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(57) ABSTRACT 

The present invention is directed to novel polypeptides and 
to nucleic acid molecules encoding those polypeptides. Also 
provided herein are vectors and host cells comprising those 
nucleic acid Sequences, chimeric polypeptide molecules 
comprising the polypeptides of the present invention fused 
to heterologous polypeptide Sequences, antibodies which 
bind to the polypeptides of the present invention and to 
methods for producing the polypeptides of the present 
invention. 

></usr/seqdb2/sst/DNA/Dnaseqs. min/SS. DNA57694 
><subunit 1 of 1, 99 aa, 1 stop 
><MW: 11050, pI: 7. 47, NX (S/T) : O 
MKIPVLPAVVLLSLLVLHSAOGATLGGPEEESTIENYASRPEAFNTPFLNIDKLRSAFKA 
DEFLNWHALFESKRKLPFLNWDAFPKLKGLRSATPDAQ 

Important features: 
Signal peptide : 
Amino acids 

N-myristoylation sites: 
Amino acids 

Homologous region to Perioxdase : 
Amino acids 

1-22 

22-28; 90-96 

16-48 
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FIGURE 1. 

CGGACGCGTGGGTGCGAGGCGAAGGTGACCGGGGACCGAGCATTTCAGATCTGCTCGGTAGA 
CCTGGTGCACCACCACCATGTTGGCTGCAAGGCTGGTGTGTCTCCGGACACTACCTTCTAGG 
GTTTTCCACCCAGCTTTCACCAAGGCCTCCCCTGTTGTGAAGAATTCCATCACGAAGAATCA 
ATGGCTGTTAACACCTAGCAGGGAATATGCCACCAAAACAAGAATTGGGATCCGGCGTGGGA 
GAACTGGCCAAGAACT CAAAGAGGCAGCATTGGAACCATCGATGGAAAAAATAT'''TAAAATT 
GATCAGATGGGAAGATGGTTTGTTGCTGGAGGGGCTGCTGTTGGTCTTGGAGCATTGTGCTA 
CTATGGCTTGGGACTGTCTAATGAGATTGGAGCTATTGAAAAGGCTGTAATTTGGCCT CAGT 
ATGTCAAGGATAGAATTCATTCCACCTATATGTACTTAGCAGGGAGTATTGGTTTAACAGCT 
TTGTCTGCCATAGCAATCAGCAGAACGCCTGTTCTCATGAACTTCATGATGAGAGGCTCTTG 
GGTGACAATTGGTGTGACCTTTGCAGCCATGGTTGGAGCTGGAATGCTGGTACGATCAATAC 
CATATGACCAGAGCCCAGGCCCAAAGCATCTTGCTTGGTTGCTACATTCTGGTGTGATGGGT 
GCAGTGGTGGCTCCTCTGACAATATTAGGGGGTCCTCTTCTCATCAGAGCTGCATGGTACAC 
AGCTGGCATTGTGGGAGGCCTCTCCACTGTGGCCATGTGTGCGCCCAGTGAAAAGTTTCTGA 
ACATGGGTGCACCCCTGGGAGTGGGCCTGGGTCTCGTCTTTGTGTCCTCATTGGGATCTATG 
TTTCTTCCACCTACCACCGTGGCTGGTGCCACTCTTTACT CAGTGGCAATGTACGGTGGATT 
AGTTCTTTTCAGCATGTTCCTTCTGTATGATACCCAGAAAGTAATCAAGCGTGCAGAAGTAT 
CACCAATGTATGGAGTTCAAAAATATGATCCCATTAACTCGATGCTGAGTATCTACATGGAT 
ACATTAAATATATTTATGCGAGTTGCAACTATGCTGGCAACTGGAGGCAACAGAAAGAAATG 
AAGTGACTCAGCTTCTGGCTTCTCTGCTACATCAAATATCTTGTTTAATGGGGCAGATATGC 
ATTAAATAGTTTGTACAAGCAGCTTTCGTTGAAGTTTAGAAGATAAGAAACATGTCATCATA 
TTTAAATGTTCCGGTAATGTGATGCCTCAGGTCTGCCTTTTTTTCTGGAGAATAAATGCAGT 
AATCCTCTCCCAAATAAGCACACACATTTTCAATTCTCATGTTTGAGTGATTTTAAAATGTT 
TTGGTGAATGTGAAAACTAAAGTTTGTGTCATGAGAATGTAAGTCTTTTTTCTACTTTAAAA 
TTTAGTAGGTTCACTGAGTAACTAAAATTTAGCAAACCTGTGTTTGCATATTTTTTTGGAGT 
GCAGAATATTGTAATTAATGTCATAAGTGATTTGGAGCTTTGGTAAAGGGACCAGAGAGAAG 
GAGT CACCTGCAGTCTTTTGTTTTTTTAAATACTTAGAACTTAGCACTTGTGTTATTGATTA 
GTGAGGAGCCAGTAAGAAACATCTGGGTATTTGGAAACAAGTGGTCATTGTTACATTCATTT 
GCTGAACTTAACAAAACTGTTCATCCTGAAACAGGCACAGGTGATGCATTCTCCTGCTGTTG 
CTTCTCAGTGCTCTCTTTCCAATATAGATGTGGTCATGTTTGACTTGTACAGAATGTTAATC 
ATACAGAGAATCCTTGATGGAATTATATATGTGTGTTTTACTTTTGAATGTTACAAAAGGAA 
ATAACTTTAAAACTATTCTCAAGAGAAAATATTCAAAGCATGAAATATGTTGCTTTTTCCAG 
AATACAAACAGTATACT CATG 
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FIGURE 2 

MLAARLVCLRTLPSRV FHPAFTKASPVVKNSITKNOWLLTPSREYATKTRIGIRRGRTGOEL 
KEAALEPSMEKIFKIDOMGRWEVAGGAAVGLGALCYYGLGLSNEIGAIEKAVIWPOYVKDRI 
HSTYMYLAGSIGLTALSAIAISRTPVLMNFMMRGSWVTIGVTFAAMVGAGMLVRSIPYDOSP 
GPKHLAWLLHSGVMGAVVAPLTILGGPLLIRAAWYTAGIWGGLSTVAMCAPSEKELNMGAPL 
GVGLGLVFVSSLGSMFLPPTTVAGATLYSVAMYGGLVLFSMFILLYDTOKVIKRAEVSPMYGV 
OKYDPINSMLSIYMDTLNIFMRVATMLATGGNRKK 
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FIGURE3 
CCAATCGCCCGGTGCGGTGGTGCAGGGTCTCGGGCTAGTCATGGCGTCCCCGTCTCGGAGACTGCAGACTAAAC 
CAGTCATTACTTGTTTCAAGAGCGTTCTGCTAATCTACACTTTTATTTTCTGGATCACTGGCGTTATCCTTCTT 
GCAGTTGGCATTTGGGGCAAGGTGAGCCTGGAGAATTACTTTTCTCTTTTAAATGAGAAGGCCACCAATGTCCC 
CTTCGTGCTCATTGCTACTGGTACCGTCATTATTCTTTTGGGCACCTTTGGTTGTTTTGCTACCTGCCGAGCTI 
CTGCATGGATGCTAAAACTGTATGCAATGTTTCTGACTCTCGTTTTTTTGGTCGAACTGGTCGCTGCCATCGTA 
GGATTTGTTTTCAGACATGAGATTAAGAACAGCTTTAAGAATAATTATGAGAAGGCTTTGAAGCAGTATAACTC 
TACAGGAGATTATAGAAGCCATGCAGTAGACAAGATCCAAAATACGTTGCATTGTTGTGGTGTCACCGATTATA 
GAGATTGGACAGATACTAATTATTACTCAGAAAAAGGATTTCCTAAGAGTTGCTGTAAACT"TGAAGATTGTACT 
CCACAGAGAGATGCAGACAAAGTAAACAATGAAGGTTGTTTTATAAAGGTGATGACCATTATAGAGTCAGAAAT 
GGGAGTCGTTGCAGGAATTTCCTTTGGAGTTGCTTGCTTCCAACTGATTGGAATCTTTCTCGCCTACTGCCWCT 
CTCGTGCCATAACAAATAACCAGTATGAGATAGTGTAACCCAATGTATCTGTGGGCCTATTCCTCTCTACCTTT 
AAGGACATTTAGGGTCCCCCCTGTGAATTAGAAAGTFGCTTGGCTGGAGAACTGACAACACTACTTACTGATAG 
ACCAAAAAACTACACCAGTAGGTTGATTCAATCAAGATGTATGTAGACCTAAAACTACACCAATAGGCTGATTC 
AATCAAGATCCGTGCTCGCAGTGGGCTGATTCAATCAAGATGTATGTTTGCTATGTTCTAAGTCCACCTTCTAT 
CCCATTCATGTTAGATCGTTGAAACCCTGTATCCCTCTGAAACACTGGAAGAGCTAGTAAATTGTAAATGAAGT 
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FIGURE 4 

MASPSRRLQTKPVITCFKSVILLIYTFIFWITGVILLAVGIWGKVSLENYFSLLNEKATNVPF 
VLATGTVILLGTFGCFATCRASAWMLKLYAMFLTLVFLVELVAAIWGFVFRHEIKNSFKN 
NYEKALKOYNSTGDYRSHAVDKIQNTLHCCGVTDYRDWTDTNYYSEKGFPKSCCKLEDCTPQ 
RDADKVNNEGCFTKVMTILESEMGVVAGISFGVACFQLIGIFLAYCXSRAITNNOYEIV 

Important features of the protein: 
Signal peptide: 
amino acids 1-42 

Transmembrane domains : 
amino acids 19-42, 61-83, 92-114, 209-230, 

N-glycosylation site. 
amino acids 134-138 

Tyrosine kinase phosphorylation site. 
amino acids 160-168, 160-169 

N-myristoylation site. 
amino acids 75-81, 78-84, 210-216, 214-220, 226-232 

Prokaryotic membrane lipoprotein lipid attachment site. 
amino acids 69-80, 211-222 



Patent Application Publication Jun. 26, 2003 Sheet 5 of 115 US 2003/0119121 A1 

FIGURES 

GGGGCCGCGGTCTAGGGCGGCTACGTGTGTTGCCATAGCGACCATTTTGCATTAACTGGTTG 
GTAGCTTCTATCCTGGGGGCTGAGCGACTGCGGGCCAGCTCTTCCCCTACTCCCTCTCGGCT 
CCTTGTGGCCCAAAGGCCTAACCGGGGTCCGGCGGTCTGGCCTAGGGATCTTCCCCGTTGCC 
CCTTTGGGGCGGGATGGCTGCGGAAGAAGAAGACGAGGTGGAGTGGGTAGTGGAGAGCATCG 
CGGGGTTCCTGCGAGGCCCAGACTGGTCCATCCCCATCTTGGACTI"TGTGGAACAGAAATGT 
GAAGTTAACTG CAAAGGAGGGCATGTGATAACTCCAGGAAGCCCAGAGCCGGTGATTTTGGT 
GGCCTGTGTTCCCCTTGTTTTTGATGATGAAGAAGAAAGCAAATTGACCTATACAGAGATTC 
ATCAGGAATACAAAGAACTAGTTGAAAAGCTGTTAGAAGGTTACCTCAAAGAAATTGGAATT 
AATGAAGATCAATTTCAAGAAGCATGCACTTCTCCTCTTGCAAAGACCCATACATCACAGGC 
CAT"I'TTGCAACCTGTGTTGGCAGCAGAAGATTTTACTATCTTTAAAGCAATGATGGTCCAGA 
AAAACATTGAAATGCAGCTGCAAGCCATTCGAATAATTCAAGAGAGAAATGGTGTATTACCT 
GACTGCTTAACCGATGGCTCTGATGTGGTCAGTGACCTTGAACACGAAGAGATGAAAATCCT 
GAGGGAAGTTCTTAGAAAATCAAAAGAGGAATATGACCAGGAAGAAGAAAGGAAGAGGAAAA 
AACAGTTATCAGAGGCTAAAACAGAAGAGCCCACAGTGCATTCCAGTGAAGCTGCAATAATG 
AATAATTCCCAAGGGGATGGTGAACATTTTGCACACCCACCCTCAGAAGTTAAAATGCATTT 
TGCTAATCAGTCAATAGAACCTTTGGGAAGAAAAGTGGAAAGGTCTGAAACTTCCTCCCTCC 
CACAAAAAGGCCTGAAGATTCCTGGCTTAGAGCATGCGAGCATTGAAGGACCAATAG CAAAC 
TTATCAGTACTTGGAACAGAAGAACTTCGGCAACGAGAACACTATCTCAAGCAGAAGAGAGA 
TAAGTTGATGTCCATGAGAAAGGATATGAGGACTAAACAGATACAAAATATGGAGCAGAAAG 
GAAAACCCACTGGGGAGGTAGAGGAAATGACAGAGAAACCAGAAATGACAGCAGAGGAGAAG 
CAAACATTACTAAAGAGGAGATTGCTTGCAGAGAAACT CAAAGAAGAAGTTATTAATAAGTA 
ATAATTAAGAACAATTTAACAAAATGGAAGTTCAAATTGTCTTAAAAATAAATTATTTAGTC 
CTTACACTG 
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FIGURE 6 

MAAEEEDEVEWVVES AGFLRGPDWSIPILDFVEQKCEVNCKGGHVITPGSPEPVILVACVP 
LVFDDEEESKLTYTEIHQEYKELVEKLLEGYL KEIGINEDQFQEACTSPLAKTHTSQAILOP 
VLAAEDFTIFKAMMVOKNIEMOLOAIRIIQERNGVL PDCLTDGSDVVSDLEHEEMKILREVL 
RKSKEEYDQEEERKRKKQLSEAKTEEPTVHSSEAAIMNNSQGDGEHFAHPPSEVKMHFANQS 
IEPLGRKVERSETSSLPQKGLKIPGLEHASIEGPIANLSVI.GTEELROREHYLKQKRDKLMS 
MRKDMRTKQIONMEQKGKPTGEVEEMTEKPEMTAEEKQTLLKRRLLAEKLKEEVINK 

N-glycosylation sites. 
amino acids 224-228, 24 6-250, 285-289 

N-myristoylation site. 
amino acids 273-279 

Amidation site. 
amino acids 252-256 

Cytosolic fatty-acid binding proteins. 
amino acids 78-08 
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FIGURE 8 

Signal Peptide: 
Amino acids 1-30 

Transmembrane : 
Amino acids 198-212 

MAPHGPGSLTTLVPWAAALLLALGVERALALPEICTOCPGSVONLSKVAFYCKTTRELMILHA 
RCCLNOKGTILGLDLONCSLEDPGPNFHOAHTTVIIDLOAN PLKGDLANTFRGFTOLOTLIL 
POHVNCPGGINAWNTITSYTDNOICOGOKNLCNNTGDPEMCPENGSCVPDGPGT, LOCVCADG 
FHGYKCMROGSFSLLMFFGILGATTLSVSILLWATORRKAKTS 
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FIGURE 9 
GGGGGAGAAGGCGGCCGAGCCCCAGCTCTCCGAGCACCGGGTCGGAAGCCGCGACCCGAGCC 
GCGCAGGAAGCTGGGACCGGAACCTCGGCGGACCCGGCCCCACCCAACT CACCTGCGCAGGT 
CACCAGCACCCTCGGAACCCAGAGGCCCGCGCTCTGAAGGTGACCCCCCTGGGGAGGAAGGC 
GATGGCCCCTGCGAGGACGATGGCCCGCGCCCGCCTCGCCCCGGCCGGCATCCCTGCCGTCG 
CCTTGTGGCTTCTGTGCACGCTCGGCCTCCAGGGCACCCAGGCCGGGCCACCGCCCGCGCCC 
CCTGGGCTGCCCGCGGGAGCCGACTGCCTGAACAGCTTTACCGCCGGGGTGCCTGGCTTCGT 
GCTGGACACCAACGCCTCGGTCAGCAACGGAGCTACCTTCCTGGAGTCCCCCACCGTGCGCC 
GGGGCTGGGACTGCGTGCGCGCCTGCTGCACCACCCAGAACTGCAACTTGGCGCTAGTGGAG 
CTGCAGCCCGACCGCGGGGAGGACGCCATCGCCGCCTGCTTCCTCATCAACTGCCTCTACGA 
GCAGAACTTCGTGTGCAAGTTCGCGCCCAGGGAGGGCTTCATCAACTACCTCACGAGGGAAG 
TGTACCGCTCCTACCGCCAGCTGCGGACCCAGGGCTTTGGAGGGTCTGGGATCCCCAAGGCC 
TGGGCAGGCATAGACTTGAAGGTACAACCCCAGGAACCCCTGGTGCTGAAGGATGTGGAAAA 
CACAGATTGGCGCCTACTGCGGGGTGACACGGATGTCAGGGTAGAGAGGAAAGACCCAAACC 
AGGTGGAACTGTGGGGACTCAAGGAAGGCACCTACCTGTTCCAGCTGACAGTGACTAGCTCA 
GACCACCCAGAGGACACGGCCAACGTCACAGTCACTGTGCTGTCCACCAAGCAGACAGAAGA 
CTACTGCCTCGCATCCAACAAGGTGGGTCGCTGCCGGGGCTCTTTCCCACGCTGGTACTATG 
ACCCCACGGAGCAGATCTGCAAGAGTTTCGTTTATGGAGGCTGCTTGGGCAACAAGAACAAC 
TACCTTCGGGAAGAAGAGTGCATTCAGCCTGTCGGGGTGTGCAAGGTGGGCCTTTGAGAGG 
CAGCTCTGGGGCTCAGGCGACTTTCCCCCAGGGCCCCTCCATGGAAAGGCGCCATCCAGTGT 
GCTCTGGCACCTGTCAGCCCACCCAGTTCCGCTGCAGCAATGGCTGCTGCATCGACAGTTTC 
CTGGAGTGTGACGACACCCCCAACTGCCCCGACGCCTCCGACGAGGCTGCCTGTGAAAAATA 
CACGAGTGGCTTTGACGAGCTCCAGCGCATCCATTTCCCCAGTGACAAAGGGCACTGCGTGG 
ACCTGCCAGACACAGGACTCTGCAAGGAGAGCATCCCGCGCTGGTACTACAACCCCTTCAGC 
GAACACTGCGCCCGCTTTACCTATGGTGGTTGTTATGGCAACAAGAACAACTTTGAGGAAGA 
GCAGCAGTGCCTCGAGTCTTGTCGCGGCATCTCCAAGAAGGATGTGTTTGGCCTGAGGCGGG 
AAATCCCCATTCCCAGCACAGGCTCTGTGGAGATGGCTGT CACAGTGTTCCTGGTCATCTGC 
ATTGTGGTGGTGGTAGCCATCTTGGGTTACTGCTTCTTCAAGAACCAGAGAAAGGACTTCCA 
CGGACACCACCACCACCCACCACCCACCCCTGCCAGCTCCACTGTCTCCACTACCGAGGACA 
CGGAGCACCTGGTCTATAACCACACCACCCGGCCCCTCTGAGCCTGGGTCTCACCGGCTCTC 
ACCTGGCCCTGCTTCCTGCTTGCCAAGGCAGAGGCCTGGGCTGGGAAAAACTTTGGAACCAG 
ACTCTTGCCTGTTTCCCAGGCCCACTGTGCCTCAGAGACCAGGGCTCCAGCCCCTCTTGGAG 
AAGTCTCAGCTAAGCTCACGTCCTGAGAAAGCT CAAAGGTTTGGAAGGAGCAGAAAACCCTT 
GGGCCAGAAGTACCAGACTAGATGGACCTGCCTGCATAGGAGTTTGGAGGAAGTTGGAGTTT 
TGTTTCCTCTGTTCAAAGCTGCCTGTCCCTACCCCATGGGCTAGGAAGAGGAGTGGGGTGG 
TGTCAGACCCTGGAGGCCCCAACCCTGTCCTCCCGAGCTCCTCTTCCATGCTGTGCGCCCAG 
GGCTGGGAGGAAGGACTTCCCTGTGTAGTTTGTGCTGTAAAGAGTTGCTTTTTGTTTATTTA 
ATGCTGTGGCATGGGTGAAGAGGAGGGGAAGAGGCCTGTTTGGCCTCTCTGTCCTCTCTCC 
TCTTCCCCCAAGATTGAGCTCTCTGCCCTTGATCAGCCCCACCCTGGCCTAGACCAGCAGAC 
AGAGCCAGGAGAGGCTCAGCTGCATTCCGCAGCCCCCACCCCCAAGGTTCTCCAACATCACA 
GCCCAGCCCACCCACTGGGTAATAAAAGTGGTTTGTGGAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 10 

MAPARTMARARLAPAGIPAVALWLLCTLGLOGTOAGPPPAPPGLPAGADCLNSFTAGVPGFV 
LDTNASVSNGATFLESPTVRRGWDCVRACCTTONCNLALVELOPDRGE DAIAACFL, INCLYE 
ONFVCKFAPREGFINYLTREVYRSYROLRTOGFGGSGIPKAWAGIDLKVOPOEPLVLKDVEN 
TDWRLLRGDTDVRVERKDPNOVELWGLKEGTYLFOLTVTSSDHPEDTANVTVTVLSTKOTED 
YCLASNKVGRCRGSFPRWYYDPTEQICKSFWYGGCLGNKNNYLREEECILACRGVOGGPLRG 
SSGAOATFPOGPSMERRHPVCSGTCOPTOFRCSNGCCI DSFLECDDTPNCPDASDEAACEKY 
TSGFDELQRIHFPSDKGHCVDLPDTGLCKESIPRWYYNPFSEHCARFTYGGCYGNKNNFEEE 
QQCLESCRGISKKDVEGLRREIPIPSTGSVEMAVTVFLVICIVVVVAILGYCFFKNORKDFH 
GHHHHPPPTPASSTVSTTEDTEHWYNHTTRPL 

signal sequence: 
Amino acids 1-35 

transmembrane domain : 
Amino acids 466 - 483 

N-glycosylation sites: 
Amino acids 66-70; 235-239; 523-527 

N-myristoylation sites : 
Amino acids 29-35; 43-49; 161-167; 212-218; 281-287; 282-288; 285-291; 
31O-316; 313-319; 422 - 428; 423-429; 42 6-432 

