATALAG
FGTACCTHN 'G{'.A'IC.REG": 2258 T C:"‘.'GGCA_‘:LN"'!]'E'GCATCAGG'I' = 2608 KCAGGTP;*_!_!‘SETGK;ETE‘AC{{!‘ 2843
TOCACCACCRACACRATTUGRATACET TCCASORCCACACARTTOCRATACRCD TECACCACCACRCRATTCCRATACAC
TCTNNNTGCATCAGET 2369 TTAAT GRNNNTGCATCAGET 2603 CC GENNNTGCAT CAGET 2849
TGCAGEACCAGAGRAT TCGARTACAG TECAGEACCAGRERAT T CCAATACRA [TGCAGEACCAGRGAA I TCEARTACAC
ACTTRCEHNNTGECATCRGEET 2370 ACTCACGNNNTGCATCRGET el CTTOTARINNTGCATCAGET 2850
[CALEGACCAGACART TCGRAATACAS TCCAGGACCLGACANT TCGAATACRD I CCAGCACCAGREAR T TCEAATACAR)
CTTCCACNNNTGCATCAGET 2371 CCAGTGRNNNTGLATCAGET 2611 GECTTGINNNTGCAT CAGET 2851
TECAGUACCAGAGRAT TCGAATACAC TECAGERCCAGAGRAT TCGAATACAT TECAGERCCARAGAATICG
T TCTGANNNTGCATCAGGT 2372 PATACTGHNNTGCATCREGT ZCLld CCRGTTCHNNTGCATCAGET 282
TGCAGGACCAGAGART TCGAATACAL! 1 GCAGGACCAGAGRAT ICGAATACAR [T GCAGGACCAGAGAAT T CGAATACAL
GRCACTANNNTECATCAGGET 2373 ARGTCOCNNNTECATCASET 2813 CACCGRENNNTGCATCAGET 2853
(TCCRACGACCACAGRATTOGRATACED TCORGERCCACGRERATTOCGRATRCES [TCCRGERACCAGRGRATTCCRATRCAS)
TGTGAGTNNNTGCATCAGGT 2274 CTGGAAANNNT GCATCAGGT 2e14 |CARTGCANNNTGCAT CAGET 2854
TECREGACCRAGAGAAT TCEGAATACAR TECAGGACCAGAGRATTCGAATACRA) CGCAGGACCAGRGARTTCEAATACAHR
(GAGRCACHMNNTGCATCAGST 2375 (RCAGGACGNNNTECATCACET 2615 |CAT TACANNNTGCATCAGET 2853
TGCAGGACCAGAGAAT TCGPATACAT TECRAGEACCAGAGMAT TCGPATALAG IGCAGGACCAGAGARTTCGAATACHA
AR T T TGRNNT GCATCAGGT 2376 TGEAASTNNNTGCATCAGGT 2618 IGTCTCTONNNTGCAT CAGET 2B5E
TECACGACCAGAGRAT TOGARTACAL TECAGGRACCAGAGRATTCCRARTACAD
TARTTTGHNNTGCATCRGET 2317 GCGGACTMNNTGCATCAGGT 2617 2E57
(TCCASGACCAGAGRATTOGRATACAL TECAGGACCAGRAGAATTCGRAATACRT TCAGGACCAGAGRATTCEARATACAS)
BT ACTATNNNTGCATCAGET 2378 RCTTETINNNTGCATCAGET 2618 CAATGCINNNTGCATCAGET ZBo8
TGCACGALCAGAGRAT TUGRATACHA TECAGGALCAGAGREAT TLGARTACRA TECAGGRCCACGAGRAT TCGART ARG
|SEGEATSHNNTECATCAGET 2379 IACTGACCNNNTECATCAGET 2ELS [CTGAATINNNTGCATCAGGT 2853
IGCACGACCAGAGART TUGALTACAT [[GCABGACCRGAGRAT TCEARTACAT T GLAGEACCAGAGAR T TCEAATACAL
TETRCACNNNTGCATCAGST 2380 TG TANNNTCGCATCAGET 2620 CRCTTCANNNTGCATCAGET SHED
TECAGGACCAGAGAAT TCGAATACAG TECAGGALCAGREAAT TCCARATACAN TGCRGGRLCCAGRGAAT T \TRCAT
PETTTCSHNNTSCATCAGET 2381 (TATTTTTHNRIGCATCRGET 2621 ICCETTCENNNTGOAT CRAGET 2HG1
TGECACGACCRGAGART TCEAATACAL TGCAGGRICAGRGRAT TCEARTACAT TECAGGACCRGRGAR T TCEARTACAL
IACAGRTGNNNTGCATCAGGET 2382 [CCCCATANNNT GCATCAGGT 2 02d IWCTCTCANNNTGCATCAGGT 2862
[TCCAGGACCAGAGRAT TCGRATALAG TECRGERLCAGAREART TCGRATACAC T GCRGEACCAGAGAR T TCCAATACRS
(RCTCBACNNNTSCATCRAGGET 2383 (PECTTGONNNTGCRATORECT 2823 RCCTEATNNNTGCATCACET 2663
[TGCACGACCAGAGAAT TCGARTACAT (TECAGGACCAGAGAAT TCGAATACAT| [T GCAGGACCAGAGAR T TCGAATACAR
TLGCTGTHNNTSCATCAGST 2284 -';FAC(.’ST}_IE_TTGCATCI\GGT 2624 GAGCTCTHNNTGCAT CAGGT 2854
TGLAGGACCAGAGART TCGRATACAL [TECAGGRCCAGAGRAT TCERATACAC TECAGGRCCRGAGRATTCRARTACAD
T COCAGHNNTSCATCAGET 2385 GOATTERNNNTCLATCAGET 2625 TECAT TENINTECAT CAGET ZB6S
TGCAGGACCAGAGAAT TCEARTA A TGCAGGACCAGAGRAT TCGARTACAL TECAGGRCTAGAGAA T TCEAATRLAT
[CATGCATHNNT GCATCAGGT 2386 H5EOGT TEHNNNT GUATCAGET lpaze GCTATCCNNNTGCATCAGET 286E
(TCCACGACCRGRGART TOGRATACAR (TECASGRCCAGRGART TCEAR TACAD T CLAGEACCAGRGAR TTCCAATALAL
IARGTGCENNNTGCATCAGGT 2387 I GCCTENNNTGCATCAGET 2&27 IMCCTTEINNNTGCAT CAGET 2867
TECRGEACCAGAGRAT TCERATACRE TECRGGRCCAGASRAT TCCARTACE | TECREERCCAGRGAR T TCERAT AL AR
BARGCACHNNNTGCATCRGET 2368 AR GOTRCHUNNTGORTCRGET PE2E TTCATCTNNNTGCAT CAGET ZHOE
TGUAGGACCAGAGAAT TCGAATACAL T GCAGRACCAGAGARAT TCGARTALAL CGCAGGACCAGAGAR T TCEAATACAL
GCTECTENNNTGCATCAGGT 23g9 [T TCARNNNY GLATCAGET 2629 AT TCAENNNTGCAT CAGET 2BE3
TECACGACCAGAGRAT TUGAATACAS TECRSEACCAGACRAT TCCAATRCED) T CORGGRCCAGRGAATTCEAATRORT
CCCRAGCHNNTGCATCAGET 2330 (ARCGT TGNNNTGCATCACGGT 2E30 CETGCATNNNT GCATCAGET 257D
TECACEACCAGAGAANT TUGAATACA TECASGACCARAGAAT TCGAATACAS T GCAGGACCAGRGAAT JCEAATACAT
TCACATAMNNTECATCACET 2391 {TACTAGCNNNTGCATCACGT 12631 GTGTTTTINNNTGCAT CAGET 2871
TECRACEACCAGAGRATTCGRATACAR TECAGGERCCAGAGAATTICGAATACAT T GCRGEACCACAGRATTCGARTACAT
CICTCIGHNNTGCATCAGET 2392 GAGTGICHNN T GCATCAGET 632 CGCATCANNNTIGCATCAGET 2872
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GCAGGACCAGRGARATTCGAATACRL TECAGGACCAGRGRATTCGARTACAC
SCCCUCGHMNNT GCATCREST 4408 IRARCAGENNITGCATLRGET LEas PACCTGUNNN TGCATCAGET 2 ed
TGCAGGACCAGAGART TCSRATACAT TCCAGEACCAGAGRAT TCGAATACAG 1 GLAGGRCCAGAGAR T TCGAATACAA
TIART CONNNT GCATCAGEY 12394 (AT GCTANNNTGUATCAGET 20 34 JCCGAC TINNNTGCRATCAGST 287
TCCADGRLCAGACRATTCGANATALALC TCCAGGACCASAGY ATTCCARTALRS TECRAGERC CACRGPATTCOAATRCAT)
CETCEOANNNTGCATCAGET {2383 YU TCACGHNNTGCATCAGET €33 IGAMT TALNNNZGCATCAGET 2873
(DECASGACCAGAGARAT TCEARTACAT T CCAGSACCAGAGAATI CGAATACAG T CLAGGRCCAGAGAR T CHARTACAR,
SRERARTRNNT SCATCAGST 2395 TAGRTCONNNTCCATCAGET 263 IACAGAGINNNTGCAT SACGT 2976
TECATGACCAGAGRAT TCERATACAC TECAGGALCAGAGRAT . CGAATALRL] IGCASGRCCAGAGRATTCGAATACAT
STTATAANNNT GCATLARGT 2337 JCCCAACENNHT GCATIAGET 2¢37 1T GTTCLNNNCGCATLAGGET 2877
TECAGGACCAGRGART TCGRATACAT ITCCRGGRCCAGRGRATTCCAATACA TECAGGRCCAGRCARTTOGAATACAT
C7 RARACNNNT GCATCAGST FEEL] IAGLATAGNNNTGCATCAGGT £3s ILCT CTACNNNTCCATCAGET |2H 1]
TULAGGACCAGAGRAT TCGRAT. TELAGGRICAGAGPAT TCGAATA T GLAGGHCCAGAGRAT I CGAATACRS
[CRCTOGANNNTGCATCAGET 230D GTGTCATHNNTECATCAGGT 2639 (TRCAGACNNNTGCATCAGET 2878
TRCAGGACCAGAGAMT TCOARTH TGCAGSACCAGAGRATTCGAATACRT) TGCALGRCCAGRGAATTCCAATACAT
CATCGTAMNNTGCATCAGET 450 [CE TCOALNNNTGCATCREGT j2E40 MEAGTCTNNNI GCATCACET |e8ad
TECRCGACCAGAGRET TCGRATACA (TCCAGGRCCAGRGRAT TCCRRTACRG TCCAGRCACCAGAGRETTCCARTACAR
TRAGACGNNNTGUATCAGET &N AT CAGTTHNNTGIRATCAGET 63 1 JERGAGT TNNNTGCATCAGET LS
TECNGGAULAGRGAMT TUGAAT ACARN TECAGGALCAGHGPAT TCGEAATACAT| - GCAGGACCABAGAN I TCEMATACHT
RAGCCETHNNTSCATOAGET 2eliz ICCACCTTHNNTECATCAGET L RCATTCTHNNTGEATCASET A HAZ
TOLAGGACCREGACART TCGAATACAL TGLAGGRTCAGATAAT TCGAATACAA TCCAGGACCAGRCERR TTCLGAATACAL
CAT GETANNNTGCATCAGET 2403 JGCCCACGHNNT GLATCAGET 2643 ACARTECNNN - COAT SAGET 2083
TCCAGERLCABAGAAT TCEAATALAC TCCAGERCCAGABRATTUGAATALAS TECAGERCCAGAGRA T CEARTACRG
fWﬁTMHN_ﬂTGU.TC&GGT 2204 PCRTUTCHNNTGCATLAGET @f-q 4 TR TTACNNN TGCATCAGET 2H84
CECAGGACCAGAGAAT TCEAATACALY TECAGGACCAGACAATTCCAATACAT) S GCAGCACCAGAGAATTTGAATACAL
AT CARAANNNTGCATCAGGET 2485 LS TTAACNNHTGLATCAGET 2045 GCCTITINNN CGCATCAGET |2383
TCCAGGALCAGAGAATTCGARATALRAA TCLAGGRLCAGAGFAT TCGARTALRT] [T CCAGERCCAGAGRAT TCCARTRLCAS
G GCCGONNN Y GCATCAGET 124 0T CCCTAACNNNIGCATCAGEY 2ede €. GLIGLHMNTGCAT AGET 268 E
TECAEGACCAGREAAT TCEAATACAL  ECAGGACCAGACAAT TCGAATACAY T ECAGCACCRARAGAAT TCEAATACAR,
CCTEECTHNNTSCATCAGET (25110 (CTCGACRNNNTGCATUAGET 2ed RCECGCENNNTGCAT CRERT FL
(CECALGACCAGAGRAT I CGRATACAL IGCAGEACCAGARAATTCERATACAT |2 CCAGGHLCAGAGIAT L CGAALACAA
AL T OGN T GCATCAGE D 2406 [SRGR A NN ICGCATCAGET 2€18 C G0 I GARNIN I CATCAGST B33
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GALCEGAGRA %

CACGCACHNNACCTATGCCA 2882 AT GCUTANNHACCTATECCA 2129 [LCTGATCNNHACOTA TGOCA 2263

SECAEGACCABAGAAL TCUAAL, LEUA AL CAGARART JCGAATACAT L ECASEACCAGALAA L JCEAATALAN
ATCCTCORNNMCGIATGCCA 2880 ETGCGENNNACGTATGLCA H1:0 JARGCGLENNNACGTATECLA 3374
TGCRGGACCAGAEART TCGAATA TECAGGACCAGAGRAT TCEARTACAS] TECNGERCEAGAGAATTCEART AENT]
S GOCCGTRNRACGT AT SCCA 2880 TAGTOCANNHACGTATECEA 3131 CCTORATNNRAL GTATSCLA 2371
[ TRCAEGACCAGAGART TCGAATACAR) I TECAGGACCARAGAAT TCGAR TAC RS [T GCAGRAC CARAGAL TTOEAATACAT
CACTAGCHNNACGTATSCCA 2892 [TTSTTGCNNMACCTATGCCA 2152 CACCGARNNNACCTATGCCN 2392
SCLAGUALCAVARMAT TCGRRATALAL LELAG AL CAGAGIT LU GAATALAA o CLAGRNL CAGMWIRNA S D CUMAT AL
[CCTECGENNNACGT AT GOCA 2893 GRGOT TCIRMNACGTATGCCA 3133 CCGETTGENTNACGTATECCA 3373
TLCACGRCCAGAGAAT TEGAATACAT TOCRGRACCAGAGRAT TCCARTACRG [T CCAGCACCACRCART TOCAAATRCAR
TCTCGTEHNNACGT ATGCCA 2824 [TACTSTONNNACET ATGLLA 3134 C.Af‘ CuT TNN’!JM:\'-'I AT rscm 3375
TECAGEALCAGAGAATTCRAATACAT) (TCCAGGACCAGAGAAT TCRRATAZRL
|GETATECNNNACETATECCA 2895 (ECARCOCTHNNACGT AT OO 1135
VELATEACLAGAGAAL TCEARTALAN TEUAGGALLAGAGAAL [ LA TACAY]
TCACTCUNNNACGTATGCDA ZB96 [COCTGUTHMNHACET ATECCA 113€ S CANNNACGTAY GCHA
TECAEGACCAGRAGRRTTIGRATACRA] [TECAGGRCCAGRGAAT TCGREATACAC (TOCAGGACCADRGART™
ACINGSCHNNACET ATGCCR 2897 TCTCGOGHNNACGT ATGCL 31127 AT ITATNINAL GTAL GCLA 3377
TGCAGEACCAGAGRAT TCGRATACAL TGCAGGRCCAGAGRAT TCOLATACAC T GCAGERACCAGAGRAT TCCAAT AL
CETOT TANNNACETATSCCA 284K TACTTGUINHACETATEOCA cpel P TTACCLNNHALSTE MGOCA 2398
TECAGGACCAGAGRAT TCGAATACAR] T ECAGEACCAGAGAAT TCEAATACAN T ECAGEACTAGAGAR TTCGAATACAG]
AT TANNNACGTATGCCA 2859 TAATGAGHNMACGT ATGCCA 3139 IWCTACTGNNNACGTATGCCA i3i8
(TGCRGGRACCAGAGRAT TCGARTAL TCCAGGROCCAGRGRAT TCERRTACE D) T OCAGGRCCAGRGAATTCRARTRCI
CRCACACHNNACCTATSCCA 2500 CCTACTANNNACCTATCCCA 3140 - CCASCONNHALCTAZGCLA 13380
TECAGGACCAGAGANT TCLAATACAG TECAGGACCAGAGPRNTTCOAATACAN - GCAGGACCAGRGAA I TCEANTALKG
ETECECTHNNACGTATECCR {2301 _{ECRACACMIMACETATGCCR. (3141 _JGCTATTCNNNACGTATGOCA 2381 ]
TGCASGACCAGAGART TCGRATACAL) TECAGGACCAGAGAAT TCEARTALAT] T GCAGCHCCAGAGP AT TCEAAT RCAS
GTGRCSCHNRACGTATGOUR r4 TGTGTCTHNNACGT ATOCCA 3l ICTCGTGENNRACGT A TGO 2383
[ TECAGGRCCAGRGRAT TNGAATACAE TECAGRRCCAGRGRAT T LGRETACAT) TECRAGGRCCAGRGRARE T TCERATACAT)
[ACCCCCTHNNNRCGTATSCCR {2302 [CCARACONNNACCTATLCCA 3143 CCETACANNNACCTATOOCA 3383
[IGCACGACCAGAGAAT TCSRATAL AN TCTALGALCAGAA AT ICGARTALAT CARTACAA
CATTTEANNNACG L ATECCA 2904 kﬁmwhﬂhﬂﬁ'-k‘l‘ﬁc(k 3144 CICUTCANNNACGELAT A 2384
%(J-FGN LAGAGRAT TOARATECEG TECRGRROCAGRGEA ITECAGRRCCAGRGRAT
ST CCCACHNNACGTAI SCUA 2505 CTSTUACHMNHACCT A Jlas JCTCOTCTNNNACCTATGOCA 3385
[TGCAGGACCAGAGART TCGAATACAG] TECAGEACCAGRGAAT TCGAATACAL T GCASGRACCAGRGRA T TCEAATACASG
RCCCCAGNNNACEIATGCCA 2306 (T CAAGRNNNACGIATCOCA 2lis CCAGCCINNNACETATGEMA z3eE
TCCRGGALCAGAGRAT TCSAATALAR TCCAGGRCCAGREGAAT TCGAATRCR G T GCRGGRCCAGAGRATTOGAAT, RCPA)
ClOEASTNNNACE. ATECCA 2807 L EAAAGTHNNACE: ATGCCA 3147 FCCEIEUNNNACE LA ECCA 3387
| ECAGRACCAGACARTTCSAMTACAC TCCAGRACCRGRGART TOGAA TACAT S SUAGAACIAGARAR TN NGARTACAG]
“IARAGGHNNACGT ATGECOCA 2908 TECGCOCNNNACGTATGCCR Jiqe INTARANCCONNMACGTATGLCA 3388
TECRGERCCAGAGIAT TUGARATACKR] TECAGEACCAGAGRAT TUGRA TRCAG] TGCRGERAC CAEAGAR T TCERATRCAT
IZECARCGINNNACCTAT COA 2309 ITATTGOENMHACETATOOON (31449 IGEPACCCHNNNACGTATEOCA 3389
[T ECRCGRCCAGRGARTTCGAATACAL] ITCORGGACCAGAGRNT TCCAATACRA) (T GCAGGACCAGAGAR T TCCAATACAGY
BCT T TCTHNNASGTATSCTR 2810 CARATRGNHNACGTATGOLA LR [F CCASCONNNACTTATEOCR 3330
TCCASGALCACAGRAT TCGRATACAT (T RGERCCAGRENATTOGIATACR Y T CCAGEAC CACACART TCERAT ALY
GLATCCTHNNACGCTATECCA 2311 TECCCGENNNACCT ATOCCA 3is1 ICTCACCCNNHACCTATGOCA 338%
TCRGEACCAGACRAMI TCLAATACAT TECALOACCABACEAT L OARTAC AT T AGEACCARRGAR T TCUALT ALAT

T SGCNNNACCTATSCCA 2212 GTATACAMNNACETATECCA 3)52 CEECCALNNUACGTATGLCA 3392

TCCRCGATTAGACRAT TCRRATACRA] TEOAGEALCAGACART TOCRRTACRAR T ECAGCACOACACAR T TCARATACRD)
WCTAC TANHNRCETATCOCA 29]34 [GRCCTACNNNACGTATGCCR 13153 CECCARNINACGTATGOCA 2393
TGCAGGRUCAGAGAAT TCGAATACAT v IGCAGGACCAGRGERAT TCGCART AL BG)
ITCCGATGNNNATGCTRATOCTR 2514 ] £ TANNNACCTRTGOCE $39L
TECARGACCAEAGRRT TCEAA TACAG) LECAGEACCAGAGAAT TOEAA TACRY AACCALAGAR Y TCLRABTACKT
INGATACGHNNACET ATECCA 2315 SCCCTINNNACETATECCN 2153 IGN\H\'FNNNRC(:'IA"ELCR 2343
TCCRGUALCAGAGRAT IuGMT.‘-(A.l- TECAGGRCCAUAGHAT TCCARTRLAG) TCLRGUEALCAGAGRATICHAATACRD
[CCTTTTTHNRASGTATCCCA 25146 JICTTCRACENNHACGTATOCCA 3148 CTCTATANNMACGTATSCCA 23490
TGCAGGACCAGAGAAT TCGAATACAG] I GCAGGACCAGAGART TCGAATACAG] GCAGGACCAGAGARTTCGAATACAT
TLAGCGTNNNACGTATGCLA 2317 GTTTCNNNACGTATECCA 3157 [CCCCGCONNNACETATECA 239%
TCCACGALCACACARAT TCRIATACAR TCCAGGACCAGACAAT TCCRATACAT) (TECRAGERCCACACAAT TCERATRCAT
COCCECCNNNACCETATGOCA 2316 [CTTGATANNNACGIATECCA 2158 C0 CIACCNHNALGTAT GCLA 1338
TECACGACCAGAGRAT TCGAATACAR {TCCAGOACCAARGAAT TCURATACAN) - GUAGGRCCACAGAR T TCEAATACAT)
[TCCTCTONNNACGTATGOCR 2319 ICTATTACNNMACGTA () 21YS JETRCTTANNNACCTATGOCR 33939
(CGLAGGALCAGAGRAT TUGRATALAT) TECAGGACCASAGIAT TCGAATACRS - GC A G GAL CAGAGIAT TCGRATACAT
TATCTACHNNACGTATGEDA 2920 LEARCACNNNACCTATOOCA 2lgn IGETTTARNNNACGTATECCA 3400
THCACGACCAGAGRATTCGARTACAT] ITECRGRRCCAGRAGRAT T CRATRACEC) [T GCAGGRCCAGRGAR TTCGAAT MUAG)
jrCT, TTa__"’HNNACQ?AT-&iC(‘.I\ @'}21 -JT.BM‘.'P.HN_LMCGTA JLCA ) MCACGECNNNALGT AIGCTA 34U L
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TECAGGACCAGAGAAT TCUARTACAL
CAGTACAMNNACGTATSOUA

TTTCACTENNACGTATGCCA

GRCCAGAGEATTCCARTACKMN

3152

o TCGAGENNIACGTATGCCA

TCGAAT RCACH

(TCCAGGATCCAGAGART TCGAATACAR

(TECAGGRCCAGAGAMT TCEAA TACAG

TECAGGRRICAGRGAA TTCGAATACAL

[CRGBATANNNACGTATGCCA 2323 [ICARCGTNNNACCTATGLCA 163 IARCAS WI'N?\"'('TAT‘GFK A 3403
TECAGGAUCAGAGRAT TCGAATACAE TECAGGACCAGAGAAT TCEARTACAG) T L-'_Pl h."«!"LA(i-’ﬂL. G
I‘A ATACNNNACGTAT GCCA 2524 CGTGCTEHNNACGTATGCCA 2164 3
GACCAGAGARTTCGARATACAT! TCCAGGACCAGAGAAT TCEARTACAA
GNNNACGIATGCCA 29235 MCCC.’V:!J}JNACG.’P.TGCC& 2163
GAAT TUGRATRLAG SCAGEACCAGARRAT TCCARTRCAT i AR

[CT TRGAGNNNACGTATSCCA 2226 CCCTGTEGHNNACGTATGCCA 3166 TACGTCRNHHACETP. CCA E2L0E
TECAGGACCAGAGAAT TCGARTACAD [TGCAGGACCAGRGAATTCGRATACAA TECAGGRCCAGRGAR T TCGAATACAC
TAGEATCNNNACGTATGCCA 2327 (GTAGCCTNNNACGTATCCCR 3167 CTAGCEENNNACCTATGOCA 3407
ITCCAGERUCAGAGRATTCGRATACRE (TCCAGGACCAGAGPATTCCAATALRA TCCAGGRCCAGAGRATTCGAATACEA
BT ACGERNNNACCTRATGCCR 2328 TCCATGONNNACCTATCGCCA 2168 |CRGCCGENNNACCTATGCCA Z4U5E
TCCAGGACCAGACAAT TCEARTACAR TCCAGGACCREAGRAT TCCAATACAL ITECAGCGACCAGRGARATTCCAATACRG
CTTATCTNNNACETATGCCR 22239 (CCATCTTNNNACCTATCCCA 31489 CCGCCCENNNACGTATGCCA 2403

[ TGCAGGACCAGAGART TCGAATACAG: TCCAGGRCCAGACAATTCGRATACEA |TGCASGACCAGAGAATTCGAATACRT
ACGTCCONNNACGT ATGCCA 2220 "':'."\ATCC‘.‘}!NN?ACG':AI(.L‘.H 3170 AGUATEINNNACGTATGCCA 3410
TG@GTACC.?'G&('M'ITFFMT?‘('M TGCAGGRCCAGAGRATTCCAATACRD TCCAGCRCOAGRGRRAT TOCRATALAR
[[GGAMATMNNACGTATGCC, CTTIGTGTNNNACGTATCGCCA 3L 'C'“ PARTHNNACGTRTGCCA 341l
TCCRERACCAGRGARTTC u.F\ATP.'ZAZ' TGCAGRACCAGAGARTTCCRATACAG CAGACAATTCGAATACAL)
G TCAGGNNNACGTATGCCA 2922 LABAC CAGHNMNACGTATGCCA 3172 T CACCCENNNACGTATGCCA 2412
TECACGACCAGAGRAT TCGRATACAT TCCAGGACCAGACEATTCGRATRCRS TCCAGGRCCAGAGAAT TCCARTLCAT)
SCAAT CGNNNACGTATGCCA 2233 CATACTCNNNACGTATECCA 3173 ICCEACGCNNNACGTRAIGCCA 3413
TCCAGBACCAGAGART TCEGAATACAT [LCCAGGACCAGAGARTICGARTACAR TGECAGGACCACAGART T CCAATACAR)
TATGGATNNNACETATGCCA 2554 (CCCCCAGNNNACGTATCCCA, 2174 IRCT GCGINNNACETATGCOCA 24l
TECACGACCAGAGAAT TCOAATACARN TECAGEACCAGACNAT TCEAATACAC ':C—CA;G}\LCJ\&“L’\A" TCGARTACAG)
CATCETGHNNACGIATECCA 2315 ACTGT TCHNNACGTATGCCA 3175 CCTCCTENNNACCTATECCA a3l3
(TCCAGAACCRAGRAGART TCGAATACAA) TECAGGACCAGRAGRATTCGARTACAG '_-'ECA.:._u\CChGAGP}.T‘_‘CGAATAC?-.T
(APGTAGTNNNACGT ATGCCR 2336 (IGGAGGCNNMACGTIATGCCA I17€ AGT TARCNNNACGTATGCCA 3416

TCCAGGACCAGAGRAT TCGRATACAT TECAGEGACCAGAGAATICGAATACRA TCCAGEACCAGRGRATTCGAATACRS)
IARTAACCHNNACGTATGCCA GTATCGLNNNACGTATCGCCA 3177 CACTTCANNNACGTATECCA 2417
TGCAGGACCAGACRAT TCGARATACAA TGCAGGACCAGHRGAATTCGAATALAT| TGCAGGACCAGRGRATTCGAATACRG

TCATHNNNACGTRTGLUCR 2338 [CEAGATCNNNACSTATGCCA 3178 (CCGCATGNNHACGTATECCA 3418
“"C—CA FGACCRGAGRATTCGRATACRR TECAGGACCAGRGAATTCERRTACRS TECAGGACCAGRERATTCGAATACET
JCCTHNNNACGETATCCOR 2239 IGGTAGTTNNNACGTATCGCCR 3179 CEAGTRENNNACGTATGOOS 3419

IGCAZGACCAGAGRAT TUGARTACAT TECAGERCCAGACRATTCERATACAC) TCGAATACRC
(CARAGTANNNACCTATGUCA 2940 [CCTATCTNNHACGTATECCA 3180 TTNNHACGTATGCCA 2420
TCCAGGACCAGRGART TCERATAAL [ ICCAGGACCRGACAATTCEAATACAR 'AS'@.CC!\G&(—'A}.T:‘CGMTA SRR
INCATTATNNNACGTATGCCA EELY! PCCCACTINANACGTATGCCA a1el "\.I;AGCACNNNMG'IATGCI:A
TECAGERLICAGAGRAT TCGRATACR TECAGERCCAGAGEAT TCGRATRCA) TECAGERCCAGRGRAT TCGRAT AL A
CATACSANNNACCTATGCCR 2542 (CCRTTEANNNACCTATCCCA 13182 CTCCARTNNNACCTRTGCCA a2z
TGCAGGACCAGACGART TCGARTACAS [ IGCAGGACCAGRAGRATICGAATACAG TCCAGGACCAGAGARTTCGAATACAL
TACRTATNNNACGTATGCCA 2343 LI CTAAGNHNACETATGECCA 3163 1 CCTGAANNNACGTATGCCA 2423
TCCASGACCAGAGRATTCGRATACAT TGCAGGACCAGAGAATTCCAATACAS TCCAGGACCAGACRATTCGAATACAS
CATRAGCGNNNACGTATGCCA 2244 (GTGAGTANNNACGTATGCCA J1ldd Q‘.TGGC:‘\RNT-H\IMGTJ\_ GCCA Sdzd
TECAGGACCAGAGARAT TCGARTACAC! T ECAGGACCAGAGRAT T CEAATACAG FCAGGAC CRAGRGRATTCGARTRCAT)
TTGAACCHNNNACGTATGUCA 2345 ICCTATGANNNACGTATSCCA 3185 F\C-G TGCANNMACCTATGCOA 2425
TECAGGACCAGAGRAT TCGAATACAC, TGCAG CAGAGPATICERATACIA] TGCAGGACCAGAGRAT
TTCCCARRNNACGTATCCCA 2248 ICECAGCEHNHACGTATGCCA A13E AT GACTCNNNACGTA
TCCAGCGACCAGAGRAT TCGRATRCAR) TGCAGGROCAGAGRATTCGARTRACAD TECAGERCCAGRGRAR T TCGART AL A
(GAGCCCONNNACGTATGCC 2847 TCTGACANNNACCTATGCCA 1187 CTCTETTNNNACCTATGCCA 2327
I TCCAGGACCAGAGARTTCRRATACAR TECASGACCAGRGRATTCGAATACAT |TECAGGARCCAGAGART TCRRATACES
TARTCACNNNACGTATGCCA 2348 IGT CLGTCNNNACGTATGCCA 2188 (CECAACTNENACGTATGCCA 2428
TECAGCGRAUCAGAGRAT TCGARTACAG TECAGGRCCAGAGEAT TCGRATRCRA) TGCAGERCCAGRGART TCEAMTRCAC
ACGACAANNNCTAGCCTTAC 2949 (TCGTGACHNNNCTAGCCTTAL 1189 CAATGCTNNNCTACCSITAL G423
TGCAGGACCAGAGART TCGRATACAL (TECAGEACCRGRAGART TOEARTACAC TGCAGGACCAGRGART TCGRAATACAR
GEATTATNNNCTAGCETITAC 2950 {CRTGTCINNNCTAGCGTITAC 31494 GCCRATCNNNCTAGCETTAC 2430
TECAGEALCCAGAGART TCGAATACAC [TGCAGGACCAGARGRATTCGRATALR TGCAGGRCCAGRGRATTCG '\.RTP"F’
SCECT GANNNCTAGCGTTAC 2851 CTTTTGEHNNCTAGCGTITAL 3121 CAG SNNHCTAGC = 3431
TECAGGACCAGAGART TCGAATACAT (TECAGEACCRGRGART TCCARTACAC TECAGGACChGAGAR TTCGAATACAT)
[CARTTAGNNNCTAGCGTTAL 2952 (GCGTCEANNNCTRAGCCTITAL 2132 CCRATCTNNNCTRAGCSTTAC 2432
TGCAGGACTAGAGRAT TCGAATRCAA] TECASGACCAGAGAATIC CPJ\ TRCAS I GCASCACCAGRGRATTCGAATACRT)
TERGCAGNNNCTAGCETTAC 2353 ICCCCCATNNNCTAGCET T, 3133 GCAGTGTNNNCTAGCSTTAL 3433
TECAGGACCAGAGRATTCGAATACAT, Ly GCR\J;.J\CCJ'.GAG?‘ATTC G@A TACRG [TGCAGGACCAGAGRATTCGAATACRA]
-'MCTTMNNNCTM*.L—'I‘TAIL 2354 TCTTTCGNNMCTAGCETTAL 3154 T CCATGNNNCTRGOGITAL 1432
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I TCGAATACRA
Gu’.CA.r’.TANNN(.'Ir&CL TAC 2955 CCAC C\ANH'\]L TRECETTAC 3195

TECAGGACCAGAGART TCERATACAL ..C-':A’GQ.-.CAGN‘:\AAT T

TCTRNNCTASCETIAC 2355 2T CCATANNNC TAGCG T
GCAGGAG CAGAGAAT TCGAATACAD) TECAGGACCAGARANTT
TCECAATNNNCTAGCGTTAC 2957 z\mv-wnr*mrr
TGEAGGACCAGAGART TCGAATACAA CAGGACCAGAEAAT

CECAGGACCAGRGAR T TCEAATALAL

TCCATCONNNCTAGCGTTAL 2358 {.':CM:‘LNHN\..H‘:C ACAGCGONNNCTAGCETTAC 3438
TECRGEACCAGAGAAT TUGRATACAR TECAGEACCAGAGRAT TECAGERCCAGAGRAT TCGAATRCAT
GRATATGANNNCTAGCETTAC 2359 AR RACARNNNCTAGOETT R CRCCCTHNNHCTAGCGTTRS 3439
TGCAGGACCAGRGART TCGAATACAT TGCAGEACCAGAGAAT TCGAATACRG) TGCAGGACCAGRGARA TTCGAATACAL
ACCTACGNNNCTAGLETTAC 23€0 TGATSTCNNNCTAGCEITAC 3200 IET TAACCNNNCTAGLETTAC 34439
TECACCACCACACRATTCGRATACAT) (TCCACGRCCACACRATTCCRAATACRT ITCCRAGCRCCACACRATTCCAATACRA)
TACAGGCHNNCTAGCGTTAC 2261 GCCGTARNNNCTAGCGTTAS 3201 TC! GCC“NN’]\TC".F\GCG'.’TJ\C 2441
TECAGGACCAGACAAT TCEARTACAS TECAGGACCAGRCRATTCGAATACAR SCAGGRCCAGRGRATTCGARTACAG
ACTACACNNNCTAGCCTTAC 2862 CCTCTACGNNNCTRGCETTAC 3202 CT?—'(‘C&NNHCT#FA’:G‘,""‘FL 3442
TGCAGGACCAGAGAATTCGRATACAA TCCAGGACCAGAGRATICGAATACAG [TGCAGGRACCAGAGARATTCGAATACAR
UL UTAGGHHNCTACCE DAL 2963 GCCTGCTHNNCTAGCETTAT 3203 ICECACGINNNCTAZCGTTAL 3443

TGCp GACCAGAGEAT TCORRTACAT TCCAGGRCCAGACEATTCOARTRCEG TCCACGRCCAGRGRATTCCAATRCAC
PTTCAGTNNNCTAGZCT TAC 2964 JALGT ThL : CTCACAANNICTA Deds
T .%z&-vLAG.ACﬂATTCaAATA{IAE TGCAGEATCAGRGAATTCGAATACAT) TGCAGGACCAGAGAATT L.GAR.T}\LA"
CAGRACANNNCTAGCGETITAC 22E5 JETATTAGNHNNC ThC 3205 ICCEATCENNNCTAGCGITAC 3443
TGCAGGALCAGAGRAT TCGAATRCAC TGCAGGACCAGAGRAT TCCAATARCRAL (T CCAGGACTAGAGRAT

=5t GANNNCTAGCETIAC 2966 TCATTACHNNNCTAGCGTIAC 320¢€ T AGACCNNNCTAGT
TGCAGGACCAGAGART TCEAATACAL TGCAGGACCAGRGAATTCGAATACAM I GCAGGACCAGAGAR I TCCAATACAT
TCGGAGENNNCTAGCGTIAC 2967 CTCCSAANNNCTACCETTAC 3207 ICGCGAGINNNCTASCETTAC 2447
TECAGGACCAGAGAAT TCGAATACAR TGCAGGACCAGAGARATTCGAATACAT TECAGEARCCAGAGAAT T CGAATAICAT
TGTACTANNNCTAGCETTAC 2368 TCTTCCLHNNCIAGCGITAL 3208 IGTAAACTNNNCTASCETTAC 3448
TCCAGGACCRGAGART TCGAATACAT TGCAGGALCAGRGAATTCGARTACAT TCCAGGRCCPAGAGRETTCGAATACAT
JACTCCSTHNNCTAGCSTTAC 2!( ) [CTCCTAGNNNCTAGCGTTAL 3209 IGCCATAGNNNCTRGCETTAC 2443
TECAGGACCAGAGMAT TCGRATACRS TECAGGACCAGREAAT ICGRATACRG) TECRASERCCAGRGAA T TCGARTACAT)
JACATTGENNNCTAGCETTAL 2370 RCTTATANNNCTAGCETZAL 3210 AT TACCNNNCTAGCSTTAC 2450
TGCAGGACCAGAGAAT TCGAATACAT TECAGGACCASACRATTCCRATACRD TGCAGCACCACGRCAATTCCAATACAL
TAGCAATHNNCTAGOGTTAC 2971 CAGTGRANNNCTRGLETTAL 3211 FCGCCNNNCTAGLETTAC 3451

TECRAGGACCRGAGARTTOGRATACRT

TECAGGARCCAGRORRT TCGRATALAD)
AR TATCRNNNCTACCS £
1GCAGGACCAGAGRAT

CONNNCTAGCETTAC 2073 CEETGACHNNC TALS : TTAAGGANNNCTAGCGTTAC 3453
TCCAGGACCAGAGART TCGRATACAT TCCAGGACCAGAGART TCGRATACRA TCCAGGACCAGRGAR TTCGAATACAR
AT TRATANNNCTAGCETTAC 25874 GTCCCTTNNNCTAGCGTTAC 3414 [TATACACNNNCTAGCETTAC 3454
TCCREGACCAGAGRAT TCGRATACAT TECAGGACCAGRGRAT TCERATALRA] [TECAGERACCAGAGRAT TCEARTACAT
JPAGT T TGNNNCTACS o] 2875 GACTTATHNRCTACCGT 32135 ATTCACANNNCTAGCETTAC 3455
[TCCACGACCAGACAAT TCEAATACAL TECAGEACCAGACAATICGAATACAT) [T CCAGGACCAGAGAATTCEAATACAR
GCCGCGONNNCTAGCEITAC 2376 CECACTANNNCTAG hC ; [CGAAARTNNNCT AC 3458
TCCAGGACCACGAGRAT TCGARTACAT TECAGGACCAGAGRAT TCCARTACAN [TECASCRCCAGAGPATTCGAATACAS
CACACGANNNCTAGCGTTAC 258°1'7 TTCCTATNNHNCTAGCGTTAC x (ITAGGACANNNCTAGCGTTRC 2437
TECREEACCRAGRGART TCEGAATACKG TECAGEACCAGRGAMNT ICGAATACRT T ECAGEAC CAGRGARTT CGAATIRCAT
AGTCGTTNNNCTACGCCTTAC 2578 TGATATAMNMNCTAGCCEITAC 2218 ICCCCACTNNNCTAGLEITAC 3458
TCCAGGACCAGAGRATTCGRATACAN TCCAGGACCAGAGRATICGAATACAC TGCAGGACCAGAGPATTCGAATALAC
GACGC TTHNNCTAGCETTAL 2319 PACGCACTNNNCTAGCGTTAC 3212 [CTACGTTNNNCTAGCETIAC 3433
TGCAGGACCAGAGRAT TCGARTACAC TECAGGRCCAGAGRAT TCGARTACRG TGCAGGRCCAGRGRRATTCGAATRCAT
CTTGCTANNNCTAGLGTTAC 2380 C"‘""G{ZNNHCT.’—'\CC ZToAC J IGETGAGANNNCTAGCGTTAC 3460
TECAGGACCAGAGARTTCGRATACAA CAGERCCAGAGRATICGRATACAT I CCAGCALCAGRGAATTCGARTACAC
TCATAGTNNNCTAGCGTTAC 2381 ZT(M INNNCTAGCGTTAC 3221 ITRGCACANNNCTAGCETTAC 2461
TECACGRUCAGAGRAT TCORATRCAT CRGUERCCAGACEAT TECAGERCCAGRGRAT TOCAATRCAT)
JRGCAATTHNNCTAGCGTTAC 2982 CGCCACCHNNCTRELGE CATGTARNNNCTAGCCTTRC 3462
TCCACGRATCRGAGART TCGAATACAL) TGCAGGACCAGRGAAT ICGRATACA TCCAGGACCACGRGAR TTCCAATACAG)
AL TTETANNNCTAGCETTAC 29683 IGRCGGACNNNCTRAECETTAC 3223 ICECGARTNINCTAZCETTAC 2463
TGCAGGACCAGAGRAT TCGRATACAT TECAGGACCAGAGRATTCCAATACAC T GCAGGALCAGAGAATTCGARTACRG
TCGECAANNNCTAGCCTTAC (2584 GARCAGANNNCTAGCGETITRC 3224 IGAT GGCENNNCTAGCGTTAC 3464
TCCAGGACCRGACART TCEAATACAL TCCAGGACCRGREAAT TCGAATACAT] TECAGGAC CRAGRGRR T TCEAATACAT)
CTRCTCTNNNCTACCCTTAC {2385 AT CTCGCNNNCTRCCG C 3225 ICCCAGTTNNNCTRGCCTTAC 2460
TECAGGALCAGAGRAT TCGAATACAC T GCRGGACCAGAGANT I CCARTACRT] TECAGEACCAGAGAAT - COARIALAG
TAGGCTANNNCTAGCETTAC 2286 GCATCAGHNNCTAGCSTIAC 3226 ICAGACARNNNCTAGCETTAS 3665
TGCAGGACCAGAGAAT TCGAATACAR [TGCAGGACCAGAGAATTCGRATACARC [TGCAGGACCAGRGAATTCGAATACAC
AT CAATONNNCTAGCGTTAC 2957 CT ARAGCHNNCTAGCE i 3227 FATACCGNNNCTAGZUGTTAC 3467
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GLRGACCRGAGART TCGAATICAG, cﬁm:r.arma??c&nr;cx I GCRAGGACCAGRGAN T TCEAATACAT)
CCCTCOTHNNCTAGTCTIAC 228§ T TGACAANNNCIAGOGITAL 3258 [ICATGTCUNNCTAGCEITAL 3463
TCUARGACCAGAGART TCEAATACAR e CLAGGAICAGAGAAT ICERATACACE T AGCACCABACARTTCCAATACAT]
GGTTHEAGHNNCTACCE TTAS 2389 CCCCCATHRNNCTROOTTAL 2229 GOTAACCNNNCTAGCGTTAD 2463
TTCAFEACCAGRGRAT TCEARTRCAC [ ECAGEACCAGASRAT ] CGARTACKT TGCAGGRCCAGAEAAT T O AR TACAM
GCCAGUNNNCTAGCETIAT 2994 SECATAANNHCTAGCETILRL 3230 GO CATANNNCTAGCGTIAC 3270
[PGCAGGACCAGRGANT TCEAATACAR CGCAGGATCRGAGEAT TCGPATACANM T CCALGGACCAGAGRR T TCGAATACAA)
CART GTNNNCTAGCE ITAC 2291 ICAGRGCANNWCTASCET AL 3231 TCCTCCANMNNCTASCETTAL 2471
CECAGGRCCAGAGRAT ICSARTACAL - CLRAGEACCAGAGRATICCEAATACK |1 GLASERCCAGAGAATTCEARTACAT
CTRAGACNNNCTAGCCTTAL 2692 ICTACGTTRNHCTAGCETIAD 3242 7T T TGACHNNCTAGCSTTRE 45%2
[CGCAEERCCAGHGANT TCEMATACAL TCLMJ‘.CCNJ\GM‘I'.’CGMTM.‘«GI [TGCAGGACTAGNINAT TCEGARTACHA
TCGCGASHNNTTAGLETTAL 12393 A GCACTHRNCTAGTEITAL 3233 T AGCCTONINC T RGO GTTAL {3k ]
TCCACCRCCACACRAT TCCRATACAC] TCCACEALCACRCAATTCCBATACR R TCCRCCRACCACRCAATTOCAATECAS
CCCCECTHNNCTAGCETTAL Z234 TCTRARCHNNCTRGCGTTAL 2224 |GREGTCTTHRNCTAGCETTRE 26T
TECRGGACLARRGRAAT TOEARTACAR CECAGGRICAGAGRAT TCGAATACAN IThCAGEACCRAGACAATTCGAATACRA]
CTECGETHNNCTAGEET AT 2535 ICCRGARCNNHCTRECETCRC 4330 CCCCRCONNNCTRRCGT AL 940 s

A GGERT CACAGAATTCGMTHC:\C 'G-:P-SG?L(.W ry {7 OLASGACCAGAGRR ..M‘I}\Cx‘
AUANNNCTAECE 2396 5

TRCACGRACCAGAGRAT TCCARTALAT T GCAGRROCAGACEATTCCARTRCRMN RGGRCCACRGRA
FGCCACGMNANCTAGSET TAC 2887 [CERCARSNNNC TRECET 7RO 3237 ‘Ch&lfANLIIC”&GC"”"'ib 3477
CCCALEGATCAGAGART TCEAATALAN TCCAGGATCAGAGRATICGAATACAC TECAGGAL CACACARITCGAATACAR
CECMATCHNNCTAGCGTTAL 2998 (O GATGNRNCTAGCETTAL 3238 AL GCAANRNCTAGCGTTAC 413
TGCAFGRGCAGRGRAT TORRATR AR TGLAGERCCAGAGEAT TCGRATACRA] TGCAGGRCTAGAGRA T TCEAATRCRAS

BT TCGCANNNCTAGCGTOAC 29935 AT COAGCHNNCTAGLGITAL 3235 E’:‘;’C.:CUNNHC"}‘.E:CG'"BC 3473
LGCARGATCAGAGAAT TCEAATACAL [T GCAGGATCHGAGAAT ICGAATACAN GLAGGACCAGAGARI TCEAATALAT
GTTRAGGANNNCTAGOGITAL E] CTARTSCNNNCTAZCGETTAC 3240 z G‘S CCTINNNCTRAGCGTTRC 24EBU
CECREEACCAGNEART TOGANTACAL - CCAGGALCAGAEARATTCCAATACAG] 1 GCAGEMICASACANI TUGAARTACAT
CLTCEGINNNCTAGCETTAL 2091 [CECTTIUNNHC TAECH TR 3241 AT CIAATHNNCTAGCSTTAC 3481
[CGCAGGACCAGAGART TCGAATACAR] TGCAGHACCAGAGANT TCGARTACAT] (T GCAGGRCCAGAGAR TTCGAATACAR)
ARCACGONNNCTAGCGITAC 3304 JACARTTENNNCTACCCTTAC 1242 CCCATAONNNCTACCETTAC 3482
[FGCAEGACCAGAGAAT TCRAATACARS)| [T CCRAGEACCAGAGMAT ICERATACAG | CCAGEACCAGAGPATI CEAATACIA]
(BAART CANNNCTACCETTRC 3003 CCCAACRNNNCTACCGTTAC 3243 TECOCCONNNCTAGCSTTRE 2GE3
[TECACGACCAGAGART TCGARTRCAL s CCAOTACCAGAGRAT TCURATACAC T GUAGCACTAGAGAR T COAATACAC
[GTATCTENNNCTAGCCTIAL 003 TC‘!’GTGT%CWMBC 3244 L CCCCAGNNNCTAGTGITAL J58L
[TCCACGALCAGRAGAAT TCGRATACAL) TCCAGGRUCAGAGAATTCGRATACET T CCRGLACCACACALTTCCRAATALET)
[BECCACHNNNETAGCET AL 3055 SR TACHHNNG TR DG T TR 3245 ICTACT TANNNCT RisCTTAL Sa8>
TGCAGGACCAGAGRNT TCEARTHCAT UC’\GMM. TCCARTACREG T GOAGGACCAGALANT TCEAATACAHT
CATTUATHNNCTACCETTAC 22086 BACTCHNHCTACCCITAC 3248 ACCGETANNNCTAGCETTRAC 1335
[TCCABGACCAGAGART TCEAATACAR| SGLAGGACCAGAGRAT TCGRATACRC] TGCASGRCCABRGART T CRAATACAR]
TREATGANNNCTAGCCITAL SRGRGUCHNNC, MECEL. AL ACCTATANRNCTAZCETTA

[ TECACGRLCAGAGRAT TOGRATACKE TECAGGROCAGAGRAT TCGAA TR CEC TCCAGGACCAGAGRAT TOGAATRCAG)
CACTGLGHNNCTAGOS AL 3C0# TARATGTNWACTAGOGETTAL 3248 CEACTCONNNCTAGCGTTAC a8
TCCAEGACCAGAGART TCEANTACAN T CCAGGACCAGACRAT TCEAATACAH [T CCAGENC CW:&‘:‘C&M?M.’\»

o CCCTANNNGATCEALATG 3309 foC TCACGHNNGATCGACATS 3248 (GAGTCTANRNGATCGACAT S |z483
TCCAGGRCCACACAAT TOGRATRACEA TECAGGRCCAGRGR AT TOGRATRCAR) T CCRAGGACCACRCRATTOGARTACAT)
[CRAAP CANNNGATCCGACATG 3019 ICETTTCCHHNGATCGACATE deal \TGARRCHENGATCCACATG 4E30
TECAFGACCAEREAAT TCEARTACAT T ECAGEACCAGAGAAT TCGRATACKT] I ECAGGEAC NEAGART TUGAATALRAY
ATCTACANNNGA TCERACATG 3011 IGCCAGTANNNGATCGACATG 3291 ICTGECCENNNGATOSACAT G 34al
TCCRAGCGACCAGACAAT TOGANTACAT, I GORGGRCCAGREMRTTCERATACRS |1 CCAGGNCCAGAGRATTCEAM TACAL]

CGGE CTITHNNGATC GACATE 2012 L ARGTGHUNHGAL CGACATS - CCATSHEHGATIGACATS 3498
TRCREGRCCAGRGRAT TCGRATACAT| TECRGEROCAGAGRAT TCGARTACRC) TECRCGRCCAGRGRATTOCARTRACER
CCRTATTHNNGATCEACATS 30135 FLCTACTNNNGATOGACATE 3233 GG TAGCHNNGATCGACATG G493
CCLAGGACCAGAGAAT TCGRATACARN s CCAGGACCAGAGRAT TCGRATACAG T CCASGACCAGAGART TCGRATACAT]
TIEALT"-GﬁlNMTCGhﬂTB 3014 AT TTGATHNNGATCGACATE 2254 T T CAS NNNGATCGRCAT 5 8494
TECACGRILCAGAGRAT TOGARTACAT TECRGERCCAGAERAT TOORATACEA TOCAGGACCAGARIRAAT TOCARTACAT)
PATCT CIMNRCATCCACATE 4C1% MO TACA HNNTA, COACATS 3253 ITCRGUTCNNNGATECACAT G 4495
TCCAGGACCAGRGART TCHAATALASG) S GCAGGACLCRGAGRAT TCGRATACAG [T mr&cwa.\mr:'mrmq
RETELTTNRNGATCERCATE COTTEARNNNGATCGRCRTE 3296 CEATCCINNNGATCERCRTE 3496
[TGCAGGALCAGAGANT TOGART RCAL] - CCRGAACCAGRGIATTCGRATALCAT T ECPGEACCAGAGRNTTCGANT RCRG|
CACTAGANNNGAICGACATG Ic17 AATAT ZARNNGRICGACATS 3287 RCAGTTCNNNGATCGACAT G 2497
TECAGGATCROGAGAAT TCGARATACKT T CCAGGRACCAGAGRR T TCGAATACAR)

ST CCACSNNNCATCCACATG 3218 FCNNNCATCGACATG 3438
TECAGGALCAGAGAMT TCBARTACAG) GLAGEALCAGAGRATTCGARTACRS
PRCETCCTHNNNGRATCCACATS 3013 "WC‘.;"-'.'HH‘I’G.\"’ SACATE 350 (CRRTATTNNNIGRTCEACRTS 3493
TECAGGACCAGMGANT TCGRRTACAL) T ECAGGACCAGNERAT TCCAATACKC ITECNGGACCAGAGRATTCGAATICH
CTATGCTMNNGATCGRTATC 303y [FACTICGNNHGATCGACATC izl [ CTCCATNRNGATCOACAT G 3580
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By
f.'.n‘a-a.‘.-.r.ﬁf'aﬂ'\' FATTC
g TCCGTCANNNGAICGACATG 3261 PACAATTNNNGATCGACATG

CAGGACCRGAGAART TCGRATACAT TCCAGGRACCAGAGRAT TCGAATACRA [T GCAGGACCAGAGAATTCEGAATACAT
L ACACSHNNGATCGRCATE 2022 ACATGTIRNNGATSGRCATE 2262 CR
proics GAL‘CA(EAGM‘ITCGAATACA'. TECAGGACCAGARAAT TCEARATACAC

ATACAA

AGGACCAGALRATTCEAATACAG)

3023 CTGTT TENNNGAICGACATE 2163 [FAGATARNNNGATCGACATS 3503
CAGAGEAATT (_‘.‘-.r‘-a‘-\TA";A( 3t [TCCAGGACCAGAGARTTCEAATACARA
NNNGATCGACATG 2024 JCAT ATACNNNGATCGACALG 2504
TECRGOALCAGAGRAT TUGRAT RS TECAGGRCCAGAGRAT T CGRATRLRG TECAGERCCAGAGAATTCCARTRCAT
! TATHNNGATCGACATE U2 AT RAGATHNNGATCGACATE 3Z65 RCCGACGONNNGRTCOGACATS
TCCACGACCRGAGART TCGRATACAC TCCAGGACCAGAGAATTCGAATACAN [T CCAGGACCAGREAATTCGAATACAC
GTCTATCHNNGATCGRATATG 2320 (EACCTCANNNGATCGRCATE 32656 LCARPEINNNGATCORRCATG 3506
TCCACGRCCACACRATTCGRATRCRG TECASGRCCACRCRATTCCRATACRT T CCAGGRCCAGRGRATTCCARTACRS
TRCRRATHNNGATCGRCATC 2L2T TCCARGRNNNGATCGACRTS 2287 ICTACCCGONNHGATCGACRTS 3507
TECAGGACCAGACGAAT TCGAATACAC TCCAGGACCAGAGAATTCCGARTACRG IGCAGCAC TAGRGAATTCGAATACAC
GTACCAANNNGATCGACATE 3028 ETATTCCNNNGATCGACATE d2as ICACAATCHNNGATCGACAT G 2508

TGCAGGACCAGAGRAT TCGRATACAC [TCCAGGACCAGRGAATTCGAATACRA TCCASGRCCAGAGARTTCGAATACKC
IACCACCONNNGATCGACATS 2029 CICGEATNNNGAICGACATE : IGCT CTECNNNGATCGACAT S 35089
THCAGGACCAGAGRAT Tf‘uﬂ.\'l‘ﬁf“i\' TCCAGGRCTAGRGRAATTCCARTACRG
GGCGTNNNGAT 3530 ITCRAGCTNNRGRTCGACATG 2310
CAGGACCAGAGART TCGAATAILAG TECAG CAGRCGAATTCGAATACAA
CCCCLCENNNGATCGRCATE Efich! ICTCTITCENNNGATOGRCAL G 3511
TECAGGACCAGAGRAT TCGARTACRT “CC.‘\" ’"‘R{'JJ\:NJ\A' CCRATRCRG TECAGGRCCAGRGRATTCGARTRCRA
INGTAAGANNNGATCGACATG 3:.' 32 IWACTGGANNRGAICGACATG 3272 INCACSGANNRGATCGACAT G 3512
TG AEGACCRAGAGART TCEAATALA TCECAGRACCAGAGRAT TCEAMTACAL) [T CAGGRCCAGAGRR T TCEAATACAR
CTERPATANNNGATCGRCATE '.' 023 IATCAGACNNNGATCGRCATG 3273 ICCGCGCANNNGRTCGRCAT G 3511
TECAGGACCAGAGRAT TCGAATACAL TGCAGGACCAGAGAAT TCGAATACAT TGCAGCEACCAGAGAAT T CGAATACAC)
TAATACANNNGATLGACATS 3034 TERACTANNNGATCGACATE 3274 IRCCTTCTHNNGATIGACATG 3514
TECAGGACCAGAGPAT TCGRATACAR [TECAGGACCAGAGAAT TCGAATACAG TGCAGGACCAGAGARTTCEAATACAT
TCTCACGNNNGATCGATCATG 3035 CCAGCCANNNGATCSALCATG 3275 [T AT GCCGNNNGATCGACATG 35515
TGCAGGACCAGAGRAT TCEPATACAA TECASGACCAGARGRATTCGRATACAT [T CCASCHLCAGAGRA AATACAS
(S AGRATHNNGATCCRCATG 3036 TTACTGTHNHNGATCGACATG 3276 IARCTCTTONNHNGATCGACATS F518
TCCAGGACCRAGAGRAT TCGAATACRS TCCAGSACCAGACRATTCCARTACAT T GCAGCACCAGRGARAT TCCARTACRG
CCCAGGTHNNGATOGATATG 3037 |GT CASGTNNHGATCGALAT G 3277 JARCTCTTGNNNGATCSACAT G 3517
TCCAGGRCCAGAGRAT TCGRATACRG [TCCAGGRCCAGRGRATTCGRATACAC [TCCASGRCCAGRGARTTCCAATACAT
CTCRTGANNNGATCERCATE 3038 AF{;(S'?"?"{HN\;A':GH':I\"-T— 1278 A CARTCTNINGATY 5 2518
FEACCAGAGRAT TCGAATACAL) TGCAGGACCAGAGAAT TCEAATACAT) IGCAGGRCCAGAGAATTCGAATRACAC
GANNNGATCEACZATE 3039 I GATCGHNNNGATCGACAT: 2270 FACCRACGNNEGATCGACAT (5 3519
TGCALGACCRGAGART TCGAATACAL 'ZG-..A.:..;A-.CM.:AL—AA’.- TC(:MTACAE TCCAGGRCCRGRGRRTTCGAARTACAT
PATTCCONNNGATCGRCATG 2040 CTCGTAANNNGAICGACATG 3210 JGGATTCENNNGATCGRCAT G 3520
TECAGE GAC LRGACRATTOGRATARCAC GCCAGGRCCAGAGRATTCGARTACRA (T CCAGGRCCAGRGRATTCHEAATRCAL
CAGGCCANNNGATCSACATSG 3041 ACTNNNGATCSACATS 32al IGACTAGTNNRGRTCGACATS 3521
TCCAGGACCARGAGART TCGAATACAL IGCAGGACCAGRAGAATTCGAATACAS TGCAGGACCAGAGARITCGAATACAC
T GCGEANNNGATCRATATG 3042 AT CAGTCNNNGATCGACATE 3482 (CCARMACHNNNGATCGACAT G 352
TCCRGGRICACGAGRATTCGRATACRG TCCAGGRICAGACRATTCGRATRCRS TCCAGGRC CAGRGRARTTCGAATRCAT
CTAARGGNNNGATCGACATG 4043 CF\T""L""NH'NGA CGACATG 32483 CACCCCCNNNGATCGACATS 3523
TEChEGACCAGAGART TCGRATALAT TECAGGACCAGRGAAT TCEAATACAC [ICCABGAC CAGRCART TCEARTACAG
TTRAAGGTNNNGATCGACATG 3044 CATTCGTNNNGATCGACATE 3284 AT TAGCNNHGATCGACRAT G 2524
TCCAGGACCAGAGARAT TCGRATACARN TCCAGGACCAGREAAT TCGAATACRSG) [TCCAGGRCCAGAGRATTCGAATACAS
PACCTARNNNGATCGACATG 3345 TACATSCHNNGATCGRCATE A2e5 CCAGAT TNNNGATLC!
TGCRGGACCAGAGRATTCGRATACAR) [TGCAGSRCCAGARRAT TCCAATACRC [T GCAGRRCCAGRGARTTO
IATTTGGETHNNGATCEACATG 3346 GTCGCAGNNNGATCSACATG 3266 (CARCTRTNNHGATCGACAT G 3526
TCCAGGACCRGAGART TCGRATACAR TECAGGACCRGAGAATICGAATACAT CCCAGGRLCAGARGRATTCGAATACAS
CETTAGCHNNGATCGRCATG 2047 AT TTGTCNNNGATCGRACATG 3287 TRGGTUINNNGATCGACRTG 3527
EATTCCARTRCRAA) TECAGGRCCAGRGRAT TCEARTACRA

CACTCCRANNNCATCSACATE 3288 I\TFMG'.‘!I’N’_EG}"I CGACATS 2028
TGCAG@-“&G&&MT’CWTAC}\G TCCAGGACCAGAGRR T TORAATACAR
GLETTCANNNGATCGRCATE 3049 CEATTGTNNNGAT S GRC 3288 R ERGAREBNNNGATIGRCRT G 3529
TECAEGACCAGAGRAT TCGRATRALAG TCCRGGRCCAGAGRATT C GJ‘J‘.IACI-.C TCCAGERCCAGAGAATTCCAAT RCRT)|
GACTTGTNNNGATCGACAT: 3050 - AATNNNGATCGACATE 3230 [TTTGTEINNNGATICGACATS 3530
TCCAGGACCAGREAAT TCGRATACAC TCCAGGACCIAGACART TCGAATACAM
GTCAGATNNNGATCGRCATC 201 JCCAGCARNNNGATCGRCATE 3221
TG GGATCAGAGRAT TCGRATACAC) TECAGGALCAGAERAT TCERATRCRA] TECAGEALCAGAGRATTUGAATRCRAY
CAGRRGANNNGATLGACATC 3 CACCRACNNNGATCGACATE 3255 PAAGCTANNNGATCGACRAT S 3532
TECACGACCAGAGAAT TCGAATACAG) TGC)G%CC}MT'CGMT?\CF\T [TGCAGGACCAGACGAATTCGAATACAA
CGATCTANNNCGATCGACATE 3053 3253 CCGGAT NNHNGATCGACAT G 3532
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TGCAGGEATCAGAGAAT TCGARTRCRN TGC%GSAM\G’J\TTC ARTRCAT

