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Disclosed are methods and dosing regimens for treating a patient suffering from osteogenesis imperfecta,
comprising administering to the patient a therapeutically effective amount of an anti-sclerostin antibody.
The invention also provides an anti-sclerostin antibody for use in the treatment of osteogenesis imperfecta,
comprising administering a therapeutically effective amount of the anti-sclerostin antibody each month

according to certain dosing regimens.
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Disclosed are methods and dosing regimens for treating a patient suffering from
osteogenesis imperfecta, comprising administering to the patient a therapeutically
effective amount of an anti-sclerostin antibody. The invention also provides an
anti-sclerostin antibody for use in the treatment of osteogenesis imperfecta,
comprising administering a therapeutically effective amount of the anti-sclerostin

antibody each month according to certain dosing regimens.
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[ SEHHEREAE ]
[ 3 % 4 7 )
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METHODS OF USING ANTI-SCLEROSTIN ANTIBODIES IN

TREATMENT OF OSTEOGENESIS IMPERFECTA

[ 3% iy <8 3% ]

[0001] A GHBENMBEBRGE HFTRURKELERE
eV 7R EARE Z > BRERIESETEE
BN E A ET ZRUIEM -

[ o AT 5 ig ]

[0002] B & & & (O)fh —FE 5 A 2 & 4 4 & 8 F I
WE > HE5EAERIEELFERDY Ol —dHEHMTER
E> BFEREFBRELFRZ ) BGHIEBEED 2 AR
B - RSN ZIHPHFHIBERES 2 W fEE K
(COL1A1 K COLIA2) Z —HIZEE AR - BRR L > OLZ & &
Fa ey FH5FMAEEIMAAE -

[0003] BR /R 70 A % i i Oloy B I-VAL - THIOLE & H
BMEKEIESPEMKERRE  EE BHCOLIAIY 28 F & 1k
BT A LB ERINBREAZEEREREMR > H
FRTBRES ZBE RV - HHOIE F B E £ B & 5t
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T RRERBEEDE ZZREBEESTENFRZIE - 1
R IVEL Ol & B2 COL1AL . COL1A2 T Z H iz & iU A
B > MR —REEMEaE > AH TR BERES 236k 2K #

N

HEXHPHREEN=ZF R EEME - T OIRE 8 % HF
ETRZBWRAEFRBRE 2O A > mMIVAE & FH A A K
EEefhEFRER -

[0004] =] A B 6 & 58 M B R IR 06 5% Bl & 15 41 B
FHMEDE - -SEMT - A0 2 NEHE SR E R
WA T ABEREFSHZERE ) DR A RE R
Mk R R RS N R Mg R B B 40 35 B S R 55 7,879,3225% ~ 5B
8,246,953 5% & 5 8,486,66157 1 » &£ F FH A FF I LIS 2
ARG A - WO2018/115879A1 K WO2018/115880A1
BWRERESHREGREOL FHMFILLUSIAHZ
HERBRO A - BRI R DU S LT
Z A WO2013/019954A1 5 = H % 8,003,1085% -~ 25
7,592,4295% & %5 8,017,1205% K =B & M HF S EFE
20110044978A15% : Z F H M I L5 B Z 5 ARG
A e Bl an > AE WO2021/030179A1 o 15 7 b B 41 8 2 3 IC
V) ZENBWLISIHZ FABEFA -

[ 0005]) 3 b 6 & fll & b1 AE & #5 1 20 4 WO2008/
VIS732A2 fii il Z R FE P fe > Z E NI LIS H 2 5 A 28
B OF A -

[0006] #7541 0 & #l & b #e & 15 O 40 12 35 B 55 Al 56
10,4492505k P it 2 W F pi e - Z B A KLU H 275
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WEREFA

[ 0007 ] 3 %0 6 & fl & b1 fE & #5 1 20 4 WO2015/
087187A1H fii il 2 K FEPLA > ZEFF I LISIH Z H A8
B OF A -

[0008] HAFEHE —F KL ELOLEEERE -

[#HAE]

[0009] ER T HEZHFRGRES LN > AHOI
BEARHEAMESAZARETRNGE HEFESER
Boorn BEVMWHASNERNEBHSEREVELSY ZF R E
aRFE—HMABRESEE  HEZRS  EBEHFTEEE
(bone mineral density - BMD)Z & & 8or W 5 4 & (8
EEEVREYRIE ZBEY) -

[0010] (AL - f— & o - A 3% 05 $2 it H i 68 & Al
= Pl i & H (long-term) 2 & H (chronic) g & B & £ &= (O)
<L Ik

(o011 A —S&FHA T » AF/ rERE-EHARE
BMABEBZHRT A2OD A > HEE&E A =Z A
HEERBEAEAVNEZHESINRGE  FEEVHES
138 H Z B Bz -

(oo012)] fE—E&FHHM T - HEFMEREES (2)
VHZ R FF %] » HEBELSEQ ID NO: 709 AR Z g 2 & 7 51 A
HEDLVI0%FF — Mk K/ (b) VLZ K5 - H B SEQ
ID NO: 8191 Frmm Z & B 7 5 H 7 £ /0 90%F 5] — 2 i
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{5 — (A B i ) o F0FE 4 Z 4188 45 & SEQ ID NO:
70 B 7R 2 B 5 B 569 VHZ BEF 51 R & & SEQ 1D NO:

81 Fif 71 2 B % B8 FF 9 69 VL% ik 5 51 -

[0013) ff — = EHPIF  REFNZHBES ()
VHZ ik FF 51 » H B2 SEQ ID NO: 198+ Ff ) 2 B % W% /¥ 5] &
5% D 90% Bl — B Mk ;5 R/ (b) VL% RKFE 5 - H B SEQ
ID NO: 199 Ff % 2 f % B8 J¥ 5 B 2 /b 90% 5 51 — %
Moo A — F B ME BT F o HUEE A Z 5 E B4 A & SEQ ID
NO: 198+ B & 2 i 5 B2 ¥ 51 9 VHZ Bk ¥ 71 2 & & SEQ 1D
NO: 199 Fif 71 2 B % B% 7 9 69 VL% ik 5 51 -

[0014) ff — S EH I+ REFANZHBES ()
VHZ Ik FF 51 » H B2 SEQ ID NO: 202+ Ff ) 2 B % W% ¥ 1] &
5% D 90% Bl — B Mk ;5 R/ (b) VL% RKFE 5 - H B SEQ
ID NO: 203 Ff % 2 i % B8 J¥ 5 B 2 /b 90% 5 51 — %
Moo A — F B ME BT F o HUEE A Z 5 E B4 A & SEQ ID
NO: 202+ B & 2 i 5 B2 ¥ 51 69 VHZ Bk 7 91 & & & SEQ ID
NO: 203 Ff 77 2 B 5 B8 7 9 69 VL% ik 5 51 -