Cell attachment sequence: 
Amino acids 193-199 

Pancreatic trypsin inhibitor (Kunitz) family signatures: 
Amino acids 278-298; 419-438 
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FIGURE 14 

></usr/seqdb2/s st/DNA/Dnased s. min / ss. DNA 44189 
><subunit 1 of 1, 412 aa, 1 stop 
><MW: 46658, pI: 6.65, NX (S/T) : 4 
MGHLRPYRVGLLPDGLL FLLL LLMLLADPALPAGRHPPVVLVPGDLGNOLEAKLDKPTV 
VHYLCSKKTESYFTIWLNLELLLPVIIDCWIDNIRLVYNKTSRATOFPDGV DVRVPGFGK 
TFSLEFLDPSKSSVGSYFHTMVESLVGWGYTRGEDVRGAPYDWRRAPNENGPYFLALREM 
IEEMYOLYGGPVVLVAHSMGNMYTLY FLOROPOAWKDKYIRAFVSLGAPWGGVAKTLRVL 
ASGDNNRIPVIGPLKIREQQRSAVSTSWLLPYNYTWSPEKVFWOTPTINYTLRDYRKFFO 
DIGFEDGWLMRODTEGLVEATMPPGVOLHCLYGTGVPTPDSFYYESFPDRDPKICFGDGD 
GTVNLKSALOCQAWQSRQEHOVLLOELPGSEHIEMLANATTLAYLKRVLLGP 

Signal peptide : 
Amino acids 1-28 

Potential lipid substrate binding site: 
Amino acids 147-164 

N-glycosylation sites: 
Amino acids 99-103; 273-277 ; 289-293; 398-402 

Lipases, serine proteins family: 
Amino acids 189-2O2 

Beta-transducin family Trp-Asp repeat: 
Amino acids 353 - 366 

Tyrosine kinase phosphorylation site: 
Amino acids 165-174; 178-186 

N-Inyristoylation sites: 
Amino acids 200-206; 227-233; 232-238; 31 6-322 
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FIGURE 15 

CAGAGCAGATAATGGCAAGCATGGCTGCCGTGCTCACCTGGGCTCTGGCTCTTCTTTCAGCG 
TTTTCGGCCACCCAGGCACGGAAAGGCTTCTGGGACTACTTCAGCCAGACCAGCGGGGACAA 
AGGCAGGGTGGAGCAGATCCATCAGCAGAAGATGGCTCGCGAGCCCGCGACCCTGAAAGACA 
GCCTTGAGCAAGACCT CAACAATATGAACAAGTTCCTGGAAAAGCTGAGGCCTCTGAGTGGG 
AGCGAGGCTCCTCGGCTCCCACAGGACCCGGTGGGCATGCGGCGGCAGCTGCAGGAGGAGTTG 
GAGGAGGTGAAGGCTCGCCTCCAGCCCTACATGGCAGAGGCGCACGAGCTGGTGGGCTGGAA 
TTTGGAGGGCTTGCGGCAGCAACTGAAGCCCTACACGATGGATCTGATGGAGCAGGTGGCCC 
TGCGCGTGCAGGAGCTGCAGGAGCAGTTGCGCGTGGTGGGGGAAGACACCAAGGCCCAGTTG 
CTGGGGGGCGTGGACGAGGCTTGGGCTTTGCTGCAGGGACTGCAGAGCCGCGTGGTGCACCA 
CACCGGCCGCTTCAAAGAGCTCTTCCACCCATACGCCGAGAGCCTGGTGAGCGGCATCGGGC 
GCCACGTGCAGGAGCTGCACCGCAGTGTGGCTCCGCACGCCCCCGCCAGCCCCGCGCGCCTC 
AGTCGCTGCGTGCAGGTGCTCTCCCGGAAGCTCACGCTCAAGGCCAAGGCCCTGCACGCACG 
CATCCAGCAGAACCTGGACCAGCTGCGCGAAGAGCTCAGCAGAGCCTTTGCAGGCACTGGGA 
CTGAGGAAGGGGCCGGCCCGGACCCCTAGATGCTCTCCGAGGAGGTGCGCCAGCGACTTCAG 
GCTTTCCGCCAGGACACCTACCTGCAGATAGCTGCCTTCACTCGCGCCATCGACCAGGAGAC 
TGAGGAGGTCCAGCAGCAGCTGGCGCCACCTCCACCAGGCCACAGTGCCTTCGCCCCAGAGT 
TTCAACAAACAGACAGTGGCAAGGTTCTGAGCAAGCTGCAGGCCCGTCTGGATGACCTGTGG 
GAAGACATCACTCACAGCCTTCATGACCAGGGCCACAGCCATCTGGGGGACCCCTGAGGATC 
TACCTGCCCAGGCCCATTCCCAGCTTCTTGTCTGGGGAGCCTTGGCTCTGAGCCTCTAGCAT 
GGTTCAGTCCTTGAAAGTGGCCTGTTGGGTGGAGGGTGGAAGGTCCTGTGCAGGACAGGGAG 
GCCACCAAAGGGGCTGCTGTCTCCTGCATATCCAGCCTCCTGCGACTCCCCAATCTGGATGC 
ATTACATTCACCAGGCTTTGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAA 
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FIGURE 16 

></usr/seqdb2/s st/DNA/Dnas eqs. min/ss. DNA48303 
><subunit 1. Of 1, 274 aa, 1 stop 
><MW: 30754, pI: 7.77, NX (S/T) : 0 
MASMAAVLTWALALLSAFSATOARKGFWDYFSOTSGDKGRVEOIHOOKMAREPATLKDSL 
EQDLNNMNKFLEKLRPLSGSEAPRLPQDPVGMRRQLQEELEEVKARLQPYMAEAHELVGW 
NLEGLROOLKPYTMDLMEQVALRVOELOEQLRVVGEDTKAOLLGGVDEAWALLOGLOSRV 
VHHTGRFKELFHPYAESLVSGIGRHVOELHRSVAPHAPASPARLSRCVOVLSRKLTLKAK 
ALHARIOONLDOLREELSRAEAGTGTEEGAGPDP 

Important features of the protein: 
Signal peptide : 
Amino acids 1-23 

Glycosaminoglycan attachment site: 
Amino acids 200-204 

cAMP- and ccMP-dependent protein kinase phosphorylation site: 
Amino acids 233-237 

N-myristoylation sites : 
Amino acids 165-171; 265 - 271 
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FIGURE 17 

CTAAGAGGACAAGATGAGGCCCGGCCTCTCATTTCTCCTAGCCCTTCTGTTCTTCCTTGGCC 
AAGCTGCAGGGGATTTGGGGGATGTGGGACCTCCAATTCCCAGCCCCGGCTTCAGCTCTTTC 
CCAGGTGTTGACTCCAGCTCCAGCTTCAGCTCCAGCTCCAGGTCGGGCTCCAGCTCCAGCCG 
CAGCTTAGGCAGCGGAGGTTCTGTGTCCCAGTTGTTTTCCAATTTCACCGGCTCCGTGGATG 
ACCGTGGGACCTGCCAGTGCTCTGTTTCCCTGCCAGACACCACCTTTCCCGTGGACAGAGTG 
GAACGCTTGGAATTCACAGCTCATGTTCTTTCTCAGAAGTTTGAGAAAGAACTTTCTAAAGTG 
AGGGAATATGTCCAATTAATTAGTGTGTATGAAAAGAAACTGTTAAACCTAACTGTCCGAAT 
TGACATCATGGAGAAGGATACCATTTCTTACACTGAACTGGACTTCGAGCTGATCAAGGTAG 
AAGTGAAGGAGATGGAAAAACTGGTCATACAGCTGAAGGAGAGTTTTGGTGGAAGCTCAGAA 
ATTGTTGACCAGCTGGAGGTGGAGATAAGAAATATGACTCTCTTGGTAGAGAAGCTTGAGAC 
ACTAGACAAAAACAATGTCCTTGCCATTCGCCGAGAAATCGTGGCTCTGAAGACCAAGCTGA 
AAGAGTGTGAGGCCTCTAAAGATCAAAACACCCCTGTCGTCCACCCTCCTCCCACTCCAGGG 
AGCTGTGGTCATGGTGGTGTGGTGAACATCAGCAAACCGTCTGTGGTTCAGCTCAACTGGAG 
AGGGTTTTCTTATCTATATGGTGCTTGGGGTAGGGATTACTCTCCCCAGCATCCAAACAAAG 
GACTGTATTGGGTGGCGCCATTGAATACAGATGGGAGACTGTTGGAGTATTATAGACTGTAC 
AACACACTGGATGATTTGCTATTGTATATAAATGCTCGAGAGTTGCGGAT CACCTATGGCCA 
AGGTAGTGGTACAGCAGTTTACAACAACAACATGTACGTCAACATGTACAACACCGGGAATA 
TTGCCAGAGTAACCTGACCACCAACACGATTGCTGTGACT CAAACTCTCCCTAATGCT'GCC 
TATAATAACCGCTTTTCATATGCTAATGTTGCTTGGCAAGATATTGACTTTGCTGTGGATGA 
GAATGGATTGTGGGTTATTTATTCAACTGAAGCCAGCACTGGTAACATGGTGATTAGTAAAC 
TCAATGACACCACACTTCAGGTGCTAAACACTTGGTATACCAAGCAGTATAAACCATCTGCT 
TCTAACGCCTTCATGGTATGTGGGGTTCTGTATGCCACCCGTACTATGAACACCAGAACAGA 
AGAGATTTTTTACTATTATGACACAAACACAGGGAAAGAGGGCAAACTAGACATTGTAATGC 
ATAAGATGCAGGAAAAAGTGCAGAGCATTAACTATAACCCTTTTGACCAGAAACTTTATGTC 
TATAACGATGGTTACCTTCTGAATTATGATCTTTCTGTCTTGCAGAAGCCCCAGTAAGCTGT 
TTAGGAGTTAGGGTGAAAGAGAAAATGTTTGTTGAAAAAATAGTCTTCTCCACTTACTTAGA 
TATCTGCAGGGGTGTCTAAAAGTGTGTTCATTTTGCAGCAATGTTTAGGTGCATAGTTCTAC 
CACACTAGAGATCTAGGACATTTGTCTTGATTTGGTGAGTTCTCTTGGGAATCATCTGCCTC 
TTCAGGCGCATTTTGCAATAAAGTCTGTCTAGGGTGGGATTGTCAGAGGTCTAGGGGCACTG 
TGGGCCTAGTGAAGCCTACTGTGAGGAGGCTTCACTAGAAGCCTTAAATTAGGAATTAAG GA 
ACTTAAAACT CAGTATGGCGTCTAGGGATTCTTTGTACAGGAAATATTGCCCAATGACTAGT 
CCT CATCCATGTAGCACCACTAATTCTTCCATGCCTGGAAGAAACCTGGGGACTTAGTTAGG 
TAGATTAATATCTGGAGCTCCTCGAGGGACCAAATCTCCAACTTTTTTTTCCCCT CACTAGC 
ACCTGGAATGATGCTTTGTATGTGGCAGATAAGTAAATTTGGCATGCTTATATATTCTACAT 
CTGTAAAGTGCTGAGTTTTATGGAGAGAGGCCTTTTTATGCATTAAATTGTACATGGCAAATAA 
ATCCCAGAAGGATCTGTAGATGAGGCACCTGCTTTTTCTTTTCTCTCAT"'GTCCACCTTACT 
AAAAGTCAGTAGAATCTTCTACCTCATAACTTCCTTCCAAAGGCAGCTCAGAAGATTAGAAC 
CAGACTTACTAACCAATTCCACCCCCCACCAACCCCCTTCTACTGCCTACTTTAAAAAAATT 
AATAGTTTTCTATGGAACTGATCTAAGATTAGAAAAATTAATTTTCTTTAATTTCATTATGG 
ACTTTTATTTACATGACTCTAAGACTATAAGAAAATCTGATGGCAGTGACAAAGTGCTAG CA 
TTTATTGTTATCTAATAAAGACCTTGGAGCATATGTGCAACTTATGAGTGTATCAGTTGTTG 
CATGTAATTTTTGCCTTTGTTTAAGCCTGGAACTTGTAAGAAAATGAAAATTTAATTTTTTT 
TTCTAGGACGAGCTATAGAAAAGCTATTGAGAGTATCTAGTTAATCAGTGCAGTAGTTGGAA 
ACCTTGCTGGTGTATGTGATGTGCTTCTGTGCTTTTGAATGACTTTATCATCTAGTCTTTGT 
CTATTTTTCCTTTGATGTTCAAGTCCTAGTCTATAGGATTGGCAGTTTAAATGCTTTACTCC 
CCCTTTTAAAATAAATGATTAAAATGTGCTTTGAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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</usr/seqdb2/s st/DNA/Dna seqS. min/ss. DNA48320 
<subunit 1 of 1, 510 aa 1 stop 
<MW: 57 280, pI : 5. 61, NX (S/T) : 6 
MRPGLSFLLALLFFLGQAAGDLGDVGPPIPSPGFSSFPGVDSSSSFSSSSRSGSSSSRSL 
GSGGSVSQLFSNFTGSVDDRGTCQCSVSL PDTTFPVDRVERLEFTAHVLSQKFE KELSKV 
REYVOLISVYEKKLLNLTVRDIMEKDTISYTELDEELIKVEVKEMEKLVIOLKESFGGS 
SEIVDQLEVEIRNMTLLVEKLETILDKNNVLAIRREIVALKTKLKECEASKDONTPVVHPP 
PTPGSCGHGGVVNISKPSVVOLNWRGFSYLYGAWGRDYSPQHPNKGLYWVAPLNTDGRLL 
EYYRLYNTLDDLLLYINARELRITYGOGSGTAVYNNNMYVNMYNTGNIARVNLTTNTIAV 
TOTLPNAAYNNRFSYANVAWODIDFAVDENGLWVIYSTEASTGNMVISKLNDTTLQVLNT 
WYTKOYKPSASNAFMVCGVLYATRTMNTRTEEIFYYYDTNTGKEGKLDIVMHKMOEKVOS 
INYNPFDOKLYWYNDGYLLNYDLSVILOKPO 

Important features : 
Signal peptide : 
Amino acids 1-20 

N-glycosylation sites: 
Amino acids 72-76; 136-140; 193-197; 253-257; 352-356; 

Y 41 - 4 15 

Tyrosine kinase phosphorylation site: 
Amino acids 4 49-457 

N-myristoylation sites: 
Amino acids 16-22; 39-45; 53-59; 61-67; 63- 69; 81-87; 

249-255; 326-332; 328-334; 438-444 

Legume lectins beta-chain proteins: 
Amino acids 20-40 

HBGF/FGF family proteins: 
Amino acids 338-366 
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GCACCGCAGACGGCGCGGATCGCAGGGAGCCGGTCCGCCGCCGGAACGGGAGCCTGGGTGTG 
CGTGTGGAGTCCGGACTCGTGGGAGACGATCGCGATGAACACGGTGCTGTCGCGGGCGAACT 
CACTGTTCGCCTTCTCGCTGAGCGTGATGGCGGCGCT CACCTTCGGCTGCTTCAT CACCACC 
GCCTTCAAAGACAGGAGCGTCCCGGTGCGGCTGCACGTCTCGCGGATCATGCTAAAAAATGT 
AGAAGATTCACTGGACCTAGAGAAAGAAGTGATCTGGGATTTATCACAT"TTGATATAACTG 
CTGATCTAGAGAATATATTGATTGGAATGTTAAGCAGTTGTTTCTTTATTTATCAGCAGAA 
TATTCAACAAAAAATAATGCTCTGAACCAAGTTGTCCTATGGGACAAGATTGTTTTGAGAGG 
TGATAATCCGAAGCTGCTGCTGAAAGATATGAAAACAAAATATTTTTTCTTTGACGATGGAA 
ATGGTCTCAAGGGAAACAGGAATGTCACTTTGACCCTGTCTTGGAACGTCGTACCAAATGCT 
GGAATTCTACCTCTTGTGACAGGATCAGGACACGTATCTGTCCCATTTCCAGATACATATGA 
AATAACGAAGAGTTATTAAATTATTCTGAATTTGAAACAAAAA 
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M 

></usr/seqdb2/s st/DNA/Dna seqs. min/ss. DNA56049 
><subunit 1 of 1, 180 aa, 1 stop 
><MW; 20313, pI: 8.91, NX (S/T) : 1 
MNTVLSRANSLFAFSLSVMAALTFGCFITTAFKDRSVPVRLHVSRIMLKNVEDFTGPRER 
SDLGFITFDITADLENIFDWNVKOLFLYILSAEYSTKNNALNOVVIWDKIVLRGDNPKLLL 
KDMKTKYFFFDDGNGLKGNRNVTLTLSWNVVPNAGILPLVTGSGHVSVPFPDTYEITKSY 

Important features of the protein: 
Signal peptide : 
Amino acids 1 - 25 

Transmembrane domain : 
Amino acids 149-164 

N-glycosylation site: 
Amino acids 141-45 

N-myristoylation sites: 
Amino acids 25-31; 135-141 

Cell attachment sequence: 
Amino acids 112-115 

TonB-dependent receptor proteins signature 1: 
Amino acids 1-21 
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AAACTTGACGCCATGAAGATCCCGGTCCTTCCT'GCCGTGGTGCTCCTCTCCCTCCTGGTGCT 
CCACTCTGCCCAGGGAGCCACCCTGGGTGGTCCTGAGGAAGAAAGCACCATTGAGAATTATG 
CGTCACGACCCGAGGCCTTTAACACCCCGTTCCTGAACATCGACAAATTGCGATCTGCGTTT 
AAGGCTGATGAGTTCCTGAACTGGCACGCCCTCTTTGAGTCTATCAAAAGGAAACTTCCTTT 
CCTCAACTGGGATGCCTTTCCTAAGCTGAAAGGACTGAGGAGCGCAACTCCTGATGCCCAGT 
GACCATGACCTCCACTGGAAGAGGGGGCTAGCGTGAGCGCTGATTCTCAACCTACCATAACT 
CTTTCCTGCCT CAGGAACTCCAATAAAACATTTTCCATCCAAA 
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FIGURE 22 

></usr/seqdb2/s st/DNA/Dnas eds. min/ss. DNA57 694 
><subunit 1 of 1, 99 aa, 1 stop 
><MW: 11050, pI: 7. 47, NX (S/T) : 0 
MKIPVLPAVVLLSLLVLHSAOGATLGGPEEESTIENYASRPEAFNTPFLNIDKLRSAFKA 
DEFLNWHALFESIKRKLPFLNWDAFPKLKGLRSATPDAQ 

Important features: 
Signal peptide: 
Amino acids 1-22 

N-myristoylation sites: 
Amino acids 22-28; 90-96 

Homologous region to Perioxdase: 
Amino acids 16-48 
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TCTCAGACTCTTGGAAGGGGCTATACTAGACACACAAAGACAGCCCCAAGAAGGACGGTGGA 
GTAGTGTCCTCGCTAAAAGACAGTAGATATGCAACGCCTCTTGCTCCTGCCCTTTCTCCTGC 
TGGGAACAGTTTCTGCTCTTCATCTGGAGAATGATGCCCCCCATCTGGAGAGCCTAGAGACA 
CAGGCAGACCTAGGCCAGGATCTGGATAGTTCAAAGGAGCAGGAGAGAGACTTGGCTCTGAC 
GGAGGAGGTGATTCAGGCAGAGGGAGAGGAGGTCAAGGCTTCTGCCTGTCAAGACAACTTTG 
AGGATGAGGAAGCCATGGAGTCGGACCCAGCTGCCTTAGACAAGGACTTCCAGTGCCCCAGG 
GAAGAAGACATTGTTGAAGTGCAGGGAAGTCCAAGGTGCAAGACCTGCCGCTAC CTATTGGT 
GCGGACTCCTAAAACTTTTGCAGAAGCTCAGAATGTCTGCAGCAGATGCTACGGAGGCAACC 
TTGTCTCTATCCATGACT'''CAACTTCAACTATCGCATTCAGTGCTGCACTAGCACAGTCAAC 
CAAGCCCAGGTCTGGATTGGAGGCAACCTCAGGGGCTGGTTCCTGTGGAAGCGGTTTTGCTGG 
ACTGATGGGAGCCACTGGAATTTTGCTTACTGGTCCCCAGGGCAACCTGGGAATGGGCAAGG 
CTCCTGTGTGGCCCTATGCACCAAAGGAGGTTATTGGCGACGAGCT CAATGCGACAAGCAAC 
TGCCCTTCGTCTGCTCCTTCTAAGCCAGCGGCACGGAGACCCTGCCAGCAGCTCCCTCCCGT 
CCCCCAACCTCTCC'GCTCATAAATCCAGACTTCCCACAGCAAAAAAAAAAAAAAAAAA 
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CAACAGAAGCCAAGAAGGAAGCCGTCTATCTTGTGGCGATCATGTATAAGCTGGCCTCCTGC 
TGTTTGCTTTTCACAGGATTCTTAAATCCTCTCTTATCTCTTCCTCTCCTTGACTCCAGGGA 
AATATCCTTTCAACTCTCAGCACCTCATGAAGACGCGCGCTTAACTCCGGAGGAGCTAGAAA 
GAGCTTCCCTTCTACAGATATTGCCAGAGATGCTGGGTGCAGAAAGAGGGGATATTCTCAGG 
AAAGCAGACT CAAGTACCAACATTTTTAACCCAAGAGGAAATTTGAGAAAGTTTCAGGATTT 
CTCTGGACAAGATCCTAACATTTTACTGAGTCATCTTTTGGCCAGAATCTGGAAACCATACA 
AGAAACGTGAGACTCCTGATTGCTTCTGGAAATACTGTGTCTGAAGTGAAATAAGCATCTGT 
TAGTCAGCTCAGAAACACCCATCTTAGAATATGAAAAATAACACAATGCTTGATTTGAAAAC 
AGTGTGGAGAAAAACTAGGCAAACTACACCCTGTTCATTGTTACCTGGAAAATAAATCCTCT 
ATGTTTT GCACAAAAAAAAAAAAAAA 
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FIGURE 26 