TCACCEANNNGATCGACATE 351 G TRGUTEMNNGATUSACATE 3294 [ CARATANNNGATCGACATG 1534
T RGGACCRGAGRRT TCEAA TACAR TECABGRICAGRERAT TCEAATACA T AGEAC CAGREART TOGAATACAL
CACTAATHNNGAT CRCALD 27283 G TR ACRRNNGAT CURCAT G 3295 JCECRACENINGART CCACR TS 3533
TRCAFGAUCAGAGARAT TCGRATACAA TECAGEACCAGAEAAT  CEAR ACAC TECAGERCTCARRGAA T CGARTACAC
TR GAAGHNNGA TCGACATE 3056 (GACCAGLHNNGAT CGACATS 3232€ CCAGGACNNRGATCSACAT S 1558
TGEAGGACCRGAGAMT TCIAM TN AN TGCLAGGACCALAGART . CGPATACNG] - CCAGGACCAGRGAR TTCHAATALAL)
GTANGCGHNNGATCEACRIG 3IET CCARARGNNNGATCGRCATE 3237 ICAGCTCCNNNGATOGACAT S 3537
TGRS AL AGAERET TCGRATRCRS] TGLRGEALCAGASRAT LCEAATACR T DL RGERC CAGAERAT TUSRA T RCRY
[PCCLTATHNNGATLGACATE 2048 [ERCGTARNNNGATIGACATS 3238 R TACATGHNNERATIGACATS 3538
TGCAGGACCAGAGANT TCSAATACAT] [T GCCRGGACCAGAGART T CEAATACAC [-GCAGGACCAGAGAN T TCGAATACAT
GRCATIGNNNGATCGATATG 2355 [RETCAD W CGRCATE 3223 ATAGTTE TOERCRTE 2533
TECACCRLCACACRATTCRRATALRS ITCORGEALCAGACRAATTOCRATACAT L AGCRCCACACRATTERAATACAL)
CACAAACHNNGATOCECATC 2160 CECCACAHNNOATCGRCATE 230 [ATAGTTANMNGRTCCACRTG 3540
TR CAGERCCAGREART TCEARATACAT TECAGGALCAGRCRRT TCCRATACA] TG AGGACTACGRGARTTCCAATACAT)
TTTTCCANNRGATCEACATG 3061 GEACACANNNGRTCEACATE 3384 TCATTRONNNGATCGACETS 2041
TGCAGGHACCAGAGRAT TCGAMTACAL [TCCAGGNCCAGAGAAT T CGAATACAT T CCASGRCCAGREART TUGAATACAT)
TACCCOTHNNGATTUACATE 3362 G TRASCHINGATCGRCATS 3302 IGCTACCININGATCGRCATS 3542
TECACBACCAGAGEAT TCOARTACEA) TG CAGRRCOAGRCAAT (CARTACAC [T CCAGCLCCAGRCAA T TOCAATACAD
TARTGCTMNNGA TCEACATE A& CEACGGTNNNGATCSACATE 3203 TAGCT TEHNNGATCOACRATG 3543
TECAGGACCRGAGALRT TCEAATAIZAA CGCABGACCAGAGART T CEAATATAY . CCAGCACCAGAGAR T TCEAATACAC
JACCACTOHNNGATC GREATE 3084 TECCTTGHNNGATCGRCATE 3304 ICCCATATNNNGATCEACATS 2545
TECRESACCAGAGAAT TCGARTACAA! TECAGSACCAGAGRAT . CCRATACA T SCASCGRCCAGRGAAT TCCARTRCAC
CACCT CANNNGAZ COACATE K] WECOECANNRGAICGACATG 3305 WCCTGCS ICGACATS 3345
TECACGACCRAGAGART TCEARTACAS LGCABGACCAGRGAAT TCEAATACA T AGGACTAGAGRER U TCEARTACAS)
TAATACTHHNGATCCRCR TG 1066 GCCTGCANNNGAYCSACATE 2106 ATCCTCINNNGATSGACHT S 1548
TCCACGALCAGAGART | CORATACAN IGCAGGACCAGABAAL . CLAATACK ] - GCAGGACUAGAGAA T TCGAATACAA]
ACAAA CANNNGATLGACATE 2367 [CETCAAGHNNGATCGACATS 334" E‘:;.c:mme\'r.:amma a%47
(TGCREGACCAGAGART TCGAATACAT TGCAGRACCAGAGPAT T CGRATACAG] - GCAGCACCAGRGAR T TCGAATACAR
JNCATGGCHNNGATCGACATE IoEY GACGECANNNGATCGACATE 3308 L CGAGTANNNGATCGRCAS o 3548
TECREGALCAGAGAAT TCSRATACAC TECRGEALCAGRGPATTCGRATACRG I CCAGGAC CAGAGAA - TCGARTACAG|
L CARNNNTGCATCAGET 3069 CATGCCENNNTECATCAGET 2302 T BRARGTNNN S GCAT TARET 2540
TGCRCGACCAGAGRAT TCGARTACAL TGCAGGACCASACGAAT TCCARTALAC [~ GCAGGRACCAGAGARTTCCAATACAT
TTTARCTHNNTGCATCACST 19740 ST CTAAGHNNTGCRTCRGET 3310 LCCTHTONNNTECATCAGET 3550
Trxmc;accmm‘rmﬁ»urml [TECAGGACCRGRAGRATTCGRATACRG) TCCAGGACCAGACAR T TCOARTACAT|
TAAGGTOGNHNTGCATCAGEY 3e72 CETUATTHNNTGERTCAOCT 2341 PCRACCETNNNT AT CAGGT Mral
JECALGALCAGAGAR] I'CERATACAG [GCAGEACCAGALRAL  CEARTALCET] CGUAGEACCAGAGBA CERATALAG
AT ACCENNNTGCATCAGST 3072 LAGTCCUNNN TGTATURGGT 3312 CTOGTT THNNDGCATCAGET 2552
TGCAEGACCRGAGART TCIARTALAT I GCAGGRCCRAGRGRATTCEAATACAT T GCAGACCAGAGRR TTCHAAT ACAR
PR T TARTHNNTSCRTCAGST 3343 SCAT DENNNTGCRATCAGGT 3313 IART CTT SNNNTGCAT CAGGT 3553
[TECRAGTACCAGAGRAT TCOARTRGACY TCCAGGRCCAGRERAT TCORATACR G [T CCAGGRCCAGAGAA T TCAAATACAS
TLTTGTGHNNTOCATCALET 204 IWCCOTGOAINNTECATLRGET KEME] (RCCAACTHNNTGCAT CAGGT 2534
(IGCABEACCAGAGART TDEAMTACA] LGUAGGACCAGRAERAT  CGARTATAG| CECAGGALCRGAGAR | ICGAMTACAT
GCECETONNNTGIATCAGET 2s¥a RGCTT TTHHNTGCATCAGET 23is ICACCTATNNNTGLAT CAGGT 2909
TGCRCORLCACAGIATTOGRATAC RG] TCCAGGACCAGREGAATTCGRATACAC - CCAGERCCARGRGAAT T CHAATACES)
P CGRRACNNNTGCATZAGST e 5= GGRCCHNHTGCATCAGGT EFFLA TTART TGN T GCATCAGET 958
TECACGACCAGREARAT TLERATACKT [TECAGERCLAGRERAT TCCARTACAN [T G AGGRC CAGRGAR TTCGARTACAG)
CTTTAGENNNTGCATCACGT 07T [TETCT TTHNNTCCATCRGET 3217 AR TTATMNN T GCATCAGET 3557
(TCECAGGAOCRGAGARAT TCGAATACAS TCCAGERCCAGRERAT I UCEAATAC AT TECAGGRC CAGAGPATTCGARTACAA
TACCLTANNNTGLATLAGST 2078 GRAAGCGINMNT GEAT CAGET 3338 ACCASACHINTGCATCAGST 1558
TECACGACCAGAGAAT TCRAATACEA T GCRAGGACCARAGRAT T CGAATACA L GCAGGRCCAGRGRAT TOCAATACAL)
T7CCoTGHNNTSCATCAGST 1709 |- CTGCGRANNNTGCATCAGET 3318 TCGGCRTNNNTGLATCRGST EEEL]
T AGGACCRGAGRAT TCSRATACRA TCLAGGRLCAGRERATTCGRATACAT G AGGALCAGRGRATTORRATACRD)
ACCRAATNNNTGUATCAGET i3e0 ACAACATHNNT GUATCAGET 2320 ICACACECNNN T GCAT CAGET 2560
TR GALCAGAGRRT TOGRATRCRA TECAGSRCCAGACRAT TCCRL TACRA] TECAGGRCCAGACAAT TCERRTACAGD
PLCCCOCUNNTGCATEAGSET 2231 [LTRCTCTHNNTECATCACCET 3322 (GCCASCANNNTECATCACET 3561
TCCAGGATCRGAGAAT TCGRATACAL [T CCAGGACCAGRGAAT T CGRATACAG] - GUAGGACCAGRGAA T TCGAATACAS)
TATCGATAHNNTGCETCAGSET 1242 TTCOCTANNNTGLATCAGAT 3322 PGERG TTNNNTGCATSRGST 62
TECAGEACCASAGAAT ICERATALAT ECRGGACCAGAEIAT TCEAATACRT T GCAGERCCAGAGAATTCEAAT AL AL
PACATGATHNI TGCATCARGT 3083 [ACACGELNNNT GCATLAGET 3323 (CACCGUINNR CGUAT CAGGET 2362
TECAGGACCECAGART TCERATACAT TECASGATCAGRCEAT CCARTACAT (TCCAGEACCACEGAR T TCEARTACAR)
SIACATANNNTSCATCAGST 2064 JACAAT TCHNNTCCATCACCT EEFL] CCATSACHII T CCATCACGT Zh64
TECPGEALCAGAGRAT TUGARTALAT TECAGUALCAGALRAT T CEAATACAG) L CCAGURCCAGARGRAT VUGARTRCAT)
O CLRAUNNNTGCATIRGET 2085 [T T GAAGGNNNT GCATCRGET 332 5 TAGCRTANMNTGCATCRAGET 24565
TECAGEACCREAGRAT TEGAATACAS TECAGGRCCAGAGANT TCGAMTACAC TECAGGACCAGRGARTTCEAATACRES
AT ARCATHNNTGCATCAGET 348 | = ARSTTHHNT GCATCAGET 332¢ HETCCCAPNNNTECAT CAGET 306

K 16F

103



CN 109804080 B

" B B M &

50/102 T

TGLALCGRCCAGACANT TCGARTACAG
|GG TCNNNTGCATCRGET 3SET

CT TACCLNNNTGIA TCRGET

T GCAGGRLL
CTCTTNNN S GLATCAGET 3567

TCLAGGACCRGAGART TCGAATACAT

e LG TOGNNNTGCATCAGST ITuE

TCCAGGACCRGRAAAT T CERATACK
RS TTCOTHNNTGLATCAGET

T AGGRCCAGRGAR TTCGAATECAT)
CACCATCNNNTGUATLAGST 2

TGCAGGACCAGAGRAT TCGARTACAT
CCECTNNN T GCATCRGET 3

TGCAGEACCAGARGAAT TCGURATACAT]
T ICCAATNHN TCATCRGE!

TECAGEACCAERGRAT TCEAATACAC

[TCRTCALNNN TGCATCAGET 25,69

TCCAGGATCRGAGAATTUGAATACAT

TGCAGGACRGRGART TCGAATACAR

I TCCAGRRC CAGRGAR TTCGAATACAN

SCTACARNNNTGUATCAGES 2390 [RAGT TUNNNTGUATCAGEL [CCGLBALNNN JGCAT CAGCT 357
IGCAGALCAGAGRAT ICGARTACAD TCCRGGRUCAGRIERAT T CEAATRCPN TGCAGGACCAGAGAATTCGAATRCAC)
TECTTGOENNNTGCATLAGET 2081 AT CTACTNNHTECATCAGET (71331 T LGGRLGHNNTGLATCAGET 2471

TGCAGGACCIGAGANT TCGARTACHL |

TGCAGGACLAGAGAAT . CGAATACIG

TGCAGGARCCAGRGAR T TCGANTACAT)|

UCGEL GTRNNTGEUATILAGG L

TCCACGACCAGARPATTCGAATACAT

COCANNNTGUATCAGEY
TCCAGGRCLACAGRATT CGARTACAT

GCETATMNNTGCATCAGET 2 TCCAAGTNNNTGCATCAGET IACGGCATNNN T GCAT CAGST 2472
[TCCAGGROCAGRGART TCGRATACRR [TCCAGGACCAGRGRAT TCERATACRT [T CCAGCRLCAGAGRATTCLAATACAT
MECRECTNNNT GCATCAGET 3083 CERACCARNNNT GCRTCAGGT T AGTAGNNNTCCRTCAGET 3%
TECACGACCRGRGAAT TCEARTACAL TCECAGEACCREAGART TCCARTACRC] [T GCASCERC CRGRGRA T TCGARTACAR)
hf!’-ﬁCTTWM‘J—T‘-lGﬂT 20 [TCGATRAGNNNTCOR TCRGET GERRGRCNINTCAATORGET 3552
TCLAGGACCRGAGRATTUGRATALAC) TGLASGACCAGAGPATTCGRATALR, CAGGRLCAGRGRATTCGAATACAS

CGCGLARNIN SGUATLAGG T 257

ITCCAGGACCACRACGRRATTCCAATACAG)

DCRARGEMNNTGCATCRGE? ZLS6  |TACATTGNNNTGUATCRGC! 13236 [PCOTGGENNNTGCRTCAGHT 35TE
TCCAGGACCAGAGART TCRARTALARN [GLAGGACCRGRGART ICGAATACAL [FGUAGGACCAGAGART TCGAATACAA

5. TACGCNNNT GUATCAGET 3087 AT TGCGANNNTGLATCAGGT 3357 [TACACTRNNNTGCATCAGGT 3577
TCCAGGRLCAGAGRAT 1 GRRTACAC] TECAGGALCAGAGRAT | CGRATACAC TGCRGGACCAGAGRR - CERRTACA
C'.'H:L‘C.'I.'HNN'.'GCP.'LC."\_GLE: 3298 J\Eﬂm.m ;\xm-(..n_s_sm 3338 [ MCEEC NN GC&'I‘CHEG'I 3578
TECAZGACCAGAGARNT TCAARTACAT LGCAGEALCCRGAGRAT JCGAATACAL |- GCAGGRCCAGAGAR I TCEAATACAT]
CCCHETANNNTGCATCAGST 3359 JCCGOCANNNTGCRTCAGET 3339 |GRAGTGENNNTGCATCAGST 573
TECAGGRCCAGAGANT TCGARTACAC T GCAGGACCAGAGINT: CERATACIN T GCAGGNCCAGAGINS T COART RERE]
NGATC GTHNNTGCATCAGST 2100 lCRGATGEUNNTGCATLAGET 3340 MGTTGTONNNTGCATZAGET 3tgn
TGCAGGACCAGACANTTCGANTACAL TCCAGGACCRGAGRAT . CGARTACAT] ITCCAGGRCCAGAGRR TTCCAATACAY|
[EnsaTMNNTECATCAGET 3161 |GCOTATGNNNTGCATCAGET |3344  JCCOGCTTNNNTGCATCAGGT 3581
TGCAGGACCAGAGANT TCGRATACAR TGCRGGACCAGAGAAT - CORRTALAR T GCRGEACCAGAGRAT -C GANTACIC
CCRGACCNNNTGORTARG6T 2102 [CRGGAGTNNNTGCRTCAGGT 3392 BGATAGENNHTGCRTCAGET 3ng2
TCCACGRCCAGAGRAT TCaRATACAL TGCAGGACCAGAGRAT - COARTACAL] TGCAGGRCCAGRGRAS TCLAATALAA
CTGCACENNNTGCATCAGET afe3 ATCCATCANNTGCATUAGET 3243 IACTCCETMMNTGCATCAGET 3583
TECAGGACCAGACARTTCAERTALEL T CCAGGATCAGRERAT TCERATACAT) T ECAGGRCCAGACRATTCEARTACRR
CECAACTRNNT GURTCAGET 14 IRCGOCCHNNTGURTCAGEY 2344 |ATCAGARNNNTCLATCAGET 184
VGCAGGAGEAGAGAAT TCGARTACAZ) TGCAGGACCAGAGAATS CGRATACAG TGCAGGACCAGAGANT T CEANTACAT)
TAGCRAAMNNTGLATCAGET 3104 [RCCTACANNN TECATCRGET 3id3 ACTCRGANNN T GLATCAGG T 2583
TGLAGGACCRGAGART TCGAATALAG] T GCAGIACC M GRGRAT - CCARTACET] T CCAGGAL CAGAGAR - T CCARTAAT
AGCTATERNNTGCATCAGGT 3106 JCCCACCONNNTGORTCAGET 2346 [TATTCCANNNTGLATCAGGT 3545
TECAGGRUCAGRGRAT TCGRRATACARA) TECAGGROCAGAGRAT TCGEAR TACK ] [TECAGGRCCAGAGRAT TCRUATRCAA

36T AT CENNNTGEATCRGET 3107 IRTCOSTINNTOORTENGET 1947 RCTAACAINITGEATEACET 3584
CGCALGACCRGAGART TCGANTACAL TGCAGGAZCAGAGAAT . CGARTACAD I GCAGGACCAGATIA . TCGANTACAT
SCEAGTCNNNTGLAT CAGET G108 JATCTGGTNNNTGUATCAGET ©ETECCTNEN: GOAT CAGET 5583
TECALGACCACAGRAT TCGRARTALAC T CCASGACC AGAGRAT ~CERATACET] TECAGGRLCACAGRAT T CEARTAC A
GGCTTCCNNNTGCATEAGET 2188 |ATCOTTTNNNTCCATCAGCY 1349 [RGAGTCOMNNTCCATCAGET 2862
TECAGGACCAGAGART TCEARTACAT [TGCAGGACCAGAGRAT TCEAATACAS T GCAGGROCAGAGAR TTCEAATACRA
CAGET TGMNNTGCATCAEGT 3110 SATTCETEHNNTRCATCAGET 13350 IECTCTTCHNN TCCATCAGET 2590
TECAGLACCAGAGAAT TUGAATRCAL [ECAGGACCAGAHLAAT . CGAATALAS [ GLAGLAMC CAGALAA T TCLAA T ACHA
ﬁCG‘.’_(i{.’NNN'I‘GCA‘!';AGh‘. 311l CECATS .NHH‘-‘.‘E{LF\T‘:‘AE-;E: 335 L [ThT SGACNNH L GCATZAGET 581
TECAGGACCAGAGRAAT TEEARTACAR [TECAGGRACCAGAGRATTCGRAATACR [T CCASGRCCAGRERA TTCEAATACKR)
TGO COMNNTSCATCAGET 3112 IACTAARNNNTECATCRGET KLY PATATTTNANTGEAT CACGT |EEE)
TGCAGGACCAGAGART TCGRA TAGAL [ A G EACCACRGART - CEARTALAL TGCAGGRCTAGAGPAT -COAATACAT
TTTGGAGUNNT GCATCARGT 2113 |TGGATGTNNNTGCATCAGGT 3363 [TCAAGACNINTGCATSAGGT 3593
TGCAGTRLCAGAURAT TCGARTLEAC TOCANGRCCABAGRAT, COAATACEC TCCAGURCCAGAURRTTCOMA] BERA
sc.«:mcrm'rsm'rmu: 3114 ’:CTT!‘ALEW.ATCJM‘.’ J_]Ed mm% T(P:ATCA_EET 3584
TGCAGGACCAGAGART TCGAATACAR) T GCAGGACCAGRAART - COAATALAL) GLAGGACCAGAGAR - CIARTALAR
ACACT GORNNTSCRTCASST SLLs [ATTATCENNNTGCRTCAGEY 3330 |SGCRGECNHNTGUATCAGET 1505
VECAGGRACCAGAGRAT TCGANT TEChGERCCAGAGRATTCGAATACAT TECAGGRCCAGAGRAT TCOAATRC A
CECCETANNNI GCATCABGT 16 |RCTCSAANNNTECATCRGET 3356 JCTTATAGNNNLGCATCRGET 3n9e
TECAGGACCREAGANT TCGARTACAE] T ECASAACCAGRGRAT “CCARTACAG [ ECAGERCCAGAGRE - SCGANTACAL]
ACCATCNNNTGCATCACST i1 |ARCGTTCNNNTGCRTCAGET 357 [TACTAARNNNTGCATCAGGT 89
TR GALCACAGAAT 1 CGAATACA: AR AGHCRAAT L CCARTALEA T ECAGGAL CAGAZRAL L AR LR,
FCACCATHNNTGCATOARES 2114 CCCCCAGENHT GERTCRGET 3358 TTAGRCTNMNTGCATCAGET 2585
TGCAGGACCAGAGART TCGARTACAT TECASGACCAGAIAT TCEARTACHT] TGCAGGACLAGAGI T - COANTACAT]
GCAGACTINNTGCATCAGST 3118 [ICTCIGTRNNTGCATCAGET 3358 [FCCTICANKNTGCATCACGT 3589
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SECAGGACTAGAGRAT TCGARTACRR,

AGGACTAGAGAA: "CGAAT ACAA]

AR T CCUMNNY GCATCMGET 3l24q CIGATCANNN TGUATCAGET 3350 FEL TUTGNNNTCCAT CAGET 3609
TGCAGGACCAGAGART TCGAATACRA T ECAGGRACCAGRGAAT T CGAATACAK T GLAGGACCAGRAGAR T TCGAATACAR
PCATATCHNNTGCRTCAGETY 1541 ACTTTACHNNTGUATCAGHT 2361 JGTAGGTONNNTGCAT CAGET Lol
TECAGSACCAGAGAAT TCRAATACKT TECAGEACCABAGBAT CERATACKE' CGCAGGRCCAGAGAA T TCAMTACACH
AN GANNNT GCATCAGST 3122 GTTGTAMINN IGCATCRGGT 2382 CCUATAANNN JGCRTCAGET 3802
TELAGGATCAGAGARTTCGAATAAT TECAGEP CCAGRAAAT TCRAA TACAL | GLAGEACCAGAGAA T TCHAATALAL
(GCT VT TGRNNT GCATCAGGT l23 TCTCANCNNNTGCATCAGET 23¢€3 WGHRETGINNNTGCAT CAGGT Joud
CECRAGEACCABAGAAT TCSRATRIAR TECRGEACCAGREAAT TCEAATACRA| [ GCRGGRCCAGAGAAT T CRAATALEG
CTCCTGTHNNTGCATCRGET Al24 RCGACCCHNNTGCRTCRGET 3364 TTCRCTINNNTGCATCRGET HEVL
[TECHRGGACCAGAGANT TCGARTACHA TGCAGGACCAGAGAAT TCGARTARCIN - GCAGGRCTNGAGAA T TCGANTACIG
PACET GENNNTSCATCAGET § S [ GETAANNNTGCATCRGGT iy ] L TATCARNNNTGCLATCREET EftE
ITCCAGGACCACAGRATTCGRATACAT ITCCAGEALCAGAGRAT T CERPATALAT| [ CCAGGRLCAGAGAR TTCGAATACA
6T CCCTANNNTGCATCAGST 3126 (ACARCCCNNNTCCATCACCT 3366 [CRTGOTCHNNNT CCRT CACGT 26U
TECACGATCAGRGRAT TEGAR TACAR) T CAGGRCCAGRGAAT TCCALTACA R CECAGGROCRAGAGAR TTCOARTRLAL)
RATCLGCTGHNNT SCATCAGSET 3127 TRCGETONNMTGCATCRGET 3367 RCGTRRANINTGCRTCRAGET 3607
ITECACGACCAGAGARTTCCPATACAG TCCASCACCACRLARTTCGRATACAT| CCCAGLACCACACRATTCGAAT. )
AL AL GHIN G L AL LA, 2428 S L EaNH L GL AL L AGG 23€3 LAl S DU NN L CUAL TARGE D 3508
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TR ACGAL CACAGRAT TOERATALAT TECAGGACCAGAGAATICCAATACA A S AGCRCCAGR AR T TOREAAT A
GRS TCARNNNACE . ATGCLA 2609 TTTCOCGENNNACET ATGCCM 1849 CGLGACRNANALGTATEOLA
PECACGALCAGAGRAT TCRRATACAR TGLBARRCCAGACRAT TOCRETECRA) TOCAGCRGCAGAGRAT TCCAATRCRC
CARCTAAMNNACCTATCCCR 2E40 TCCCAGANNHACETATECCA |28=0 (ECTARTENNMACGTASGCLR 4090
TECREGECCRGAGART TOEAATACAR | CCAGGRRCCRAGR-ART TOGARTACAL) T AGRRCCACREAR T TCEAATACAT)
(S CACCGTHHNACGTATGCLR {7 H ICCACACENNNACETATECCA 3PS5 4 ACETCERNNNACCTATECCA qugl
TECAEEALCAGAGAAT TUSAATALAN TECAGEACCASAEAATS CLARTALAC) TGLAGERLCAGALRATTCEANT RERA
TLICGTTNNNACGTATGCTA g1z GATACGTHNNACCTIATGCCA IRSL [T TCGTEENNNACGTATGCCA 4uPL
[TECAGGACCANAGAAT TNGRAATACAD TOCAGRACCAAROARTTRGAATACAT T OCAGGRCCANGAGAR TORORATACAS
ISCARCARNNNACCTATCCCE, 3613 (OCTCCTANNNACCTATCCCA 3853 [TACAGCTNNMRCCTATGCOCA 4uUSd
[ TCCAGGALCAGAGHAT TCEPATALRN TECAGEACCAGRGAAT ICERATALAN 2 GCASGI CAGAEAATTCGRATACHS
|CECGooTINNACSCETRTCCCR 2E14 T TACACHNNACETATCOOCA s ICCCCTTONMNACCTRTGCCA 4194
[T ECAGGACCRGAGRAT TCGRATACHT] [TECAGGACCASAGANT TCCRATACAT [T ECASEAC CAGRENR TTCGAATACAR
BCTTACCNNNACGT ATGUIR 2E132 TTCOGACHNMACCTATGCCA, 138322 |LAGGT T CNWHACGCTATGCCA 4080
(TCCACCALURAGACART TCGARTACAC TCCAGTACCAGRCART TOGRATRCAT T CORGOACCACADRAT O RATACAT)
JGCACCATHNRACCTATCOCA 2C16 TECCCCTHNNACCTATOCC JECE ICCAATTTNMHALCCTATGECA 409
A EACCAGAGART TOEARAT AL RS I GCAGEACCAGAGAAT I Cuna T ACES) TR AGGACCAGAGAR. ICEAATALAL
ACECT TTHNNACG T ATGUDA IELT CARTTCANNNACGT ATGCEA 13657 TECCEAGNNIACCTATGOCA 4087
"?'ccm::mur.nrmv'ms.ume. TECAGORLLRORCARTTCCEAATACRR r'cc‘..z:‘.mcc:.&u(mr"mn‘rm.:f"?
N T CATTNNNACGT ATGCOCR 3E18 GEAGCEFNHNACGTATGCCA ¥858 1 GTAGTENUNNCGTAT GO 4098
THCAGGRCCAGAGRAT TCGRATRCAL TECAGERACCAGAGRAT TCGUATRCRA] IGUAGGRCCAGAGRATTCHARTRCRA]
PATCATANNNACGTATEOSA 3EL0 TCCGATGNNNACELATECCA R RCGSTCINMNACSTATSCCA 4093
[TGCAGGACCAGAGHAT TCSAATACAC TGCAGGACCHGAGAT TCGAATACAT [TGCAGEACCAGRAGA TTCEANTACAL
TACGATGHNNATGIATGCCA 3é20 |AC GUACANNNACET ATGCCH 3p60 AGGCETONINACGTATGECCA 100
[ ECASGACCAGACRAT TCSAATRCRE TECAGGACTAGAGRAT T CERATRCR [T COAGERCCACAGIAT TCEAATRCS
IACCTECANNNACCTATCCCR 3621 CACCATTHNNACCTATCLCA JEB1 [TTCCCIANMMACGTATGOCA 4101
GCRGGARCCRGAGEATTCEARTACAL IGCAGGROCAGAGAAT T CGARTACARN [ GLAGGACCAGRGAAT TCEAATACAL)
[TCETCTANNMMCETATSCER Igh2 ARSCTOENNNACETATECER S 3382 =T CCGTIANNNRACGTATGCOCA 4104
TCCACGACCACAGRATTCSPATACHN TCCAGGACCAGACAAT T CCRATACAG] [T CCAGCACCAGAGAATTCCAATRCRC)
IGANGGAGHNNMCGT AT G XLZ3 CACTG T THNNACGTRTCGLCH 13803 PGACG T TNMNACGTATGCOA 2103
(T ECAGGACCAGRGRART TLEAATRCAR TECAGSACCARARRATTCGAATANAT TG AGGACCAGRGRATTCCARTACRA)
[TCRACATUNNNACCT ATGUCR 3E24 (CCRACTGNNNACCTATLOCA IBE4 JECAACCTNNNACCTATSCLA 4 L04
(TCCALGALCAGAGART TULAATALAG TRCACEALCAGAGAAT TCEAATACAY L CCAGCACCAGAEAR T TCEANTACAT|
CECTEGANNNACETATEOCA 2E24 TCECTACNNNACSTATCCCA 265 [T GCETAGNNNACGTATECLA 4 106
[ TECACSACCAGACRATTCGRAATACAL TGCAGGACCASACAAT TCCAATACAT [T GCAGGRCCAGRGAAT TCCAATARCAG
ACRART THNHASGT ATGUCA €26 ATTCA TCHNNACGTATGCCA 3baE ECCGATGNNNALGTATGCIA 4 10¢C
(TECASGACCAGAGART TUGAATACAL] TECABEACCRGAGART T CEARTALAR T CCAGCACCAGRGAR T TOCARTACAR
COTCCAGHNNACST AT GOCH 25F1 AACTACTHNNACET ATCCC 2BET PACCTCUNIINBCETATGOCA 1210
U CAGALCAGAGAAT I CLAATALRS I GCARGBACCAGALRA GALTRCAGE GCAGEAC AGARBAAT I OARTRCAC
AAC TACCHNRACG Al GCCA 3E28 (CCCETAENNNACEL AT GCCA 3868 JCIACACNNNACGTR S ECCA 4105
MO ARGACCRCAGART TAGRATACA TECAGSASCRHERGAAT T CGARATACA R FECAGEACCRGRARAR TONGAATACAR
[CACACRANNMACCTATCOCE 2829 CTCCTTENMMACCTATECCR 1562 CCCCOCTONNMACCTATGOCA 4103
TECAGEALCASAGRAT TCGRATACAT TECAGEACCASARAT TCCARTALAT TECAGERCCAGAGRATTCEARTACHS
T TRLGANNNACCTAT SCCR 230 SRCAGCTHNHACCSTATCCCA 280 AT CCACRNMNACCTATGOCA 4110
[TECACGACCAGACARTTCGRATACAC TECAGGACCAGRERAT TCCARTACAT [T ECAGCAC CACACAR T TCCGAATRACAR
AT GAGCHNNACGIATECCA 654 CARECERTHNNACGTATECCR 3872 [AGT CEAGNNNACSTATGUCA alsl
(TCCAGGRLCRAGAGRART TCGRATACRA) ITCCRGEACCAGACRAT TOGRATACAS) T CCAGCACCAGRGRRT TOGARTRACES
TEACRGCHNNACCTATCCCE 2£32 ACTERATHMNACCTATOCCE 3872 ICCACCCTMINACCTATGCCA 4112
(LN GRCCPGRGANT TCSAATACKT TECAGGROCASAGART TCGAATACAG T AGEAC CAGRGAR TTCGARTACAT
TTCCOGANNNACGTATGOCR b 3E33 CTGCC'.‘C‘.’NN‘HA_EMATGCCA - 2R3 TATACACNNNACGTATSCCA 4113
[TGCREGACCAGAGRRATTCSRATACKT TGCAGGACCRGAGPATICGRATACAC] [T CCAGGRCCAGRGRATTCEARTACAL)
TGCGAATHNNACGT ATGCTR 3E34 T GROGANHNACHT ATGCCM 2814 [CCTCGTNANMCGTAT GO R a1iy
TGCAGEACCAGAGRAT TCGAATACAT TECAGERCCARN-PAT TCGARATACAC IGCAGGRCCAGAGAATTCGAATRCHT
GEAGATGHNNACCGTATGCOA 263y [CT CTTTONNNACGTATSCCA 387 AT TTAANNNACCTATGONA 411
MGEALGACCAGAGART PULGRATAILAL TEUAGGATCAGRGART TCEAA TALAR L GCAGGACAGAGAR I ICHAATACAY|
CAACCCTNNNACG I ATGCCA 3636 [CACBAGENNNACEL ATGLCA IHTE I CATCAINNNACGTATGLTA 4L
IGCREGRICAGAGRAT TCGRATACRS AGHRCCAGAGEAT TCCHATACR 'Y TECAGERC CAGRERATCEARTRCRES
IACALT GGNNNACGTATGOCA ZES} [CTCCAGTHNNACETATGCCA 38 INTGTATPNNRALGTATGCCA 4lL/
PECHNGGACCAGAGPATTCSAATACAL LGUAGGACCAGAGART TCEARTACAT - GCAGGACCAGAGAA T TCEAATACAG
ACACCCONNNACGTATGOCR 2858 ATTRATANNNRESTATACCR 2818 TEGTTATNIMALGTATACCA, 41i3
VECAGEALCAGAGAAL IFCGANTAILAN 1 GLAGGACCAGAGAAT . CGAA IALAG] + GCAGLAL CAGAGMTICEART RLAT
ASRATACHNHACGIATGCLA g0 CITCATCHNMACGETATGCCA 3879 G A GENINALGI AL GCLA 41:9
TECAGEACCRGAGAATTCIAATACAA) I CAGEACCABACRAT TCCARTACAT) T GCAGEACCAGRACGAR T TCEAATACAR
[FETARATNNNACCT ATGCCR 2EZU TCCTTTANNNACCTATLOCA 3E80 (CACCTTGNNNACGTATGCCA 4120
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TECAGGACCAGAGHRAT TCGAATACRS
COCCRAGNNNACGTATGCCA

TGCh ;u\\,‘.nm g
ACCTGACHNNNACGTATECOA

TACAT

13881

T L*CA‘GGN—.\.ALAEGF\A. TCGAATACRG
CECAAGRNNNACGTATGECA

4121

TG CN}GA""C»‘-\GAWT TCEAATACAL]

TECAGGACCAGAGAAT TCGAATACAT|

- GCAG GAC\..AGP{M""C*;AA'F-L AR

TGCTTETMNNACGETAT GCCA JEdz FUTGETGNNNACETATGCCA 36862 4122
TECAGGACCAGAGART TCGAATAIZAR VCCAGRGAATTCGARATACRC
BC NHNACGTATCCCA 3543 AT CACAGHNNACGTATECCA 3883 C"CE:C“‘\E‘J‘]NA'.\.TA 4123
TGCAFGACCAGAGAAT TCEAATACAA] TGCAGGACCAGAGAATTCGRATACAA] S GCAGGACCAGAGAAT TCRAATACAG
(CERCCTANNNACGTAT GCCA 3644 ALGF"SCNNI&ALI“"}UL-F(.A 3834 'A.C-"‘TC’.MNIJACGTA IGCCA 4124
TGCAGGACCAGA CGAATALAA GLAGGACCAGAGAATT A TACEA ~AGGACCAGRGAATTCRAATACAG
TITAGAAGNNNACGTAT GCCA 3645 A.G. GAANNNACGTATGCCA 985 CC‘I GGCINNNACGTIATIGCCA 4123
TECAGGEAL CAGAGF-A" I'CGJ'-\LT}-.CAE TECAGGEALCAGAERAT I CEAMTACRT IGCASEALCAGAGRATTCCARTRCAT
CCGTRCGNNNACCTATGCC! e TAGCCGUNNNACCTATGCCA [2BEE IRCAGCTGNNNACGTATGCCA 412€
i L.’u(:GACC.“.GJ‘\,GA}\l I‘C(x’\a‘. TACAC TGCAGGACCAGAGAATICCANTACAT| T GCAGCACCAGACGAR T TCCAATACAL
PAGARAGENNMACETAT SOCR 3647 &I ERATTNNNACCTATECCR 3887 {TIGTETCNNNACGTATGCCA 4127
(TCCACCACCRCACRETTCGRATRACAC TCCAGGACCACGACRATTCCARTACRC TCCAGCRCCACRGAATTCCARATRCAR
CACCTTANNNRCCTATGCCA 1648 GETARGANNNACGTATCCCA 2588 CCATCGINNNACGTATGCCA 4128
TECREG KCC.F‘GP." ARTTCGAATACAR TCCAGGACCRGAGANTTCCAR TACKB‘_ - CCAGGACTACRGAATTCEAATACKA
(BCEAT TANNNACGT RTGCCR 2E49 CTGEGET GANNNACGTATGCCA 3BES ETRARGCNNNACGTRTSOLR 4129
TCCAGGACCAGAGARAT TCGRATACRA] TCECAGGACCAGACAATICGRATACEG) T CCAGCGRLCAGAGARRTTCGAATACAC
GOARRTANNNACGTATECCA 3e50 TCCETTTHNNACGTATGOLA 3890 T AT CECANNNACETATEOLA 4130
(TECAGGRCCAGRGRAT TOGARTACRD TECAGHRROCAGAGRATTCGAR TACRC TECAGGRCCAGRGRATTOCARTRCAL
il GTNN’\IA..._ TATGCTA A651 CETCGRAGNNNACGTATECCA 3E81 CCCCOCCNNNACETATGCCA 4131
TECAGGA _CR\LQGJKTIC SARTACAR TECAGGACCAGAGAAT T LC-AATACA’E‘ X LC\PL"G\PFCQCwC‘-@ﬂ“Cl"v-}*.CﬁT
TTCGTCONNNACGTAT GLCA 36H2 CEATCCTHHNACGTATECCA 3892 CETTTOENNNACGTAT '11 32
GG, LCAGAGAAT TCGARTACRT! FGCAGGACCAGAGRATTCGARTRCRT) 1
TCTTGGIMNNACGTAT GCCA 3653 [ TGCGTCHNNNACGTATECCA 20393 'IAG(J\PNNN:‘\(.""]’% u{'.(.J\ -1 133
FCAGGACCAGAGAATTCEAATACAT TECAGGACCREAGAATTCCAATACACH YA.MPF.L(A&RC‘M:TCI:MI‘M:AT
GCTCTNNNACGTRTGOCAR 3654 TCEGCTCNHNACGT ATGCOCA 31894 CRACATTINNNACGTATGOCA 4134
TECAGGEACCAGAGANT TCGAATACAG IGCAGGACCAGAGI AT TCGAATACKT I GCAGEAC CAGAGAN ARTRCAT
{GAGACTANNNACSTATGCCA 3Es5 CCACSCCRNNACGTATCGCCA 3695 CTAACATNNNACGTATGCCA 4135
SGCAGGACCRAGAGAAT TCGAATACAR TCCAGGRCCRGAGAAT TCCAATACAM T CCAGCACCAGRGAATTCCARTACAS
ATACT TGNNMACGTATGCCA IE50 CGTGCCGNNNACGTATGCCR 3836 TCGEAMPNNNACGTATGCOCA 4153
TECASGACCAGAGAAT TCGAATACAG) TECAGEACCAGRGNATTCGRAATALRT) T GCAGGAC CAGRGAATTCGAATACRS
CIGCTTAGNNNACCTRTGCCA 3647 CTGGTACHNNACGTATGCCA 3BT ZTCGCCENNNACGTATECCA 4137
TG C?\.G GACCRGAGAAT TCGAATACKR TGCCAGEACCRGAGAATTCGAATACAM T ECAGGACCAGRG] GAATACAG
CTGNNNACGTATGCL. £ 31 (FCCGARANNNACSTATECCA 3858 (CGATAGRNNNACGTATECCA 4133
(TCCAGGACCAGAGARAT TCGRATACRT TCCAGGACCAGAGRATICCAATACAC CCCAGGACCAGRGAATTCHAATACAT
CETGCOCHNNACETAT GCCA jéhn TCOTARCHINACETATECCA 2899 TAACGTRNNNACGTATEOCA 41549
TRCAGGRCCAGAGRAT TCGART ARG TECAGERCCAGAGRAT T CEAMTACRG TECAGGRCCAGRGAA T T CEART AR
IACTCTCTHNNACETAT GCCA 2660 [AAGGCECNNNACCTATGCCA 3900 CTTATATNNHACGTATGCLA 4140
[TGCAGGACCAGREAAT TCGRAATACAT| TGLAG CRGAGAATTCGAATACAC TCCAGEACCAGRGAR TTCGAATACAR
INTARCACNNNACGTATGCCA 3561 G'TLA”"NNNMG"ATC\.CR 3301 IARCACATNNNACGTATGCCA 4141
TGCAGGALCAGAGRAT TCGRATACAT) TECRGGACCAGAGRATTCCRATACRG) TECAGGRCCAGAGAATTCEAATACAT
GACCCTANNNACCTATGCCA GG ACATGTENNNACGTATCCCA 3902 IACCCATCHNNACETATGOCA 4142
TECAGGACCAGAGRAT TCGAATACAL) TCCAGGHCCWWAT"CEMIACAG c GLAGGACCAGAGART TCGAATACAR
AGACCAANNNACGETAT GOCAR 2663 CTCACTTNNNACGTATGCCA 3903 JARAAGAGRNNNACGTATGLCA 4143
TECACCACCAGACAAT TCGRATALAL TCCAGGACCAGAGAAT TCCAATRCAC T CCROGACCACRERAT
GGARTGANNNACGIATCCCA 2604 CAAGCTTHNHACCTATCCCA 2904 CTT CGARNNNACGTATGCCA 4lds
TECAGGACCAGACAAT TCGAATACAG TCCAGEACCAGAGAAT TCEAATACAT TGCAGGACCAGRGAATTCEAATACAR
GTEATGRANNNACGTATGCCA 1CEL JACTCGAGNNNACCTATCCCR 3305 TCEATCONNNACGTAT 4142
ITGCAGGACCAGAGRAT TCGAATACAC TCCAGSGACCAGAGARATTCGAATACAT| 'CCA’G?\CC&GF\C}L’;"‘C"}\'F\CAG
PCCTCTANNNACGTATGCCA SES TCTTETAHNNACGTATGCCA 290€ COATRNNNACGTIATGCCA 4146
TECAGHRCCAGRGRAT TOGEARTRCRR TCCRGGROCAGAGREAT TLCARTACES 3 C-(.MGMQGKFMT CEARTRCAT
(CTGCTACNNNACGTATGCCR o JAAGAA GONNNACCTATECCA CTAACCONNNACGTATGCCA 4147
TCCACSGACCAGAGART TCGARTACAG) TCCAGGACCAGAZAATICCAATACAN TCCAGGACCACGAGARATTCGAATACAA
(CAARTCCNNNACGTATGCCA <J13 GCCRCGINNNACGTATGCCA 2908 TETACTTNNNACGTATGCOCA 4148
TGCAGGACCAGAGRAT TCGAATACAA TGCAGGACCAGAGRATTCGAATACAC) - GCAGGACCAGAGRATTCGAATALAG
T ATAAANNNCTAGCGTUAC il LATACGGNNNCTAGCCITAL 3209 AT CGTACNNNCTAGCETTAD 4149
TCCAGGACCRGAGART TCGAATALAT) TCCAGGACCAGRAGAAT TCCAATACRA - CCAGGACCAGRGAR T"CFMTJ\CJ\T
GETTATANNNCTAGLETTAL 3610 GRTCTTANNNCTRGCEITAC 35910 CAACGTINNNCTAGCSE al50
TGCAGGACCAGAGAAT TCEAATACHA TGCAGGACCAGAGRATTCCGAATACAA] T GCAGGACCAGAGAAT TCEAATACAT,
CLCOGCTONNNCTAGCGTIAC IETL CARCCCANNNCTACCET 3 911 CCRACTCNNNCTAGCGTIAC 4151

TECAGGACCRGACAAT TCERATACAT

TGCAGERCCRGAGRATTCE

T ECAGGERCCAGASGRR TTCGAMTACAG

SCCPRAACNNNCTACCCTTAC CCTRACCHNNCTRCCS C. 2813 CGGAGGTNNNCTAGCGTTAC 4152
TCCASGACCAGAGRAT TCGAATACAC TGCAGGALCAGAGAATICCAATACAT) T GCASGACCAGAGAATTCGAATACAT
GTCTGCONNNCTAGCETTAC 263 GTRAGTCEHNNCTAEGCGTTAL 30135 GCCCATTNNNCTAGCET TR 4153
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TGLAGGACCAGRGART TCGAATALRN TCCAGGACLAGAGART TCGRATALAR TCCRBEAC CAGACARTTOGRAT lcbj
GTTGTATHNNCTAGCETTAC 3E' 14 TCETOETNNHCTAGOGTTAS 3214 GG TERCNNNCTAGCGTTRS 4104
TECALGACTAGASEAT TCGMATRCRG TECAGERCCAGACPATTCGARTACHM [T CLAGERCCAGRGAR TTCGARMTRCAT
[SCTALTAMNHCTAGCCT AL 3673 (GTAGGACHNNCTACGCGT, AL 3915 IAACGTAANNNCTAGCETTAC SEE]
(CECRAEGACCAGAGART TCSRAATACAR TECABGACCAGRRAAT TCGAATACAA [ GLAGGAC CAGAGAR T CLAATACAA|
CRCCATAMNNCTACCET AL i le A EARRARNNNCTASOS AL d9te CCTACGANNNCT BECETTAD £ 154
DECAGGATCAGAGRAT TUGRATACRA TECAGGRCCAGAGREAT ICGEARTACAA) CGCAGGACCAGAGRATTCCARTRCAC
ITCCAGGHNNCTASCET IAC IETT JEITCATANNNCTAGCETTAL 3917 8 CACCARNNNCTAGCETTAC 4157
TECALBACCREAGAATTCBAATACAT LCCAGEACCLERCAAT TUGRATACAL L CCAGGACCAGREAR TTCUAMTACAT
STLETTONNNCTAGCETTAL 3ETd PPACETCANNNC TAGCSE I TAL 33918 (EET CEUEUNNNCTAGCEITAL [4l38
CECACEALCAGATAAT TURRATRCEA, CECAGEALCACREAAT I CRATALE Y HCRGENCCARACAATTURAATACAT
STEEACANNNCTAGSET TAL 3L [CRRTGCOUIRICTASCE Y AL EEES] AT CTEINNNCTASSET RS 4159
[TCCAZGACCAGAGANT TCAAATACAL ITECAGGACCRGACAAT TCEAA TACAM T CCAGGRCCRGACAR T TCEAATACAT
IAGAGETTNNNCTAGCGTTAL 2660 KACCCEEHNNCTAGLET AL 3320 ICCACCCONINCTASCGITAS 4180
TCCRACCACCACAGRATTOGRATRACAC TCCAGGACCACECARTTCOAATACAC T CCACGACCACRCARTTCCAATRCET
TTCCCOOHNNCTACCLGTIAC 3EEL TRACGCANNNCTASCGTTAC 23721 (RCCGATCNNNCTACCGTCIRC L ibi
|TCACGACT AGAGART TCGRATACAR L CAGCACLAGRGRATTCCARTACAR TG AGGRACTAGRGAR TTCEAATACAG]
ICCTOCATHNNCTACCETTAC 3E82 CCOCTATHNNNCTRECCTITAC 3522 RECGGATHNNNCTACCETTAC 4 152
TCCAGCACCACACART TCSAATALRE [TCCAGGRCCAGRCPATICGRATACAR (- CCAGCACCACGAGRATTOGAATACAT
ALCACGTHMNCTACCETTAD |REE3 ICRTACATHNHCT ACCETTA 33723 TET TCTANNNCTABCETTAL £1563
CECACGRCCAGRGRAT TRGRATACAD TECAGGROCAGACRAT TCRAETACR e ACGECCACAGRR T TOCAATACEG
IRABCT COMNHCTAGSCTTAC B84 SASTORTENNHCTAESGET RS 374 GTCETCONICTAGSET AT §ins
TCCAGGACCAGAGRATTCSRATACAL TECASGALCAGRERATTCCAMTACAA) T ECAGGALCAGAGRRTTCGAATACRA
GUGRRARNNNCTAGCGTTAL 3883 TRGAGGUNNNCTAGCGTTAL 2325 L GCTTCONNNCTAGCGTTAL 4162
SR URCCAGAGEAY TUGRATRCRL TCCAGGRUCAGALRAT  CCARTALEC TCCRGUEACCACALRAT TCCARTRCET

(7 CECASHNNCTAGCE T YAC FERG CCOGCELRNICTACSE TTAC 3826 CACGACTHNNCTAGE G AC 41G€E
DECAFGACCEGAGALT TOGAATACAR I ECAGEACCRGAGART . CiaAA TACACH R ABGACCREAGAR T N CEAATACAR
[GCACATSHNNCTAGTCTTAL 2HB" (CRTRCTCHNHCTASCETTAL L} Fa IMERCATRNNNCTASCGTTAT SlG
JGCMEINCCASAGRAT TCAAATACRA TECAGEACCAGAGN. T TCGAATACAY! TECAGERCCAGALMT TCGAATACE
GAGGLCSHNNCTAGCGTIAL JEEE JERTTCOCHHRCTAGCEITAC 3028 [CAT CGTINNNCTAGCGTTAC 4188
ECACGACCAGRAGEATTCGARATACELD) ﬁ{‘lﬁ"‘ RCCRGACERTTOCALTACER) [TGCAGERCCAGRGRRTTCCANTACAT
GTECSTONNNCTACCCTIAC IE69 COGTNNNCTAGCSTTAC 3529 RACRCCONNHCTPOCETTAC 4163
TELRCEALCACAERAT TUGRATRCAT TCCASGLCAGACI AT TCGAATACLMT) T COAGEAG CAGAGAA S - CEARTAGAC)
GLTACCANNNCTACCCTIAC 3590 CTTCAACHNNNCTACCETTAL 3330 ICTCCTCONNNCTAGEGTTAL 4170
LECALCACCAGACANT TCLAATACAL IECAGEACCAEACARTTCCAATACRS) GUASCACCAGAGAL T TCEANTACAY

S C CRAMNNCTAGCE] TAC 3ER1 AR TATCORNNC, REC fai 3931 CEEAT TRNNNCTARDEITAC @ A7 L
TRCAGGRACCAGAREET TOGRATACA T [ TECAGERCCACRERAT T LRRRTACAT T ECARGRCCAGRGRA T TCRARTACEG

R CCASTHNNCTACCOTTAL 2562 CTCOCCRNNNCTACCETTAT 2932 GCARACRNINCTAGCGS 4172
TECREGACCAGAGRAT TCGAATACAT] TGCAGGACLAGAGRAT CaAaRTACRA TECAGCRCCAGARRA TTCEARTRCAG]
(CATCETCNNNCTAGIETTAL g8 ICTAATCANNRCTAGCETITAC 360382 (CARACRONNNCTAGCETTAC 4173
TOCACCGACCLOAGARTTCGRATACER (TCCASGROCUGRAGART TCEAATACAT T CCASGACCRGRGAR Y TCGAATALAT
|CCCRAGANNNCTAGCCTTAC 2604 ERCGCOGNNNCTRECGTTAL 3934 JACACTCININCTASCETTAL i L 14
TECRCGALCAGAGRAT TCGRATRCAL TECAGERCCAGAHERAT TECRATACAS "'f‘c—c AGCALTAGAGAATTCEARTACAS
GRACGRCGHNNCTAGCCTTAC 3ESS (CCTGCCANNNCTAGCET AL 3535 ICCRCCTGHNNCTAGCGTIAC 4175
TECALGACCHGAGANT TOGARATACAT (7 GLAGGAC CAVGRGAA T TCEAATACAA
GIGACTSNNNCTAGCET JAC 360 ZCCTEAGNNNCTRECE "CAL MiTE
TECRCGALOAGAGRAT TOGAATACAR] TECERERCCASACRAT T CEAATHLET) T CCRGERCCAGRGARTTCEARTACED
CCTTCACHNNCTAGCCTIZAC 3CIT JETTCACCNNRCTACCSTTAC 3937 CCCTCTGNNNCTACCETTAL 4177
SGCAGGACCAGAGARE TCGRATACAS IGCAGGACCAGACAATICCAATACAY I GCAGGACCAGAGAL TOCERATACRS)
TTAACTTHNNCTRAGECTTAC gl ITCOECRENNNCTRCOETTRC 3332 CCTCARTNNNCTRCCETTAL 4178
(TCCACGALCACACAATTCOGPATACRA TCCRGERCCACRERRTTCERATACA T TCCREGACCAGAGMATTCCERATRACAS)
CUCACGUNNNCTALCETTAC 3E99 CARGRT TAMNNCTACCETAC 3339 ST TEANNNC T AGCETTAL 4173
TECRCGACCABAGRAT TOCAATACAC TECAGGACCAGAGRAT TLEARTACAL T CCAGGRCCAGAGRAT TOCAATACEA
[CGRT GATNNNCTAGLGTTAC 37H0 C-CTAAGTN_H_N_C'TN.‘—:E’ZTI—C 3540 TT?\A’JT(WCTAECGZ":AC 418U
TGIASGACAGAGART TCSRATAL TGCAGALCAGRGART TLGRATACA L CCASGACCAGRGART TCGAATACAT

AT CTCGRNNNCTASCETTAL =701 ACACCTTNNNC TA=CGTTAL 23931 ICCAGATONNNCTRGCETTAL aigl
TECAGSACCAGAGRAT TCGAATACAG TEC&G-’SRCC.H"MRT'T C&ﬂ TRCAA] [T GCRGERCTAGAGRAT TCGRARTRCAC
SACATGTNNNCTASCET AL 3702 ACUCTGINNNCZAGTET: 3942 CCCCCEENNICTAGCET AL 4152
AL GATCAGAGAAT TCGRATACAT CCAGCACCAGAGAR GMTM L CCASGACCAGACAR T CHAATACAL
ACCTARRNINCTACIETTAL I3 frs CCAGCHRNC T REDGT TAC 3333 (CAT AAGTNINC T RGCGTo AT a8
TECAGRACTAGAGAAT TCGRATACAR IECRGEACCALALEEATTCEARTACA” L GCAGEACTAGAGAR TTO-AR TACATH
[CLCAGCANNNCTAGCETTAL 3704 IETOGCTTHNNCTASOGT NG 3244 [ETTGGTINNRCIACCEITAC 4i6=
TECACSATLAGRCART TAGAATACKA] TECAGGAS CIERAR AT TRCARTACAG T CCAGOAC CACACAR TOCCAATACAD
QATACGCHNACTACCCTIAC Ey L] PRATTTCNNMCTACCOITAC 3342 CCRCATANNNCTAGCOTTAC 4152
TGCASGACCABACAAT TCSAATALAC lCJ_ﬂ.;G!u..CW_&'I TCGRATACAT: I GCAGGACCAGAGIATTCGAATACAA
GEATTGCHMNCTAGCETIRAC 3106 ACCGTSTRNHCTACCEITAC 294 TECARCCHNNCTASCETTRC 4i2e
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. 38
CCAGAGRATTCGARTACAG

3y

TOCAGEALCAGAGART T

GRATACAT TECAGERCCACGALMATTCCRAATACRT TGCRAGT
RCCAGGTHNNCTAGCGTTAC 2 ICGRCCAGNNNCTAGCGTTAC 3947 CECGCOENNNCTAGCGTTAL 4187
TECAGGRCCAGAGRATTCGAATACAT TGCAGGRCCAGAGRATTCGARTALCAT TELAGGRCCAGRGAAT TCGARTACAD
ATACTCTHNNCTAGCETIAL 3708 GATAAAGHNHCTAGCGT TALC 3948 BARGTGEGHNNNCTAGCEITAC 4183

"‘CJ..MzExA‘,C.h(ﬂGAATT( GRATACAR TC—"‘MGA‘JCRGN.MTﬁ (.C-\MTA'.A"‘ I GCAGGRCCAGAGAATTCGAATACAT
G 219 JATGGC TS AEEAGCENNNCT AGCETTRL
e Cl\(.—eﬂ' CAGACAATTCGAATACAA TGCA TECAGGACCAGREAATTCCART ACAA

CCTEAGTHNNCTAGCET TAC 2710 . T*’-'TC::'NNNC'AGCG" 4130
TGCASGACCAGAGAATTCGRAATACAL) AGGACCAGAGAATTCGAATACAL
INTAGATTNNNCTAGCGTIAC 3711 chvQNNNL AGC Al 3251 C':;' TATANNNCIAGCGITAL 4191
TGLAGGACCAGAGRATTCGAATACAA) TGCAGGACCAGAGAATICGAATACRS) IGCAGGALCAGAGRATTCGAATACAS
GCEGAATNNNCTAGCCTIAC 271z (CARTCGINNNCTAL TTAC 3922 CTRTITGCNNRCTAGCETT 4192
TCCALGACCAGAGAAT TCSAATACAG TECALGGACCAGAGAAT ICGAATACAL] TGCAGGACCAGRGARTTCEAATACAT

GCATGCONNNCTAGCGTTAL 3713 TAGCGCGNNNCTAGCGITAC 9983 ACAPACTNNNCTRGC
TCCACGALCAGAGRAT TCGRATACRG TCCASGACCAGRGAATTCGARTACAT "’(‘-"‘""GF-rCJ\G'-\GFﬁ"" J
[RTATCCGRNNCTAGCGTIAC 2714 JACTCTSCHNNCTACCGITAC e TCTTAAINNNCTAGCGT ! 41395
TECREGACCAGAGART TCEGAATACAG [TECAGERCCAGRGRRT TCGAATACRA T GC FGGRC CA!‘.{F.E.-‘LATTCG)‘G\TMAG

CTCAGCONNNOTAGCETTAC 2715 TCGCAGANNNCTAGCETTEC 3545 CTCTGATNNNCTRAGCGTTAC 4195
TCCAGGACCACAGRRTTCGAATACAC) [TGCASGRCCAGAGRATTCGRATACAD T CCAGGACCAGAGRATTCGAATACAT
TTCARGGNNNCTAGCETTAC 3714 CACGAACNINCTAG
TECAGGRCCAGAGRART TOGARTACAT] TGCAGGRCCAGAGRR
CAGTAATHNNCTAGCCTTAC 3717 CAGCTAR AGCETTAC 3637 B CGUTTTHNNCTAGS
TGCAGGALCAGAGART TCGRAATACAL] TGCAGGACCRGAGART TCRRATACAT TECAGGALCAGAGRATICEAATACAS
CGECCAANNNCTAGCETTAC 3718 CTECCGENNNGTRECE 2958 COCGCARNNNCTAC 4198
TGCAGGACCAGAGAAT TOGRATACRA] TGCA “M-",a:.:.:'r«.&'r,rr.»-arnu' TGCAGGACLAGAGRA, “‘t‘r-mrnx_m.
TGRTCATHNNCTAGCETIAC 3719 GCCGT TINNNCTAGCGITAL EEEE] BAG T TGENNNCTAGCETTAC 4193
[TGCAGGACCAGAGART TCEAATACAL TECAGGACCAGAGAATTCEAMTACAL T CCAGGACCAGAGRR ] TCEAATACAL]
GOGCGTTRNNCTASCETTAC 3720 TCCOTSCNMNCTACCOTRAL 2960 CAGETEENING 4200
TGCAZGACCAGAGART TCEARTACAR] TCCAGGACCAGAGAATT TECAGGERCCAG

ST CCECEHMNCTAGCETTAC 2721 CACAATCHNNCIAGE ST AATCANNHCTAGCEITAC 20L
TGCAGGACCAGRGART TCGAATACAC] SEiRoiArCRARCRATCCAATACAT TECAGGACCAGAGARTTCEAATACAS
[ACTGGTANNNCTAGCCTTAC 222 AT COTGANNNCTAGCCTTAC 3262 TCARCCANNNCTASCGTTAC 4202
TCCASGACCAGAGART TCGRATACAC] TECRASGACCAGAGRAT TCGRATACAC) TCCAGGALCAGAGRATTCGAATACKS
TARGAC SCHNNCTAGCETTAC 2723 A2 GO T TCNNNCTAGCSTTAC 3853 BCCAACANNNCTAGCSTTAC 4203
TGCAGSACCAGAGART TCGAATACAR) TGCJ"G.\E\.CC@M CGAATACAS T GCAGGACCAGAGAAT TCGAATACAR
CGCTACANNNCTAGCGTTAL 3724 TAC CCGTCEGNNNCTAGCGEITAC 42045
TCCAGGACCAGAGART TCGAATACRR : TCCAGGACCAGAGAATT
CCARAARNNNGTAGCETTAC 2725 GRAGHTONNNCTASCSTTAL E ACECGCONINGT, B
TGCAGGACCAGAGRAT TCGAATACAC] TECASGACCAGAGAATTCCAATACAL] T GCAGEACCAGAGRATTCEAATACAT]
GAGTGCCHNNCTAGCETTAL 2726 CATGCTTNNNCTAGCGTTAC 3 BAGCAGTNNNCTAGCETTAC 4206
TCCAGGACCAGAGART TCGAATACAA] TECAGGACCLGAEART TCCARTACAT, TCCAGGACCAGAGAR TTCEAATACAT
ACCCEARNNNCTASCETTAC i TCARCTTHNNCTAGS 246% TECTATANNNCTRGCSITAC 420%
TGCACGACCAGAGART TCGRATACEA TCCAGGRCCAGAGRATTCGAATACAT| TGCAGGRCCAGAGART TCGARTACAN
PARGCATHNNCTAGCETTAS 3128 CTCGCAANNNETAGCETTAC 3568 BAGTGTENNICTACCETTAC 4208
TGCAGGACCAGAGART TCGAATACAL] TGCASGACCAGAGRAT T GLAGGACCAGAGRA
CCCCEEONNNGATCERCATE 3729 TTTACARNNNGATCGACAT 1 : 2202
TCCAGGACCAGAGART TCGAATRLAT TGCRGGACCAGAGAATTCGRATACRA]

TCCTTGGUNNGATCCRCAT ERELY CCCACARNNNGATCGACATC 3570 A 4210
TGCAGGACCAGAGAAT TCGAATACAT TECAGGRCCAGAGAATTCGRATACAS) TGCAGGACCAGAEAATTCGAATACAL
CCACGTTHNNNGATCGRCATG EY N GCTCATANNMGATCGRGATG 3971 CACTATENINGATCGACATS 4211
TGCAGGACCAGAGRATTCGRATACAY TGCPSGACCAGRGRATICGAATACAR TGCAGGRCCAGAGRATTCGARTACAS
TGAAGCTANNNGATCGACATE 3732 GCATTGCHNNGATCGACATE 2372 AGCANNNGATCCACATS 4212
TGCAGGACCAGAGART TCGRATACAR) TGCCAGGACCAGAGRATTCGAATACRA] TGCAGRACCAGAGAR TTCGARTACAL
CAATARGNNNGATCCAZATG 3733 73 GCGETCANNNCATCSACATG 4213
TCCAGGACCAGAGART TCGAATACAC] CCAGAGAATTCGRATACAT TECAGEACCAGAGARTTCGAATACAT