[0015) fe— S @M+ REFNEZRNEBEE(0)E
#8 77 % & CDR1 > 3 & SEQ ID NO: 4t ik 2 fi K W% ¥
5| : (b)%E § 7 % @ CDR2 » K & & SEQ ID NO: 155 Fj ) ~
B B W5 9 (c) @ 48 H] % B CDR3 - M f1 & SEQ ID NO: 26
PR 2 BE EBE FF S 0 (d)E ] % & CDR1 > 1 & SEQ
ID NO: 37eh Fi 77t 2 B 5 B ¥ 5] + (o) $ o] % [€ CDR2 » 3
14 SEQ ID NO: 487 i 77 2 B £ B 7 51 © e (f)8¢ i o
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& CDR3 » H & & SEQ ID NO: 597 fr/n Z g & B 7 %1 -

[o0016)] fE—&FHM+F - EFMNEHNELE S ()E
g o] % & CDR1 > H A & SEQID NO: 1787 F/m Z it & B 7
Fl 5 (b)E ## 7] # & CDR2 » H A & SEQ ID NO: 1795 ff R
R E M FFF ;- (c)E ## 1] # & CDR3 » 4 & SEQ ID NO:
26 BT Z B BB P Y ()EE #E 0] B & CDR1 > H A&
SEQ ID NO: 37F Frmn 2 M BB P 7l 5 (o) # 7 & &
CDR2 » H A &SEQ ID NO: 180 s 2 A F I & K
(f)¥¢ 9 7] % & CDR3 - H & & SEQ ID NO: 1814 ff R
E &7 e

[0017)] E— & EHmH+F > NEFNENEES(E
i v] 8% & CDR1 » H & SEQ ID NO: 49 fiiRm & Mg BB
Fl 5 (b)E ## 7] # & CDR2 » H A & SEQ ID NO: 1795 ff R
R E M FFF ;- (c)E ## 1] # & CDR3 » 4 & SEQ ID NO:
26 BT Z B BB P Y ()EE #E 0] B & CDR1 > H A&
SEQ ID NO: 37F Frmn 2 M BB P 7l 5 (o) # 7 & &
CDR2 » H A &SEQ ID NO: 180 s 2 A F I & K
(f)¥¢ 9 7] % & CDR3 - H & & SEQ ID NO: 1814 ff R I
E &7 e

[0018) fE —&£FEH F - EFHEILE BT F

gt b BE C E B H F| S 7,879,3229%8 - 558,246,953 %%
% 8,486,661 35 -~ %5 8,003,108 35 -~ £ 7,592,429 B -
8,017,120 %% B¢ % 10,449,250 % % OB OF] O3 OEE
WO2018/115879A1% ~ 5 WO02018/115880A1% « 5 WO02013/
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019954A1 5% ~ 2 WO2008/115732A2 5% 5 % WO02015/
087187A1 5% ; = 3E ORI HH 3% /N B % 5 20110044978A1
o R EEXRMLUSIAZ T RXEBEBRBOA -

[0019]) i —sFf G & - EFMWE B G EEE
i &k B 51 (setrusumab) ~ & B R B $1 (romosozumab) & 1fi &R
Pk BB ${ (blosozumab) -

[0020) fE—EWPI+ > WA > TEEARESR
HEEFEAVNEZHEFNERE  FEEVHEEI3EA
CHEE - fE—EERMF > BEA > NEIEAHEEEKHA
BRANEZMERNENRE  FEE2VEEISEA 26
Bt —8HHH - BEH > JREIEH A EF & BEEE
ARNEZHEFHENR  FEE2VEEUEA ZFE -
EX—8HA+F  S@EH - FAEEHEEERAEGEARN
ECoNEFNENE  FEZ2VEHEIER ZKHE - £X
—HEGF  BHREREFAERE > FE2 /D EFE36
fHZRE EX—ZFRHAF - 5 %EH5HEFE
B HEZLI8F R E -

[0021] fE —&FmPF » A ERARE 2 EH
MEMBEERABEEEREARE DN R EFE R E
(BMD) - ff —HHEERH F > LEEBFEHNE 2 HLEFEF
ZRRABGEAEEZI2[E A & (B HEBMDIY Il 5% &
% o BMD ] #& ] 2 g x 5% 43 0% UL I & % (dual-energy x-ray
absorptiometry » DXA)E Ml - £ — & F 5§l - & #1585
EREZMEFHENBAGRE AR EZ 120 H % F B

894877 6 H o 62 H(ZHRAE)
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B E % K (BMD)E I 5%= & %
[0022] 1 — & F i fl F - A X R 2 & H (chronic)
B & H] (long-term) 45 % J7 25 7 20 A & (£ 77 & 20F It 5 & 55
ZHEZm N RMGEN T EHERERK > WOl £ — 5% FIJ
s OTRIAI O ~ IIIH OISR IVHE! OT « {f — & B i ] = -
NBE B FMLCOLIAI R /B COLIA2E RN A H — = % (@ 2

[0023) E—HEFmHUF  ANEEBFLHEEMERE - &
—Egmph o ANBEEREZELRNERE - £ — L F M F
NFBEBERO-1TR A EHEFMEIARLI20-50 mg/kg
< B & 1% Bl o

[0024) FE — & FHEHF » EFHEEHRETH LU
10-50 mg/kg B E & B - £ — & e @l > HLtE 5 A &£
B4 H DL 10 mg/kg ~ 15 mg/kg ~ 20 mg/kg ~ 25 mg/kg
30 mg/kg ~ 35 mg/kg ~ 40 mg/kg ~ 45 mg/kg 50 mg/kg >~ H
BERHE S —FHOF  mEESHEREEH I
mg/kg M ERHE - IEX—BHHMF » PLEFHARILEE
HLL20 mg/kg R EHRE - fEX —F O F » fudH &
A H 40 mg/kg 2 Kl & & Bl -

[0025]) £ — S FH 4 - Sl 5 {1l & i i85 Ik N B¢
2N e fE — {8 F P HibE o A E R A IR IR

7E
N

[ & = A
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[0026]

[[E 1]k~ B IR b 52 &% 51 -

[E2AK BE2B]E niiE Ll T & 2 MBFERKEHERLZ
T ZEfenyE - B 2ARRPINP (JR B[R 158 28 N 57 L) >

—HEPREVREZY ¢ B 2BE RCTX-1 (Clii ¥m k) » —
e RWEYELY

[E 3]fE i« B BMDE B (#E HDXAE M) H A& 2
s E > EWI2ZEAARENSE H &% 8 mg/kgs 20
mg/kgZE i &k B i1 -

[[E 4]/% /r A 7 B¢ M 2K i B (zoledronic acid) /A T
126 HREH ZH K ENHBMD L ERE - EIARE KR
EFR®%ZZEMEBMD - B4BE NIE A& Z =M BMD - [H4C
BRERRIESEEEBMD - B4DEREMH K ZKH
WHEMBEBMD -

[ 5] /n AL A3 =i e e 2 i B2 f 7% T 126 A & 12 H 2
A ENHTEREYRELYW I ENE - BSAERTEHR
ZEH A E PR ZMFEPINPKE - [BSBERE H ZE il &f B
fifte 2 1M ECTX-1 (JFBI - T CTx, )K#E -