</usr/seqdb2/s st/DNA/Dnased s. min / ss. DNA59214 
<subunit 1 of 1, 124 aa, 1 St Op 
<MW: 14284, pI; 8.14, NX (S/T) : 0 
MYKLASCCLLFTGFLNPLLSLPLLDS RESFOLSAPHEDARLTPEELERASLLOILPEML 
GAERGDILRKADSSTNIFNPRGNLRKFQDFSGODPNILLSHLLARIWKPYKKRETPDCFW 
KYCW 

Important features: 
Signal peptide: 
Amino acids 1-2O 

Urotensin II signature: 
Anino acids 118-124 

Cell attachment sequence: 
Amino acids 64 - 67 

cAMP- and ccMP-dependent protein kinase phosphorylation site: 
AIaino acids 112-116 

N-myristoylation sites: 
AIIllino acids 61-67; 92-98 
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CAAGTAAATGCAGCACTAGTGGGTGGGATTGAGGTATGCCCTGGTGCATAAATAGAGAC'TCA 
GCTGTGCTGGCACACTCAGAAGCTTGGACCGCATCCTAGCCGCCGACT CACACAAGGCAGGT 
GGGTGAGGAAATCCAGAGTTGCCATGGAGAAAATTCCAGTGTCAGCATTCTTGCTCCTTGTG 
GCCCTCTCCTACACTCTGGCCAGAGATACCACAGTCAAACCTGGAGCCAAAAAGGACACAAA 
GGACTCTCGACCCAAACTGCCCCAGACCCTCTCCAGAGGTTGGGGTGACCAACT CATCTGGA 
CTCAGACAEATGAAGAAGCTCTATATAAATCCAAGACAAGCAACAAACCCTTGATGATTATT 
CAT CACT"TGGATGAGTGCCCACACAGTCAAGCTTTAAAGAAAGTGTTTGCTGAAAATAAAGA 
AATCCAGAAATTGGCAGAGCAGTTTGTCCTCCT CAATCTGGTTTATGAAACAACTGACAAAC 
ACCTTTCTCCTGATGGCCAGTATGTCCCCAGGATTATGTTTGTTGACCCATCTCTGACAGTT 
AGAGCCGATATCACTGGAAGATATTCAAATCGTCTCTATGCTTACGAACCTGCAGATACAGC 
TCTGTTGCTTGACAACATGAAGAAAGCTCTCAAGTTGCTGAAGACTGAATTGTAAAGAAAAA 
AAATCTCCAAGCCCTTCTGTCTGTCAGGCCTTGAGAC'TGAAACCAGAAGAAGTGTGAGAAG 
ACTGGCTAGTGTGGAAGCATAGTGAACACACTGATTAGGTTATGGTTTAATGTTACAACAAC 
TATTTTTTAAGAAAAACAAGTTTTAGAAATTTGGTTTCAAGTGTACATGTGTGAAAACAATA 
TTGTATACTACCATAGTGAGCCATGATTTTCTAAAAAAAAAAATAAATGTTA 
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></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNA59485 
><subunit 1 of 1, 175 aa, 1 stop 
><MW: 19979, pI: 9. 26, NX (S/T) : 0 
MEKIPVSAFLLLVALSYTLARDTTVKPGAKKDTKDSRPKLPQTLSRGWGDQLIWTOTYEE 
ALYKSKTSNKPLMIIHHLDECPHSQALKKVFAENKEIOKLAEOFVLLNLVYETTDKHLSP 
DGOYVPRIMFVDPSLTVRADIT GRYSNRLYAYEPADTALLLDNMKKALKLLKTEI, 

Important features: 
Signal peptide : 
Amino acids 1-2O 

cAMP- and ccMP-dependent protein kinase phosphorylation site: 
Amino acids 30-34 
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AAGACCCTCTCTTTCGCTGTTTGAGAGTCTCTCGGCTCAAGGACCGGGAGGTAAGAGGTT 
TGGGACTGCCCCGGCAACTCCAGGGTGTCTGGTCCACGACCTATCCTAGGCGCCATGGGT 
GTGATAGGTATACAGCTGGTTGTTACCATGGTGATGGCCAGTGTCATGCAGAAGATTATA 
CCT CACTATTCTCTTGCTCGATGGCTACTCTGTAATGGCAGTTTGAGGTGGTATCAACAT 
CCTACAGAAGAAGAATTAAGAATTCTTGCAGGGAAACAACAAAAAGGGAAAACCAAAAAA 
GATAGGAAATATAATGGTCACATTGAAAGTAAGCCATTAACCATTCCAAAGGATATTGAC 
CTTCATCTAGAAACAAAGTCAGTTACAGAAGTGGATACTTTAGCATTGCATTACTTTCCA 
GAATACCAGTGGCTGGTGGATTTCACAGTGGCTGCTACAGTTGTGTATCTAGTAACTGAA 
GTCTACTACAATTTTATGAAGCCTACACAGGAAATGAATATCAGCTTAGTCTGGTGCCTA 
CTTGTTTTGTCTTTTGCAATCAAAGTTCTATTTTCATTAACTACACACTATTTTAAAGTA 
GAAGATGGTGGTGAAAGATCTGTTTGTGTCACCTTTGGATTTTTTTTCTTTGT CAAAGCA 
ATGGCAGTGTTGATTGTAACAGAAAATTATCTGGAATTTGGACTTGAAACAGGGTTTACA 
AATTTTTCAGACAGTGCGATGCAGTTTCTTGAAAAGCAAGGTTTAGAATCTCAGAGTCCT 
GTTTCAAAACTTACTTTCAAATTTTTCCTGGCTATTTTCTGTTCATTCATTGGGGCTTTT 
TTGACATTTCCTGGATTACGACTGGCT CAAATGCATCTGGATGCCCTGAATTTGGCA ACA 
GAAAAAATTACACAAACTTTACTTCATATCAACTTCTTGGCACCTTTATTTATGGTTTTG 
CTCTGGGTAAAACCAATCACCAAAGACTACATTATGAACCCACCACTGGGCAAAGAAATT 
TCCCCATCTGGAAGATGAAGATAATAGTATCTAACTCACAAGGTTATCATTGGAATAAAT 
GAAAGAACACATGTAATGCAACCAGCTGGAATTAAGTGCTTAATAAATGTTCTTTTCACT 
GCTTTGCCTCATCAGAATTAAAATAGAAATACTTGACTAGT 
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FIGURE 30 

</usr/seqGb2/s st/DNA/DnaseqS. full/SS. DNA64966 
<subunit 1 of 1, 307 aa 1 stop 
KMW: 35098, pI: 8. 11, NX (S/T) : 3 
MGVIGIOLVVTMVMASVMQKIIPHYSLARWLLCNGSLRWYOHPTEEELRILAGKOOKGKT 
KKDRKYNGHIESKPLTIPKDIDLHLETKSVTEVDTLALHYFPEYQWLVDFTVAATVVYLV 
TEVYYNFMKPTOEMNISLVWCLLVLSFAIKVLFSLTTHY FKVEDGGERSVCVTFGFFFFV 
KAMAVLIVTENYLEFGLETGFTNFSDSAMOFLEKOGLESOSPVSKLTFKFFLAIFCSFIG 
AFLTFPGLRLAOMHL, DALNLATEKITOTLLHIN FLAPLFMVLLWVKPITKDYIMNPPLGK 
ETSPSGR 

Important features: 
Signal peptide : 
Anino acids 1-15 

Transmembrane domains : 
Amino acids 134-157; 169-189; 230-248; 272-285 

N-glycosylation sites: 
Amino acids 34-38; 135-139; 203-2O7 

ATP/GTP-binding site motif A (P-loop) : 
Amino acids 53-61 

Tyrosine kinase phosphorylation site: 
Amino acids 59-67 

N-myristoylation sites: 
Amino acids 165-171; 196-202; 24 O-2 4 6; 24 7-253 
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GTAGCATAGTGTGCAGTTCACTGGACCAAAAGCTTTGGCTGCACCTCTTCTGGAAAGCTGGCC 
ATGGGGCTCTTCATGATCATTGCAATTCTGCTGTTCCAGAAACCCACAGTAACCGAACAACT 
TAAGAAGTGCTGGAATAACTATGTACAAGGACATTGCAGGAAAATCTGCAGAGTAAATGAAG 
TGCCTGAGGCACTATGTGAAAATGGGAGATACTGTTGCCT CAATATCAAGGAACTGGAAGCA 
TGTAAAAAAATTACAAAGCCACCTCGTCCAAAGCCAGCA ACACTTGCACTGACTCTTCAAGA 
CTATGTTACAATAATAGAAAATTTCCCAAGCCTGAAGACACAGTCTACATAAATCAAATACA 
ATTTCGTTTTCACTTGCTTCTCAACCTAGTCTAATAAACTAAGGTGATGAGATATACATCTT 
CTTCCTTCTGGTTTCTTGATCCTTAAAATGACCTTCGAGCATATTCTAATAAAGTGCATTGC 
CAGTTAAAAAAAAAAA 
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FIGURE 32 

></usr/seqdb2/s st/DNA/Dnasegs. min/ss. DNA82403 
><subunit 1 of 1, 99 aa, 1 stop 
><MW: 11343, pI: 9. 17, NX (S/T) : 0 
MGLFMIIAILLEOKPTVTEQLKKCWNNYVQGHCRKICRVNEVPEALCENGRYCCLNIKEL 
EACKKITKPPRPKPATLALTLQDYVTIIENFPSLKTQST 

cAMP- and cQMP-dependent protein kinase phosphorylation site: 
Amino acids 64-68 
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FIGURE 34 

></usr/seqClb2/s st/DNA/Dnas eds. min/ss. DNA83505 
><subunit 1 of 1, 402 aa, 1 stop 
><MW: 43751, pI: 9.42, NX (S/T) : 1 
MRRRLRLRRDALLTLLLGASLGLLLYAORDGAAPTASAPRGRGRAAPRPTPGPRAFQLPD 
AGAAPPAYEGDTPAPPTPTGPFDFARYLRAKDORRFPLLINOPHKCRGDGAPGGRPDLLI 
AVKSVAEDFERROAVROTWGAEGRVOGALVRRVELLGVPRGAGSGGADEVGEGARTHWRA 
LILRAESLAYADILLWAFDDTFFNLTLKEIHFLAWASAFCPDVREVFKGDADV FVNVGNLL 
EFLAPRDPAQDLLAGDVIVHARPIRTRASKYYIPEAVYGLPAY PAYAGGGGFVLSGATLH 
RLAGACAQVELFPIDDVFLGMCLORLRLTPEPHPAFRTFGIPOPSAAPHLSTFDPCEYRE 
LVVVHGLSAADIWLMWRLLHGPHGPACAHPOPVAAGPFQWDS 

Important features of the protein: 
Signal peptide: 
Amino acids 1-27 

N-glycosylation site: 
AIIllino acids 2O3-2O7 

N-myristoylation sites : 
Amino acids 18-24; 31-37; 11 O-116; 57-163; 161-167 

163-169; 366-372 

Cell attachment sequence: 
Amino acids O7-11 O 
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></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNA84927 
><subunit 1 of l, 378 aa, 1 stop 
><MW: 42310, pI: 9.58, NX (S/T): 3 
MLPPOPSAAHOGRGGRSGLLPKGPAMLCRLCWLVSYSIAVLLLGCLL FLRKAAKPAGDPT 
AHQPFWAPPTPRHSRCPPNHTVSSASLSLPSRHRLFLTYRHCRNFSILLEPSGCSKDTFL 
LLAIKSOPGHVERRAAIRSTWGRVGGWARGROLKLVFLLGVAGSAPPAOLLAYESREEDD 
ILQWDFTEDFFNLTLKELHLQRWVVAACPOAHFMLKGDDDVFVHVPNVLEFLDGWDPAOD 
LLVGDVIROALPNRNTKVKYFIPPSMYRATHYPPYAGGGGYVMSRATVRRLOAIMEDAEL 
FPIDDVFVGMCLRRLGLSPMHHAGFKTFGIRRPLDPLDPCLYRGLLLVHRLSPLEMWTMW 
ALVTDEGLKCAAGPIPOR 

Important features of the protein: 
Signal peptide : 
Amino acids 1-39 

Transmembrane domain : 
Amino acids 146-171 

N-glycosylation sites: 
Amino acids 79-83; 1 O4-108; 192-196 

N-myristoylation sites: 
Amino acids 14-20; 160-166; 367-373 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 35-46 
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ATGAAAGTGATAATCAGGCAGCCCAAATGATTGTTAATAAGGATCAAATGAGATCGTGTATG 
TGGGTCCAATCAATTGATTCTACACAAAGGAGCCTGGGGAGGGGCCATGGTGCCAATGCACT 
TACTGGGGAGACTGGAGAAGCCGCTTCTCCTCCTGTGCTGCGCCTCCTTCCTACTGGGGCTG 
GCTTTGCTGGGCATAAAGACGGACAT CACCCCCGTTGCTTATTTCTTTCTCACATTGGGTGG 
CTTCTTCTTGTTTGCCTATCTCCTGGTCCGGTTTCTGGAATGGGGGCTTCGGTCCCAGCTCC 
AATCAATGCAGACTGAGAGCCCAGGGCCCT CAGGCAATGCACGGGACAATGAAGCCTTTGAA 
GTGCCAGTCTATGAAGAGGCCGTGGTGGGACTAGAATCCCAGTGCCGCCCCCAAGAGTTGGA 
CCAACCACCCCCCTACAGCACTGTTGTGATACCCCCAGCACCTGAGGAGGAACAACCTAGCC 
ATCCAGAGGGGTCCAGGAGAGCCAAACTGGAACAGAGGCGAATGGCCTCAGAGGGGTCCATG 
GCCCAGGAAGGAAGCCCTGGAAGAGCTCCAATCAACCTTCGGCTTCGGGGACCACGGGCTGT 
GTCCACTGCTCCTGATCTGCAGAGCTTGGCGGCAGTCCCCACATTAGAGCCTCTGACTCCAC 
CCCCTGCCTATGATGTCTGCTTTGGTCACCCTGATGATGATAGTGTTTTTTATGAGGACAAC 
TGGGCACCCCCTTAAATGACTCTCCCAAGATTTCTCTTCTCTCCACACCAGACCTCGTTCAT 
TTGACTAACATTTTCCAGCGCCTACTATGTGTCAGAAACAAGTGTTTCTGCCTGGACATCAT 
AAATGGGGACTTGGACCCTGAGGAGAGTCAGGCCACGGTAAGCCCTTCCCAGCTGAGATATG 
GGTGGCATAATTTGAGTCTTCTGGCAACATTTGGTGACCTACCCCATATCCAATATTTCCAG 
CGTTAGATTGAGGATGAGGTAGGGAGGTGATCCAGAGAAGGCGGAGAAGGAAGAAGTAACCT 
CTGAGTGGCGGCTATTGCTTCTGTTCCAGGTGCTGTTCGAGCTGTTAGAACCCTTAGGCTTGAC 
AGCTTTGTGAGTTATTATTGAAAAATGAGGATTCCAAGAGTCAGAGGAGTTTGATAATGTGC 
ACGAGGGCACACTGCTAGTAAATAACATTAAAATAACTGGAATGAA 
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></usr/seqdb2/s st/DNA/Dnaseqs. min/ss. DNA92264 
><subunit 1 of 1, 216 aa, 1 stop 
><MW: 23729, pI: 4.73, NX (S/T) : 0 
MVPMHLLGRLEKPLLLLCCASFLILGLALLGKTDITPWAY FFLTLGGFFLFAYLLVRFLE 
WGLRSQLOSMOTESPGPSGNARDNEAFEVPVYEEAVVGLESQCRPQELDQPPPYSTVVIP 
PAPEEEQPSHPEGSRRAKLEORRMASEGSMAQEGSPGRAPINLRLRGPRAVSTAPDLQSL 
AAVPTLEPLTPPPAYDWCFGHPDDDSVFYEDNWAPP 

Important features of the protein: 
Signal peptide : 
Amino acids 1-25 

Transmembrane domain : 
Amino acids 41-59 

N-myristoylation site: 
Amino acids 133-139 
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FIGURE 40 

></usr/seqdb2/s st/DNA/DnaseqS. min/ss. DNA94713 
><subunit 1 of 1, 547 aa, l stop 
><MW: 61005, pI: 6. 34, NX (S/T) : 2 
MP SEVARGKRAALFFAAVAIVLGLPLW WKTTETYRASLPYSQISGLNALQLRLMV PVTVV 
FTRESVPLDDOEKLPFTV VHEREIPLKYKMKIKCRFOKAYRRALDHEEEALSSGSVQEAE 
AMLDEPOEQAEGSLTVYVISEHSSLLPODMMSYIGPKRTAVVRGIMHREAFNIIGRRIVO 
VAQAMSLTEDVLAAALADHLPEDKWSAEKRRPLKSSLGYEITFSLLNPDPKSHDVYWDIE 
GAVRRYVOPFLNALGAAGNFSVDSOILYYAMLGVNPRFDSASSSYYLDMHSLPHVINPVE 
SRLGSSAASLYPVLN FILLYVPELAHSPLY TODKDGAPVATNAFHSPRWGGIMVYNVDSKT 
YNASVLPVRVEVDMVRVMEVFLAOLRLLFGIAOPOLPPKCLLSGPTSEGLMTWELDRLLW 
ARSVENLATATTTILTSLAOLLGKISNTVIKDDVASEVYKAVAAVQKSAEELASGHLASAF 
VASOEAVTSSELAFFDPSLL HLLY FPDDOKFAIYIPLFLPMAVPILLSLVKIFLETRKSW 
RKPEKTD 

Important features of the protein: 
Signal peptide : 
Amino acids 1-23 

Transmembrane domain : 
Amino acids 511-5.30 

N-glycosylation sites: 
Amino acids 259-263; 362-366 

N-myristoylation sites: 
Amino acids 255-261; 3O4 - 31 O; 335-341 

Amidation sites : 
Anino acids F-11; 17 4-78 
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FIGURE 42 

></usr/seqdb2/s st/DNA/Dnas eds. min/ss. DNA96869 
><subunit 1 of 1, 489 aa, 1 Stop 
><MW: 53745, pI: 8. 36, NX (S/T) : 8 
MPPRRPWDREAGTLQVLGALAVLWLGSVALICLLWQVPRPPTWGQVQPKDVPRSWEHGSS 
PAWEPLEAEAROORDSCOLVLVESIPQDLPSAAGSPSAOPLGOAWLOLLDTAOESVHVAS 
YYWSLTGPDIGVNDSSSOLGEALLOKLOOLLGRNISLAVATSSPTLARTSTDLQVLAARG 
AHVROVPMGRLTRGVLHSKFWVVDGRHIYMGSANMDWRSLTQVKELGAVIYNCSHLAQDL 
EKTFOTYWVLGVPKAVLPKTWPONFSSHFNRFQPFHGLFDGVPTTAYFSASPPALCPQGR 
TRDLEALLAVMGSAQEFIYASVMEYFPTTRFSHPPRYWPVLDNALRAAAFGKGVRVRLLV 
GCGLNTDPTMFPYLRSLOALSNPAANVSVDVKVFIVPVGNHSNIPFSRVNHSKFMVTEKA 
AYIGTSNWSEDY FSSTAGVGLVVTQSPGAOPAGATVQEOLROLFERDWSSRYAVGLDGQA 
PGQDCVWQG 

Important features of the protein: 
Signal peptide : 
Amino acids - 29 

' 
N-glycosylation sites : 
Amino acids 133-137; 5 4-158; 232-236; 264-268; 

386-390; 4 OO - 4 O4; 41O-41 4 ; 427 - 431 

N-myristoylation sites: 
Amino acids 58-64 ; 94-100; 131-137; 194-200; 251-257; 

277-283; 281-287; 361-367; 399-405; 
4 40-446; 4 48-454; 478- 484 
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FIGURE 43 
GGGCCTGGCGATCCGGATCCCGCAGGCGCGCTGGCTGCGCTGCCCGGCTGTCTGTCGTCATG 
GTGGGGCCCTGGGTGTATCTGGTGGCGGCAGTTTTGCTCATCGGCCTGATCCTCTTCCTGAC 
TCGCAGCCGGGGTCGGGCGGCAGCAGCTGACGGAGAACCACTGCACAATGAGGAAGAGAGGG 
CAGGAGCAGGCCAGGTAGGCCGCTCTTTGCCCCAGGAGTCTGAAGAACAGAGAACTGGAAGC 
AGACCCCGGCGTCGGAGGGACTTGGGCAGCCGTCTACAGGCCCAGCGTCGAGCCCAGCGAGT 
GGCCTGGGAAGACGGGGATGAGAATGTGGGTCAAACTGTTATTCCAGCCCAGGAGGAAGAAG 
GCATTGAGAAGCCAGCAGAAGTTCACCCAACAGGGAAAATTGGAGCCAAGAAACTACGGAAG 
CTAGAGGAAAAACAGGCTCGAAAGGCTCAGCGAGAGGCAGAGGAGGCTGAACGTGAAGAACG 
GAAACGCCTAGAGTCCCAACGTGAGGCCGAATGGAAGAAGGAAGAGGAACGGCTTCGCCTGA 
AGGAAGAACAGAAGGAGGAGGAAGAGAGGAAGGCTCAGGAGGAGCAGGCCCGGCGGGATCAC 
GAGGAGTACCTGAAACTGAAGGAGGCCTTCGTGGTAGAAGAAGAAGGTGTTAGCGAAACCAT 
GACTGAGGAGCAGTCT CACAGCTTCCTGACAGAATTCATCAATTACATCAAGAAGTCCAAGG 
TTGTGCTTTTGGAAGATCTGGCTTTCCAGATGGGCCTAAGGACTCAGGACGCCATAAACCGC 
ATCCAGGACCTGCTGACGGAGGGGACTCTAACAGGTGTGATTGACGACCGGGGCAAGTTTAT 
CTACATAACCCCAGAGGAACTGGCTGCCGTGGCCAATTTCATCCGACAGCGGGGCCGGGTGT 
CCATCACAGAGCTTGCCCAGGCCAGCAA CTCCCTCATCTCCTGGGGCCAGGACCTCCCTGCC 
CAGGCTTCAGCCTGACTCCAGTCCTTCCTTGAGTGTATCCTGTGGCCTACATGTGTCTTCAT 
CCTTCCCTAATGCCGTCTTGGGGCAGGGATGGAATATGACCAGAAAGTTGTGGATTAAAGGC 
CTGTGAATACTGAA 
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FIGURE 44 