AT ETT TTHNNGATCGACAT, 3734 CACCAACNNNGATCGRCATE 3974 CCATGAGNNNGATCGACATE 1214
TGCAGGACCAGAGART TCGAATACAT] TGCAGGALCCAGAGAAT TCGAATACAT) TGCAGGACCAGAGARTTCGAATACAG
CCGETCONNNGATCGACATE CCGASGANNNGATUGACATC 3675 CCTCCCINNNGATCOACATS 4213
TECAGGACCAGAGART TCGAATACAG] TGCAGGACCAGAEARTICGARTACAA TGCAGGACCAGAGAATTCGAATACAA
TTACGTSHNNGATCGACATG AT ATGGANNNGAT CGRCATE EERE GCCTAACNNNGATCGRCATS 4218
JY-(.AL:E:Mf AGAGAAT TUGRATACAS TGCAGGACCAGAGRAT LCGAATACAT TGCAGGACCAGAGRATT CGARTACAL
STCCTGGNNNGATCGACATE 3737 TTCGGETCHNNGATUGACATG 3577 GAGGAATNNNGATCGACATG 4217
"nr;c.\smccn&muﬂ"rcmmmr. *rr'—Gevc.t-mmA""“f“G:\Ar CAT T GCAGGACCAGAGARTTCCAATACAL
TCTACAGNNNGATCGRCATG 58 TRGCTTANNNGATCSACATE 2878 ccc»..ctwmc;\'rcmr:r’ 4213

[TGCACGACCAGAGARAT TCGRAATACAL TCCAGGACCAGACRATT 'CP.F\D’J.P." .aGr'\!: ACGAGPRATTCGAATACAT
ATRACTTHNNGATLGRCATG 373 IACGCETTHNNGATIGRCATE 7 )C.FAT;‘-\.N!'IN' TLGACATG
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TCCACGALCAGAGAATTOGRATRLAR CCCRAGGACCAGAGART TCCRATACAN T CCAGGACTAL TTCCRATACAT)
|AETCCTANNNGATCGRCATE 3730 GETAAGCNNNGATCGACATG 3380 PACATGTNNNGATCGACATS
TGCAGSACCAGAGAAT TCGARTACAL] TGCAGGACCAGAGAATTCCAATACEA {TGCAGGAC .AGF\“'HA:‘TCUMJ RCAG

IATCAT GENNNGATCGACATE 3741 AT TGA INNGATCGACKT: 3981 TTGCCGCNNNGATCGACK 4221
TCCRACGACCAGRGART TCGAATALAT TCCAGGACCAGAGAAT TCCAATACAT (I GCAGGACCAGAGAATTCGAATACAR
TCACTGINNNGATCGRCATE 3742 MCTGTARNNNGATCGRCR 2582 GCASNNNGATLGRCATS 4222
TGCAGGACCAGAGRAT TCGAATACAT TECAGGACCAGAGAAT TCEAATACAT TR CAGGACCAGRGAAT TCGAATACAG
[IGCCECCHNNGATCGACATE 3743 TCTCTGENNNGAICSACATG 3583 IGTTAGTCNNNGATCGACATG 4223
TECRAGGACCRGAGART TCGRATACAT TGCAGGACCAGREAAT TCGAATACAR TECAGRACCAGREARTT TACAL

CCTGTNNNGATCGACATG 2744 CAAGADANNNGATCGRCATS 3584 TTARGATNNNGATCGACRLG 4224
TGCAGGALCAGAGAAT ICGRATACKE) IECAGGACCAGAGRAT TCGAA TACRA (T ECAGERCCAGRGAAT TCGARTAC AT
SCCETCTHNNGATCEACATE 37435 IPATGAACHNNGATCGACATS 3882 [TCCTACANNNGATCGACALG 4222
LCCAGGACCAGACGART TCGANTACAN TCCAGGACCRGAGAAT TCCARTACAA ([ GCAGGACCAGAGAA T TCEAATACAT
[CCCACGONNNGATCEACATE 274G ACACACCNNNGATCGRCATG 3986 CTCAGTANNHGATCGACRTG 4226
(TCCRCCACCAGRGRAT TOGRRATACKT (TCCAGERCCACRERATTCEARTACRAT) TCCASCRCCACRCRATTCCAATRCRS
CCTTTARNNNGATCGRCATG 240 P}A"‘G""NN‘IGP. JCTACTACNNNGATCCGACATG die
TGCACGACCAGAGAAT TCGAATACAT] TECAGGACCAGACAATTCGAATACAR T GCAGGACCAGAGAATTCGAATACAT
[TACPAGTNNNGATCERACATE 2748 (“(“GC‘T"&WHL-ATC GRCATG 3088 RETATETNNNGATCGACATS 4223
TCCAGGACCAGACARATTCGARTACAT TECCAGGACCAGARGPRAT ICCAATACAC TCCAGCACCAGAGRATTCGAATACAR
CRAGEARNNNGAT CGRCATH 2749 CEGLGTRNNNGATCGRACATG 3389 PGCATCONNNGATCCACATS 4228
(TGCAGCGACCAGAGRAT TCGRARTACRG) TGCAGGRCCAGRAGRATTCGARTACED TGCAGRRCCAGRGRATTCGARTACRR)
ALRCTCAMNNGRTICGRCATG 27150 :*:-cmc"am(\r( GACATG 3650 CTARAACNNNGATCS. 3
TCCAGGACCAGAGAATTCGAATACAA -

TCTAGGRNNGATCGRUATG 3751 (M(‘T’:RNNNGH
TGCAGGACCAGAGRAT TCGRAT ACRR

TGOAGEACCAGAGRAT

FCTTACTNNNGATCGACATG 3752 GAATTGANNNGATUGACATG 3992 CGAATARNNNGATCGACA 4232
([CAEGACCREACART TCGAATACAR TECAGEACCAGRGAAT TCEAR TACARN T GCAGRACCAGAGRA TTCEAATACAT
[ARCRCARMNNGAT CCRCATE - ) [CCCOTTRMNNGAT CGRCATE 3 AGCGTCANNNGATCGRCATG 4233

TCCAGGACCAGAGAAT ICGARTALAN TCCAGGACCAGAGAATTICGARTACAT TEChGEACCAGAGRAT TCCARTACAA
[CAGCRGARNNGATCGACAT 3754 IACPGACCHNNGAZCGACATS 3584 TCATCCONNNGATOGACATS 4234
(TECACGACCRGRGRAT TCGAATACAT) TELAGGRCC&GAEM‘!‘TCEA!TAG} TECAGGRCCAGRGARTTCCAMTACAR)
IGACTACCNNNGATCGRCATG 3750 TTAGACTNNNGATCGRCATG 3935 IRAACARCNNNGATCGACATS 4233
TGCACGACCAGAGAAT TCGAATALASR TECAGGRALCAGAGAAT ICEAATACAC [T GCAGGALCAGAGMATTCSAATALRD
ILCTGT CAHNNGATCGRCAT Iihe (ACTAGACNNNGATCGACLETS 3936 TATCAGCNNNGATCGACRTS 4236
:‘ﬁdﬂ:w\cu.ﬁl\u&\TTu(xLﬂ.TﬁCﬁ: TECAGGACCAGAGAATTCGAATACAS) IGCAGCACCAGAGAATTCGAATACAT
(CGRGGTCHNNGATCGRTATG 3757 CCCTARANNNGATCGACATG 3937 (ACTGICCNNNGATCGACATS 4237
TECAGGACCAGAGRRTTUGRATACAR TECAGGRCCAGRGRATTCGRAATACRA TECAGCACCAGRGRATTCGAATACAR
TCCATAGNNNGATCCRCATE 2758 GRETGGTNNNGATCGRCATS 3398 CEACACERNINGATCGRORTS 4238
TRCAGGACCAGRGAAT TUGARTACAD TECAGGROCAGAGRATTCEARTACAR TECAGGRCCARRGRA T TCEART AL RG)
IACTGT TGHNNGATCGACATG 3759 TCTGAATHNHGATCGAUATE 3999 TCACGTTNNNGATCGACATG 4233
TCCRGGACCRGACART TCGRATARR (IGCAGGACCLGAGART TCGAATACAR] TECAGGACCAGRGAR TTCEARTACAL
CACACTS! NNNuA CERCATE Vel LEA"‘CAC NNNGR.."'G.RU‘:-G 20Ul i;ITG TACCNNNGATCGACATG 4247
TGCAGGE .J“.\G.le\T TCGRATRCARS ‘FL&\GG&CC&( AERAT ,CC‘ﬂhTﬁ\(})\ TECAGERCCAGAGRAT TCEAAT AL AG

SETCACANNNGATCEACATE 3761 T TGGAMNNNGRTCGACATS L0001 CATGCCGNNHNCATCGACRTS 4241
TCCAGGACCAGAGAAT TCGAATACAN TGCAGGACCHGAGAAT TCEGAATACAL 1 GCAGGACCAGAGAA T TCGAATACAL
ARCRATGNNNGATCGRCATE 3782 [TAGCCCCNNNGAL: 'G.‘\f 1% TGATTGENNNGATCGACALS 4242
TCCAGGACCAGAGARAT TCGRAATRCAG TECAGCGRCCAGAGAATTICE! (TGCRAGGACCAGAGAATTCGARTRLNG)

AT TTCTANNNGATCGACATC 3763 CTTGETE TNIGPL-\.GAQ‘\ ICAACTCANNNGATCGACATS 4243
TGCAEGEACCAGAGART TCCAATACAL| TGCAGSACCAGAGAAT ICGAATACAC I GCAGEACCAGRGAA T TCGAATACAT
[CCCCGATHNNNGATCGRCATE 2VE4 ICGTCCTCNNNGATCGRCATG 204 RCCTCRCNNNGATCGRORTG didL
TGCAGGALCAGAGAAT TCSAATALAN TGCAGGALCAGAGAATTCGPATACRC (TGCAGGACCAGALMAT TCGARTACAT)
GGAGCGUNNHGATCGACATE 3765 CIARCCANNNGATC GACATS L0035 GCACCCONNNGATCCACATS 4243
TGCAGGACCAGRAGRAT TCGARTACAL) TECAGGRCCAGACRATTCGAATACAR TCCRAGGRACCAGRGARTTCCARTACAG)
CCTCGAGNNNGATCGRIATE 27EG AALTAGCNNIGATCGACATG = DilE ITCCTRACHNNGATCGACATG 440
TGCRGEACCAGAGARTTCGRATACAL) TCCAGGARCCAGRGAATTCGRATACRRS TCCAGGRCCAGRGAAT JCGAATACAT
(GCACTCONNNGATCGACATG 2767 |AGCACTCNNNGATCGACATE 2007 ACTGTTINNNGATCGACATG 4247
TGCAGGACCAGAGAAT TCGAATACAG! TECAGSACCAGAGAATTCGAATACAG! TGCAGGACCAGAG. M"CG?\R"?&.&L
IAAGTCAGHNNGATCGATATG 3768 1T CAACGNNNGAT CGAl : Luae [TCATATHNNGATCGACATG 4243
[PCCAGGACCAGAGART TCGAATACAG TCCAGEACCAGAGAATT \TACAC TCCAGGACCAGAGRAT TCCAATACAT
GCGTCGTNHNNGATCGRCATE 3TED (CGTCTGTINNNGATCGRCATE s aa ICTGCTEINNNGATCGRCRTG 4449
TGCAGGACCAGAGAAT TCGAATACAL] TECAGGACCAGALGAATTCGAATACAS) 16 AATACAT)
.P\T'.""'TCCNN’V' TCEACATG 3770 ICACGGCTHNNGALCGACATG 4010 FETATTANNNGATCGACATG 4230
[ TGCCAGGACCRGAGAAT TCGANMTACAT TCCAGGACCRGREAAT TCCAMTACAN TCCAGGACCAGAGANTTCCAATACAR
P-C ARCTNNNGAZCGRCATG LA E CCCAAACNNNCATCGACATC slLdl CRATGTANNNGATCGACATG 4451
TCCACGACCAGAGAAT TOGAATACAT ICCAGGALCAGRGAATICGAATACAC 1 CCASGACCAGAGRATTCGAATACAS
PERTETTHNNGRTCGRIATS 2172 (AT RAACTHNNGRATCGACATS 4012 CCGAGCRNNNGATCGRCATS 4152
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TCCACSACCRAGAGRAT TUSRATACRA GLAGGACCAGAGAAT TCGRATACAT = GCAGERCC CCGARTACAS

AT CACOGNNNGRTCERCATE 3773 [CETRASCNNNGATEGRERTS 2013 ICCACARTNINGRTCGACRTS 4253
TECACGACCACAGAAT TCGRATACAN (TSCAGGACCAGAGAAT T CGRATALAG TGCAGORCCAGRCAR L TCGARTACET]
C'.':(L:.'A.-\NN_!_{GAKGPJ;%:'E 3774 AGC I TG INNNGAL CERACATE 214 A T CTCANNNGATCGALATG 435+
TGCAEGACCAGAGAAT TCGRATAAG I GCAGRRACCAGAGAAT TCGRATACAG (T CCAGGRCCAGAGRA TTCEAATACAR)

HJG'TACC‘@IN(‘AT-C'GRCRTG 3115 ITTTET THNNGATCGRCR TG L dis GALCTINNNGATCGACART G 4253
TECACGACCAGRGEAT TOGAATACKS TR CAGEACCAGRGRAT TCEAATACKRT TG AGGRCCAGRGAAT TUGAATACAT
GLCACATHNNGRTLGACATG 3776 |CAGTAGEINIGRI CRACATS LOLE RCATAATNNNGATUGALATS 4ESE
TGCACGACCRGAGAAT TCEAATACAL TECAGGRCCRGRGART S CCRRTAGES | CCAGCATCAGRGARITCUAATACEA

AL TTARANNNGA JCGACATE 3777 JCACTCIGNNNGAI CRACATE @017 CCC'E\EMNHNEA‘ICG&CA’. G 4257
TECRGEACCASAGRAT TCGRATRACAT IECAGEACCAGAERAT I CEAA TACAA] IECAGEACCAGAGRATTCOARTRCAS
TTRCCTANNNZATCGACATE e [CAR G I GHNNGRI CEACATE s ULE T RGARCCTNNNGRTCGACATS S0
TECHRGEACCAGAGIAT TCEAMT AR [T GCAGRACCAGRGAATTCGARTACAT [T GCAGEGACCAGRCANTTCGAATACKT|

Ko T TTOGUNNNGATCGACATE 3175 RGARGCENNNGARTCGACATE <313 ICCTRACCONNNGATCGRCRTG 2253
[ TCCACGACCAGAGRATT CGEATACRG (TCCAGGACCAGAGRATT CCAATACRG] T CCAGGACCAGACAAT TCGAATACAT)
AGACATGHNNGATCGRUATC -l ICTTRTGENNNGRICGRCATG & L bb 2 TCCCACNNNGRTCCACRTG 4260
TECACGACCRGAGAAT TCEAATACAE! |1 CCAGEACCREAGAMT TUCAATACRS - CCAGGAC CAGRGAR T TCGAATACAR,
ACGCATANNNGATCGACATE IIEL (CCATATONNNGRATCGACAT 4032 ICTCATTANNUGRATCGACATG 4461
TOCACCACCRCACART TOGRATALRD TCCAGGALCACRCAATTCERLTATAT T CCAC AT CACACARTTCCRATACAD
CTECTCSIRINGATOGRCATE (CECT TAINNGATLGRCATG 2822 CRACAAINNNGATCCACATS 4262
TECACGACCAGARRAT TEGAATACAT] TECAGSACCAGARRATTCERATACRT TCCAGEACCACGREART TCCAATRCAA
TEETRGENNNGR TCEACATE 3183 TR TAGGNNHGR T CGRCATE L T T CTCOMNNGATOGRCES G §in3
TOCAGSALCAGAGRAT TUGAMTACAT] T CCAGEACCAGAGRAT T CERATACRR T ECAGERCCAGAGBAT TURARTACKD
CUCOCACHNNGATCGACATE 34 TECTTAANNNGAT CULCRT & =Ueq TGTACCTMNNGATCGRACAT G b4
TECACGRCCAGRCEAT TCGAATALRC TECAGGRLCAGAEEAT T CEARTACE T TCCAGCECTAGREBATTOCARTECAG)

VWG GAA TTHNRGR TCGACASE 2755 (CGACGETACHNNGN CEACATS L C25 INICCAGINNNGATCGACATG 4265
TELAGGACCRGAGAAT TLGAATACAE] TG CAGRALCRGAGART T CEAATACAN [T GCAGGAC CAGAGAR T TCGAATACAT

CET CCCANMNNGATCGRCASG ek CACEARRNNNGA T CGREATE G0 ARG T TLRNNNGATOGRCRD G 4 LH=
TECHIEALCAGAGRAT TCERATALAA] TECAGGACCAGAAAT T CGAATACAT T CCAGERLCAGRERATTCGAAT ACET)

Al CCARTHNNGAICCACATIE 1787 5L COCGINNNGATCUACATS 4v27 oG JAGANNNGATCCACAT S 1257
TROAEGRCLEGALRAT TIGARTATAL] CCAGGROCRRACRAT  CEAATACA | TCCAGGACCAGESRRTTOEARTACAR
[GCGPACCNANGATCGACATG VL] (ETTATGGHNNNGATCGNCATE € 28 NCARGACCNNNCATCGACATG 4260
TCIMGSACCAGAGAAT TCGRATACAT TECAGERCCASHREAATTCGRATACAT T GCASGNCCAGAGAATTCGAATACAS

AT EATCANNNTGOATCAGGET 758 A\ C TGAGTNNNTGCATCRAGET ] ICLCCTACNNN TGCATCAGET 4258
[TECAGGACCAGAGAAT TCGAATALAT) [T GCAGERCCAGAGART TCGAATACAA IO AGGRC TAGARGART TCGAATACAG|
DUSCACANNNTSCATCASST 3720 AL AGA G MR T GUATUAGET 4930 AU CCC NN SGUAT CAGET 4270
THLACGROCAGRAGEAT TOGRE TRACAR TECAGRRCCAGAGRAT CGRATACRTH T AGCRCCARRCAR T TOGRATECALD

TR CTHANTGCETCAGHT 37%31 [ACACATTHNNT GER TCAGET 5 0d1 ICOCGAGRNINTCCATCAGST a7
TECREEACCAGAGRAT TLEARTACAT] TECAGGACLAGARRATT CGRATACR G L AGCRCCAGAGAA T TEGARTALAS
TAGECTTHNNTGLATCAGET 1702 RAGCCARNNNTGCATLRGET E03F CGATAAGNNN TGCATCAGGT 4272
T RGGRACCERGAGART TCHEAATALAG) [T ECAGGR L AGRGRAT T CIAR TATAD T AGGEAC CAGRGEL TTCGARTALAS

ﬁ;E’:‘TGT%‘TGC}\TCM 3794 J\E-_TCCPMWTGCATCAGET ] CC—C'!BETN!INTGCF\TCAET 42 1d
TR RCGALCARALLAT TR TALAC TECAGEALCAGRERAT TCERATRORT T AGRRCCARRGRA T TOGRATECET
CAGALGUMNNTGCATCRGET 4744 T CCOACTHNNT OCATCRGET SL24 TTGAATTINNTCCAT CAGGT 4004
PECAEEATCASALAN] TCEAATALAL 1 CCAGGACCAGAGAAT TCEAR TALAA] T CLAGGACCAGAGAAT TCEAATACAT
GTTGELANNNTGLATCAGET 37583 LAGTATINNNTGCATCAGET e 3585 AT I AAATNINTGLAT CAGET 4273
TELRCGALCAGAGRAT TCGRATACAT TECRAGGACCRGAERATTCABA TRCRS T AGEACCAGRGRAT TOGIRT AL RO

C LT CCTCHNNTGCATCAGET 3796 J\_%ERT.RWGCJ\T’.‘MGI e Eld ICTCTTCANNN -GCATCAGET 4l E
[[GCASGACCAGAGAAT TCSAATACAL [ CAGGACCAGAGART TCGAATACAMN] - GCAGGRCT AR T TCGARTRCIE
[RRGRTRANNNTGCATCAGSET A [GT ARGACNNNTCCATCARET - ACCTTRATNINTGCATCAGET S
[TGCACGACCAGAGRAT TCGRATALAT TGLAGGACCAGRERAT T CCRATACAN TCCAGCACCAGARGRAT TCCARTACAC

A2 A CONNN DGR T CAGLET 3748 GECTATCHNN [CCATLAGCE] S OFE LT GACTNAN I CCAT CAGLF 2278
TECRGGRCCAGAGRAT TEART ARG [ TECAGERCCARAGRAT T CGRATACE T T AGGACCAGRGEA T TOCART AL B
ACACAAGNMNTGCATCAGGT 3799 IACGUTTGNNHTGLATCAGET S USY - CCTCARNNN CGCATCAGET crar]
TGCAGGACCAZAGAAT TCSRATALAG T ETAGGALCAGRGAAT TCGRATACARL CCCAGGACCRGAGPAT TCGAATACAT
E'TA(‘LTC&NTGC.F\TCA_K_;‘ST as¢0 |RGECRA G SHTNNTGCAT CAGET 04 0 ACATCESNNE TEUAT CAGGT =gl
TECRCGRCLAGRGEAT TCEAATACAT TGCAGGRLCAGAGANT T CCARTACAC TCCAGGRCTAGRGAAT TCCAATALAG
STACTACHNN T GLATCAGST 3BLI L5 TELEALNNH PGUA T CRGEL Lad L (SO TTOCHNN I GCAT CAGET 4781
| TECAGGACCRAGAGCAAT TURAATACAT) (TECAFZACCRGAGART TCEAATACAT | T ECAGGRCCAGRAR T TOERATACAT
ACTCETONNNTGERTCAGST 3312 |ARGECTCNNNTGCATCAGET 042 IGOCCTATMNNNT GCAT CAGST 82
TECAGGACCAGAGAAT TCGRAATACAMN TECAGEACCAGAGAAT T CERATACA T GCAGGACCAGAGAA T TCCARTACAT

T GORGEHNNTGCATCREET 38¢3 SARGCGENNN TGCATCAGEL 5045 GALGEASNNNT GCAT CAGET d133
[TCCASGACCRAGAGAAT TEGAATACAL TECAGGATCACACAATTICEARTACA ICCCAGCACCACRGARTDCEAATACATS

AT GCGACTNNNTGCATCAGGT igud ACGAT JCNNNTGCATCAGET Luad ICTGCCASNNINTGCAT CAGET CL Aokl
[TGCASGACCAGREANT T CEPATACAT) L GCAGEACCAGNEIAT T CGARTALN  GCAGGACCAGAGAA T JCEAATACAT
[TECGASTHNNTOCATCAGET Sl |TCOATACNNWTGCATCACET S04 ICLTATACDNNTGCATIAGET 4285
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FCCAGGACCAGAGAAT TCGRATACAT T CCAGGACCAGAGRAT CCARTACAD G CAGGACCACAGAAT TOGARTALRT
TECARGCHNNTGCRTLAGET 3806 AT CRATRENNNTGORTCAGET LD4E ICTCOGATNNNTGCAT CAGET 328&
TGCAGGACCAGAGRATTCGARTACAL TECAGGACCAGAGRAT TCCARTACAL T CCAGGRACCAGRGAA T TCGAATRCAC
CT 'GGAGHN'J'}'G'?TC.‘\GG" 3807 IACARCATGHNE CATCRGGT £047 BCGATCANNNTGCATCAGET 4287
TECAEGEAL HCF_E‘R!'JU\T TUGAATACAT T ECAGEBACCAGRGAAT TOUGAA TACAG T CLAGEACCACRGAR T TCGAATACAG
[ARCAT TCHNNTGCATCAGET 28408 CRGCGAGHRNTGUATCAGET 5048 CLENRNTGCAT T
TECAGEACCAGAGRAT I "GAA’IM_A.L, TECAGEGRCCAGAGRAT TCEMETACR'T AGERCTAG,
1809 AL GECTANNNT GCATCARET 404% CAT NNH“MTQ"GT 4283
FGCRGOACCAGAGART TCGFATACER TGCAGGACCAGAGAAT ICEAPTACAD EAGGACCAGAGA - JCGANTACAS
GRARC TANNNT GCATCAGSET iglo W\WNMG{AT ~AGGET 350 MGCTNNNTGCAT CAGE 4292
TGCAGGRACCAGAGRAT TCGRATRCAT TGCAG -.:A\.\.Aumf CGAATRLEA] TECAGGM CAGRGAATT LGMTB:I:M
CCRCCTANNNTGCATCRGG! 3811 |RGRTTAGNNTGCATCAGET fos1  [mccercanmnTGeaTCAGET azs1
TGCAGAACCAGAGH AT ICGARTACAT TCCAGEACCAGAGART TCGARTACAD T GCAGGACCAGAGAR  TCCARTACAN
iy CCTHNNTSCATCAGST 1§12 LARLGACNNNTGCATCAGGT L G52 T TRACAGTNHNNTGCATCAGET 4252
TCCACGRCCACACRAT TCGRAATRCAR TCCRCGRCCACRGRATTICGAATRCRA TCCRGCACCACRCARATTCGAATACAG
T CCGARNNTGCATCAGST 3813 TARAACAGHNNTGCATCACCT ioss  |canTanmwmNzocATCAGET 4293
TCCAGGRACCRGACAAT TCEAATACAR TECAGERCCAGRGRAT TCEARTACAT (T CCAGGACCAGRGAR TTCGAATRCAR
AT TAGCTHNNTGCATCAGST 2814 TCCRARBNNNTELATCRGET L0054 ICCTTAGCNNNTGCATCRGGT §29%
TCCACGACCROACARTTCGRATALAA TCCAGGACCRCGACARATTCCGAATACAT CCACCACCACACARTTICGRATACAT
TACTRAGHNNT GCAT AGGT 3815 TOENNNT GERTCAGET 4055 AT TGCONMNT GCAT CAGET 4295
TECACGROCAGAGRATTOGRRTRALRG TECRGGRCCAGRGRATTOCARTACRA] [T CCRGERRCCAGRGRAT TCGARTRCRLD
T'T CTHNNTGCATCAGGT ABlE ECACTTANNNTGEATORGET £0a6 LOCTATAANNNTGCATCAGET 429E&
TECAGGACCRGAGAAT TOGRATACAL TECAGEACCAGAGRATTCGAATACE M O AGEAC CAGAGAR T TCGAATAC AT
GCART TGHNNTGCATCAGGT 38117 CCGTGEINNNTECATCAGET S 057 TECGTEONNNTGCAT CAGET G297
TGCAGGALCAGAGRAT TUGRATALAG TECAGGRCCAGAGRAT TLCARTALEA] TECAGGRCCAGAGRAT TLGAATACAC]
GAGGCETHNNTECATCRGEET Jals AGCNNNTGCATCAGET 4058 GATGAG%NNTECHTCAGGT 4298
TCCAGGACCAGAGAAT TCGARTACAG TECAGGACCAGREART - CGARTACAN F CCAGGACCAGAGAR T TOGARTACAT
TRACT GCHNNTGCATIAGST 3319 SR T CANNNTECAT CAGET 053 IACRRGEINNNTGCCAT CAGGT 42493
IGCAGGALCAGACGARAT TCGAATACAT TECAGGRCCAGAGRAT ICCAATACAC IGCAGGRC CAGAGRATT
8T AR CONINTGEATCAGET 1820 |CAGGAITHNAIGCATCAGGI 4ss0 LACACCENNNIGCATCAGET 1300
FECAGAACCAGAGRAT TCGAATACAT T CAGEACCAGRGART T CORATACEN - CCAGGACCARRGAR T TCGARTACAT
GATTTTTHNNTSCATCAGST dd21 W\TGATN“NAGC;\T\.MGT 2061 CCAGCPANNNTGCATCAGET 4301
TECAZGACCAGAGRAT TCERATACALC TECAGEACCAGREAAT TCCAATACRAY GRS EACCAGAGPAT TCEANTACRT
CCTATTCHNNTGCATCAGGT 2822 CCRCATCNNNTGCATCRGCT S UEZ TCTTCCTNNNTGCATCRAGGET 4302
TECAGGACCAGAGANT TCGRATACKHE; TECAGGACCAGAGAAT TCGAATACAG [T GCAGGAC CAGRCARATTCGAATACAG
CCGUGATENNTGCATCASET 3823 {TARRAACNNNTGCATCREGET 4053 (RARACGTEHNNIGLATCAGSET 4303
FCCAGCACCAGRGART TCGRAATACAG FCCAGGACCAGAGRAT CORATACRA - GCAGGACCAGAGART TCOARTAGAD
S CCTAGHNNNTGCRTCAGRT 3824 TTAACRSNNNTGURATCAGET CTRENMNTECAT CAGGT G3us
GRCCAGAGRAT TUGARTACAR T ACRRCANAGRAT TN GAATACE A T ECAGGACCAGRGAAT TLGAATACRA)
P AGGCANNNTGEATCAGST 3823 |oARATTCNNNTGUATCAGGT Los3 {CCAGCCNNNTCCATCAGET 4305
TCCAGGACCAGRGART TOGAATACAR T ARG EACCRGRCAR T T CEAA TACR CCUAGEAC CAGRGAR P TCGAATAC AL
CCTRTGSNNNTGCATCAGST 3026 GTCCATINNNTGCATCAGGET = UGG CCCCCTINNNTGCAT CAGHT 4IJUE
T REGROCAGRCRAT TOSRRATACAT TECRGGALCAGAERRT TLERATRLRA] TCCAGEACCACRGRAT TOERATECRA
ST ETCEANNNTGEATONGS 3827 CABATCANNNTGCATCRGET £087 (R AT ASACNNNTECATCAGET 4507
FCCAGGACCRGRGART TCGAATACAT TGCAGEACCAGAEART - CGRATACAN T GUAGGACCAGAGAR T TCGARTACAT
GATTCNNNTGCATCAGET 3aza IARTCACTNNNTGCATCAGET 4068 ICACACTENNNTGCAT CAGET 4303
TCCRACGALCAGAGART TCORATECAT TECBCEACCASACAAT TCERATRLE T [T CLACEACCACACAATTOCAATACAA
cCGACCONNNTGCATCAGGT 3929 TCCACOCHNNTGEATCAGCT svss  lecccoacmcoarcacer 4509
TGCAGGACCAGAGANT TCGAATACHR. TGCAGGACCAGAGAAT TCGAATACAD  CCAGGACCAGRGAR T TCEART AT
22 2T AN T AR T A 3330 |AATAATCNNNTECATCAGET 2 AR CTNIN AT AT a310
FCCAGGACCAGAGAAT ToGPATACIR T GCAGGACCAGAGINT - CCARTACAT  GCAGGACCAGAGRA T TCaANTICHE
GAAGCGTHNNTGCATCAGET 3831 |CTCACCANNNTGCATCAGET : CCTGATTNNNTCOAT CAGET s311
TGCAGGACCAGAGRAT TCGARTACAL TGCAGGRCCAGAGRAT T CEAATACRT TGO RAGGRACCAGRGAR T TCCAAT ACAG)
oCTCACGNNNTGCATCASET 3832 ATTAANNNTGCATCAGGT iovz  |acanTaNmnTcCATCAGGT s312
TGCAGGACCAGAGAAT TCGAATALAA TGCAGGACCAGALART - CGARTACAT] [ CCAGGACCAGA AT CARTACA
R TET CGNNNTGURTCAGGT 3833 GUCARATNNNTGUAT CAGET 4073 ATCGABNNNT GCAT CAGET 4313
T ECAGGACCAGAGAAT TCGARTACAT TGCAGGACCAGRGAAT - CCAPATACAT s i it
"~ GEAGHNNT GLATCAGE? 3834 I GTAAMNNNDGLATCAGG] 1074 lecerachnnzcearcacer 314
TECAGGACCAGAGART TCGRATACAG) TECAGARCCAGRGAAT TCGAATACEA] T CCAGGRACCAGRGARTTCCAATACAL
TEARATANNNT GCATCAGST 2935 AT TRGASNANTGCATCAGST T CCCATNNNTCCAT CAGGT qila
TGECAGGACCAGAGAAT TCEAATRCAT TGCAGGRCCABAREAT JCEAATACET CAGEACCAGAGRAT TOGAART R A
3CTT CTGHNNTGCATCRGGET 3836 |AGCTTGGNNNTGCATCAG 5076 T TCCACHNNTGEATCAGGT si1e
TECACGACCRGACARATTCGAATACAET (TGCAGGRTCCRGRGRRTTCEARATACE M T CCAGGRCCRGAGAR TTCGAATACAL
l@_CTTCCy.NNz GCATCAGST cy- oy TACGAGCNNNTGCATCARGGT =0 (RTH "TG"‘NN?I"GCETLJ\CGT 4317
TCCACGACCAGAGAAT TCGAATACALC TECACGACCAGANGAAT TCGAATACAT) [TCCASEACCAGAGAATTC GMI ACAA
CCCGRTSHNNNTGCRTCRGET AB38 TRTACTCHNNTGCRTCRGET ICTCAGGENNNTGCAT CAGET 4318
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TECACEALCACGAGRAT TUGRATLCASG

i

T GLAGGACC AGAGRAT: COAATACA,

TOCAGUALCAG

AATTUAAAT ACAG)

(RO CACATHNNTGCATLAGHT 839 TETTUCCHNNTCCATCACGT LT CRGTOUTENNNT GCAT CACGT 4313
TGCAGGACCAGAGRATTCEARTACAC TGCAGGACCAGAGRAT TCEAATACRT] [ GCAGGACCAGRGRATTCCARTACAT
5 s KRN CATCLUEGT L0 SCOGAGANNN T GCATCAGEL el 20 AAM TONNN L CCAT CAGET 4224
TECAGGRACCAGAGAAT TCGRATACAG] TECAGHACCAGAZART TCGRAATACAR CECAGGACCAGAGAL TTCGARTACES)
TRGTATTHNNTGCATCAGST 2340 TECCATCNNNT GERATCAGET s el ICATATCCSNNNT GCAT CAGET 4321
TGCACGACCAGAGRAT TCEAATACAR) TECAGGACCAGBAGENT TCEARTACHT T AGGACCAGAGRAR TTCHAATACRAS
A GEAGGANNN T GCATCAGET 3842 L DGCUACHNNS GCATCAGET AQ82 T CETAANNN T GCATCAGET 4322
TGCAGGACCAGAGAAT TCERATACAA FAGGACCAGACAR T CORATACAG I CLAGGACCAGACAR TTCRAAT ALAN
AGAGCCANNNTGCATCAGET 3847 SAGCEENNNT GCAT TAGEY 4553 TCCACSNNNTGCAT CAGET 4321
pues CCAGAGAAT TUGAATECAG TECAGGACCAGAGAAT T CEMATACAT TECAGEACCAGAGRATTCEAMTACKG
TCICTCANNNTGCATCARGT fdga CGCATCITNNHTGCATCARET SUda ICGCCSCONNN T GCATCAGET 3=
TECAGGACCAGAGART TCGANTACAA] LECAGGACCAGAGART COGANTACAT) L GCAGGACCAENGPA T TCEMTACAG)
CGETETTHNNTGCATEABET [T GCAGANNNTGLATCAGET LUBS (CCTOERCNNN T GLAT CAGET 4123
TCCRCGACCACACIRATTOGRATACAL TCoAGGARCCACREA AT TCCARATRLAG) TECAGCRCCACACAATTOCAATACHA
GTACCATNNNTCCATCACGT i846 cCCARGOHNNNTGCATCACCT LUSE ICCCCOACHNNNTGCATCAGLT 43ia
TECAGGACCAGAGARTTCOAATACAE TGECABCACCAGACART TCGAATACAT L GUAGERL CAGAGAL T TCOAATACAA
AGCTCTANNNTGCATCAGGT iR T CTCECHNNNTGLATCRGET SUEY CTCACCANNNTGCATCAGGT 4327
(TCCAGCACCRGACARTTCCAATACAC S COAGGEACCAGAMAT T CGRATALAG) TCCAGUACCACRCARTTCGAATACAR
AL CACARNNNT GCATCAGGET 29438 GCCTACGNNNTGCRATCABET lioes PRI T TOONIINTGCATCAGET 4348
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TECRGERS

CAGCOCTCTENNNACGTATECCA

TECAGGRCCAGHALTTCGRATA

TECAGRACCAGINRATTCGARTA
CATGARACAANNNACGTATCCCA

CCHHNACGTATCGLCA

TECAGSACCAGAGAMT TCGARATA 4330 4270 TECAGERACCAGAGART Th 4810
CRCCARRMCETRNNACG GCCA CATAACCACCHNNACSTAIGOCA CRCCGTTGUCHNNACG
TGCACGRCCAGRGRAT ‘ 4331 JGCAGGACCABAGAATTCGARTA 4571 TGCAGGRACCAGRGAA 481l
CATTTCTAT GNNNACG TATGCCA CATGCGCEACNNNACGTATGCCA
TCECACGACCRGACARTTCCAATA 4332 TCCAGGACCAGRCARTTCERATA 4572 SEI:
CRACETGCARTNNNRCE "R. GCCA CARATCGTCTICHENACGTATGCCA
TGCACCGACCAGACRAT TCGARTA 4333 TGCAGCRCCAGAGRATTCGARTA 4373 4515

CAGTTTAGGCHNNACGTATECCA CATCTGLACCNNNACGTATECCA
TECAE-SACCAGF\@iT"CGM.’IA 4324 TGCAGGACCAGAGRATTCGRATA 4574 TC—M,:ACCF\C—.RGM 485l4
CRARBATGCRONNNACSG CCCA CATTACTGAANNNACGTATGECA CACTAGGCGCHNBNACGT
TECACGRCCAGAGRAT TOGARTA 4235 TECAGGROCCAGRGRRATTOARATE TECAGGRCCAGRGRATTCGARTA
CACTACTRGGENMACGTATGLCA CARGETCCGUNNNACGTATGLCA CAMGTTTAGTNNNACGTATGOCA
TECAGGRCCAGRGRAT TCGARTA £238 TECAGERCCAGAARTTLCGRATR 4L7€ TCOAGGRCCACRERATTLCARTA 4816
CRCACCCRAGGNNNACGTATGCCA CRCTGCCCTCNNNACGTATCGCCA CARTTGATACANNNACGT, CCR
TGCACGACCAZAGAATTCGAATA 43237 TECAGCACCAGACARITCGAATA 4377 TECAGGAC CAGACAMTTCEARTA dELT
CRAGCCGCCTTNRNACGTATGCCA CRGCGTRAGCCHNNACGTATGCCA CRACAATTACNNNACGTRTGOCA
TECACGACCAGAGRAT TCGARTA 4338 JECABGACCAGARERATTCEARTA 4378 TECAGGACCAGAGRATTLGARTA q{a3lsg
CACRACGTCAMNNACGTATCLCA CATAGCCRACHNEHACGTATGLCA CARTACCCOTHNMACGTATSCCR
IGCAGGACCAGAGANT TCGRATA 4335 TGCAGGACCAGAGARTTCGRATA 4378 TGCAGGACCAGRGAATTCGANTA 4815

I CTCRAGCENNRCGTATCCCA CRATATRCCANNNACGTATGCCR CATGAACCCTHNNACGTATECTA
IGCAFGACCAGAGRAT TUSARTA 234C TECAGGACCAGAGAATTCERAT A 4380 .G-i .A GJ-' (.#.E:AEM"‘ 4920C
CATCATARACKENACGTATGCCA CATAABATCUNMNNACGTATGCCA
TECAGEACCAGAGART TCGAATA 4351 TGLAGGACCAGAGAATTCGRATA 4381 4BEZL
LA"' CTCCCORNHACGTATGCCA CREATCET GANNNACGTATGCCA -

LAGGA CCM\C”"T" PRTA 4342 TGLAGCGRCCAGRGRATTCGRATA 43B2 : G\...'r\\.-( CC.P\GAGRATTCGA?\TR 4822
\_AA‘_-TAAI.. CHENACGTATGCTA CAGAACGT AGNNNACGTATGCCA CAGAAGAAT TNHMACGTAT GO
TCCAGGACCAGAGARATTCGARTA 4343 TCCAGGACCAGRGRATTCCAATA 4583 TCCAGGACCAGACPATTCGARTA iB23
LAGTCACRAGHENACGTATGOCA CARTATTARTNNNECGTATGCCA CARGATCRCGTHNNACGTATGOCA
TGCAGGACCASAGART TCGARATA alddd TGCAGCGRCCASARCARATTCEAATA 4584 TGCAGGRCCRAGACAMTTCGAATA AE24
CAGCAATACCKNWMACGTATGCCA CATACTGAATNNNACGTATGCCA CARGGTACACNNNACGTATGCCA
TGCAGERLCAGAGAAT TCGRATR 2340 TECAGGACCAGNGPATTCGAATA 42ES TECAGHRCCAGKRATTLGARTA 4825
CARATACCT TRNNACGTATCGCCA CAGTCCCACCNNNACGTATCGCCA CATTGACCGANNNACGTATGCCA

TGLAGSACCAGAGART TCGAATA 4346 TECAGGACCAGAGARTTCERATA 4ige TECAGGACTCAGAGAR =AATA 2E26
CACCATGTAGNNNACGIATGCCA CRCCTCCTAANNNACGTATECCA CRCCACTCTTNNNECGIATGCCA
T GOACCAGAGARAT TUGARTA 437 TOCAGGACCAGACRATTOGARTA £587 THCAGGRC (:%GRCM'.".‘[IA‘-\'A 4827
CACCCAACGENNNACGTATGCCA CACCCTAGAANNNACGTATGCCA CRGTCRERAGHNMACGTATSCC
TECACGACCAGAGAAT ATA 434F TGCAGGACCAGAGAATTCGARATA 4388 TGCAGGACCAGABRAT ! .I‘.‘—'u 4628
TGCRNNACGTATGCCA CAITAARGTCNNNACGTATGCCA CACCGACCTCHNNACGTAT GOCA
GACCAGAGAAT 4349 TGCASCACCAGACGAATTCCAATA 4389 GCACCAGRGAATTC h
AT CTGNENACGTATGCCA CARCGTCGCCNNNACGTATGCCA CAATTAGCT GTNNNACGTATGCCA
TECAGEALCAGAGART TCGRATA 4350 TECAGRACCAGAGALTTIGRATA 4380 CAGGRCCAGAGAATTLGAATA
CATAAGCCGTMNNACGTATECCA CRAGCTATCCTHNHMNACGTATGCCA CAGCATACCAHMNALGTATGCCA
TGCAGSACCAGAGART TCGAATA 4351 TECAGERCCAGAGRATTCERATA 4591 TGCAGGRCCAGRGAATTCGMTA 4821
CATGTTTET TRNMACGTATGCCA CAAGCETTCTHNNACGTATECCA CARGTTTT TCNNNACGTATGCCA
TGCACGRCCAGAGRATTCCAATA 4352 TECACGCRCCACGACAATTCCRATR 4592 TOCACERCCACRCAATTLCARTR 4832
CARCCAGCGGNNNACGTATGCCA CACTTCGCIANRNACGTATGCCA CATTCGCGTTHNNACGTATGCICA
TGCAGGACCAGAGART TCGRATA 4353 TECAGGACCAGRGAR “TCCAF"" A 4533 TGCAGCACCAGRGAMTTCGAATA $E3%
CATAGATCCGCNNNACGTATGCCA CRCATTTTTGHNMRCCGTATGC CATGEACCCCRRNNACGT
TGCAGGRCCAGAGRATTOGARTA, 43h¢ T'GCAGC-ZMCA&‘\{@ATTE:G.E_&TA 4394 TOCAGGRCCAGRGRAT 4834
CATGATACGCNNBACGTATGCCA CARACTTCGGNNNACGTATGCCA CACGTGECACHNNNACGTATGCCA
TCCACGACCAGAGART RATA 4355 TELACGACCAGAGARTTCERATA 45885 TECAGGACCAGACAATTOCAATA 4835
CATRETTACANNNRCGTATECCH CRIACCGTCANNNECGTATGCCA CATCTTACTANNNERCGTAT GOCA
TGLACGACCASAGAART "‘"E:MTF\ 43258 TECAGCACCAGRCRATTCGRATA 4258 TECAGCACCACGACAATTCCARTA 483c
CACTTGET Gh.‘ﬂ"?v\ CGTATELCA CARGCTTTTTNNHACGTATGCCA CARTCCCGTANRNACGTATGLCA
43E TGCRGGRCCAGARGARTTCGARTA 45597 TECAGGACCAGAGRATTLGARTA 837
CRATGETTCT CGHENACGTATGCCA LCTANNNACGTATGICR
<358 TGCAGGACCAGAGRRLITCEAATA 1588 CCAGRAGAATTCGRATA 4838
CRAAATCGECTNHNACGTATGCOLA CTANNMRCGTRATGOCA
A %&G@CM\:}\A; JCGAARTA 4359 SGCAGGRCCAGARGRATTCGARIA 4399 G*-\.”GPCLA&RCMT:L(_M "A {E39
CAANCACCRGTNNNACGTATCCOCA CATGARCCACNNNACGTATGCCA uL\""")"‘THL.\!Al.'r‘
TECAGGACCAGAGAAT TCGAATA 4360 TGCAGGACCAGAGARTTCE 4000 4840
CAACCAGGAANRNACGTATGCCA CRATTTCAT CNI{NF.CL;T.‘-‘DGL -‘\
TECACERCCAGRACRAT TCGRATAR 43el TECAGCRCCAGRERATTCGRATR 4601 4541

CAATCCATGCHRENACGTATGCCA

CACAGTCACANNNACGTATGCCA
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SGCRGEACCAGNEAR
CATACACATANENACGTATGLCA

TECASRRCCAGAGRATTCGRAATA
CRCCCATAGANMNACGTATGLLA

S GCASEACCAGRERATTCGARTA
CRGARTTOOCHNNACSTATGCCR

CACTCCANCTNRNCTAGCCITAC

ChGEIAMACGNRNCIAGCGETIAC

CAMCSTCGATHNNCTABCETTIAL

IGCAGGACCAGAGART DOERATA 43E3 TGCAGGACCAGAGAR TTCGAATA 0= TGCAGGACCAGAGAR TTCGRATA 4843
CATCT ITCAARKNACSTATGOCA CRCAGARTGSRENPLCTATEOCR CAT TACGTCONNNACGTATGOCA
TGCAGGRCCAGREIAT Toalhah | 4364 TGCAGGNCIAGNGIAT TCGANEA, | 4604 TGCAGGRGCAGNGIACTCEANIA | 4844
CACTATCIAMNNIACGTATGCCA CAGTATGARRIMIACGTATGEICA CARTGAGGAZNNNACGTAT 500A
TECAGORLCAGA AR “CGRATA | 430t TCCRCGACCAGACARTICERATA | 49U5 TCCAGGACCRGPGAR T TCGARTA | 4545
CAT TACCARARNNACS TAT GCCA, CASTTIAAGTNINACGTATGCCA CAATTETTABNNNACGTAT GOCA
TGCAGGRCCAGRGRAT (CCARTA | 4460 TGCAGGECCAGAGRATICGRATA | 460E 'cu-aucnmma-m-am dxde
CACCOOLCATNRNACETATECCA CAGCETTATGHNNACSTATECCA CAGCITETAGHNNACSTATSCCA
TCCAGGALCAGAGART "CGRATA | 4461 TGCAGGACCAGAGEATTCGRATA | 4607 S CCAGCRE CACAGAA = CCRATA | T84T
CAGTTGT AT ANRUACG TATGCCA CRTCCGITACHNNICGTATECCR CATTGCTTCGHRNACGTATGICA
SECAGGACCAGRGEAT "CGARTE | 41AE SGCAGORCCAGRGRATTGORETR | 2608 TEEAGGRCCAGRGRATTOORATE | B4R
CRATASCOCTNNACGTATECCA CACGARACCTHRNACGTATCCOA CAMAAGCETSNNNACETATSCCA
TECAGGEACCAGRERAAT TOGRARTR S305 TECAGRACCAGAGPATTCCRATA SELS TECAGGRCCAGRERATTCGARTA M
GL CMC'?WG’T‘E'.GCCK EF\EUGCU\TGEMM’HATCCC& Cﬁcﬂitﬂh‘uﬂﬂh(‘m TGoCR
TECAGGACCAGAGANL JCGARTA | 4310 TGLAGGACCAGAGAAI TCSPATA | 4510 TGUAGEACCAGAGAR: TCEPATA | 25U
CACAT TTCAANNNACGTATECCR CACGRARACCNENACGTATEONA CAATCTATASHNNNACSTATGOCA
TGCABGRLCAGRGRAT JUaAaA | 4311 TGLAGGACCAGNGPATTUGARIA | 461L ':anmmamamﬁma 4851
CACTATZICTNNNACGTATCLCA CARGGTTGTCNNHACGTATCCCA CAGGTACACTRNNACGTATGCCA
TCCAGGACCAGRGANT TCGRATA 4372 TELAGGACCAGACAR TTCEAATA 49LZ TECASGAC CAGAGAAT .CGM.-A 4852
CAGLAACAGARINACS AT GCTR CAACGARGETRNNACGTATCONA CACUGLOT CANMNAC GTATGOCA
JGCAGGACCAGRGRAT “UGAATA 373 TECASGACCAGRGAATTCIARTA 46813 TGCAGCRUCAGABRATTIRAF 48533
CAGCGTTCAMNNNACGIATECCA CATCCCCCGANNNACETATECCA CACAGEACGENNNACGTAT GICA
TCCAGUALCAGALARL JUGAATA | 241k TCCAGUACCAGAGAR I TCORATA | 4ai4 TCCAGGALLAGACRR . TLCAATE | 2654
| CRGTATOCOGNHNACETATGCCR CAAGCGRT CTHNNACGTATGECCA CRATCAT GECHNNACSTATGoCR
TECAGOACCAGACRAT TCCARTR | 2275 TGCAGUACCAGRCRATTCGARTA | 26L5 TGCAGGACCAGRGRAT TOGARTE. | 4b5%
CATCETASIATNNMACG IR Ot CAUTATART GMNHACGTAIGCCA CATATAGET IMNNACGTATGICA
TCCAGGALCAGAGART SCCARTA | 4216 TCCAGGACCAGMCARTTCGARTA | 261E TCCAGGALCAGACAATTCORATA | 4056
LAALT UL TACKENACT TATCLCR CATICCICTGHNNACGTATENCA CAAT I ARCHNNAUGTAT GECA
IGCAGGACCASACRATTCEARTA &3 THRCAGGRCCAGAGRETTCERATR 24517 TCCASCRCCROAGRR TTCGRATE CELY
CRLCTRGRCANNNRCGTATECCR CRGUGECTTCNRNACCTATGCCA CARTCGRAUGNNNACGTET GECA
TGCATGALCAGNGART SCCARTR, | 4378 TGCAGGACCAGNEFATICGRATA | AL1E TECAGAACCNGGAATICGARTA | GESE
CAATTGGTCCNNNACGTATGLTA CACSCAATCANNNACGTATCGICA CRGCTTTCACHNMACGTATGCOCA
TGLAGEACCAGAGART TUGRATA | w218 TCUAGGACLAGRGREL TUGRATA | 1610 TECAGUALCAGAEAR T TLGAATA | 158
CROOTCRCOCNNNACG AT GCCh CACTOGOT CONNNECGTATGCOA CROTOLET GORNNRC
TGLAGGRCCAGRGRAT TUGARTA 43R0 TECAGGRCCAGRGRATTCRRARTA 48620 TGCABGRC CALAERA 4860
CACACCARACINNACETATEECA CATAGCAGGANNNACGTATECCA CATACT CEM“\.“"G\’.’C&
TECAGRACCAGAGART TCGAATA, 438) TCCAGUACTCAGAEAA TTCEAATA 4321 TECAGEAL MGAF:AA TUGASTA 4EE6L
CRGRATTCATNNNACS ZATECCH CAGATEEAGTHENACGTATGLCA CAGCOLET CTNNNACETATGCCA
TGUALGRCGAGAGERL (CubRiE. | 4782 SGARRICAGA R TO AR T TOCALCRLCAGRE A IO kAR, | wbha
CATTCECACTHNNACETATCLCA CARAGCACCTNMNACGTATGOCA CAGTCACT GANNNACGTAT GLCA
TGCRGGACCAGAGART CGRRATA. | 2363 TGCAGGRCCAGAGRRTTCGRATA | 2623 TGCAGGALCAGAGRATTCGRATA | 4B63
CACCGTTRAGHNIACHTATECCA CARGCCECCTHNNACGTATEONA CRAGSCIAGHINACETAT .0A
TECACGACCAGRERATICCARTA | 2384 TGCAGGACCAGACRATTCGRATA | 524 atea
CACGCOTRCTNNMACCORTECCR | CACGTTTGCTHENECCTATSCCA
TCCAGGACCAGAGAAT TOCAA TR 43R PGOAGGACCAGASERTTCCRATA dtz. C—”AJ’JI" CACH C)J\"" SARTA d¥Gn
CAPSAACRAG TNNHACG 2AT GCCA CRLCTECATTHRNALGIAIECCA CATCTCTCARNNNACGTATGOCA
TECACGACCAGRAGARTTOCAATA PRLTH TECAGEALIAGRCRATTCERATA da2b TECAGGRCCAGREANTTIEAATA 1E6G
CAGAGATTZTNENACGTATGCCA CAATTSARTCHNNACGTATGCCA CRACAATAGANNNACGTAT GCCA
TECAGGRCCASRAGRAT TOGARTR S3E TECAGGRCCAGRGRETTOCART R 4fZ" TECASGECCAGRERATTLGANTR CEBT
CARCCAGTTGNRNACGTATECOA CATCOGTECTHNNACGTATGCCA CAGAGRGCATHNNACGTAT GCCH
TGCAGGACCAGAGRRT TOGRATA R Ll TECAGGACCAGAGRATTCERAATA 4EZE TECAGGALCRAGAGARTTCGAATA iEEF
CRAGT TCCCARNNRCGTATECCR CRTCTCRECANNNRCGTATCCCR CRCGATRT GCNNNRCSTATGECCA
TGCAGGACCAGAGRAT TOGARTA | 4288 TGCAGGRCUAGRGRATTCGARTA | 4620 TGUAGGAC CAGRERA L T CERATA | AEGT
CAGAT RACCTNNUCTAGIGTTAS CARAGCCGETTHNNNCTAGCET TAL CRACTTOCT CTNRNCTAGCGT TAC
TCCAGEACCAGASAAT TUGAATA 380 JCCAGGACCAGAGRAT ICERATA 3620 SCCASLACCAGAGRATTCEAALA SETC
CACACGTAT GRENCTAGSSTTAL CACACCCTCGNENCTAGCRTTAC CARACAGTTTHNNCTAGCGTTAC
SGLALGACCRGAGAAL TCRARTA 4381 SEAGGRCCAGAGRA I TORARTA 4931 S GCAGGALCAGAGRE TTCRARTA SBIL
CATGTCGOCANNNCTAGCGTT AL CAGCTAGTTGNNHCTAGCETTAC CATGTGERETHNNCTAGEGTTAC
SEUACEACCARAGAAT [UGAATA 282 CECAGGACCAGAGPATITURAATA 1632 S ECAGRACCAGAGAATTUEANLIA 4872
CACAC CARAGNNNC TAGCGTTAC CALCGTTACTNNNCTAGCGTTAL CAECTCECACNNNCTAGCSTTAC
TGCAGEACLIGAGART TCGRATA. | 4352 TGCAGGACCAGNGINTTOGRATA | 4924 TGCAGGACCAGRGAN T TCGANTA. | 4873
CACTECTACTNENCTAGCETTAL CATANGCETCHRNCIAGCEZ TAC CACGGTTTCTNHNCIAGCGTTAC
TECASGRCCAGAGRAT TOGRATR & g TOCRGAACCAGRGRATICSARTR R TELASERC CAGRERATTLOARTR aft g
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SCCAGGNCCASAGARAT TCGARTA
CACARTCCCTHNNCTAGOCTTAL

TECAGGACCASAGARTTUCRATA
CAGAACCARANNNCT AGLGITAC

s s T
TCCAGOACCAGACEATIUGARTA
CATTGECT TCHNNCTAGCETTAC

CACTATGCEANNNCTASCETTAC

CAMCCCTICCEHNNCTAGLGTIAC

CAGGCATT TGHRRCTAGCETTAC

TECACGACCASAGANT TCERATA. | 4356 TECAGGACTAGAGARITCERATA da3gE TECAGGACCAGAGARTTCEAATA | 4E%E
CATCCTGLRARNNCTASCGTTAL CAGGACTETTNNNCTAGCCITAC CAATCLACGANNNCTAGCCETTAC
SGECAGGICCAGT TTOGAATA 4 397 SGLASTALCASAGAATTCGAATA 4637 SCCAGERCCAGRERNTOCGANTA 447
CARAAGOATCHENCTASCETTAL CARTCGIGIGNNNCTAGTETTAL LATGC GAGNRACTRGCETTIAL
TCCACGACCASACARTTOERATA | <22C TCCAGCACCASROABITOCRATA | 433€ TOCACGACCACRCARTTCCRATA | 288
CAATGARCT THNNCIASCGTTAC CAGTCACGGCHNNCIAGCEITAL CAGAAMTATGHNNCTAGCETTAC
CGCACGACCAGAGRAT TDGAATA 4499 TGCAGGRCCAGRGAATTOCRATA 4E3Y TCCAGRRCCAGRGERATTUGARTA 4§79
W GECCEETNRNCTAGCETTAC CATCTCETACHNNCT NGCETTIAC CAMCACATATNNNCTAGCGTTAC
TCCACCACCAGRCRRTTCCGRARTA deuL TCCAGGACCAGACARTTLCRETA 24940 TCECAGGRPCCACRGAATTCCARTA 4E80
CROGEHNNTAGOETTAL CAAGTCOCGCHNNCTRAGLSTTAL CACTACGACTHINC T AGUETTAC
TECAGGACCASAGRETTOCARTA adl’l TRLAGCACCAGACARRTTOERATA Gadt TEIAGCRCCAGREEATTOLAATA B8
CRETLT TCETNNRCTAGCHETTAL CACATAGTCGMNHCT AGCETTAN CACGICECGENNNCTAGOETTAC
TECRALERCCAGRERATTCARATA | c4n2 TECAGEACCAGRAMATTCCARTS 1642 TEOASCRCCAGRLAATTCEARTE | 4882
CARRCCTACGHNNCTASCSTTAL CACATGTMGL}MC’.-’R'SCC-T‘EAC CATASTCCACHNMCTAGCCTTAC
TGECAGGACCAZAGARITOGAATA | <402 TGLAGCALCAGACAAITOSRATA e TGCASGACCAGACAATTCGAATA [TEE]
CRAATCGRECANRNCTAGCCTTAS CRGCGTATCANMNCTASCCTTAC CATCAARTOCGNNNCTAGCCTTAL
JGCASERUCAGRGRAT TIGRATA ddid CGETAGEACCAGAGRATTUGAMIR a4 TECAGGRCCAGRERATTUSARTA 48E4
CRTGACGECCNNNCTACCETTAC CACAATTCTTNNHLTASOCTIAC CAATGTRACANMNCTAGCETTAC
SGLAGGACCRAEAGAATICEAATA | <40S JEUAGEACTAGAZARDIICERATA | 4942 TEUALSACCAG S JOEAATA | 4885
CACTTAGGRCHRNCTAGUGTTAC CRAAUTCIATTHNNCIAG TACS CRIADGTIT
CGCAGEACCAGMGRATIDGAATA 24010 TECAGGAMCCASAGARTTCSARTA q04C CGLASCGRCTAGAG 438G
CAGACASRETNNNCTASCETTAC CATCATCCCANNNCTAGCELITAC CATCASATCANNHCTAGCETIAC
TCLACGCALCADALARTTCUEARTE | 2207 TECAGGACCAGAGAATTCERATA | 2547 TECAGCACCAGAGARTTCGRATE | 4887
CAAAGTOET CHNNCTAGCETTAL CRGGCTTGGCNNNCTAGLSTTAL CACACTTAGGHNRCTAGLFTTAC
TGCACGRCCAGAGAAT TOCAATR 440K TGLAGGACCAGRGRATTCCAARTA ELE e ! LEBH
CATACAARAGNRNCTAGCETTAC CABTTCCTTSHNNCTAGLGTTAC CATAGSETAANRNCTAGLGTTAC
TCGCACGACCAGAGAATTOCARTA 4405 TCCASGACCAGACGAATTLCARATA 4643 TECAGGPCCAGHGAATTCEAATA Abby
CRICTCCTGANNNCTAGCETTAC CAATSAGAATINNCT AGLSTTAC CAATOCCGTTHNNCT AGCSTTAC
TECREGRCCRGAGARTIOGRATA § « {10 TRCAGORCCASACRETTCGRATA 450 TRCAGGECCAGAGRN TTCEAATA TR
CAACCTECTTHNNCTAGCETTERES CACTGTATCONNNCTAGCCTTAS CARCRATCOGNNNCTAGCCTTAC
TGCAGGACCAGAGRATTCOARTY <411 TGCAGARCCAGRGRATTCCRRATA 651 TOCAGARLCAGHGAATTCGARTR 4891
CRAAT CRAGRNNHCTAGCETTAL CATACGLCCONNNCTAGOGITAC CACTATTAAGHNNNCTAGCCTTAC
TCCACGACCAGAGALT TCRARTA 412 TGCAGEACCAGACART TCERATA 3882 TECAGRRCCAGAGRRTTCERATA T
CARACCACRACHNNCTRG CTAC CATGGCCERCNENCTAGCETTAC CAGTGT THHNCTAGCETTAC
TGCAGCACCABAERAT TOCARTA 413 TCLASCALCATACRAT RATA 4633 TCCAGGACCAGREAATTUCARTR 4593
CACCTATRATHHECTAGCETTAC CACTECTENTINNCTAGCETTAD CAATTGET ATHHNNCTAGCETTAC
WGLAGGACCAGAGALTTCGAATA 4414 SECALGACCARAGAATTUERATA 48954 TELAGRACCAGAGAAT IUGAATA LEGY
CAGEACCECTNNNCTAGCETTAC CRAGETASCCCHNNCT AGOETTAC CATTTCTECENNNCTAGUETTAC
TOCRACCACCAGRCRADTUGARTA | <41% TGLAGCACCAGACRATTCCAATA | 4655 TELAGGRCTAGRCARTTOCAATA | 4883
CAETCCCTATNRNCTAGUETTAC CALGALG. T GHNHCTAGUEITAC CAGRADCOCANNNCTAGCGTIAC
TCCRACGACCAGAGRRETTOGRARTA fele TECAGGALCAGALARTTLCRATR £5LE TECAGGACCACHCARTTOGRBATA 4E96
CATTGCT GAGHNRCTAGLGTTAL CRCCCACTATHNRCTAGCSTTAL CACTTTCACGNNNCTAGIATTAL
TGCACGACCASAGAATTOERATA | 4417 TECASGALCASRCAATTCEAATA | 4557 TOCASGACCACGAGRATTCGAATA qu9v
< TESCCTINNNCTAGCCTTAC CAAAGICL2ANNNCIAGLCLITAC CACGERICAZHRNCTAGUGTTAL
TCCACCRCCACRCRRETTCCRATR | 4418 TCCRCSACCREACARTTCCRRATE | 4458 TCCACCPCCACRCAATTCGRATE | 4898
CRAATCAZTTCNNHCTASCETTAC CAGEAGTATGNNNCTASCGITAC CRACASTGCTHNRCTAGCGTTAC
TECAGGACCASACARTTOEARTA | 44i% TGCAGGACTAGACARTTCEAATA | 2at8 TCELAGSACTAGRGANTTOEAATA 2699
CAGATGTATTNNNCTAGCCTTAC CAACTSATRANNNCTIASCCITAC CACTTACET CCHNNCTAGCCTTAC
TECACGALCAGAGRATTICARTA £42C TEOASCRLCAGRGRATTLCRRATA 4 Eal TECASGRCCAGRERAT TS ARTR 4200
CREATCATA TL‘N_!.’;. TASOETTIAC CATAATTCGANBNCIAGCETTAC CA.P.G'.‘C{C'.‘EI:IHHCTRGC GTTAC
TGCAGGACCAGRARTTCRERTA | 421 TRCAGGACCAGAGARITCERAATA $861 TECAGSACCAGAGRRTTOGAATA | L9ul
CECLCCELTARNNCTASCSTTAS CRAGETTTGAMINCTASESTTAC CATGRARTCTHNNCTASCETTAC
TGCACGACCAGAGRATTOLARTA 4232 TGLAGCACCASRCARTTOGARTA L6R2 TECASCRCCACRERATTOCAATA 4502
CRRERATCEANNHOTASCETTAL CARCATETCESNNNCT ASCETTAC CATCASTTARNENCTAGCETTRC
SECAGGACCASAIZART TOGRATA anZ3 CEUAGRACUAGARRAT TUEAATA 1963 TECAGRAC U AGAERATIUGAATA 3903
CAATGTACATHRHCTAGSGTTAC CATCAGCGCONNNCTAGCGTTAC CARACCCT GANRNCTAGCSTTAC
TGLAGGACCASAGARRI TOEMATA | Alds TELAGGACTRGAGAAITCGAATA PET SGLAGGRCCAGAGAATTCGANTA | 4904
CAGCCATCTTHRNCTASCSTTAC CAGCCCCETAMNNCTASCEITAL CATCATEATAMNNCTAGUETTAC
CGCAGGRCCAGRS TICEMATR ¥ TGTAGEACAGRGRATICGARTA 4665 TECASGRCCAGRGRATTUGARTR 1303
CAAATGCTCGRNHCTAGCETTIC CRCCATICACNNNCTASCETIAC CAAAGCCT IGHNNCTABCETIAC
~GCAGGACCAGAGAAT VCGARTA 226 JGCAGGACTABAGAAITCEAATA 49 SGLAGGACCACAGAATCGAATA <%0¢
CRCACGICGGRENCIAGCETTAC CATTCCCCITHENCIASCGITAC CRAGCRIACCNRNCTAGCGTTAC
IECAGERCCASARRAT TOE AT 4427 TECRGCRCCACSALRATTOCARTA e TCCAGLEC CAGACEATTCCRNTR 50
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TECACAICCAENGALTTOGRAR,