[ & ji /7 =]
MBEHFEE ZX XTI H

[0027] A HEEFE ER2021F9H30H H 5F Z = B &
A B FI) B35 22 55 63/250,91898 K 20224E 9 H 8 H W35 2 £ H
BE % 25 R HH 35 22 55 63/374,9828E MY B e fE R FEZS © % £ BS

1}
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R HAHEEREUSI A Z T AERHFALRLF -

Fr %1 2

[0028] AHEEERA - X  ZFiNEEEh
EFS-Web DL XML& L H 5 - 2 & " ULG-5006PC 122626-
5006 Sequence Listing ; 2 XML A 2 A 25 Al & 72 20224 9
H22H » HARX/NFE227,000fz 504 » HAFLLSIH 2 7 X
BEMHALRXF -

[0029) A ENEE A HS ANET ZFH > IR
FIEEEHAANRNHEETER A EL YL ZEN sk B
ERmE A AR BEEHesEHNALESA T MHEBMER (K
A2 ODZ NEEETREEFEGBMDE il > £ & &
EEVELLY — B K& H % B ZE et B LA K —
F2ANHOIREFL /AR ANE ~BMDE & : /7 /< A
ZWmE N @A 2 mEMEML) - HEE 2T 0 F
MAEVELYRIEL—HE A BEIEHE - KB > LN
fHFELZEKRKEZHEGMATEEEZEZER ZKE - BA
ENESFHZEREB R EZCB8 HEEML T K 20 g E
EFH s EBEMELAALNALE—F®EL - (HHEAZ#EH
TH - GHEEFENEET RIEGE T 12 A & X
BRREFE ZOLEEIR -

[0030)] ERE = WHMNEG —ERAFLZLEGL
B M ABEFHSOSTERGH - EHF I ER — 1 75 M
&0 - HEFHClhy Bt B4 & (CTCK)s, » H 5B DAN

W

894877 B9 H - 62 H(EHRHAE)
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(fift &5 BF 4l Bl JF 48 7% R B R BRI 2 A
M & 5 (BMP) 3 it &l A7 2L -

[0031] MiWEEHMARIAECHE T e EH P KK
o HEGFEAESHBERE(EES B BZILE KODN |
mEARFER - —HEHRAEFNRIAE(EEZKEHR > 2
EVENITY™§ E )& FDAH# A A RN B FEH TS B 2 & &
kWmLZHEERRE - B2 HI2ZEAZEFEEER
EVENITY™ ” & pl Ui (E A K 55 (2 R EVENITY ™R )5 &
afl - T MEE R R A L B 43 0 04/202042 5T R o A IE
EVENITYM™{EH ZRERERH BI1I2H AR E > Z1%& > &
AFEFTERBERZ > AEREEEHHHERIWE S

A

ey 58 ) 52 R B O P

[0032] A& ZEFFRNHE > JLEH Ml Z Hi i B BMD
ZERAEBHFEOIZI2MEA R ER F R - &R <
ANEH  HWEFHEBREVERY ZKIELE SR IR
WEAE-—HHARMNEREH REEREAVELZY ZIK
JEAR BT - 5 F 12 A R BMDRF @& N > RIEEYIEE
VIR ESFCEHBEY > EEREFEE SRR EFESHE
EOlz &MEHE - NIt - 8 H — R Z it &l & 1 8 & &
EEROIEBHFE ZMES - MFE R F MBI MWE LS
e Wik > BiEFE IR EFEE ZBEKRSH L F 2 it &
MHBEBOOILZBEH NHEFITNE N ZHEEHEEKFN R
(chronic)=¢ & Hf (long-term)j& & -

[0033] At A#HGHHAEHAMEFTNERE &K

894877 510 H - £ 62 H(EEHRHE)
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WIBBEBENOIL B HITHE I ZHEERRFEN A - &
—EEEF > AEHEGBHANOIZEE > Hf G A K HE G
FlEDRE FEEVEGIIEFEA -

[0034] AT REHFMAEIER Z T ARG E
FEBHEHSAEBHSE > WAEOIESE 28 A BHF 5 IEBMDIE
128 H N Fr&EE > Bl B R AYIRLY 2 K IEALLE— #
A&zZEREE H %L RS -

E F=
[0035] REAXHAREMEFTZHERE > HhLERKLE
fl 58 - &F M &R B9 o R A AN S E e
WE TR LR T,
pran " EE, XZEEY 5 2 i Xk o B B A A
X+Y Z W ey -
[0037]) RN B (Ex2flisE " &y, EH M Ax+10% -
[0038]) firsg " 6EFIME , A SEQ ID NO: 155

(MQLPLALCLVCLLVHTAFRVVEGQGWQAFKNDATEIIPEL

[0036] flosE " B &, &

GEYPEPPPELENNKTMNRAENGGRPPHHPFETKDVSEYSC
RELHFTRYVTDGPCRSAKPVTELVCSGQCGPARLLPNAIGR
GKWWRPSGPDFRCIPDRYRAQRVQLLCPGGEAPRARKVRL
VASCKCKRLTRFHNQSELKDFGTEAARPQKGRKPRPRARS
AKANQAELENAY) - 4 Nt 5 #l & 1] H R&D Systems
(Minneapolis, Minn., USA ; 2006 H & 5% 1406-ST-025) J&
o M4 > B /N E B E Il & /SOST A H R&D Systems

894877 B 11 H - H 62 HEEHRHE)
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(Minneapolis, Minn., USA ; 2006 H $% 9% 1589-ST-025) i
T o FEIHEAE6,395,5115%F K 556,803,4535% LI K % B & ]
N B ZE 20040009535 5220050106683 — % 15 12 & fi tF & {ll &
fifE -

[0039) AT Zilich " e, B8 KA
MiiFE&E e R EORE > "HIEREGGaH 7, )NHLEHE - X
AFLEZ "R, h—EBREES B2V WKEMH)HE
FKWFEEL#E m_mEMHgEHE  SEEESEHEHEA
BEAXEEAVIDRE#EREER  HEEEEET S =
B - CHI ~ CH2 K CH3 - S EA K B & (K LHEE
BVLORKEH#EEER KEERKE&BEE —#E > CL- VHIEK
VLE A # —F il HhEERE WAL fHEERE(CDR):
FHAERTZEEK > WMAEMBEE(FR) . £ VHEVLE =
{# CDR K VU {iil FRAE B > f2 DL T 6 7 B B & i 5k 51 2 78 &
L © FR1 ~ CDR1 ~ FR2 ~ CDR2 ~ FR3 ~ CDR3 ~ FR4 - EH
kg@gEoagEesH —FRARMEFHZE o - 18
ZJHEHEBAMTEREREABREFLIHGKKR T Z2&E 0 &
HREERFZSEAM B0 - ) &R RS
LB —dH 7 (Clq) » £ — # & 5 B F - A IR K 5.
o - Hbk - ABRABEEBRRIE

[0040) WAXFTH ZMERBE L "HREGESH S
EARERAEWD HHENR)FETREELE T2
EARBAMBLZ —XZHERE ERH > PIBRZIVEES
DM EDERIIBZIRAEAKRKER - MEBEREBZ " HRES