></usr/seqClb2/s st/DNA/Dnased s. min/ss. DNA96881 
><subunit 1 of 1, 315 aa, 1 stop 
><MW: 35963, pI : 5.38, NX (S/T) : O 
MVGPWVYLVAAVLLIGLILFLTRSRGRAAAADGEPLHNEEERAGAGQVGRSLPQESEEOR 
TGSRPRRRRDLGSRLOAQRRAORVAWEDGDENVGOTVIPAQEEEGIEKPAEWHPTGKIGA 
KKLRKLEEKQARKAQREAEEAEREERKRLESQREAEWKKEEERLRLKEEQKEEEERKAOE 
EQARRDHEEYLKLKEAFVVEEEGVSETMTEEOSHSFLTEFINYIKKSKVVLLEDLAFOMG 
LRTODAINRIODLLTEGTLTGVIDDRGKFIYITPEELAAVANFIRQRGRVSITELAOASN 
SLISWGODLPAOASA 

Important features of the protein: 
Signal peptide : 
Amino acids 1-26 

N-myristoylation sites: 
Amino acids 2O3-209;257-2 63 
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FIGURE 45 
ACGGGCCGCAGCGGCAGTGACGTAGGGTTGGCGCACGGATCCGTTGCGGCTGCAGCTCTGCA 
GTCGGGCCGTTCCTTCGCCGCCGCCAGGGGTAGCGGTGTAGCTGCGCAGCGTCGCGCGCGCT 
ACCGCACCCAGGTTCGGCCCGTAGGCGTCTGGCAGCCCGGCGCCATCTTCATCGAGCGCCAT 
GGCCGCAGCCTGCGGGCCGGGAGCGGCCGGGTACTGCTTGCTCCTCGGCTTGCATTTGTTTC 
TGCTGACCGCGGGCCCTGCCCTGGGCTGGAACGACCCTGACAGAATGTTGCTGCGGGATGTA 
AAAGCTCTTACCCTCCACTA'GACCGCTATACCACCTCCCGCAGGCTGGATCCCATCCCACA 
GTTGAAATGTGTTGGAGGCACAGCTGGTTGTGATTCTTATACCCCAAAAGTCATACAGTGTC 
AGAACAAAGGCTGGGATGGGTATGATGTACAGTGGGAATGTAAGACGGACTTAGATATTGCA 
TACAAATTTGGAAAAACTGTGGTGAGCTGTGAAGGCTATGAGTCCTCTGAAGACCAGTATGT 
ACTAAGAGGTTCTTGTGGCTTGGAGTATAATTTAGATTATACAGAACTTGGCCTGCAGAAAC 
TGAAGGAGTCTGGAAAGCAGCACGGCTTTGCCTCTTTCTCTGATTATTATTATAAGTGGTCC 
TCGGCGGATTCCTGTAACATGAGTGGATTGATTACCATCGTGGTACTCCTTGGGATCGCCTT 
TGTAGTCTATAAGCTGTTCCTGAGTGACGGGCAGTATTCTCCTCCACCGTACTCTGAGTATC 
CTCCATTTTCCCACCGTTACCAGAGATTCACCAACT CAGCAGGACCTCCTCCCCCAGGCTTT 
AAGTCTGAGTTCACAGGACCACAGAATACTGGCCATGGTGCAACTTCTGGTTTTGGCAGTGC 
TTTTACAGGACAACAAGGATATGAAAATTCAGGACCAGGGTTCTGGACAGGCTTGGGAACTG 
GTGGAATACTAGGATATTTGTTTGGCAGCAATAGAGCGGCAACACCCTTCTCAGACTCGTGG 
TACTACCCGTCCTATCCTCCCTCCTACCCTGGCACGTGGAATAGGGCTTACT CACCCCTTCA 
TGGAGGCTCGGGCAGCTATTCGGTATGTTCAAACT CAGACACGAAAACCAGAACTGCATCAG 
GATATGGTGGTACCAGGAGACGATAAAGTAGAAAGTTGGAGTCAAACACTGGATGCAGAAAT 
TTTGGATTTTTCATCACTTTCTCTTTAGAAAAAAAGTACTACCTGTTAACAATTGGGAAAAG 
GGGATATTCAAAAGTTCTGTGGTGTTATGTCCAGTGTAGCTTTTTGTATTCTATTATTTGAG 
GCTAAAAGTTGATGTGTGACAAAATACTTATGTGTTGTATGTCAGTGTAACATGCAGATGTA 
TATTGCAGTTTTTGAAAGTGATCATTACTGTGGAATGCTAAAAATACATTAATTTCTAAAAC 
CTGTGATGCCCTAAGAAGCATTAAGAATGAAGGTGTTGTACTAATAGAAACTAAGTACAGAA 
AATTTCAGTTTTAGGTGGTTGTAGCTGATGAGTTATTACCTCATAGAGACTATAATATTCTA 
TTTGGTATTATATTATTTGATGTTTGCTGTTCTTCAAACATTTAAATCAAGCTTTGGACTAA 
TTATGCTAATTTGTGAGTTCTGATCACTTTTGAGCTCTGAAGCTTTGAATCATTCAGTGGTG 
GAGATGGCCTTCTGGTAACTGAATATTACCTTCTGTAGGAAAAGGTGGAAAATAAGCATCTA 
GAAGGTTGTTGTGAATGACTCTGTGCTGGCAAAAATGCTTGAAACCTCTATATTTCTTTCGT 
TCATAAGAGGTAAAGGTCAAATTTTTCAACAAAAGTCTTTTAATAACAAAAGCATGCAGTTCTC 

TGTGAAATCTCAAATATTGTTGTAATAGTCTGTTTCAATCTTAAAAAGAATCA 



Patent Application Publication Jun. 26, 2003 Sheet 46 of 115 US 2003/0119121 A1 

FIGURE 46 

></usr/seqdb2/s st/DNA/Dnaseqs. Iain / ss. DNA96889 
><subunit 1 of 1, 339 aa, 1 stop 
><MW: 36975, pI: 7.85, NX (S/T) : 1 
MAAACGPGAAGYCLLIG, H, FL,LTAGPAL, GWNDPDRMLLRDVKALTLHYDRYTTSRRLDP 
IPOLKCVGGTAGCDSYTPKVIQCQNKGWDGYDVQWECKTDLDIAYKFGKTVVSCEGYESS 
EDOYVLRGSCGLEYNLDYTELGLQKLKESGKQHGFASFSDYYYKWSSADSCNMSGLITIV 
VLLGIAFVVYKLFLSDGQYSPPPYSEYPPFSHRYQRFTNSAGPPPPGFKSEFTGPQNTGH 
GATSGFGSAFTGQQGYENSGPGFWTGLGTGGILGYLFGSNRAATPFSDSWYYPSYPPSYP 
GTWNRAYSPLHGGSGSYSVCSNSDTKTRTASGYGGTRRR 

Important features of the protein: 
Signal peptide : 
Amino acids 1-3 O 

Transmembrane domain : 
Amino acids 171-190 

N-glycosylation site: 
Amino acids 172-176 

Glycosaminoglycan attachment sites: 
Amino acids 244-248; 259-263; 331-335 

Tyrosine kinase phosphorylation site: 
Amino acids 98-106 

N-myristoylation sites: 
Amino acids 68-74; 69-75; 131-137; 241-247; 

24 7-253; 2 66-272; 27 O-276; 278-284; 
312-318 
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FIGURE 47 
CCCGGAGCCGGGGAGGGAGGGAGCGAGGTTCGGACACCGGCGGCGGCTGCCTGGCCTTTCCA 
TGAGCCCGCGGCGGACCCTCCCGCGCCCCCTCTCGCTCTGCCTCTCCCTCTGCCTCTGCCTC 
TGCCTGGCCGCGGCTCTGGGAAGTGCGCAGTCCGGGTCGTGTAGGGATAAAAAGAACTGTAA 
GGTGGTCTTTTCCCAGCAGGAACTGAGGAAGCGGCTAACACCCCTGCAGTACCATGTCACTC 
AGGAGAAAGGGACCGAAAGTGCCTTTGAAGGAGAATACACACAT CACAAAGATCCTGGAATA 
TATAAATGTGTTGTTTGTGGAACTCCATTGTTTAAGTCAGAAACCAAATTTGACTCCGGTTC 
AGGTTGGCCTTCATTCCACGATGTGATCAATTCTGAGGCAATCACATTCACAGATGACTTTT 
CCTATGGGATGCACAGGGTGGAAACAAGCTGCTCTCAGTGTGGTGCT CACCTTGGGCACATT 
TTTGATGATGGGCCTCGTCCAACTGGGAAAAGATACTGCATAAATTCGGCTGCCTTGTCTTT 
TACACCTGCGGATAGCAGTGGCACCGCCGAGGGAGGCAGTGGGGTCGCCAGCCCGGCCCAGG 
CAGACAAAGCGGAGCTCTAGAGTAATGGAGAGTGATGGAAACAAAGTGTACTTAATGCACAG 
CTTATTAAAAAAATCAAAATTGTTATCTTAATAGATATATTTTTTCAAAAACTATAAGGGCA 
GTTTTGTGCTATTGATATTTTTTCTTCTTTTGCTTAAACAGAAGCCCTGGCCATCCATGTAT 
TTTGCAATTGACTAGATCAAGAACTGTTTATAGCTTTAGCAAATGGAGACAGCTTTGTGAAA 
CTTCTTCACAAGCCACTTATACCCTTTGGCATTCTTTTCTTTGAGCACATGGCTTCTTTTGC 
AGTTTTTCCCCCTTTGATTCAGAAGCAGAGGGTTCATGGTCTTCAAACATGAAAATAGAGAT 
CTCCTCTGCAGTGTAGAGACCAGAGCTGGGCAGTGCAGGGCATGGAGACCTGCAAGACACAT 
GGCCTTGAGGCCTTT GCACAGACCCACCTAAGATAAGGTTGGAGTGATGTTTTAATGAGACT 
GTTCAGCTTT GTGGAAAGTTTGAGCTAAGGTCATTTTTTTTTTTCTCACTGAAAGGGTGTGA 
AGGTCTAAAGTCTTTCCTTATGTTAAATTGTTGCCAGATCCAAAGGGGCATACTGAGTGTTG 
TGGCAGAGAAGTAAACATTACCACACTGTTAGGCCTTTATTTTATTTTATTTTCCATCGAAA 
GCATTGGAGGCCCAGTGCAATGGCTCACGCC"'GTGATCCCAGCACTTTGGGAGGCCAAGGCG 
GGTGGATCACGAGGTCAGGAGATGGAGACCATCCTGGCTAACATGGTGAAACCCCGTCTCTA 
CTAAAAATACGAAAAATTAGCCAGGCGTGGTGGTGGGCACCTGTAGTCCCAGCTACTCAGGAGG 
CTGAGGCAGGAGAATGGCGTGAACCCGGAAGGCGGAGCTTGCAGTTAGCCGAGATCATGCCA 
CTGCACTCCAGCCTACATGACAATGTGACACTCCATCT CAAAAAATAATAATAATAACAATA 
TAAGAACTAGCTGGGCATGGTGGCGCATGCATGTAGTCCCAGCTACTCCTGAGGCTCAGTCA 
GGAGAATCGCTTGAACTTGGGAGGCGGAGGTTGCAGTGAGCTGAGCTCATACCACTGCACTC 
CAGCCTGAACAGAGTGAGATCCTGTCAA 
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FIGURE 48 

></usr/seqdb2/s st/DNA/Dnasegs. min/ss. DNA968.98 
><subunit 1 of 1, 192 aa, l stop 
><MW: 20702, pI: 7.50, NX (S/T) : 0 
MSPRRTLPRPLSLCLSLCLCLCLAAALGSAQSGSCRDKKNCKVVFSQQELRKRLTPLQYH 
VTOEKGTESAFEGEYTHHKDPGIYKCVVCGTPLFKSETKFDSGSGWPSFHDVINSEAITF 
TDDFSYGMHRVETSCSQCGAHLGHIFDDGPRPTGKRYCINSAALSFTPADSSGTAEGGSG 
WASPAOADKAEL 

Important features of the protein: 
Signal peptide : 
Amino acids 1-24 

Glycosaminoglycan attachment site: 
Amino acids 102-106 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 52-56 

N-myristoylation sites: 
Amino acids 28-34; 66-72; 82-88; 139-14.5; 

173-179; 178-184 

Amidation site: 
Amino acids 153-157 
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FIGURE 50 

></usr/seqdb2/s st/DNA/Dnaseqs. min/ss. DNA97 003 
><subunit 1 of 1, 538 aa, 1 stop 
> KMW: 59268, pI: 8.94, NX (S/T): 1 
MTRECPSPAPGPGAPLSGSVLAEAAVVFAVVLSIHATVWDRYSWCAVALAVOAFYVOYKW 
DRLLQQGSAVFQFRMSANSGLLPASMVMPLLGLVMKERCOTAGNPFFERFGIVVAATGMA 
VALFSSVLAL GITRPVPTNTCVILGLAGGVIIYIMKHSLSVGEVIEWLEVILLIEWYLNMI 
LLYLL PRCFTPGEALLVLGGISFVLNOLIKRSLTLVESQGDPVDFFLLVVVVGMVLMGIF 
FSTLFVFMDSGTWASSIFFHLMTCVLSLGVVLPWLHRLIRRNPLLWLLQFLFOTDTRIYL 
LAYWSLLATLACLVVLYONAKRSSSESKKHQAPTIARKYFHLIVVATYIPGII FDRPLLY 
WAATWCAVFIFLEYVRY FRIKPLGHTLRS FLSL FLDERDSGPLILTHYLLLGMSLPIW 
LIPRPCTQKGSLGGARALVPYAGVLAVGVGDTVASIFGSTMGEIRWPGTKKTFEGTMTSI 
FAOEISVALILIFDSGVDLNYSYAWILGSISTVSLLEAYTTOIDNLLLPLYLLILLMA 

Important features of the protein: 
Signal peptide : 
Amino acids 1-3 6 

Transmembrane domains : 
Amino acids 77-95; 111-133; 161-184; 225-248; 

255-273; 299-314; 348-373; 4 O 6 - 421; 
435 - 456; 48 O-497 

N-glycosylation sites: 
Amino acids 5 OO-504 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 321-325 

N-myristoylation sites: 
Amino acids 13-19; 18-24; 80-86; 111-117; 

118-124; 145-151; 238-244; 251-257; 
43 O-436; 433-439; 4 48-454; 458-464; 
4 68 - 474; 475-481; 49 6-502; 508-514 

Prokaryotic membrane lipoprotein lipid attachment site: 
Anino acids 3O2-313 
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FIGURE 52. 
></usr/seqdb2/s st/DNA/Dnaseqs. min / ss. DNA985 65 
><subunit 1. Of 1, 911 aa, 1 stop 
><MW: 991.17, pI: 4.62, NX (S/T) : 2 
MAQLFLPLLAALVLAOAPAALADVLEGDSSEDRAFRVRIAGDAPLOGVLGGALTIPCHVH 
YLRPPPSRRAVLGSPRVKWTFLSRGREAEVLVARGVRVKVNEAYRFRVALPAYPASLTDV 
SLALSELRPNDSGIYRCEVOHGIDDSSDAVEVKVKGVVFLYREGSARYAFSFSGAQEACA 
RIGAHIATPEOLYAAYLGGYEQCDAGWLSDQTVRYPIQT PREACYGDMDGFPGWRNYGVV 
DPDDLYDVYCYAEDLNGEL FLGDPPEKLTLEEARAYCOERGAEIATTGOLYAAWDGGLDH 
CSPGWLADGSVRYPIVTPSQRCGGGLPGVKTLFLFPNQTGFPNKHSRFNVYCFRDSAQPS 
AIPEASNPASNPASDGLEAIVTVTETLEELQLPQEATESESRGAIYSIPIMEDGGGGSST 
PEDPAEAPRTLLEFETOSMVPPTGFSEEEGKALEEEEKYEDEEEKEEEEEEEEVEDEALW 
AWPSELSSPGPEASLPTEPAAQEKSLSQAPARAVLOPGASPLPDGESEASRPPRVHGPPT 
ETLPTPRERNLASPSPSTLVEAREVGEATGGPELSGV PRGESEETGSSEGAPSLLPATRA 
PEGTRELEAPSEDNSGRTAPAGTSVOAOPVLPTDSASRGGVAVWPASGDCVPSPCHNGGT 
CLEEEEGVRCLCLPGYGGDLCDVGLRFCNPGWDAFOGACYKHFSTRRSWEEAETOCRMYG 
AHILASISTPEEQDFINNRYREYOWIGLNDRTIEGDFLWSDGVPLLYENWNPGQPDSYFLS 
GENCVVMWWH DOGQWSDVPCNYHLSYTCKMGLVSCGPPPELPLAQVFGRPRLRYEVDTVL 
RYRCREGLAQRNI, PLIRCOENGRWEAPOISCVPRRPARALHPEEDPEGROGRLIGRWKAL 
LIPPSSPMPGP 

Important features of the protein: 

Signal peptide : 
Amino acids 1-15 
N-glycosylation sites: 
Amino acids 130-134; 337-341 
Tyrosine kinase phosphorylation sites: 
Amino acids 128-136; 451 - 460 
N-myristoylation sites: 
Amino acids 47-53; 50-56; 33-139; 142-148; 

174-180; 183-189; 281-287; 288-294; 
297-3O3; 324-330; 4 O3- 4 O9; 414 - 420; 
415 - 421; 576-582; 586-592; 677-683; 
684-690; 720-726; 772-778; 811-817 

EGF-like domain cysteine pattern signature : 
Amino acids 670- 682 
C-type lectin domain signature : 
Amino acids T84 - 8 O 9 
Immunoglobulins and major histocompatibility complex proteins 
signature : 
Amino acids 135-142 
Link domain proteins : 
Amino acids 166-2 6; 264-314 
Calcium-binding EGF-like domain proteins pattern proteins. 
Amino acids 655 - 676 
C-type lectin domain proteins: 
Amino acids 791-800 
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FIGURE S4 
></usr/seqdb2/s st/DNA/Dnaseqs. Inlin/ss. DNA102846 
><subunit 1 of l, 839 aa, l stop 
><MW: 87546, pI: 4.84, NX (S/T) : 8 
MGSWALLWPPLL FTGLLVRPPGTMAQAQYCSVNKDIFEVEENTNVTEPLVDIHVPEGOEV 
TLGALSTPFAFRTOGNOLFLNVTPDYEEKSLLEAOLLCOSGGTLVTOLRVFWSVLDVNDN 
APEFPFKTKEIRVEEDTKVNSTVIPETOLOAEDRDKDDILFYTLOEMTAGASDYFSLVSW 
NRPALRLDRPLDFYERPNMTFWLLVRDTPGENVEPSHTATATLVLNVVPADLRPPWFLPC 
TFSDGYVCIQAQYHGAVPTGHILPSPLVLRPGPIYAEDGDRGINOPIIYSIFRGNVNGTF 
IIHPDSGNLTVARSVPSPMTFLLLVKGQQADLARYSVTOVTVEAVAAAGSPPRFPQSLYR 
GTVARGAGAGVVVKDAAAPSQPLRIOAQDPEFSDLNSAITYRITNHSHFRMEGEWVLTTT 
TLAQAGAFYAEVEAHNTVTSGTATTVIEIQVSEQEPPSTEAGGTTGPWTSTTSEVPRPPE 
PSQGPSTTSSGGGTGPHPPSGTTLRPPTSSTPGGPPGAENSTSHOPATPGGDTAOTPKPG 
TSQPMPPGVGTSTSHQPATPSGGTAQTPEPGTSQPMPPSMGTSTSHOPATPGGGTAOTPE 
AGTSOPMPPGMGTSTSHOPTTPGGGTAOTPEPGTSOPMPLSKSTPSSGGGPSEDKRFSVV 
DMAALGGVLGALL,LLALLGLAVLVHKHYGPRLKCCSGKAPEPQPQGFDNQAFLPDHKANW 
APVPSPTHDPKPAEAPMPAE PAPPGPASPGGAPEPPAAARAGGSPTAVRSILTKERRPEG 
GYKAVWFGEDIGTEADVVVLNAPTLDVDGASDSGSGDEGEGAGRGGGPYDAPGGDDSYT 

Important features of the protein: 
Signal peptide : 
Anino acids -25 

Transmembrane domain : 
Amino acids 662-684 

N-glycosylation sites: 
Amino acids 4 4-48; 14 O-144; 198-202; 297-301; 

308-312; 405-409; 52O-524 

Glycosaminoglycan attachment sites: 
Amino acids 490 - 494; 64.7-651; 813-817 

cAMP- and coMP-dependent protein kinase phosphorylation site: 
Amino acids 655 - 659 

Tyrosine kinase phosphorylation sites: 
Amino acids 154–163; 776-783 

N-myristoylation sites : 
Amino acids 57-63; 102-108; 255-261; 294-3 OO; 

366-372; 426-432; 4 41-447; 513-519; 
517-523; 530-536; 548-554; 550-556; 
581-587; 5 92-598; 610-616; 612-618; 
623-629; 648 - 654; 666-672; 667-673; 
762-768; 763-769; 780-786; 809–815; 
821-827; 833-839 