SARTR

CACTTATIGTNNNCAT CGACATS

CAGTARZGAANNNCATCCACATG

CAGCSTGCACNMNGATCCACATC

GCCAGGACCAGAGRATICCARTA T GCAGGACCAGERATT
CRAETCTACETANNNCTRAECATTAC CRCACCTTACHNNCT AGCETTAD CAGCEACT CCHNNCTAGCETTAC
CECAEGACCAZ TTCGAATA | 442% TECAGGACTAGAGAAITCERATA | (o6l TECASCACCAGAGAMTTCERATA | 4908
CACTCACTETENNCTAGCCTTAL CRGGAG ST GANRNCTAGOGTTAL CRTTTT GAGANNNCTAGCCTTAC
CGCAGERCCAGAGART TOGARTA, 4430 JEUAGLAC CAGWAGRATTUSARIA 4670 SGCAGGACCAGAGAA T CRARTA 4310
CACICOACTTNRNCTAGCETTAL CAGALRACACHINCT AGCEITAL CARTCCUTATHNNCTAGCETIAC
TGLAGGACCRGAGARTTCEMATA | 2421 TELAGEALCACAGARITCERATA | 4471 TCECAGGACCAGAGAATICGAATA | 4Ll
CAGAT GRAGCHNNCTAGCETTAL CAGTCTACGANNNCT AGCEITAL CATCGARARANNNCTAGCSTTAL
CECAGURLCALRGRAY TUCART 4432 TOCAGGRCUAGRGRATTOGAR TR sbie TGCAGGRLCAGRGRATTUGARTA aeiy
CAAARCCAT TNNNCT/AGCETTAC CATCGCTCATHNRNCTAGCEITAC CASCTCCGTOMNNCTAGCETIAL
TCCACCACCAGACARTICCRATA | 2422 TECROEACCAGAGAATTCORATA | 4572 TCCAGGACCAGACRATTCGRATA | 4U1i2
CACCTGCGCTNRNNCTAGIGTTAC CRCCAACCOGHMNCTAGCEITAC CACCAGT T TCHNNCTAGCETTAC
TRCACGACCARAGRAT TOGRATA a3l TRCAGRROCCAGRGAATTOGRATA L5574 TRCAGERCCARRGRRTTORARTR 4514
CRLACCOGAGNENCTAGCCTTAC CALCCTCCCTNNNCTALCOTTAC CACTTGOCTTMHNCTAGCSTTAL
TOCAGGACCAGAGRAT TRCRATR 443% TEERGSELCAGRGARTTOCRETA W TCOASRRCCAGAGREATTCGARTA 4515
CRTACTRCRAMNNCTRGECTTAC CRRACTRACTTHNNCTAGCETTAC CACCSCCATCNNNCTAGCCTTAC
TGCAGGACCAGAGART TIEAATA | 2426 TECAGGACCASAGRATTCRRATA | 297E TECAGGACCAGRGRATTCOANTA | a%i0
CATRARACCGRACRNNCTRGEGTTAS CRGAGTGRGTNNNCT AGCGTTAC CAGARTCGRTONNNCTAGCGTTAL
TECAGEACCAGAGAAT TCEARTA, | 2430 TECAGENCCAGAGRATTCSARTA <617 TECASEACCAGMERATTCRANTA | 4917
CATCTATAGANNNCTAGCETIRC CACAATACTANNNCTAGCGITAC CARCSCEECTHNNCTAGCSTTAC
TGCAGGACCAGAGANITCGRATA | 2428 TECAGGACTAGAGAATTCERATA | 4078 TGCABGACCAGAEANTTCGAATA | 4S54T
CRGETEREGURNNCTRAGUGTTAL CROCTITCETRMNCTASCECTAC CRITTCCGAGARNNCIASCSTTAL
TGCHEGRCCAGAGRATTCGARTA. | 2439 TGCAGGRCUAGAGPATTCCANTA | 4679 TGLAGGRACCAGAGRATICSARTA | 4919
CACATACTCCHRNCTAGCETIRT CATTCRCACCHRNCTAGCGI TAC CARTTECCACHNNCTAGCET LA
TCUAGGACCAGAGARTICGAATA | =3al TCCAGGACCAGAGARTTCGRATA | 4550 TOCAGGACCAGAGAATICG, 1520
CATARGRETANKNCTAGCETTAC CRETTATCCCHENCTABCST TAC CRACSCCGAGTHRNCTAGOSTTAC
TCCASGRCCAGAGRATTOCARTA. | <=2l TCCAGCACCAGRCEATTCORRTR | 40F1 TGCAGCRCCAGRCARTTOCARTA | 452]
CRETGTERCGANNNCTAGUGTTAL :_f.m -2 o GTMRNCY AGCIT. TAC CACTY :Mi":‘im}lc":;‘dbl\‘:;!‘ TALC
TGCAGGACCAGAGAAT TCCARTA aasd TECRGGACCACGAGARTTCOGRATA aobz ~GCAGGRCCAGAGRATTCGARTA LEZZ
CATTCOTGATEN If_.'ﬁ GClT LAL CF&.A.R(_:&LF.\HNN-’;TAGC&Z AL LJ:_&MT&‘-.GCIE.‘IN':TMC-; TTAC
TGCAGGACCRGACRETTCGRATA =84 TGCAGGRCCAGAGEATTCERARTA £883 TECAGCGRC CAGRCRERTTCGAATR €923
CRRGTACGRGNNNC TRGCGTTAL CRCTTCRCGANNNCTAGOGT TAC CAGCCTRAGTNNNCTAGCETTAC
TGCASGACCAGAGMATICIAATIA 4243 TETAGGRCCAGNGANTTLGARTA CEEd TCLASRACCAGRGAATICSAAIA 4524
CRCCTCARCANNNCTRGCCTTRS CRCSTCTACTMMNCTASCSETAC CREATCTTCONNNCTAGCCTTAC
TCLACGACCAGAZART TIGRATA 444¢% TELAGEACCAGAGARTTOGRATA 4385 TCLAGGRCCAGAGAR TTCGRATA 482%
CALAC TRECANENCTREECTTAC CET ZAACACCNNNCTAG TAC CAAACCERESTNNNCTAGCSTTAC
TECRGLGRCCAGAGRAT TIGARTA L8 TECAGGROCAGRGARETTCRARMTA 468E TECHGCRCCAGRGAATTCCEALTA 4526
CAACCACRACHNNC “u‘gGTT RC C‘J-’_"!_'E."G" GEIHBIGTAECGT':&-‘.’ TACACABKNNCTAGCETTAC
FGUAGGACCAGAGART IUGARTA <447 TECAGBACCAGAGAATTCGARATA 4587 IGLALGGACUAGAGAA TTUGANTA 2927
CRITT TRARARNNCTAECETTAC CRGCATCTGANNNCTASCEITAC CATATTT TAGUETTAL
TGCACGACCAGAGART \TLAATA | 444k JECAGLACCAGAGAAITCRRATA | 46EF SOUAGCALCCAGAGAA-TCLPATA | 2526
CACTTCERAGANNNCTAGCETTAC CATGECAGT INNNCTASCEITAC CATCOETCTTHNNCTAGOET TAC
TECAGGACCAGAGART TOGEATR eyt TECRGLACCAGAGRATTCGRATA 4688 TGLASGACCAGAGRATTCGRATR 4529
CATCCAATEUNNNCAT CGACATS CRACATCTCTONNNGATOGACATE CATOCTCCATHNNGATCGACATE
TGCCAGGRCCAGACGRRTTCLAATA &&5C TECAGGRCCAGAGAATTCGARTA 4550 TCLACCARCCRACRCARTTCOCAATR «=30
CAGACGCCACNNNCETCGACATC CAGACCCCCANNNGATCGRCAT G CATTTSCAGCHNNCATCGRCATE
TCCAGGACCAGAGRATICCARTA 2251 TCCAGGRECAGNZAARTTLGRAATA 4631 TCORGGACCAGCRGRATTCCAATA FCEN
CAGIT I TTCANNNGATCSEACATE CACTCTCTAGHNNEATCSACATE CACPTUCATRNNNGA ICGATATE
TECAGCACCAGAGARTTSEARTA | 21i2 CECASCRLCAGAGAATTOERATA oA TECASCRCCAGACRATTOEAATA | 493L
CACTT TTRCCHNNCGATCGACATS CRCGTGECCTNNNGATCGRLATG CN“Z‘T':ECM_ENG&TCGJ\CATG
TGCAGGRCCAGRGRAT TICARTE &4%5F TECAGGRCTAGRGRATTOSRATR 4053 TECAGGRUCAGRGRATTOGARTA 4233
CHRACACCEGCRHNCAT CRACATS CAAGCTAG: CHNNGATSGACATS CFWC”:GATH_?{E_E&:CG&CAT G
TRCARGACCAGACARTTUGRATA 2454 TECAGACCHGARRATTUGRATA Gndd TCECAGGACUAGAGRATTCCARTA 4534
CREGCTTTACKNHGATCEALRTS CRGCTATETSIMNGATCGRERTG CATCCACT TGRNNGATCGRCRTE
TECACGACCAGACARRT TOLARTR La5E TECAGCROCAGRCRATTOCRATR LBfa TECACCRCCACRCRAT TIL-ARTA 4835
CAGTARATGANHHGER T CRACATS CATCETGCT T GNNHGR TORACATE CATGE™ TR TCEACATE
TECAGGACCAGASART TOCRATA, 1456 TECAZLGACCAGAGARTTCCARTA 4656 TCCAGGACCAGAGRATTCEAATA 203
CRTTTGRAGTRNNGATCSRCATG CRGTACGECTAHNNGATCGACAT G CACTETRACGHNNGATCGACATE
CGLAGGACCABAGART TORANTA | ael] TELABGACCASAGRATTOERATA | 4357 TGLABGROCAGAGRATICEAATA | 4337
CACACCACTTNNHGATCEACATE CAGACTCETGNNNGATCRACATG CATATTAGTGNNNGATCGACATG
SECAGGACCAZARAAT IOGEARTS, | 4458 JECAGLACCAGAGLRATILEAALA | (088 TGCAGGRACCAGAERATIOGARTA | 4333
CRATCTAACGRINNNCATCSACATE CACTCRTGACHNNGAT CERCATS CATSCACATGHNNGA TCCACATE
TEUAGGACCNGAGART TOGRNTA 4455 TELAGGNCCACBAGANT TCEAATA 4508 TGUAGGACCAGAGAN TTCGAATA 4838
CACEC IGMT@;ME s e L CACGCIAGATHNNGITTENL CANCTTIC GLNE.WCCG\C?L: 5
TECASONLCAGRORAT SARTE il TECAGCRCCAGIERATTCSARTR &TCR TOCASCRCCACAGRATTLSANTA w540
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CAETCSCITTNNNEAT CGACATS

CATAATECCCHNNCRECAACATS

CAEBCRTCATHNNER TCAACATE

TECACGACCAGAGRATTCCARTA TECAUSALCAEBNGAATTUGARTA H TECACGALCAGRGAATICEAATA
CACCTCACRANNKNCATCGRCRETS CATCGTATTTHMNGATCGACATE CACCCOTTTANNNGATCGRCATE
TECAGGACCAGAGANT TCERATA L4EZ TELAGEACCAGAGAR ITCGRATA 170z TELAGGACCAGRGANTITCEAATA 48942
CRACCGLECTGHNNEATOGRCRTG CRCACESTACAKNNCATOGRCATE CAT TCTARACKNNCATCGACATE
IGCACGACCAGAGAAT TOGARTA | 4403 JGCAGEALCAUAGAATTCEANIA 4765 IGCABGACCACAGAATTCEARTA | 4543
CALAAAA T CHNNGRT CEACRTE CATGACIAATHNNCAIUGACATE CAIACCLAACHNHEA DCEACATC
TOCACGACCRGACART TCEARTA =alk TOUAGEACCROACGARTTCCRATA =04 TECACGRACCACRCAMTICIAATA 844
CEACTARMAGCANNNGATCGRCATS CACTACCGCCHNNGATCEACATS CAGTAATCETHNNGATCGACATE
TCORGGRCCAGRORAT TOORARTA { 2480 TGLAGCRCCAGRCALYTLERARTA | 4705 TCLAGCCRCCAGRCAATTOGALTA 2545
CATAGTCTCCRNNGRTCGACATG CAGCRCTUANMNNCAICGACATG CACTCTGCTTMNNGATCGACATE
TGCACGACCAGAGART TCCARTA L2408 TCCAGGACCAGAGRAATTLGRATA 27Ce TECACSACCAGAGRATTCCARTA L%de
CACTAACATANMNRGATCSERCATS CATOSTTAGCNRNGANCGECATS CRCRDECT TCHNNGATCGACLTE
TECACGACCASAGRATTOGRRTA Lafy TEOAGGRCORSRCRATTOARATE 47p% TECAGORCOAGREGRATTOAARTE 434
CATGLACGCENRNCRTCGACATS CRAGCTRTACONNNCATOGACATG CRETTGCCAANNNCATOCAZATE
TECACGACCAGRGRAT TCCAATR LabE TECAGGACCARACARTTCCRATA 4ite TECACSRCOARRCEATTOGARTE andy
CAACTGGARCNNNCATCGACATG CRRATCARACANNNCATOGRCATS CATACCCARCNMNGRTCOGRCATG
TECACCACCAGAGARTTCEARTA | «1RD TGCASGACCAGAGRATTOGAATA | </ED TELAGERCCASAGARTTOOAATA | <348
CRGECARTCCANNNCGATOGACATS CAGTACTAAMKNNGATOGACRATE CRAETERET GANNNGATOGACATE
TECAGERLCCAGALAAT OGAATE 4470 CECAGEACCAGAEAATTUGARTA 4710 CECAGERCCAGAGERATICEARTA | L2050
CARATCC TARNNNGRAT CGACATE CRTAGTT CHGMIMNGRICGACATE CRCAGGT GAANNNGATUGACATE
IGCAGEACCAGAGARTTCIERATA kil TGURAGEACCABAGAAI TCERATA 4711 TECAGGACCAGREANTICERATH 4%51
CAAACCEET ANNNGATCGACRTS CRATTETEACNNNCATCGRCATS CRAGE . CRGANHNGATCEACATE
TGUAGEACCAGREARAY A kTE § 4472 CEUAGURCUATARRENTUGAATS | 4712 CECAGGACCAGAGRATTUZARTA | W952
(CAGTCARAGANHNGL  CEACATE CACGOEAGCHRNGA P CERCAT R ChEAECET U THNNGAZCGACATE
TEIAGGACCRAGAGANT TOGARTA 4473 TECAGGACCAGAARTTUERATA &1i3 TECALSGACCARGRAGARTTOERATA 5955
CAICECAIGTHNNEATUERCATE CACTAT G CENNNGATCERCATG CRGARATGCGUHNNGATCGALKTG
TECACCRCCASRCRAT TCOARTA 174 TGCAGSCLLCAGRCERTTCIARTA CRET TELALCRLCACRCARATTCCALTR &853
CRICATECTINNNGAT CEATATG AL TE0ET ARINGA TORACADNE CREAGIETC THENGA TCi=hTA NG
TCCACCACCRCACART TCCRATR. | 4475 TCECAGCACCAGACAATTCCARTA | 4712 TOCASCRCCACACAATTCCARTA | 4255
CATTACGIGCHNRGATCGACATS L’RATTA'.L"’."l'@N'a‘A.i‘CGAE.‘\TG CAMARALAT ’.:‘!‘H_.'_\‘IN-EA..‘L’GA.C&?G
TCCAGCGACCAGAGRRTTOGRATA | 44/0 TGECAGGACTAGAGRATTCGRATA | 471K TOLAGGECTAGRCRRTTCGRATE | 4506
CATCCCRCCONHNCATCORCATS CACTTTCARUNNNCATCLACATG CATRRLCCTTNHNNCA TCOACATE
TECAGGACCAGRGART TCGRATR i TECASGACCAGAGAATTLGARTE 4717 TOCRGAACCAGAAATTUGARTA [ 1A
CRARACCACCNNNCATCOACATS CALTACTACONNNCRZICCACATG CATTACT CCGNNNCATCOACATE
TGCAGGACCAGAGARITOGIATA | 147E TGLAGGACCAGARGAR I TCERATA 27LE SCLAGGACCAGAGAMWITCHGAATA | 1958
CRAGTGCCGGTNNNGATCGRACATG CRTCCCRCATHNNGATSGRALRTS CRGTTCGLCCNNNGATCGACATG
TGURGGACCAGAGRATTCEARTA 44758 TECAGCACCAGRGRATTLGAATA 4718 TECAGCRCCAGRGAATTUGARTA 4952
CAMGATRT TENNGETCRACATG CAGTATCGACNNHGA T CGACATS CAGTGROCT ANNNERN TCAMCA™S
TECAGGACCAGAGARTTCGRATS, | 4480 TELAGGACCABAGZAR I TOGRAT. 4720 TEUAGSACCAGAGAATTLEAATA. | 4560
CAACAACAGENNHGAT CGRC AT CRAGGCCTCAGNNNGATCEACATG CRAGEACAATENNNGATCGALATG
TGCALGACCAGAGRRAT ICapRTA &4Bl TGECAGGALCAHAGAA I TULRATA qargs CELAGGACTAGAGRA I TCLEAATA &¥6l
CACTCCEMAMINHGATCS G CATS CALGGETTARNNNGATCEACATE CATATRGGAANNNGATCSACATG
TGLRGGARCAGNGART TCOAATA L1482 TGCAGGACLAGRAGAR TTCGRATA SIgn TEOAGSACCAGRGARTTCGAATA b
CATCAAGCCANNNGRTCSRCATG CACATARCACNNNGATCRALATS CALTAGCGGCHNNGATLRRACATG
TGCAGEACCASAGART TOGARTA | 4482 TGCAGGACCRSAGAATTCGAATA | 472z TECASSRCCRAGACARATTCGAATA. | 4501
CACAT TARCANNNGATCGACATS CACCASTS TGNNNCATCGACATG CAGCGTTTAGHNNCGATCGACATE
TCCACCACCAGAGRATTCCANTA | 4484 TCCACGRCCAGAGRATTCCRATA diéd TECAGGRLCAGRGAATTCEARTA | 4364
CARAACACGACNNNGALILGACATG CATGTGAT GCNNNGAICGACAT G LACTAIGT CONNNGATCGACATG
TECAGCACCREAGARTTCERRTA | wdnl TECRGEACCAGACARTITOSRATA | 4720 TECAGGRCCAGRGANTTOGRATA ABR:
CATCCATCRACHNNCRATCEACATS CANTCSCTRONNNCATCCACATE CACATETCACNNNCATCCACATE
ACGRCCABALRAT TOCARTA L4EG TOCAGERCUAGRCRATTOGARTR 5726 TECAGCRCCACRGRATTICCALTA 4966
CRETCCCACCHNNGATCORCATE CAGART TRAGAMNNCRYSGRACATG CANTURARASHNNENTCOACATE
TCCAGGACCAGAGART TULRATA | 448/ TGCAGGACCAGAGARTTCGRATA | 4727 TCLAGGRCCAGAGRATTUGRAATA | 4567
CRTGECRCECNNHEAT OBRCRTS CRGCSETOESTRNNGATOGACET S CEATAARCTONNNGATCGRCATE
TECAGGRCCAGACART TOCAATA 44Hh TGLAGGACCAGRACRATTCGARTA | 4708 TECAGURCCAGALRATTOLAATA 45RE
CATTTCAGRANNNGRTCAACATG CAMATTCCATHNNGR T CEACATS CACOGGRT CGNNNGATCGACAT G
TECAGGACCAGAGART TCEAATA | s488 TGCAGRACCAGRAGAATTUGRATA L3928 TECAGSACCAGAGRATICGRATA | 456F
CATACGTCTCHNNGATCGRCATE CATGEARCCTHNNGATCGRACAT S CACCEECTA ATCEACATE
TGLAGGACCAGAGANT TCGAATA | 4480 TGCAGSACCAGACARITCGAATA | 4730 TGCAGUACCASAGANTTCERATA | 427E
CACLGATCTTHRNGATCGACATE CRAGCOCATTHNNGR TCEACAT G CRCTGTEGTANNNGATCGACATE
JGCAREBACCAGAGRAL L ORARTA 8l SECAGACCARAGAA I TCRAEL A 478L SECAGGRRCUAGHERAT N CEANT R 472
CAATTAACCTHNNCATCGACATS CATTECCTCTNNNGATLGACATS CAGARCCT GANNNEATCOACATC
TGCAEGACCAGAEANTTCEAATA 482 TGCAGGACCABMEANTTCEMATA 4732 TECAGEMCCAGARGAATTCEAATA §uy
CAN LTS CCONNNGATCEACTATS CANTTSICEGMINGAICOACATS CACGELIGACNRNGATCGACATE
TECACGRCCAGAERAT TOEARTA LB TECAGERCCAGREAATTUGAATA, 47383 TECASGRC CARRGEATTUGARTA L]
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TECAGHACCAGAGRATTLGARTA

CAGGACCAGAGEA

CAGLCAT F"'IIIINV‘\P"‘L.-“AC.FTV‘ CARCGUATTGHNNGATCGRLCATG CACCSCRAGGTHNNGATCGACATG
TGCAGBACCAGAGART TCEAATA 448% TCLAGGACTAGACAR TGECAGGACCAGAGARTTCEAATA
CAGAG @M'NLA"‘CGF\(ATU CATGTCCGETANNNGA RPCTGHHNGATCGACAT G
TGCAGGACCAGACARATTCGAATA 4496 TECAGGACCAGAEAN 473€ 4576
CALTAGCCCANNHGATCGACATG CAT TTTCAACNNNGAICGACATS CATCCCGACCHNNGATCGACAT G
TCCAGGACCAGAGARATTCERATA Aty TECAGGACCAGACARTTCERATA 4737 TGCAGGRCCAGAGAMTTCERAATA 2977
CAL. CCCHNNGATCGACATG CAIAAGIACTNNNGAICG TG C..PLL GITAGG ;CN‘NNU\ATCGR\J\, G
TGCAGGRCCAGAGRAT TOGAR TR 4458 TECAGGACCAGRGRATTUGRRATA 4738 TGIAGGRCCAGRE 4578
CF\MGTTATJ?NﬂC—ATCG.P.CATG CARATTAGTCHNNGATCGACATG CACGECGCTANNNCRTCGACATE
TGCAGGRCCAGAGRATTCGRATA 4455 TGCAGGACCAGRERAR 4738 T CCAGGACCAGRERA 4€575
CRCTT TTCGGRNNGATCGACRTS CAGGAARTATNENGA CACCTATT TANMNG
TGLAG GRC:CA.:.\GF}"'CCF}TA 4200 TELAGCROTAGRCGRR T 4740 TECAGGRCCAGRGAATTOGARTA 4Y9R0D
CRCAATCET CATTTTTTAMNNNGA TG CAGARACARGINNNGA T
TGQ‘.C-GA"_CAGAE.AA‘!‘TGEM.TA 4301 TECAGGRCCAGRERATTCGAAT] 24l TECAGGRCCACRGRAY C“U".‘ 49EL
CRGGACGTAANNNGATCGRCATS CRCACGTARCNENGATOGRCATG CDTCCCFTTGH'NNGAT CGACATG
TCGCAGGACCAGAGAATTCGRATA 4302 TGCAGCGACCAGACARITCGRATA s742 TGCAGGACCAGACGAATTCGAATA 4282
CACCCGRECGHNNNGAT CGACATS CAGTTTCCETNNNGRTCGRCATG CATACTCTGGHNNCGATCGACATE
TGCAGGRCCAGAGAATTCGARTA 4503 "GC‘P G{J\l" GREAATTOE A 4743 TGCAGGRCCAGAEAATTCEARTA 49E3
CATCCETAL CNNNGATCGACATS H CAGCGCTTAANNNCA TCGACATE
TGCAGGACCAGAGART ICGAATA 4504 "G('.A(mé.L"‘ AGAGARTTCGRATA 4744 TCCAGGACCAGAGARTTCGRATA 4884
CRITTCGITANNNGATCGACATG CATCTAST GENHNGATCGACATG CASCCTCCCANNNGATCEALRTG
GROCAGAGRATTCSARTA 4508 TECASCACCAGACRATT 4745 TECAGGRCCAGRGAATTCEANTA 4985
TACAGNNNGATCGACATG CAGAGTACAGNNNGATCGACATG _ACGATACHNNGATCGACATG
TCCAGGACCAGAGARTTCEAATA 2306 TGLAGGACCAGAGARTTCERATA 474€ P(.CHGAG#J\TT‘:-GMTA 286
TACTT THENGATCGACRTG CRACTCCAGANNNGATCEACATG CAACHNNGATCGACATG
TECACGACCAGAGRAT TCSAATA %207 TGCAGCACCASACRATTCGARTA 274 TGCAGGRCCAGACGRATTCCAARTA 4SBT
CAPAT GCCT GENNGATCGACATG CARAACACAANNNGATCGACATE CATACGCCGENNNGATCGACATE
TCCACGACCAGACGAAT TCCARTA a2UE TCCAGGACCAGRCAATTCGAATA s /48 TCCAGGRCCAGAGAATICCAATA sELE
CRCCAGGCACKNNCATCGACATE CAGCCCCAACNMNGATCGACATS CARATCCCACNMNGATCCACATG
TECAGSACCAGACRATTOGRATA £308 TECAGCACTRSACRATTCCGRATA 246 TOCAGCACCAGRGAMTTCGRATA 4%B9
CATGGCGACCNNNTGCATCACGET CACATCTTAANNNTCCATCRACGT CACCOGCCGGNNNTGCATCAGET
TECAGGACCAGRGRATICEAATA 13510 TECACGACCAGREAATTCGRARTA 4750 TECAGLACCAGREEATICECARTA 280
C.F\MC—RGGC'Z'NNHTCCATCA‘EGT CACTACACT CNNHTC—G\TCA”G’_G? CALCC GC\."'TWCCA CAGET
TECACGACCASAGART TCERATA 4511 TCCAGGACTAGAGARITCERATA 1751 "CC&C‘A\.%GAW»\- 424l
CRTTACCCACNNNTGCATCAGET CRCCATTCTCNENTGCATCAS
TECAGGRCCAGAGRATTCGARTA 4312 TCCAGGRCCAGAGRATTCGAATA 4752 4582
CATGUOERT THRNTGCATCREET CAGCAGCCACKMNTGCATIAGSET CACGATTRGCNNNTGCATCAGET
TGCAGGACCAGAGARTICGRAATA 4313 TGCAGGACCAGAGARTTCERATA 4753 TGCAGGACCAGAGAATTCEAATA 4992
CRCAGGTTETNNNT GCATCAGET CRAGCTGCGCNNNTGCATCAGEY CAAACCTAATHNNTGCATC
TGECAGGACCAGAGRAT TCGAATA 4314 TGCASCRCCAGAGRAITCERARTA 4754 TGCAGCRCCAGACAATTCCARTA «594
CARACATRGANNNT GCATCAGGT CACCCGCTACNNNTGCATCAGET CAATCGECTANNNTGCATCAGGT
TCCAGEGACCAGACRATTCGRATA 451E TECAGGACCAGAGARTTOGRATA 4753 TGCAGGACCAGAGAATTCGAATA 4595
CAGAAATCGATNENT GCATCAGET CACAACCCAANNNTGCATCRGET CAGGRACCCCHNNTGCATCAGET
TGCAGGACCAGAGAATTCGAATA 45le TGECAGEARCCAGRCARTTCEGRATA 4756 TECAGERCCAGRGAATTCEAATA 4550
CATGTSCTGANNNT GCATCAGST CAGATGT CATNNNTGCATCAGGT CATCACACASNNNTGCATCAGGET
TCCAGGACCAGAGRAT TCCARTA 4217 TCECAGGACCAGRGAATTCCAATA &4%5% TCCAGGACCAGAGRATTCCAATA 4297
CAARGGCAGATNNNT GCATCAGGT CACSGTATTGNNNTGCATCAGET C}‘tCTA“"CAMN‘ITGCA“CA’ T
TCCAGGACCASACARTTCSAATA 431E TCCAGGACCAGACARTTCERATA -1 CA GG&C"‘APAC}@""FFM“' 4588
CAZDGETIATHNNT GCATCAGGT CAGTATTCAGKNNTGCATCACGT CACUCG&TRTHNNT";A’.":,‘\L"T
T CAGAGRATTUGARTA 4313 TECAGCACCASACRATTCCARTA 47a9 TECAGGRCCAGRGARATTCGARTA 399
C CAGGATCAGANNNTGCATCAGGT CACTTRTGTTHNNTGCATCAGGT
‘MG-&A{‘(\.A@‘ML CERATA 4520 TECAGGACCAGRGARTTCGRATA 4780 TECAGGRACCAGAGRATTCGRATA auoo
CRAMACRACTRNNT GCATCAGET CRATCGRAMANNNTGCATCAGST CRATTTEGT GCATCAGGT
TGLAGGRCCAGAGRAT TOGARTA 4321 TELAGCRCCAGRCGRATTCLRATA 47R1 TGCAGGRCCAGRGRATTCGARTA sun
CACGTGETTANNNT TCRGGT CAGCCATTTUNNNTG! {RGEG CAAGGCARCANNNTGCATCAGET
FCCAGGACCAGAGAAT ICCAATA 4322 TECAGGACCAGAGAATTCCARIA £762 SGCAG :.Pf' CAGAGRATTLGAATA 2002
CACTTTCEACHENT GUATCAGET CAT CAGRCCANNNTGCATCAGGT CA: TTCHNRTGCATCAGET
TGLAGBACCAGAGAATTOGAATA 4523 TGLAGCGACCASAGARITCEAATA 4763 TGCAGGACCAGAGRATTCGAATA $Loe
CATAGACGT CNNNTGCATCRAGET CRTTTGTTCANNNT GCATCACET CAGGARCCAANNNTGCATCACET
TGCAGGACCAGAGRAT TCGARTM 4524 SGCAGGACCAGRGAATICGEAATA 4764 TGCAGGRCCAGRGPATTCGAATA 5004
CATCTAGTCCONNNT GCATCAGGT CARCCCTATCNNNTGCATCRAGET CACGTCTAACHNNNTCCATCAGET
TECAGGACCAGAGAATTCGAATA 4325 TGCAGGACCAGREARTTCGAATA 4763 TECAGGACCAGAGAATTCGAATA oC0=
CAMACAAGATRNNT GCATCACGT CATAPACCCONNNI GCATCAGET CAGRICCANNNTGCATCAGGET
TECAGGROCAGAGRAT TECRATA GGRCCAGACERAATTUGARTA 4T6E TECAGGRCCAGAGRATTLGARTA S006

CACAATGAAGENNT CEATCACE T

LerTFL"uIINN TGCATCAGGET

CACCAGCACGNNNTGOAICAGET
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CACTCCCAT ANNNI GCATCAGET

SALCANGG/ANNNT GCA :(.A_EG:'

CRIAMNTANNNTGCATCAGS

TTCCRR TGCRGERCCAGRGRAT ART
(.ﬁ”'.v\TTCG!‘\.I-'}IN'_GCA_“_AG(" CAATCATACANMNTOCCATCAGET CROGAGTCCENNNTGCATCAGGT
TELAEGACCREAGART TCRAATA 4328 IECAGGAL CAGARART TOERATA sT6E TECARGACCAGAGART TTERATA S0QE
CATTGLALGARNNTGUATCACGT CRCAGATCAGRKNT GCATCAGET CRETOGRATURNNTGCATLARGT
TGCAGEACCAGAGANT TOGARTA 4528 TGCAGCEANCCASKNGASTTUGANTA 4ren S GCAGEMCAGKNGAA T IOZANEA ]
mCT.F\u’.TAA_!‘c;NH? GCATCAGGT CACAFC T TAGNNHTCLATCAGS . CATCCATAAANNRNTGCAT CAGET
TGCASSACCAGACART TCEMATA 4330 TECAGGRCCAGAGARTTCCRATA £770 TGCAGGACCAGACGAATTCGAATA o4
CAACTCATAANNNI GOATCAGGT CAACTTCTI TANNNTGCATCAGET CAGTOLCACCNRNTGCATCAGET
TOCAGGRCCAGACRAT TOSARTA 453} JGLAGCRCCAGACRATTUGARTR 17T TECACCRACCAGRERATTOCGARTA auil
CANGGACT GANNNI GCATCAGET CACAACAGAGHNNTGCATCAGST CATGEITCACNNNTGCATCALST
TECRGGACCRGACARTTCGAATA 4332 TGCAGSACLAGAGAATTCGRARATA Y3 S GCAGGRACCAGRERAATTCGRATA Snid
CACACATCCTRENT GCATCAGET CROGTAGATCHENTGORTCAGGTY CRAGACRACGHRETGCATCAGGT
TGCAGSACCAGAGRATTCGARTA 4533 TGCAGCRCCAGACGRATTCEARTA 473 TECAGCRCCAGAGAATTCGRATA 5413
CARTAGCCRGENRNTGCATLRGET CRCCTOCCGANRNTGCATIRGGT CRuTATTCAGHNNNTGCATCAGET
TCECRGERLCAGRERRTTOOARTR 1534 TECAGRRCCAGRGEATTCORETE £°774 TOCAGCRCCACEGRATTCCARTA 5014
CARCCARCTCRENT CCATOAGET CACACTTTCONNNT GCATCAGGT CACACGRACTNNNTOCATIARGT
TECAGSACCIGAGRAT TCERATA 433% TECAGGACCRGAGERATTUGRATA <713 TECAGGACCREAGARRITTCCAATA 5015
CACPAGCCT TRNNTGCATCACGT CRCAACATCONNNTGCATCACGET CRCAAGAACCRNNTCCATL
TCCAGGACUAGAGRAT TCGARTA 4538 TECAGGRCCAGAGAAT TCGARTA YRS TECASGRCCALAGIATTCEAM DA bULE
CRCCCCCTT CHNNT GCATLALGT CRCAGCATCANNNTCCATCRGGET CACCRACRAGNNNTCCATCAGET
TECNGGACCAGAGART JCGANTA 4337 TGUAGGACTAGNGAAITCGRATA | 4777 - GUAGGACCAGAGARTICGAATS %0l7
CAAGRARCCGRNNT GUATCAGGT CRCTTCTGACNNNTGCATCAGET CRCTAARCCGNNNTGCATCAGGT
TEUAGGACCAUAGRAT ICOARTA 4338 CGCAGGRCCAGAGPATICEARTA 778 TGLAGGRCCAGAGRATTORAATA, 018
CARACALC L GHRNL CRAICAGES CAL SCCG. SAHNNT GCATCAGE CAGGAZGET CONNNTGCAL C.AG\E'
TECAGGRCCAGAGART TCHRATA £538 TGCAGGALCAGAGAA ITOGRATA &8 TECAGGACCAGAGARTICCRATA sois
CAACEUCLTCNNNT CCATCAGET CAT TTCCATANMNT GCATCRGGET CROCGCECETANNNTGCATCARGT
TECACSACCAGACRATICCARTA | 4240 TGLAGGRCTAGRGRATTCOARTA | 4780 TGLACGRCCACRGRATTCLARTA | 2020
CAGTCACCGGNNN D GCATUAGG T CALGTGCEATNAENT GUATCAGGT CACCGRET GUNNNTECRAT CAGE T
TCCAGGACCAGAGRATOCCGARTA | 4341 TECAGCACCAGAGRATTCCRATA | &7EL TCCAGGECTAGAGRATICGARTA | 5021
CARGASTGATRMNT CCAT ALY CARCLOT GLUNMNT GER I'CA CAGTICAAGCNNNTGCAT CAGUT
TECRAGGACCAGACARTTCERATA 4542 TECAGEACCRAGACRATTIGRATA 47THE THCAGCACCRGAGAMTTCCAATA 22
CARTCSCTTGNNNTGCATCAGST CRAGAGATTCCHNNTGCATCREET CRCAGCCCGANNNTGCATLACET
TECACGALCAGAGAAT TCEARTA £342 TGECAGRALCABMPATTCCARTA LT7E2 SCCAGGRCCACACAATICCAATA ge23
CALCTGCRAANNNT CCATCAGET CRCGAGEAL THNNNT CCATCRGET CACCTTCRCTHNNTGCATCAGGT
TECAZGA SAGARTICERATA 4344 TCCAGCACTABAGAATTOERATA ATE4 CCCAGCGACCAGAGAATTCEAATA Sg241
CRGTCOARCTNNNT GCATCAGEY CATTGATTAGNNNT GCATCAGST CRCACCCADANNNTGCATCAGOT
TECAFGACCAGAGRAT TCRARTA 4545 TECAGCRCUAGACRATTCRRATA &£783 TECAGGRCCAGAGRATTORAATA 5625
CATOT SERCANNNT CCATIACET CACATGCATGMNHTGIATCRES T CATGATCCTICMNRTGOATCAGST
TCCAGGACCAGAGARTTICGATA i3de JCCAGBACCAGAGAR TTCCRATA &TEE JCCAGTACCAGATAR T NCGAATS BEZE
CAMACGTECTHNNT GCATCAGET CAT TCACCCTNNNT GCATCAGET CRAGARART TGHNNTGCATCAGET
"GC.NJJACCA{}ACMT:E@J\TA 4347 SGCAGCACTAGACRATTOLARTA <7a7 TGLAGGACCARRCRATTC-AATA 2027
CARAGAT TGANNNT GCATCAGT CARELCACTGNNNT GCATCREET CAGTGEIEECOINNNTECATCARET
5 CUCERCCRG&CFJ\TTWAT% 4248 TECAGSACCABAGARTTLCRATA < /88 TGCAGGRCCAGAEAATTCEAATA az8
CAACCTTATANNNT GCATRAGET CATTCLTCTCNNNT GCATCAGET CACATETAGCHNNTGCATCAGET
TECAEGACCAGACANTTCRRATA &sed TCECAGSRCCAGAGRATTCERATA <7B% TGLAGGRCCRGACAMTTCEAATA suze
CACCETATAANNNT GCATCAGGT CAGCATTCAGNNNT GCATCRCGET CATAGCCCCCNNNTGCATE
TECACGALCAGACRAT TCCAATA 4540 TECAGEACCAGAGARTTCCGRATA Lisn TECAGRRECCAGAGAATTCGRATR 030
CALGATTTCCNNNTIGCATCAGET LR 1 (P T e Ll IC DGO INNNT G GGG
TECAGEACCAGAGARTTCERATA 4501 TECAGCACTAGAGARTTOERATA 4751 T GCAGGACCAGRCAR T TCEARTA. ELET
CACTARARCARENNTECATCAGGT CAACTATGATNRNTGCATCAGET CATGTRRCCCRRNTGCATCAGGT
TECACGRGCAGRERATTCCARTA 4552 TEOAGGRLCAGRERATTCERRTA 782 TRCACCRCCACRCLATTOEARTA 5032
CAGETSEE CCRENTGOATUAGST CARCTRAGFAMNNTGCATCRES Y CAACAGREACHNNTGCATIAGES
TELAGGACCAGAGRRTICGAATA 43%% TGCAGGACCAGAGARTTCERATA 47493 (-CA-!MERGAEM""“I-CM- ~ B33
CRATETEGT GRNNT GLATSAGET CRTAGATTTANNNT GCATCAGST CPAGTTCAGIHNNTACATAAGET
TECAGGACCAGAGRAT TOGRATA 4354 TECAGGRCCAGAGARATTOEARTA 4104 TGCAGGACCALAGRAT T CLARTA 5034
CACGTAATATRRNT GCATLRGGT CRCCTOGET CANNNT GCATLRGET CROCTRCTTANNNTGCRATCAGET
TECAEGACCAGACART TCGRATA 5Lk TECAGSACCAGAGAATTLGRRTA 793 TGCAGGACCAGABAATTICGARTA a03z
CAACTCGCT TRNNT GCATCAGGY CRGGCTRECCHNNT GUATCAGET CRACACCT CTHNRTGCATV AGGT
TELCARGACCAGAGARTI TCEMATA WEIE TOCAGSACCAGAGRATTCEARTA A78€ SGLABGNCCRGAGANTTCEAATA 503
CACCATACCGARNNTGCATCAGGT CAGGTTGTACKNNTGCATCACST CATATTGRACHNNTGCATCADAT
JGCAGEALCAGAGAAT JCGAATA 45857 SECAGLRAL CAGAGEIAT IUGARTA §797 CECAGGAC CAGAGRAT IORARTA CLE R
CACGEACARMNNNT CCATCAGCET . ‘m’:CGLm__PmTC-’.'RT\‘.kGU: CRi.L‘”.‘G\.‘-TE&NTLiE&TMWT
TCLAGGACCAGAGART TCEMATA 4358 TECNGIACCAGAEARTTCEAATA 47986 T GLAGGNCCAGAGARITCEATA 2036
CACCCTE. - THNND GUATCAGST CAMTICTI TCRENTGCATCAGET CRAANGRAPGRRNTGCATCAGGT
TECASTACCAGRIRAAT TS ARTE 4559 TCCASCRCCAGRGRATTCOCARTA -t ] TEOARRRCCAGREAATT COARTR av5y
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CCAGERCCAGAEIH CAATA
CAGGCTTGLENKNT GLADCAGGT

TECAGEACCAGACARTTCEAATA

CRACAARRGTHMNTGCATCAGGS

CATSTCCAGANNNTGCAT CAGET

TGCAGGACCAGAGANI TCRAATA
CRAPATC T CGNRNT GCATCAGGT

TGLAGGICAGRGAN I TCRRATA
CAGGOCCCCENRNTGCATCAGET

TGCAGGACCAGNGANTTCGAATA
CATTTRAGOCHUNTACATCAGET

TGCACGACCAGAGANT ZCCANTA
CATACCTAGGNNNT GCATCALET

JGCASCRCCAGMERAATTCCANTA
CAMACATGCCHRNTCCATCAGGET

-COAGGRCCAGNEANTTCEARTA
CACCATCCTANNNTGCATCAGET

TECAGGACCAGRCART ICTRATA
CACACGCACGNNNT GCATCAGED

TGCRGCACCACAGAARTTCSAATA
CAICOEAGTINNNT AL CAGG L

TGCAGERCTACAGARTTCGAATA
CACTCCAGMPANNNTGCATCAGGS

TGCAGGALCAGRGRAT TCLART A
CACATTCCAGNKNI GOATCAGSS

TGCAGCRCCAGAGRATTOEAATA
CATAGCCCAANNNTECATCAGGT

TRCAGEFCCACAGRATTOGAATA
CAOAGAT GGANNNT GCATCAGGET

abdd

TGCACCACCAGRIART TCOAATA
CRGCATIARTHENTGCADCASED

TCCAGGACCAGRCRATTCCRATA
CAETCTACTCHENT GCATCARGY

TGCAGGACCACAGRATTCCAATA
CATARTCCCCHRNTGIATSASET

045

TECARGRCCAGAGEATTIEARTA
CAACACGOLCHNRNT GCATLAGGT

TECAGCACCAGAGERTTOORATR
CAT TTGACCONRNTCCATLRGET

TECACCRCTACRCRATTOCARTA
CAAGGUCCTUNNNTGCATCACGT

nide

TCCACGACCAGAGEAT TCEARTA
CRCACACCRTNNNT OCATCACET

TCCAGEALCAGRGAATTCCARTE.
CRRAASCACRGHNNTCCACARDT

SCOAGGPECCAGRCAAL TCCARTR
CARTTETCAANNNTACATEAGE™

aGA |

TELARGACCRGASART JCRAATA
CATGATTCET ANKNT CCATCAGET

TGCAGGACTAGAGARTTCRAATR
CATTTCCCCANKNTCCATCASS™

TGCCAGGRCCASRERR T TCENATA
CACCOLTTAANNNTGCATCACGT

048
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AGERACCAGRCRA

CAT T‘aA”‘C-CC!J!INZ\C(' T%_F-CCP-

CATAACT A?A-. HNNACGTATGECA

CACTTCCCCGHNNACGTAT

IGCAGGACCASAGART TCERAATA 505¢ TEHAGGACCAGRGARTTCERATA 5290 YGx.Am_-\AA.U\qAGMTTLGMTA 5530
CACCCTACGCRNNACGTATGCCA CRAAMCTCGCHNNACGTATECCA CAGGAACATGHNMACGTATGCCR
lGCPCGhCCAuF GRATTCGRRLR 5051 TCCAGGACCAGAGRATTUGRRTA | 3281 TGCASGECCAGRGPATTUEARTA | 3531
CEOCERANNNACGTATGCCA CATGAGTTGCNNNACGTATGLCA mGG“AACTH.NHACG \T GCCA
TGCAGGACCAGAGART TCERAATA 1052 TECAGGALCCASG D.CM““C;_H{"" 3292 GARTA 5332
CATAGCCECERNNACGTATGCCE CRACAACARANNNACGTATGCCR T GCNNHACGTATGCCR,
TGCAGGRLCAGACGRAT TCCARTA 3053 TGCAGGRCUAGAGRATTOGRAT A 329% TGCAGGRCCAGRGRATTC h533
CACARGCCATNNNACGTATGCCA CAGCCCTACCHNNACGTATECL CACGAGTTGTNNNACGTAS
TGCAGGACCAGAGART TCGRATA 305 TCCAGGACCA GACA.H"T(.GAA‘ 3294 TGCAGGRLCCAGRE, Z'TCCM A 3534
CAGACAGTGANNNRCG TATCGLCA CRCTTGRGAGNENECGTATESCA CATGAACT COHMNACGTATGECA
TECAGGROCAGRGRAT TOERETA 5085 TECAGERCCAGRCGRATTOERATAR TGCAGG!CCAGF.GMTCC—AATR a3y
CACTTTATCANNMACGTATECCA CACAGTGACTNRHACGTATGCCA uﬁmTCGCANENACGTATG(fQ‘-_
el TR, 5056 TECAGGRCCAGACRRTTOGRRETR TECRGERCCACRGRATTCGARTR HE
CRCAGGRRG TN_!INF«CG TATGCCA CRTGARCACGHNNACGCTATCOCR CROARTTGTTNMHACGTATGOCA
TECAGGACCAGACART TCGAATA 5057 TECAGEACCAGAGAATTCERATA 3297 TOCAGCACCASAGAATTCEAATA =537
CRACTATTGCCRNNACGTATGCCA CRACCCTATGTNRNACGTRATGCCR CAARRACRCTTNNNACGTRATGCCR
ICCACGALCAGRERAT TCGARTA 5058 TECAGGRCCAGAGAATTCEARTE | 288 T GCASGRCCAGRGRATTUZARTA
CATCASCCGONNNACGTATGCCA TGGT -"GN‘!NEHM rr;cc-r CA GCCNMNACGTAT CCCA
AGL.‘LG.:ACM«AA” "‘C(:MT:\ 5058 3299 < FACCAGAGAMTTCG, £536
CACGCGTGCANNRRCETATG ‘4:.»\
3060 5300 T6C C.KC[.M:AEI-A-.L:;.\. TA 5540
CAGTTAGTECRNNACGTATECCA CARAAGAGTTRNNNACGTATGCCA CAGTARTGCCNNNACGTATGCCA
TGUAGGACCAGACART TCGRATA 3061 TCCRGGACCAGAGARTTCGRATA | 3301 TEUAGGACCAGAGRATTCGAATA | 354l
CAATTGITAGTHNHACGTATGCCA CRGTTCGET GARNNACGTATGCCA CACTTCRGACNNNACGTATGLCA
TECAGGACCAGAGRAT :cs:-} TA | SUe2 TGCAGGRCCAGACGRATTCEARTA | 3202 TGCASCGRCCACGRCRATTCSARTA | 5542
CHRAGCACET TNRNACG LA SCACGHENACGTATGCOUA CATAATCAGTMHNACGTATGCLA
TCCAGGACCAGAGAAT :"‘QN‘.TA 5063 TCCAGSACCAGAGRATTCCRETA | 3303 TGCAGSPCCAGRCRATTICGARTA | 3543
CACCCOGET THNNACGTATGCCA CRARARTTCTGNNNACGTA A CATTCCCARCHNNACGTATGICA
TGECAGGACCAGAGART TCGAATA 2Ufe TGECAGGRCCAGRGARTTCERATA 2304 TGCAGGRCTAGRCRATTOGAATA sha4
CARTATCTCTHNNNACGTATSCCR CRTCCACAGANNNACGTATGCCA CACTAGTAGCNMNACGTATSCCA
TECACGRCCAGRGARTTCGRATA 3065 TECAGGACCAGHEAATTLGARTA 5305 TECAGEACCAGAGRATTCGARTR 3545
CAATCTICATHENNACSTAIGCCA CARGAGTTTTHNNACGTATCCCA CATTARTACGNMNACGTATGECR
TECAGEACCAGAGART TCERAATA 5068 TELAGGACCAGAGARTTCERATA 5306 TECAGGACTAGRCAMTTOGAATA 5548
CETACTCANNNACGTAIGCCA CRIGGAGCGENMNACGTATGCCA CATACACAGGNMNACGTATGCCA
3087 TECAGGRCCAGRGRATTOCARTA 5307 TECAGERCUAGRERATTCRARTR 5547
CACTTTARTCNNHACGTATECCA CACGGCRCCANNNACGTATSCCAR
50¢€8 "‘G{.‘.RGGAI:C AGAGAATTCGAATA 5308 SCCAGGACCAGAGRATTUGAATA 2548
CRACGTCASTRNNACGTATECCA CATCTCCCAANNNRCGTATGUCR
TGCAGGACCAGAGART TCGAATA 2088 TCCAGCACCAGARCAATTCEARTA 5309 CGCAGCARCCAGACAATTCGAAT 5549
CABCATART CHNNACGTATGCCA CATGGAGCT THNNACGTATGLCA CACTACTGUANNNACGTAT GOCA
TGCRAGGACCAGAGART TCGRATA abie TCCRGLACCAGAGARTTL A 3310 TCCRGOACCAGAGRATTCGRATA 555G
CACCTTCCTANNNACGTATELCA CRGCACACCGNMNNACGTATGCOCA CAGCTACTACCHNNACGTATGLCA
‘G(.;\ GGACCAGAGRAT TCGARTA a0 TECAGGRCCAGAGARATTCGRATA S313 TGCAGGRACCAGRGRATTCGAATA 5551
CATTTGCT GCNN_N_}}(:GI‘ATGC’.’:A CATAATCGTGN MCGZ‘AT GOCA
3072 TCCACCACCAGRCAATTCCRATA 3312 TECACCRCCACRCRATTCCARTR 2552
SCCGTHN NA!.G “ATGCCA CALAGCGARANNNACGTATGCICA Ch-GGATAGANNNACGTATGOCA
:GL‘.F.G-A CCAGAGART TCCRATA 3073 TECAGCGACCAGACARTTCERATA == 5. TOCAGCACTACRACAMTTOCAATA 3253
CACTCAMERTHNNACGIATCOCCA CAACCATT CCHNNACGTATCCCA CAGGAATAGCHNNACGTETGCCA
TECACOLOCAGRERAT TOCARTA 2074 TECAGCRCCAGRCRATTOEARTR 314 TECAGERCCAGRERATTOCARTER 1554
CACARCTCCANNNACGTATSCCA CATAGCCTTGHNNACGT. CAGGRET cnwuwcw"tf‘ma
TECACGACCAGAGART TUCRATA SACCHMGAGART 3315 FLAGGACCAGACARTTIGAATA 353
CRCEETTCCORNNRCETATECCR SCTECGHNNACGTAT %T?MJ:TMNH,&.CGTA, GCCh
TECAGGACCAGAGRAT TOGRATA 507¢ TECAGGRCCAGRGAATTOGRATA 23le TGLAGCRLCAGRCAATTOGARTA 555E
CAGTGSTRCANNNACGTATECCA CACTTTATTGNNNACGTATECCA CARGACATTTHNNACGTATGLCA
TGCRAEGACCAGAGRRT TCGRATA 3077 TECAGGACCAGAGAATTLGRATA | 3317 TECAGGRACUAGAGRATTCGRATA
CATCTGRET GHINACGTATCCA CAFCEARATGNHNACGTATGCCA CATCTACGCTHNNACGTATGLCA
TGCAGGACCAGAGRRTTCGRATA | 501 TECAEGRCCAGACGARTTCERATA | Z4lE TGCAGGRCCAGAGRATTCEMATA | b3t
CACARGUCTT TNHHACGTATRCCA CATTTATTGORNNACGTATGOCA CATGOCTTCANNNACGTATGOCA
TGCAGGACCAGAGRAT ICGARTA 5073 TECAGGRCCAGAGRATTCERRTA | 3319 TGCAGGRCCAGRGRATTCEARTA | 3559
CAETETOTT CRNHACGTATCLCA CATCCRGCAGRNNACGTATGCCA CHRGATCACCHNNACGTATCLCA
TGCAGGACCAGAGART TCEAATA 3080 TGCAGGACCAGRGARTTCGRATA 2320 TECAGGACCAGAGAATTCGANTA 5560
CAARTTGIAACKNNRCEIATECCA CACGCATGCSRENACGTIATIGOCA CAATCCT I TANNNACGIATGCCA
TGCAGGRCCAGAGRAT TCGRATA S0EL 33IE TGCAGGRCCAGRGRATTCGARTA 561

CARAGT I CATNNNACGTATGCCA

LAETAG LT CUNNNACGIAL GLLA
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CGAATA

TGCAGAACCAGAGARTTCORA

S OCAGARGCAGRCRATTCORR

TECRS \GRATT AT TA 3
CARAGTCECTNNNACGTATGLCA CRRATGGCCTRNHAC GTATCOCR LALGOUCGGOHNNACETATGLCR

TE_AEGACCRRAGART TCRARTA 3083 CECAGRAL CARAGAR T TCERAT A =423 TELABRACCAGREARTTCEAATA £563
CAATATCRAGTHENACSTATGCCA CRGUTT SAGCRENALCTATGOCA CRACGUCAGERENALGTRATGUCA
TGCAGGACCAGAGAT TUGANT A Vs JGCAGCACCASANGAATTCIAATA 5424 CGCAGGRCIAGNGANTICGANTA ated
CATTCTLCGANNNACGTAZ GCCA CRTTCOCAGTNNNAC GTATGCCA CATTGICAGGNNNACGIAT SCCA
TCCASSACCRGACART TCCAATA J08S JCCAGGRCCAGRCARITCUBATA | 2323 TGCARCACCACRCAATTCCAATA 25E3
CATCTTGARANNNACGTAIGCCA CANGCEAL GANNNICGTAIGCCA CAMAATCT GINNNACGIATGCTA
TOCACGRCCAGRERAT TOCARTA SUBS TECRASGRCCAGACRATTCGARTA 3326 TOCACCECCAGRGRATTOCANTA | SS66
CATIACCCAGHHNASSTATGCCA CACOGETCAGMNNACOTANGOCA CHATAFAPATMNMACGTAT GCCA
TGECRGGACCAGAGARTICGRATA ane: TGCAGGACLAGAGRATTCGRRATA 3327 TCCAGERCCAGRGRATTCGRATA 549612
CRALTTAGRTRRNACG TATGCCA CRAGTATACTHNNACSTATCGCCA CATGTCRACAGHNRACGTATGECR
TECACGALCAGACRATTCARATA 5URe TECAGGRLCAGRGRATTOARATA 38 TECAGGRCCAGRGAATTCSARTA SLE6
CACATOGET ANHHACGTATGCCA CRGACTCRGANNNACGTATECIA CETCTCRT GUNNNACGTATGCCR
TECAGGALCAGAGRATTCOARTA 2089 TGLARGRCCAGAGRATTCCRATE 3329 TEOANCALOAGREAATTOCARTA 3269
CACCAGCCCRNNNACGTATECCA CAT CACETTCNNNBCGTATCCCR CACARCCCTTHNNACGTATGECA
TECAGSACCRSAGART TCCRATA 533C TECAGEACCREAGARI TCGRATA 2139 TECAGGAC CAGAGRA T TCEAATR S5 17
CATATCCRTANMNACGTATGCCA CRACTCRCTRCHENACCTATCCCA CRICTCACCTRENACGT AT GLCR
TECAGERCCAGRGRAT TCGRATA 3¢9l TECRGGRCCABRGAATTUGARTR 333t TGCAGERCCAGAGRATTCEARIA | 20TL
CARGACTCT GHMHACGTATCCCA CRGARCACAGNNNACGTATCOCR CROATCCEAMMNNAC GTATELCA
TECAGGACCAGAGART TCGAATA 2082 TGUAGGACCAGRLGARLICEAATA | 3232 SGUAGGANCCAGAGARTICEAATA | 25T2
CRAGRECALANNNACG AT GLCA CROCCTECRCHNNACGTAT GCCA CROTCIR CORNNACGIATGICHR
TGCAGGACCAGAGRATICEARTA | 5003 TGCAGCACCAGAGPATTCCARTA LK TECASCACCAGRGAATTCRARTR | 55T
CATACUGTAGHNMACG TALGLTA CAGCAALGAARNNACGTAL GCCA CABACEE. AANNNAL w GCCA
TECAGGACCAGAGART TCGRATA NS TEUAGGACCAGAGAR I TCERATS 3334 TEUAGGACCRGAGART TCGAATA E57q
CAGAALGTGTHHNACGTATECCA CAGCTACCTTHNNACGTATGLUA CATATATT TTHNHACGTAT GICA
TCCACGACCACACRATTCEARTA | 305t TCCAGCRCCACRCAATTCIARTA 33135 TECAGERCCACRCRATTCCARTA | 2274
CATTCRACCAKKENACGTAT HCTA ':M’_'\B’:C.";'(:J_J_ENAKLH'&"}CCR CM'GL T CONNNACGTATGCLA
TCCAGGALCAGAGRATTCCARTA | 2058 SGCAGCACCABRCAATTCCRATA 3256 TCCAGCACTACGRCAATTCCARTA | =376
CALCPATCACHMHACGTATGLCA CAC T‘.;'J",MA!EM’GTAIECCA CATATATCTCNNNACGTATGOCA
TECACCACCPGACRRTICCRATA TN TECAGCACCAGRACRRTTOCRAATA 5387 TECAGCRCCACGAGRATTCCAATA 1570
CATTGAGCGTRNENRCGTATHCCA CRATOTCCGANNNACOTATEOCA CROCGEOT GANNNARCGTRTGOCA
TECRAGGALCAGAGRATICGARATA 3053 TECAGGACCAGAEAATTOERATA 2388 TECAGRACCAGREAARTTCGARTA 5378
CACARSTCT CHNNACSTATGCCA CAATGTTCCGNNNACGTAZCCCA CREAATCAGGNNNACGTATGLCR
TECAEGACCAGAGARTTOLRATA 5095 TECAGCACTAGRCGARITOERATA | 3339 TELAECACCACACARTTORAATA | 570
CRETCTAATANNNRCGTALGCCR CRECACRIGTRNNACGTATGOCA CRICCTRGASNNNBCGTATGECH
TECAFGACCAGAGRATTCGARTA EY i TELAGGRCCAGAGAATTCGARTA 3341 TGUAGCRCCAGAGARATTCFARTA SERQ
CARAGRAR . CRNRACGTAT GLCA CARATCLEATMNMNACGTATECCIA CACCE G GGMNNACETATOLCA
TCUAGGACCARAGART TCGAATA 31G1 SGCAGHACCAGAGAR Y TCGERAT, 3341 TOTABGACCAGRGARCTCEAATA 5581
CAGUTAGAT CHNNACSTATGCLA CRCTATTTRCHNNACGTATIECCA CRIAGTTT CTRNEACGTAT GLCR
TECALGACCAGACART TCLAATR 5102 JCECAGCACCAGACAATPOLANTA 5342 CEALCAL CAERCEATTLLAATA L0t
CACATAACTANNNACGTATSCCA CRACGTGCCASHNNNACGTATSCCA CREATRACGGNNNACETATGOLR
TGCAGSACCAGRGART ICGRATA, | i3 TGCRGEACCABAGAATTCGANTA 2343 TCCAGRRCCAGRGAATICEAATA, | 3383
CARGTTCAGTUNBACGTATEOCA CRCCGGTAGCNNNACGTATGOCA CACTCETACTHMNALETATGOCR
TECAGGRCCASACRAT TCoMATA 5104 TECPGEACCASNGAATTCERATA 2344 TECAGCRCCMEACANTTCEANTR zLed
CARGTTGAL TNRNACGTATLCTA CANCATAT CTRNNACCTATGCCA CAGCACTT TCNNNACGTAT GOCA
TECREEALOCRGAGRATTOGAATA alls TGCAGSALCAGAGARTTCGRATA 49 TECAGERCCAGACARTTCCARTER 3 R
CAT GCLSLCAGNNNACGTATGLCA CAT SGTEGCCNNNAL GTATGCCA CHRETTCTCGTNNNACGTAT SO0
TECASGACCRGAGART TCSAATA 2108 TECASCACTASACARTTCERATA | 2346 TECAGCACCAGECARTTCCAATA =586
CATCTCACI GRNNACGTATGCCA CACARCTCACKNNACTOTACECCA CACTTACCTCRNNACGTATGCCR
TECASGRLCAGRGRATTOSARTA | 10T TECASCRCUAGRGRATTLCARTA 2347 TECASCRCCAGRERATTOCARTA | SLET
'ZAGMTCGTCNEERH}'\CGTJ\TK‘:A C&C’MTTTTWCGI‘A:GC\Z‘A CACAGRAGACNNNACGTATGCCA
TGLAGGACCAGAGART TCERATA 210E TGCAGGACCAGAGAR ITCERATA 348 TCLAGGRACCARACGAR T TCGAATA ShaE
CRCUCCRTGONNNRCSTATGSCA CRAACTEAGINNNAC GTATGCMA CRIAACTCTANNNACGTAT GOCR
TECAGEACCAGAGRAT TOGRATA S10% TRCAGERCCARALRATTOLRATA 2449 TGO AGCEACCAGRGRAT TLEARTR sLpe
CACATTAGCGNNNCTAGCHETTEC CRECGTACTONNNCTAGCGTTAC CACATECTARNNNCTAGSGTTAC
TGCAGZACCAGAGART ICGRATA | 2130 TECAGSACCAGAGARTTUGRATA | 238U TCCASGACCAGAGRRATTCERATE, | nieu
CAATCCACCTHNHCTAGCETTAC CRECATECECCHNNCT AGCETTAL CRACCEART CANNHCTAGLETTAC
TGLASGACCABAGRATICEARTA | 5141 TECAGSACCAGASAMTTCGRATA | 301 TECAGGACTAGACANTTCGAATA 1591
CAACATCCETNRNCTAGCETTAC CAAGT AGAGRNNCTAGCCTTAL CACTATTT TGNHNCTAGCOGETTAC
TECASEACCAGAERAT JCEARTA sii2 JECAGGACCAGAGAATTUEARLA | 3352 JGCABCRCCAGNEAAT ICEARTA. | 2502
CAGCTTCRCCKNNNCTACCGTTAS CATGAATACTHNNNCTAGCETTAL CACCORACAGHNNTTAGCETIAC
TECACGACCAGAGANT TCENATA 3113 TELAGGACCAGAGAA TTCGRATA 353 TGIAGENCCAGRGAR TTCGAATA £59%
CARMCCTLOTNNNCIAGCETITAL CAGTATCGACGRNNCIASCOITAC CAACTICOASHHNECTASCETTAL
VGCAGSACCAGRCRATTCEARTE 2114 TCLASCACCASNIBATTCOTRATA 2 Foq TQCASGRUCAQNCERATICOARTA =L E