Ekff*

894877 F 12 H - H 62 HEEHRHE)
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Gy PMEBEZCEGRBENENGEFabR B > H & H
VL~ VH - CLECHIMHK < HER K : F(ab) / & - H
e W EmsEE Mg EEFabR BB @R B
M VH R CHIBL4H sk < Fd R B2 5 ifi e B8 2 VL &k VHIE A
B 2 Fvhl B 5 dAbfH B (WardZ A, 1989 Nature 341:544-
546) > il VHIUAH B 5 DA R & 53 B 2 G L E & (CDR) »

[0041] BE4h - @EFVR B 2 W 8 VL & VH ¥ 15
ERGW HHTEHEATEEm R ER TS
Heg B VLE VHE R H P L EE > T E M E QO B #
(19 B B ## Fv (scFv) ; £ 52 il 40 BirdZ A, 1988 Science
242:423-426 ; % HustonZ A, 1988 Proc. Natl. Acad. Sci.
85:5879-5883) - Jth M B g B RS N B WM E AL BB 1o &R
"HREEEE Sy, T oo WEER BGERTESEEE M A
BECRZEANRMES > BLBESTEEHNBMERZ X H
R 2K B OBE R OEE -

[0042) WASCFAHE > "T&oBoiE, GEEE L
FTEEATEARNERER 2 EMmEBHRnES o &2
MEcHEFHNR & s o iBEE LT aFREMEESHE
FMEDAZENHE) - 20 BREMESHEFNE
oz IBATHEEMRIE(GEAORE HEYE 2 EF
MZzEBSFOEAXIXNKIENE - I Ko i8I EERE
EFreaHMHEBEYE R/RLEME - £ —@ & o+ -
ANFREBGES BB -

[0043] WA NPT ZlosE " BEikbiee , 20 " Btk

894877 13 H - H 62 H(EEHRHE)
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B GREREFE—TTHKZIE > -8 A - HEk
mcdaY R enRACEEERERTE SR EM KR
M7 e

[0044]) WAXFTRH ZflosE " ABEIE ) EXBEEAR
HERE KRCDREH K BN ANBKERF I 2 0] && It
e EABENEBEAREE - AIEE &N K IER I
MANBERY -l NBEEHEARFY » KABEEARAFIZ
BN WK ERNEAREBEASBRERFRI 2 LEBERERF
B Hi 8% > 4 Knappik® A (2000. J Mol Biol 296, 57-86)
o Fr i e

[0045] NEHBEAEEARMABERIEE 2 A K
WEAMIW  EHERIERAUMEBERREMESELFER N
MM EEG A ZEE) Rl > WARXFTHAZMesE " A
B CTENEERES WA EGEO/DE)
B A ZCDRIFIHEREEZ NEBERFI EEVILE -

[0046] fssE " NBEMKIE  GEBRRE-E&FK
B shifg HERAMZERKCDREHKIFEN AEEFY 20
g o EF—MEm/MT  ANBFEEHRIEOEIEES
XEEER kAL S B > ZBHAME AR
e NHEEEEERNCKHEEBEARN CEBEERIE AR
B (Pl EE AR DNER)ER -

[0047) WA XA Z2flost " EH ANBEIE ) BFEHE
MEHFEREE  RH EENoBIAAABEIE @ 3
WHst S AR EXKEOERETHEARNE RO R 2

894877 14 H - H 62 H(EEHRHE)
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BB a/NE)RAEE B I EIBET B DIRE > HK
WAL RBABRBZE AR OB EREB T oMl
ik HEHHES ABERRBXET B R - DIRER
ARkl B o NEREERE S &R PSR E A
DNAF A Z M H A FERRFEH - RE - EER T8I
fe o MHEHE ANBEAREEAEE KCDRE K IFER ANHEE
AREHREAFIZATERE - 200 - LEEERAOF - I
HEEABAETETERIIFE(HE > EEMHFHA
Hlgip | ETHEERNZGHYE > ETEREANREALES
) WItEHATIR Z VER VLE 2 & 8K Py & o 28 KR
MABEEAVHE VLA HE ZMHEEH > HAEFRXRAF
ERERNASEIRBREEREFTHFY -

(0048) £ — W EMH T > HOAXFHH &5
MzziEWonEFsNEZAB)EFSEFELEESE RN
EEMRZWK - ' RHEEEEENEFARZI , ENIE
LA LL1x107% MBCE /N ~ 1x1077 MB{ E /e 1x1071 Mk &
NZKpBEFIIRZRE S - WAL H Mg ' Ko
EMIEEER B HAKEK, OFRIKJK)ZEERER -
HETRBEHREM) - L8 ZKofE 7] (£ BT 8 H 3 E i
N ZJT A K E o WEE PLAE Ko Z J A (R #E M H & | & 4R
F ALk o BOGE A A RN ES R4 0 55 0 Biacore" &R & o

[0049]) ¥ PIBEH S BB I HEHFHAN R ZE S E T
WIBESHMAEARMBHEKCS A > B G WELISA ~ 757
= Bk R RIA - W0O2009/047356 1 5 4 4 2 & 8 77 #t /& -

894877 5515 H - £ 62 H(EEHHRHE)
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MR &8 TN - & &8 )88 #E i B B 3
C & 2 % o & - 8 W %5 h Biacore 73 1 2K §F ff -
WO02009/047356 5 i — & 5% 4 15 2L 5F i Hi 4% B 6 5 0 E 1)
EFmMHWnzREs  HERNASEFERBR)ZCE 2 0M
E e

[0050) a0 A SCPT A > W B %0 & R Ay — 20t g ootk
BREIWNERZ —BUEH W OFE > — 8% = —%
fir B/ A BEH~100) FEIHEHEHR RS HEZE
B FBESIALSFERUAERWMERFI Z&ELY - F5
bt K W E A 2 Y — BCME E v bb 2 WE E T A B2 H
BEAKRER - W EZIERG ME G R -

[0051] Wi (A B & B e 51 < R HY — 20t & 7o BE B] 52 A
E. Meyers &» W. Miller 2 & & ;% (Comput. Appl. Biosci.,
4:11-17, 1988) 7 it & ~ # H H A & #f A ALIGN#E = (2.0
i) BERHPAMIOEERER > BERES 7 K12 A
R &0 0 B4 o AN - WEKERFEY BB — MG oLt
o] i F§ Needleman & Wunsch (J. Mol, Biol. 48:444-453,
1970)HEE A KMEE  ZEHEEZCH AGCGRHEEE S
GAPRE = f (A f£ www.gcg.comf& 15 ) - fif fI Blossom 62%E [#
¢ PAM250FE [l - H E PR fEE & 16 ~ 14~ 12~ 10 ~ 8 ~ 61
4 AREEERL 234556

[0052] S54hE i Ut » AHH 2 ELQE F I o] £ —
THMETEREFY UMEALERBEETHER  Ml0HE
8B FF Al o B 5 B AltschulZ A, 1990 J.Mol. Biol. 215:403-