Cadherins extracellular repeated domain signature: 
Amino acids 112-23 
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FIGURESS 
GCAGCTGGGTTCTCCCGGTTCCCTTGGGCAGGTGCAGGGTCGGGTTCAAAGCCTCCGGAACGCGTTTTGGCCTG 
ATTTGAGGAGGGGGGCGGGGAGGGACCTGCGGCTTGCGGCCCCGCCCCCTTCTCCGGCTCGCAGCCGACCGGTA 
AGCCCGCCTCCTCCCTCGGCCGGCCCTGGGGCCGTGTCCGCCGGGCAACTCCAGCCGAGGCCTGGGCTTCTGCC 
TGCAGCTGTCTGCGCCGAGGCCCCTAGGGTACAGCCCGATTTGGCCCCATGGTGGGTTTCGGGGCCAACCGGCG 
GGCTGGCCGCCTGCCCTCTCTCGTGCTGGTGGTGCTGCTGGTGGTGATCGTCGTCCTCGCCTTCAACTACTGGA 
GCATCTCCTCCCGCCACGTCCTGCTTCAGGAGGAGGTGGCCGAGCGCAGGGCCAGGTCCAGCGCACCGAAGTG 
GCCCGCGGGCGGCTGGAAAAGCGCAATTCGGACCTCTTGCTGTTGGTGGACACGCACAAGAAACAGATCGACCA 
GAAGGAGGCCGACTACGGCCGCCTCAGCAGCCGGCTGCAGGCCAGAGAGGGCCTCGGGAAGAGATGCGAGGATG 
ACAAGGTTAAACTACAGAACAACATATCGTATCAGATGGCAGACATACATCATTTAAAGGAGCAACTTGCTGAG 
CTTCGTCAGGAATTTCTTCGACAAGAAGACCAGCTTCAGGACTATAGGAAGAACAATACTTACCTGTGAAGAG 
GTTAGAATATGAAAGTTTICAGIGTGGACAGCAGATGAAGGAATTGAGAGCACAGCATGAAGAAAATATTAAAA 
AGTTAGCAGACCAGTTTTTAGAGGAACAAAAGCAAGAGACCCAAAAGATTCAATCAAATGATGGAAAGGAATTG 
GATATAAACAATCAAGTAGTACCTAAAAATATTCCAAAAGTAGCTGAGAATGTTGCAGATAAGAATGAAGAACC 
CTCAAGCAATCATATTCCACATGGGAAAGAACAAATCAAAAGAGGTGGTGATGCAGGGATGCCTGGAATAGAAG 
AGAATGACCAGCAAAAGTTGATGATCTTCCCCCTGCTTTAAGGAAGCCTCCTATTCAGTTTCTCAACATGAA 
AGTCATCAAGCAATCTCCCATCTTCCAACTGGACAACCTCTCTCCCCAAATATGCCTCCAGATTCACACATAAA 
CCACAATGGAAACCCCGGTACTTCAAAACAGAATCCTCCAGTCCTCTTCAGCGTTTAATTCCAGGCTCAAACT 
TGGACAGTGAACCCAGAATTCAAACAGATATACTAAAGCAGGCTACCAAGGACAGAGTCAGTGATTTCCATAAA 
TTGAAGCAAAATGATGAAGAACGAGAGCTTCAAATGGATCCGCAGACIATGGAAAGCAACATTTCAATGATGT 
CCTTTAAGTCCTAAAGGAATGCTTCAGAAAACCTAAAGTGCTGTAAAATGAAATCATTCTACTTTGTCCTTTCT 
GACTTTTGTTGTAAAGACGAATTGTATCAGTTGTIAAAGATACATTGAGATAGAATTAAGGAAAAACTTTAATGA 
AGGAATGTACCCATGTACATATGTGAACTTTTTCATATTGTATTATCAAGGTATAGACTTTTTTGGTTAGATA 
CAGTTAAGCCAAAAACAGCTAATCTTTGCATCTAAAGCAAACTAATGTATATTTCACATTTTATTGAGCCGACT 
TATTTCCACAAATAGATAAACAGGACAAAATAGTTGTACAGGTTATATGTGGCATAGCATAACCACAGTAAGAA 
CAGAACAGATATTCAGCAGAAAACTTTTTATACTCTAATTCTTTTTTTTTTTTTTTTGAGACAGAGTTTTAGTC 

, ' TTGTTTCCCAGCCTGGAGTGCAATGGCACAATCTTGGCT CACTGCAACCTCCGCCTCCTGGGTTCAGGCAATTT 
TCCTGCCTCAGCCTCCCAAGTAGCTGGGATTACAGGCACCCACCACCATGCCCAGCTAATTTTT GTATTTTTAA 
TAGAGAGCTAATAATTGTATATTTAATAAAGACGGGTTTCACCATGTTGGCCAGGCTGGTCTTGAACTCCTGAC 
CTCAGGTGATCCTCCTGCATTGGCCTCCCAAAGTGCTGGAATTCCAGGCATGAGCCACTGCGCCCAGTCTACAC 
ACTAATTCTTGTTAGCCCAACAGCTGTTCTGTTCTATCTACCCCT CATTTCACGCTCAAGGAGTCATACCTAGA 
ATAGTTACACACAAGAGGGAAACTGGAAGCCAAACACGTACAGTATTGTGTAGAAAGTCACCTCCCTACTCCT 
TTATTTTACATGAGGCTGATGTGTTTTGGCAGATGAGCTTTCAGCTGAGGCCTGATGGAAATGAGATAACCTG 
CAAAGACATAACAGTATTATGAGTTATATCTTAGTTCTTGAAATTGTGGAATGCATGATTGACAATATATTTT 
TAATTTTTATTTTTTCAAGTAA'ACCAGTACTGTTTAACTATAGCCAGAACTGGCTAAAATTTTTATATTTTCA 
GAGTTGAAGTTGGTGAAGACATTCATGATTTAAACACCAGATCCTGAAAGGGGTTAAATCTACTTTGAAATGAA 
TCTGCAATCAGTATTTCAAAGCTTTTCTGGTAATTTTAGTGATCTTATTTGATTAGACTTTTTCAGAAGTACTA 
AATAAGGAATTTTAACAGGTTTTTATTAATGCACAGATAAATAGAAGTACAGTGAGGTCTATAGCCATTTTATT 
AAAATAGCTTAAAAGTTTGAAAAAAATGAATCTTTGTAATTACTTAATATGTTAGTTAAGAACCCGTCAAGCT 
TATATTTCCTAGACTTACAAATTATTTTAAATGCATTTATCTTTTTTGACACTATTCAGTGGAATGTGTAAGCT 
AGCTAATTCTTGTTTTCTGATTTAAAGCACTTTTAAATCTATCCIGCCCCCTAAAAACAAAAGGTTTTGATCA 
CAAGGGGAAATTTAAGATTCTTAACCCTGTTTTTCAGAAGGGCTACTGTTAATTGCACATAAACATGAAATGTG 
TTTTCCCCTGTGTACTAACACATTCTAGGCAAAATTCAAACTTATAGTGGTAAAGAAACAGGTTGTTCACTIGC 
TGAGGTGCAAAAATTCTTAAGACTTCTGTTTGAAATTGCTCAATGACTAGGAAAAGATGTAGTAGTTTACTAAA 
AETGTTTTTCTACCATATCAAATTAAACAATTCATGCCTTTATAGGGTCAGGCCTACAATGAATAGGTATGGTG 
GTTTCACAGAATTTTAAAATAGAGTTAAAGGGAAGTGATGTACATTTCGGGGGCATTAGGGTAGGGAGATGAAT 
CAAAAAATACCCCTAGTAATGCTTTATATTTTAATACTGCAAAAGCTTTACAAATGGAAACCATGCAATTACCT 
GCCTTAGTTCTTTTGTCATAAAAACAATCACTTGGTTGGTTGTATTGTAGCTATTACTTATACAGCAACATTTC 
TT CAATTAGCAGTCTAGACATTTTATAAACAGAAATCTTGGACCAATTGATAAATTCTGACTGTATTAATAT 
"""TAGTGCTATAAAATACTATGTGAATCTCTTAAAAATCTGACATTTTACACTCTGTATTAGACATACTGTTTTTA 
TAATGTTTTACTTCTGCCTTAAGATTTAGGTTTTTTAAATGTATTTTTGCCCTGAATTAAGTGT'TAATTTGATG 
GAAACTCTGCTTTTAAAATCATCATTTACTGGGTTCTAATAAATTAAAAATTAAACTTGAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE S6 

MVGFGANRRAGRLPSLVLVVLLVVIWVLAFNYWSISSRHVLLOEEVAELOGOVORTEVAR 
GRLEKRNSDLLLLVDTHKKQIDQKEADYGRLSSRLOAREGLGKRCEDDKVKLQNNISYOM 
ADIHHLKEQLAELROEFLRQEDQLQDYRKNNTYLVKRLEYESFQCGQQMKELRAOHEENI 
KKLADQFLEEQKQETQKIQSNDGKELDINNOVVPKNIPKVAENVADKNEEPSSNHIPHGK 
EQIKRGGDAGMPGIEENDLAKVDDLPPALRKPPISVSOHESHOAISHLPTGOPLSPNMPP 
DSHINHNGNPGTSKONPSSPLORLIPGSNLDSE PRIOTDILKQATKDRVSDFHKLKONDE 
ERELQMDPADYGKOHFNDVL 

Important features of the protein: 
Signal peptide: 
1-29 

Transmembrane domain. 
None 

N-glycosylation site. 
115-119 
150-154 

cAMP- and ccMP-dependent protein kinase phosphorylation site. 
65-69 

N-myristoylation site. 
24 6-252 
253-259 
308-314 

Amidation site. 
101-105 
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FIGURE 57 
GGATGGGCGAGCAGTCTGAATGCCAGAATGGATAACCGTTTTGCTACAGCATTTGTAATTGC 
TTGTGTGCTTAGCCTCATTTCCACCATCTACATGGCAGCCTCCATTGGCACAGACTTCTGGT 
ATGAATATCGAAGTCCAGTTCAAGAAAATTCCAGTGATTTGAATAAAAGCATCTGGGATGAA 
TTCATTAGTGATGAGGCAGATGAAAAGACTTATAATGATGCACTTTTTCGATACAATGGCAC 
AGTGGGATTGTGGAGACGGTGTATCACCATACCCAAAAACATGCATTGGTATAGCCCACCAG 
AAAGGACAGAGTCATTTGATGTGGTCACAAAATGTGTGAGTTTCACACTAACTGAGCAGTTC 
ATGGAGAAATTTGTTGATCCCGGAAACCACAATAGCGGGATTGATCTCCTTAGGACCTATCT 
TTGGCGTTGCCAGTTCCTTTTACCTTTTGTGAGTTTAGGTTTGATGTGCTTTGGGGCTTTGA 
TCGGACTTTGTGCTTGCATTTGCCGAAGCTTATATCCCACCATTGCCACGGGCATTCTCCAT 
CTCCTTGCAGATACCATGCTGTGAAGTCCAGGCCACATGGAGGTGTCCTGTGTAGATGCTCC 
AGCTGAAATCCCAAGCTAAGCTCCCAACTGACAGCCAACATCATTTCCAGCCATGTGTGGGA 
GCCATCCTGGATGTCCAGCCTTAACAAGCCTTCAGAGGACTTCAGCCACAGCTATTATCTTA 
CTACATCCTTGTGAGACTCTAATAAAGAACCAACTAGCTGAGCCCAATCAACCTATGGAACTG 
ATAGAAATAAAATGAATTGTTGTTTTGTGCCGTT 



Patent Application Publication Jun. 26, 2003 Sheet 58 of 115 US 2003/0119121 A1 

FIGURE 58 

></usr/seqdb2/s st/DNA/Dnaseqs. min / ss. DNA102880 
><subunit 1 of 1, 184 aa, 1 stop 
><MW: 21052, pI : 5. 01, NX (S/T) : 3 
MDNRFATAFVIACVLSLISTIYMAASIGTDFWYEYRSPVOENSSDLNKSIWDEFIS DEAD 
EKTYNDALFRYNGTVGLWRRCITIPKNMHWYSPPERTESFDVVTKCVSFTLTEOFMEKFV 
DPGNHNSGIDLLRTYLWRCQFLLPFVSLGLMCFGALIGLCACICRSLYPTIATGIL HLLA 
DTML 

Important features of the protein: 
Signal peptide : 
Amino acids 1-20 

Transmembrane domain : 
Amino acids 142-163 

N-glycosylation sites: 
Amino acids 42-46; 47-51; 72-76; 

N-myristoylation sites: 
Amino acids 123-129; 154-160; 158-164 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 152-163 
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FIGURE 59 
GCGTGGACACCACCTCAGCCCACTGAGCAGGAGTCACAGCACGAAGACCAAGCGCAAAGCGA 
CCCCTGCCCTCCATCCTGACTGCTCCTCCTAAGAGAGATGGCACCGGCCAGAGCAGGATTCT 
GCCCCCTTCTGCTGCTTCTGCTGCTGGGGCTGTGGGTGGCAGAGATCCCAGTCAGTGCCAAG 
CCCAAGGGCATGACCTCATCACAGTGGTTTAAAATTCAGCACATGCAGCCCAGCCCTCAAGC 
ATGCAACTCAGCCATGAAAAACATTAACAAGCACACAAAACGGTGCAAAGACCTCA ACACCT 
TCCTGCACGAGCCTTTCTCCAGTGTGGCCGCCACCTGCCAGACCCCCAAAATAGCCTGCAAG 
AATGGCGATAAAAACTGCCACCAGAGCCACGGGCCCGTGTCCCTGACCATGTGTAAGCT CAC 
CTCAGGGAAGTATCCGAACTGCAGGTACAAAGAGAAGCGACAGAACAAGTCTTACGTAGTGG 
CCTGTAAGCCTCCCCAGAAAAAGGACTCTCAGCAATTCCACCTGGTTCCTGTACACTTGGAC 
AGAGTCCTTTAGGTTTCCAGACTGGCTTGCTCTTTGGCTGACCTTCAATTCCCTCTCCAGGA 
CTCCGCACCACTCCCCTACACCCAGAGCATTCTCTTCCCCTCATCTCTTGGGGCTGTTCCTG 
GTTCAGCCTCTGCTGGGAGGCTGAAGCTGACACTCTGGTGAGCTGAGCTCTAGAGGGATGGC 
TTTTCATCTTTTTGTTGCTGTTTTCCCAGATGCTTATCCCCAAGAAACAGCAAGCTCAGGTC 
TGTGGGTTCCCTGGTCTATGCCATTGCACATGTCTCCCCTGCCCCCTGGCATTAGGGCAGCA 
TGACAAGGAGAGGAAATAAATGGAAAGGGGGCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAAA 
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FIGURE 60 

></usr/seqdb2/s st/DNA/Dnas eds. min / ss. DNAlO5782 
><subunit 1 of 1, 156 aa, l stop 
> <MW: 17472, p f : 10. O1. NX (S/T) : 1 
MAPARAGFCPLLLLL LLG LWVAEIP VSAKPKGMTSSQWEKIQHMQPSPQACNSAMKNINK 
HTKRCKDLNTFLHEPFSSVAATCOTPKIACKNGDKNCHOSHGPVSLTMCKLTSGKY PNCR 
YKEKRONKSYVVACKPPOKKDSQQFHLVPVHIDRVL 

Important features of the protein: 
Signal peptide: 
Amino acids 1-22 

N-glycosylation site: 
Amino acids 12) - 31 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 139-43 

N-myristoylation sites: 
Amino acids 18-24; 32-38 

Pancreatic ribonuclease family signature : 
Amino acids 65-72 

Pancreatic ribonuclease family proteins: 
Amino acids 49-93 
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FIGURE 62 

></usr/seqdb2/s st/DNA/Dnasegs. min/ss. DNA108912 
><subunit 1 of 1, 170 aa, l stop 
><MW: 19663, pI: 11.81, NX (S/T) : 0 
MRRRLWILGLAWLLLARAPDAAGTPSASRGPRSYPHLEGDVRWRRLFSSTHFFIRVDEPGGR 
VOGTRWRHGODSII, EIRSVHVGVVVIKAVSSGFYVAMNRRGRLYGSRLYTVDCRFRERIE 
ENGHNTYASQRWRRRGOPM FLALDRRGGPRPGGRTRRYHLSAHFLPVLVS 

Important features of the protein: 
Signal peptide : 
AImino acids 1-17 

N-myristoylation site: 
Amino acids 22-28 

HBGF/FGF family proteins: 
Amino acids 74-125; 139-166 
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FIGURE 63 
ATCCCTCGACCTCGACCCACGCGTCCGCTGGAAGGTGGCGTGCCCTCCTCTGGCTGGTACCA 
TGCAGCTCCCACTGGCCCTGTGTCTCGTCTGCCTGCTGGTACACACAGCCTTCCGTGTAGTG 
GAGGGCCAGGGGTGGCAGGCGTTCAAGAATGATGCCACGGAAATCATCCCCGAGCTCGGAGA 
GTACCCCGAGCCTCCACCGGAGCTGGAGAACAACAAGACCATGAACCGGGCGGAGAACGGAG 
GGCGGCCTCCCCACCACCCCTTTGAGACCAAAGACGTGTCCGAGTACAGCTGCCGCGAGCTG 
CACTTCACCCGCTACGTGACCGATGGGCCGTGCCGCAGCGCCAAGCCGGTCACCGAGCTGGT 
GTGCTCCGGCCAGTGCGGCCCGGCGCGCCTGCTGCCCAACGCCATCGGCCGCGGCAAGTGGT 
GGCGACCTAGTGGGCCCGACTTCCGCTGCATCCCCGACCGCTACCGCGCGCAGCGCGTGCAG 
CTGCTGTGTCCCGGTGGTGAGGCGCCGCGCGCGCGCAAGGTGCGCCTGGTGGCCTCGTGCAA 
GTGCAAGCGCCT CACCCGCTTCCACAACCAGTCGGAGCTCAAGGACTTCGGGACCGAGGCCG 
CTCGGCCGCAGAAGGGCCGGAAGCCGCGGCCCCGCGCCCGGAGCGCCAAAGCCAACCAGGCC 
GAGCTGGAGAACGCCTACTAGAGCCCGCCCGCGCCCCTCCCCACCGGCGGGCGCCCCGGCCC 
TGAACCCGCGCCCCACATTTCTGTCCTCTGCGCGTGGTTTGATTGTTTATATTTCATTGTAA 
ATGCCTGCAACCCAGGGCAGGGGGCTGAGACCTTCCAGGCCCTGAGGAATCCCGGGCGCCGG 
CAAGGCCCCCCT CAGCCCGCCAGCTGAGGGGTCCCACGGGGCAGGGGAGGGAATTGAGAGTC 
ACAGACACTGAGCCACGCAGCCCCGCCTCTGGGGCCGCCTACCTTTGCTGGTCCCACTTCAG 
AGGAGGCAGAAATGGAAGCATTTTCACCGCCCTGGGGTTTTAAGGGAGCGGTGTGGGAGTGG 
GAAAGTCCAGGGACTGGTTAAGAAAGTTGGATAAGATTCCCCCTTGCACCTCGCTGCCCATC 
AGAAAGCCTGAGGCGTGCCCAGAGCACAAGACTGGGGGCAACTGTAGATGTGGTTTCTAGTCC 
TGGCTCTGCCACTAACTTCCTGTGTAACCTTGAACTACACAATTCTCCTTCGGGACCT CAAT 
TTCCACTTTGTAAAATGAGGGTGGAGGTGGGAATAGGATCTCGAGGAGACTATTGGCATATG 
ATTCCAAGGACTCCAGTGCCTTTTGAATGGGCAGAGGTGAGAGAGAGAGAGAGAAAGAGAGA 
GAATGAATGCAGTTGCATTGATTCAGTGCCAAGGTCACTTCCAGAATTCAGAGTTGTGATGC 
TCTCTTCTGACAGCCAAAGATGAAAAACAAACAGAAAAAAAAAAGTAAAGAGTCTATTTATG 
GCTGACATATTTACGGCTGACAAACTCCTGGAAGAAGCTATGCTGCTTCCCAGCCTGGCTTC 
CCCGGATGTTTGGCTACCTCCACCCCTCCATCT CAAAGAAATAACATCATCCATTGGGGTAG 
AAAAGGAGAGGGTCCGAGGGTGGTGGGAGGGATAGAAATCACATCCGCCCCAACTTCCCAAA 
GAGCAGCATCCCTCCCCCGACCCATAGCCATGTTTTAAAGT CACCTTCCGAAGAGAAGTGAA 
AGGTTCAAGGACACTGGCCTTGCAGGCCCGAGGGAGCAGCCATCACAAACTCACAGACCAGC 
ACATCCCTTTTGAGACACCGCCTTCTGCCCACCACTCACGGACACATTTCTGCCTAGAAAAC 
AGCTTCTTACTGCTCTTACATGTGATGGCATATCTTACACTAAAAGAATATTATTGGGGGAA 
AAACTACAAGTGCTGTACATATGCTGAGAAACTGCAGAGCATAATAGCTGCCACCCAAAAAT 
CTTTTTGAAAATCATTTCCAGACAACCTCTTACTTTCTGTGTAGTTTTTAATTGTTAAAAAA 
AAAAAGTTTTAAACAGAAGCACATGACATATGAAAGCCTGCAGGACTGGTCGTTTTTTTGGC 
AATTCTTCCACGTGGGACTTGTCCACAAGAATGAAAGTAGTGGTTTTTAAAGAGTTAAGTTA 
CATATTTATTTTCTCACTTAAGTTATTTATGCAAAAGTTTTTCTTGTAGAGAATGACAATGT 
TAATATTGCTTTATGAATTAACAGTCTGTTCTTCCAGAGTCCAGAGACATTGT'TAATAAAGA 
CAATGAATCATGAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 64 

</usr/seqdb2/s st/DNA/DnaseqS. min/ss. DNA 115253 
<subunit 1 of 1, 213 aa, 1 stop 
<MW: 24031, pI: 9.59, NX (S/T): 2 
MQLPLALCLVCLLVHTAFRVVEGQGWQAFKNDATEIIPELGEY PEPPPELENNKTMNRAE 
NGGRPPHHPFETKDVSEYSCRELHFTRYVTDGPCRSAKPVTELVCSGOCGPARLLPNAIG 
RGKWWRPSGPDFRCIPDRYRAQRVOLLCPGGEAPRARKVRLVASCKCKRLTRFHNQSELK 
DFGTEAARPOKGRKPRPRARSAKANOAELENAY 

Important features of the protein : 
Signal peptide: 
Amino acids 1-16 

N-glycosylation sites: 
Amino acids 53–57; 175-179 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 168-172 