CACTTTAZGTRNNCTAGCGITAL

CAGACTIGIGHNNCTASCETTAC

CAIGAIGCTGNNNCTABCETIAC
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GCAGGACCAGAGAAT TCCARTA
CACTCECCTEHNMNCTAGDETTA

511%

TECAGGACCAGMGARTTCSAATA
CARATTRAAGGHMNCTAGCCTTAC

GCASGACCAGMGAATICGAMIA
CRECECAGAANNNCTAGCETTAC

TECAGGACCRGAGART "CGAATA | 5116 TELRGGACLAGAGPRTTCERATA | 5156 TECAGEALCAGASPAT-GGRATE | 5596
CRATGATCTINENCTAGDETTAL CACGETTETANNNCT AGCETTAL CAT TCACARANHNCTAGCETTAL
SECAGGACCALGREAAT JCEARTA 3117 JGCAGEACCAGNGAR T T CEART R A=Y ICCAGEACCAGEALRL TTUGARTA 3597
CAGAGTIGEANHNCTAGSETTAC CACCTETCCGNNNCTAGCSTTAL CARTGCACTGNNNCTAGCSTTAC
TCCAGEACCAGACANTTCGARTA | S11E TGCAGGACLABAGHRR T TRGAATA T GCAGGACLAGAGAR T TCGRATA | G190
CRAUAACCACNNNCTAGEGL TAC CAGTBACGLCNINGE AGCELTAC CAGTIGCCEENNNC TAGLETTAC
TGCAGGRCCAGRGRAT (LGRPTA | 008 TCCASCRCCAGACPAT TURARTA | 2159 TRCAGEACIARREPAT TLGARIA | Uit
CATACCGOCMANNNCTAGCGTTAL CAGTGTTGCANNNCTAGCETTAC CAATTTTCCANNNCTAGCGTTAC
TCCAGGACCAGACARTTOCARTA 2128 TGCAGGACCAGRCRATICGRATA 3360 TCCAGGRCCAGRCAATTOGAATA 600
CRGEET TRARMRNHCTABIGTTAL CROCCGRTTTHHNG T AGLET TAR CRCORGIAGORNNC ARG TTAC
TECAGGACCAGRGRATCGRATA | 5121 TECAGCRCCAGRCEATTOGARTA | D361 TGCAGGACCAGRGRAT CGAATA | 9801
CACCGRALGTINNCTAGOETTRE CATTTACOTONNNCT AGCATTAL CACGUBCEGENNNCTAGCOTTAL
TECAGGACCAGAGARTOCGARTR | =i27 SECAGGACCAGRGARTTCORAATA | 5362 TCCRGRALCAGRERATTCGARTA. | SHU2
CRGTEGTCORNEW.TAGDETTAR CAARGETOOTHNENCT AGCATTAR CRATOTECOTTHNNCTAGCATTAL
TECAGGARCCAGAGRATTOGMATA 5123 TECAGFACCAGRCARTTOGRATA 2383 TRCAGSACCAGAGANTTOGRATA 4y
CRGETGTCCGNENCTAGDETTAD CACAGCCABANNMNCT AGELGT TR CATTTECTATNNNCTAGCGTTAD
3124 JGCAGGEROCAGAGRATTUSAATR 2364 CCCAGERCCAGRERATTCEARTA | S804
CATCGCACTTRENCTAGCSTTAL CACCCTTCARNNHCTAGRITTAL CATTTCLTETNNNCTAGCLTTAL
IGUAGGACCAGAGANT TCEAATA 5128 TECAGGACCAGAGAMTTCGAATA 3365 TECASGACCAGAGANITCGRATA Sel3
RS TCGETCTNRNCTAGSGI TAS CRGCGCEETTNRNCTAGCETTAC CACGAGACTTNINCTAGLSTTAC
TGGAGGACCAGAGRN. L CR IR, | D120 TGLAGGALCAGNGPATICGAATA | 5466 CGLAGGAG CAGAGAAD S Uahath | 5606
CAACGAGGATNRNCTAGCEITAC CACTTCTAGUNNNCT AGCETTAC CAAALTAGAANNNCTAGCGETIAC
TCCAGGACCAGACART TROAMTA, | 5127 TGCAGOAGCAGAGARTTCURATA | 5567 TOCAGRACCAGAGRATTCGAATA | 9607
CRETAGARTGERENCTAGTEITAL CRETETRABANNNCT AGLET TAC CACCTOGATTHNNC TAGLETTAC
TGCAGGACCAGAGAAT -CGRATR | o128 TGCAGCACCAGRGRATTOGARTA | 2268 TGCAGGACCACAGRATTCGAATA | S6bH
CRCCACACT TERNCTAGCETTAS CAACTAIGCENNNCIABCELTAL CAETEAAGAUNNNCTAGLETTAL
SCCAGGACCAGAGART - CGRATA, | 5128 TCCAGGACCAGNGIIT TCCARTN | 5569 S CCAGGALCAGACAATTCCAMZA | S6US
CACTTTSCCANNNCTAGSCTTAL CRCGCCACACHNNCT AGCSTTAC CRACSTTACGHNNSTAGOSTTAC
CGCAGOACCAGAGRAT CCGAATA | slot TGCAGORCLAGAGER: TLCRATE | 2210 TGCAGCAC AGAGAR-TCGRATE
CRACCLTRTCNRNCTRGCCTTRE CAATCACTCONNNCTAGCCT TAL CACGTCCTOCNNNCTAGCGTTAC
TCCACGACCAGNGAAT TCCARTA | 515l TECACGACCAGNGARTILGARTA | 5371 T CCAGGALUAGREEATTCGARTA | S6LL
CRATGATRCANHNCTAGCGTTAL CA&T‘TC‘_’AGZNHECTMCGTTAC C!\."\CTCCTMN!_NCTMCGTT‘AE
TECAGGACCAGAGAMWT TCEAATA 213 TGLAGGACCAGAGAMITCGRATA 5372 TEUAGERCCAGRGARTTCEMATA soil
CRCARTRACTNNNCTRGCOITAC CRCACCATAUNNNC AGUSTTALC CAGTTACCTONHNCTAGCSTTAC
TECAGGRUCAGAGRAT TCCARTA 3133 TECAGERCCAGAGRAT TOGRATA 5273 THCAGERCCAGREALTTUGARTR 2643
CAGATCOTAGNNNCTAGOET TR CACAABCRTANNNCTAGCETTIG TGAGHNNCTAGCGTTAC
TGCAGUACCAGAGARTTCGAATA | 5174 CRCAGGACCAGAGAATIGGRATA | 5374 SGACCAGAGARTICGAAIA | 5614
CRATTACCOCCRRNCTAGOETTAL CRCAAGECTTHNNCTAGCET TAC CATATITACCHNNNCTAGSCETTAL
TCCAGGACCAGAGRAT TCGARTA | 5135 TOCAGCRCCAGRCEATTCGRATA | 5275 TOCAGOACCAGAGRATSGGRATA | 5645
CACTETE TAGEETTAL CAETCGTTRGNRNCT ALCET TAL CALCTTCA TGNNNCTARCETTAC
TGCAGGACCAGAGART "CGRATA, | sizé TGCAGGACCAGAGAATTCGRATE | 5376 TCCAGGRCCAGAGRATTCGRATA. | 28616
CATATGTCTANNNCTAGCGTTAL CARACGTTCGNNNCTAGCETTAL CAGGACTAGANNNCTAGCETTAL
TGCAGGACCAGACRRTTCGARTA | 5147 TGCAGGRCCAGRCAATTCGRATA | 2317 TGCAGCACCAGAGRATTCGPATR | SGd !
__E;_A_E-u‘!'\'.n'.': TANNRCIAGOGETAC CRATEG! FTNHNC.AGCGTTAL "TGGCAAA_N&HC'XMCGTJ'AL
TCCAGCACCAGAGARTZCGARTA | o138 TCCAGGACCAGRGARTTOCAATA, | 5218 TCCAGGACCAGAGEATTCCARTA. | Lhigd
CAASANGCGCNRNCTAGCGTTIAL CAATTCTATCHNNCT ALCLTTAC CAPATALPCOGHNNNCTAGCSTTAC
TECAGGACCMGAGARTTCGRATA | S13€ PGLAGGACCAGAGAN T T CGRATA iie TGLAGGALCAGAGART TCCRAATA | S6L9
CATCGTATATRRNCTAGCGTTAC CAGGTAGCAANNNCTAGCET TAC CAGTATACCGHNHNCTAGCETTAC
TCCAGGROCAGRGRAT TOGARTA | 214t TCLACGRCUAGRGRAT TCCRATA, | 5480 TOLAGCRLCAGAGRATTCGARTA | 2620
CACATCACGANRNCTAGOGTTAL CATGGTGRCTNNNCTAGOETTAL CACCANAT TANNNCTAGCETTAC
TELACEALCAGAGART TUIGRATA 5141 TRCAGHACCAGRAGAA TTUCRATA 281 TECAGRRCLAGAGAR TTUGAATA Sa2l
CRCTCATTCARNRCTAGIGTTAC '}TC‘L‘.THTTENC'.‘AG&T-'TAC CRTTCTT TRGNNNC TRRCSTTAL
TGLAGGACCAGRGART TCGARTA | a1z TRCAGCALLAGRGRATTLGARTA | 2282 TOCAGGRL CACAGAR T CePATA. | Cbak
CARCGURT CNHNCTAGEGT TR CRECCOEGCINNNCT ASCETTAL CATGTTCETONNNCTAGGTTAL
SGCRGEACL Aeaiad s TUGARTA 5143 ~GCAGLACCAGRGAAT ICGAATA 5383 CGUAGRACUALAMGRE T IUGAALA 2623
CAAARGATT GNNNCTAGCGETTAL CRACCCECAAGHNNCTAGCETTAC CACCGECT CTNHNCTAGUGTTAC
SGULAGGACCAGATGART TOGAATE bl SGLAGGACCAGRGAAT ICRAATA Ligg S GUAGEACCPGAGRN 7 CERATA Ze2d
CATERARGATNHHCTAGEGTT CATCCATEECHNNCTAGCETTAL _ CACGASTATTNNNCTAGLETTAC
< GUAGGACCAGAGAAT JCGARTE 3145 JGUAGGRCCAGRGAAL TCGARTA EELL) - GUAGGACCAGARRS I CGARIA 5623
CACAGGCTTARRNCTAGCETTAC CREATCCCTTHRNCT AGCET . CRECEETATTNNNCTAGCGTTAL
TGCAGGACCAGAGANT TCGMATA | 5146 TGCAGGACCNGNGANT T oGl Ti86 TGCNSGALCAGNGANTTCGIATA | 5626
CACTAATICGRENCTAGCETTAC CATAGATGMNENCTAGCETTAC CRARGTCTUGNRNCTAGLGTTAC
TECAGGRCCAGHERAT TTERATR =11 TECAGCACCAGAGRATTOEARTR, IFE TECRAGERCCAGREIATTLEARTA =] e

SALAALLIC GHRNCTAGTE T T AT

CAAGGLAAGTHNHNCTAGCETTAC

CAGTAGCANGHNHCTAGCGTTAC
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SARTA
CRAGCAGCTANNNCTAGCETTAL

TECAGGACCAGAGEPATTCGAATR
CRTAATCTGRANNNCTAGCETTAC

GTASGRCCAGRGRATTCSARTA
CACGGACGAGCHNNCTAGLETTAC

CAACTGEAT CHRNEATCRACATG

CAGTTACAGTINNNGAICGACATS

CATTTGCACCNNNGATCGACATE

TIGCAGGACCAGAGART TCGAATA 5145 TECAGEACCAGAGARTTOGRATA - {1 TECAGGACCAGAGAATICGAATA Se2%
CRACPCAACCANNNCTAGCCTTAL CAGGCIARPMANNNCTAGCEITAL CAGCTTTTGONRNCIAGCSTTAC
TECASIACCAGRGRAT TCGAATA alsg TGCAGGACCAGNCAAITCEANTA S350 TECAGGNCCAGRERATTCEANTA 3G30
CARCTAGCCANHTTASCETTAC CRAAGCGT CTRNNCTASCETTAC CATATGIAGTHNHCTAGCETTIAC
TGLAGGACCAGAGARTTCGAATA alsl TCCAGGACCAGAGARTTCCRATA 3391 TECAGGRCCACPGARTTUGAATA S631
CACACGT GETNNNCTAGCETTAL CRCATGECCORNNCI AGCEITAC CAATCICT COHRNCIAGCITTAC
TGCAGCGRCCAGRGRAT TOCRRTA als2 TECAGGRLUAGAGRATTOERRE TR 2382 TECAGGRCCAGRGRATTCCAR TR LT
CACCACTCCONNNCTAGRSTT G CAGGARGATCHWNCTASCGTTAC CAGTGTTT CCHRNCTAGCGTTAC
TCCRGLACCAGACARTTCOARTA 352 TCECAGGACCAGAGRATTCGRATA 3393 TECAGGRCCACHGAATTCGAATA 2633
CRCACSCCTEINNCTAGOETTAL CAT CAGCT AGRENCT AGLSITTAL CACGTAGT ANCHRNCTAGCETTIAC
TACAGGACCAGRGRATTOOARTR 14 TOCAGERCCASRGAATTOMAATR 2394 TECAGORCCAGRGRATTOGAATR L6234
CRCRATACETHRNCTAGCCTTAC CRCTGCTRAGKRNNCTAGCCTTAC CAGCGGRARATHENCTAGCGTTAL
TECRAGGACCAGRGRAT TCCAATA 2155 TECAGGACCAGACRATTCGARTA 1555 TECAGARCCAGRGRATTCGARTA 56345
CACTLCAZAGNNNCTACCCTTAL CﬁChCT'.GCﬂLNNCT&UCGTTAC CFTMT’.'CF\G_W;’;‘WCCT'.AC
IGCASGACCAGAGAATTCORMATA | 315€ TGCAGGACCAGAGRMNTTCGEARTA 3386 TECAGGHRCCAGAGRRITUGAATA Le3e
CACTCARARANMNCTAGCOTTAC CACTOCAATONNNCTASCETTAS CACGOOCGECHNNCTAGCCTTAC
TECASGACCAGAGRAT TUGAATA. | 5157 TECAGGRCCAGAGMATTUGARTA 34357 TGCAGGRCUAGRERATTUGARTA 363"
CAGTCCATT CNNHCTAGCGTTAC CRCGCTTAAGNNNCTAGCETTAL CACGARGRATHNHCTAGCGTIAC
IGLAEBACCAGAGART TUGHATA 5158 TCUAGGACCAGAGAAITCGRATA 3358 TELAGEACCAGAGAATTOEAATA *Gae
(AT TACTGECHNNC TAGUGTTAC CRATATGTAHNNCT AGUEITAL CAAGCETETTHNECTAGLGTTAC
TECAGGRCCAGRGRAT TOSARTRA 3159 TGCASCACCAGAGAL I TCGARTA ~fpp ZGECAGGRCCAGAGAATTCSAATA 3632
| CAACTSECATNRNCTASCETIAC CATTTCACGEINNNCTAGCETTAC CAUGARAGCANNHCTAGCETTAC
TEUAGIACCAGAGART TCGRATA, 216L TCUAGGACCAGAGAM TTCGRATA =400 TECAGBACCAGATAATTCGRATE 2540
CRATSGI IGLHNNCTAGCSTTAL CRATTOCATUGHNENCTAGCETTAC CAGTCTRCCTNMRCTAGCGTTAC
TGCACCACCAGAGRAT TCCAATR alal TCLAGCRECCAGACRATTCSRATE 2401 TELAGGRCCACRGARTTCURATA =041
CATGECTCCINNNCTAGTETT AL CABATCALCURNNCTASUE TTAC CACATGLGETNNNCUAGLUGTTAC
TCCAGGACCAGAGAAT TCCGAATA ala2 TCCAGGACCAGRCAATTCCAATA 402 TECAGEACCACACAATTCCAATA Sedz
CRLAT I'I STUHNRCTAGCLETTALC CRATCALT CURMNCT AGCLTTAC CATGALCCECHNNC T ALCETTAC
TECACGACCRAGRCRRTTOSAATR 4162 TGCAGGACCRGACARTTOERATE 24103 TECAGGRACTRAGAGRATTCGRAATRE Ted4
CAGCCTACRANNNC TAGCCTTAC CACTCTCARGNHNCTAGCGTTAC CRACTTTAGANHNCTAGCCTTAC
TECAGGALCAGAGARTTCCAATA aled TECAGLALCCAGRGAATTCGAATA 04 SETASGACCAGNEAATTUGAATA 3644
CAGGATT CACNNNCTAGCGTTAC CRRAAGTGATHNNCTAGCETTAC CARAGCTCECGMNNCT AGCETTAC
TELACIACCAGAGAMTTCEMTA 3168 TECAGGACCAGAGARTTCERATA 405 TECARCACCAGACANT TOEAATA 2ai3
CAATTCCCRGHNNCTROOGTTAC CAT CAACCTCHNMNCTASCATTAS CRAZACET CONMNCTAGCSTTAC
TECAGGRCUAGAGRAT TOGARTA 31686 T AGERCCAGRACRATTCGRATA 3406 TECAGGRCCAGRGRATTLGARTR =645
CACGESTACGRNNCTAGCSTITAC CAECTAATGCHNNCTASCETTAS CACTCRAS GSHNNCTAGCETTAC
1k GACCAGAGART CHAATA 5167 TEUALACTAGARAR TTUGRATA 3407 TRCASUACCAGAGAATICEAATA 647
CAATCCTACGNENC TAGCETTAL CAZATTEECGNNNCTAGCETTAC CATATTCCECNNNCTAGCETTAC
IGUALGALUCAGACAR. [ JLAARTA 51686 JGLAGUALCASARARLTCAATA 408 SCLALGACCAGAGAAZTCGAATA | =046
(ATCETACCTNNNCTAGCETTAL CATACTATCTNNNCTAGCETTAC CATTCACCTGNRNCTAGCETTAC
TGCAGEACCAGHGART TCGRATA 5168 TECRGCACCAGAGRATTCOGRATA Z4is TCCAGRACCAGRCAATTCGARTA =645
CACATCTRAAANNNGATCGRCATE CAGACTCEGCHNNGATCGRCATS CACTCTCTACHNNGATCGACATE
TCGCAESACCRGACRATTOGAATR a1ie TCCAGGACCASACAPLTTCERATA. 2410 SGCASGRCCAGAGRATICGRATA S65L
CAAGCT GARCGNNNGATCORCATC CACCTSTATGRNNGATCCACATE CATTEAT T TCNNNCATCGACATC
TEORGGACCAGAGRLT TRCARTA 3171 TECAGLALCRGACERTTOCRETR, 34311 TECRAGRECOACRCAATTLCAATR ZhYL
CACTGAACT GNNNGATCGATATE CRAAATTGCTRENGA ICSACATS CASCACAT MCNNNGATCGACATG
TECASGACCAGACART TCEMTA 172 TECAGEACCAGACRRTTCCERATA M1z TEOAGSACCACRGANTTOEAATR 5651
CAGATACCRGNNNGATCCACATC CRACATCITRRENGATCGRLRATG CAGCTTGT CANNNGATCGRLIATG
T AGERCCAGAGRAT TOGART A 3173 TGCAGERLCAGRGRETTOCGRETR 413 TECARGROCAGRGRATTLGARTR WA
CATTTCLIAPNNRGATCGACATSG CAAGATCGGACKRNGATCGRCATG CATACSCT ACHNNGRTCOACATE
TECAGRACCAGAGART TCHAATA 2174 TECAGGACCAGAGARTTORRATA 2414 TETAGGACCAGAGARTTUGAATA CELY |
CRATACTCITTHNNGATCGACRATG CRTGTCTCCANNNGATCERCATS CRCACEET CONHRGATCGATATE
TGLASGACCAGAGART TCGARTA 5175 TECAGCACTAGRGAATTOGRATA 415 TGCAGGRCCAGRGRATTCUGAATA
CARETTECCANNHGRT CRACATG CATTHMCTAGNNNGATOERACATS CALCARGGTTHRNGA TCGACATE
TCCACEACCAGAANT TCGARTA 5176 TECAGRACCAGAGARITUGRATA adleE SCCAGGACCAGACARTTUEALTA 5656
CAARGCGACRANNNGATCGACRTG CATAATITCOCNNNGATCEACATG CAGTTCGEEL ATCGACATG
SELARGACCAGAGART TOGARTA 3177 TG CREAGAR I T TaRATA 4LV 2657
CAGGATARE TRHHGATOGACATE CRAGTGTTAATRNNGATESGRCATS CABLGCRAGCONNNGATCGACATG
IGCAGGACCARAGAAT CEARTA 5178 TECAFRACCAGAGBAS I TUGANTA Z418 SO AGRRCCAGAGRA T ICRARTA 5658
EATTTGAAAE‘N‘NHE!\TCE\CATG CEWW.EN‘NHEHTCE"CA?G CACCCCGAGANMNGRTCGACATG
TELASGACCAGAGARNTTCEMTA 2178 TECAGEACCAGAGAR TTCGRATA adle TEEAGGACCAGAREARTTCEMTA 5658
LAGAGGAIACHRNGATCGACATO CAC GO CTARNNGATCGALAT S CACTCCAZ GTNNNGATCGALAIG
TOCRSEACCAGATGRAT TCARTR I1E6 TCOAGTACCRGAGRATTOSARTR =aZl TOCASCRCCAGRCARATTCSAATR Zhui
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TGCACGACCAGRGRAT TCCARTA,
CARARTGCRTENNEAT UGACATS

e -
TECAGGRCCAGRCAATTCCRATA
CAGCTTCGT GTUNNGATOGACATG

TECAGGRCCAGRGRATTCCARTA
CARTTACARCHNNGATCGACATG

TECAGGACCAGRGARL TCGRATA | 5182 TGUAGGACCAGAGAMITCGRATA | S42Z TGUAGRAL CAGAGART TCERATA | S66L
CACSCATCATRNNGAT COALATS CRCTTATTACHNNGATCGACATE CATGELCACENHNGATCGACAZE
SGCAGGACCAGAGANT ICGAATR. 5183 SGCAGLACCAGAGPAT ILEARTA 3423 LECAGGAC CAGALRA T TCGARIA 5663
CAZACGARAD TNNNEAT CGACRTG ! CAGATTECAGHNNGA I CGACATG
TGLAGGAGCRGACARE TCGPATA | D164 TGLAGGACCAGAGRATTCERATA | <424 TGCAGGACCACAGAMTTCGAATA | Daha
CAGGAAAGC IRNNGAL CEACATG CACTAGG. GTNNNGATCGACA LG Cal CAL RCCTHNNGAZCBACA TG
TGCACGRCCARRGRAT [OLARTA | G1ES TECRGCRACCAGRCRATICERNTR | 3425 TGUAGCRCCAGRCAAT TGGARTA | G661
CRCCARCIASNNNGAT CGACATG CACANCATATHNIGA TCGACATS CAGSTSGRIANNNGA TCCACATE
TOCACGRACCAGRCRRTIIGRATA zise TGCAGGRCCAGRIBATTLGRATA sdzb TGCAGGRACCAGAGRATTCGARTA Sa6e
CRATEUIACERNNGAT CERERTS CAATCGRATACHNNSATCGACATS CRGASATT CORNNEATCGATATE
TECACCGACCAGACRAT TORARTA a1 BT TECAGCRCOAGACEATTORRATA =1 ] TECAGERCCAGRGRATTCCALTE 1BE7T
CRGOAGTCCONKHERATCARRATE CACECRCTCGNRNCATICACATG CAMTETCCOANNNGATCGACATC
TCCACGALCAGAGRAT TCGARTA | LIEE TCCACGRLCAGRGRRTTCGRATE | 2428 TCCAGGRCCAGRERATICOARTA | L6od
CRACCACGCAGNNNCATCRRCRTG CRCAACGCRTHNNNGATCERCATG CAGGCACCCANNNGATCGACRTE
TECACGACCAGAEART TCEARATA | 2185 TGLAGGACCAGAGRATTCGARTA | 422 TGLAGGAL CAGAGAAT TCGAATA | L0AY
CAACT COCOORNNCAT CEACATS CRTTTTARTTRNNGATCGACATE CAAATET T TGHRNGATCGACATE
TECAGGRLCABAGRAT TCRART A 310 TETAGGALCCABRERATTUGRRTR 2430 TECABGACCAEAERATT CEARTA 2670
CACTGAAGRGNNNGRT UGASATS CARGTOTATTHNNGATCGACATS CAACCTECTANNNGITCAACATS
TGCAGGACCAGAEART TCGMATA. | 9151 TGCAGGACCAGMNGAAITCGRATA | S42L TGAGGACCAGAGANT TCGAATA | Seil
CAGEACCACCRUNGATCEALRT G CRACT ICAGGNINGATCEGRCATG CHACTERCEASNHNGATCERACATE
TGCAGGACCAGAGRAT TCGARTA | G192 TELAGCACUNGNEAAT TOOARTR, | 3452 TGUAGGAC CAGAGAAT JCGARIA | 612

| CAGGAGLEACHNNGATCGACATG CAMAGCCGCCHNNGATCGACATS CAGAATTAAGNNNGA JCGACATG
TOCAGGACCAGACART CORATA | 2432 TGCAGGACCAGAGARITCGRATA | sA3s TOCAGGACCAGAGAA- "CGAATA | 56
CAGEARCCT TNNNGAT CSALATG CRCACECTGHNNGATCGRCATG CAATTACGECHNNGATCGACATE
TGCAZGACCAGAGART TCORATA | 2194 TGCAGGRCCASAGRATTCSARTA | 2434 TGUAGCACCAGRGRATTCLAATA | 5414
CAECCETE! CNNNGRT CEALATS SAGBUIC T IRRNCA TUGACATG CAUAGTCTAGHNNGA CGACATE
TGCAGGACCAGAGAAT . CCARTA, | 2155 TCCAGGACCAGNGRATTCGARTR, | 5437 TCCAGGRCCACAGRA T TCCARTA | 5415
CRAGTARTCTRENGAT CSACATG CALTTAGCCTHRNGAICGRLATS CAATUCCTTGHRNNGATCGACATG
TOGAGCACLAGACERT "CORATA | 515G TGCAGCACCAGACARTTCGRATA | -43C TOCAGOACCACACAR . SCGPATE | D016
CACCCTCOAGNNNCATCARCATE CARTTRCCATNNNCATCCACATG CATCTZCACTNNNCATCCACATE
TGCRGGALC AGAGPATCORETE. | BIE] TGLAGARLCAGNGRAT TCGRRTR | 2427 TCORGRACCAGRREATTCEARIA | AT
CRCTCATCOTNNNCRT CGACATO CRCCACCTTENNNCATCCACKTC CACSTACCCCHNNNCATCORCATC
TOLAGGACCAGRGART TCGARTA 515€ TELAGGACCAGAEART TCORATA S438 TGELAGGACTCAGAGARITCEAATA 5616
CAEATTCCAGRENEAT CORCATS CRACATRCGCHENGATCGACHTG R GACCAGANNNGATCEACRTE
TGCAEGRCCAGAGRAT TCEARTA 5109 TECAGCRCCAGRAGRATTCEAATA 3139 TECAGGRCCAGREAATTUGARTA 5679
CRCTRATTRCTNNNGRT CSRCATS CAETCCARAGHNNCGRTCSACATS CAGATCCETANNNGATCSACATE
JGCAUGACCAGAGAATJGARTA | 5200 CGCAGUACCAGAGRATICGRATA | 3440 TGCAGRALCAGAGAAL ICGAATA | S6e0
CARGGYCTAL TEEACATG CATTCIAGT THENGATCGACATG CATEACTARARNNGATCEACATE
TOCHCGACCAGRORAT TCLRRTA | 5201 TECAGCALCAGACAAITCLAATA | 3441 T GUAGGACCAGAGRA. [CLANTA | 681
IIACCTGTW}I&GGNE'CERQ!‘G CACACGCTLUNNNGATORACATG CAAATAGATENNNGATCRACATE
TGCAGGACCAGRGAATICGAATA | 5202 TCCRCGACCAGAGPATTCGRATA | 5442 TGCASGACCACRGRATICGAATA | oeel
CRAICCTGTCANNNEAT USACATS CACCGAGETCMNNGATCEALCATS CATCGCGCTCHNNGATCGACATG
TGCAGGACCAGAGARITCGAATR, | 2202 TGCAGGRCLPAGAGIAITCGRRTA | =44z TGCAGGAC CRCAGANITCGPATR | GBS
CAC_CTCCEIRNNGAT CERLALS CACATTCACSNNNGATCGRLAT G CAACTGACGCKHNGA TOSATATE
TCCAGGACCAGAGRATSCORRTA. | 2244 TGCACGRLCAGAGAATTCCRATR | 2444 TCCAGGRLCACAGFATTCOAATA | GGEL
CAACAN ] GRANNNGAT CGACATS CATCCRIAGGNNNGATCGACATG CACACGGACCNNNGAZ CGACATE
COCAGGACEIGAGART " CGARTA | D2LT TECAGGACCAGAGRBTTCGRATA | 415 FGCAGGACTAGREAN T TCGAATA | (R
CAGCTGIACCRNNGAT COACATS CATTACTCATHNNGATCGACATS CAATATCCATRHNCATCGACATC
TGCRCGRCCAGRCRAT TCCARTA | 0206 TGCAGCACCAGAGRATTCEARTE | 3246 TOCASCACUAGRCRATTCGARTR | DRER
CRCCATACACKRNGATCGACATS CAATCIGATAMRICATCCACATE CATASCACGANNNCATCERCATE
TGCAGGACCAGAGART TCEARATA 5203 TECAGGRACCAGACARTTORRATA =447 TCCAGGACCAGAGAR TTCEAATA Se87
CRGAETACCONNNEATCSACRTG CRGTCCACTINNNGATOGRCRTG CRAASARCGONNNGATCGACRTG
TGLRCGACCAGAGAR] TOGARTA | G2UE TGCAGCRLCAGRGRAITCARATA | S94F TGCAGGRCCAGACRAITCGARTA | LBES
CARARCEET GNNHEATCRACATE CRCAGGARCANKHNGATIGRCATE CARGTRCCTSHNNCATCGACATE
TECAGGACLAGBLART S LGARIA | 5200 TCCAGGACCAGRGAAITLGRATA | 3940 TGCATGACCAGAGAAT SCGARTA | 5680
CRANTAGCAANNNGAT CEACRTE CACTAGCTTCHNNGATCGACATE CRETTTTAGARNNGATCOACRTG
GCAGCACCAGAGARITCGARTA | 21 TELAGGACCAGAGPAZTCERATA | 2450 TGAGCACCAGAGANSTCEAATA | SGOC
CATCARTTEANKNGATCERAATE SATTTGCCCANNNGATIGACATG CASGATTTTANNNGA TOGACATE
TGCARGACCAGAGAAT: CLARTA | 5211 TGEAGGACUAGNGFATICGARTA | 5451 CCLAGGACCAGNERATICEARIA | 549l
CAAGCARTEUNNNEAT CEACATS CAGCGERACSHNIGATCEACATS CATASTATACKNNAA TCGATATE
TCCAGGACCAGAGART PEGAATA 3212 TELAGGACCAGAGMTITCGRATA 2482 TGLAGGACCAGAGANTTCGAATA Su9l
CAGTASTGAGNRNGAT CSACATIG CAICCIARLTHNENGATCGACATS CACGTATGGTINNNGATCGAIATE
TCCASCACCASRCRAT TCOARMTA 3213 TECATCRLCAGREPATTCSARTH =0 = THCASERCCASACRATTUGARTA ansd

CACALTGCGINNNGAT CRAGATG

AT TCNCGGANRNGAICGACATE

CATCLCGECTNNNGA S CGACATG
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GCAG \a\CCA\aP\wA.F\""' *CARTA
CARCCECTCONNNGATCGREATG

TCCAGGACCAGACRATTC! A
CARATTTTACCHNNGATIGRCATG

FCAGCALCAGAGPATTC A
CAGCECTCTCHNNGATCGRCATE

CATAGTCCAGNNNT GCATCAGGT

CATTACACCCHNNNTGCATLRGGT

CATCGRACGTNNNTIGCATCAGGT

TECAGGACCAGAGRRT TUGRATA | 5215 TECAGGACCAGAGRRITCGRATA | 3455 TGLAGGACCAGAGARTTCGRATA | 5695
CACTAGGTT GRNNGATCGACATC CATGCACTCTHNNGATCGRCATE CACATTCCCANNNCATCGACATE
TCCAGGACCAGAGAATICGARTA | 5216 TGCAGGACCAGAGRATICGAATA | S45€ TGCAGGACCAGAGRATICGARTA | 5696
CATAARATAANNHCATCGACATG CACGACGACCNNNGATCEACATG CATCGECCCCANNNGATCGACAT
TGCAGGACCRGAGARTTCCRAATA | 5217 TGCAGGACCAGAGRATTCGRATA | 5457 TGCAGGRCCAGAGRATTCGAATA | 2657
’_H___:“CALL“"ANNNC.F\”‘CM'IG 1 CRIGCATT GGNNNGATCEA
TGCHGGRCCAGAS 5218 O RGCRC CAGACRET TCCRATE 456 TGLAGGRCCAGAGRATTCGARTA | 5698
CAGETTCEATRNNGRTCGACATS CAGCCCTTATHNNGATCGACAT G CAMTCAGRTTHNNGATCGACATG
TGCRGGACCAGAGERT TCGRATA | 5218 TGCAGGRECCAGAGAATTCGRATE | 5458 TGCAGGRCCAGRCRATTCCAATA | o692
CACAATSCAGRNNGATCEACATS CRETSCCGCTHENGATCGACRE G CAC ATGHNHGATCGACLTG
TGCAGGACCAGAGRATTOGAATA | 2220 TGCAGGRCCAGAGRATTCGAATA | 5460 TGCAGCRCCAGRAGAATTOEAATA
CACCGRGOGTNNHGATCGACATE CACGGCCCTTNRNGATCGACATS CARPAGTCGGNNNGATCEACATE
CAGGACCAGAGAATICGARTA | o221 TGCAGGACCAGAGRRTTCGARTA | o461 TECAGGRCCAGAGPATTCGAATA | 5.01
CACARACCAGNNNGATCGACATG CATCACCT *cnmm’cr_kc.wr CARCGAGT GANNNGATCGACATE
TGCAGGACCAGAGRATTCGAATA | 2222 TGCAGGACCAGAGRATTCGA 2462 TGCAGCACCAGAGAATTCGRATA | 5702
CAGATATGT TNNNGATCGACATG cAG e?:'rcc;—rmcﬂk?t:c.:\c.a: a CASAAATTASHNNGATCCACATC
TGCAGGACCAGRAGRATTCGARTR | 5223 TGCAGGRACCAGAGRATTCGARTA | 3463 TGCAGGRCCAGAGRATICGARTA | 5703
CACTTCTET CNNRGATCGACATS CARAGTICGCNNIGATCGACATS CARTTATCTCNNNGATCSACATE
TGLAGGACCAGAGARTTCGRATA | 5224 TGLAGGACCAGAGAATTCGAATA | 3464 TGCAGGACCAGAGARTICGAATA | 5704
CATCTTTICINNNGATCEACATG r;A...m.c-.z:w.mme;‘Tcmcms TCGCCANNNGATCGACATE
TGCAGGACCAGAGAATTCGARTA | 3225 GAGRATTCEARTA | 5465 AGGACCAGAGAATTCGAATA | 5105
CARABGACATNNNGATCGACATE CNNNGRICGACATG
TGUAGGACCAGAGARTTCGRATA | 5226 TCCAGGACCAGAGARTTCGRATA | 466 706
CARCCCATGANNNGATCGACRTG CATTCARGATHNNGATCGACATG CRACCAGC TANNNGATCGRCATE
TGCAGGACCAGAGRATTCGAATA | 2227 TGCASGRCCAGAGRATTCCARTA | S467 "GCP\;E'A(.CACAC.GA”‘“CCM“R 5107
CATCCTCACANKHGATCGACATG CACTCAGTTUNNNGATCGACATG AGGAGTGCGNNNGA TCGACATE
TCCAGGACCAGAGAATTCGARTA | 2228 TCCAGGACCAGAGAATTCGRATA | =466 .G".A..GPCCAMAT‘.‘CCM"A =108
CATTCAGCTCRNHGATCGACATS CARASARTTGHNNGATCGACATG CATCGATATANNNGATCGACATE
TGCAGGACCRGAGARTTCGRATA | 5208 TGCAGCRCCAGACEATTCGRATA | -465 TGLAGGACCAGACARTTCGAATA
CAGCGTACTANNNTGCATCAGET CAGACTACCANNNTGCATCAGET CAGCGOTAGCNNNTGCATCAGET
TGCAGGACCAGAGAATTCEAATA | 523C TGCASGACCAGAGRATTCGAATA | 3470 CAGGRCCAGRERATICGAATA
CAAGGTTAGGNNNTGCATCAGST CACACCCTAANNHTGCATCAGST CACTGATTAANNNTGCATCAGS
TGCAGGACCASAGAATTCGAATA | 5231 TECAGGACCAGAGARTTCGRATA | 5471 GCAGGACCAGAGARTTCGRATA | 5711
CACTCCRCATRNNTGCATCAGET CAAGTCATATHNNTGCAT: CRCACTTCACNNNTGCATS
5232 TECAGGACCAGAGRATTCGAATA | 3472 TCLAGCRCCAGACAATTCCARTA | 5712
CATCTAGEACHNNT GCATCRGST CATAGGCETTHRNTGCATCAGS:
5242 TCCAGGACCAGAGAATTCGRATA | =473 5712
CATCEATARTNHNTGCATCAGET CAAGAACTTTNNNTGCATCAGE?
TGCAGGACCAGAGAAT TCGARTA | 5234 TGCAGGRCCAGAGEATTCGRARATA | =474 TGCAGGALCCAGAGARTTCGAATA | 5744
CACCACGAGCNKNTGCATUAGET CAACCACTGANNNTGCATCAGET CAGTCGAT TGNNNTGCATCACSET
TGCAGSACCAGAGARTTCGARTA | 5238 TECAGGACCAGAGRATICGRATA | 2475 TGCAGGACCAGAGAAT 3715
CACTCGAAT GHNNTCRATCAGET CARCACGATCHNNTCOATCAGE CRATAGAGCGHMNTGOATCAGET
TGCAGGACCAGAGARTTCGRATA | 2236 TGOM&QA;AQP).TTC\;MTA 416 TGCAGGRCCAGACRATTCEAATA | S/LL
CAARADATGONK ATCRGGT CAGTTACCASNNNTGCATCAGGT
TCCACGACCAGAGRATTCCARTA | 022 TECAGGACCAGAGEATTCCRATA | 2477 5117
CAGACTACT CNNNTGCATCAGET CRCGCTACCCNNNTGCATCAGET
TGCAGGACCABAGARTTCCAATA | 5236 "CCAGEACCAGAGRRTTCERATA 478 CCRGOACCAGREARSTCERATA | TT10
CACCTAGRACKNNTCCATCAGGT CAAGAGCTACHNNTGCATCA CATAGCACACHNNTGCATSASED
TGCAGGACCAGACRATTCGAATA | 9239 TCCAGCRCCAGACEATTCCARTA | 2479 TOCAGCECCACACRATTCARTA i)
| CAGTETGRAGNNNIGCATCACET CARATCTCTTMNNTGCATCAGET CACCGTCATTHMNNTGCATCASST
'CL.N:‘-GN‘CN;A{-AI«" oG 5244 TGCRGGACCAGAGRATTCGRATA | 2480 CAGGACCAGAGAATTC 120
CARTATTTAANNNTGCATCAGET
TGCAGGRCCAGAGRRTTCGAATA | 0241 TGCAGERCCAGAGRATTCGRATA | o481 5721
CACCGARCET TNNHT GCATCAGST CATATCGAATNNNTGCATCRAGGT
TGCAGGACCAGAGARTICGAATA { 5242 TGCAGGACCAGAGAATICGARTA | 3482 = CCAGGACCAGAGAATICGARTA | 5722
CAATTGCTGGNNHT GCATCAGET CAGCTARATTNHNTGCATCAGGT CAAACTCT TTHNNTGCATCAGET
TGUAGGACCAGASART TCGAATA | 5245 TGCAGGACCAGAGRATTCGARTA | 182 TGCAGGALCAGAGARITCGAATA | 5725
CATGTGTETGNNNTGCATCAGST CAT TTCAGCCNNNTGCATCAGET CATAACCTATHNNTGCATCAGS
TGCAGGACCAGAGAATICGAATA | 5244 TGCAGGACCAGAGRATICGARTA | S4E4 TGLAGGACCAGAGRATICGARTA | 5724
CAACATCTTTRNHIGCATCAGST CACTTCACASNNNTGCATCAGET CARAGEACTGHNNTSCATCASET
TGCAGGACCAGAGAATTCGRATA | 9245 TGLAGGACCAGAGANITCGAATA | 54685 TGCAGGACCAGAGAR AATR | 57125
CACERTGCTANNNTGCATCAGET CASCATICCTNNNTGCATCAGGET CARGGAGANGNNNT GCATCAGSET
TGCAGGRCCAGAGRATTCGARTE | 224k TGCASGRCCAGAGRATTCGARTA | o466 =GOASGRCCAGRGRATTCGARTRA | 2/26
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; TECH, WL AGR AR GARTI
CACRETAAT THNNT (CATCAGET

CAGGACCAGHEAATTCGAATR
CATATTTTATNRENTGLATIAGEHT

CACHERCATTHNNTGCATLAGET

TELEAGGACCHGAGART T CGAATA
CANPEUTGETNRNTGCATCACGET

TELAGEACCAGAARITCERATA
CRATGTCCGCIRNNTGLATCREGT

548E

TELAGGALCAGAGAN T TCERATA
CATTCLCCATNRNTGCATCAGHT

IECATEACCAGRGARAT ICGRAT
CACGETEGI CHNNT GEATLAGGT

TECAGEACTAGAEAATTUEAATA
CARAACCCGTNMNTGCATIAGET

3468

JECAGEACCABMEANTTOGARTA
CACGCGEC TANNNTSCAT CAGST

TGCAGGACCRGAS
CRAGTGGTIGINNNT

TGCAGGACTAGAGANITCGRATA
CAGTACCGATNNNIGCATCAGGT

450

SGCAGACCAGAGARTTCGRATA
CAGTTICI GCHNNTGCATCAGET

TECACGACCAGAGRAT
CATGTATTCTNRNTGCATCAGGT

TRCAGERCCABAGRATTOGARTA
CACGEETTCCURNTGCATCACET

TECAGGACCAGAGARTTUGARTA
CARGACACCANNMTSCATCASST

TGLAGCACCAGRLART - COARTA
CATAAGTCGUNNNTGEATCAGET

SGCAGSACCAGRCAATTUGARTA
CRCISCRATCRNNT GOATEAGED

TCCAGGACCAGARRATTCGAATA
CRGACLCT CCHMNTGEATCAGET

TELAGGACCAGAGRAT TCGRAATA
CATAGGACCANNNT OCATEREGT

TELAGGRCCAGAGRATTCEARTA
CACTECACATNNT GCRATCACET

TECATGACCAGRGRATTCRART A
CATACTCACTHRNTGOATCROGT

TGCACGRACCAGAGAAT TCCRATA
CRCATARART CHNNT COATCAGET

TECAGCACCRGAGAATTCCARTA
CACGCTTACANMNT GCATCAGE ™

TOCAGCRCCAGRGRATTCCAMTA
CATTCCTATTHNNTGCATCAGGT

TECAEGACCAGAGRRT TCRAATR
CAACGCTCTACRENT SCATCACGT

TECAGIACTAGRAGRATTCRMATA
CROABARACCCNNNTGCATCACST

CECAGGRCCAGARAR TTORAATA
CATACTTRACHNNNTGCATCACET

TCCACGALCAGAGRA
CATTECECTTRNNT COATCRCCT

TECAGGACCAGNGIATTCRARTA
CACTCATCCANNNT CCATCREGT

TECAGGACTAGRERATTCEARIA
CRAGACTRCGTNNNTGCATIAGST

TGLAGGACCAGAGARI TCGAATA
CAAEECCTEENNNT CCATCAGET

TGLAGGACCABGRGAMITUERATA
CRAAGACTATNNNTGCATCAGET

T CTAGEACCACAGARTITOCANTA
CAARCGACT CTHRNTGCATCAGGT

TEU R GRCUAGACAAL (OGP
CAGTC LAGEIMEN | GOA T ACEE

SELAGCAL CAGAGRATTOSAATA
CAAATTCITANNNT GCALCAGEY

=GLA -CAGACIATTUCLANTA
CAGATCET TENNNTGCAT CAGET

TELACGATCAGAGART TCEAATA
R GIARGHNNI GCATCAGET

TELAGLACCAGAGAR TTOGRATA
CAATAN ACCHNNIGCATCAGST

TELAGHRCCAGAGRARTTUGAATA
CAGATGEACAHNNTGCATCAGST

TGCACGRCCASAGRAT JCGRAATR
CATAT CEFCAMNNT GCATCAGGT

TCCRLCRCTAGRGRATTCLRATA
CEAATT T CGGMNNT GCATEREGT

TG AGCRE CAGE IR TGuREE R,
CATCLT AT ENNNT GOATCASET

TECAGUACCAGACAAT TCEARTR
CAATTATCGUHNIL GUAZTAGCT

TECAGCACCAGACARTTCGARTA
CRECACACTTHNNT GEATLAGET

TCCRECACCACACARTTCGRATA
CROTALE, TTHRNTCGCATLRGET

Siql

A AR AL
TGECAGGACCAGAGRAT TCCARTA
CRARCCTCTCANNNT COATCREGT

TCCRGCRCCAGACRATTCRRATR
CETTALACCANNNTECATORGGT

S GLAGGAL CAGRERR T CGPATE
CACTGCTRCANNNTGCATCAGGT

TECRGLRCCAGRGAATTOGARTS
CAACCCTACTNNNT SCATCACTT

TECAGGACCAGASAATTCGARATA
CAATCCACACHIAITCCATCACST

TECAGARCCAGREEATTLGARTR
CATTCTTCAANRNTCCATCALST

TELAGGACCAGAGANT TCGRATA
CATGCAMGGANNNT GCATCRGET

TELRGEACCAGAGARITCERATA
CRARAGACGCNNNTGCATCAGET

TELAGGACCAGARAATTCLAATA
CRATTACAGTANNNTGCATCAGGET

TECATGRCCAGAGRAT TCGARTA
CRAGRCTCACMNNT GCATLAGET

TECAGGRCTAGAGRATTCGRAT A
SRATCOCRACHMNNT GEATLRGET

IGCAGCACCAGREARTTOSARTA
CARGALCELGEHNNTSCATCAZET

TECAGACCAGAAART TCCANTA
CROCAATCASCHRNT CCATUAGET

TELAGSACCAGAGARTTCGAATA
CAGTTAGEAGHNNT LA GET

CELAGHALCAGAGRA T JUGAATA,
CAGGAGLT CCNNETGCATCAGET

TECAGGACCAGAGRAT TCGARTA
CRT GECT G ANNNT GCATCAGET

SECMGEACCAGAGRATICRATA
CATGECCAGUNNNT GUATCRGET

SGLAGRACCAGNGANITCLARTA
CABTTHRACCANNNT GEATCAGGT

TEEAGSACCAGALAR T TIGAATA,
CRGTTTACCONRENT GLATCRGET

TEERGHACCAGAGAATTLGRATN
CRATGTACACHMNTGCATCAGGT

T GRAGLRACCAGAGRAAT TCGAAT A,
CAATCGAGCTHNNTGCATCAGGT

TGCASGACCAGAGRRT TCERATA
CALGTCAGTANNNT GCATCAGGT

TECLAGERCCRGRACANT TCERATA
CAGTHARCOCNNNT GUATCAGET

TGCAGCRCCACASAATTCGANTR
CAGGAMCGTNNNTGCATCALGT

TOCACGRLCAGAGRAT TCCRARTR
CACGACGEAGNNNT GEAICAGED

TECAGCMCCAGACARTTCCRATR
CACTGETEAGHNNT GCAICTAGES

TECAGGRACCAGRCRATTCGARTER
CRTGARGAGCUNNNT GCAZ CAGGT

TECAGGACCAGAGART TOGRATA
CARTATCCECHNNT GOATCRCGT

TECASCACCAGRGANTTCSRATA
CRAGCTCICTRNNTGCATCASGY

TECAGGRCCAGREAMTTCORATA
CAATCCCGATNNNTGCATCASGT

TECAGGRCCAGRGRAT TOGARTA
CAGCTGECCRMINT GCRICAEGT

TCCAGCRCCAGRERETTOGRART R
CANCCTCC T GHMNTGLATLREEY

TGCACGRCCAGRGRATTOGARTA
CACT ETCTCHNNTGCAT CRGGT

TECARGALCAGAGART TUCRATA
CRACEOGETCT CHNNTCCATCACET

TECAGGACCAGAGARTTCERATA
CRTCAGCETANNNTGCAT TAGAET

TECAGEACCPCAGAA S TCLRATA
CATGEATAGOHNNTGIAT AGST

TECAGGRCCAGAGRAT TOGARTA
CRRTARGTANKNT GCATCAGGT

TRCAGCACCAGRGBATTOLRATR
CRTCAGACETNNNTGCRTCRGGT

TGLAGGRCCAGRGRATTOGARTA
CRBARMCCARGGHNNT GEAT CAGGT

TCCACGACCAGAGRATICCAATA
CAbACAETCTHNNT GOATCAGET

SECAGRACVAGHARTTCGARTA
CATATAGATCHNNT GUAT CAGGT

TCCACGROCCAGAERATTLGAATE
CACGRCGAUTHRNTGEATCAGET

1GCARGACCAGAGAAT TCEAMTA
CAGCAACHT ANNNT GCATCREGT

TECAGSACTAGAGARITCSAATA
CRACCLGOCTNNNTGCATIAGGT

TGLAGGAC CRGAGANT TCEAATA
CATTATCGCCHNNNTGEATCAGGT

TECAGSACCAGAGRAT TCEAATA
CACARCGAMCTNNNT CCATCRAGGT

TEUAGGRCCAGAGAATTUGARTA
CRGCAGGATANNNT GLATLAGET

JECAGGACCAGAGRATTCGARTA
CAAGCCACATHNNT GCATLAGET

TELAGGACCAGAGAAT TCOAATA
CATACACTGHENNNT GCATCAGGT

TGLAGGACCAGAGAATTCEAATA
CRAABMATECGNNNTGCATCAGET

L CCAGGACTAGAGARTTCGAATA
CATCCT CATCHMNTGCATCAGET

TECASGRCCAGAGRATTCERRTS
LAATTTCGTTNNN GCATLACET

TECAGGRCCAGROPATTICRARTA
CAACANGT GENNNIGCA TGS T

TECASCRCCAGRERATTLOARTA
NG CTGENEGNNNTSCALCAGGT

5TNS

196G

128




CN 109804080 B

i

B H M [E

75/102 1T

g

GCRGEACCAGAEAATTCGARTA
CATCTGCECCNNNT GCATCAGCET

TECAGEACCAGAGRAATTUGRATA
CRETCOCCCANNNT GOATCACET

= GCASGACCAGAGRATTCEARTA

CAARAGET GTHUNTCCATCAGET

TEUAGGACCAGAGAN I TCGAATA
CACGAGCTATNENT GIATCAGGET

TELAGGACCAGAGAR I TOGRATA
CAGCCCTEAGNENTGCATCACGT

TGCAGGACCAGACAN T TCGAATA
CATCAGIAPANNNTGCATCACGGT

5161

TGCAGGACCAGAGRAT JCEARTA
CAACLULAT ANNIC CCATCAGED

SECAGEACLAGAGAAT ILEARTA 5522

CARACTAIGTNNNT CCAICAGET

- GCAGLGAC CALAGAAT JCRARTA
CALTOCTGAANNNT GCAZ CAGGT

siez

TOCAGGACCAGACAMTTCGAATA
CATCCTCIGANNNI GCATCAGGT

2R3

TGCAGCACCAGACAPITCTRATA
CATCTGAZCCNNNT GCATCAGET

TGCAGGACCAGATAATTCGAATA
CRGCTAGECCHNNTGCATCAGST

%763

TGCUGGRCCAGAGART TUGARTR
| CAAATTCCAGNNNC GCAICAGGY

E¥a 1

TECAGUACUAGRGRATTOGARTR
CATARTAGAGHNNTGCATCAGST

TUCRGGRCCAGREAATTUGALTS
CACTOTGTANNNTGCATCAGG,

TECRCGACCAGACARTTCGRATA
CACUT CACGCCHNNT CCATCAGEY

JaBL

TGCAGGRLLAGAGRATTLGRATA
CAGGCCETTGHENT GUATIAGED

SLéa

D64

TGCAGGRACCAGAGAATTCGARTA
CRTTSATCRARNNTGCATCAGED

aTes

TECRGGROCAGRGRATTCGARTA
CRACCCCGOANENT GCATLACET

4286

TGECAGGARCCASRGRATTCERATA
SACAACARCONNNT GCATCRCEGT

5526

TGCRAGGRCCAGRGRATTCGRATA
CARCTOTTCCTHNRNTGCATCAGET

[

TCCAGGACCAGRGRATTCCRETA,
CRETSATRGGNNNT COATCAGOT

a2E

TGECREGRCCAGRERRTTCCRRETA
CRCCCTCRRANNNT GCATCRGGT

0P

TCECAGGRCCAGRERATTCCARTR
CATCTTRT CANNNTGCATCAGGT

TGCACSACCAGRGRATTCGRATA
CATTGAR TS GNRNTGOATCRAGGET

JZBE

TOCAGORCCREAGRATTCCART F
CRCTGCTETTHRNT GCATCRGGT

25Z0

S GCAGIAC CRGMGANTICGPATR
CATRCTCGCANNNTGCATCAGET

216
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TECASGRCCRGAGANT TCGAATACRC

:"é"za

TGECAGGACCAGRGAR TTCGAATACAT

GASCRGAGAATTCGAS
GCCACGTHNNACGTETGCOCE, =189 ITCTGCTANNNACGT ATGCCE e0ig G TACGCANNNACGTATGONA B243
TGCACGRCCARGAGRATTCGRATACAC [F CCAGGACCAGRERATTCERATACKT T GLASGRC CAGAGRATTCGRATACRG
CERATCARRMNACGTATCCCA =77t TRCATGRNNNACGTATECLR €210 AT GIGTINNNACGTATGCCA €230
TECAGGACCAGAGRAT TCGRATRACRE TECRGRROCAGAGEATTLGRATACRC TGO ASERCCRAGAGRA T T CEARTRCAL]
FCRATCTENNACGTAT GECR T3 CAGEATANNHACCTATGCCS e L ! TAGAT TEHNIACGTA A G£31
:‘oc.-mficcmm;ﬁ': CG‘F;\T’.@\C TGCAGGACCAGREGAAT TCAAATACAD ITOCASCACUAGAGRA TTCRRATACAS
TRCGAGRANNNACGTATGOCR =712 IGRCATEINNNACGTATGLOR E012 RTOGTGINNNACGTATGOCA 8252
TCCRGGRCCAGAGRAT TCGRRTACAT TECAGGRLCAGAGAAT I CHRATACKS TECRGERCTAGRGRAT TCEARTALKT
PENTAACNNNACETAT GCCA 5113 ICT TEANGHNRACGTATGCCA G013 TATCTCRNNNACETATSCOA G153
(TG A GACCAGAGART TCEANT ACAL T EEROCAGAGEN] T CEAR TACAL [T UAGGERCCAGAGAL T TCEART AU AR
INGTRCTCNNNACGTATGOCR 214 IRRCGATONNNACET ATGCCA el ld OGO TRGNENACOTAT A s
IGCAGGACCAGAGHRAT TCGARTACAS ICCAGEACCAGAGAATICGARTALES) [ GCAGGALCAGAGAAT T CEAATACAT|
TGCCETEHNUACETAT GCCA ALY ACTASAGHNIACETATGCCA Evls AT CATAGNNNACGTAIGCLA 6253
I TECAGGRCCREAGRAT TLGARTALRER T ECAGGACCAGRGAAT TLGEAR TACALT ITECAGERCCAGRGRE TTOGARTACAC)
IARTAGCANHNACGTATGECR =hie T GCAGTANNNACCTATGCCR EVLE IGTT OOV NNNACGTATECCA T

TELAGEALCAGAGARATTCGEAT RO AN

TSGR AGREMATTOCRATALET,

T LA GERC CAGHGAT T T CEAATACRA]