894877 516 H - H 62 H(EFHHRHE)
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102 BLASTX#2 2L (2.0 ) #E(T L 218 &R - BLASTE 0 5 ##
20 ABLASTXfE X #E 1T » FE 4y =50 FR=3> EHHAK
FH2EBY FREEZEERRFY - BEGHNRILEBE®N
2 PR EE ¥ > o] F F R B BLAST » 40 Altschul % A, 1997
Nucleic Acids Res. 25(17):3389-3402 & B #ft - & #|
BLASTRK MR BLASTHE B » W IMHIERE KX 2 THHR 2B
(40 » BLASTXE BLASTN) - £ H www.ncbi.nlm.nih.gov -

[ 0053) i 26 " %5 X PH B (cross-block/cross-blocked/

cross-blocking) | E AR R E G EH > B384 EEHF
Ga ot ARt s & B+ 18 H i i 8 = éE & B Bl
WEHAZEG LR  ENRNEMEST kN TES —E
MENREay FTHEFHEE S 2 THREE - RIEMRE
KEHELS M EXXHEAERNEERFE G M EK
WE - —M&a 8L AH K E M Biacore$ fig (I 20 » #&
i 5 F Biacore 3000 %% (Biacore, Uppsala, Sweden)) » 3%
i EFHEREFLIREWTENEEFEFR ZEE - 5
— AN ENRZ XHE 2o AEHERELISAY J7 & -
W02009/047356 R &5 RN Z W T A2 — P& > H
AsIHZ AT EHFAKRLH -

[0054) WAXFAH > "TBH, &HE "THBMEA ) &
HHBETSEEERA CEENEGHEHE B HE 5l &

e o

[0055)] A0 2 K @EFEALL /NG F & —FsFd
il ik -
894877 17 H - H 62 H(EEHRHE)
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= N

[0056] EBI& R ESN B > PUiE & Il RIFE AL &
BEBRAEVRLY 2B RITIUHFIRAZEK > £O0LEF
TIRMEBMDZ FF@EM N - Wit > i HF AR BEBEZL A
ERNHERNERFENDNEFNBERE N ZFMHEEE®#
TR (56 WODHY & H (long-term) B¢ & Hf (chronic) /& & -

[0057] £t — @ A&t 7 > AF WA HEHEETF M
FEERBEEUODZE BN H A - WA H ZiltsE &
EHhiEAEES -

00587 i — {@ R& B & > A 3% BH 12 )t fi 6F &l & #1 i8
AR E fIB R A & 2 R - A SO Z B A KRR
R/EHPIEFE AN A Z S ERKE -

[0059] #: 5 —Re Bk o > A3 I 18 () — & 41 0 5 #l &
e s HARBERS A& - KCH W 2 A 55 5/
BHOIEFEMENRNAZETE 2 LS EBRK -

[0060] ERIHE—HENOIEETHHEEHNRE
WA  HETSOIEEHEBARWESMRABEZEZR
[ fe - RIE - A — [ & 5B T > RSO 2 5 A KA & &
{8 F A SCRr it 2 B8 8 1l & Bl s /8 % i F F 2 (0D) -

[0061)] Ol EHEE R RIF L mEREET THE > H
M #& Van Dijk X Sillence ” 47 %5 > 1] 43 & I1#I O ~ 11#! OT -~
ITIAY O ~ IVARIOIZ VA OT (2014, Am J Med Genet Part A

164A:1470-1481 K Van Dijk and Sillence, 2014, Am J Med

894877 518 H - H 62 H(EEHHRHE)
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Genet Part A 167A:1178 5 L LASIH 2 R EEH A) -
THWRBENERMSA /28 - b ARy ERE MR
ZHE HEmMBUHERKMWMAENS BHERLY - A HE
M 2 Olen % % /5y B8 i Van Dijk J Sillencefg Hf - #0 F 4
R P - AR 20 FRBAIH - INBHIVEOI HRA
ORI M EMGET AR A RIE - BHitb - £ F @ & 0
o FMHBER IR OL - IHIA OIS IVA O -

[ 0062]) #£80%-90% % H Ol A & » Ol 4F HE 1 8Y j%
FHEH Zalf# R a2 2 COLIAL K COL1A2E [F 28 8 (4 4l
B 17q21.33F%7q22.3)5[# - A K B &8 B 1000(F 2 &1 28
B 2 E R E DL R A R B -3 3 M B M (oi.gene.le.ac.uk/
home.php ; 2021 9H29H FHL) - H i AW 2 €& » 4
CRTAP - LEPREIE PPIB » 7} & B 518y - &F # COL1A1 &
COLIA2ERZEZ 5 FERNMBH N BHBK M A B
maE BERKEE B - fl4 > KorkkoZ A (1998) i ikt
COLIAIERE B COLIA2E R Y PCRIEW » B ZHE B ETE &
Y 1 e BB ¥ Jk (CSGE)# 17 2€ 8 7 i (Am. J. Hum. Genet.
62:98-110, 1998) - van Dijk% A (2010)# it #& i % = 8 B
< 8 Mk PR BT 2 5 (MLPA) L ffg # 17 COLTA1ZE % {5 Hl (Genet
Med 12(11):736-741) « £ 3T > Arvai, K.% A (2016)f it
— fRE 575 (Sci. Rep. 6, 28417) - 5 F 2 5 SCRUF IE DL
SIRZ T EFAESE -

[0063] R IE - & — {8 & M ) & - A SCH I 2 05 7% R
MAEAMARERRBEHIMBREREOHRZ 2B F  flOI-1VE

894877 19 H - H 62 H(EEHHRHE)
111137296 FERLE A0202 1123032975-0
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- &8 HEBEREAORSERSAMKAEEBHK T
e EESEBRNSZHEEIHRE RO+ - A2
fr A RBRBVRIEHELLCOLIAL K/ COLIA2F 2 —
O HEE TR ANBEHOIEE -

[0064]) 1 — {8 & @l - KX 7% KA ®RA
oA - TITA R /ECIVEL O « ff — (@ & i 6 = - #& !
DNAHI & » JREJ{E M COL1A1/ COL1A2%E 8 s i 57 1481 ~ 111
BMRIVEOL FHt » fE—ERO P » KX ZHERM
W OFH PS8 % DLCOL1AL K /3 COL1A2H 2 — 5% 5% (] 28 & A
T 2 1A~ I R /B IVAL OT -

[0065] ft —SFf G F - EFMWEHR 2 7 E K
AARANEAEREBEEERERX 201 LHEFMWERE Z
hERB®RZHEMERM S - AR EBTEAFAIEOL I
B OL ~ 1117 OI=; IVHI Ol -

[0066) fE—RrEE MG+ » AFEHEE—-FEHNE
MABERE O A HBFESMEHALL300-1500 mg2
HEmZ \EEERBESARANEZEM&GEN  FEZ
D EEIEH £ i % 18F LB EE -