N-myristoylation site: 
Amino acids 183-89 

Amidation Site: 
Amino acids 191-195 
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FIGURE 66 
></usr/seqdb2/s st/DNA/Dnasegs. min/ss. DNA119302 
><subunit 1 of 1, 755 aa, 1 stop 
><MW: 82785, pI: 8.71, NX (S/T) : 2 
MRPAPIALWLRLVLALALVRPRAVGWAPWRAPIYVSSWAVOVSOGNREVERLARKEGFVN 
LGPIFSDGQYFHLRHRGVVOOSLTPHWGHRLHIKKNPKVQWFQQQTLQRRVKRSVVVPTD 
PWFSKOWYMNSEAOPDLSILOAWSOGLSGOGIVVSVLDDGIEKDHPDLWANY DPLASYDF 
NDYDPDPQPRYTPSKENRHGTRCAGEVAAMANNGFCGVGVAFNARIGGVRMLDGTITDVI 
EAQSLSLOPOHIHIYSASWGPEDDGRTVDGPGILTREAFRRGVTKGRGGLGTLEIWASGN 
GGLHYDNCNCDGYTNSIHTLSVGSTTQQGRVPWYSEACASTLTTTYSSGVATDPOIVTTD 
LHHGCTDQHTGTSASAPLAAGMIALALEANPFLTWRDMQHLVVRASKPAHLQAEDWRTNG 
VGROVSHHYGYGLLDAGLLVDTARTWLPTOPORKCAVRVOSRPTPILPLIYIRENVSACA 
GLHNSIRSLEHVOAQLTLSYSRRGDLEISLTSPMGTRSTLVAIRPLDVSTEGYNNWVFMS 
THFWDENPOGVWTLGLENKGYYFNTGTLYRYTLLLYGTAEDMTARPTGPOVTSSACVORD 
TEGLCOACDGPAYILGOLCLAYCPPRFFNHTRLVTAGPGHTAAPALRVCSSCHASCYTCR 
GGSPRDCTSCPPSSTLDQQQGSCMGPTTPDSRPRLRAAACPHHRCPASAMVLSLLAVTLG 
GPVLCGMSMDLPLYAWISRARATPTKPOVWLPAGT 
Important features of the protein: 
Signal peptide: 
Amino acids 1-21 
Transmembrane domain : 
Amino acids 7 O 6-730 

N-glycosylation sites: 
Amino acids 475 - 479; 629-633 

Glycosaminoglycan attachment sites: 
Amino acids 148-152; 298-302 

N-myristoylation sites: 
Amino acids 151-157; 200-206; 217-223; 219-225; 

282-288; 288-294; 371-377; 432-438; 
481-487; 515-521; 603-609 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 586 - 597 

Cell attachment sequence: 
AIIino acids 503 - 5 O6 

Serine proteases, subtillase family, aspartic acid active site: 
AIllino acids 154 - 166 

Serine proteases, subtillase family, histidine active site: 
Amino acids 199-21 O 

Serine proteases, subtillase family, serine active site: 
Amino acids 371-382 

Cytochrome c family heme-binding site signature: 
Amino acids 649 - 655 
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FIGURE 67 
ATGAGGAAGCTCCAGGGCAGGATGGTTTACCTGCCTGGACAGCAAGATGATGGCTACACTAG 
CCCCCATTCTCTGGGCGCCTGGATTTGCCCACCAGATCTCCTCACCTCTTGCCCTTCACCTC 
CTGCTGTACCTACAAGGTCTCCCCGATTCT CATCTGCCCATAATCATGGACACAGCCCCAGG 
ATGTGCAGGACTCTCAGGGACCATCTGGAGTTCCAGCTGGAATCTGGGCCTGGTGGAGTGGG 
AGTGGGGCAGGGGCCTGCATTGGGCTGAC'AGAGAGCACAGTTATTCCATCCATATGGAAA 
AAACATTTTGGATTCCTGATC 
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FIGURE 68 

></usr/seqdb2/s st/DNA/Dnas eqs. min/ss. DNA119536 
><subunit 1 of 1, 88 aa, 1 stop 
> <MW: 96.45, pI : 5.45, NX (S/T) : 0 
MMATLAPILWAPGFAHOISSPLALHLLLY LOGLPDSHLPIIMDTAPGCAGLSGTIWSSSW 
NILGLVE WEWGRGLHWADESTVIPSIWK 

Signal sequence: 
Amino acids 1-15 

N-myristoylation sites: 
Amino acids 32-38; 5 O-56; 53-59; 72-78 
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FIGURE 70 

></usr/seqdb2/s st/DNA/Dnase qs. min/ss. DNAl 19542 
><subunit 1 of 1, 197 aa, 1 stop 
><MW: 21992, pI: 12. 18, NX (S/T) : 0 
MGVPLGLGAAWLLAWPGLALPLVAMAAGGRWVRQQGPRVRRGISRLWLRVLLRLSPMAFR 
ALOGCGAVGDRGLFALYPKTNKDGFRSRLPVPGPRRRNPRTTOHPLALLARVWVLCKGWN 
WRLARASOGLASHLPPWAIHTLASWGLLRGERPTRIPRLLPRSQRQLGPPASROPLPGTL 
AGRRSRTROSRALPPWR 

Important features of the protein: 
Signal peptide: 
Amino acids 1-21 

N-myristoylation sites : 
Amino acids 2-8; 6-12; 14 6-152; 178-184 

Amidation site: 
Amino acids 181-185 
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FIGURE 71 

GTTTGGGGGTTGTTTGGGATTAGTGAAGCTACTGCCTTTGCCGCCAGCGCAGCCTCAGAGTT 
TGATTATTTGCAATGTCAGGCTTTGAAAACTTAAACACGGATTTCTACCAGACAAGTTACAG 
CATCGATGATCAGTCACAGCAGTCCTATGATTATGGAGGAAGTGGAGGACCCTATAGCAAAC 
AGTATGCTGGCTATGACTATTCGCAGCAAGGCAGATTTGTCCCTCCAGACATGATGCAGCCA 
CAACAGCCATACACCGGGCAGATTTACCAGCCAACTCAGGCATATACTCCAGCTTCACCTCA 
GCCTTTCTATGGAAACAACTTTGAGGATGAGCCACCTTTATTAGAAGAGTTAGGTATCAATTTT 
GACCACATCTGGCAAAAAACACTAACAGTATTACATCCGTTAAAAGTAGCAGATGGCAGCAT 
CATGAATGAAACTGATTTGGCAGGTCCAATGGTTTTTTGCCTTGCTTTTGGAGCCACATTGC 
TACTGGCTGGCAAAATCCAGTTTGGCTATGTATACGGGATCAGTGCAATTGGATGTCTAGGA 
ATGTTTTGTTTATTAAACTTAATGAGTATGACAGGTGTTTCATTTGGTTGTGTGGCAAGTGT 
CCTTGGATATTGTCTTCTGCCCATGATCCTACTTTCCAGCTTTGCAGTGATATTTTCTTTGC 
AAGGAATGGTAGGAATCATTCTCACTGCTGGGATTATTGGATGGTGTAGTTTTTCTGCTTCC 
AAAATATTTATTTCTGCATTAGCCATGGAAGGACAGCAACTTTTAGTAGCATATCCTTGCGC 
TTTGTTATATGGAGTCTTTGCCCTGATTTCCGTCTTTTGAAAATTTATCTGGGATGTGGACA 
TCAGTGGGCCAGATGTACAAAAAGGACCTTGAACTCTTAAATTGGACCAGCAAACTGCTGCA 
GCGCAACTCTCATGCAGATTTACATTTGACTGTTGGAGCAATGAAAGTAAACGTGTATCTCT 
TGTTCATTTTTATAGAACTTTTGCATACTATATTGGATTTACCTGCGGTGTGACTAGCTTTA 
AATGTTTGTGTTTATACAGATAAGAAATGCTATTTCTTTCTGGTTCCTGCAGCCATTGAAAA 
ACCTTTTTCCTTGCAAATTATAATGTTTTTGATAGATTTTTATCAACTGTGGGAAACCAAAC 
ACAAAGCTGATAACCTTTCTTAAAAACGACCCAGTCACAGTAAAGAAGACACAAGACGGCCG 
GGCGTGGTAGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACAAG 
GGCAGGAGATCGAGACCATCCTGGTTAACACGGTGAAACCCCGACTCTACTAAAACTACAAA 
AAAAATTAGCTGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACT CAGGAGGCTGAGGCAG 
GAGAAGTGTGAACCCAGGAGGCGGAGCTTGCAGTGAGCCGAGAT CACACCACTGCACTCCAT 
CCAGCCTGGGTGACAGGGTGAGACTCTGTCT CAAAAAAAAAAAAAAAAGGAGACACAAGACT 
TACTGCAAAAATATTTTTCCAAGGATTTAGGAAAGAAAAATTGCCTTGTATTCTCAAGTCAG 
GTAACTCAAAGCAAAAAAGTGATCCAAATGTAGAGTATGAGTTT GCACTCCAAAAATTTGAC 
ATTACTGTAAATTATCTCATGGAATTTTTGCTAAAATTCAGAGATACGGGAAGTTCACAATC 
TACCTCATTGTAGACATGAAATGCGAACACTTACTTACATATTAATGTTAACT CAACCTTAG 
GGACCTGGAATGGTTGCATTAATGCTATAATCGTTGGATCGCCACATTTCCCAAAAATAATA 
AAAAAATCACTAACCTTTTTTAAGGAAAATATTTAAAGTTTTACAAAATTCAATATTGCAAT 
TATCAATGTAAAGTACATTTGAATGCTTATTAAAACTTTCCCAATTAATTTT 
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FIGURE 72 

></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNA143498 
><subunit 1 of 1, 257 aa, 1 stop 
><MW: 27989, pI : 4. 16, NX (S/T) : 1 
MSGFENLNTDFYOTSYSIDDQSQQSYDYGGSGGPYSKQYAGYDYSQQGRFVPPDMMOPQQ 
PYTGQIYOPTOAYTPASPOPFYGNNFEDEPPLLEELGINFDHIWQKTLTVLHPLKVADGS 
IMNET DLAGPMVFCLAFGATLLLAGKIQFGYVY GTSAIGCLGMFCLLNLMSMTGVSFGCV 
ASVLGYCLLPMILLSSFAVIFSLQGMVGIILTAGIIGWCSFSASKIFISALAMEGOOLLV 
AYPCALLYGVFALSVE 

Transmembrane domain : 
Amino acids 129-145; 184-203 

N-glycosylation sites: 
Anino acids 123-127 

N-myristoylation sites: 
Amino acids 32-38; 119-125; 17 4-180; 178-184; 208-214 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 150-161 ; 169-18O 





Patent Application Publication Jun. 26, 2003 Sheet 74 of 115 US 2003/0119121 A1 

FIGURE 74 
></usr/seqdho2/s st/DNA/Dnaseqs. min/ss. DNA1455.83 
><subunit 1 of 1, 348 aa, 1 stop 
><MW: 38536, pI: 8. 24, NX (S/T) : 1 
MAGPAIHTAPMLFLVLLLPOLSLAGALAPGT PARNLPENHIDLPGPALWTPOASHHRRRG 
PGKKEWGPGLPSOAQDGAVVTATROASRLPEAEGLL PEOSPAGLLODKDLLLGLALPYPE 
KENRPPGWERTRKRSREHKRRRDRLRLHOGRALVRGPSSLMKKAELSEAOVLDAAMEESS 
TSLAPTMFFLTTEEAAPATEESLILPVTSLRPQQAQPRSDGEVMPTLDMALFDWTDYEDL 
KPDGWPSAKKKEKHRGKLSSDGNETSPAEGEPCDHHQDCLPGTCCDLREHLCTPHNRGLN 
NKCFDDCMCVEGLRCYAKFHRNRRVTRRKGRCVEPETANGDOGSFINV 

Important features of the protein: 
Signal peptide: 
AImino acids 1-24 

N-glycosylation site: 
Amino acids 263-267 

cAMP- and colm P-dependent protein kinase phosphorylation site: 
Amino acids 132-136; 323-327 

N-myristoylation sites : 
Amino acids 77-83; 343-34.9 

Amidation site: 
Amino acids 61 - 65 
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FIGURE 75 
CAGAAGGGCAAAAACATTGACTGCCTCAAGGTCTCAAGCACCAGTCTTCACCGCGGAAAGCA 
TGTTGTGGCTGTTCCAATCGCTCCTGTTTGTCTTCTGCTTTGGCCCAGGGAATGTAGTTTCA 
CAAAGCAGCTTAACCCCATTGATGGTGAACGGGATTCTGGGGGAGTCAGTAACTCTTCCCCT 
GGAGTTTCCTGCAGGAGAGAAGGTCAACTTCAT CACTTGGCTTTTCAATGAAACATCTCTTG 
CCTTCATAGTACCCCATGAAACCAAAAGTCCAGAAATCCACGTGACTAATCCGAAACAGGGA 
AAGCGACTGAACTTCACCCAGTCCTACTCCCTGCAACT CAGCAACCTGAAGATGGAAGACAC 
AGGCTCTTACAGAGCCCAGATATCCACAAAGACCTCTGCAAAGCTGTCCAGTTACACTCTGA 
GGATATTAAGACAACTGAGGAACATACAAGTTACCAATCACAGTCAGCTATTTCAGAATATG 
ACCTGTGAGCTCCATCTGACTTGCTCTGTGGAGGATGCAGATGACAATGTCTCATTCAGATG 
GGAGGCCTTGGGAAACACACTTTCAAGTCAGCCAAACCT CACTGTCTCCTGGGACCCCAGGA 
TTTCCAGTGAACAGGACTACACCTGCATAGCAGAGAATGCTGTCAGTAATTTATCCTTCTCT 
GTCTCTGCCCAGAAGCTTTGCGAAGATGTTAAAATTCAATATACAGATACCAAAATGATTCT 
GTTTATGGTTTCTGGGATATGCATAGTCTTCGGTTTCATCATACTGCTGTTACTTGTTTTGA 
GGAAAAGAAGAGATTCCCTATCTTGTCTACT CAGCGAACACAGGGCCCCGCAGAGTCCGCA 
AGGAACCTAGAGTATGTTTCAGTGTCTCCAACGAACAACACTGTGTATGCTTCAGTCACTCA 
TT CAAACAGGGAAACAGAAATCTGGACACCTAGAGAAAATGATACTATCACAATTTACTCCA 
CAATTAATCATTCCAAAGAGAGTAAACCCACTTTTTCCAGGGCAACTGCCCTTGACAATGTC 
GTGTAAGTTGCTGAAAGGCCTCAGAGGAATTCGGGAATGACACGTCTTCTGATCCCATGAGA 
CAGAACAAAGAACAGGAAGCTTGGTTCCTGTTGTTCCTGGCAACAGAATTTGAATATCTAGG 
ATAGGATGAT CACCTCCAGTCCTTCGGACTTAAACCTGCCTACCTGAGTCAAACACCTAAGG 
ATAACATCATTTCCAGCATGTGGTTCAAATAATATTTTCCAATCCACTTCAGGCCAAAACAT 
GCTAAAGATAACACACCAGCACATTGACTCTCTCTTTGATAACTAAGCAAATGGAATTATGG 
TTGACAGAGAGTTTATGATCCAGAAGACAACCACTTCTCTCCTTTTAGAAAGCAGCAGGATT 
GACTTATTGAGAAATAATGCAGTGTGTTGGTTACATGTGTAGTCTCTGGAGTTGGATGGGCC 
CATCCTGATACAAGTTGAGCATCCCTTGTCTGAAATGCTTGGGATTAGAAATGTTTCAGATT 
TCAATTTTTTTTCAGATTTTGGAATATTTGCATTATATTTAGCGGTTGAGTATCCAAATCCA 
AAAATCCAAAATTCAAAATGCTCCAATAAGCATTTCCCTTGAGTTTCATTGATGTCGATGCA 
GTGCTCAAAATCTCAGATTTTCGACCAATTTGGATATTGGATTTTTGGATTTGGGATGCTCA 
ACTTGTACAATGTTTATTAGACACATCTCCTGGGACATACTGCCTAACCTTTTGGAGCCTTA 
GTCTCCCAGACTGAAAAAGGAAGAGGATGGTATTACATCAGCTCCATTGTTTGAGCCAAGAA 
TCTAAGTC 
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FIGURE 76 
></usr/seqdb2/s st/DNA/Dna seqs. min/ss. DNA161000 
> <subunit 1 of 1, 332 aa 1 stop 
><MW: 37345, pI: 6.72, NX (S/T) : 10 
MLWLFQSLLFVFCFGPGNVVSQSSLTPLMVNGILGESVTLPLEFPAGEKVNFITWLFNET 
SLAFIVPHETKSPEIHVTNPKOGKRLNFTQSYSLOLSNLKMEDTGSYRAQISTKTSAKLS 
SYTLRILRQLRNIQVTNHSQLFONMTCELHLTCSVEDADDNVSERWEALGNTLSSOPNLT 
VSWDPRISSEODYTCIAENAVSNLSFSVSAQKLCEDVKIOYTDTKMILFMVSGICIVEGF 
IILLLLVLRKRRDSLSLSTORTOGPAESARNLEYVSVSPTNNTVYASVTHSNRETEIWTP 
RENDTITYST INHSKESKPTFSRATALDNVV 

Important features of the protein: 
Signal peptide : 
Amino acids 1-13 

Transmembrane domain : 
Amino acids 228-247 

N-glycosylation sites: 
Amino acids 58-62; 87-91; 137-141; 144-148; 161-165; 

178-182; 203-207; 281-285, 303-307; 
33-317 

cAMP- and comP-dependent protein kinase phosphorylation site: 
Amino acids 251-255 

Tyrosine kinase phosphorylation sites: 
Amino acids 100-108; 186-194 

N-myristoylation sites: 
Amino acids 17-23; 105-111; 17 O-176 

Amidation site: 
Amino acids 82-86 

Immunoglobulin domain : 
Amino acids 35-11 
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FIGURE 77 
GATCCCTCGACCTCGACCCACGCGTCCGCTCTTTAATGCTTTCTTTTTAAGAGAT CACCTTC 
TGACTTCT CACAGAAGAGGTTAACTATTACCTGTGGGAAGTCAGAAGGTGATCTCTT'TAATG 
CTTTCTTTTTAAGAATTTTTCAAATTGAGACTAATTGCAGAGGTTCCAGTTGACCAGCATTC 
ATAGGAATGAAGACAAACACAGAGATGGTGTGTCTAAGAAACTT CAAAAGGTGTAGACCTCC 
TGACTGAAGCATATTGGATTIATI'TAATTTTTTTCACTGTATTTCTGTCCTCCTACAAGGGA 
AAGTCATGATTACACTAACTGAGCTAAAATGCTTAGCAGATGCCCAGTCATCTTATCACATC 
TTAAAACCATGGTGGGACGTCTTCTGGTATTACATCACACTGATCATGCTGCTGGTGGCCGTG 
CTGGCCGGAGCTCTCCAGCTGACGCAGAGCAGGGTTCTGTGCTGTCTTCCATGCAAAGTGGA 
ATTTGACAATCACTGTGCCGTGCCTTGGGACATCCTGAAAGCCAGCATGAACACATCCTCTA 
ATCCTGGGACACCGCTTCCGCTCCCCCTCCGAATTCAGAATGACCTCCACCGACAGCAGTAC 
TCCTATATTGATGCCGTCTGTTACGAGAAACAGCTCCATTGGTTTGCAAAGTTTTTCCCCTA 
TCTGGTGCTCTTGCACACGCTCATCTTTGCAGCCTGCAGCAACTTTTGGCTTCACTACCCCA 
GTACCAGTTCCAGGCTCGAGCATTTTGTGGCCATCCTTCACAAGTGCTTCGATTCTCCATGG 
ACCACCCGCGCCCTTTCAGAAACAGTGGCTGAGCAGTCAGTGAGGCCTCTGAAACTCTCCAA 
GTCCAAGATTTTGCTTTCGTCCTCAGGGTGTTCAGCTGACATAGATTCCGGCAAACAGTCAT 
TGCCCTACCCACAGCCAGGTTTGGAGTCAGCTGGTATAGAAAGCCCAACTTCCAGTGGCCTG 
GACAAGAAGGAGGGTGAACAGGCCAAAGCCATCTTTGAAAAAGTGAAAAGATTCCGCATGCA 
TGTGGAGCAGAAGGACATCATTTATAGAGTATATCTGAAACAGATAATAGTCAAAGTCATTT 
TGTTTGTGCTCATCATAACTTATGTTCCATATTTTTTAACCCACAT CACTCTTGAAATCGAC 
TGTTCAGTTGATGTGCAGGCTTTTACAGGATATAAGCGCTACCAGTGTGTCTATTCCTTGGC 
AGAAATCTTTAAGGTCCTGGCTTCATTTTATGTCATTTTGGTTATACTTTATGGTCTGACCT 
CTTCCTACAGCCTGTGGTGGATGCTGAGGAGTTCCCTGAAGCAATATTCCTTTGAGGCGTTA 
AGAGAAAAAAGCAACTACAGTGACATCCCTGATGTCAAGAATGACTTTGCCTTCATCCTTCA 
TCTGGCTGATCAGTATGATCCTCTTTATTCCAAACGCTTCTCCATATTCCTATCAGAGGTCA 
GTGAGAACAAACTGAAACAGATCAACCT CAATAATGAATGGACAGTTGAGAAACTGAAAAGT 
AAGCTTGTGAAAAATGCCCAGGACAAGATAGAACTGCATCTTTTTATGCTCAACGGTCTTCC 
AGACAATGTCTTTGAGTTAACTGAAATGGAAGTGCTAAGCCTGGAGCTTATCCCAGAGGTGA 
AGCTGCCCTCTGCAGTCT CACAGCTGGTCAACCT CAAGGAGCTTCGTGTGTACCATTCATCT 
CTGGTCGTAGACCATCCTGCACTGGCCTTTCTAGAGGAGAATTTAAAAATCCTCCGCCTGAA 
ATTTACTGAAATGGGAAAAATCCCACGCTGGGTATTTCACCTCAAGAATCTCAAGGAACTTT 
ATCTTTCGGGCTGTGTTCTCCCTGAACAGTTGAGTACTATGCAGTTGGAGGGCTTTCAGGAC 
TTAAAAAATCTAAGGACCCTGTACTTGAAGAGCAGCCTCTCCCGGATCCCACAAGTTGTTACA 
GACCTCCTGCCTTCATTGCAGAAACTGTCCCTTGATAATGAGGGAAGCAAACTGGTTGTGTT 
GAACAACTTGAAAAAGATGGTCAATCTGAAAAGCCTAGAACTGATCAGCTGTGACCTGGAAC 
GCATCCCACATTCCATTTTCAGCCTGAATAATTTGCATGAGTTAGACCTAAGGGAAAATAAC 
CTTAAAACTGTGGAAGAGATTAGCTTTCAGCATCTTCAGAATCTTTCCTGCTTAAAGTTGTG 
GCACAATAACATTGCTTATATCCTGCACAGATTGGGGCATTATCTAACCTAGAGCAGCTCT 
CTTTGGACCATAATAATATTGAGAATCTGCCCTTGCAGCTTTTCCTATGCACTAAACTACAT 
TATTTGGATCTAAGCTATAACCACTTGACCTTCATTCCAGAAGAAATCCAGTATCTGAGTAA 
TTTGCAGTACTTTGCTGTGACCAACAACAATATTGAGATGCTACCAGATGGGCTGTTTCAGT 
GCAAAAAGCTGCAGTGTTTACTTTTGGGGAAAAATAGCTTGATGAATTTGTCCCCTCATGTG 
GGTGAGCTGTCAAACCTTACT CATCTGGAGCTCATTGGTAATTACCTGGAAACACTTCCTCC 
TGAACTAGAAGGATGTCAGTCCCTAAAACGGAACTGTCTGATTGTTGAGGAGAACTTGCTCA 
ATACTCTTCCTCTCCCTGTAACAGAACGTTTACAGACGTGCTTAGACAAATGTTGACTTAAA 
GAAAAGAGACCCGTGTTTCAAAATCATTTTTAAAAGTATGCTCGGCCGGGCGTGGTGGCTCA 
TGCCTATAATCCCAGCACTTTGGGAGGCCAAGATGGGCGGATTGCTTGAGGTCAGGAGTTCG 
AGACCAGTCTGGCCAACCTGGTGAAACCCCATCTCTGCTAAAACTACAAAAAAATTAGCCAG 
GCGTGGTGGCGTGCGCCTGTAATCCCAGCTACTTGGGAGGCTGACGCAGGGGAATTGCTTGA 
ACCAGGGAGGTGGAGGTTGCAGTGAGCCGAGATTGTGCCACTGTACACCAGCCTGGGTGACA 
GAGCAAGACTCTTATCT CAAAAAAAAAAAAAAA - 
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FIGURE 78 
></usr/seqdb2/sst/DNA/Dnaseqs. Inin/ss. DNA161005 
><subunit 1 of 1, 802 aa, 1 stop 
><MW: 92235, pI: 6.80, NX (S/T) : 5 
MITLTELKCLADAQSSYHILKPWWDVFWYYITLIMLLVAVLAGALQLTQSRVLCCLPCKV 
EFDNHCAVPWDILKASMNTSSNPGTPLPLPLRIQNDLHRQQYSYIDAVCYEKQLHWFAKF 
FPYLVLLHTLIFAACSNFWLHYPSTSSRLEHFVAILHKCFDSPWTTRALSETVAEQSVRP 
LKLSKSKILLSSSGCSADIDSGKQSLPYPQPGLESAGIESPTSSGLDKKEGEQAKAIFEK 
VKRFRMHVEQKDIIYRVYLKQIIVKVILFVLIITYVPYFLTHITLEIDCSVDVQAFTGYK 
RYQCVYSLAEIFKVLASFYVILVIILYGLTSSYSLWWMLRSSLKQYSFEALREKSNYSDIP 
DVKNDFAFILHLADQYDPLYSKRFSIFLSEVSENKLKQINLNNEWTVEKLKSKLVKNAOD 
KIELHLFMLNGLPDNVFELTEMEVLSLELIPEVKLPSAVSOLVNLKELRVYHSSLVVDHP 
ALAFLEENLKILRLKFTEMGKIPRWVFHLKNLKELYLSGCVLPEQLSTMQLEGFQDLKNL 
RTLYLKSSLSRIPOVVTDLLPSLQKLSLDNEGSKLVVLNNLKKMVNLKSLELISCDLERI 
PHSIFSLNNLHELDLRENNLKTVEEISFOHLQNLSCLKLWHNNTAYIPAQIGALSNLEQL 
SLDHNNIENLPLOLFLCTKLHYLDLSYNHLTFIPEEIOYLSNLOY FAVTNNNIEMLPDGL 
FOCKKLOCLLLGKNSLMNLSPHVGELSNLTHLELIGNYLETLPPELEGCQSLKRNCLIVE 
ENLLNTLPLPVTERLOTCLDKC 