TCACACCHNNACGTRATOCCR i (TETOACCHNRACCSTATOCCA £ 1Y ITACRAACHNNACCTATCOCA GIST
[TGCACGACCAGAGART TCGRATACAL CAGGACCAGAGANT TCUAATACRN T GUAGAL CAGALAA I TCCAATALAG
(T GCETOCNNNACGT AT GCOR CARTTINNNACCTATCCCR EC1E TCCTCARINENACCTATGUCA, 6153
TCCAGEROCAGAGART TCERATACAT T ECRSERCCAGARRAT TLRRARTACEA I TECAGEAC CAGAGAL TTUGAATACRR
CTTTCCONANACGTATGCCR =719 TTGTTTONNNACGTATGOOA E4L9 [T ABCRCHNNACETATGOOA 6239
T CREGACCAGRGRAT TCGARTACER TECRGAROCAGAGEAT T C AR TRCEL TGO AGER CAGRGRA T TCGARTACAG
U.TECCF\N!?}\UGTMSCL‘A 5780 GCCGTGJ‘&N_}L’-QG‘INIG(HF\ co20 BARACATHNNHACCTATGCOA E260
TCLALGACCRGAGAAT TCGRATALAR 1 GLAGGACCAGRAGAAT TCGRAATACAL] (TGCAGGACCAGAGAR ITCHAATACAT
AT GTGCONNNACGTATGCCR =51 ACTCAACHNNACCTATCCCA oLl TCGCCTANNNACGTATGOCA 6261
TECRGEALCAGAGAAT TCARATACAD FECAGERICAGAGRAT LGALATACRA) TG AGEAC CACACRAT T LML T ALAA)
B CET GACHNNACGTRTGOCA Xir (GCEATCONNHACCTATGOLA ShZg (AT TEENNRACETA TGCCA b2
TECASGACCRGACART TCEAATACAL TCCAGGACCEGACEAT TCGARTACAT TECAGGRCCMERCAE TTCEARTACAT
JACCTGGINNNACGTAT GCCA %183 JLCATTATNNNACETATGOCR, €023 ANTATTENNNACETATEOCA E263
TCCACGRTCAGAGRAT TCEGRAATRCEL T ECRGENCCAGAGRAT TOGRATATEN T ECAGCERCCAGACAATTCGAATRCAA]
CARFATTHNNNACGTATGCCR = /84 T TGO TRNHACGTATGLCA Eued PACCTCEGNNNACGTATECCA Ei0=
TECACFRCCAGRIAAT TCGRATACHAS L GCASGACLAGAGRAT TCGAATALCAL TGO AEEAC TAGAGAR T T CEART AL AR
TTETCCOHNNACGTATGCCA 3183 JEATCCARNNNACCTATECCA, E820 [ETTAATCHNNACCTATAO0A L]
TCCACGALCRCAGRATTCERATRCAC I TCCRGEACCACAREN ATTCCAATACAS TECAGGAC CACALAA TTCEAAT ACAG)
32 CEACSHNNALCE TAT GECA =786 CETGEANNACCTATGCCA ES2E ACTETACHNNALGTA T GOUA 6265
TECACGACCAGAGAAT TCEGAATACAC TGCAGGACLAGARGEATTCUAATALA L [TGUAGGACCAGRGAL T TCGAATALCAHA|
CCGCTCRNNNACGTATGCCR SY8Y ACATTARNNNACCTATELOR Al IGCAARARANNNACCTATECCA (X
TCCAGGACCAGAGAATTCGRATALAR TCCAGGACCRAGRAGARAT TUGRATALARN |TECASGACCAGAGARTTCGAATACAT)
TGEGAL TONNNACGTAT GCCA 2788 CCABGCINHNACETATECCA i IGALC TAGUNENACETATGOLA 6263
TGCACGACCAGAGAATTCERATRCAT TCCARGAACCAGAGEATTCCAATACAL) |TECAGSCACCACEGRATTCEARTACAC]
TET AMCANNIALG T BT GCCA 5789 CEGCUCENNIACST ATECLA £0629 e LG AT ML ST A T BLEA 6253
TGLAGGACCAGAGART TCSRATACAG) CRRGACCAGACAAT TCGAATACAT) TCCABGACCAGAGRA TTCGAATACAR
TTTACTTHNNACGTATGCCR w780 ARATRNNNACGTATARCLR ELa0 |GET AT TENNMRBCETAT G0N 6230
TGCRGGACCAGAGAAT ICGAATACAT TECAGERCCAGAGEA HATACK GCAGEAC CAGAGAR T TCEAATACAT
GEATAAANNNACGTATECCA AT EECECHNRACETAT GCLA =03l |C O TAGNNHACETA TE0CA 62714
[TECAECACCRCARAAT TREARTACAR TECARGATCESRARAT TORARTACAT) TECAGBGRCCARACER TTOEAATACAL
Py ".'."!'C‘JN_}_!’H.\CCT&'.'CC“‘A =18 KCCTTACNNNACCTATCCCA EnT2 ICTTCTCONNHACCTATGOCR 6272
TECACGALCACAGMRAT TCEAATALAC L CLASGALCASACI AT IV EAATALLL LCIAGUNL CAGAGAAT CCCARTALAT
[CLATRCANNNACGTAT TR 185 GO CTGGANNHACGTAT GCUA &L43 (CCGOCTGHMNNACCTAIGCCA (-]
TECREEACCAGACRRT TCEAATACAR] TECAGGRCCRERARAT TECARTACAT ITECAGERECACAGRE TMCGAATACAL)
CRCCCEATHNNACETATACCA n124 STCNNHACETATECLS. L L TACALTNNNACGTATECCA 6274
T ACGRICAGAGRAT TCERATECAR) SARCCAGARRATTCGRATACRR] TOLAGERACCACACRATTOGAATACRA
TTCCTCCHNNACGTATOCCR i CETRNNHACCTATCOCA Enda [CARGRTTNNNACCTATOOCA §_2'|' 3
THCAL GACTCAGAGAAL TUGAATACAN {ECALSACTACAGAAT CUAATACAY] JEUAGEACUAGAGAR U CCAATALAL
TCTTCTANNNACGTATGUCRE 210G LCEETGENNNACGTATECCR EL3B FTCCTTONNNACGTATGOCA 627 E
TCCAEGRCCAGAGRAT TCGRATACET TCCRCGAROCAGACEAT TLARATACE R [TCCAGLRECACACRA TTCERARTACAD)
CEABATTHHNACGTATGCCR a0 (75 COGUANNNACGTTATGCCH LAYy CRT TATANENACETATEOCA e 17
TECAGGRALCAGAGAAT TCEARTRCAC [T CAGERUCAGAGRAT TLGRATACAL |TGCAGGRCCAGRLGRAT T CEARTRCAG)
[AACT CACNNNACETATCOCA ST9E AR TEARNNIACCTATEC LA fuig TEECAT TNNNACCYR YECEA 6193
ECAGBATCAGALAAT TCEAATACAS AL CARSAIZANT U GAATALAT L GUABGALCAGACAR L JCEAATACAN
[RRCCCE CElAYECCA =789 P [ EENNNACEL N (L CA CUEE PO TCAUNNNACETA [EoCa 6473
TECRAGGRLCAGRERRT TCGRATRCAR TELRGERCCAGARRAT T CGARTALET T ECRGEAM.CAGAGRATTCHAR T AL RS
GCTGCOGNNHACGIATGCCA sgL IGGACGINNNACGTATCCCA L udy TTACTANNNACETATGICA 80
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TECAGGACCRGAGAMT TCEAATACAT]

TCCAGGACCAGAGANT TCGRATACAT

- CCAGCACCAGREAATTCEAATALAT

CACTCOTHNNACCTATCOCE =301 CCTGAGTHNMACCTATCCCR, E042 FAACATOMNNACCTATGOCA 281
TGLAGGACCAGALANT TCGRATACAG] [ TGCAGLACCAGALAAT T CGAATACRG] {1 CCAGEACCAGAGAATTCGARTACAA|
TTRCCGANNRACETAT ZCCA 5802 GAACT TCHNHACGTATGOCA EUd2 T TOCTHNNACSTATGECA 6282
TCCACGACCRGAGAAT TOGARTACAL TLCAGGACCAGAGAAT T CCARTACAM TCCAGGRCCAGAGART TCCAATACAL]
TTROM TANNNACGTATGCCA s4L3 TCTGCCANNNACCTATGOCA a2 IECCAAANNNNACGTATGCCA 648 4
TCCACGROCRIAGRATTCSRATACAR TECAGGACCAGAGARTTCRRAATACAS TECAGGACCAGACARTTOGAATALAT)
GLOCTRAGANNNACCTATGOCA SBL4 CC CTGCRNNNRCGTATCCCA Eod4 ICCCACRRNNNACCTATGRCA 6284
TGLACSACCAGRGRAT TCLARTALAS TGCALGACCAGAGRAT T CGAATACAL . CLAGGECCAGRGAAT TCLAATRLAR
CACAGGTHMNASGTATGCCA 805 [TAT T GCENNNACGIATGCCA dgt 43 GET CECCNNNACETATECTA LFLE]
T CAGGACCAGAGART TCOAATALAS TECAGGACCAUAGAAT T CGRATACAT I GCAGGAL CAGACAA T TCHAATACAG]
ATATTT CETATGCCA site TRAGGCCHNNACGETATGOCA E0s6 AT TCETHINRCETATGECA b25 6
TGCAGCGACCAGAGRAT TCEAATACAT TRCAGGALCAGAGRAT CCGRATACRT CGCAGGRCCAGABRAT TCGMAT AUAR)
TETCT TTHNRACG TRT GOCA 5807 & TAAACHNNACGT ATGCUA E0AT CCA PO T GHNNRALGTRT GCLA 6287
TGEAGGACCRGAGART TCGRRTACAG] [T GCAGGROCAGRGART "CGARTACALC] = GLAGERCCAGAGAR T TRGAATACAT|
PRSP GHNNACGT AT SCCA S3L8 ITGEETICHNNACETATGECA EU4B ICCACAASNNNAC ETATECCA 688
TECRGGALCAGAGAAT 1\:*:@&‘!.\(..\{1' THCAGSALCASARAT I CCARTACRG) TGCRGERCCAGALRAA T TUGARTRCRA
GCATCTTHNNACGTATGORA 2809 CTAAT TTNNNACCTATCCCA EHLE] TTATACMMNACCTATGCCA 6283
[GCAGGACCAGAGART TCEANTACAG| TECABGACCAGRGAAT TCEAATACAR - GCAGGACCAGAGART TCGAATALAT
GCTTTTCHNNACGTATGOCR 5310 TTATCACNNMACGTATGOCN E8%0 ICTATCRTNNHACGTATGOCA 6290
TCCPGGACCRGAGRAT TCGRATALRA TCCAGGACCAGAGAAT TCGRATACAT] T CCAGERCCACAGRRTTCGARTACAL
CTARTACHNNACCTETCCCA 2811 OLCTTCTHNNACGTATOCCH E031 CCCTCTCNNRACCTATSCCR 16231
TGUAGEACCABAGAN] TCGART ACA) TGCARGACLALBAGANL T CGHATACAT + SCALGACTAGAGEAT TCGAAT ARG
TRECCCONNNACGGTATGOCR 812 GATCCAGNNHACOT ATGOCR. HEP] [TCATTRTNNNACGTATSCCA 6292
TGCAGGRCCRGALRRT TCRRATACAT TGLAGGACCAGAGARTTCGRAARTACAS TCCAGGACCRGAGARTTCGARTACAT)
[ARCE] COHNNACG AT GCCA 5313 GTTCAGHENACET ATECLA 6953 GG TCENUNRCETAT GCCH G293
TECACGACCAGAGRAT TEGARTACAT] ITCCRGGRCNAGRGRAT TCGARTACKT] GO AGRECCAGRAGAAT TCCARTACAR

T7 AR GANNNACGT AT GCTA S8Ld CCGACATHNIACCTATICCE US4 SOOI T ANNRACGTRE TECOA L %%
MECABGACCABAGANT TCHAATAAL TCUABUACCAGABAATT CEAATACAA] L GCAGGALCAURGRAITCHAATALAA)
[RCARGABHNNACGT ATGCOR =313 GCAGTRGHNNRCGTATGOCR B0z RGT RAGTNNMRCGTATGECR 6232
TECAGGAUCAGAGRAT TCGRATBCAL TGCAGERCCAGRGRAT TLERATACET] TECAGGRCCAGAGRAT T CGMAT RC RA|
CCET T TANNRACGT AT GCLA SBLE TAGTGATHNIACGTATGCEA 0SS TG TARCNNNACGTIIGCOCA 629E
TECAEGACCRGAGART TEEANTACA [ GCAGGACCAGRGRAT T CEAATACRC T G AGGRCCAGRGAI T CEAATACAY)|
TTARGAANNNACGTATECCR 53177 2 CRTTAANNNRCETATECCR CHEN EAT CACIRNNNALGTATGOCR B2
TCCAGGACCAGAGART ICUARTACAG IBCAGGACCAGABAAT . CEGAATACAN . GCAGEACCAEAGAA S TCOAATACAT
PACCTACHNHACSTATGOCA SR1E GETGCOCHMNACGTATGOR BI3E B TECT TONNNACCTRTSCCA 6195
TECRGERCCAGREAAT TREAATACKEA] T ECAGGACCRGAGRRT TCCARTACAR TECAGEACCRERGAR TTCGAATACKS,
GCGACTTHNNACGTATGCCR, 819 [ CTEGOGHNNNACGT ATECCR Eote IGLATTATNNNACGTATGCCA 6293
T AGGERCCAGAGRAT TCEPATALAT TG AGEALCAGRGRATTCGRATALRT TELAGGACCAGAGRATTOGAATACAA
GLACTARNNNACGTATSOCR SB20 GECGATCHNHACSTATGOCR BDBN (G ATAGNNNACGTATGNCA haun
TGCAGGACCAGAGART TCGAATATAG] TGCAGGACCAGAGAAT T CEAATACAT, - GCAGGALCTAGAGARTTCGAATACAC

= CTTCANNNACET ATGCCA 821 ECACC JENNNACGT ATGLCA 081 0T ACGUANNNACCTAGLUCA CEGES
TECRSERCCRGAGART TORRATACAL] T GCAGEACCAGACRAT CEREATACAA (TCLARGRCCRGRGRATTCGARTACAR)
TITOCARNNNACGT ATGORE 5822 GRCTACCHNMRCIT ATCREA ED62 CAECOGMNINACETA TGO 6302
1 CAFGACCAGAGRAT TUGRATACAS] I GCAGGACIAGAGANL TCGAATACAC G AGGRCCAGAGAA L TCGAATALAT|

2T TCATANNNACGTATGOCA 5B23 T TAGACGHNNACGTATGOCA G063 T CCCTAGNNHACGTATGOLA CELE]
TECAGGACCRERGART TCEARTACAT| TECAGGAICRERGART TCCARTACA T CCAGGACCRERGAR TTCEAA T ACAR)
TGACGATNNNACGT ATGOCA 5824 GGLGGCCNNNACETATECCA ECE4 CTGTGLTNUNACGTATGLCA (1
TGLAGERCCRAGAGRAT ICGRATACAC] TECAGGACCAGAEAATI CEARTACAG| TGCAGERL CAGRGAAT TUGAATICAC

T TATACHNRACOTATOANR ghes CLCATATINNACOTATEACR 6lHs IRTOTACTHNRARGTE TGOCA 48 -
IGCAGEACCAGAGART TTEARTALNY 1CCAGGRCCAGRGAAT JCGRATACAL CECAGGRCCAGAGAR ] TCGAATRCAC

I GUSGANNNACGT ATGCCA 4826 [ COECUCHINACGTATECCA ESES ACACCOCNINACSETATSOCR B30
TCCAGEACCAGAGRAT TCGRATACAT ITECAGGACCAGACRAT T CCAATALEC) TECAGGACCAGAERATTCGAATRCAT|
CATGRATHNIACG T ATSCCA S8 CT CGCTEHNHACGTATGCCA bUG' [T TCETGENNRACETATSCCA 6307
TECAGGACCAGAGANT TCGAATACRG] (TECAGGRCCAGAGANT TCEARTACAC TG MGGACTRGREAR
CERARGTHINACETATSCOR 5828 ACCCA TANNNACETATACCA EQER TACCCINNNACCTATSCCA 6308
TCCABGACCAGAGRAT TCSRATALAN 1CCAGGACCAGAGAAT . CCAATACAA] (- CCAGLALCAGACAA T ICEAATACAN
AAAT AATHNRCTALCET JAC 53929 A7 GGASCHNNC TARCGT TAL 258 CGACACTNMNCTALCGITAS 6303
TECAGGRCCAGAGRAT TCGAATACAT) T GCAGGROLAGAGRAT T CCAATACAT L AGERC CAGRACAR T TCGARTAL AG)
TCETETCNNNCTAGSETTAC 5830 CACAGACHNNCTAGCGETTRAC cUin CATGACTNNNCTABCETTAC (=L
TCCARGACCRGAGART TUGRATACAT ({GTAGGACC AGAGANT TCEARTACAT  GLAGGAC CAGAGRAT TURRATACAT)|
CETCTIGHNNGTACCETIAC 5831 CCETOCENNNTTACCETTAC E571 AT TG TRNNNCTACCETTAS 63Ll
TECACSALCAGAGRAT TCGAATRLRAG] TOCAGGALCAGACRAT TOCRATACAG TCCAGCRCCAGAGRAT TUGRATACAC

JACE GISTHNNCTAGCET /AL 5832 JAAT GEACNNNCTAGTEL JAC 0Tz CTGTTCANNNCCAGCETTAL 63iz
TCCREGACCAGAGART TCGRAATACAL [ GCAGHACCAGAGAAT TCGAATACAL T AGGAC CAGAGRA T TCEAATACAL
CATTGEANNNCTAGCS TTAC 5833 TECTIABNNNCTASCETAC k] TCASTCRNNNCI ASCUTTAL 6313
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‘J‘CCJ\.\:.:A“CM "rum\‘n.c.-.c T AGERC CARRGAR T T CEAATALAT)
JIACRCCCONNNCTACZCETTAC 5834 |5 TCGEANNNCTACCCT oINS EC/4 ICATCTTANNNCTACGCCOTAC bdsd
TCCASGALCAGAGAAT TCGRATACAN [FGCAGGALCAGHNEIATTCGAATALAL [T CCAGGACCACAGAA T TCGANTACAL
CCCCCTORNNNCTAGCETCAC 3835 [TECOTGENNNCTAGCSTTAL ELYS IACATT CTHNNCTAGCGITAL 6515
TCCACGRCCAGAGAATTCOAATACAT [TCCAGCACCAGRCARATTOCAR TACAN ITCCAGGRCCACRCARTTCCAATACAS
CRCCT TSHNNCTAGLGTTAC 2836 FLCCTCAANNNC TRGCCTTAC e E LCACATANNNCTAGLGITAC (Y]
TECASGACCAERGRRT TCRRATACRA TGCAGGALCAGAGAAT TCEAA TACRG T GCAGGAL CREREARTTCRAATACAT
|GEACCACHNNCTAGCETTAC S43 JETRAACSANNNCTACOGTTAC EC i PEACACANNKCTAGCGTTAC 6317
TGCPCGACCAGAGAAT TCGAAT ACAN T GCAGGACLAGAGANT TCLUAR TALAMN [T U AGERACCAGAGAR T TCLAATRLAG
[CARAT GANNNCTAGCGT AL Saig [LCCGASTHNNNC TAGCET TAC EU1E FTACCATHNNNCTAGSGITAC BiLE
TCCARGACCRGAGRATICHAATACAR T CCABGACCAGREAAT TCEAR TACAR ITECAGGACCAGRGAATTCGAATACAR
7T ET T GANNNCTAGCETTAL =449 ILCARCCANNNC TREOETTALD ANE] SRABARENNWCTREOETTAL 319
TGCABGALCARAGAAT TCGERATAURR IECAFERACCAGABAAT [ CERATALAL I U AG A CAGAGAR ! i AA TALAG
CEGAMACHNNCTAGCGT TAC =840 PETATAL MNNC T AGCE T A U WCTC ICATNNRCTAGCGITAC B¥20
TCCRGEGACCACAGAAT TCGRATACAG] [TECAGGRECRGRGPATTCGARTACAT [TCCASCOACCACACAR TOCGAATACAR,
JAGARC GTRNNCTAGCGTTAC 2341 [CCGATAGNNNCIASCGITAL ECSL JECCACAANNNCTAGCETTAC €321
TELRGEACCAGAGRAT TCRRATACAT VECAGGRCCAGAGRAT CCCAATACRT LECAGERLCAGARBAATTCEAATRCAG
JRCCATGGHNNCTAGCETTAL 842 ITRCTATGNNNCTAGOLTTAS EC82 [CERTEARNNNCTAGCSTTRS £322
(IECAGGACCAGAGAATTTGAATACAL TECASGACCAGAGPAT TCGARTATAM TECAGEACCAGAGART I CEAATALAT
IAPARCGGHNNCTAGLGT DAL =943 AT T CAANNNC TAGCET TN 983 ICACTTATHNNCTAGLGITAC G323
|TCCRCCACCACAGART TORPATACES| TCCRGGRCCACSRCIATTCORATACA S [TCCRGCAL CACACARAT TCCARTACAT|
T CRGGHNNCTACCETTAC ~dsd TRCTGACHNMNCT ACCGTS AC Eog4d CECCGCNNNCTASCGTTRE b3Z24
TGCAGGACCAGAGRAT TCCANTACAL [FECAGEACCAGAGIATTCGAATACRD ITGCAUGRAC CAGAGAAT TCOANTALAN
T GATACNNNCTAGCGTTAC SH4L LT CATTGNNNC T AGCGT ARG erfa |TTTRARTNNNCTRGOGTTAS 63235
TCCAGGACCRGAGARATTCRRATACAG TGCAGGACCAGARGHAT TCOAR TACAR TGCASGRC CAGAGRATTCGAATACAT)
NECCCSIHNNCTAGCGT JAL 3344 11"56‘-’1-‘52."'.’%3':-%@0'3 LAl ECEE GGV CANINC U AGCE WAL €328
TCCACGACCAGRGRAT TCGRATRACRG TCCAGGROCAGAGRATTCCARTACRL [TCCROCRCCAGRGRRT TCCARTACAR)
GACAETANNNCTACCCTTAC sa47 CCCACGINNNCTACCETTRD G0AT BT TEARSNNRCTAGTRETT AL €327
TCCAEGACCRGAGARTTCSAATACAL TGCASGACCAGARPAT TCGAMTACAS TGCALGACCAGAGAR T TCEAATACAR
TRGTATANNNCTAGCGTTAL Lt ARACCTENNNCTASCGTTAL EvRE |TET GACTNENCTAGEETTAL A32A
TCCASGACCAGACRAT TCFRATRCRAG TECRGGRCTAGAGRAT TLORATRLAL] TECASGACTAGAGRA GRATERCRS
[ARCCT TGNNNCTAGUCITAC 5849 GECCAGTNNNCTACCLTI AL Loag CLENNNCTAGCEITAT Brel
(TGCARGGACCRGAGAATTCEAATACRE I ECAGGRALCRGAGRAT TOEAR TACAG [T GUAGGACCAGAGAR TTCGAATACAG
[TCTTTATHNNCTRGCCTTAC =320 JRCARCCTHNNC T AGEG T TAL €030 [TECOTECNNNCTRAGCGTTAC R
TCLAGGALCAGAGARAT TCERATALAN ;uCkGSF\W\SN‘.T"CGMT’\CA? TECAGERC CAGAGAATTCEATACEA
BT AGEATHNNCTAGTETTAL 3851 IGECACATNNRCTAGCATTAL foal [T ET CLGRNNNCTAGCGTIRG E831
[TECREGRICAGASRATTCERATACAL [TECAGGRICAGRGARTTCCRATACAL, |TECALSRC CRGRGRATTCGARTRCAT
G CRAGTNNNCTASTCITAL 95 JCAAGTATNNNCTACCCTI AL €032 {STTATRAGNNNCTAGLCTCAC ciiz
TCCRGGACCAGAGRRT TCARATACAS T GCRGEACCAGRGIAAT T CEPATAL AL [ CCASGACCHGAGARTTCGRATACAT)
CTCTTTCHNNCTACCETTAC :3 hcﬂm%WH’_‘TMCGT’.‘hC £043 ETCATACNNRCTRSCGTTRS 6333
TGCAGEACCRGREART TCGRATACRN [T GCAGEACTAGNGAAT TCCAATACAC [TGCAGGACTAGIGAT TTCCAATALAG
CCGTGLGNNNCTAGLCT TAL 4853 [CGTGATANNNCTAGCGTTAL coTL RCGCTTANNNCTAGLGTTAC L35
TGCAGGROCRGAGRRT TCERATACRD [TECAGGACCAGRERATTC GMT‘} CRO) [T CCASGRCOAGRCARTTOGRATALAG
AGCTEOSRINGTAGCET AL g0 AT T GOOTHING T A0S EDdS AR TROTNNNCTAGCGTTAD 6315
TGECACGACCAGAGAAT TCGRATACRT TECAEGALCAGAGAATTU! (LR.\I‘}'\CJ\ ITE0 NG GACCAGRGANT D CEAATACKT)
COTTACGHNNCTAGCCTTAG 856 |5 TGT TTNNNCTAGCETTAC £006 CEACCCENNNCTAGLETTAC b33E
TCCAGGACCEGAGARTTCSAATACAN TGCASGACCAGRGAATTCAARTAGAT ITCOAGGAC CAGAGAATTCOAATACAGH
JAMCEPAGCHNNCTREICT AL S857 [T TT TTENNNCTAGOETT AL E0RT ICCT CCRATNNMCTACCGRTAL B33
TECPEEALCAGAGRAT TCERATACAS) TECAGEACCAGAGAAT TCCAATALAT; IECAGEACCAGAGAA T TCCARTACAC
PACT T TTHNNCTAGCCTTAL Hug (o CCTOGENNRCTAGCC T AL ci3E ITETATAANNHOTAGOCTR AL -3
TCCAGGACCAGAGANT TCSAMATACAG TCCASGACCAGAGPAT TCGARTACAL ITCCAGGRACCAGAGAA T TCEARATALAT)
CCGTTAARNNCTAGCGITAL S859 LRCC‘TQ.E!{'NNQTJ‘E—_CG‘?TRC__& [E059 TCGAG TENNNCTAGCEITAL 6339
TCCAGGACTAGACGRATTCGRATACAT TCCAGGACCACSACIATTCCAATALAG 1CCASGHNCCAGRCAAT TTCAATACET
G GCCARNNNCTAGIGTITAC 3860 GO TGNNNCTAGCAGTT AT L1100 ARG TGCONNNCTAGCGTTRS 6340
TECAGEACCAGAGRATTCEARTACAE] [ ECAGGACCRGACANTTCGAA TACAM, [T ECAGEAC CAGAGAR T TCGARTACALC)
CARLACGHNNCTAGCGT TAC 5861 ACAZCGENNNC TRAGCHTT AL 5101 AGATARRHNTNCTAGSCTTAD 6241
TGCNGEACCAGNGWATTCGAATALNG [ TGCASGACCAGHRGAAT TCGPATALAN (TGCASGNC CAGAGRAT TCEANTALAC)
C—':.’AGR:.-IEN.‘IC?AQCG?:‘AE E9E2 TS CCTITHNNG TAGCE T AL jelgz [CAATCALNNNCT AGCGITAC €342
TCACGACTAGAGRATTCGARTACAT [TECAGEACCAGRGRATTCGAATACAL TE-{'.N;GM CAGAGAAT TCGARTACHG
(FACETCANNNCTAGLET AC 3863 (R GARRRNNHSTAGCE" AL 103 RECTTAINNRCTAGEETTAC ELE]
TCCAGGACCAZAGART TCEAATALAC CCCAGEACCAGAGAATTUERARTACAG TG AGEALCAGAGCAA T T LGAMTAIZAT
TCCCTAAMNNCTAGCCTTAL S864 ATACCTENNNCTAGCGTITAC £104 CATCTGENNNCTAGCGTTAT €334
TECACGACCAGAGRAT TCEAATACKT TCCAGGALCAGREEAT TCOALTRCRA T CCAGORL CACRERR T TEC AR T ACAC
A2 TCAGANNNC TAGCCT 2AL 3865 S TATTUNNNCUALCEL L AC E1n5 WCACUTGGEHNNCTACCEITAC GI43
(GCAGACCAEAGART TCRLATAI AL TECASRACCRGRGAATT AR TRCAR] | TECAREAC CAEACAR TTCRAATAC AL
TRGCARCKNNCTAGCGTTAL Fa80G =T TET TANNNC T3C0GYTAD £ 10LE ETETATENNNCTAGCGTTAC Eddn
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TECASGACCAGRGAAT TLSAATACRG

i

SGRCLAANGANT TCGAATACIR

= GCAGGACCAGRGA CGAATACAT

ART CCCTNNNCTRAGCETTAC BREY [TEACTGONNMCTRGOGT - E1r'y TCTCOENNNCTRECSTTAC G4
TGLAGGACCAGAGRAT TOSPATACAG| TECAGGMCCAGAGRAT ICGPRATACAN [TGCAGGN, CAGRGAAT ZCEAATRCAT
PRCTTCTORNNCTAGCETTAC SRER LA ACSHNHC TAZOL TSRS E10E PPACAS TEHNHCTASCETTRAC exdE
TGCASGROCRAGAGAAT TTSARTACRT) [TGCAGGROCAGAGRATI CGAATACKA TECAGGAC CAGAGARAT TCGAATACAT

JRAT CHNNNCTRGCETTAC =84y PeACTATTNNNCTRAG Az el RECT S TONNHCTAGC! LJlde
T AGERCCAGAGALT TCRRATACLRL TCCARGALCRGAGART TOREATACE TECASGALCRERGART
GTETOCCNNNCTACCATTAL ’'40 ITCARACCINNOTACCOTTAL £110 TECCRCONNNCTACLATT (L]
TGCAGGRCCAGRGAAT TLEAATACKG] TGCAGGACCAGAGART ILGARATACAR [T GLAGGAC CAGRGAAT TCGARTALAT

AL CEATHNNCTAGCCT AL 3871 HECAAAGOEMNACTACGTEL AL G(‘A?{.‘({F}'N_HHCZ'F;E-EC' 6351
TCUACGATCAGRGAAT TERAA TACAL | T CCAGGACCAGAS (T ECAGCAC DA
EATCGCHNNCTAGCGTTA{. 5372 WCCTAGTT . ICCT CCEANIINGT 6352
T GCAGGACUAGAGANT TCGARTACAN T GCAGERCTA T ICGAATALAL JECAGRACTAGAGAAT
CTCTACTNNNCTAGCETTAC G873 WAARCCACNNNC TAGCGTTAL E11% RGO CACTNNRC T A ECH 5353
T ECAGGACTAGRGAAT TEGARTACAS] T GCAGRACCAGRGRAT TCGARRTACA T [TCCASGRCCACAGRA TTCGART ACAG
GAAGGCCNNNCTAGCEI TAC 2874 LGTAGTANNNC _ RGCG. AL clid AT CT T TINNNC T AIECL - 6354
TECAGEACCAGAGRAT ICGRATACRC TCCAGERCCAGRERAT I CGARTACHS CECAGERCCAGRGAAT TCFAATACAHG

AT ATTAGHNNCTAGCETTAC A TACAGCSTIMNCTAGCETTAS £11 IGCTETRANNRCTAGE
[IECAZGACCAGAGAAL TCEARTALAL] CELAGGATCAGAGIAT ICEAATACAN I GCAGGAC CAGRGAE
GETCACCNNNCTAGCETTAL 536 GTACCHMMCTAS £1iE CTATSTTHNNCTAGISE

[P A CACAGHRAT TORRATRERR] CAGOACCAGACARAT TCOARTACAT]| I CCRGCACCACAEART TCCAATALRA
TGCATGTHNNCTACCCTTAG 5377 TITATGUHNNCTAGCGTTAL 6117 ICCCCGTCHNNNGTACCLTTAC 6357
TG SACCARAGAMT TCERATACAT) 5 SGACCAGAGART TLGARATACASY T GCAGGACTAGAGART GARTALAG
AAGTETTHNNCTAGCETTAL 5878 ETCOGTENNNCTREGTCTTAL G118 [TACTCCTNNNCTAGCGTTAL AR
TCCAGGACCROAGART TCGRATACAN [-GCASCACCAGRGART TCGRATACAG TCCASGALCAGRGARTTCCAATACAG

T TAITHNNCTAGCET AL 3879 EF\';'I?I'&HEN!.'.‘}\GCG'. Al ELiD CAGLCCINNNCT AGUGITAL 6353
TCCACCROCAGRCRATTRCARTACEE TCCAGOECCAGACRAT TCCARTACRC TCCACCRCCACRCRATTCLARTRLAT
CTCCACTHNNNCTAGCETTAC gRU AUEGa TANNNCT AGY B £1Zu BT CGAGCNNICT AGTET TR Gaad
PECARGACCAGAGAR] TUERATAAL CECABRACCALIATAL CaERaTACAG i ITCEARTALAL
[CARATATHNNCTAGCETTAL 5881 COTANNNCTRECGTTAL E1Z1 ICET TERRNNNCTASCETTAC hakl
TECRESACTRGACRAT FLGRATACKHL TECAGSRCCAGAGRAYT TCERATACRT TECAGERCCAGRERAT TCGRATRC AL
IPAGAT GGNNNCTASCGTIAC ShE2 AT GTGGTHNNCTAGTETIT AL tldc ICAMGASCNNRCT AGCEITAC 6Iud
[T CEACC aAGART TEEANTACAC) T GCAGGACCRGRGAAT TCEAATACAG " GCAGGACCRGAGAR TTCEAATACAR|
CCRACSCHNNNCTRCCCTTAC 5363 2T COCECNIBICTAGTETTAL €123 CTEATCOMMNCTACCOTTAL 8363
TECAESALCAGAGART TOGARTACAT TGCAGGACCABAGINI TCGRATACIA S GCAGEACCAGH TTCGARIACRG

P ARGCCGANNNCTAGCGTIAC S88: CCRCATGINNCTASCLTIAL €124 T CARCTINCTAGCETTAL E364
TECACGRCCAGACAAT TUGARTACRE TG ORGARCCAGRGEAT TOCARTACAT TGCASCRCCACGRCARTTCOARTECET
[AGECCCTNNNCTAGCGTIAL za83 JCCCGATANNNC TAGTHTTAC IGACGTGINNNCTAGCGTTAC Uiha
TECASGROCCAGAGAAT TOGRATRIALC TECRGERCCAGARRAT TGCRSENCCAGAGRAT TCGRATACET
TTCCTAGHNNNCTAGCETTAC ERBA AEAGCCTNNNCTAGCGTTAL 126 TRCARCENNNCTAGCETTAC HIGE
TECAGGACCAGAGAAT TCGAATACAC T GCRGEACCAGACART TCCAATACAA TGCAGCAC CAGRGAR T TOCAATACAR)
GCAGPASNNNCIAGCETTAL 5887 Ho I GACGT MNNCTABCEI DAL €137 BATGITUNRNCTACIETAL 6357
TCLREGROCRGR) TOERATALAT TECAGAACCAGACARTTORRATACRA] TCCAGCALCAGRGRERTTCGRATACAT

Ge CCCTARNNCTASCETTAL =385 AGCTCGTRNNCTAGCG TAD El25 CRATRACGNANCT AGCETTAD Gi63
TECREGACCAGNGRAAT TCGAATACRL PECAGGACCAGAGRAT TCEARTACAG] TGCRSGACTAGAGRAT TCOAATACAT

(GAT CERANNNGATCGACATE: SRED GATCGARNNNGATLGAATE E129 JCEGATRNNNGR TCGACATG CECE]
TGCOASGACRGRGEAT TGRS TACAL GCAGGRCCARRGAET TUGARTACA™ T GUASGRACCAGRGEE TICEAATACAR,
CPATTARNNNGATCGRACATG S8V0 [CGCPACPANNGATCGRLATG E130 JGCCTTTINNNGATCGRCATG 63 10
TECRGEALCAAEART TOSRATRC AT TECAGHALCAGAGAAT TCGAATRACAC T ECRGEACCAGREMATT CEART BCRG
ATRGECTNNNGATCGRACATR ELAT! CCACTARANNNGATCEACATS i3l [TACACTEINRGATOCSACATE 637 1
TECAGGEAC CAGAGANT TCSANTACNN T GCAGGACCAGAGAAT TCGAATACAS 1 GCAGGMEChGNGANT TCEANTACAL
PRABATTRNNGATCERCATE 3392 ACCETTANNGATIGRCRTE €132 ICTGTAGINNNGATCGACRATS 6372
TCCRSGACCAGACAAT TOGRATIC AN TCCRSGACCAGAGRAT TCORATACEA; T CCRGCALCAGACRAAT T CORATACRS]

AT ACACTNNNGATCGACATE 293 {TGCCCTTNNNGATCGACATS C135 {CARAGTONNRGATLCACAT G 6373

CEACCAGREAMT TCGRATACAA [T ECAGSROCAGAGARTTCGAATACAT TECAGGACCAGRGARTTCEAATACAT

AT CCARANNNGATCGACATE 854 LCARACCHNNGATCGACATE €134 TCTOCGTHNNGATCGACATG 6374
TCCACGATCAGAGANT TUGRATALAT] [T GCAGGACCAGAGAAT TCGPATACAG - GCAGGACTAGRGAAT TCEPATACAT,
CIATTACKNNGATCCACATE B398 AOCTTCTHMNEATCEACATS ELZ35 R T COEANNNEATLCACATS BE3TS
TECAGEACCAGRAGART TCRABTAL AR TECAGGACCAGRGARTTCGRATACKL TECAGCACTAGRGAR T TOEARTALAD
COCEATANNNGR TLER AT 5896 T ACCCTANNRGATCSACATE €13 CTCCARRNNNGATCGACATE G376
TECACGALCAGARAAT TUGEATRCAG TECAREACCAGAGRATICGRA TACAA] | ECASGACTAGREAA T IUGARTACAT
|ARACGCANNNGAT CGRCATE 5847 TECCTTCNHNGATCGACATG E1%7 T ERACCGNNNGATCEACAT G BATT
TECAGGRLCAGRGART TOGEA ARG TECRGGACCAGRERRT TOGRATACES TECAGGACCAGAGRAT TLERATARMRG
TCATCGTHNNGATCGRUATE sSg9¥ ICCACTATHNMGATCGACATE €138 FCCGCTINNNEATCGACATG 6378
TECASRACCAGAGART TOSAATACAL T CCAGCACCAGARAAT TCGRATACAG TCCASGRLCACGAGCARTTOAAATACAS
GUAGTOANNNGATCGRCATE Saes GCAT T CANNNGATOGRCAT G G139 ATAECGTONNNGATOGROIETS & 13
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TECAGEACCARRGAATTCG
GACCATGNNNGATCGACATE

GRATACAT

TGCAGGACLAGAGANT T CCARTACAD)
CTAGARCNNNGATCGACATG

TGCAGEACCAGAGAR T TCEARTACAA]
T CARCANMNGATCEARRTG

TCCAZGACCAGAGRAT TUSARTICAG

TGCAGGACCAGAGRAT ICCRATACAT)|

TGCAGGALCAGAGPAT JCCAATACAGH

(GTCCACGHNNGATCGACATE 2301 TIATAARNMIGATCGACATS E141 [TETGCATNNNGRTCCACATG 6381
TECAGGACCAGACART TCGARTACAR [CECAGGACCAGACART ICCAATACAT) TCCAGGRCCACRGARTTCGAATACAG
IPCCATARNNNGATCGACATG 5302 ICCCTACANNNGATCGACATS €142 CCATAGTNNNCGATCGACATG 6382
TCCAGGACCAGAGAAT TCCGAATACASR FCCAGGACCAGRGAATTCCAATACHA T CCAGGACCAGAGRATTCGAATACAD
ACACGOGNNNGATCGACATE 5303 CGTCTAGNNNGATLGACATEG £143 ITCATCTENNNCGATLGACRTG 6383
TECAGGARCCAGAGAAT TCGAATACAR TGCAGEACCAGACRATTCGAATACAG [TGCAGGACCAGAGAATTCGAATACAA
G GAMNNGATCGALCATG 5244 IAGCTT DGNNNGATCGACATE €144 ACCGACITNNNGATCOACAT G G384
TECAGGACCAGAGART TCGAATACAT TCCAGGACCAGAGRATTCGAATACRR) T GCAGGRACCAGRGRAT TCGAATACAL
[CRTTACTHNNGATCGRCRTG 3805 GEGCGGUNNNGATCGRLR 14 IRTCGCCONNNGATCGRORTG ELE]

TGCAGGACCAGAGAAT TCGAATACAC

TECAGGACCAGAGARATTCGAATACAC

TGCAGGRCCAGAGAATT CGAATACAT)

GARAATANNNGAT ATATACANNNGATCGACATS £14€ IRGCGATCOCNNNGATCGACAT S 638G
TECAGGACCAGAS TECAGGRACCRGRGAAT TCGAATACA! CRGAGRATTCEAATACAR
(GEAAGGTNNNGATCGACATG 2907 JAGGCTACNNNGAT CGACATS €147 TGECGTINNNGATCGACATS G387

TETTTTANNNGATIGACATG

TECAGEALCAGAGRAT TCGAATACRC

TECAGERCCAGARCRAT TCCARTRCRT
AT CORCENNHGATCGACRTS

£148

TECASGRCCAGAGAATTCEARTRCAC
ITARATTGNNNGRATCGACATS

L3388

(TGCAGGACCAGACGART TCGAATACAC

TGCAGGACCAGAGART ICGAATACAR

TGCAGGACCAGAGAA T TCCAATACAA]

(GEATT TENNNGATCEACATE 2309 GACGTCTNNNGATCGACATE €143 ICTACATANNNGATCGACATG G383
(TCCACGACCACACRATTCGRATACRD TCCAGGRICACRCGRATTCCARTRCAT (T CCAGCRCCACREAR T TCCARTACRT
GTCETSCNNNGATCGRCRTG 2310 GTTACCCNNNGATLCGACATG e120 A TCCTCANNNGATCCGACATS 6350
TeCAGGRCCAGAGAAT TCGAATACARN TGCAGGACCAGAGRAT T ATACRG] TGLAGGAC CAGRGRATT CGARTACRG|
TECCTCTNNNGATCEATATE 5511 CCTGOAGNNNGATCGAS 6151 LTCTGRENNNGRTCGACRT G 6391
TECAGSGACCAGAGARRTTCGRATACAR] TECAGGACCAGRGARTTCCRATALLRD (T CCAGGACCAGRCAR T TCGAATACEA
GARGAAGGHNNGATCGRCATG S912 CTAACGTHNNGATCGACATE €152 g{ CAARNNNGATCCRCATS 6392
TECAGCRACCACACRAT TCEARTACKT TECAGHRCCACRCRAT TOGRRTACEA) TCCAGCACCACRCART O AATECREC
(CATCGTGNNNGATLGACATG 5913 TCTTATCNNRGATCGACETG G153 CARGCTANNNGATLCALRTG 6393
TECAGEACCAGAGART TCGRATACAC CECAGGATCIGRGAAT ICCAATACAA [TCCAGGACCAGRGAAT TCGAATACAA
CHNNGATCGRORTE 5914 T T TGENNNGATCGRCRTE 154 CGACATCNNNGATCEROAT G B394
:GACCAGAGRAT TCARATACARC TGCAGGACCAGRGRAT TCGARTACAG TECRGGRCTAGAGRAT TCCARTRCAC
TC TAGGNNNGATCGACATG 5915 AT TAAAGNNRGATICGACATS €155 JCTCCGACNNRGATCGACK 6395
TECAGGACCAGAGART TCGARTACAL TGCAGRACCRAGAGRAT TCEAATACAT) [T ECAGGRCCAGAGAR T TCEAATACAT
TGCTTCTNNNGATCGRCATE 5216 TGCCAGANNNGATCGACATE €156 CCTGTGENNNGATCGAL
TGCAGGALCAGAGRAT TCGARTACAL] TGCAGGACCASACPATICGAATACAT TGCAGGRCCAGAGAAT
ARAGT CONNNGATLGACATG 2917 IGECATATHNNGATCGACATG €157 VCCGCCLHNNGRTOGACATS CEEN
TCCAGGACCAGAGART TCGAATACAL [TE: CAGG‘\CCJG#WT‘Z’CGR‘.TACR e ITGCAGGRCCAGRGRATTCGAATACRC
(GTAGCCGNNNGATCGRACATG S318 T CAGUCNNNGATCGAC €138 IcT CGCUTNNNGAT COACATG GJ28
(TECAGERICAGAGRAT TCGRATALAN TECAGGALCAGRERATT ‘G_MTP CRC (T CCAGEACCAGRGAAT TCERATACRT
GECTGAANNNGATCGACATG 218 *M‘f:.nf‘"'mmrm, CGACATEG €159 CTCACCENNNGATLGACATS 6399
TCCAGGACCAGAGANT TCGARTACAL! CAGGACCRAGAGARTT CEN‘-LI'AC? T GCAGGACCAGAGAETTCCGARTACAG)
TARTCTTNNNGATCGACATG £320 G-C.F\ GGTNHNGATCGACTATG €la0 [CCTGGACNNNGATCGACALG 6400

TECAGGRCCAGAGRATTCGRATRACAR

TECAGGRCCRGRGAATTCGRATACRT)

T CCARGRLCACRGRATTLGAATACRR

LCTTARTHNNNGATCEACRTE CETHHNGATCCRCA E161 GRCNHNEATCCAL

SCAGEALCAG TECAGEACCAGAGRATTCGAATACRA] TCCAGGACTACAGAATTCG
TCACAATHNNGATCEACATE S22 CCACTGTMNHGAT L-aAI“"’f“ £152 ETTCCCTNNNGATCCACATS 102
TCCAGGACCAGAGAAT TCEAATACAL TCCAGGACCAGREANT ICCAATACAL] CUAGCACCACACAR T TCCAATACAL]
IACCCTGCNNNGATCGACATE s823 TTACAARNNNGATCGACATE E163 CCCACCTNNNGATOGROATS 6403
TECAGEALCAGAGALT TCEAATACAC TGCAGGACCAGAGRAT TCEARTACAC) TGCAGERCCAGAGAA DT CEART ACAA)
TCTACGANNNGATCCACATE 5524 CATGCCCNNNGATCGACATE 61o4 CETETCANNNGATEGACATG 6a0d
TGCAGGACCAGAGART TCGARTACAG TECAGGACCAGAGAAT ICGARTACAL] T GCAGGACCAGAGARTTCGAATACAR)
CTGASATNNNGATCGACATE =525 80 COGCANNNGAT I GACR' 2165 L CCACCANNMGEATCCACATE 640:
TGCAGGACCAGAGAAT TCGAATACEA TGCAGGACCAGAGAATICGARTACAT) TCCAGGACCACRGRATTCGARTACALC]
Gc" SCTHNNGATCGRCATE 5326 CCATAACNMHGATCGACATS Eloe % TCACTONNHGATCGACATG G4UE

TGCAGGACCAGAGART TCGAATACAG TECAGSACCAGAGAATTCGAATACAT) T GCAGGACCAGAGARTTCGAATACAT)
ACETCCCNNNGATCARAATE 5927 GARGTCCNNNGATCGACATG 167 RATGCTANNNGATCGACATG 6407
TGCAGGACCAGAGAAT TCGARTALAA] TGCAGGACCAGAGRAT TCGARTACAT) TGCASGACCAGAGAAT TCGAATACAT
CTCAGACNNNGATCGACATG 5328 CAACACTHNNGATCGACA 168 GCCTTGONNNGATCGRCATS 6408
TECAGGACCAGAGRRT TCGARTACAL 2 ,cssnuxgwku_rrcmkrm TGUAGGRACCAGRGAATTCGAATACAT)

- o 5159 GATCACCNNNGA TCOACAT S 5403
TECA T CCAGGRLUAGAGAAT
.ALCGG CENNNGATCGA £170 TTCGGARNNNGATCGACATG
TCCAGGACCARRGEAT TCGARTACET] TCECAGGRCCAGAGRATT

GGCCCTENNNGATUS GCTAM TAMNHGATCSA 171 GCRANTCNNNGATCGACA
TCCAGGACCAGAGAAT TCRRATACAC TECAGEACCACAEAAT TCGAATACAT [TECAGCRACCAGAGAA T TCCAATACAR

GCCCTETHNNGATCGACATE 5332 ARGGAGCNNNGATCGACATE 172 CRCAACONNNGATCGRCRTE 6412
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TG uu.fvc.n_rmqm"rr‘ -+ L'\T.T«.A' TGECAGSACCAGAS '\J\T"C\n“TAr‘J\"' T GCAGGACCAGAGAAT
BCCCETANNNCATCGRCRTE 2933 BCTOCEGRANNMCRTCGACRTO e173 L CECGRTNNNGATC

GATAETGHNNGATCGACATG

TCCAGGACCAGAGHAT TCGRATACAG

TECAGGACCAGREPATTCCAATACAC
TATCCTGNNNGACCGACATS

€174

TGCAGGRC CAGAL:
ACCAACANNNGATC

TGCAGGACCAGAGART TCGAATACAT
PACCCAGNNNGATCEACATG

GGACCAGACAATTCGAATACAT,
T T GOTCCHNNGATCGACATG

€173

TGCAGGACCAGAGARTTCGAATACAC
FAASTAANNNGATCCACATG

TCCAGEACCRAGAGART TLGRATACAR

TCCAGGALCAGAGRAT TCGARATACRG

T CCAGGALCAGAGRATTOGAATACAG)

TGCAGGACCAGAGAAT ICGRATALAY

AGGACTAGAL! i
IRCCGECCANNH TGCAT CAGET

GGTCCTANNNGATCGRCATG 236 CCTTTCANNNGATIGACATG €176 ARETCARNNNGATCGACATG 6415
‘GCALGACCAGAGAATTCGAATACAA TGCAGGRCCAGAGAATTCGRATALCAG) (TGCAGGACCAGAGAATTCGAATACAC
RCTGEAGNNHGA T CGACA 5937 TETTCGANNNGATCEBACATE e177 TCCTGATHNNGATCGACATG 6417
TCCAGGACCAGAGART TCGRATACAT TCCAGGACCAGRGARTTCGAATACAR T CCAGGACCAGRGAATTCEAATACAA
TETTSTTNNNGATCGRCATE i CTGTCASNNNGATOGRCLRTE E178 T ATAGTNNNGAT CERCE 6413
TGCACGACCAGAGRAT TCEAATACAL TECAGEACCAGAGRAT TCGAATRCAA] TECAGGACCAGRERAT T CEAAT ACLE)
CCGRAGCENNNGATCGACATG 5939 TCTGACCNNNGAICGACAT €179 ICTAGTTCNNNGATCGACATG 6419
TCCAGGACCRGAGART TCGAATACAR] TCCAGGACCAGRAGRATTCGARTACAT IGCAGGRCCAGRGARTTCGAATACAT
GATCCGTHNNNGATCGACATG 5940 ACCTCEINNNGATCGRLATGE EL80 ZGAACTINNNGRT CGRL, 6429
TECRGEACCAGAGRAT TCGRATACAA TCCAGGACCAGAGRAT TCGARTALRT LUCAJC-?!CLACR&' AT
TRCCGTGNNNGATCGACATG 941 CCRTACCGHNNGRTCGACATS 181 AT CTGTNMHGRTCGACATG FdZl
"GWA:‘CA‘MW‘ITV‘GMTAUA TECAGGACCAGRGAATTCGAATACAC [IGCAGGACCAGAGAATTCGAATACAA

AT CATGTNNNGATCGRIATG 942 ACGTAACNNMGATCGRIALG E182 L TCOGCTHNNNGATCGACATG €422
“CC.‘«.“uRCChCAGM*.’TTCS!ATAC&T‘ TCCAGGRCCACACRATTCCAATACAS TCGCAGCACCAGAGPATTCGAATRACAT
GTTTTGTHNNGATCGRCATG 2243 JGACCARMNNNGRTCGACATG E183 [TTCTACRNNNGATCGACATG 6423
TGCAGGACCAGAGRAT TCGAATACAG TECAGGACCAGAGRATTCEAATACAG) - GLAGGACCAGAGAATTCGAATRCAT
GATACAGNNNGATCGRCATG 544 ICTCOCCANNNGATCGACATG E18 ICCCAGCONNNGRATCGRCRTG 6422
TCCAGGACCAGAGAATTCGRATACAS [TCCAGGACCAGAGRAT TCGAATACIN (I CCAGGACCAGAGAAT TCGAATACAL
TICCET .F’.GNEDHAA TCCACATG S345 1 Gf. BAGCHHNGEATCCGACAT S £1%3 T TALCACNNNGAT ¥ge] G423
TCCACGROCAGAGRAT TCOARTRCALD TCCAGGRCCACGRORATTCOARATRCAC TCCACGRCCAGRORATTCL MTI-C.N\
GAGATCANNNGATOGACATE G40 AT ACGACHNNGRTCGACAT G G138 CCT TCTGNNNGAT CGACAT L2 E
T&I‘J\.(:GP.CCAGAGA.\'IIE.MTA!M TCCAGGACCAGRGAAT TCGAATACAT TGCAGGACCAGAGAAT TCGAMTACAL)
7T TETTANNNGATCGRCATE 534 TCAGCGRNNNGATCERCATS E187T =T GET TCGLCRTG 6427
TGCAGGALCAGAGRAT TCGRATACAS iy b-a."\C"‘M;Fv(m'f TCGAARTRCAC TGECAGGACCAGAGRATTCGARTRCAC
PEAACCTHNNGATCGACATG 5848 LT CGACATG E1EE ICABACTGNNNGATCCACATG o428
(TECAGGACCAGAGART TCEAMTACAC TGCAGGACCAGAGANT TCEAATACAL I GCAGGACCAGAGRATTCGAATACAL
CTRCRGANNNT GCATCAGSET s3é9 RGTRCTGH GCATCAGGT £189 T CACGCCNNNTGCAT CAGST 6423
TCCAGGACCAGAGAATTCGAATACAS TGCAGGACCAGAGRATICGAATACAG TGCAGGRCCAGAGAAT T CGAATACAS|
CAZCGATNNNTSCATCAGGS 5350 AT COAAGHNNTGCATCAGGT £120 NCCAGCENNN I GCATCAGET 6430
TECRGGACCAGRGART TCERATACAT TECAGGACCRGREAATTCCAATACAT TCCAGGACCRGRGARTTCEAATACHA
IACTGCTCNNNT GCATCAGET 2831 CAARCGCNNNTGCATCAGGT E191 CAATGECNNNTGCAT CAGGT La3L
TECAGGACCAGACHRATTCSAATACAL TECAGEACCAGRGRAT TCGRATRCAT [T ECASGRCCAGAGRATTCGAATACRC
CTCTTGTHNNTGCATCAGGT 5362 TICAATCNNNTGCRTCAGET E192 ICACTCCONNNTGCAT .,AC—I;T 6432
TCCRGGACCAGAGART TCGRATACRE TGCAGGACCRGAGAATTCGRATACRG TGCAGGACCAGRAGARTTCGAATACAR
IRGTCGRANNNT GCATCAGGT G953 AGATGGTHNNNTGCATCRGEGET E153 RAGTATGNINNTGCAT CREGT 6433
TECAGGACCRGAGRRTTOGRATACET TECRGGACCRGRGRATTCGRATACRA 'c-rnfancc.;\c.—m"’crmurnc

2 ":Iﬂl"l"‘ LF\T ,.M"’:"f 2854 JEECTCATNNNTGCRATCAGET £l24 CGTANNHN TG{‘.A 3

.CC 1 T?,TNN'N : uf)\"[ C.nGS' GCCCGUANNNTGCATCAGET &195 6433
(TCECAGGATCRGAGART TCERATACAL TCCAGGACCRGRAGRAT TCGAATACAT] [TGCASGACCRGRGARTTCGAATACAL
CGCTCAGNNNTGCATCAGGT 2856 PRCTGCGNNNTGCATCAGGT El96 LTCTCCENNNTGCAT CAGGT 6438
(CECAGEACCAGAGARAT TCERATACAT r'C CAGEACAGRERAT TCEAATRCRA] I GCAGER. CAGAGAAT TCEAMT RCAG)
GGRCCCSNNNTSCATCAGET 5857 CTTGCNNNTGCATCRGET €197 FECCGTACHNNTECATCAGGT 637
(TCECAGGACCAGAGAAT TCGAATACAL CAGGACCRGAGAATTCCAATALAN l'.-(.anFC(.PCN'ﬁ AT TCEAATACAG)
TACCACCNNNTGCATCAGGT CTTAATGNNNTGCATCAGET E198 ACAGTETNIN €438

TCCRGGALCAGAGRAT TCGRATACRS TCCAGGALCAGRGRATTCGRATACEC TCCAGEACTA C.-LC.F-A“"CGP@T.T\C‘A
TATARCTNNNTGCATCAGGT 4559 IWCCTGCONNNTGCATCAGGT €139 ITGGAGTGNNNIGCATCAGGT CEEE]
TCCREGACCAGRGARMT TCGARTACAE CAGGACCRGRAGAAT TCGRATACAT TECAGSAC CAGRGAAT TCGAATACAT
CCCGTGRNNNTGCATCARGT S9E0 TGCTTTNNNTGCATCRAGST 200 CCGCCGANNNTECAT CACGT 6440
TCCACGACCAGAGARAT TCGARTACKC TGCAGGACCAGARGRATTICGAATACIA [T GCAGGMC CAGAGAATTCEAATACEA
TGATGACHNNTGCATCAGGT s261 GETGCAANNNTGCATCAGET 6201 ITCGAT TANNN ZGCAT CAGGET cd4 i
TECRGGACCAGAGRAT TCGARTACAC TCECAGGRCCAGACRATTCGRARTACEL TECAGGRCCAGRGRATTCGARTACAL
AT GECATHNNTGCATCAGET 5862 GECTARTNNNTGCATCRGGT 6202 CCARCAANNHTGOATCAGET CERF
TCCAGGACCAGAGAAT TCEAATACAA TGCAGGALCACGAGAATICGRATACAT - CLAGGACCAGRGRATTCGAATACAT
:ATCNNN"’GCP«TCAGG" 2963 AGCAARANNNTGCAT CAGGT g203 (TAGATTNNN T GCAT CAGHE 6443
TECRGGRCCAGAGRAT TCGARTROEA) TECAGEACCAGAGRAT TG T BCAA)
';5! &d CCAAGCANNNTGUATCAGE €204 CCGGAGGNNNTGCATCAGC eadd
CAGGACCAGAGART TCGRATACAL TCCAGGACCAGAGAAT TCGRATACAR TCCAGGACCAGRGAATTCEAATACAL
CTTEOCEGNNNTGCAT CAGST S8ES TRETACTHNNNTELATCAGET FE] A CCTGRARNNNTGUAT CAGGT G443
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ECAGGACCIEAGEALT TEERAATACAG) I TGLAGGRCCAGRGAAT T CEAATACAC) T MQG’\C CAGRGARTTCGARTACAR
RGECACG T GLATCRGET S968 CCATETTNNNTRCRATCRCGT 208 T GTECNNNT GCATCAGST Bddn
[TGCAGGACCAGAGIAT TCEANTACAC) TGTAGGALCNGAGNAT T CGAATALAG H GC?\GGMZ CAGRGIATTCEIAT A AT
CT GG CONNNTGCATLAGST 2361 PCCAA TGN GERTLAGGT B207 PGGATCTNNRTGCAT TAGGT G4d
TCCACGACLACACAAT TLCAATACKC) [TCCACCACCRCRCRATTCCARTACEA TCCASCRCCACACRRTTCCALTACAC
ST CGETANNNTGCATCAGSET t3éd BTACCTANNNTGLRTCRGET c2G8 |ETT TS TENNNTGCATCAGET Gad s
[TCCRAGEACCAGAGART TEGRATACAG TECAGEACCAGREARTTCARATALAR [TCLASGACCAGAGARTTCGRATACER
[TCARRGCGHNNTGCRTCAGET 2269 IATATTRCHNNTCCRTCRAGCT £209 PATCARGNMNTGCATCAGET el
(TECAGEACTAGAGANT TUGHAT RCARS TECRGGACCASABIAT TCGRATALAM (TGCALGAC CAGRGAA T TCGAATHRCHT
CELATGUNNN U HCATCARS, 87 A CLATANNNTGLATCAGET 5210 | AATH L ANNIT, GUAT CAGET G450
(TCCAGGACT RGAGART TOEAS TACAL) TECAGRACCAGAAATTCEAATACAT T CCAGCACCAGAGAR . TCGAATACAR
GRECEEANNNT GCATCASST =311 CCATT TANNNTGCATCAGET 21l TEAMGECNNNTSCAT CAGGET 2 b )L
TiECAGEACCAGAGAAT TLGRATACAT TECAGEACIAGAGRAT T CERATACAG] TGCAGEACCAGAGAR T TOGARTACKH
TTTGUCGHNNT GCATCAGGET 5312 RGEITCTHNN T GCATCAGET 6212 3 1 GEANNNT GCAT CAGET Gah2
TECAZGROCRGACA AT TCSARTACARS TCCAGGRCCAGRCART TCCAR TACAG | TCCAGCRCCRGRAGRR TTCHART ACAR

|AGT CTEUNNNTGUAL CAGEY £373 LCATACCNNNTCUATCACET £2i3 [ECAAAATNINTGCAT CAGET 6453
CGACCAGAGRAT TUGARTACKS] T CCRGGEACCAGACRAT: CEAATACRA [ CCAGGACIAGRGAATZ CLARTACAA
[TTCCTTCNNNTGCATCAGBET 2914 ICCTTGoTNNNT GERTCRECT et ICACATCONNR T GCRT AGET fd34

TECAZGACCRGEAGAAT TCEARTACAAS {TGCAGGACCAGAGART TCEAMTACAT) [T GCABGACLAGAGAR TTCEAATACAT)
[CCTGARANNNT SCATCAGET =315 JATCRAAGTNNNTGCATCAGGT £2in PLCGCCTTNHNTGOAT CAGET CAEE]
(TCCACCACCACACAATTOCEATACLRS TCCAGCACCACACPATTCORATACEA) [TCCACCA CACACRRTTCORATAL
CECTCSTHNNT GERATCAGET 9156 CT TAGGCNNNTGCATCAGET E21E CECTATNNNC GCATCAGGT 645
”GCMGA(‘W‘ITF‘WTnC!L TCCAGERCCAGNGR AT COAATACAN - GUAGGRCCAGRGAATTCOARTACEA)
BGREECONNNT GCATCAGET 2315 [CTGTTOCNNNTGCRATCAGET g1 |GTERTEENNITGCAT CAEGT fis o7
TCCAGGACCAGAGAATTCSAATACAT) TGCAGSACCAGRGPATT CGARTALAG TCCAGGRCCAGACRATTCOAATACAL)
CTCAT CTNNNT GCRTCAGGY 2378 GAT AL HNNTGLATTAGEY £2i8 ICCATCARNNNT GCAT CA 6452
[TCCACGROCACRCRATTOCRATACAC TCCAGCRCCAGACEATTCCRATACED [T CCRAGCACCARREAR TTOCCAATRACAS
CECEACHNNTGCATCREET £2379 SACTCCENNNTECATCREGT 5249 ECR TACCHNN TECAT CAGET 6459
[TCCALGALCRAGAGART TCUAA TACAGY ICCAUGACCAGRGAAT TCERAATACAL) [LCCAGCALCAGAGAA T TCGAATACAR
GRTATAANNNTGCATCAGET 2260 (CRAGRETNNNTEIRTCRGEET 220 TTECETENNN TR CAT CAGRT fd Rl
TECAGCGALCAGAGRAT TCGRAT ALAA] TOCAGGACCAGRIRAT T CGRATACAA TGCABGRCLAGAGARAT TCERATACHLC

AT T TANNNTGCATCAGGT 32681 CLEIC U THNNTGCATCAGET £221 < ACAG TENNNTGLAT CAGEY G461
FFCCACGACCAGAGART TEGAATACAA) TECAGGACCAGAGAAT T CEAR TACAR |TECAGGEACCAGACAR TTCEAATACAL
GCCCETONNNTGCATCAGST SH82 GETTAGTNNNTGCRTCAGET tild [CETCoROMINTGCATCAGST G462
T CCAGEACCAGAGAAT TCGANTACAL! TECAGEACCAGAGIAT I CnTALAC 1 GCAGEALCACAGRA T CGARTACAA
&EAWNNTGCAI".A‘?ST 2383 CC AAGCANNNTGCATLAGET €223 A_G’CVIAMINTGCATQEGT bl B2
TECREGRCCRGAGRATTCGARTACKRE] TECAGSRCCAGRERAT TCGRATACAG [TECAGCACCAGRCRRTTCCAATACAC
CCACATTRNNT GCATCAGET 5384 CGLCARGNNNTGLAT CAGET €224 [CAGGCCINNNT GLATCAGST G464
TECAEEALCAGAGHAT TOGPATACAL TECAGEACCASAGAAT TCEAATACRC T CCAGEACAGAGRAT TCRAATACRS
AEAGAGTHNNT GCATCAGET =385 CTCTTANNNTGCRTCACET €225 [CCTATCONNNTGCAT CAGGT G465
TCCAGEACLAGAGANT TCEMTACAL {TCCAGAACCAGAENT TCEAATACAMN [T GCAGGAC CAGAGAR T TCGAATACAN