SR &G B

[0067) HEMEHHNERB I AR Z —EF
e > Ol & R 185k L B Z B & & - £ it JHl & i
L hARABRZHMERMA T - OLEEREMNESR - W
ANXEHRIAMEZWEO- 1T ZAE > HW2-1758 - 3-

894877 2520 H - H 62 H(EEHRHAE)
111137296 FERLE A0202 1123032975-0
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1758 ~ 4-17% 805-173% 2 L& -

[0068] HifgEBR FEMBEMELIE > %E M Z2/NE)
LEYFEREFESRRA RNE > HERFRZHARE -
WELAEMEMNEE > LI W mg/kgk Ry - LLAE PR 5
ERZREASEAVNNEE cBEZIAMNBEETEMRRE
Bl p N Z B8 E LAY 0.7 5 %K i §F (Pediatric Pharmacology

Therapeutic Principles in Practice, 2 2 jk , Yaffe &
Aranda) > WHE X 1R ©

FA1: AR HEHt

B om0\
|| = = M=
TR ar T e \kE,,,

[0069]) JE AL =0 > B B & (70 kg)H 20 mg/kgZ
HEMENRT ke RE(KJOH )T 40 meg/kg ZHE - KW IE -
RANBEANEFESEI mg/kgEH M ETN ZHE T fe
FIEMP N &G 20 meg/kgZ i ARV IBR G R - AL > A S
WEmg/keHIEHFFERMEBTPTZESHE - NIt > £
—HERA T > BE KO- ANESAZAEEMEA LU
20-50 mg/kg Z M E R - LXK —FHPO T > BF BO0-175%
HittE M ERBEMEH LL20-40 mg/kg 2 K & & #2 -

(00701 NIt - E—REEHH F > AFHEMR—=E
ARER-1TE 2 NBEEZ OBy % HBFEEME AU
20-50 mg/kg Z R ERMZ ABBEBERABERANE ZHEE

894877 21 H - H 62 HEEHRHE)
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MERR  FE2VEHIER KR > flOxE /b EHI18
@A -2 EGE24EAREVEHEIOBEH > 2% 184F -

[0071] Rt > E—FEERO F - A% HEEGE—HE
AR AER-1T 2 NFHEZF 2O A HBEEME A
20-50 mg/kgz HIEHZ NBFEREZBRBEERANE ZUEF
MERR  FE2VEHIER KR > flOxE /b EHI18
@A -2 EGE24EAREVEHEIOBEH > 2% 184F -

[0072] E BB AL BEEF  HFXLBRMEHEH
B HFUNERHENS I ECE - JEHRE > S5 HE
BEmBrEFT2MAETHE > GEMBR@EENRZMH
&8 - Nt > @@ " 8320250, fEHFRATREZ
g B (Plam - 21-49 ~ 22-48 ~ 23-47F )DL K H20% 507 & {H
A E B (HIam > 20~ 21~ 22~ 23~ 245 ) - FH#EE L # -
Hoaotb ~/MNEEHBEOPAREMR > AMEE@REREAEHR
FRT AR TREM KB REE N R 2B & @R 5
B Holk - NEE -l @E THO0IEL, BEH
h A RS 2 EE (0 02F 09 )R H0.1%E 1.0 & (H
Rl —fir NE (I - 0.1~ 0203~ 04%) HR > 20-50
mg/kg Z L F A EHE Z K & & HF20 - 21~ 22~ 23
24~ 2526~ 27~ 28~ 29~ 30~ 31~ 32+ 33+ 34~ 35
36 ~ 37~ 38~ 39 40~ 41 ~ 42~ 43 ~ 44 ~ 45~ 46 - 47
8~ 49K 50 mg/kg fitEFHEZMB KN E -

/_‘\ e —_—
45 BE Tl =X
894877 5822 H - H 62 H(EEHHRHE)
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[0073] AFHGERM T &R © HUEH I E B
EAERMER HFEFERAEAYECLYEREEFGBE N X
FIRCSS - HEtE A #H AN EBERAEETERNEZERE R D
13(8 F - HBGE T FRURERENZERE W@ > 5K
ZIE) - flan - METEREREBL ZESBERAE TR
Bk /D B3

[0074] HAMEEHNEMB o BRE  HELEEE
ATHRENSZERZBUIERBEALAFHFF AT HE
"mg/kg 5 )FE S50 mg/kg#El BN - FEE K& 20 % 40
mg/kg o B4 H & 7] & €920 mg/kegfz & - 4930 mg/kghe &H
740 mg/kghe H B &Y 50 meg/kgfG H - f£ 55 — E I I -
HAE & B420%30 mg/kg -

[0075) fE —(MEGF - MEFMWERBUEL T
B M EI) mg s B & B LL21 2 22~ 23~ 24~ 25~ 26 ~
27 ~28~29+~30~31-~32-33-~34-35~36-37- 38~ 39
240 mg/kgf £ -

[0076]) R2HEGEARZH EHNZ2HRAFEE 2B
EHOH E K 19.9-120.7 kg A - fE—MHEBEE A+ - HLEE
B E B Ae BL150-3000 mg ~ B 40 150-2500 mg 2 Bl & %
B oo fE — {8 B B R o BB F I E SRS LL200-2500 mg -
400-2500 mg -~ 150-2000 mg -~ 200-2000 mg ~ 400-2000
mg ~ 150-1500 mg ~ 200-1500 mg + 400-1500 mg.” | & &
B fE — {8 B R B BB F I E H A8 LL200-2500 mgz
BlEki - ff—EERO S - HieEF AR LL400-2500

894877 5523 H - H 62 H(EFHHRHE)
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mgZ B BB - £ @EHPF - JroE g =RJTELL150-
2000 mg 2 B & B - £ — B B i F 0 U F R U
LL200-2000 mg” HI & # 81 - £ — @ F 5t B+ > i 65
= JUAE LL400-2000 mg 2 W E 8 - £~ B F > i
6 &l X L Ag DL150-1500 meg” F & # B2 o 4£ — {5 i 1
oo PULEE g AR P AS LL200-1500 mg 2 | &8 £ B o A — {H
BH G+ priE gl R piae PL400-1500 mg 2 H & # 81 -

(0077] £ — @ EHE B - Hrbf &M FHi A8 L2000 mg
5 250 ~ 300 ~ 350 ~ 400 ~ 450 ~ 500 ~ 550 + 600 + 650 -
700 ~ 750 ~ 800 ~ 850 ~ 900 ~ 950 ~ 1000 ~ 1050 ~ 1100 -
1150 ~ 1200 ~ 1250 ~ 1300 ~ 1350 ~ 1400 ~ 1450 ~ 1500 »
1550 ~ 1600 ~ 1650 ~ 1700 ~ 1750 ~ 1800 ~ 1850 + 1900 ~
1950 ~ 2000 ~ 2050 ~ 2100 ~ 2150 ~ 2200 ~ 2250 ~ 2300 »
2350 ~ 240082450 mg.~” %l & #% Bl -