Important features of the protein: 
Signal peptide : 
AIaino acids 1-4 6 

Transmembrane domains: 
Amino acids 118-138; 261-281; 31-332 

N-glycosylation sites: 
Amino acids 78-82; 355-359; 633-637; 748-752 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Amino acids 382 - 386 

Tyrosine kinase phosphorylation site: 
Amino acids 21-30 

N-myristoylation sites: 
Amino acids 212-218; 327-333; 431 - 437; 652 - 658; 

719 - 725 

Prokaryotic membrane lipoprotein lipid attachment site: 
Amino acids 125-36 W 

Leucine zipper pattern : 
Amino acids A 68 - 490 

Leucine Rich Repeat: 
Amino acids 609-632, 748-770 
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FIGURE 80 

></usr/seqdb2/s st/DNA/Dnaseqs. Inlin/ SS. DNA170245 
><subunit 1 of 1, 383 aa, 1 stop 
> <MW: 40548, pI : 6. 48, NX (S/T): 1 
MPSGCRCLHLVCLLCILGAPGOPVRADDCSSHCDLAHGCCAPDGSCRCDPGWEGLHCERC 
VRMPGCOHGTCHOPWOCICHSGWAGKFCDKDEHICTTOSPCONGGQCMYDGGGEYHCVCL 
PGFHGRDCERKAGPCEOAGSPCRNGGOCODDOGFALNFTCRCLVGFVGARCEVNVDDCLM 
RPCANGATCLDGINRFSCLCPEGFAGRECTINLDDCASRPCORGARCRDRVHDFDCLCPS 
GYGGKTCELVLPVPDPPTTVDTPLGPTSAVVVPATGPAPHSAGAGLLRISVKEVVRROEA 
GLGEPSLVALVVFGALTAALVLATVLLTLRAWRRGVCPPGPCCYPAPHYAPACODOECOV 
SMILPAGLPEPRDLPPEPGKTTAL 

Important features of the protein: 
Signal peptide: 
Amino acids 1-21 

Transmembrane domain : 
Amino acids 3 O 6-33. 

N-glycosylation site: 
Amino acids 157 - 6 O 

Glycosaminoglycan attachment site : 
Anino acids 24 O-2 4 3 

N-myristoylation sites: 
Amino acids 44 - 49; 65-70; 243-248; 314-319 

Aspartic acid and asparagine hydroxylation sites : 
Amino acids 189-200; 227-238 

EGF-like domain cysteine pattern signature : 
Amino acids 4 6-57; 77-88; 117-128; 160-171; 198-209; 

236-247 

Zinc finger, C3HC4 type, signature: 
Amino acids 7-16 

EGF-like domain proteins : 
Anino acids 46-58; 77-89; 117-129; 160-172; 198-210; 

216-228; 236-248 
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FIGURE 81 
GTTTGTTGCTCAAACCGAGTTCTGGAGAACGCCATCAGCTCGCTGCTTAAAATTAAACCACA 
GGTTCCATTATGGGTCGACTTGATGGGAAAGTCATCATCCTGACGGCCGCTGCTCAGGGGAT 
TGGCCAAGCAGCTGCCTTAGCTTTTGCAAGAGAAGGTGCCAAAGTCATAGCCACAGACATTA 
ATGAGTCCAAACTTCAGGAACTGGAAAAGTACCCGGGTATTCA AACTCGTGTCCTTGATGTC 
ACAAAGAAGAAACAAATTGATCAGTTTGCCAGTGAAGTTGAGAGACTTGATGTTCTCTTTAAT 
GTTGCTGGTTTTGTCCATCATGGAACTGTCCTGGATTGTGAGGAGAAAGACTGGGACTTCTC 
GATGAACT CAATGTGCGCAGCATGTACCTGATGATCAAGGCATTCCTTCCTAAAATGCTTG 
CTCAGAAATCTGGCAATATTATCAACATGTCTTCTGTGGCTTCCAGCGTCAAAGGAGTTGTG 
AACAGATGTGTGTACAGCACAACCAAGGCAGCCGTGATTGGCCT CACAAAATCTCTGGCTGC 
AGATTTCATCCAGCAGGGCATCAGGTGCAACTGTGTGTGCCCAGGAACAGTTGATACGCCAT 
CTCTACAAGAAAGAATACAAGCCAGAGGAAATCCTGAAGAGGCACGGAATGATTTCCTGAAG 
AGACAAAAGACGGGAAGATTCGCAACTGCAGAAGAAATAGCCATGCTCTGCGTGTATTTGGC 
TTCTGATGAATCTGCTTATGTAACTGGTAACCCTGTCATCATTGATGGAGGCTGGAGCTTGT 
GATTTTAGGATCTCCATGGTGGGAAGGAAGGCAGGCCCTTCCTATCCACAGTGAACCTGGTT 
ACGAAGAAAACT CACCAATCATCTCCTTCCTGTTAATCACATGTTAATGAAAATAAGCTCTT 
TTTAATGATGTCACTGTTTGCAAGAGTCTGATTCTTTAAGTATATTAATCTCTTTGTAATCT 
CTTCTGAAATCATTGTAAAGAAATAAAAATATTGAACT CAT 
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FIGURE 82 

></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNA171771 
><subunit 1 of 1, 245 aa, l stop 
><MW: 26711, pI: 8.00, NX (S/T) : 2 
MGRLDGKVIIITAAAOGIGOAAALAFAREGAKVIATDINESKLOELEKYPGIOTRVLDVT 
KKKOIDOFASEVERLDVLFNVAGFVHHGTVLDCEEKDWDFSMNLNVRSMYLMIKAFLPKM 
LAOKSGNIINMSSVASSVKGVVNRCVYSTTKAAVIGLTKSLAADFIOOGIRCNCVCPGTV 
DTPSLOERIOARGNPEEARNDFLKROKTGRFATAEEIAMLCVYLASDESAYVTGNPVTID 
GGWSL 

Important features of the protein: 
Signal peptide : 
Amino acids 1-2O 

N-glycosylation sites: 
Amino acids 39-43; 130-134 

Tyrosine kinase phosphorylation site: 
Amino acids 42-50 

N-myristoylation sites: 
Amino acids 17-23; 19-25; 126-132; 156-162; 169-175 

Short-chain dehydrogenases/reductases family proteins: 
Amino acids 7-19; 73-83; 127-164; 169-178 

Short chain dehydrogenase : 
Amino acids 7-183 
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FIGURE 84 

></usr/sed db2/s st/DNA/Dnaseqs. Inin/ss. DNA1731.57 
><subunit 1 of 1, 385 aa, 1 stop 
><MW: 42200, pI : 5.57, NX (S/T) : 5 
MAAALEVLLGFALLGTHGASGAAGFVOAPLSOORWVGGSVELHCEAVGSPWPEIOWWFEG 
QGPNDTCSQLWDGARLDRVHIHATYHOHAASTISIDTLVEEDTGTYECRASNDPDRNHLT 
RAPRVKWVRAQAVVLVLEPGTVFTTVEDLGSKILLTCSLNDSATEVTGHRWLKGGVVLKE 
DALPGQKTEFKVDSDDQWGEYSCVFL PEPMGTANIOLHGPPRVKAVKSSE HINEGETAML 
VCKSESV PPVTDWAWYKITDSEDKALMNGSESRFFVSSSOGRSELHIENLNMEADPGOYR 
CNGTSSKGSDQAIITLRVRSHLAALWPFLGIVAEVLVLVTIIFIYEKRRKPEDVLDDDDA 
GSAPLKSSGOHONDKGKNVRORNSS 

Important features of the protein: 
Signal peptide: 
Amino acids 1-18 

Transmembrane domain : 
Amino acids 320-343 

N-glycosylation sites: 
Amino acids 64 - 68; 160-164; 268-272; 302-306 

N-myristoylation sites: 
Anino acids 15-21; 18-24; 60-66; 10 4-110 ; 14 O-146; 

297-303; 308-314; 369-375 

Immunoglobulin domain : 
Amino acids 37-110 ; 150-205; 235-303 
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FIGURE 85 
GGCTCGAGCAAAGACATACGAACAGGGAGGAAGGCCGACTGAAAGAAAGACGGAGAAGAGGA 
GAGAGAAGCCAGGGCCGAGCGTGCCAGCAGGCGGATGGAGGGCGGCCTGGTGGAGGAGGAGA 
CGTAGTGGCCTGGGCTGAGCTGGGTGGGCCGGGAGAAGCGGGTGCCTCAGAGTGGGGGTGGG 
GGCATGGGAGGGGCAGGCATTCTGCTGCTGCTGCTGGCTGGGGCGGGGGTGGTGGTGGCCTGG 
AGACCCCCAAAGGGAAAGTGTCCCCTGCGCTGCTCCTGCTCTAAAGACAGCGCCCTGTGTGA 
GGGCTCCCCGGACCTGCCCGTCAGCTTCTCTCCGACCCTGCTGTCACTCTCACTCGTCAGGA 
CGGGAGTCACCCAGCTGAAGGCCGGCAGCTTCCTGAGAATTCCGTCTCTGCACCTGCTCCTC 
TTCACCTCCAACTCCTTCTCCGTGATTGAGGACGATGCATTTGCGGGCCTGTCCCACCTGCA 
GTACCTCTTCATCGAGGACAATGAGATTGGCTCCATCTCTAAGAATGCCCT CAGAGGACTTC 
GCTCGCTTACACACCTAAGCCTGGCCAATAACCATCTGGAGACCCTCCCCAGATTCCTGTTC 
CGAGGCCTGGACACCCTTACTCACGTGGACCTCCGCGGGAACCCGTTCCAGTGTGACTGCCG 
CGTCCTCTGGCTCCTGCAGTGGATGCCCACCGTGAATGCCAGCGTGGGGACCGGCGCCTGTG 
CGGGCCCCGCCTCCCTGAGCCACATGCAGCTCCACCACCTCGACCCCAAGACTTTCAAGTGC 
AGAGCCATAGGTGGGGGGCTTTCCCGATGGGGTGGGAGGCGGGAGATCTGGGGGAAAGGCTG 
CCAGGGCCAAGAGGCTCGTCTCACTCCCTGCCCTGCCATTTCCCGGAGTGGGAAGACCCTGA 
GCAAGCAGCACTGCCTTCCTGAGCCCCAGTTTTCTCATCTGTAAAGTGGGGGTAATAAACAG 
TGATATAGG 



Patent Application Publication Jun. 26, 2003 Sheet 86 of 115 US 2003/0119121 A1 

FIGURE 86 

></usr/seqdb2/sist/DNA/Dnasegs. min/ss. DNA175734 
><subunit 1 of 1, 261 aa, 1 stop 
>KMW: 28 231, pI: 9. 28, NX (S/T) : 1 
MGGAGILLILLAGAGVVVAWRBPKGKCPLRCSCSKDSALCEGSPDLPVSFSPTILLSLSLV 
RTGVTOLKAGSFLRIPSL HLLLE"I'SNSES VIEDDAFAGLSHLOYLFIEDNEIGSISKNAL 
RGLRSLTHLSLANNHLETLPRELFRGLDTLTHVDLRGNPFOCDCRVLWLLOWMPTVNASV 
GTGACAGPASLSHMOLHHLDPKTFKCRAIGGGLSRWGGRREIWGKGCOGOEARLTPCPAI 
SRSGKTLSKOHCLPEPOFSHL 

Important features of the protein: 
Signal peptide : 
Amino acids 1-19 

N-glycosylation site: 
Anino acids 177-181 

N-myristoylation sites: 
Amino acids 15–21; 181-186; 20-215 

Amidation site: 
AIllino acids 27-22 O 

Microbodies C-terminal targeting signal : 
AIaino acids 259-2 62 

ATP/GTP-binding site motif A (P-loop) : 
Amino acids 239-2 4 6 

Leucine Zipper pattern : 
Amino acids 29 - 15 O 

Leucine Rich Repeat: 
Amino acids 53-76; 149-171 

Leucine rich repeat C-terminal domain : 
Amino acids 158-2O7 
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FIGURE 88 

></usr/seqdb2/s st/DNA/Dnaseqs.min / ss. DNA176108 
><subunit 1 of 1, 270 aa, 1 stop 
> <MW: 28871, pI: 7. O9, NX (S/T) : 1 
MENKAMYLHTVSDCDTSSICEDSFDGRSLSKLNLCEDGPCHKRRASICCTOLGSLSALKH 
AVLGLYLLVFLILVGIFILAGPPGPKGDOGDEGKEGRPGIPGLPGLRGLPGERGTPGLPG 
PKGDDGKLGATGPMGMRGFKGDRGPKGEKGEKGDRAGDASGVEAPMMIRLVNGSGPHEGR 
VEVYHDRRWGTVCDDGWDKKDGDVVCRMLGFRGVEEVYRTARFGQGTGRIWMDDVACKGT 
EETIFRCSFSKWGVTNCGHAEDASVTCNRH 

Transmembrane domain : 
Amino acids 55-8O 

N-glycosylation site: 
Amino acids 172-175 

cAMP- and ceMP-dependent protein kinase phosphorylation site: 
Amino acids 43-46 

Tyrosine kinase phosphorylation site: 
Amino acids 22-218 

N-myristoylation sites : 
Amino acids 53-58; 224-229; 239-244; 253-258 

Speract receptor repeated domain signature : 
Amino acids 17 3-211 

Scavenger receptor cysteine-rich domain : 
Amino acids 171-268 

Collagen Collagen triple helix repeat: 
Amino acids 9 O-149 
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FIGURE 90 
></usr/seqdb2/s st/DNA/Dnaseqs.min / ss. DNA 190710 
><subunit 1 of 1, 877 aa, 1 stop 
><MW: 95132, pI: 8.77, NX (S/T) : 5 
MENWTGRPWLYLLLLLSLPQLCLDQEVLSGHSLOTPTEEGQGPEGVWGPWVQWASCSOPC 
GVGVORRSRTCQLPTVOLHPSLPLPPRPPRHPEALLPRGQGPRPQTSPETLPLYRTQSRG 
RGGPLRGPASHLGREETOEIRAARRSRLRDPIKPGMFGYGRVPFALPLHRNRRHPRSPPR 
SELSLISSRGEEAIPSPTPRAEPFSANGSPQTELPPTELSVHTPSPQAEPLSPETAOTEV 
APRTRPAPLRHHPRAQASGTEPPSPTHSLGEGGFFRASPQPRRPSSQGWASPQVAGRRPD 
PFPSVPRGRGOOGOGPWGTGGTPHGPRLEPDPOHPGAWLPLLSNGPHASSLWSLFAPSSP 
IPRCSGESEQLRACSQAPCPPEOPDPRALOCAAFNSOEFMGOLYOWEPFTEVOGSORCEL 
NCRPRGFRFYVRHTEKVODGTLCOPGAPDICVAGRCLSPGCDGILGSGRRPDGCGVCGGD 
DSTCRLVSGNLTDRGGPLGYQKILWIPAGALRLOIAOLRPSSNYLALRGPGGRSIINGNW 
AVDPPGSYRAGGTVFRYNRPPREEGKGESLSAEGPTTOPVDVYMIFOEENPGVFYOYVIS 
SPPPILENPTPEPPVPOLQPEILRVEPPLAPAPRPARTPGTLQRQVRIPQMPAPPHPRTP 
GSPAAYWKRVGHSACSASCGKGVWRPFL,CISRESGEELDERSCAAGARPPASPEPCHG 

TPCPPYWEAGEWTSCSRSCGPGTQHRQLQCRQEEGGGGSSVPPERCGHLPRPNITQSCOT, 
RLCGHWEVGSPWSQCSVRCGRGQRSROVRCVGNNGDEVSEQECASGPPQPPS REACDMGP 
CTTAWFHSDWSSKVSPEPPAISCILGNHAODTSAFPA 

Important features of the protein : 
Signal peptide : 
Amino acids 1-24 

N-glycosylation sites: 
Amino acids 3-6, 490 - 493; 773-776 

cAMP- and ccMP-dependent protein kinase phosphorylation site: 
Amino acids . 282-285 

N-myristoylation sites: 
Amino acids 208-213; 414 - 4 19; 463-468; 473 - 478; 475-480; 