I CACACRNNTGCATCRAGET £38€ JC T ACGGTNNNTGCATCRGGT £22¢ [ GLGAGTNHI GLATLAGGT Rl
TCCRAGGALCRAGRGART TUSRATACAT |TCOAGGRCCRGRERAT TCERATRLRS CAGGRCUAGRGRRE TTCGRATACAG
TRAGC TANNNT GCATCAGSE™ %€ CEAGLTHNNTGLEYCAGET £227 BEAAL TENNNTGCRT DAGET E467
TECAGSACLAGAGRAT TUGAATACAG IECAGGACCAGAGRAT I COAATACRG TGCABGACUMGAGAN T TCEART ACHT
TERCLGONNNTGEATCAGS? 5088 ITACTTAANNNTGCATCRGGT E2238 [GGT BT TENNNTGCATCAGGT E.-l‘.'::
TGLARGACCRUAGAAT TCSRATACAL ITCCAGOACCRURGRATT CGAATACAT) S CCAGCRCORGACAR T COPPTACA
CGATATGNNNT GCRTCAGET s389 _igcccf: JCNNNTGCATCAGGT £229 [IRAARTCANNNTGCAT CAGLT ﬁd [t
TECAFGALCAGAGAAT I UGARATALCAT TGCAGEACCAGAGRATT CEAATACRG) T GCAGERC CAGRAAT TCRAAT AL FA)
AGCATT TCRGET §60 CCRCT TANNNTGCATCRGET £230 [FTTCCCLNNNTGCATCAGET 6470
TGCAGGACCRGAGRNT TCGAATACAL (TGECAGGACCRGAGAATTCGARTACAN [TGCAGGRCCAGAGAR T CEAATACAL
TREGCOINNNT GCATCAGET £351 TFECAAGNNNT GCATCAGET E231 [CTCCATANINT GCAT CAGAT €471
TCCROGACCAGAGAAT TCGMATRCAT TCCAGGACCASACRATT CCAATRCAT T GCAGCACCAGRGRATTCONATACET
TAGTPACNNNTGCATCAGGT 3392 CCAGGTGNNNTGCATCACCT £232 [TACTACTHANTGCAT CAGGT 6472
[T FCAESACCRAGRGAAT TLGAM TACAT T BCAGEACCAGAGANTT COAATACAN [T GCAGGACCAGRGARTTCEAATACAT

AT CACGONNNTGCATCRGAT 5923 AT TARCNNNTGCATCAGET £233 [CCTTTATHNNTGCAT CAGGT 6473
TGCMNEGACCAGAGHAT TOGIATACAC] TGEAGGACCAGAGIAT T CGMATACKT| [T GCAGGN. CAGAGRATTCEANTRLAM
GATTCTCRNNT GCATIAGST 2394 G GRANTNNNT GCATLAGET Ei2« [TTCARTENNNT GCAT CAGGT LERES
TECRGEACCAGAGRRT TCGARTACAS TECRGHRCCAGARRAT TCEAATACAT [TECAGGRCTAGAGRATTCGAATACRA)
AGEARGANNNTGRATCRGET £925 CTRAGTGNNNT CEA TCRGET a23s (RCCACRCHNI T GCRT CAGET Gl 5
[TGCAGGALCRGAGART TUGRATALAT] TGCAGLALCAGREAAT TCHAATALRT S GCAGGAC CAGALRA T TCARTACAL

T CTETHINT GCATCAGET 3386 REACECTHENT GCATCAGET ER2E ACCCHOONNNTGCAT CAGHT 6478
(TGCAGGACCAGAGAAT TOIAATLCRA TeCAEGACUABACRAT T CCRRTACAC TCCAGCACCALRGRA T COARTACKY

PO AL T CANNNTGCATCRGST 5397 TERAGCANNNTGCATCAGLT £237 CATGECUENNITGCATCAGGT G4
TECAREACCRGACARTTCSAATACAT TCCAGGRCCAGRCARTT CEARTALAR) T ECAGERUCAGRERRTTCEAATACAL

AT T OOPNNNTSCATCAGST E348 JGRCGTARNNNTCCATCAGET £2i8 ICTEAGTANNNT GCAT CAGET 6572

206G

136



CN 109804080 B

i

B H M [E

83/102 T

o =

TECACGACCAGACAAT TCGARTACAR

TECAGGACCAGRERATTCEARTACAT

S L AGEAL LA CRGAR T ~CEAATAC,

[ATTCCTANNNTOCRTEASGT L3249 TTTACOTMNNTGCATCRGAT GETOTCTNNNTGCETSROAT 673
TCCPSGACCAGAGAAT TUGRATACAG [TGCRGGACCAGAGAAT TCGAATACAG| - GCCASGACCACGAGAATTCGAATACA
CT GAT TGHNNTSCATCAGET S000 P T CATTTNMNT GCATIAGET PEACCCTNNNTOCAT ZAGET Bad0
TECRCGACCAGRCAAT TCGAATACAT s GCAGSACCAGAGRAT TLGNATACAAN |- CCAGGAC CAGRGRAT TCGAAT ACAG
PCCCOAANNNTGLATCAGET LUt [CGGAN TGNNNTGLATCAGET - ACTTEGNNITGCATCAGGT Labl
TCCAGGACCRGAGALT TUSPATACAR TELAGRACCAGRGAAT TCGRATACRR, - LASGACCAGAGARTTCGRATACAT]
GGLCATTHNNTGCRATCAGGT B0C2 AT CGCAGNNNTGORTCAGCT CLCTCTTNNNTCCRTCRGET 6462
[FACREGACCRGAGRAT TCarATACHE] TECAGENCCAGAGRA T TCGARTACAL F GCAGEACCACACAN T - CEART RCAT]
CTLCCCANNNTSCATCAGEY 5003 GACTEATHHNTECATCNGET MO DAL THNN S GORT CAGET 453
TECAGGRACCAGAGRAT TOEAATACAT T GUAGRAC CRGRIAT TCHAR TACAR] [~ AGRAC CAGRGAR T CRAATACAL
[GRACGCTHNNT SCATCAGST ] ARGETACNNNTECATCAGGT GTT TTCONNNTGCAT CAGGT Gaks
TGCAFGALCAGAGRAT TOGAATACAL LGCAGRACCAGAREAT | CEAATACAAL L GOAGGRCCAGAGAA T TCART ALAG
GAGGCAGHNNT GCATCAGST EL03 CRGCATINNNTGCATCNGET |E24 3 PeAT CACINNNTGCAT CAGEHT 6485
[P GCAGGA CCAGAGAAT TOGARTACAG TGECASGACCAGAGRAT TLGAATACK - CCAGLRCCAGAGRAT TCGAATACAT
|G GCIATNNNTGLAT CAGSY €506 LACGT JONNNSGUATCARGT s GAZGGUNNNICCAT CAGGY 6488
TECAGGACCABAGRAT TCSRAT R A TECAGERCCASAIZAAT TCEAATACRA| TGCRGERCCAGAGAAT T CGAR T RCRL
BT TECOGHNNT GERATORAGET GouY RLCCACTGHNNTECRTCAGET CRCATTCNNNTGORTCREET (a8 T
JECNGGACCAGAGAAT TCEAATACAG |- GLAGGACCAGAGANT TCGARTACAL] L GCRGEACTAGAGAM T T CEAATACAL
GCOGACTHNNTGCATCAGST £203 TCGAGTTNNMTECATCAGET RARRAGTNNNTGCATCAGGT ELER
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TECAGGACCAGAGRAT TCGAAT
CRCACTATT ANNNACGSTATELOA

T GLAGGRCCAGRGAATICGART
CATATTCCTTHNNACGTATGCCA

= 3

CAZICEAATCATNNNACG CATGCCA

CATAGCACGCNNNACGTALGCCA

CATAMN. CACHNNACGTATGCCA

TCCAGGACCAZAGARTTCGAATA €4sC X C-C."\\abAC “\-.ar'-\t.}\}‘ "TCW"'A €730 TCCAGGACCAGACARTTCGARATA 657L
CRGTACTRATHRHNACGTATSCCR CRCCAGCATANNNACCTATGOCR CACCATTRARANNNACGTATGCCR
TGCAGGACCAGAGRAT TCGARTA €4el TECAGEHNCCAGNGANTTCGANTA &73l TGCAGGACCAGRGAATTCGARTA @871
CATITATZCCTENHACGTATGLCA CACGARGEATNNNACGTIATGELCA CAGITOCCGCHNNACGTAT GLCA
TGCAGGACC G."J'u.""“l'x-."}un E452 TCGCAGGACTRAGACGAPTTCERATA E732 TGCAGGACCAGAGAATTCGAATA €972
CAZTCATCCTINNNAC CACGACGACGNNNACGTATGECCA ACTEECETSNNNACE, CCh
TECAGGRCCAGAGRA 5403 E §133 '.'G AGGRCCAGACRATTUIGARTA $%73
CACGARTRARNNNACGT, CRAATRCCCGENMACGTAT GCCA
TECAGGACCAGACRRTTCGAATA fasd €134 TCCAGGRCCAGARGRATTIGRATA BET4
CAG TAT CRNNECGTATGCCA CROACARACCHMHACGTATGCCA
TECAGGACCAGAGRATTCGARTA BEOC "C‘C.M_-.CAC"‘RGM M"Tfm"'?\ &735 TECAGERCCAGREAATTCGARTA 8975
CERATTCRCANNHNACGTATGCCA CRGTTGCGATNNHACGTATGCCA CRATTRATATHNRNACGTATGOCA
TECAGGACCAGRAGRATTCGARTA 8436 TECAGERCCAGACARTTCGRRTR L TECAGSRCCAGRGRATTCGARTR
CRRATCCCCANNNACGTATGCOA CERTACCCTCONNNRCGTATCICR CRGATTRGCCHNNACGTATGICA
TECAGGACCAGAGARTTCGAATA 8437 TECAGCACTAGAGARTTCEAATA E737 TECAGCACCAGACGAATTCCAATA 687
CAACCT. TRNNACGTATECCA CACTCSRACTNRNNACSTATCCCA CRGACAALATHRNACGTATGCCA
'I'EC.“ GGACCAGAGRATTCGARTA 6498 TECAGCACCAGRERATTCGART €738 TECABGRACCAGREPATTCEARTA €978
CAGCTTACT CHNNACGTAT GLCA CRCAGGLCATNNNACGTATG CABATATTTANNNACGTATGLCA
TECAGGACCAGAGART TCGAATA €43 TECAGGACTAGACARTTCEAATA €739 TEUAGGACCAGAGART
CEATAGTCATHNNRCGTATGCCA
Qac TECAGCACCAGACAATTUGAS 740
2 CACTCCGTCGNNNACGTATECCA
TECACGACCAGAGARTT Eall TECAGRACCAGACARTTCGRATA 6L
CAACAAGTT THNHNAC CAETGCOETENNNACETATECCA C
TELACGRLCCAGAGRA TECAGCRCCAGACRATTCERATA €74z n \.F\GGI«LCACMEA CL.AK'A o562
CATATC TCATMNNACCTAT ZC! CARGTEARCTNNNALGTATECCA TGMNNACGTATSCUA
TCCAGGACCAGACART ZCCARATA, TECAGGACCAGRERATTCCARATA gr43 "C-"A"GPC\.ACP\UA"‘“CCM“A e563
CACGTTTGETRNNACGTATGCCA CATATTECAANNNACGTATGCCA CAATEATGAANNNACGTATGCCA
TECAGGACCRAGACE Eolé GRGERTTCGRATA oiad TECAGGRCCAGAGRATTCGAATR Lupd
CATAATTCCTNHNAL CRE NWNACGTATGCCA CATCCCTETANNNACGTATGCCA
TECREGACCAGAGARA TCCAGGACCAGNCAATTCGALTA TECAGGACCAGREAAT 6265
CATGTCARATNNHACGTATGCCA CARCATCCGRNNNACGTATGCCA
&30 TMEHALC.‘\-»‘-\L:AP,.TCMTA E746 TECAG GAC""‘\CN.M" f‘C.F\A €588
CRGTGARACGNNNRCGTATCGCCA
2307 TECAGCRCCAGREARTTUERATA 8747 €487
CARGCGE
€308 TEC: M(..-‘i;ﬁra}\)‘ €748 COBE
CAACGCAGTTHNNACGTAT I:v':}'-\
TECAGGACCAGACEA &309 TCCAGCRCCASACARTTCEAATA 2749 5982
CAGCTTITCENNHACGTATZCCA CATAAGGATANNNACGTATGCUA
TGECAGLACCAGAGART TCGAATA 8510 TGCRAGGACCAGAGAATTCGRATA £750 TGCAGGRCCAGAGAATTLGRATA a58u
CATGCTRAGTHNNACGTATGLCA CATAGCTEGAGHNNACGTATGOCA CALACCTATCHNNACGTATGLCA
TGCAGGACCAGACARATTCGALTA €31l TECAGGACCAGAGARTTCGAATA Lyt TGCAGGACCAGAGAATTCGAATA €591
CACGT TECAANNNACGTATGCCA CAT GTHCAAGNNNACGTATGCCA CATCGOTATCNRNACGETAT GCCA
TCCACGROCACACRRTTCCRATR 6512 TCCRACGRCCACGRCRRTTCCRATR 61h2 TCCACSGRCCACRCRARTTOCARTR 2392
CALA ThCG'."NjImC‘;TA’.__l‘ZCCA CACCCACGET LNMIACGTJ—\.TC:CA CPJSAPM}GCCGNN\I_LACG?FLTGCC!\
TECAGGACCAGAGAR T TCEARTA €513 TECAGGACCAGREAR T TOGEATA [& TECAGCGRCCAGRCARTTCGRAATA 5993
CRTGCGATTTANNNARCGTATGCCA CACTAACGCANNNACGTRATGCCA CASTTTTCGCRNNRCGTATGCCA
TECACGRCCAGRGERT aolé TECACSCRCCASACRATTOEARTR alh4 TECAGGRCCAGRGRATTE AI-"'A 7994
| CACT GTA\'.'—nG}:'}\I_!nAC'S TATGCCA CAT TCTM&THN_I!ACGTJ\TGCCR CAR GTGGCCCH_?_!_]‘LRC’STAT GCCA
TGLAGGACCAGAGARTTCGRATA Bh1S TECAGGACCAGAGARTTCERATA &7535 TECAGGACCAGAGARTTCGAATA 6385
CACTT TAGRANNNRCGTAT GCCA CETCAATGATHNNACGTATGICA CRAGCCRTACNNNACGTAT GCCA
TECAGGRCCAGAGRAT TOGARTA E316 TECAGCROCAGRGRATTCRRAATA TECAGGRL CAGRGRATTCGRATE 8990
CAATATAGT CNHNACGTATSCCA CATCGLGRATNRNACGTATECCA CARTTECGAGNNNACGTATGOCA
IGCREGACCAGAGART TUGAATA €517 TECALGACCAGAGARTTCCAATA er57 TCCAGGACCAGAGAATTCGAATA 8897
CAGTAGAGCANNNACGETATGCCA CATAATEGACTHNNACGTATGCCA CACAMCCGATHNNACGTAT GCCA
TGCAGEACCAGAGAAT TCGAATA E31U TGCAGGACCAGAGANTTCEAATA E75€ TGCAGGACCAGAGAATTCGAATA €596
CATRARTRUCNHNACGTATGCCA CRACAGHETT TGHMNNACGTATEOTA CARAGTATGANNNACGETATGOCA
TGCAGGACCAGAGRA GARTA €519 TECAGGACCAGRERATTCGARTA €759 TGCAGGACCAGARGAATTCGANTA €599
CACAGEACARANNNACGTATGCCA CATTCGGCTTNNNACGTATGCCA CARRTCTGC CTRNNACGTATGLCA
IGCAGGACCAGAGARTTCGAATA £320 TCCAGGACCAGAGARTTCEAAT €760 TGUAGGACCAGAGAATTCGAAT Toan
CAATATCACANINACGIATGCCA CACCTTAC TANNNACGSTATGCCA CACTCATT TANNNACGTATGCCA
TECAGGRLCAGACRA BATA, 6521 TECRGCRCCAGAERATTC B1bil TGCAS CAGRERATT TA 0aL
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TECAGEACCAGAGRAT JCCARTA,
CRCTACGTRAGNNNACGTATGLCA

FCAGGACCAGAGAATTCGARTA
CARPAMACGLGHNNACGTATGLCA

TECAGGRCCACRGPATTCGARTA
CACCGAGRCCNNNACGTATGICA

TECACGACCAGAGART TCERATA €323 TECAGGACCAGRAGARTTCERATA 6763 TECAGGACCAGAGAR TTCEAATA 1003
(RETACATCGRENACGTATECCA CATAGCTCACHNRNACG CATCGOCCATNNNA
TCCAGGACCAGAGRAT TCGAATA, 63524 TECASGACCAGNGAATTCRARTA €764 TGCAGGACTCAGAGIATT 7004
CACGLAGTGCNRENACGTATGCCA CACTACCCCGNNHACGTATGICA CALCGALT TGNNNACGTATGLCA
TECAGSACCAGACANT TCCRATA 6325 ¥ ':CAG\ IRCCAGACAR "T"’ TA 6760 TGCAGGACCAGPEANTICGAATA Q0s
CRARCARAGTNNNACGTAIGCCA I CRGTTTRGCSNNNACGTATGICA
TECAGGACCAGAGRAT ICGRATA 7326 TECAGGRCCAGAGRATTUGARTA Tae TGCAGGACTAGRGRAT TL0e
CAAADCTTCPHNNACGTATGCCA CACCCTCAGCNHNNACGTATGCCA CJ'ﬁT""Ch"ANHW-.Cf"IL'_' SCCA
TCCAGGACCAGACART TOGRATA 6327 TGCAGGRACCAGAGRATTCGRATA ETGT MBM"‘E&C.‘J\"CCM TA 7007
CAAGGAGCCGNRNACG TATGCCA CACACGT T CTHRNRACGTATGOCA I"P"M“Gf GANNKRRACGT SR
TGELAGGACCAGRGART TCGARTA Ll TGLAGERCCAGRCRATTOERATA 68 TGCAGGRCCAGRGAATTCEAATA 1008
CROCTSACRTNRNACGTATSCCA CRACGOARCANKNACGTATGCTA CRACCCCTAMNNNALGTRT GOCR
TECAGHRCCAGRGRAT TCGRATAR & TECAGGRCCAGAGRATTCGRATR 5769 TECAGGRCCAGRGRATTCGARTR aus
CARTACATCANNNACGTATCGCCA CERGATCRT TANNNACGTATCCCA CAGTCRACCAANNNACGTATGICA
TECAGCACCAGAGAAT TCGRATA €330 TECAGGACCAGAGRATTCGAATA €770 TGCAGGACCAGACANTTCGAATA T0L0
CRARATARCCTRNENACGTATCECCA CACTAGRACCNNNACGTRATCECCA CATTGGRACTGNNNACGTRIGOCA
TCCAGGACCAGAGRAT ICGARTA 8531 TECASCACCAGRGMATTCRARTA 8771 TECAGGRCCAGRGRATTCEARTA 701l
CACCAGCTT THNNACG TATGLCA CATTTAGETANNNACGTATGLCA CABRGCTTHONNNACGTATGICA
TECAGGACCAGAGANI TCGAATA €532 TGCAGGACCAGACARTTCGRAATA €772 TECAGEGACCAGAGAR ITCEAATA 7G12
CRIGATRCTGNRNACSTATGCCA BT
5333 TGCAGGACCAGAGRATT TA 6773 7013
CACAGTCEGCHNMACGTATGCCA CAGCGRAAACNNHACGTATGCCA
TECACSACCAGAGART TCGRATA E334 TGCAGGACCAGACAATTCGRATA 6774 p (.CM:G}‘.(. "AC‘ACPA .' TA Fol4
CATGATCEGTHRENACGTATGLCA 3 A C'F\AAAG' x'-'f:'l"ﬂH HACGT. CCA
TCCAGGACCAGAGRAT TCGARTA 6335 -GQGCF‘HZC.F\NH‘“‘C‘ TA €775 1015
CABCACACRCHRNMACGTATGCCA CATACTTGCONRNACGTATGCCA
TGCRCGRCCAGAGPATTCGARTA 5536 TCCAGGRCCAGRCRATTCGRAT ET7E 'GC.RJEFCLRG?‘LFATTCC ARTR 1016
CATCRCGCARNNNACGTATGLCA CACGTCLT ARNENACGTA . CAGCTGATACNNNACGTATGICA
TECAGGACCRGACRATTCCRATA €327 TGCAGCACCAGAGARTT V1T TGCAGGACTAGAGANTTCEAATA 1LY
CATCCTACTCNNNACGTATGCCA CABRACRCTANNNACGTRATCCCA CRCTTTCATTNRNNACGTRTSCCA
TCCASGALCAGAGART TCSAATA TECAGGACCAGRGRAATTCSARTA g77e TECASGACCAGAGRATTCEARTA 7013
CATTCACGRCGNNNACGTATCCCA CACCATCRTGNNNACGTATCCCA CACTTGTGAGNNNACGTATGCCA
TCCAGCGACCAGAGART TCGRATA 6328 TECAGEACCABACARTTOERATA €779 TCCAGGACCAGAGANTTCERATA
CAGSCECACGTNENRCGTATECCA T CRACTTCCGTNNNRCGTRIGCCR
TECAGGACCAGAGRAT TCGARTA 8340 8780 TECAGEACCAGREAATTCEAATA 020
CRTHRNACGTATGLCA CACARGRT COMNNACS
CCAGAGAATTCGAATA €341 ETEL TGLAGBACCAGAGAN JC2l
C}\“ AT TGATGHNNACGTATGCCA CRETCECCTONNNRECG
TGCAGCACCAGACRAT TCGARTA £342 ET82 TGCAGCRCCAGACARTTCLAATA g2z
CACGAGATAGNRNACGTATECCA CRAETEETGAANNNACG
TCCAGCACCAGAGAATICGRATA €343 TGCAGGACCAGAGAATTCGAATA €783 TGCAGGACCACAGAATTCGAATA 023
CRATACGRRANNNACGTATGLCA CARTCGCGT GGHRNACGTATGLCA CAASTARGTANNNACGTATGUCA
TECAGSACCAGACAAT TCGRATA 0344 TGCAGCACCAGAGRPATTCGAATA [E TECAGGRCCAGACAATTCCAATA 1uaq
CAGATCACRCNNMACGTATECOA CARRGACT CGNNNACGTATGCCA CRATTTAT TTNHNACGTAT GCCA
TCCACGALCAGAGRAT TCCARTA B4 TECAGGRCCAGRCAATTCCARTA €183 TCCAGGACCAGMGRATTCCARNTA TCES
CATACIATCANNNACGTATGLCA CAGCARTGAGHNNNACGTAT G(‘.CJ‘\ CAGGAATC GANNNAC GTATGCICA
TCCAGGACCRGACARTTCCRATA Ex46 TCCAGGACCACACARTTCE €788 TCCAGCACCACACANTTCCAATA 26
CATTTARTPANNNACGIATGCCA CJ‘A\JGA:GC'ANITNFCUTA'CLCR CPRCGTCCTITTNNNACGTAT GCCA
TECACGRCCAGAGRATTCOCARTA =T ) a78%7 TECAGERCCAGRERATTCCALTA Tge
CRGCGCETCANNNACGTATGCCA CJ'»...T"M}CTNN‘IJ’\""'F"GCuA
TCCACGACCAGAGART TCCRATA E24E TGFA&:ACLF\GAI:AJ\TTC(:AAT.P\ ETEE H ZRATA 7028
CRCGRTEAT CHENRCGTATGLCR CRACGGREECNNNACGTATECCA I‘:FAT"TTA_""NNNIH"'G' 2T EOCR
TCCAGGACCAGRGRAT TCGRATA TS TCCAGCACCAGACRATTCGAATA 8789 TGELAGCRACCAGACRATTCCARTA 1029
CACCERAAGCONNHCTAGCETTAL CAGATCGECOCNNHCTAGCET TAC CRRACTCAGCNNNCYAGLGETTAC
TECAGGACCAGAGAAT TCGRATA TECAGGACCAGAGAAT : 8730 TGCAGGACUAGAGAA AATA 7030
CACCAALCACHNNCTAGUGTTAD CATGCTECAANNNCTAG TA CAACGARAGCNNNCTAGCETTAC
TCECAGGACCAGACGAATICGRATA £331 TCCAGEGACCAGAGRAIT WM\"‘J\ 8731 TGCAGGACCAGAGAATTCGEAATA 103l
ARG CTRNMCTAGCGTTAL CATCERRAATCNNNCTAGCE CAGCGTAATCNNNCTAGCETTAC
TCCAGGRCCAGAGRAT ICEAATA €352 TECAGGACCAGRCRATTCEARTA £7%2 TGCAGGRCCAGRCRATICGARNTA 7032
CACCTCRET CRNRCTAGCETTAL CAGACGECTCNNNCTAGCHITAC CAMAGETGCTANNNCTAGCGTIAC
TGCAGGACCAGAGANT TCGAATA €553 TCCAGGACCAGAGAMTTCEAATA €783 TGCAGGACCAGRGANTTCCEAATA 10372
CACCGCTCCANNNCTAGCETTAC CANGTICEAGNNNCTAGCGITAC CACTTGAGTGNRACTAGCETTAC
TECAGGACCAGAGRAT TCERRTA [chlT 1 TECAL CAGRCRATTCGARTR a154 TCCN CAGACRATTCEANTA LR

CAACCACCT THNENCTAGCGTTAC

CARGTACGTCNNNCTAGCGETTAC

CACTCGCCGINNNCTAGCGTTAC
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TECAGGACCAGREAAT TCGARTR
CATCTAAGTANNNCTAGLGTTAC

CACGAT "M""HNN""'A{.(‘CT'L\"‘

TGC

CATTATGT TCHNNCTAGCETT.

l..fwf ARRCATHNNCTAGCCTTAC

TGECACGGACCAGAGARTTCGAATA €556 TECRAGEACTAGAGARTTCERATA €796 TECAGGACCAGAGAR T TCGAATA pLETS
CAATTATARTRENCTAGCGTITAC CATTACGCCTNRNCTAGCGITAC CRACCCCCTGNRNCTAGLGTTAC
TECACGACCAGAGAAT TCEAATA €357 CJGCAGGACCAGRGAATTCGANTA G797 TGCAGGACCAGMGAATTLGARTA
I".'r'-»-"" CCGCHNRCTAGCEITAC CARGGRGT TGNNNCTAGCETIAC CACCCTAT CANNNCTAGCGTIAC
TGECACGACCAGAGART TCGRATA E3%B TGC.r.GCJmCCR!’MM TTCGRATA E75E TGCAGGRCCACGAGARATTCGAATA U3H
U'U:'l TCAITANNNCTAGCETTAC CAGTACACCANNNCTAGCCTITAL CATASARCAANNNCIAGCCTTAC
TGCAEGRCCAGRAGART TICRAATA TG-:J\ GGRCCAGAGRATTCHAATA aTeg TGCAGGRCCAGRGRATTCGARTA 1638
CAMCGCACT ANNNCTASCGTTAC GARRATTNNNCTAGCEITAC CACCGEACGANNNCTAGCETTAC
TGCAGEACCAGRCART TCGRATA e36d TGCP..:GACML:AC—J}.“T(’.GF—ATA 6600 TGCAGGRCCACAGRATTCGARTA ii4o
CATCATSGCANNHCTAGCGTTAL CACGETTCTTHENCTAGCETTAC CAATGARCAANMNC T AGCETTAC
TGCAGGACCAGAGRATTOGAATA 8361 TGCAGCACCAGRGRATTCGRATA sE01 TECAGGRCCAGRGAATTCGAATR Tudl
CRGECTTRRCNRHCTAGCGTTRAC CACGTCCACTNNHCTASCET TAC CATTUGARGINNNCT AGCGTTAC
TCCAGCGACCAGAGRAT TCGARTA, B TECAGSACCAGRCRATTCGARTA 3802 TCCAGGACCAGRCEATTCGARTA 1042
CRATCCTAT THENCTAGOGTTAC CATTCECTCANNNCTAGCOT TAC CARACARCAANNNCTAGCETTAC
TGECAGEACCRGAGAAT TCGAATA E363 TGCAGEACCAGAGARTITCGRATA TGCAGGRCCAGAGARTTCGAATA
CACTATCCT GNNNCTAGCETTAC CACGCACCCTHNNCTAGCETTAC CATCCTTTGGHRNNCTAGLETTAC
TECAGGRLCAGAGRAT TCGARTA 6564 TECAGGACCAGRGRATTCGAATA (L0 7044
CARTCSTEGTHNNCTAGCGITAL CRGCTCTGLGNNNCTAGCGTTAC CAWLFL\THN‘I‘ZTAGL\:TIAF
TGCAGZACCAGAGANT TCGAATA €565 CGUAGGACCAGAGARTTCGRATA €803 TGCAGGACCAGAGARTTCCGAATA 7043
CAGCT TRCGTNNNCTAGCGITAL W.ACC.N’.‘AANNN!. i ML'T- “TAC CJ\L CAGT GANNNCTRGCGTTAC
CCAGAGRAT ARTA ES6C 630¢C CCAGRGAATTURANTA 704G
TATTHNNNCTAGCETTAC C CAPAANNNCTAGCGTIAC
TGCAGGACCAGAGART TCGAATA E3G7 EBUT TGLAGGRCCAGAGAATTCCRAATA 1047
CAGGATAGCANNNCTAGIETTAC C.ﬁ AATCATGHHNCTAG CF\ TATCTAGAHMNCT A TTAC
TGCAGGACCASAGART TCGARTA 2R 1] TGCAGCACCASAGRATTCGAATA cBoE TGCAGCACCACAGARATTCGAATA fu4b
CATTCACTCGRRNCTAGCGT TAC CAGTTGACCANNNCTASCGTTAC CAAACGECTTNRNCTAGLGTTAC
TGCAGGACCAGAGAAT TCOANTA Goes TCCAGGRCCAGAGAATTCGRATA 74160 _GCA"GPCCAG\G%T‘CGPATR 049
CATTCGGACANN TTAC CAACTCAT GGNENCTAL TAC CAACTT
TOECRCEACCRGAGART TOGAATA TECAGCGRACCAGAGRRTTCERATA aB10 TECAGGRCCAGRGRMATTOGAATA pLHT
CACCGTCGETRRNCTAGCGTTAC CRCCCAGTTTNNNCTASCGT TAC CRAGTHCT TGNNNCTAGLGTTAC
TECASGACCAGAGAAT TCCARTA €371 TECAGGACCAGACAATTCGAATA g1l TCCAGGACCAGAGAATTCGANTA 051
CAAGATCCCTHRNCTAGCGTTRAS CATCARGGAGNNNCTAGCETTAC CARATGGTCCANNNCTAGCETTAC
TECAGGACCABAGARTTCEAATA 6372 TCCAGGACCAGACARITCERATA €812 TECAGGACCACGAGAATTCGRATA 0S5z
CRGCATTCGANNNCTRGCGTTAC CRAACGCTTGNNNCTAGCSTTAC CRGCCCCCTANNNCTAGCGTTAC
TGUAGGACCAGAGRAT TCGAATA TGCAGGACCAGACRATTCGAATA 813 TECAGCACCAGRCAATTCCARTA 7053
CACGCTGATANKNCTAGCGTTAC CACTTATATCHNHCTAGCETTAC CAGTTGCTCTNRNCTAGCETTAC
TGCAGGACCAGAGART TCGAATA, €374 TGLAGGACCAGAGARTTCGRATA €514 CAGGACCAGAGAA GAATA 7054
CACEGTTARCNNNCTAGCGTTAC CRAGTETCCANNNCTAGCETTAC TAGCETTAC
TGLAGGACCAGAGAAT TCOARTA €37% TGLAGGACCAGRGRATTCCAATA E81% SGRC CAGAGAATTCGAATA 7455
CARATGTCATNRNCTAGCGTTAL CARGLGALGENNNCTAGCETTAC CAGGTCTTGANNNCTAGLGTTAC
TECRAGGACCAGACART TCGRATA "GCRG.?ACCAG:\W"TCGM"" €616 TECAGGACCAGRERATTCGARTA e
CAGCAAGRCANNNCTAGCGTTAC CACTGTCCOGHNNNCTAGCET TAC CAACTATT TCHNNCTAGCETTAC
TGCAGEACCASAGAAT TCGRATA B3 TGCAGGRCCASAGAMTTCGARATA E€ELY TGCAGGACCAGAGRATTCCGARTA 10sy
CACCAGCCTONNNCTAGCGITAC CARCTCACCTNNNCTIAGSCGI TAC CACTTARARMCNNNCTAGLGTTAC
TGCRACGRACCAGAGRAT TCCRATR TGCAGGRCCAGRCRRTTCCRRTR EE18 TECAGRRCCAGRGRATTCGRAATR i0h8
CACTTGSITCGHNNNCTAGCGITAL CARATTI C‘:A.HFII CTAGCGTTIAC "LACCQE_NNC?RGC\.TIAC
TECAGGACCAGAGART TCGAATA TECRGCACCAGRCART TCERATA cdl9 GAATR 0558
CATATCGCT GKNNCTAGCSTTALS CRCTAATATCNNNCTAGCCITAC CAGATTCGACNNNCTAGCCTTAC
TECRCGRCCAGRAGREAT TOCARTA a380 TECAGCRCCAGRERATTOGARTA o820 TECASGRCCAGRCRATTCLCARTR (1Y
| CACTESCRTANNECTA: TTRC CACAAGARATHNNNCTASCETTAC CnTGG“CGTGIIN‘IC”Aﬁ“CTTA"
"‘C CAGSACCAGAGAAT TCERATA E381 TECAGGACCAGAGARTTCEAATA €BZ1 TECAG thu\r.&m"'*cmm 1061
CATECASGCTRENCTAGCETTAC CRATTCCCCANNNCTAGCSITAC CRAASGCATGHNNNC YRG!
TGCAGCGACCAGAGRAT TCCAATA B82 TGCAGCACCAGRCARITCGRATA 5822 TRCAGCGRCCAGAGRATT iie2
CATTCCTCCTHNHCTAGCETTAC CRCTCTTAGUNNNCTAGCGTTAC CABTGRTCTANNNCT A
TECACGACCAGAGART TCGRATA ESE3 TECAGGRACCAGAGRATTLGRATA €623 TGCAGGRACCAGAGRATTCGAATA 1063
CATAATGEAGRENCTAGIGTTAC CATACCAGCANNNCTAGCETTAC CATCGGCAATHNNCTAGCETTAL
TGLAGGACCAGAGAAT TCGAATA ESBe TGCAGGACCAGRGRATTCGRATA Egiq TGCAGGRCCAGAGAMTTCGAATA fubd
CAGRETCEATNNNCTAGCGTTAC CACACGCCTCHNNCTAGCGETTAC CARTCCECTTHRNCTAGCETTAC
IECAGERCCAGAGRAT TOGARTR E585 TECAGGRCEAGRGRATTCERATA EB25 TECAGGRCCAGRGRATTLGARTA 70965
CATCETARATHENCTAGCGITAC CARATCEAGGNRNCTAGCETTAC CAGAARCT GGTHNNCTAGCETTAC
TCCAGGACCAGACGART TCGRATA E388 TGCAGGACCAGAGARITCGRATA €826 TGCAGEACCAGACANTTCGRAT. 7066
CACRACGACTRNNCTAGCGTITAC CACATACEATHRENCIASCGITAC C GEARCARGTRENCTAGCGTTAC
5 TGCRGERCCAGRNERATTCGRARTR CCAGRERATTCGARTA et
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ICCREGACCAGAEAAT ANTA
CRAGATAATT CNNNCTAGOETTAL

TECAGCACCAGACPATTCCARTA
CRETCTETCTHMNCTAGCETTAC

CCAGGACCAGRGIATICEAATA
CREBAGERCTCHMNCY AGLETTAC

CAGTTCEIT CHENENTCEACATG

LAGCACGCIGHNNGRISEALATS

CIACCCCCACHNNGATCEGACAT G

TECACGACCAGAGART TCEAATA E38% TCLAGGACCAGAGAATTOGRATA €829 CGCAGGACCAGAGAATTCEGRATA TUES
CAFPCTCARTNNNCTACEGTTAS CRCTCTCARCRENCTASOSTTAC CRICCATCTONNNCTAGLETTIAC
LECAGEACCALBAGRAT (CEARTA | €380 JGCAGGRCCABARBATIUEARTA | €830 SECAGGRCCABASBATICEARIA | TLT0
CAT CAPARCTNNHETAGCSSTTAL CARGGTGCGENNNCTAGCEI TAC CRiu TACGAGARNNCTAGCGTIAC
TELRGEACCRAGAGART TCERATA 571 TECAGGACCAGRGARTTCERATA £8351 TECAGERCCACRGRATTCEAATA T
CAATTATTCCNNNCTAGCETTAC CRCAGARACGNNNCT 3EC CREECCRECTHNNCIAGCETTAL
JGCAGGECCAGRGRRAT TOGRRTA BEE2 TGCAGCACUAGRGEAT Sy3e TECARGRCCAGAGRATI(CAR TR TUTE
CACTTCTCGGNNHCTASCETTAL CAT "‘T\aa GCNNNCTAGCGT Ti‘r' CAGTCCG?\T}\HNNETI\GCQETRC
ICCRCCACCAGRCARTTCORATA B33 'C—C.\GGFL(.F«\:AC}.R"’TCC)’J"A EE33 TECAGCRCCAGRERATTCCRATR T3
CATAAGT ARGHNHCTAGOSTTAL CRCSATGSGTTHENCTAGOEITAC CATST TRCAANMNCTAGCSTTAC
TRCASGACCAGRAGRET THEARTR [T TGCAGGACCAGAGRATTCEAATA 834 TECRAGRMCAGLRRATTOGRATA RT]
CACTARCCCTNRNOTAGCOTTAL CRETARTRTTHNHCTASCGTTAL CAATTLCACKHNNCTAGUETTAL
TECRGGROCCAGRGRAT TEARTA AL L TECRGGRCCAGRCRATTCGRATA TEORAGRRCCAGRGRATTCGRRTA
CRRTAGECTCHNNCTAGOCTTAR CRARATCCACETHENCTASCETTAL CATGTTCARTNNNETRGECTTAC
TGLAGGACCAGAGART T CGHATA Eu%e TOCAGGACCAGAGRATITCEARTA £92¢ SGTAGGARCCAGAGARTT L MaTE
CRAAGGT AR TNNNCTAGOGT TAL CAGAGEAAAGNNNCTASCET TAC CRAGAARRCGCNNNCTAGCGTTAL
TECACEACCAGHERAT TCEMATA €597 TECAGERCTAGAGAATTCEANTA 8837 TECAGERCCAENEIATTCEANTA T
CATCACCTACHNRCTAGETTAC CARTTACACRNNNCTAGCETTAC CATCCGRACCCHNNCTAGCSTTAL
IGLACGACCAGAGARNI TCEMTA | £39E TCCAGGACCAGAGANITCERATA | €938 TELAGGACCAGRGAN T TCRAATA
CAAACTA TR INNNUTAGUGTTAL CRGENUT GCRNNCT AGUETTAC CROACTRGTORNNCIAGLETTAC
TGCAGGACCAGAGRAT IUGAMTA. | £589 TGUASCGRCCAGAGAATTCGANTR €839 TGCAGGRCCAGRGRATCGARTR | 7413
| CAGACGAET ANNHCTASCETTAC CAACGTAGAGHNNCTAGCEITAC CARCCEECETHNNCTAGLETIAL
| GCACRACCAGACART T CUARTA ESUT TCCAGGACCAGACAR ITCERATS | €540 TGUAGBACCACABAR T A T
CAARTAARITTHMNCTAGCETTAC CRCACGGCGTNENCTAGCSTTAC CRCTTGCT ACNNNCTAGCETTAC
TCCACGACCAGACRAT TCCARTA BE01 TECAGCACCAGACAATTCCARTA £841 TCCAGGRCCAGRGAATTCCAATA el
AGSEC BAGHENCTAGCETT AL CEATTACETAMNNCIAGUG UTAL CAT TG CAL TENRNCYAGUETTAC
TCCACGACCAGAGAATTCCARTA | Ball TCGCAGGACCAGAEAATTCEARTA | 54 TCCRGSACCAGAGRATIUCARTA ned
CAGCLEAZ COHNNTTAGCLTTIAL CETATCTTGERNNCTACCETTIAC CAAATCRAGTHNNCT AGCLTTAC
TELCACGACCRGACRATTOLRATA EGES £843 'r‘m.ﬁl'lﬁ_l_f_kl""‘:&lﬂ"h Th8z
".‘AT'ICK'MBM‘H_}!CTA&.“STT_I\C P.J\(‘AG}\C‘LANHNC'A’R:(‘*TV‘ P.ALTCJ-CCCﬁJI_!iNC‘TAﬁCCTTkL
TECAECACCAGAGAATICEAATA | 5204 TECAGALCAGNERARTTCERNTA £R44 TECABRRCCAGHERAATTCEAATE | TOEY
CATTARCCATNNNCTACCCTTAC CRCGGATGCENNNCT AGCETTAC CACTGCRCCCHNNCTAGCCTTAC
TELACRACCRAGAGART TCEMATA EFT0E TELAGSACTAGRAGAR ITCCERATA 6543 TELAGERUCAGAGAMT TCEAATA TUes
g CRIACATCTTHMNCTIRSCSTTAC CRACCACT CANNNCIAGCSTTAC
BEUE TECAGGRCCAGRGRATTCERATR £R4E TECAGGRCCAGRGAATTCGARTR TOES
ACCCHHNHCTASCETTAL CACTTCET STHHNCTASCETTAC CARCARCT TANNNCEAGCETIAC
TECAGGACCAGARGARIICERAATA | BROT TELALGGACTAGAGARTIVERATA | 347 TCLAGUALCAGAGAATICEAALS | 78T
CRCTT GOACANNNCTAGCETTAL VWCWWMNC’.AG(.G.’T.&L CATCIEET AGHNNCIRGLETTAC
TGUAGGACCAGAGRAT TOGAATA 508 TGUASGACCAGAGAATTCEARTA | §846 TGCAGCGACCAGAGRATTCSRATA | 7088
CATTCCAGT CHHNCTAGCETTAL CAT CiEl SNHNCTAGCETTAC CACTATGECANNNCTAGCETTAC
TECACCACCAGAGART TOGRATA | ££0F TGCAGGACCAGRGRATTCGRATA ZB4S TGELAGGACCAGAGARTTCGRATA TUES
CAGTTTTTACKNHGATCGACATG CAAGACAAATHNNGATCGAL. CAACCOGCRANNNGATIUGACATE
TECACCACCASACRATTOCMATA | EELL TECAGGACCASAGAR T TCLEAR £9% TECAGGRCCRACACAATICEAATA I
CAAACTTAEINNNGATCGRCATG QE@.RG:.\SNNNE:\‘.‘W CAEGC‘:C-'..M.‘.NNNEA: CEACALG
TCCRECGACCAGAGRAT TCEAATA EE11 TCCACCALCAGACERTTCCRATA sBL1 TCCAGCRCCACAGRAATTCCGAATA fugl
CALGCSTCCENNNGRT CEACATE CAPAAGAGCCHRNGA ICEACATG CACACATCAGHNNGAUCEACATG
TECAEGACLAGACARTTCERATA (TTH TECAGCACCAGACARTTCERATA | €852 TELAGSACCAGACARTTOERAYA | TU4C
CAAAC TG TTANNNGAT CGACATS CAZ GAGTGCAKNNGATCGACRTG CATASRCRECCRNNCATCCAIATG
TECAGGROCAGAGRAT TOCART A &E613 TGCAGCRLUAGRGRATTOAARTE 6853 TECAGGRCCAGRERATTCSARTRA | 7195
CASTAAGTTTNHNCATCCACATR CACGCTCCCANNNCATCICACATS CAATSTARAGHNNCATCCACATE
TECACGACC RCAGRARTTORRATA E&ld TELAGGACCAGRGAR TTOERATA BE54 TECARGACCAGAGARTTUGAATA 094
CRCTTAGCREHNNGATCGRALATG CRACACT S CONNNGATCGRLATG CRAATCCTCTGNNRGATCGACRTE
TECACCGACCAGACAAT TOEAATA | BELC TECAGCACCAGACGRAITCCRARTA | 2200 TECAGGACCABAZAATTOCAATA "en
CARCTT T ENNHE CRECAGTCATNNHGRTORACATS CAETOETOOCNENGA TCEACATE
ICCAGSACCAGAGANT ICGAATA EfLE TECAGLACLAGAGAR T TCGAAIA 13- 415 SCCARBACCACACARTTUGAATA 7086
CACTCCTCTTHNHEATCSALATG CRACUATAC GORNNGATCGRCATE CAACTTECAGHNNGATOGACK DG
LELAEGACCAGAGART TORARTA EBLY TECAGALCASAGAA TTTIEANTA E857 CGLABGACCAGARAY AR TLEY
CARGATARTGNHHGATCGACATS CRATGLECCARNNGATEGRCRTE CAGAGCGCTONNNEATCGACATE
JECAZGALCALAGAAT IOGARTA | EELE CECABEACCALMGAA T TCEARTA 853 CCCABGRCUCABAGRA T ICEARDA | TOSE
CALASCLCTCNNNGATCGACATG CAETTGAACCNRNERTCGACATG CATCGCCAGEHNNGATCGACTATE
TGLAGEACCAGAGANTTCEANTA ERlS TECAGEZACCAGNGAR PTC&'".F\T':‘A £g59 TGCAGGRCCA_EH.GMTTCG.’\A Th 1098
CACCTAALCANKNNGATCGACATG CAAMGETC GORNNGATIGALRATS CANCGHTGOCENNNGATCGALIIG
TECAGGACCAGACRAT "SR RTR BEZO TGCRSCANCAGRGRATTARTA axni TCCARGACCAGRCHATTCEARTA FEOU
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TCCAGGALCNGAGAMT - CCARTA SGLAGGRCCAGAAAT TLGARL A T CCAGGAGUACAERAS T COARTA
CARTTCCETCANNNGCATEGACRTE CAGCTCATACGHMNGATIGRACATG CATCATTT CAHMNGATCCACATE
TECAGAACORGAGRRI TCGRATA | E02Z TGCAGGALCAGAGANITCERATA | £862 TECAGGACCAGAGARTTCGRAATA | 130T
CAACCACET TRENGATCOALRIC CRACAGTCTSHENGATCGACATG CATCCLECTGNUNGATCEACATE
TGCATGALCAGNGANT - CaPATh | GELl TGCAGEACCAGNGIATTCEARTA | L5632 TGCAGGACCAGNERAATICEANIA | 7403
CARASE TAGCONNNGATCEACATS CATTTAAGTIGNNNGATCGACATS CACGCARGAANNNGATCERCATE
TCCACGACCRGAGARITCGRATA | 6624 TGLAGEACCAGACARITCGRATA | €64 TCCAGGRCOACACARTTCGAATA | 7104
CAAGT GRAGCNNNGEAT CEALCAT & CRGAT [ AAL CHNNGATCGACATE CRIAGACCACNNNGA CGACH G
TCCACURCCAGACEAT-CCRRTA | Eat TGCAOCRCCAGACRATTCORATA | 2565 TCCAGGECCACACRATTCOARIA | 1105
CACTCTCAT ANNNGATCGACATS CAGAGHARGGNNNGD ICGACATS CAACCGANGANNNGATCGACATS
TGCACGACCAGHGART CORATA | EEL6 TCCAGOACCAGAGAATTCORRTA | EAGE TCLAGGACCACAGAATTCCAATA | 1106
CAAGTAGAGTRENGATCGACATE CAACAT TCGGRNNGATCGACATG CATCTTET TANNNGATCEACHIG
TOCAGORCCAGRGRAT “COARTA | B TGLAGCRLCAGACRATTCGRATA | G8A7 TGCAGGECCAGRGRATTCGARTA | 107
CATCLOERT TNNNCATCEACKYG CRTTGCETCTNNNEATOCACATE CASASECTGTNNNGATCEASATE
TCCAGORCCAGAGRRATTDCARTA | SC2l TCOAGGACCAGAGRATTCGAATR | £6R TOPRORACCACAEAATTCOARTA | 108
CACRAGSTCTNNNGATCGRCATG CAGCTCACARNNNGATCGRCRTG CACATCTCCANNNGATCERCATG
TOCAGGACCAGRGRRT TCGRATH | G028 TGCAGGACCABAGRAITCGPATA | L0682 TGLAGHA CAGMGAN: TCEARTA | 7108
CAGRCTATCGHENCATCIACATG CACCTTAACSNINCATCEACATS CATCGARECANNNGATCGRCATC
TGCAGGALLAGAGRAT JCEAMIA | GEZC TGLAGGRCCAGNGIATTCGARIA | 65 10 TCCAGGRCCAGHERAT I CEANTA | 7110
CACCGORGT GHNNGATCGACRTS CAGTACGTTGNNNGATEGACATS CACSEAGCASHNNGATCAASATG
IGCAGSACCAGAGARI ICGRATA | €621 ZGCAGGACCAGAGARTTCGARTA | €971 TGCAGBACCAGAGARI TCGAATA | 7111
CRGAAGCTCINNNGATCIALA TG CRTGC I(WMW\TCGMDE'G CRCATCEGEACNRNGATCGALR I'G
[ TGCRGIACCASAGRATICAARTA | cCi2 TGLAGGRCCAGAGMATICOAREA. | 6072 TGLAGGRCCAGAGAATTLGANTA | 7112
CAGTGCARGRNRNGAT CEACATG CATACCARATNNNGATCGACATG CARTARCET THRNGATCGATATE
TCUAGAACCAGACART TUGERRATA | Gais TCLAGLACCAGAGRATICGRATA | €575 TCLAGRAGCAGAGARI L GRATA | 1317
CARMCGSTRGNNNGATCGACATE CRCCATEATGHNNGATCGRCRT G CATETCTEEANNNGATCEREATE
TOCACOACCAGACRAT-CLRATA | G624 TGCAGOACCAGAGRATTOSRATA | L6174 TOCAGGRCCACAGAATTCGARTA | 7114
CALTTOGRCTNNRGATCEACATE AT ATRT GEANNNGA TCGATCATG CATATGEACENNNGA TUGACATE
TCCRCGACCAGRGIRT TCCARTR, | C655 TCCAGGRCCAGARCPATTICORRTA | 2675 TCCAGGACCACAERA TCCRATR | 7113
CACCCACGACKNNGATCGACATS CACCSCTTATHNNGATCGRCATS CACANCTT GGHMNGATCEACATG
TOCAGGACCROACRRI ZCGRATA | 6230 TGCAGGRCCAGAGARITCGRRTA | £0/0 TELRGGACCAGRGRATTCOPATR | 1116
CACTACACT CNNNCATCGACATS CACOCSTCACNNNGATCOACATG CACARTCOACNNNCATCCACATO
TECAGGALCAGRGRAT -CGRRTA | G517 CGCAGGACCAGARRATICGAETA | 2017 TCCAGRRCCAGREPATICGARTA | 711
CARGC TARGGENHGATCEACATG CAGGEHTRAGHNNCATCGACATG CACCARCCCSHNNGATCARCATE
ITGLACGACCAGAGAR T TCEARTA €353p CECAGGACCAGAGRRITCERATA E87E TELABGACCAGACARTTCGAATA 711E
CAGRGTATCCRNNGAT CRACATS CRGART T STNNNGATCGRCRTS CAECCARCGONINGATCEACRTG
TGCAGGACCAGAGRAT TURARTA | 2618 TGLAGGRCCAGRGRAL TCRRRZA | 6878 TGUAGUECCAGRGAAS TCOARTA | 7110
CATECTACCANNNGATCHACATE CATCTTGACCHNNEAICGACATS CATCGETTRARNRNGE TCRACATE
CGUAGGACCAGAGART ICGARTA | €40 CGUAGGALCAGAZAR. TCGRATA | €580 ICCAGBACUAGAGAATICEAATA | 7120
CATTTYICTCHNNGATCGACAT S CRALACCTAGNNNGATCGACATS CACTAGCETANNNGATCERCNTG
TGCAGGACCAGAGARL SCGARTR | G6dl TGUAGUACCAGACRAI TCARATA | E8EL TGLAGCRL CAGAGRAS TCARTA | 1121
CACGGATRAGNINGATCEACATG CAATCTCACTNNNGA TCGACATG CALTGRETTSMNNGATCEACATG
TCCAGGACCAGAGRATICGPATA | 6642 TGCAGGACCAGRGPRAITCGRATA | £8EC TCCAGGACCACACAATTCGRATE | 7122
CACARAT CCONNNGATCRACRTS CATTERCATTHINGATCGACATS CRATSECGCGTHNNGATCCRACATE
TGCAGGACCAGAGRRITCCRATA | G542 TGCAGGRCCAGAGRATTCGRATA | L9682 TCCAGGACCRAGAGARTTCERATA | 7123
CAGTGTCGOORNNGATCEACATG CATCHACCAGNNNGATCCACATG CAGTOACT TEMHNGATCOACATE
TCCAGGRACCAGACARTICCRATR Elad TGCAGGACCAGAGRATTCCRETR bEE4 TCCAGRACCACRERRTTCCARTA f1z4
CAMAGCIAT TNNNGATCSACATS CATTIGACGERNNGATCGACATS CACTSCGATHNNGATCGACATE
TELACSACCRGACART PEEAATA [ TCLAGGACCAGREANITCERATA €885 TELAGGACCAGRGANTTCGAATA 112t
CRACCGOACCNNNGATCGACATC CAGTTCATTTNNNGATCCACETC CACATGECACRNNCATCOACRETC
TGUAGORCCAGRGRRAT TOGARTR | BE4G TCAGERLCCAGRIWATTCGART A | BREE TOCAGGECCAGECRATTOCARTA | 1126
CATTRAATCCMRNCAT COATATS CACAGTCCTARNNGRTCOACATS CACCGRTTTGHRNCATCIACATE
TECACGAGCAGAGART TOERATA | BEd ] TELRGALCAGAGAR I TCGRATA | B2 TCLAGGACCAGAGAATLGAATA | 112
CACTGCRAGTNENGATCEALRATS CEASTTGCTONNNGATCGRCRTS CRACTAGGAGNENGATCHACRTG
TRCAGOACCAGAGRRT TCRARTA | BEAR TGLAGUACIAGRGRAEITCCRATA | FOER TCOAGGRL CAGAGRAL TCGAMTA | 1125
CALOCTTRACNKNGATCOACATG CAGATTTTAGNWNGHTLGACATG CAGEGSAGUTNRNGATEGASATG
LCUAGLACLAGAGART . CGRALA | 2645 SCCAGACUAGAGAR T IUGRATA | GEED CCCATGACUAGAGAA L JLGARLA | TAAD
CART GACACHNNGATCRACAYG CRCTAACAATHNNGATCEALRTG CACATAGCCGNNNGATCEACRTG
TGLAGGACCAGAGRAT CerATA | Goch TGLAGCAL CAGAGPAITCGRATA | 250 CGLAGGACCAGAGARL JCEPATA | 7130
CATAT TAGACKNNGATCACATG CARGCTGATCHNNGATCGACATG CAGCCTTGTTHUNGATCOUACATG
CGCASGACCAGAGRAL .UGARLA | CESL CGCAGGACCAZAGAAT [CHARAIA | 2951 GLAGEACCAGAEAAL (CBARIA | 1131
CAGTTOGCTANNNGATCGACATS CACGACGECTINNGATUGACATS CARATATCGTNNNGATCOACATE
SGCAGGACCAGAGRAL JUGAALA | B65d TGUAGGALCAGAGARL ICGRATA | €852 S GLAGGACUAGAGAR. T R
CLUTARGRENGATCOATATS CACGHEGTACIINGATCEACASG CALCGARAGANNNGATCEACATE
ACGRCCAGAGRAT TOGRAATA L TECASERCCAGRERATTOCARTA TCCAGERCCAGREAATTLEALTA b EE
CAABCCCCT CHNNGATCAACATS CATTGCAGGTHNNGAICGACATS CACANNEGTGNNNGATCGACATE
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S ECAGGACCAGHARATTCGRETA

i
TCCASCACCAGREPATICCARTR

TECAGGMLCAGRGRATTCGARTR €654
CATTACGEATHMNCATCGACRTS CATGACCTRTHMNGATUGALATG CARBAATCCATHMMGATCGACATE
TEUAGGACCAGAGART TCGARTS L5 ke TECAGGACCAGRGARTT TA €853 TELASGACCAGRGARTTCEAATR 1138
CAGCCUACCANRNERTCEALATS CAAGTCVCASRENGARTOLRLRIC CANATART CTRUNCGATCEALRIC
TGCAGGARCUAGAGARAT TCERNTA 656 - GERCCAGNCRATTUGARTA CG‘%{ TGCAGGACCAGARAATTCEARTA 7336
CAICCI AT MNRNGERT CGATATE CARPTCCTIANNNGA  CEACATE CACAT IEECANNIES (CEATATE
TGLASGACCRGACGARTTCGAMTA LELT TGCAGGACCAGAGAATTCERATA 143 TECASSRCCRCAGAATTCGMATA 1135
CATCALTCL CRENGAT CEACATS CAGAGACHREANKNGATCEALRLE CAC TACRACGHRNGATCEALRIC
TECRGHRCCAGRGREAT T CALTR a658 TGLAGEACTAGRERATTUSARTR EOF6 TECASGRCUACRCRATTUGARTR 7134
CACGACTTCTNRNGATCGACATG CAGCAGAGCGHNNGATTGACATG CIATCSAGASHNNGATCGACATG
TCCRCCGROCACLCARTTOCARTA (1.1} TCCAGORCCUONCARTTOCRATA EESS TOCAGCACCACACRAATTCCARTR 7155
CAAGGTARCGRERGAY CEACATE CACECACTRTHENGATCBACATG CRCSSGETCCTRIRGATCGRCATE
TRCACGALCAGRAGRRT TRARTE a&60 TECAGCRCCAGAGRERTTOERRTA =300 TECAGGRCCAGRGRATTOEALTE 1840
CRAGCACACTINNNCET CRACATS CAGACCTCAANNNGATIGRACATG CATTACET TTHNNGATOGACATE
TECACGACCAGRERATTCCRATR. | 4kl TCOASSACCASRERATTCORATA | £70L TCCASCACCACRERATTCCARTA ‘141
CACGOTTCGCHRNCATCGRCATS CRRATARCTCNMNGATCGECATG CACTRETCGTHNNGATCGRCATE
TECAGGACCASAGART TCRAATA | 0fZ TECAEGACCASAGRITTCEARTA E3E2 TGLAGGRCCAGAGANTTOGAATA 114z
CACARTICCGNNNGATCGACRTS CATCATRCTCRENGRTCGROATG CATGOCTCECHNNGATEChCATG
JECAGERCCAZAERAT TOCARTA 6663 TECAGERACCASRERATTLEARTA €303 TECAGEACCAGAEBATTUGARTA | 7142
CAEGCTCTEGRNNHGAT CSACATGE CREATACAATHNICATCGACATE CAATACAT TGNNNGATCGACATGE
TGCAGGACCAGAGART TCCANTA Gutd TCCRGEACCAGAGMA I TCERAATA (340} TECAGGACTAGACARTTCGAATA 144
CAICT COERCNRNGAT CRALATE CACCTEGACGHNNGATSBACRT G CATATABABANNNGATCEACATGE
TGCAGEAUCAGRCART TCEAATA CEES TGLAGEACTAGRERATTOGARTA £303 TGCASCRUUCAGAESATTUGARTA 7145
CABAETACGTERNCAT COACATS CATAACCCAGNNNGATCBACATE CATALCT GCTHNHGATCGACATE
TGLAGGACCAGAGART TCERATA Eule TCLAZGACCASAGARTTUGRATA cae TEIAGGACTCAGAGARTTCGAATA f14n
CRATTTITTANNNGATCGACATS CAGCAGCCGTIMNGATCGRCATS CATGAGRACGHNNGATCGACATE
TGCACGACCAGAGRATIOGARTA | 868 TCGCACCACCAGAGRATTCEARTA AT TGCASGRCCAGAGRATTCGRATA 1147
CAMTT TCTAONHNGAT CRACATE CACAGRCUCTHRHGA TUGACATG LAGGARCT GARNNGRTCGATATGE
TCCACGACCAGAGARITCCRATA | Cidh TCCACCACCAGAGAATTCCRATA | 2208 TCCASCACCACACAATTCCARTA 71449
CWCG:TGT&N&;ATCGRG-TG CRT TMWGWG&ICE&CJ«E CAAGRGCGCORNRGATCGACATG
TECAGGACCAGAGART TOCAATA €565 TGCAGGRCCAGAGRATTOCRATA £3685 TECASGRCCACAGAATTCGRATA 11as
CAATCCACTONNNTGCATCROAOT CATTCATAASHNNTGCATCACGT CRACGCCACGNNNTGCATCACHET
TECICGACCAGAGRATTCGARTA | GATL TECASGACCAGMGMATTOCRATA §310 TECAGSACCAGMNGRAATTCGARTA | T15¢
CATAACCRT TNNNT GCATCAOOT CRACCACRCOCMMNTOCATCRACGT CATCCCCTRANMNTGCATCREET
TRCAGGACCAGAGAR I TOGRATA 6ol TCLAGGACTACAGRAI TCHRATA €9l1 TECASGRCTAGROARTTOGAATA 7151
| CRGCCCRECANNNT GCATCAGET CRETCAGELCHENTGCATCAGET CATCSGCATANNNTGCATCAGET
TECAGGRACCAGRGEAT TICAATA €72 TECAGGRCCAGRGRATTCSARTA 8212 TGCASGRCCAGAGRATTCGARTA | 7152
mzmcrﬂutmimecr .‘.&C;‘.‘C:SG{M_I?_@H‘.’ GCATLRGGT CALGUCTCCANNNTGCATCAGGT
TGECAGGACCAGASART TCERATA €673 TECAGGACCAGAGARTTCGAATA 6812 TCECAGSACCAGAGANTTCGRATA T153
CRABAGTGCANNNT GCATCAGET CAIASTCCGCNNNTGCATCAGET CAAGEICECENINTGCATCAGED
TGCAGGACCAGAGAAT TCGARTA | €874 TGIAGERCCASAGRAITCSAATA Zvi4 TGCASCRCCAGACAATTOGARTA | 71535
CARCEEAT CEONNNT CUATCRRGT CACATTATTUNKNTGCATCAGGT CAARGETTCONNNTCATCASET
TECAGGACCAGRLARTTCGAATA | €S JCCRGGACCAGAGRATTCGRATA 691> TECAGGACCAGAGAATTCGAATE ) AL
CREGAATCCTERNTGIATCAGET CREARCACCRIMNTCCATCAGET CACGRARGGCINNTGUAT CAGGET
TGRCAGGACCAGACRAT TCGAATA LET6 TGCAGGACCAGAGRTTCGAATA esate TGCAGGALCRS TTCERATA 1156
LARCCTARRINKMNL GUATCACST CARAATICICTMRNTGCATCACEY CRAUSTACTSNNNT GCATCALGT
TCCBECRECACACARTTCCARTA | 647 TCCACCACCACACIATTCCARTA 6515 TCORCCRCOACGARGRAATTCCAMTR 17
CACCTATCGANNNT GCATCAGCT CAGCCAICGGNNNT CCATCAGST CACACCACCGNNNTGCATLASGT
TCCAGGACCRGAGARITCCANTA | GalE DCCAGGALCAGAGARITCGRATA E9LE TOCAGGACCAGRGAATTCGAATA Y
CAICAGATATHNNI GCATCAGET CRIATAR. TANNNTGCATCAGSET CATATECGTGHRNNTGCATCAGET
TOCLGGROCCASASEATTICARTA 6679 TECAGCRCCAGRGREATTOOARTA a¥1e TECASCRCCAGROAATTOSARTE | 7159
CASCCACCCTHRNTGCATCACGT CARCERALASHNNTECATCRCGT CAGCATAGCTHNNTGCATCACET
TGUAGGACCAGAGART TOERATA | 2280 THCRAGGACCRERGRATTUGRATA £320 TECRASGACCAGACARTTCGAATA 1160
CATCAGRCT GRNNTECATCAGET CRAGECCLETNENTGCATTAGST CRTCACTAGGHNNTGOAS CAGGT
TRCAGGRCCAGAGRATTCGAATA | £2FR1 TECAGURCCAGRGRATTOLARTA 921 TOLRGGRLCAGRGARTTCGARTA 7161
CARTCCACCTNRNT ECATCAGET CRCAARGRECNRNTGCATIRGET CAGCCERACCTHNNTECATCAGET
IGCAGGACCAGAGARTIOGAATA | €582 SCCAGGACCAGABAATICURATA | €222 TCCAGRACCABAGAAS JCEARIA | Tie2
__CE'f?!A&.‘E‘GCﬂNNTG(‘A‘JCAﬁG‘.‘ CA“."I‘QNMN_‘!_N’.‘(-CA?*’.‘AGGT CI?_(A.’.‘?G!'.J'.MN_ENTH‘-CA.‘".AGGT
TGCAGGACCAGAGRATTCLEAATA | £883 TGCAGGACCASAGAATTCGRATA | €322 TGLAGGACCAGAGANTTCGRAATA 7163
mcsf:om_'gn?maxsc—:? CAAGCACGCCNNNTGCATCAGET cmcrmmﬂaca':rmt
TECAGGACCAGRERAT ICGARTR | CLEL JGCASEACCAGAGRATTCZARTA | 224 TETABGRCUAGRERATTUGAR TR Tie4
CACTEISTAGNNNTI GCATCAGET CAGACACATCHMNTGCATCAGES CARCAGCCCCARNNTGCATCAGET
TGUAGGACCAGAGRATTCGRATA e L TGCAGGARCTAGRGAATTCGARATA €525 JGCAGGACTAGRGAA ' TCGAATA T165
CAGCT TGO TRENT GCATCAGET CACGATACRTNINNT GCAICAGGT CACAMN CCCCHNNTGCANT CAGET
TECAS 3 GEEE TECAGSRCCAGAGRATTCGARTA 5RZE TGCASERCCAGRGRATTCEARTA 15860
LCACTTY AR TACGLGTHNNL GCALCAGGT CAAAGACGACHNNTGCAL CAGGT
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CATCAACTCCHNNNTGCATCAGET