[0078] A& 85 & B i~ b A E Ry p1 8 5 4l & 1 88 A
RREHBEZZ2EGE - REAZHZLFE  HILE A &9
mEFslERE FEEVEFIEAZRKE - £ -&FH
Pl S AEHRESHRE  FEEDVEEIHEA
Wk - E—EHRO T SAKARESNRAE &
HEVHEAMERA ZHE £ B8R FT > 8HKEINR

WEMEGR  FEELEEEA 2R 5 EEE
Blep - BARERERNENS  HEEVAEHEL Y
5 -

[0079] e — £ EHE 4§ - & H & B2 i 6 &l & 51 88

894877 5524 H - H 62 H(EEHHRHE)
111137296 FERLE A0202 1123032975-0
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EHISEIHE  HEKESEAKREREFTNERE 2
EARFEEBI8E - Hitt - t—WEEHEHN S - 5 H KB
EEMENRE FEE2VPEHEIBEAZERZI8FE ZFHE -
fE—HBEE/M T  FAKRHAREFONELRE  FEE2D
BEISEAERZISFEZRE - £ —HEERO + - §H
HEHEGREFNENRE  FE2VEEMUEAERZ18FE 2
e - E—MMERAF  SBHREHNEFHNERNLE &
eV HEBEIMEPD ERZI8F 2R E - £ — W&
b BAREREFNENRRE  FEEVEEIEA 2 &
Z 185 2 B B o

[0080)] —FHRBIMEEE T ERERBELH - HIE
EMME - #E K& 150-3000 mg > GSEESTEREEFH — X
FRE2DVHEHEIBEAERZI8F 2K E - £ — % Fjf
AR FBEGARE  FEZ2VESEISEA - £ —8£F
o ERBEGARE > FE2/PDEHE2EH - £ —
LEHENT ERBFEFALE > FE2 DEHIEH -
E—SgHmed - EREFEEARE  FEEDEHIE

_E_.

/

(o0081)] ‘e X —HIEM + > MIEHFMNEAEET A U
150-2500 mg s Bl E K B > FFE E /D EHIM A £ &K % 18
F B

[0082])] S5 —fE RPIMER A EFEREZLE > K E
o REMH B > dE B & £ 150-3000 mg 0 &5 T R R
R FHEEVEFEBEAHEEABREEHRNEREHFH

894877 25 25 H - H 62 H(EEHHRHE)
111137296 FERLE A0202 1123032975-0
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= 2 e EIE o BF

77 IEE AL F

- B H GRS
3

& (BMD) ¥ il

R o A& B — E &
#

MERAABESEI2ME A BKREE
5%EEH %

[0083] f£ 55 — & h B f - A 3 U4 2 ff — 1& £ &8 5 #I
ZhiflE > HAREHREOL HfwEEFHNENBGHEERE/ B
ERHET AT RANRRER/EEHRMELEMRK - B &
o MEEHHNEEEFTITERERZ DV 10% ~ 20% -
30% > 35% > 40% > 50% > 60% ~ 70% ~ 80%90% - £ — @
BT > s REETTREERE D30% - /£ —
FEE/mH T > FHhEEAEDRHAERE RN 2 H B S
EET(EBEEMARE BKUREBERS T S ~EFEE
bt A A B i iR R E AR Z 8 AT ) o A — (# F B
T B KRBBEZHEEBAN  BEHBEBRYRBEIEERE
RNMNZREDFETEAERAEEE LR -

[0084]) FitE FHI ZHARFFAIRANIEH - fEHE —FJ
Foo FE T 2 RN B

[0085) HIEZEM BB HEHHKEAE - fl@ > FEH
% B2 (BMD) A #5 f B g8 x 5% 42 W U Bl & & (DXA) ~ B 8 x5
GIRUWHIELESXA) - TEEREIER 2 (CT) - BEE KK
= AT R E B E B & S B % (high-resolution peripheral
quantitative computed tomography » HR-pQCT)# 17 & Ml -
DXAG — X & - HEkbEMmBHE T 80 F % E

=T
=

894877 5526 H - H 62 H(EEHHRHE)
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AR o B R H 0] RS & AR T B AR BR {0 {E B PR OHI E 4B
B EERBERET o CH®TEADXARK - HE H MR
(BREH)  RIEEETERRNE)NFHEGEE) > HDXAJ 9 H
REMNEGBHEAK - Fit > FHATHE>HERHE T EE | A&
M BAOBE R By 1R 2B 0L o TEE 70 A (B B 45 B B TE R R MR
Ll FEBER T &R BETEEE - B - Z5F 72 & @
Al &5 BB RE R K ME R JR UC G 2 B UC i < BE RS Y 45 R & 1T
tbdz - Rt - flan - ZEF 0 K -1 (L F & FHEEE]D SD)Z
605k 2L M Z Ta¥F 7y ol B F-2.5 (B FE K H AP HEMK2.S
SD) «

[0086]) BEFM@E £ MM EFAMRLE D (micro-
finite element analysis > microFEA)% & 3 -

[0087) fE—HEHMF » MtEFMNEIR 2 EEX
ERKEANE S DEHHBERESE e Een &
FANMEHTFAERENAEHEZELEETLE L END
HEMNEDNR MEREKERHZEEZYH NDEREM
ECOZEREEENMRAZZEEHEHEY 2F MW - & &R
- "ERE  FRERABZEFEENEFHZENE 2 FEME
EBEFENE HRHAZEEdHaHEHEER 2 H
fhaEy) - bak/ SNk - mEeEEER ZFH&H - HHl -
BEE R - —EBEREBEN KRR E - DR E S HE
WzBEURZR -

[0088] MEHFMENB L " EEAME , TESIE
5 E IR Bx BB AR RE R AR 0 I O E IR BT 2 BE R R Fr 4 B T

894877 27 H - H 62 H(EEHHRHE)
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W RHEBAERSIEZBGRER R £—WE
e Bl B H R B RE AR PR A 124E A s (& (F B
7 H O E (BMD) S 5% & %

)
T

By

g
g

yi
|5

CECE Wl
[0089] fr H A RE 5% o7 > A& IHIE fft — N8 B A
BEBLZHNIFAEODW A HEFHAFTFEZ AHE
ERABFRAVNEZRERTNENRE  HPHAEAFELED
AR ERENKRBES -HE  HEARARKBAEFHE - £
— S F A o e 128 H BE R L 6 48 & BE R ER

AfEGIEs I RIE - i LU E € 48 -

[0090] f: — £ & e fl b - & K5 B & B 8 4& 0 46 45 %5
P B 2 & > FE R0 4R &0 BB ER B 4 1 & B ] 2 M) I &G 2 R
Wl - E—EFBHEM T > FHECSHORGERFEREANRK
ByGRGTEANRAZIGELTE K> EFHERS LA
5] By ) A &5 BE B BT N % B 2 BH R R B & 1 B BT R S A
= Pife e

(0091) fE—E&HEH F > MEFMNEABLDAEG
HEHY B N LL20-50 mg/kg ~ 20-40 mg/kgEi20 mg/kg ” H & %
Bl o £ — %5 E B I B 0 HEEF R bR AL ¢ 4R 45 BE T B
A LL20 mg/kgr M E & B - & H &8 -