478 - 483; 495-500; 54 6-551; 662-667; 755-760; 
756-761; 789-794 

Amidation sites: 
Amino acids 295-298; 4 67-470 

Leucine zipper pattern: 
Amino acids 504-526 

VWFC domain proteins: 
Amino acids 53-67; 7 32-746; 792-806 

Thrombospondin type 1 domain : 
Amino acids 48-87; 727-783; 787-841 
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FIGURE 91 
CGAGTATTTTCCCACCATCTCCAGCCGGAAACTGACCAAGAACTCTGAGGCGGATGGCATGT 
TCGCGTACGTCTTCCATGATGAGTTCGTGGCCTCGATGATTAAGATCCCTTCGGACACCTTC 
ACCATCATCCCTGACTTTGATATCTACTATGTCTATGGTTTTAGCAGTGGCAACTTTGTCTA 
CTTTTTGACCCTCCAACCTGAGATGGTGTCTCCACCAGGCTCCACCACCAAGGAGCAGGTGT 
ATACATCCAAGCTCGTGAGGCTTTGCAAGGAGGACACAGCCTTCAACTCCTATGTAGAGGTG 
CCCATTGGCTGTGAGCGCAGTGGGGTGGAGTACCGCCTGCTGCAGGCTGCCTACCTGTCCAA 
AGCGGGGGCCGTGCTTGGCAGGACCCTTGGAGTCCATCCAGATGATGACCTGCTCTTCACCG 
TCTTCTCCAAGGGCCAGAAGCGGAAAATGAAATCCCTGGATGAGTCGGCCCTGTGCATCTTC 
ATCTTGAAGCAGATAAATGACCGCATTAAGGAGCGGCTGCAGTCTTGTTACCGGGGCGAGGG 
CACGCTGGACCTGGCCTGGCTCAAGGTGAAGGACATCCCCTGCAGCAGTGCGCTCTTAACCA 
TTGACGATAACTTCTGTGGCCTGGACATGAATGCTCCCCTGGGAGTGTCCGACATGGTGCGT 
GGAATTCCCGTCTTCACGGAGGACAGGGACCGCATGACGTCTGTCATCGCATATGTCTACAA 
GAACCACTCTCTGGCCTTTGTGGGCACCAAAAGTGGCAAGCTGAAGAAGGTGCCTGGTACCA 
GCCTCTGCCCTACCCTTGAGCTACAGACGGGACCCCGATCCCACAGAGCAACAGTGACTCTG 
GAACTCCTGTTCTCCAGCTGTTCATCAAACTGAGAAAAACTTCAGAGCTGTGTAGGCTTATT 
TAGTGTGTTGTCAGCCTTGGATATTGGAAAATGGAAACAGATGAGACACATCTACCTCCCTG 
TGACCCCAGCCATACATCATAGCTCATGTCCTGCCACCCCAAGTCCTTAGGGAAAAAAGACT 
TTGGAGAATGTGTCTCTCCTTAGCTTGGCTAGGTAGTTGGTCTCTTTTCTCTGCCCCAAGCG 
TCCCCTGGGTAATTTTGGACAATGGAGTGTAGGCATGTTTGACTCTTGTGGTGTTATCACTT 
GTATATGTCAGTGAAACTAACTGATTCTCCCATCGGAATATAGTTATCTCTTGGGCCTGATA 
TATGGTAGGATAACCTTATGCTCATCTGTCCACTTCTGCAGCCAAGTCGCCTGGCCAGTGTG 
TGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATGCTTATCTGTGTTTAAAGGTGTGTG 
TGCATACACAGGGCAGAGAGGATGGAGCCCACCGTACTGCAGCATCATGTAATTAACT CAGT 
GCTCAGAACCATCCCAGCCTCTGCGGGAAAGAGAAAAGTAAGCCAACAGTGCCTGATGAGCT 
GATCATATGTGCAAAAGCTCTGTTGGCATCTGGTCCAGGAGACCACCCAAAAAAAGTTAATT 
GGTGTTGTCCAGTCTCCTTTCCTTAAGACTATGGTTACAACAAAGCGTGAGCAGTGTCTCCT 
GCATGGCCACTATCCAGCACAATTCCATAATTCCCCCATAGAGCCGGTGGGGAGGAGGAGGT 
GAGTGGCGAAGGAAGTGGAAACACTTGGTGTCATGTGCTCCTATCATTTCTACTAGCTTACT 
GGGAAATAAAGTGTAGTCAAGAGTGTATGAAGGCAAGATGTAAAATTAGCGACTGGTGCTAA 
TCTGGTTACTTGAAAACAAGTGAAAGTGCTGTAGATTTGTTCTGTTGCTAAGAACCACCACA 
CTAAACCTCGTATAGTTCCTGGAGGATATACAACAGTGTAATTCTCTTTAGGGTGTGCCACA 
GGTTCCTGGCCTGTGGGAGGGAATGAATCAGGAGGGCTCTTGAGAACCTTCATCTGTGTGCT 
TGCACTGAAAGTGAGTCCCAAAGCTGGAGATTTAGTGAGAGCAGGCAACCCCTCTGTGTCTC 
ACTGTCCATATTCTGGAGGCAGAGGTTTGTAACAGGCCATGTGCACCTGCATAGGGATGGGT 
AAAGCAAGGACTTTGAAAGAGTTGAAAAGCATTATAAACAGTTGTTCAGAAATACGTCCCAG 
GAGTTCCATGTGAAACTGGCTCTGTGTGCATTGAAGCATGGCTGTTGGGAATTCTAACTGGT 
CCAACACTCCTGCAAAACAATGTGTAAATATTTAGGAAGAAACTTGAAAATAGTCAAATCCT 
TTGAACTGGTGACAATTTTTTAAAGAATCAATTCTAATTTGTTTCAAGGGTAATAATCACCA 
AGATACACATTTCAGCATTTATTTAGTCTATCAAAAATTGGAATTGATATATACACTCATTT 
ATAGGAGAATGGTTAGGTAGATTTGGTATATTTATGTAGTCATTGAAAACTTAGTTTATAAA 
GGCCAATCTTGTAACTGATTCTTGTGTGATAACATTCAGTGAAAAAGCATGAGACAATTAGA 
AAGCATGATACAATGAATAAAATAAAAACTGGAAAGAGAACCATCAAAATGCTAA 
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FIGURE 92 

></usr/seqdb2/s st/DNA/DnaseqS. min/ss. DNA190803 
><subunit 1 of 1, 280 aa, 1 stop 
> <MW: 31222, pI: 7.40, NX (S/T) : 1 
MFAYVFHDEFVASMIKIPSDTFTIIPDFDIYYWYGFSSGNFVYFLTLQPEMVSPPGSTTK 
EQVYTSKLVRLCKEDTAFNSYVEVPIGCERSGVEYRLLQAAYLSKAGAVLGRTLGVHPDD 
DLLFTVFSKGQKRKMKSLDESALCIFILKQINDRIKERLQSCYRGEGTLDLAWLKVKDIP 
CSSALLTIDDNFCGLDMNAPLGVSDMVRGIPVFTEDRDRMTSVIAYWYKNHSLAFVGTKS 
GKLKKVPGTSLCPTLELOTGPRSHRATVTLELLFSSCSSN 

Important features of the protein: 

N-glycosylation site: 
AIaino acids 23 O-233 

N-myristoylation sites: 
Amino acids 87-92; 107-112; 194-199; 237-242 



Patent Application Publication Jun. 26, 2003 Sheet 93 of 115 US 2003/0119121 A1 

FIGURE 93 
CCTTATCAGACAAAGGACGAGATGGAAAATACAAGATAATTTACAGTGGAGAAGAATTAGAA 
TGTAACCTGAAAGATCTTAGACCAGCAACAGATTATCATGTGAGGGTGTATGCCATGTACAA 
TTCCGTAAAGGGATCCTGCTCCGAGCCTGTTAGCTTCACCACCCACAGCTGTGCACCCGAGT 
GTCCTTTCCCCCCTAAGCTGGCACATAGGAGCAAAAGTTCACTAACCCTGCAGTGGAAGGCA 
CCAATTGACAACGGTTCAAAAATCACCAACTACCTTTTAGAGTGGGATGAGGGAAAAAGAAA 
TAGTGGTTTCAGACAGTGCTTCTTCGGGAGCCAGAAGCACTGCAAGTTGACAAAGCTTTGTC 
CGGCAATGGGGTACACATTCAGGCTGGCCGCTCGAAACGACATTGGCACCAGGGTTATAGC 
CAAGAGGTGGTGTGCTACACATTAGGAAATATCCCT CAGATGCCTTCTGCACTAAGGCTGGT 
TCGAGCTGGCATCACATGGGTCACGTTGCAGIGGAGTAAGCCAGAAGGCTGTTCACCCGAGG 
AAGTGAT CACCTACACCTTGGAAATTCAGGAGGATGAAAATGATAACCTTTTCCACCCAAAA 
TACACTGGAGAGGATTTAACCTGTACTGTGAAAAATCT CAAAAGAAGCACACAGTATAAATT 
CAGGCTGACTGCTTCTAATACGGAAGGAAAAAGCTGTCCAAGCGAAGTTCTTGTTTGTACGA 
CGAGTCCTGACAGGCCTGGACCTCCTACCAGACCGCTTGTCAAAGGCCCAGTTACATCTCAT 
GGCTTTAGTGTCAAATGGGATCCCCCTAAGGACAATGGTGGTTCAGAAATCCTCAAGTACTT 
GCTAGAGATTACTGATGGAAATTCTGAAGCGAATCAGTGGGAAGTGGCCTACAGTGGGTCGG 
CTACCGAATACACCTTCACCCACTTGAAACCAGGCACTTTGTACAAACTCCGAGCATGCTGC 
ATCAGTACCGGCGGACACAGCCAGTGTTCTGAAAGTCTCCCTGTTCGCACACTAAGCATTGC 
ACCAGGT CAATGTCGACCACCGAGGGTTTTGGGTAGACCAAAGCACAAAGAAGTCCACTTAG 
AGTGGGATGTTCCTGCATCGGAAAGTGGCTGTGAGGTCTCAGAGTACAGCGTGGAGATGACG 
GAGCCCGAAGACGTAGCCTCGGAAGTGTACCATGGCCCAGAGCTGGAGTGCACCGTCGGCAA 
CCTGCTTCCTGGAACCGTGTATCGCTTCCGGGTGAGGGCTCTGAATGATGGAGGGTATGGTC 

• CCTATTCTGATGTCTCAGAAATTACCACTGCTGCAGGGCCTCCTGGACAATGCAAAGCACCT 
TGTATTTCTTGTACACCTGATGGATGTGTCTTAGTGGGTTGGGAGAGTCCTGATAGTTCTGG 
TGCTGACATCTCAGAGTACAGGTTGGAATGGGGAGAAGATGAAGAATCCTTAGAACT CATTT 
ATCATGGGACAGACACCCGTTTTGAAATAAGAGACCTGIGCCTGCTGCACAGTATTGCTGT 
AGACTACAGGCCTT CAATCAAGCAGGGGCAGGGCCGTACAGTGAACTTGTCCTTTGCCAGAC 
GCCAGCGTCTGCCCCTGACCCCGTCTCCACTCTCTGTGTCCTGGAGGAGGAGCCCCTTGATGCC 
TACCCTGATTCACCTTCTGCGTGCCTTGTACTGAACTGGGAAGAGCCGTGCAATAACGGATC 
TGAAATCCTTGCTTACACCATTGATCTAGGAGACACTAGCATTACCGTGGGCAACACCACCA 
TGCATGTTATGAAAGATCTCCTTCCAGAAACCACCTACCGGATCAGAATTCAGGCTATAAAT 
GAAATTGGAGCTGGACCATTTAGTCAGTTCATTAAAGCAAAAACTCGGCCATTACCACCCTT 
GCCTCCTAGGCTAGAATGTGCTGCTGCTGGTCCT CAGAGCCTGAAGCTAAAATGGGGAGACA 
GTAACTCCAAGACACATGCTGCTGAGGACATTGTGTACACACTACAGCTGGAGGACAGAAAC 
AAGAGGTTTATTTCAATCTACAGAGGACCCAGCCACACCTACAAGGTCCAGAGACTGACGGA 
ATTCACATGCTACTCCTTCAGAATCCAGGCAGCAAGCGAGGCTGGAGAAGGGCCCTTCTCAG 
AAACCTATACCTTCAGCACAACCAAAAGTGTCCCCCCCACCATCAAAGCACCTCGAGTAACA 
CAG''TAGAAGTAAATTCATGTGAAATTTTATGGGAGACGGTACCAT CAATGAAAGGTGACCC 
TGTTAACTACATTCTGCAGGTATTGGTTGGAAGAGAATCTGAGTACAAACAGGTGTACAAGG 
GAGAAGAAGCCACATTCCAAATCT CAGGCCTCCAGACCAACACAGACTACAGGTTCCGCGTA 
TGTGCGTGTCGTCGCTGTTTAGACACCTCTCAGGAGCTAAGCGGAGCCTTCAGCCCCTCTGC 
GGCTTTT GTATTACAACGAAGTGAGGTCATGCTTACAGGGGACATGGGGAGCTTAGATGATC 
CCAAAATGAAGAGCATGATGCCTACTGATGAACAGTTTGCAGCCATCATTGTGCTTGGCTTT 
GCAACTTTGTCCATTTTATTTGCCTTTATATTACAGTACTTCTTAATGAAGTAAACCCAACA 
AAACTAGAGGTATGAATTAATGCTACACATTTTAATACACACATTTATTCAGATACTCCCCT 
TTTTAAAGCCCTTTTGTTTTTTGATTTATATACTCTGTTTTACAGATTTAGCTAGAAAAAAA 
ATGTCAGTGTTTTGGTGCACCTTTTTGAAATGCAAAACTAGGAAAAGGTTAAACTGGATTTT 
TTTTTAAAAAAAAAAAAAAAAAAAAAAAA 
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FIGURE 94. 
></usr/seqdb2/s st/DNA/Dna seqS. min/ss. DNA191064 
><subunit 1 of 1, 847 aa, 1 stop 
><MW: 93607, pI: 5.33, NX (S/T): 3 
MYNSVKGSCSEPVSFTTHSCAPECPFPPKLAHRSKSSLTLOWKAPIDNGSKITNYLLEWD 
EGKRNSGFRQCFFGSQKHCKLTKLCPAMGYTFRLAARNDIGTSGYSQEVVCYTLGNIPOM 
PSALRLVRAGITWVTLOWSKPEGCSPEEVITYTLEIQEDEN DNLFHPKYTGEDLTCTVKN 
LKRSTOY KERLTASNTEGKSCPSEVLVCTTSPDRPGPPTRPLVKGPVTSHGFSVKWDPPK 
DNGGSEILKYLLEITDGNSEANQWEVAYSGSATEYTFTHLKPGTLYKLRACCISTGGHSQ 
CSESLPVRTLSIAPGQCRPPRVLGRPKHKEVHLEWDVPASESGCEVSEYSVEMTEPEDVA 
SEWYHGPELECTVGNLLPGTVYRFRVRALNDGGYGPYSDVSEITTAAGPPGQCKAPCISC 
TPDGCVLVGWESPDSSGADISEYRLEWGEDEESLELIYHGTDTRFEIRDLLPAAQYCCRL 
OAFNOAGAGPYSELVLCOT PASAPDPVSTLCVLEEE PLDAYPDSPSACLVLNWEEPCNNG 
SEILAYTIDLGDTSITVGNTTMHVMKDLLPETTYRIRIQAINEIGAGPFSOFIKAKTRPL 
PPLPPRLECAAAGPOSLKLKWGDSNSKTHAAEDIVYTLOLEDRNKRFISIYRGPSHTYKV 
QRLTEFTCYSFRIQAASEAGEGPFSETYTFSTTKSVPPTIKAPRVTOLEVNSCEILWETV 
PSMKGDPVNYILOVLVGRESEYKOVYKGEEATFQISGLOTNTDYRFRVCACRRCLDTSOE 
LSGAFSPSAAFVLQRSEVMLTGDMGSLDDPKMKSMMPTDEOFAAIIVLGFATLSILFAFI 
LOYFLMK 

Important features of the protein: 
Transmembrane domain: 
Amino acids 823-843 

N-glycosylation sites: 
Amino acids 48-51; 539-542; 559-562 

cAMP- and cqMP-dependent protein kinase phosphorylation site: 
Anino acids 63-66; 182-185 

Tyrosine kinase phosphorylation sites : 
Amino acids 387-394; 662-669 

N-myristoylation sites: 
Amino acids 49-54; 257-262; 343-348; 437-442; 757-762 

Amidation site: 
Amino acids 61-64 

ATP/GTP-binding site motif A (P-loop) : 
Amino acids 193-200 

Fibronectin type III domain : 
Amino acids 22-106; 118-2O3; 215-3O2; 31 4-398; 

41 O-492; 504 - 590; 6O1-685; 697-778 
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FIGURE 9SB 

CTCTGCTGGCCCTTCATCTGTTCAGGAACACACACACACACACACTCACACACGCACACACAATCACAATTTGC 
TACAGCAACAAAAAAGACATTGGGCTGTGGCATTATTAATTAAAGATGATATCCAGTC 
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FIGURE 96 
></usr/seqdb2/s st/DNA/Dnased s. min/ss. DNA194909 
><subunit 1 of 1, 1092 aa, 1 stop 
><MW: 119324, pI: 8.13, NX (S/T): 14 
MPCGFSPSPVAHHLVPGPPDTPAQOLRCGWTVCGWILLSLVRGLLPCI, PPGARTAEGPIMV 
LAGPLAVSLLLPSLTLLWSHLSSSODVSSEPSSEQQLCALSKHPTVAFEDLQPWVSNFTY 
PGARDFSOLALDPSGNOLIVGARNYLFRLSLANVSLLOATEWASSEDTRRSCOSKGKTEE 
ECONYVRVLIVAGRKVEMCGTNAFSPMCTSROVGNISRTIEKINGVARCPYDPRHNSTAV 
ISSOGELYAATWIDFSGRDPA;YRSLGSGPPLRTAOYNSKWLNEPNEWAAYDIGLFAY FE 
LRENAVEHDCGRTVYSRVARVCKNDVGGRFLLEDTWTTFMKARLNCSRPGEVPFYYNELO 
SAFHLPEODLIYGVFTTNVNSIAASAVCAFNLSAISOAFNGPFRYOENPRAAWLPIANPI 
PNFOCGTLPETGPNENLTERSLODAORLFLMSEAVOPVTPEPCVTODSVRFSHLVVDLVO 
AKDTLYHVLYIGTESGTILKALSTASRSLHGCYLEELHVLPPGRREPLRSLRILHSARA, 
FVGLRDGVLRVPLERCAAYRSQGACLGARDPYCGWDGKOORCSTLEDSSNMSLWTONITA 
CPVRNVTRDGGFGPWSPWOPCEHLDGDNSGSCLCRARSCDSPRPRCGGLDCLGPAIHIAN 
CSRNGAWTPWSSWALCSTSCGIGFOVRORSCSNPAPRHGGRIFVGKSREERECNENTPCP 
VPIFWASWGSWSKCSSNCGGGMOSRRRACENGNSCLGCGEFKTCNPEGCPEVRRNTPWTP 
WLPVNVTOGGAROEQRFRFTCRAPLADPHGLOFGRRRTETRTCPADGSGSCDTDALVEVL 
LRSGSTSPHTVSGGWAAWGPWSSCSRDCELGFRVRKRTCTNPEPRNGGLPCVGDAAEYOD 
CNPOACPVRGAWSCWTSWSPCSASCGGGHYORTRSCTSPAPSPGEDICLGLHTEEALCAT 
QACPGWSPWSEWSKCTDDGAOSRSRHCEELLPGSSACAGNSSQSRPCPYSEIPVILPASS 
MEEATDCAGKRNRTYLMLRSSOPSSTPLOSLDSFHILLOTAKLCWGPHCFEMGSISSTWW 
PRASPASWALGS 
Important features of the protein: 
Signal peptide : 
Anino acids 1 - 42 
Transmembrane domain: 
Amino acids 56-79; 373-395 
N-glycosylation sites: 
Amino acids 117-120; 153-156; 215-218; 236-239; 345-348; 391-394; 

A 36-439; 590-593; 597 - 6 OO; 605-608; 660-663; 785–788; 
1 OOO-1 OO3; 1 O32-1035 

cAMP- and CGMP-dependent protein kinase phosphorylation sites: 
Amino acids 773-776; 815-818; 875-878 
Tyrosine kinase phosphorylation site : 
Amino acids 177-85; 348-355 
N-myristoylation sites: 
Amino acids 42-47; 50-55; 373-378; 492-497; 543-548; 563-568; 

630-635; 647- 652; 740–745; 810-815; 827-832; 829-834; 
853-858; 887-892; 910-915; 993-998; 1073-1078 

Amidation sites : 
Amino acids 92-195 : 522 - 525; 813-816; 1028-1031 
ATP/GTP-binding site motif A (P-loop) : 
AIllino acids 7 OO-707 
Cytochrome c oxidase subunit II, copper A binding region signature : 
Amino acids 921 - 929 
Growth factor and cytokines receptors family signature 2: 
AIllino acids 967-973 
Sema domain : 
Amino acids 126-537 
Plexin repeat: 
Amino acids 555 - 602 
Thrombospondin type 1 domain: 
Amino acids 613-661; 668-71.9; 726-769; 856-906; 913-963; 967-1007 
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FIGURE 98 
MWGLVRLLLAWLGGWGCMGRLAAPARAWAGSREHPGPALLRTRRSWWWNQFEVIEEYAGP 
EPVLIGKLHSDVDRGEGRTKYLLTGEGAGTVFW DEATGNIHVTKSLDREEKAQYVLLAQ 
AVDRASNRPLEPPSEFIIKVODINDNPPIFPLGPY HATV PEMSNVGTSVIQVTAHDADDP 
SYGNSAKLVYTVLDGLPFFSVDPOTGVWRTAIPNMDRETQEEFLVVIQAKDMGGHMGGLS 
GSTTWTVTLSDVNDNPPKF POSLYOFSVVETAGPGTLVGRLRAQDPDLGDNALMAYSILD 
GEGSEAFSISTDLOGRDGLLTVRKPLDFESQRSYSFRVEATNTLID PAYLRRGPFKDVAS 
VRVAVODAPEPPAFTOAAYHLTVPENKAPGTLVGOISAADLDSPASPIRYSILPHSDPER 
CFSIQPEEGTIHTAAPLDREARAWHNLTVLATELDSSAOASRVQVAIQTLDEN DNAPOLA 
EPYDTFVCDSAAPGQLIQVTRALDRDEVGNSSHVSFOGPLGPDANFTVQDNRDGSASLLL 
PSRPAPPRHAPYLVPIELWDWGQPALSSTATWTVSVCRCQPDGSVASCWPEAHLSAAGLS 
TGALLAIITCVGALLALV VLFVALRRQKQEALMVLEEEDVRENIITYDDEGGGEEDTEAF 
DITALONPDGAAPPAPGPPARRDVLPRARVSROPRPPGPADVAOLLALRLREADEDPGVP 
PYDSWOWYGYEGRGSSCGSLSSLGSGSEAGGAPGPAEPLDDWGPLFRTLAELYGAKEPPA 
P 

Signal peptide: 
Amino acids 1-16 

Transmembrane domain : - 
Anino acids 597- 624 

N-glycosylation sites: 
Amino acids 44 6-449; 51 0-513; 525-528 

N-myristoylation sites: 
Amino acids 13-18; 206-211; 233-238; 237-242; 238-243; 275-280; 390-395; 

394-399; 429-434; 583-588; 598 - 603; 6 O2- 607; 612-617; 
734 - 739; 738-743; 74 6-751 

ATP synthase c subunit signature: 
Amino acids 691-712 

Cadherins extracellular repeated domain signature: 
Amino acids 138-148; 24 7-257 

Cadherin domain : 
Amino acids 50-141; 155-250; 264-366; 379-470; 483-577 

Cadherin cytoplasmic region: 
Amino acids 625-776 




















































































































































































































































































































































































