CAT ACA"‘GCN‘JNN'GCA'-

LnTA’J}uGWN'\}TLwCA"‘.? GG"

TECAGGACCAGAGANTI TCEAATA TGECAGCGACCAGAGARTTCERATA TECAGEACTAGAGAR TTCEAATA 716t
CANTCCAGCARNNNTGCATCAGET CACTCTCICTRRNT GCATCAGGT CRATASCCCTRNNTGCATCACGT
IGCAGGACCAGAGAAT TCGARTA TCCAGGACUAGAGAATT CGARTA = CCAGGACTAGREAAT Tles
CARACCECTANNNI GCATCAGGT CACAATGAGGNNNT GCATTAGGT CAT TGEATATNNNTGCAT
"‘I’CACGACC_IGACAF"‘“P CARTA TGCAGEGRCCAGACARTTCERATA TCECAGGACCAGAGAMTTCEAATR (} it
CACACAGI GTHN CAGGT CACTATCGCTNNNTGCATCAGGT
Z i TECAGCGRCCAGRGRAT TUGARTA TECAGGRCCAGACGRATTUGARTER Ok S 8
CATARGGCCTHNNNT GCATCRGET CJ'MCATACTI&IN'.'GQTC?\GGT C!\‘TC‘I".'GA..NNNT\.-(‘.A”CAG&"
TCCACGACCAGACARTTCGBATA TGCAGGACCAGAGRATTCGRATA fG’.‘.A.G—;AC CAGAGRATTCGRATA TE72
CARTGTCRTGGHERT GCATCAGGT CRACGECRT CGHNNT GCATCAGGT CRAATTRGGANNNTGCATCAGGT
= TECAGERCCAGRCRATTOERATA TECAGERCCAGRCGRATTOCARTA TE73
CRAGTRCERTANNNTGCATLECGT TTCCTTNNNTGCATCAGGT
TG &Cmtﬁhﬂ@;\?'tﬁ_ﬂk‘rh TECACGSRACCAGRERATTCCORARTR TECRCGACOACACRATTOCARTR 174
CAL CCCTC&CQHTC ATCAGCT CAGCGATCCGNNNTCCATCAGET CETTTCCCET&NNTGCA’"CAGGT
TELAGGACCAGAGART TCGAATA TECAGCACCAGAGRATTCERATA TGLAGGRCCAGAGRATTCEAATA 7175
CATATATCCTNNNTGECATCAGET CRATTARATTRNNTGCATCACGGT CARCTRACCTCNNNTGCATCACGT
TC-C.\GGF\LCWW"“CCMTR TGCAGGRCCAGARGRATTCEAATA TGCAGGACCAGAGAATTUGARTA 7176
CACACGARRCNNHTGCATCACE CRAGATTCATNNNTGOATLACET CARCTCTGCTMMNTGEATCASST
.GC:‘\{;-ALCM:‘A'&A!‘TCGML:, TCCAGGACCAGAGARTTCGAATA TECAG "ALCAGP.GMI‘TCGN\ TL79
CAATAAGTCTRNNT GCATCAGET CATCACCTGTHNNT GCATCAGETY c C
TGC, RCCAGAGRATTCSARTA TGC 7178
CACAARTACTHNNTGCATCAGGET ChA T
TGUAGGACCAGAGARTTCERATA T N #.ccamn.ﬁ}«' 78
CAATGACCTGNNRT G, CATTTAGCRANNNT GCATCAGEHT CAC
TGLAGGRCCAGAGRAT TCCAAT TGCAGCGRCCAGACEATTCCARTA -GG-AQCR\CCAGMMA TCGARTA 180
CAATACCCCTNRNT GCATCAGSET CATCCTAGTUNRNT GCATORGGT CAGGUTTTCTHNNNTGCATCAGHT
TCCACGACCAGAGRATTCCARTA TCCAGGRCCAGAGRATTCCRATA TCCAGGRCCAGAGRATTCGRAATA gL
CATGAGGTAGNNNTGCATCAGET CATAAGAGTHMNT CCATCAGGT CACTHEACTANNNTGCAT CAGGT
TECACGROCAGAGART TCGRATA TGCCAGCRCCAGACRR TTCGRATA TECAGCGACCAGRGARTTCGPATA T1RE
CACCAATCTGNNNT. CRACATGCACANNNTGCATCRACGT CAACATCAGCNNNTGCATCAGGT
TECAGOACCAGACRATTCOGRATA TCCAGHRACCAGAGRAATTCGARTA TLE?
CATTTCARCTNNNTCCATCAGST CATCAGTT CCNNNTGCATCRGET
TEUAGGACCAGAGARTTCERATA TECAGGACCAGAGAR TTCCAAT, 7184
CACTGATCTIGNNNTGCATCAGGT CATCACGATGNNNTSCATCAGST
?G:AC-C-.-.C(.A,.;AW_TT.. i, TECAGGRCCAGAGRATTCGRATA AGERCCAGRGRATTCEAMTA 7185
CRAGGCTTACNNNTGCAT: CACCCETTCONNNTGCATLAGET TATCCACHNNTGCATCAGGT
TELAG AGAGART" AATA TLEE
LAAM‘.CWNBN GCA' P.E{n CATCAGECGCNNNTGCATCAGGT
TCCAGGACCAGAGART TCCARTA SGCAGCRCCAGACAATTC Th Ti87
CABATAGGACHRNTGCATCAGGT CAGATTACGUNNNTGCATCAGET CAGTTITCOGMNNTGCATCAGGT
TGCRGEACCRAGACALTTCGEATS TCECRGGACCAGAGAATTCCGRATA TCCRGOACCAGRGARTTCGRATE Ti8g
CRATGELGAANNNT GCATCAGET CACTEACGATHNNTGCATCAGGT CAGETCGCAGHNNTGCATCAGGET
TGCAGGACCRGAGRETTCGRATA TCCAGGRCCAGAGRRTTCEARATA TGCAGGRCCRAGRAGRATTCGRATR 1188
CAACCRAGRGNNNT GCATCAGGT CRAACTTTCTANNNT GCATCAGGT CAATAAGGCGNNNTGCA C.I\.Gf._':_'
TEORCERACCAGAGRAT TOCAATA TECAGGACCAGACMATTCCARTA TECAGSACCACACRATTCEARTA FETE
CACAAACGCTHNNT GCATCAGGT CACACATAGCHNNTGCATCAGET CAPRGCCGACCHNNT GCATCAGGT
TECAGGACCRGAGART TOCAATA TCCAGGACCAGACARTTCSRATA TECACGACCAGAGARTTCGAATA 71481
CACGCTTTCANNNTGCATCAGST CRITAGTCRARNNTCCATCACGY CACATGTCAGRNNTGCATCASGT
TECAGERCCAGRS )“"‘CJJ-T& TCCAGGRCCAGRCAATTOCARTA TECAGERCOAGRCRATTOCARTA 192
CATCCAGGCGNNNTCCATCAGET CATGETCGCGENNTGCATCREST CATTITAGCTHNNTGCATCAGGT
TECAGGACCRGRAGARTTCCLRATA TECRGLACCRGRGRATTCERATA TECAGGRCCAGRGARTTCGRATE 7103
CATTEARATCNNNT GCATCAGGT CRTTCTGACCNNNT GCATCASGT CARTCSACT TGNNNTGCATCAGET
TECACGROCAGRCRATTOLARTA TGCAGCGACCAGACARTTCEAATA TGCAGCRCCAGRGRATTOGARTA 7194
CROCTGCTGEONKY ATCAGGT CATAALACCTNNNTGCATCRGGT CAGCCRCCTCNNNTGL =
TECAGGACCAGAGART ICGAATA TECAGRACCAGRGARTTOGRATA ZGCAGRACCAGAGAATTCGAATA 7185
CACGARATGAGNNNT GCATCAGET CAACTATARCHNNT GCATCAGET CATG T GENNNTGCATCAGGT
TGCAGGACCAGAGRATTCGAATA TGCAGCACCAGAGAATTCGAATA TGCAGGRCCRGRGARTTCEARTA 119
CACGTGT TAANKNT GCATCRAGHT CATATGATGTNRNT GCATCRGGT CAGTTGTGTGRNNTGCATCAGGT
1GCAGGACCAGAGRAT TCGRATA TGCAGGRCCAGAGRATTCGAATA TECAGGRCCAGRAGAATTCZARTA TES
CATCACCGCONNNTGCATLAGGET CRCGTCRACTHNNTGCATCAGGT
TGCAGGACCAGAGART TCGAATA TGCAGGACCAGAGARTTCGRATA TGCAGGACCAGAGAATT CPAT«“ TLOE
\GCCCAGKNNTGCATCAGET CAAGGTIATIRENTGCATCACET CAMAGGCT CTRNNTGLATCAGET
TGCAGGRCCAGRGARAT TCGRRATR TECAGGRCCAGAGRATTCEARTA TGCAGERCCAGAGRA 199

CAGACAGTAGNRNIGCATCAGGT

CAAGCAGCTTHRNT GCATCAGET

CATATTCI TGHNNTGCATC

K216
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TECEAGACCASACGARTTECARTA
CACATTSCTTHNNT ECATCACET

TECAGSACCAGRERATTCERATA
CATCEACACTNHNTCCATIRGET

TCCAGGACCAGARCAATTOGAATA
CACATTRACTTHHNTOCATCRGET

TGCAGGACCAGAGART TCEAATA
CATRATCCRAANNNT GCATCAGGT

SGUAGGALTAZACAR ITCERATA
CRACACACT TCRHNT AUATCAGGT

TECASGRACCAGRAEAR T TOGAATA
CACCAAGACTRHNTGCATCAGHT

JECAGEACCAGAENT T0GAATA
CACGTACAACNEN T GCATCARET

TGCAGGACCAGAGANTTUEARTA
CALARAARCCNNIT GCRTCAGST

~GOAGEACCAGAGAATICGANTA
CARGITCCASNNNTGCATCAGS,

TCCAGEACCACACART TCERATA
CAATATICEARNNI GCADICAGET

TECAGGACCACGASARATTCCGRATA
CALACACCCANRNT GCAICALE D

TGCAGGACCACACARTTCGAATA
CRAAACCARETCNNNTG AT CASGT

TECACLRCCAGATAAT TCGARTA
CATAATTAT ANNNT GCATCACET

TCCAGGRCUAGAGRATTCGRATA
CAATGRARACNNNTGCATCAGGT

TGCAGGRCUIAGREAATTLGAR TR
CAHTGECTCAANNNT GCATCAGET

TCCACARCCAGACART TCGRARTA
CRGHTEEAGANINT COATCAGET

TECAGGRCCAGREMATTCCRATA
CRETGATECTRINTCCATZASGY

TECAGGACCACAGRATTICCRATA
CRTCTTIATGHRENTGCATCAGET

TELAGGROCAGRGRAT TOCARTA
CAGEAGCCRAGNENT CCATLAGST

TECAGGRCCAGRGRATTCGRATA
CRTTARCRGTNRNTGCATORGGT

TECAGGEC CAGRGRATTOIGARTA
CAGGTGACTTNNNTGCRATCRAGGT

TECAGGRLCAGRERATTLCAATR
CAGCGAGTT THNNT CCATCACCT

TECAGGRCCAGAGCAATTCCRATA
CRACAACCCOGNMNT CCATTAGGT

TECRACRRCCAGRCRATTCCARTE
CATCCTRACCHNNTGCATCAGE T

TGLCAGCACCAGAGART DCGAATA
CAARCTCORCOHMNT CCATCRCCT

TECRGCACCRGACGARITOGARATA
CATCTCCCCCNUNTCCATCREGT

SGECAGGACCAGRACAATTCOGPATA
CACCOTALACNNNTGCATCACST

7208
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TECAGRALCCAGAGRAT TCGARTAC
ATCCTCCARNNMACCTATCCCA

SCAGGRICAGAGPATTCGARTA
CRTTCCARTTHNNNACCTATCCCR

TGECAGGACCAGAGAAT TCGAATAL J210 TECAGGACCAGAGAATTCGRATA 7450
RCTACTCAGNNHRACGTATGCCA CATGTACAGCNNNACGTATGCCA
TGCAGGACCAGAEGAAT TCGARTAC 1211 TECAGGACTNENGMTTCGAATA a3l
AGAAGCCCCHERALGTATGCCA CACAGCAGCGHNNACSTATGTCA
TCCACGACCAOACANT DCCRATAY W21z TOCAGGALCACGARGARTTCGRATA TRLZ
ATTARCCGGNNNACGTATGCCA CARTGCGITENNNACGTATGECCA
TGCASGROCCAGAGRAT TOCARTAC 7213 TGCAGGACCECAGAATTCGRATA 7853
RTAACCTGGNNNACGTATGCCR CATATTTUCGHNNACGTAT GOCA
TCCAGCACCAGACARTTCCAATAC TZ14 TCCAGGACCRCACARTTCCAATA Tas4
AGT UGACTANNEACGTATGCCA CAERATTCCCCHNNACGTAT GET
TECAGGACCAGRGRAT TOLARTAL TR TECAGGALCAGRGAATTOGRATA T4hy
BCCAARCCTUNKACCTATGUCA CATCTGALGANNNACGTAT GCCA
TEOAGGROCAGRGRAT TCCARTAC TElh TECACGGROCRERGRATTLCRATR TaaA
PACETATCCNNNACGTATICCA CRCCGCCCTTNNNACGTAZ CCCA
TGECACBACCAGAGAAT TCEAATAC T217 TECAGGACCAGRGAATTCGRATA 145F
ACACCGGCCANKNACETATECCA CARAMCACCCNNNACGTRTIGCCA
CECACERCCAGALRAT TUGARTAL TZ18 TECAGGATCRGAGAATTLEAATA T458
AAGCTTTGCNNRACGTATCOCR CAGETTEIGTHNNACGTAIGCCA
LGCAGGACCAGAGANT TCEAATAC 7219 IECAGGALCAGAGAAT TCGAATA 7458
ACCACECEINNNACCTATGLCA CARCTARCCGNHNACGTATGCCA
TGCAGEACCAGAGRAD "UHSAATAC 7220 TGCAGGACCAGAGAATTCGAATA 7480
RCCCACGICGHNNACETATECCA CAT CAGGAGANNNACGTIATGCCA
TECACGALCAGASART ICERATAC 22l TECACGGACCAGAGAATTCGRATA L1
ACAGTTTTTNRRACCTATSCCA CAGTCTGCGENNNACGTATGCCA
TECAZGRCCAGAGRAT TCSARTAL 222 TGCAGGACCACGAGARATTCGRATA 15402
AUGLLOGEANMNACGTATG Ch CRACT GELECHNNALGTATGCUR
TGCAGGACCAGAGAATTCCAATAC 1223 TECAGGACTAGAGRATTCGAATA fags
PGCCACTCCNENACGTATGCCA CACGACTCTTNNNACGTATGCCA
TGCAGCACCAGAGAAT TCGAATAC f2z4 TCCAGGACCACAGAATTCCRATA f4e&
EGRLGAACTNNNACGTATGOCA CRCCGRRGECNNNRACGTRTEOOR
TECAGGACCAGAGRAT TUGARTAL 1225 TEGCAGGRCCAGRGRATTCGARTA V4G5
AGGTTCCITNNRACCTATGCCR CAGGCGCCGCUNNECSTATGCCA
TGCAGGACCAGAGART TCGARATAC 1226 TECMGGALCAGAGRATTCGRATA Tato
ACCCCARTTNNNACCTATCOCA CACAGCACCCNNNACSTATOUCA
TGCAGGRCCAGAGRAT TCGARTAC 1227 TGCAGGACCACAGAATTCGAATA T4RT
BTCGETACCINNACGTATGCLA CACCORARETHNHALGTRT GOOA
TGCAGRACCAGAGARTTCGRATAC 7228 TGCAGGACTAGAGAATTLGAATA TRER
AGCTAGREANNNACGTATGCCA CACGGEAATAGNNNACGTAT GCCA
TGCAGGACCAGAGRATTCGAATAC 7229 TGCAGGALCACGAGAATTCGARATA T4E3
ACCACTTRCHNRACGETATGLCA CARAGTAAGATNNNACGIAT GCCA
TGCAGGACCAGAGRATTICGARTAC 1230 TECAGGROCAGAGRATTLGRATA 14770
ARACCACCGENENACGTATSCOA CATCTCACATNNNACGTATGODA
TGCAGGACCAGAGRAT TCEAATAC 231 TGLAGGACCAGAGRATTCGAATA L
AGRARCATANKRACSTATGICA CACGCCCCAPNNNACSTATGCCA

Ta32 TGCAGGACCPGRGARTTCGARTA

CAGEATTT GCHNNACSIAL GECH

TECACGACCAGAGAAT TCEAATAC 1233 TGCAGGALCAGRGIATTUGRATA 1473
ATARCARCTNNEACCTATCCCA CARATCRCRRNNNRACGTATCCCA
TGCAGGRCCAGAGRAT TCGARATAC 1234 TECAGGACCACRERATTICCAATA 1L£74
MCCTCACTANNNACCTATCCCHR CATRPAPAARTHNNACCTATCOCCA
TGCACGACCAGAGART TCEAATAC 7235 TECAGGACCAGAGRATTCGAATA pr Wi
ATTAAGLTCNRERCCTATECCA CATARTGECONHNAZGTATGOORA
TECAGGACCAGAGRAT TCRARTAC T236h TELAGGACCAGRGAATTCGAATA 7476
RTGEATCRCNNRACCTATEICR CLRETTGCTTCHANNACSTATGCCR
TECAGGACCAGRGAAT TCGAATAC 743 TECAGGRACTAGAGARTTCGARTA LY
ACCGAGTTGNNNACGTATECCA CACGTTTCACNNNACGTATGECA
TGCAGGACCAGAGAAT TCGAATAC 7238 TGCAGGACCAGRGARTTCGAATA 1478
ACTCATARANNNACGTATGCCA CRGAACARATHNNACGTATGCCA
CECACGRCCAGAGRATTCGARTAC 7239 TECAGGAL CAGAGAATTCGAATA 1875
ACTCTACTGHENACGTATGCOCR CRATACGAACTHHNACCTATGCLR
TECACZGACCAGAGART TCGAATAC T24C TECAGGALCAGAGARTTCGAATA 7480
AAGCT GRGINREACEIATGICA CACTAAGETANNNALCG LA GECA
TECAGGHLCAGARGRAT TEEARTAC 241 FGEAGGATTAGRGARTTL.GAATA Tadtk

AGAACACTCNNNACGTATCCLA

CAGAGRTGECANNNACGTAI GCCA

E22A
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~GC]
AGCCAGARCCHNNNACCTATGCCA

\GGACCAGAGAATTCEARTAC |

T GCAGGACCAGAGAATTCCRATA
CACACCATCTNNNACCTATCOCA

TECAGGACCAGACANT TCGAATAC 243 TECAGGACCAGAGALTTUGRATA ragld
ATTTCCAGCHNNNACGTATGLCA CRGATACACCNNNACETATGILT

S GCAGGACCAGAGAAT JCGANTAC TE44 IECAGGACCAGRAGAATTLCAATA Tagd
ACCCATCATNNNACGTATGCCA CAGARTACT GCNNNACSTAT GCCTR
TECAGGACCAGACARAT TCERAATAC 1245 TECAGGACCAGAGAATTCGAATA Iy
AALTCAGCETNNNACGTATECCA CACGTAACTENNNACGTATGCCA
TECACGRACCAGAGRAT TOGARTAC 1i4% TECAGGRLCAGACGRATICGAMTA (3151
PIGARBARCHNNALCGTATGCCH CATCCTCTTCHNNACETAT GCCA
TCCACGACCACRCAMTTCCRAATAC 1247 TCCACGCACCRGACAATTCCGAATA 1487
ARTGCGGAANNNACGTATGCCA CATGUGETCGNNNACGETATGED
TELAGGRACCAGRGRRT TOLRBATAC e} TECAGGACCRGAGARTTOCRATA T488
BCCCATTCANNNACCTATGICR CRACACCARBCHNNACSTRTCOUA
TGCAGGRLCAGAGRATTCGARTRC 1249 TECAGSRCCAGAGARTTLGRATA Tdee
ACTCATACCGNNNACCTATCCCR CARARATTTTNNNACGTATGCCA
TGCAGGACCAGAGAATTCERATAC 250 TGCAGGACCAGAGAATTCGAATA 1450
ARCCTCCTTNNNACCTATCCCA CARACTCACCNNNACCTATCCCA
TECACGRCCAGRGRAT TCGARTRC 1251 TECAGGACCREAGARTTCEAATA 1451
AGTTGCTGCANERACGTATGOLE CATCTRCECAGHNNACETRAT GCUA
TGCAGCGACCAGAGANT TCGAATAC 7252 TFCAGGACCAGAGAATTUGRATA 7492
AGARAATCEGNNNPLCGETATGCCA CAGATCTT CONNNACGETATECCA

- GCAGEACCAGAGRAT JCARTAC 1253 JGUAGGACCAGAGAATTCGAATA #4793
DAAGT TAGANNNACGTATGCCH CAGGACACCCNNNACGTATGCCA
TECAGGALCAGAGAR T TCHAATAC i2h§ TECRGGACCAGAGRATTUGRATA 1494
ATGTAACGCNNNACGTATSCCA CARTAGGT GGNNNACGTAT G
TGCACGACCAGACGRAT TCCAATAC 135% TCCAGCACCACGACAATTLCAATA Ta3l
AGHTT IGAANNNACH' S A PGOCA CACCATCGTONNNACGTAL GOUA
TCCACGACCAGACART TCCARTAC 1296 TCCACGRACCACACPATTCCRATA 1450
ACAAALT GOCNRRACGTATGCCLA CATGATCT COUNNNACG AL GELR,
TGCAGCACCAGACRAT TCGAATAC 125Y TCCAGUACCAGARGARTTCGRATA 1497
ACCCTOGACCHNRACCTATCCCA CACOCCAATTNNNACSTATGCCA
TGCAGCGACCAGAGAAT TOGAATAC T25% TGCAGGACCAGAGPATTCGAATA 1428
ATCTTCCACNNNACCTATCCCA CATATATAATNNNACGTATCCCA
TGCAGGACCAGAGANI TCCGAATAC 725% TGCAGBACCAGAGATT CGRATA 1838
ATACCCTACNRNACCTATCCCA CRTATCCCCTNNNACSTATCCOR
TECAGCGARACCAGRGRAT TCERATAC T260 TECAGHRCCAGRGRATTOGARTA Ta0a
ATCATAGRT WMNACGTATECCH CATTACGAGCHNNNACGTATGCCA
SGCAGGACCAGAGAS T CGAATAC 7261 PECAGGACCAGAGRA LTCGARA 7501
ACTATAGAANNNACGTATGCCA CAGETITCTONNNACGTATGCOA
JGUALGACCAGAGARL TCLARTARU 7262 GEAGGAL CAGAGARTTUGAATA 7502
RCCCTARARGHNRACGTATEICA CRACTTGCACRHNNACGTAT GOCR
TGCAGGALCAGALART TCGAATAC 1263 TECAGGACTAGAGRATTCGAATA 1203
AGCGETTTANNNACCETATGCCA CRAGACATTTANNNACGTATGCCA
TGLACGACCAGACART TCCAATAC 264 TCCAGCGACCACACAATTCCRATA 7504
A ARC [UAGHNNAC TELOCA CARCACEALANNNAC 2 TA L GULS
TECACGACCAGRGRAT TOGAATRS 7265 TGCACGRCCAGRGRATTOGRATA THOE
ACCET COCAHNNACGIAIGCCA AL TGO GUHNNACGTA L GCCA
TECAGGACCAGAGARTTCGAATAC 1266 TECAGGALCAGAGAATTCGRATA 1304
AACTCCCARNNNACCTATCCCA CACACTCCTTNNNRCCTATGCCA
IGCAGGACCAGAGRAT TCGARTAC 1267 TECAGGACCAGAGAATTCGRATA 7507
MTCACCTTCHNNACCTATESCA CACCATTTCCHNNACCTAICCCA
TECACGACCAGAGRALT TOGERATAC V268 THCAGGACCRAGAGRATT GRATA 'aUE
ATATCGTEENNNACCETATELCA CAEGALTAT CCNHNACETATEUCR,
TELAGGRCCAGRGRAT TOCARTAC 1268 TELAGGALCAGRGAATTCEAATA o049
LTCAGRCERCHNHCTRGUET TAC CECCAECAECINNCTACLETTAL
SCCAGLACCAGAUART ICCARTAC qe7C TCAGGRCCAGAGARTTUGAATA g1
ATACCCTTGNNNCTAGCGTTAC CATCGCCTTANNNCTAGCCTTAC
CECASGACCABAGART IGATAC J2*L TGLAGGACCACGAGAATT CGAATA rall
ACATCEGAGTHNHCTAGCGT TAC CATTACCOETNNNCTAGCETTAC

S GCAGGEACCAGAGAAT JCEANTAC 12 TE JECAGEACCAGACAATICCAALA 7312
ATEAATCTANNNCTRAGCGT TAC CAATCRACLTCHNNCTAGCGTTAC
TGCAGGACCARGAGANT TCCAATAC 7273 TECHGGACCAGAGARTTUGRATA 7313
ARGTGOAGT NNNCTAGCETTAL CACCART TCCNNNCTAGCGITAC
SGLAGGALCAGRGRAT TCEARTAC TE74 TECAGBACCAGRGAATTLCAATA Tl

ACT GAAGGANNNCTAGCGITAC

CAL GG IGAYNNNCIAGCGTIAL
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TECASGACCAGAGIAT ZCEARTAC
ABATEAGTTNNNCTAGCETTAC

TCCAGGRCCAGAGRATTCCARTA,
CRCTORCCOTNNNCTASCETTAD

AIGCTGARGNNNCTAGCETTAC

CAGRAACT AANNNCTAGCGTTAC

TEUACGACCAGAGART TCERAATAL TRTH TECRAGEALCACAGAATTCGRATA Isio
ACCCAGECTNNRCTAGCETTAL CRAGCGARTTANNNCTACGCETTAC
LGCAZGALCCAGAGRAT [CEARTAC 1237 LECAGGAL CAGAGAAT ICGAATA 7517
ACEETGCACNNNCTAGCGETTAC CACCCTACATNHNCTAGCGTTAC
TGCACCACCASATAAMT TCCAATAC V2 TCCRACGACCACACAATTLCAATA (aid
ALCGTATCAGNENCTAGCEITAC CACEEITTRAGHNNCTASCEITAL
TGORC CRCCAGREEAT TOCARTRC 72578 TELAGGACCECACARTTCGARTA EEPL
FIARCGUTGNNNCTAGS AC CATCGTATAANNNCTAGCETTAC
TCCACCACCACALARTTCCAATAC T280 TCCACGRCCACACRATTCCARATA 1520
PRCLSTACANNNCTAGCETTAC SATAAGCARABRNNNCTAGCET TAL
TECAGGACCAGAGRAT TCEARTAC 1281 TECAGGALCRERGARTTCEAATA G521
ECCTTACTCNNNCTAGCOTTAL LCRCCCTOTCCHNNCTACCET TAL
TECACGACCAGAGPAT TCCGARTAC 1282 TECAGGALCRAGRAGPATTLGRATA 1522
ACCAACGCONNNCTAGCOTTAL CRCCACACTANNNCTAGCCTTAR
TECACCACCRASACAAT T2GMATAC 263 TELAGGACCAGACAATTCGRATA 1523
RGTATCOTEGNNNCTAGCET TAC CRECCACTAGHNNNCTASCGTTAL
TECACERALCAGAGRAT JUGARTAC Tedd TECACGACCRAGAGAAT TCEAAT A 524
AIACAAATCNNNCIAGCSTTAC CACCCAARCTHNNCTAGCETTALD
LGCAGGACCAGAZANL JCGAATAC T2E5 LGCAGERALCAGAGAATTCGAALA 7525
ACCTCCTTANNNCTAGLGTTALC CRACTTCARCCNNNCTAGCETITAL
TGLAGEACCAGAGAAT ICEAATAC TZE0 LECAGEALCCAGRGARTTCGAMTA 7326
RAGACCACT NNNCTAGCETTAC CAEARAGECCHNNCTAGCET TAL
TCOAGCACCAGACART MOGAATAC T2E7 TECRGGALCAGAGAATTICGRATA 1527
ARCABGETGNNNCTAGCSTTRC CARTAT TEGTNHNCTAGCGT TAL
TECAGGACCAGAGRAT TOGARTAC TZEER TGLAGGALCAGACGARATTCGAATA 7326
FAZACT T GANNRE L AGOGET LA WACTAL AL GANNNCTACCENIAL
TGCRAGGACCAGAGRAT TCCGARTAC 1282 TGCAGGRCCRAGAGAATTCGAATA T529
ACTTCCOATNNNCTAGCSTTAC CARTCTTGTTNNNCTASCGTTAC
TRCAGGACCAGACRAT TCGRAATAC 1280 TECAGGACCAGAGARTTCGRATA 1530
BCGTCTTOONNNCTAGCOTTAC CATAAACCCONNNCTACCCTTAL
TEOREEACCAGACRAT TCGARTAC 1291 TECACGRCCAGRGRATTCEARTA 1521
BARGTGGIGNENCTAGCSTTAC CRCCATTTGLNNNCTAGCGTTAC
TEUAGGACCAGAGART TCLAATAC 7202 THCAGEALCAGAGARTTCGAATA 7532
ATCGETEGCNNRCTAGCSITAL CATACCCCTRNNNCTAGCGTTAC
TCUAGGACCAGAGRAT TCCARTAC 7293 TGCAGGACCACGAGARATTCCAATA 7533
FAMPATCAGNENCTAGCST TAC CARGARCLCANNNCTAGCGTTAC
TECAGGACCAGARGART ICGAATAC 2584 TFCAGGRLIAGAGIATTLGAATA 1924
ATCLCGUETNNNLTAGCET TAC CARCGATAGENNNCT AGLET TAL
TGLNEGACCAGACGIAT TCLARTAC 128% TCCAGGACCACAGIATTCERATA 1535
EGECACGCT NNNCTAGCETTAL CREGOGCUATHNNGTAGCETTAC
TGCAGGALCAGAGARAT TOGARATAC 7296 TOCAGGALCAGAGRATTLGRATR 1336
AGCTETCTTNNNCTAGCGTTAL CRRAAATLTONHNOTAGCETTACT
TGCAGSALCAGAGRAT TCHAATAC i287 TGCRGGACCAGAGAATTCGPATA 1437
IAECD TARINNECTAGCETTAC CACACTINECTNNNCTAGCCTTAL
TCCRCGACCACACRATTCCAATAC 1294 TCCACGACCAGACGRATTCGAATA 1538
ATCGCGAATCNNNCTAGCGTTAC CACCTGAGTTNNNCTAGCGTTAL
TCCACCACCRCACANT TCCRATAC 72493 TECRCSALCAGAGAATTCCIATA l23%
ACGTTTCGTNNNCTAGCGTTAL CACCOGLT GTNNNCTAGCETTAL
TECASCROCCAGRERATTOCARTAL FETE TECAGGRACCACRCAARTTCCARTA e
ACTCTTHNNCTAGCGEITAC CAPPAPACTTICUNNCTAZCGTTAT
TECAGCGACCAGARRART TUERATAC 7301 TECAGGALTAGAGEATTCGRATA Tadl
ARCTTGCTGCNNNCTAGCGITAC CRRGCTARCCONNNCTAGCGTTAT
TGECAGGACCAGAGRAT TCGARTAC 1302 TELAGGRLCAGAGHRATTCCAATA Tady
RECATACACCHNNETAGCETTAL CRATCAALATHNNCTAGCGTTAL
TECACGACCAGACART TCGRAATAC 1303 TeCAGERCCAGAGRATTCGRATA 1543
AGAGCARACNNNCTAGCETTAC CACTTTTEATNHNCTAGCGTTAL
TGCAGCGACCAGACAAT TCEIMATAC 7304 TECAGGALCACARGAATTCGRATA fusd
RECTTCCATNNNCTAGOET TR CRGTGTACCANNNCTAGLGTTAT
IGCAGGARCCAGAGRAT TCGARTAC T30E TECAGGACCAGAGRATTCGAATR 1545
ACCTAATTINNNCTAGCSTTAC CAZ GCACACAINNCTAGCGTTALC
DECAGGACCAGAGINT DCEAATAC T30G P'GCAGGALCAGAGAA TTCEANTA T340
AAGLCCCACNRNCTAGCSTTAC CATATACTTCHNNCTACCGTTAL
TGCASGACCAGAIRATTOCAATAC 7307 TECAGGACCHCACAATTCOAATA 447
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TGCRGGACCAGAGAAT TCGAATAC :

AATCGUTERANNNCTAGUGTTAC

GCAGSACCAGAGPATTCGRATA
CARTLTCGAGNNNCTAGCGTTAC

TECAGEACCAIAGART TCEARTAL ‘1308 NECRGGACCAGAGARTTCGRATA 1544
A TACTGLCNNNCTAGLETTAC CRATOTCT GENNNCTAGCETTAL
LGCAGGEALCAGAGRAL JUEARTAL 7310 LECAGGAC CAGAGART TCGARTA 7550
ACCAGSCCANNNCTAGCSITAC CARGACATGGNNNCTAGCGTTAC
TECAGGACCAGACART TCEAATALC [EF Y TECAGGACCAGAGAATTCGPATA rasl
ATALCTETCNNNCTAGRGTI TG CACGGCAATTNNNCTASCGTTAL
TECRACGRCCAGRERAT T RS TGCAGGACCECACRATTCCARTA 7302
BATATGCTANMNCTAGC CATAATGTTGNNNCTAGCGTTAL
TCCRCCACCACRCARTTCCRAATAL 7313 TCCACCACCAGACRRTTCCARTA 7353
AGATCACCANNNCTAGLGITAC CAGCGAGGAONNNCTAGCGTTAL
TGLAGCGRCCAGAGART TCHARTAL 1214 TECAGGRCCAGRGARTTCGRATA Tah4
LGCOCRACGNNKCTRAGCGT TAL CACSARCATCHNNCTACCCTTAS
TGCCAGGRLCAGAGRAT TCEARTRC 1515 TECAGGACCAGAGRATTLGAATA 555
AARATCCTITTNNNCTAGCGTTAC CACCATCTACNNNCTAGCCTTAD
TECAGGACCAGAGART TCEARATAL 7316 TECAGGACCACGAGAATTCEAATA 7556
ATACTATACNENCTAGCCITAL CACCAACTCTNNNCTACCCTTAL
TECAGGRCCAGRGRAT " CEARTAL 1317 TECAGGACCAGAGAATTCGAATA 1257
TOTRTACHEECTAGCSTIAC CACTACTUTOHNNCTAGCGTTAL
TECAGGACCAGAGART TCEARTAL 7318 TECAGGALCAGAGARTTCGRATA 7558
AGACTATCENNNCTAGCETTAC CAGGUIARAGNNNCTAGCETTAL
LGUAGEACCAGAEAAT T UEAATAC 7319 TCCAGGACCAGAGAR T TCGAATA 7559
AAGCAT TAANNNC TRECGTTAL CACCCTTTEANNNCTAGCETTAS
TECAGEACCAGASAR D POERATAC TR0 PICEGGALTAGAREATIIGRATA T8t
ATTACATCTNENCTAGCGTTAL CACGCAGSAGNNNCTAGCETTAL
TCCACGACCAGACAAT TCLAATAL {3zl TUCAGGACCACAGAATTCGAATA Tagl
AL GECAGNNRCT AGLE " AL CAGTAAGAATNNNCTAGEGTTAC
TCCRACGACCACACAATTCCAATAC 1322 TCGCACSACCACACPATTCCAATA 1562
ACRETALCCNENGT AGUGTTAC CATGATTACANNNCT AGCET AL
TECACCGACCAGACART TCLRATAL 223 TECROGACCACRGAATTCEAATR 1563
RTTCOATCCHNNCTAGEGTTAC CACRAARATENNNCTACCCTTAC
TCCACERCCAGAGAAT TCEARTAL 1224 TGCAGGACCREAGPRATTCCARTA 964
AAATCOCCTNNNCTAGCCTTAL CACCATCETCNNNCTACCETTAL
TELAGEACCAGAGARNT TCEAATAL e TECAGGACCAGAGAATTCERATA T5E5
ACTCTCOCOMENCTAGCGTTRAC CARACCTTATNNNCTASCCTITAL
TEORGERCCAGAGRAT TOEARTAC 1326 TECAGGACCAGRGRATTOGARTA Thnd
ACAATTARCHNNRC D ACCETTAL CAECTTELAANNNCTAGCEY TAC
LTGCAGEACCAGALRAMY (CEARTAL 7327 IBECAGGACCABAGAA T CGAATA 1587
ARTTTITSCTNRNCTAGCEITAL CATTACTCEENNNCTASCETTAL
TEUAGBACCAGACARL TUGAATAL 7328 [GLAGGALCACGAGAATICGAATA EET]
AATEARTCCHNHCTAGCGT TAS CAACHECCETHNNCTRAGCETTAL
TGCRAGGACCAGAGART TCGARTAC 1328 TGCAGGACTAGAGRATTCGRATA 1568
ATACTCETCHMEGAT CEALATEG CAGCATGRAANNNGATCCACATS
TCCAGCACCAGACGART TCCAATAC 7330 TCCAGGACCACACAATTCGPATA 1570
AALGCHARGNINGATUGACAT CATHUCTGLCNNNGATCEACAT
TECACEROCAGRGRAT TREARTAN 1531 TGCACBRTCAGRGRATTCGARTA EEYL
Al GUEUABCHNNGALCSALALE AL CBACECENNNGATTUGACATLS
TCLAGGACCAGAGART TCHAATAC 7352 TECRGGACCAGAGARTTCERATA 1372
ATGCTAPARNKNCATCGACATC CATCATCCTCNNNCATCCACATS
TECAEEACCAGARRAT TDEARTAL 7332 TECAGGACCAGAGRATTCCARTA KEXE
ACACTCCRINNNCATCCACATC CACTCRCTCANINNGATCCACATS
TECAGGACCAGASART POEARATAL 7334 TECAGGACCAGAGRATTCGARTA 1314
ACCTATGERNNNERT CGACATG CACCGETEACNHNGATCEACATS
TGLAGGRCCAGAGART TCEARTAL 1235 TELAGGACCRGRGARTTCCARTA Ya7h
RATGCTCCT INRGAT CGALAT & CATRTCECEANNNGATCERCATS
TECAGRLACUABAGAAT [UGAATLAC 7596 MU AEGACIAGACGRATTCERATA 1576
AGATTGRAANKNGATCGACATE CAGACGCETONNNGRTCCACATS
LGELAGBACCALAGARD TELARTAC 7357 JGLAGGACCAGAGMA I TCGAATA 1317
AACRACCCRRANNNGATCGACATG CACAACAGACNNNGATCGACATG
LECAGEACCALBAZAND JCEAALAL 733¢ SECAGGAL CAGACLALTCEANIA 7378
ACLGGCATGNNNCATCEALATE CAGTGTGTCTHNNGATLGACATS
TCCAGGACCAGASART PCGAATAL 7238 TECEGGALCAGAGAATT CGRPATA 737%
ACCCGATICNNRGAL CEACATS CTACGAT GCTINNNGATCREACALG
TGCAGERCCAGAGRAT JCEARTRC 7340 TECABGACCACAGAATTCGAATA 1580

NEANTTCIGNNNGATCGACAT G

CACTAGAL TTRNNGALTCEACATS
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TECAGGACCAGAGAAT TCCAATAC

TECAGGACCAGAGAATTCGAATA

ATTTCGTCCNNNGATCGACATG CAGCTTGRGTNNNGATCGACATG
TGCAGGACCAGAGANT TCEAATAC 7342 TCCAGGACTAGAGAATTCGRATA 1.7
RCTTCACTENRNGATCGRCATG CACECARCECHNNGH TCGACATG
TGCAZGRCCAGAGRAT TCGAMTRC 7343 TGCAGGACCAGAGAATTCGAATA T583
ACCCTATTGNRNGATCGALALG CACCIAAT GENNNGATCGACATS
TGUAGGACCAGAGART TCERAATAC 344 TGCAGHACTAGAGARTTCGRATA Ta84
AAGTAGTARNNNGATCGEALATG CAGACAGEATNNNGATCGACALG
TGCAGGRCCAGAGRAT TUGARTAC 7345 TECAGGACCAGAGAATTCGAATA 75858
NCACCGTAMNNNGATCGACATG CACTTCCCTTHNNGRTCGACATG
TGCAGGACCAGACRAT TCGARTAC 7246 TGCAGGACCAGRAGRATTCGRATA 7586
ATGTTTICCENRB CRTUGACATE CATAAGAGATNNNGATCGACATS
TECAGGACCAGAGRAT TCEAATAC 1347 TCELAGGACCAGAGARTTCEAATA TaB7
EBGCTCGACCHNRCATCGATATG CAACCGAATCHNNGATCOCACATG
TGCASGACCAGAGRAT TCGAATRC 124t TECAGGRCCAERGAATTLGARATA 1588
ACTAATTCTINNNCATCGACATC CACCCARCATNNNCATCCACATG
TGCAGGACCAGAGAAT TCGAATAC T34s TGCAGGACCAGAGAATTCCRATA 72835
ARCCTTATANNNCATCGACATC CATGCCTAACNNNCATCCACATG
TGCAGGACCAGAGAAT ICGARTAC 7350 TECAGRACCAGAGAATTCGAATA T390
ROCTACCRAANNNCATCGACATG CATCGTTCCTHNNGATCCGACATS
TGCAGGACCASAGARTTCEAATAC T35l TGCAGGALTAGAGAATTCGPATA 1591
AGATAATEANNKGRTCGACATG CACAGTTCCAMNNGATCGACATS
TRUASEACCAGAGRAT TCGARTAC 1352 TGCAGGACZCAGAGAATTCGANTA ion2
RAAATCATCHMNGATCGALATG CARCTRGCTIGHNNGRATCGACATG
TCCACGACCAGATART TCERATAC TIA%3 TSCRGGACIAGACAATTUCAATA 1393
ARBATAGUCCNNNGRTCGACATG CARARACTAAGNHNNGATCGACATG
TCGCACGACCACAGRATTCGAATAC 1354 TCGCACCACCACGACAATTCCRATA Ta54
ATGCTGCEL. NNNGAT CGALAT G LCACTT_CGAGNNNGA ICEACATS
TCCACCACCACACAATTCCAATRAC 7354 TCGCACCACCRCACPATTCCRATA NEE N
ALTACGUAGNNNGAT CHALATG CACTCAD AGGNNNGATCCALATS
TECAGGACCAGAGRAAT TCHAATAC 256 TECAGERCCAGAGARTTCGRATA 5%
ALCCAGCCTHNNGATCGACATS CAGCAGTATCNNNGATCGACATG
TGECASGALCAGAGRAT TCEFARTAC T357 TGCAGGRACTAGAGRATTCGRATA
ACCATTTATNNNCGATCGACATG CATATAGT CANNNGATCGACATG
TGCCAGGACCAGAGANT TCERATAC 7358 TGCAGGACCAGAGAATTCGEAATA 7598
AGTGCAATCNNNGATCGACATE CAGETGTALGNNNGATCGACATS
TGCAGGACCAGAGRAT TCEAATAC 7359 TECAGGACCAGAGAATTCCAATA 7599
ALATCACCTHNNNGATCGALATG CAAGTGARATIINNGATCCGACAT S
TECACBACCAGAGANT JCCANRTAL 7360 UECAGERACCAGARGAR TTCCAATA 7400
AGGLCLALANNNGHRT CGACATG CAGETCGT TANNNGATCGACATSG
TEUAGUACCAGACGRAT TCLARTAL 736l TGELAGGACCACGARGANT TCGAATA 7601
BARGCRCGRNNHGATCGALATS CAT CGCELoTHNNGATCGARCAT S
TGCAGGACCAGAGAAT TCGAATAC r3ez TGCAGGACCAGAGRATTCGARTA reuz
ACACAGGAANHNGATCGACATE CARAGARRACTNNNGATCCACATS
TECAEGRCCAGACARATTCEAATAC 73263 TCGCAGGACCAGAGAATTCGAATA T&0E
ACCACCCTCHNNCATCGACATG CATCCTTITCCNNNGATCGACATS
TCOACGRACCAGRGRAAT TOCARTAS EAd TCOACCDCCACRACAATTOCAATSR AT
AGECTGCETHNNCATCGALATC CATCGCCTCGHNNGAT L GACATS
TECAGCACCASAGART TCLAATAC g 1318 TECACGACCACGARCAATTOCEATAR PltH
RCTCTAGCTNNNGRICGACATG CRCGESCTETCCNNNGATCGACATG
TCCRASCRCCAGRERAT TCCARTAC 1366 TGCAGCACCACGAGAATTCGAATA Teld
PEAAGGCTANNNGATCGALATG AT CTCCATCHNNGATCEACATS
TEUAGGRICAGAGRRT TOCRATAL 7367 THCAGGACTAGAGAATTUGRATA 7807
ATATCTSAENNNGARTCGACATG CACTTEGRAGNNNGATCGRCATG
TECAGGACCAGAGRAT TCCAATAL 1368 TECAGGRLCAGAGRATTCGRATA TEQR
RTACTATTCHENGATCGACAT S CRCTGCRUGGUNNGATCEACATS
TECAGGACCAGAGART ICHBATAC T56% TeCAGFESACCAGAGAATTLGRATA Te5%
ACATGACCANNRGATCGACATG CATCCTGGCONNNGATCGACATE
TGLAGGACCABAGART TCEAATAC 7376 [GCAGGACCAGAGAATTCGAATA T6iC
AATTCACGGCUNNGATCGACATS CAATAGGCCGANNNGATCOACATE
[GCAGGACCAGAGRAL JCEAATAC T37% LGCAGGACCAGAGAAT TCERATA Te1l
FARACCIRACCHNNCGATCGACATC CARTCCCTGANNNGATCCGACATS
TECAGGACCAGAGANT TCEANTAC Ti7d TGCAGGEACCTAGAGANT TCEANTA 7612
ATTACTGTINNNGATCGACATG CAGTAGCTGTMNNGATCGACATG
TCCASCACCAGATRAT TCOARTRC 1373 TCCAGOACCACACARTTCGART A Te13

AGGTTCCCCNNNGATCGALATG

CAGRAGACETHNNGATCGACATS
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TECAGAACCAGARGAATT

A5
CEARTR
CATCCETACTHNNGRATCGRACATE

TECACGACCRGAGART TOEAATAC 73775 TECRGEALCACGAGARTTOCRATA Tels
ATTTCGTGUNMEGATCGALATG CATGPEECARNNNGATCCGRACATS
TECAZGACCAGRERAT TCEARTALC 1376 TGCAGGACCAGAGANTTCGAATR TELT
ACTGACCATNENCATCEACATS CATGACTTATHHNGATCGACATG
TGCACSACCAGACART TCEAATAC R TECAGGACCAGAGARTTCGRATA el
ACCCTATACNNNENT CGACAT G CAATTCGI GCNNNCATCCACATE
TECAGGRACCAGRGEAT ICEARTAC 1378 TGUAGGRCCRGRGAATTCERATE TE18
NCCCCATATNHNGATCGACAT & CACGGCGTTCCUNNGATCCACAT G
TCCACCACCAGRCARTTCCRATAC 7279 TCCACGACCACACGAATTCCRATA 1618
AGATAGETGNNNGRTCGACATG CAGCATCTCTNNNGATCGRCUTG
TECACGACCAGAGRAT TCCAATAL 1280 TGCRGGACCAGACAATTCGRATA TE20
RRAATAACGHNNCATCGACATG CRAACTCTCCANNNGATCEACATS
TGCAGGACCAGRGAAT TCCARTRC 118l TECAGGRCCAGAGARTTCCRATA 1621
AATAATCCTHNNCATCGACATC CAATAAGTAGNNNCATCCACATG
TRCAFZACCAGAGART TCERATAC FETF TELAGGACCAGAGAATICERATA 3
AGTCCACTTNNNGATCGACATG CACATTCCCANNNCATCGACATE
TGCACGRUCAGRERAT TUGARTAL 7283 TECAGSACCREAGAATTCEARTA T€23
ACTIACTICCNENCATCCALATC CAGTTCCACGAINNCGATCCGACATS
TGCAGGACCRGAGARI TCEAATAC 73264 TECHEGALCAGACGARTTUCGRATA TE24
ATCCTAGEANNMENT CEACATG CARACCCET ACNNNCATCCACATS
TECAGEACCASACRAT TCEARTAC 1385 TECAGGALCACACGAATTCCANTA 7625
BAAACTTACNNNGATCGACAT G CACGCGTTGCUNNGATCCACATS
T CCRAGACARTTICCRATAC 15EG TECAGGRACTAGAGPATTIGRATA 16446
ARART GCTONNNGATCGACATG CARATTCCAANNNGATCGACATS
TECACGRCCAGAGRAAT TOCEARTAC 1387 TECAGGALCAGAGRATTCGRATA V627
AGUAT I'TCNNRGAT CEAL ]S CATEACCAETNNNGATCEALAT S
TCCACGACCACGACAATTCCAATAC 1388 TCCACGACCACACAATTCCAATA 1628
ACAAAGCTCHNNGATCGACATE CAATGCATTTNNNGATCCACATS
TECAGCGACCAGACAAT TCCAATAL (ELE) TCCAGGACCACAGAATTCCAATA 1628
RATCACCACHNNNTCCATCRLCT CRARAGTCCACNNNTCCATCACGT
TCCACGACCAGAGAAT TCCARTAC 729G TCCAGGACCAGAGARTTCGAATA 1630
AAGGACCTTNNNTGCATCAGET CACGTGCCGCTNNNTCCATCAGGT
TEUAGCGACCAGACART TOEAATAL 7301 TECRGEALCAGACARTTCERATA 7631
AGAAT GTARNNNTECR TCRGET CAZCTGGATGNNNT GCAICAGGT
TGEAGGACCAGAGRAT TCEARTAC 1392 TGCAGGACCRGRGARTTCGANTA 7632
BAARALTECONNR TECATORGET CRCOGRTEOGINNT GOATORAET
TECAGGALCAGACAAT TCEAATAC 1293 TGCAGEACTAGRGPATTCGAATA ICEX
AR ACARTUNHNTELE TUAGET CRRGTGUTCENNNTGUR TCAGET
IGUALGACCAGACGAAL TCLALTAC 7394 TGUAGUALCAGACAAT TCGAATA TE34
AGAGCACCGRNNTGCATCAGET CARCAATAGTTANNTGCATCAGGT
TECAGGACCAGAGAAT TCGAATAC 7395 TGCAGGACCAGAGRATTCGRATRA T€35
ATCHTIGTTONNNTGCATCAGET CATACACCCTNNNTGCATCRAGET
TECAGGACCASACAATTCGRATAL 1386 TCCAGGACCACACGAATTCGRATA 1626
AUT GRGCUENNN TCLAYCAGET CAT ATACCTTNNNTGUATCAGET
TCCACGACCAGACAATTCCAATAC 129y TCCAGGACCACACMATTCCAATA e2y
ACPACCACANNNTGCATCAGET CAGCAGTAACNNNTGCATCAGET
TCCAGGACCAGAGART TCEAATAC 398 TECRGGACCAGACGAATTCGRATA 1628
ACGTCTTACCNNNTCGCATCAGET CACCTATCACNNNTCCATCAGET
TECAGGRCCAGRGRAT TOGRRTAL 7399 TGCAGGALCAGRGRATTCRANTA TR3C
ACGLCTCOCNNNTGCATCASET TIRACACGUNNL GCATCREET
TECAGEACCAGREART TOGEATAL 7400 TECAGGACTAGAGAATTCCRATA 1840
AGECETTCENRN TECA TCRGET CRCABGERAGNNNTGURTCAGET
TECACGACCAGAGRAT TOCARTAL 1401 TGCAGGACCAGACARTTCGRATA TEgql
BCCGCACOTNNNTECATCACET CRATGACTTANNNTGCATCAGGT
TECAGCACCAGACART TUCAATAC 402 TECAGGACCAGAGRATTCGARTA 7642
AMGTEGETTCNRNNTGCATCAGET CATCTCTAATHNNTGCATCAGSET
LGLAGGACCABATANT ICEAATAL TA03 DBCAGEBACCAGRGAATTCERATA 7643
BETTRLEIANNN TECATCAGET CAGGAATARTHNNTELATCRGET
JGCACGALCAGARCRAT TUEARTAL 7404 TECAGGARCCREAGAATTLGARTA TE44
ACCAARTCONENTECATCACGT CARTTATACGHNNI GCATCAGET
TGLAGGACCAGAGART TCCAATAC 740y TECRGGALCAGAGARTTCGRATA T4t
ACCTTTITCNNNTCCATCAGET CACARAGCACNNNTCGCRICAGST
TCCASCACCASALAAT TCOEAATAL 140 TCCAGOACCACAEAATTCCAATR TEq0

HCTTCAATTRNNTGCATCAGET

CARTAGAATCGANNTGCATCIGGET
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TGCASGRCCAGAGRAT TCGAMTAC
AGAATUTGCNNNTECATCAGET

TECAGGRCCAGRGERATTCGRATR
CRGETCTECGNNNTGCATCRAGET

TGCACGACCAGAGANT TCGAATAC
ECCRCGACCNNNTGCRATCAGET

TECAGGACCAGAGAATTCGAATA
CRCATTITCRANNNTGCARTCAGET

TECAZGACCAGAENARY TCEGMTAC
ArGAGTATGHNNTGCATCAGET

TGCAGGMNCCAGAGANTTCGS AT

CAGCAGARGGCHNNT GCARTCAGET

TCCASGACCROASART TCCARTAC
ARCGECCACNNNTECATCAGET

TOCAGGARCCACAGARTTCCPATA
CAGCSGTAGENNNTZCATCAGSY

TCCAGGACCAGRGRAT TCHEARTAL
RCCTAAACGNMNTGCATCAGET

TECAGGACLAGACGARTTCGAATA
CAGGAGTCSGHNNTGCATCAGGET

IGCAGGACCAGRGRATTCGARTAC
AGETARACTCMERTESCATWAGSET

TGCAGGRCCAGAGARTTCGARATA

SARCCATTCONNNT GORTCALGST

TECAGGARCCAGAGRAT TCGAATAL
BTCOCTCRTNNNTCCATCACET

TELAGGACCAGRGARATTCGRATA
CATCARATCTHNNTGCATCAGET

TGCCACGROCAGRERATTCCAATAC
ACCCETACCNNNTGCATCRGET

TGCAGGRTCAGRGRATTCGRATA
CACAGTTCGENNNTGCATCAGET

TECAEGACCAGAGAAT TCGRATALC
AZATCATTCNNNTGCATCRGET

TGOAGGACCAGRGAATTCGRATA
CACATCTAATNNNT GCATCRGGT

TGCAGOROCAGAGAAT TCUSARTAC
AGRGTAETANNNTGCATCAGET

TECAGGALCAGAGAATTCEAATA
CATTTCAGTTHNNTGTATCAGGET

IGCAGGACCAGAGAAT ICEARTAC
AGCETARCGANNNTGCATCAGET

SRCAGGALCAGAGAATTCGEAATA
CRAGACARATTTNNNTGCATCAGGT

TGCACGACCAGAGRATTCGARTAC
ALCHCAAACNHN L GUAITCAGET

TECAGGACCAGAGAATICGAATA
CAGCOELAATHNN. GUA L CAGE Y

TGCAGGACCRAGAGART T IGRATAC
AGAAGCTTOCNNRTGCATUAGET

TGCAGGARUCAGAGAATTCGRATA
CARARTACRAGNNNT GLATCAGET

TCCACGACCACACRAT TCLRATAL
ALATTACET NNN I GUATCAGET

TOCACCROCACACMATTCCRATA
LAGTCUGE GANNN GUA T CAGHE )

TCCACGACCACGACGAAT TCCARTAC
ATCCATGTGNNNTGCATORGET

TGCAGGACCAGACPATTCCAATA
CRCCATCATCNNNTGCATCAGST

TGCAGGACCAGAGRATTCGAATAC
AGCTTTGAGNNNTGCATCRGET

TCECAGEACCACGAGARTTCCAATR
CRCCTGTCATNNNTGEATUAGG T

TECACGACCAGRGAAT TCGARTRC
ATCCTATTANNNTGCATCACCT

TECACGRULAGACPATTCEARTA
CAGCCTTCCTANNNTGCATCAGET

TECAGGACCAGAGART TCGAATAC
ACGTCAGCCNNETCCATCAECT

TECAGEACCAGAGAATTCGAATA
CARCCCARCEMNNTSCRTCAGST

TECAGGACCAGAGAAT TCGARTAC
ACCGCRATENNNTECATCRGET

TGCAGGACCAGAGARTTCGAATA
CARDACECSANNNTEOATORGET

TECAGEACCAGAGANT TOGARTAC
AGGTTGTCANNNTGCATCAGET

THCAGERCTAGARGAATTCGRATA
CATCTGCATCMNNTGLATCAGS Y

TECAZGACCAGANGART TCLAATAC
AGCAGCARANNNTGCATICAGET

TECABEALCACAEHRATTCERATS,
CAATTCCARANNNTGIATCAGGT

TCCAGGACCAGACART TCGARATAC
AGCGTRACTNUNTECATIRAGET

TECAGGRCTAGAGPATTCGRATA
CACACCARGTHNNNTGCATCAGET

TGCAGGACCAGAGRMNT TCEMATALC
PEAGRST CANNNTGIATCASCT

TGCAGGACCAGARGAATTCGANTA
CACCACAACTNNNT GCATCAGET

TGCACGACCAGAGRAT TCGARTAL
ACTATGCCONNNTGCATCAGET

TGCAGGRCCAGRGARTTLGRATR
CAAGGETEEATNNNIGCATCAGED

=
=

TGCAGGACCAGAGAR T TCEARTAL

RAACCGARGNNHTCCATCACET

TECAGERCTAGAGART TCERATR
CATGCTAGCPNNNT GCATCAGGT

TECAGGRCCARAGEAT TRGARTAL
ALCCRCCCEENNNTGCATCAGET

TECAGHALCAGRGRATTCGRAATA
CAT TETCAGCHUNNT GCATCAGGET

TEUACGRCCRGRGART TIGRATAL
AARGCGCCCNENTECATCAGET

TECRGGALCAGAGRATTCGRAATA
CARGTTTCGOMNNTGTRTCAGET

TECAGGACCRAGRGRAT TOGRRTAC
ARTAAGGRTNNNTGCATCACET

TECRGERLCAGRGARTTOGRRETE
CAGCTAETACNNNTGCATCAGGT

TGCACGACCAGAGART TCGRATALC
ARGUT GAGANRNTGCA TCAGET

TECRGGACCAGAGRATTCGAATA
CATAGETECTNNNTGCATCALET

TGCAGGALCCAGAGRAT TCGAATAC
ACTCTGACTNNNTCCATCAGET

TGCAGGALCAGHRGAATTCGAAT
CRCATTACGENNNTGUATCAGGT

IGCAGZGACCAGAGRAT TCGANTAC
PO CGLAGGCNMNTGCATCRAGGET

TGCAGGACCAGRGMTTCGAATA
CATGCAATTAINNTGCATCRGGET

TGCAGSACCAGACARTTCGAATAC
AATATTAGCNNRTECATCAGET

TECHGGACCAGAGARTTCGRATA
CATGGCCCCTHNNT GCATCAGGT

TCCASGACCASACRAT TCSPATAL
ARCCETATGNNNTGCATCAGET

TECAGSACCAGACAATTCGAATA
CAGCTGCAGCHNNNTGLATCRGET
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SCRGEACCAGAGAT

AC -r**cm'ﬂ‘r“ CAT

CRAGET

TGCAGGACCAGAGA] CEAATAC 7441 J IC !\ TERL
ARTATCCTANNNTGCATCAGET C.*-x!.-h\. AT '[L\INI‘ ":CCF‘;‘C WGGT
TGCACGGACCAGAGAATTCGAATAC T44Z TGCAGGACCAGAGAATTCGAATA fesz2
AACCTCTCANNNTGCATCAGET CACCGUGTAGHNNTGCATCAGET
TCCAGGACCAGACGART TCCAATAC 443 TECAGGACCAGAGARTTCCRATA TER3
'CGGTGCNNNTECATCAGET TTAGCTGGNNNTG! C IL "CA\GGT
A CCAGAGRATTCEAATAC 7444 i AARTA TE84
CGCCCENRNTECATCAGET AT ""‘C.r—h.. TT‘JNN T \..'"A"f“?flGG T
TGCRAGGACCAGE T TCGAATAC 445 7683
ACAGECTGONNNTG .
446 TGCAGGA CHCAF#ETTCFPJ-\TA fEBG
3 SR d CRTGGRGETANNNTECATCAGET
"C" ACGRCCAGRGRATTCCRAATAC 1447 TECACGGRCCAGAGPATTCGAATA reg’y
ACGGATTETNNNTGCATCRGGET CAGTCTCTACNNNTGCATCAGGT
TGCAGGACCAGAGAAT TCEGAATAC 44 TCCRGGACCAGAGAATTCGRATA SRE

ACARCGCTCETNNNTGCATCRAGET

CAGCCTEGTENNNTGCATCAGGT
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