[0092] M E T AhEH ~ E2HA - &3
A-~&848A ~ &6 HRNEI12(0 H &8 2 5 &
ZNBEHE #FBETHORGERERENKRE ZEHE

~

894877 2528 H - H 62 H(EEHHRHAE)
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(B0 > &920 mg/kg) > B0 & H W & M0 ¥ 5 0 46 45 BE B B
ez 8 /DR E A > /NFY20 mg/kg) -

[0093] & — & & HE ] - 4 5 B & /£ ¢ 4 &5 82 B B
ZEEEDV2EA - Z2V4EA - ZDL6EA - £ D8
A~Z2D010@A=EDI12(HHF E KB - £ — 5% FIJE
FooEFHEL VGBS ERE ZKRER > FEE/DEEILS
f H Z BB - £ — L E MO T - 4R B &AL 046 & % I B2
ZrEHE > EE/VEE2AMEA ZFEE o £ — S E Y
hooEFHEL VGBS ERE Z&RER > FEEDEEI
f H Z B Er - A& — S F BB T - 4R B E A 046 &5 2% I L
ZrHE > EE/VEEIEA ZFEE o £ — S E Y
T FHELVAEERE ZRER FEESI8F L
e B

[0094] At - £ — @ E KB - & H & 8 5 6 F Al
ZE O FEREANERZIGE  HEARAREHRA
FRREPINEZI8FE - it —FEERO T - FitlEF R =
EA MR R RN DL20 meg/kg 2RI B &8 - & A &8 >
c%H -H=MH WUW=MAH -SAAX@HAxE+_#H
R BL20 mg/kg L WEFFHIE - £ —FFEE MG+ - 518 F Al
EBRAEIHG ERFRENLI20 mg/kgZ FIERHE - A &K
Bl HEEARA2 meg/kg L ERFHE - £ 55 — &It Pl
B A RIESH Y20 mg/kg 2 B E R P FFE12
fHRE R ZBEE > EREKRIUDR20 mg/kg 2 HE&H H
T FEMNEDISE - £t —FFEHKEH F - fitEF

X
B

\

894877 5529 H - H 62 H(EEHHRHE)
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ERRAED RS ERENL20 mg/kgZ B ERB > A K

HEESAKE D20 mghkeg 2 EFRFEE - D20
meg/kgii EFH R Z B & 7] & 2-20 mg/kg ~ 5-20
mg/kg ~ 8-20 mg/kg ~ 10-20 mg/kg ~ 15-20 mg/kg ~ 2-19
mg/kg ~ 5-19 mg/kg ~ 8-19 mg/kg ~ 10-19 mg/kg ~ 15-19
mg/kg ~ 2-15 mg/kg ~ 5-15 mg/kg ~ 8-15 mg/kg ~ 10-15
mg/kg ~ 2-10 mg/kg ~ 5-10 mg/kg -~ 8-10 mg/kg ~ /b A &y
19 mg/kg ~ DR & 15 mg/kg ~ DR EL 10 meg/kg ~ DR
B 4y8 mg/kg ~ /DL ELE 2 mg/kg ~ 492 mg/kg ~ 498 mg/kg -
910 mg/kg ~ 2911 mg/kg ~ 2912 mg/kg ~ €913 mg/kg ~ 4514
mg/kg ~ 215 mg/kg ~ & 16 mg/kg ~ 2917 mg/kg ~ & 18
mg/kg ~ €719 mg/kgfi 8 H Ml & i S -

[0095]) R E N B R IBES S Z & &R
EZEBMDRE/NRBREFEREDELY KEZRE - £ —
LEHmOT SFEHERREUAVRGEREZRERTE
EBMDE R (MM R R)ZH & - EFBHE TV RAEDIBSG
BERENRHEEZE B E - fla - EFHEAT R DRES0
mg/kg Z JLEEF R - VR &40 meg/kgZ FbEH I R
e~ DR300 megkgZ i F M AR - R &20
mg/kg Z JLEEF R - VR0 meg/kgZ H b5l R
e~ VPRY8 mg/kgZ T H M R B APV NEY2 mg/kg
ZhEFHERE - £ - EFHEMNFT > EFEHERLY?2
meg/kgZ PLHEF A RJLAE - 98 meg/kgZ EF AR PG »
&10 mg/kgZ PLEF AR TR ~ 911 mg/kgZ Ll F Al &

894877 25 30 H - 3 62 H(EFHRHAE)
111137296 FERLE A0202 1123032975-0
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fLfE -~ 12 mg/kgZ IEF A EZHE - 13 mg/kg 1 1#
FHIEGRE - &14 mg/kgZ it F IR A - 915 mg/kg
ZEEMNERGURE ~ 16 mg/kgZ PLEF AR PLAE ~ 817
mg/kgZ FLHE F I E A - 918 meg/kg Z Hit B & 0l £ Bt
B~ 19 mg/kg HLAE F I E BT 88 20420 mg/kg B bE &
MEHBE -

[0096] 40 F A7t - WEBR R - 5540 A SC 8t 3 $1 68F & 4l
ZHB R ERE Y HSFHENGESSME RE T 2
AT&E B @B RZEOSES - AL > &
B T H20%50, BEH R ETA TR #E (P 21-49
22-48 ~ 23-47F )L KR H202 50 2 & ([ 5 B & (H @0 - 20~
21~ 22~ 23 -24% ) HIIt > 20-50 mg/kg” I & 1 £
B P R AL FE20 - 21 - 22~ 23~ 24~ 25~ 26~ 27 - 28 ~
29~ 30~ 3132~ 33+34~35+~36>37-38-39- 40 -
4
FHEREBZHE - /MR 20 mg/kgZ i F MR G Z Al
EMAFE19- 181716~ 15~ 14+~ 13~12~ 11+ 10+ 9
8+7~6~5~4-~3-2K]1 mg/kgZ Hi 7l &8 Z Kl

[a—

~ 42 5 43~ 44~ 45~ 46~ 47 ~ 48 - 49K 50 mg/kg 2 P bH

il

i EE E & b

[0097] A %07 (% B8 70 56 A fu b 5 #l & #1886 % B M
R T — 'R F > REEFNENEE & EASEQ
ID NO:70 2 VHfF % #J 2 & HCDR1 - HCDR2 - HCDR3

894877 531 H - 62 H(EEHRHE)
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202323278

VH > & E A SEQ ID LNO:81~ VLK %8 & & LCDRI1 -~
LCDR2 % LCDR3.” VL o

[0098]) £ —HEMMF »r MEFHNERIEE S ¢ (2)
HCDR1 > HEASEQID NO:4” f# £ % 5 %] (GFTFRSHWLS) ;
(b) HCDR2 - H H A SEQ ID NO:15 Z & & & F %
(WVSNINYDGSSTYYADSVKG) ; (¢) HCDR3 » H E A SEQ

AN AN

ID NO:26 ~ fr B & 7 | (DTYLHFDY) ; (d) LCDR1 > H EFH
SEQ ID NO:37 7 W& & B & %] (TGTSSDVGDINDVS) ; (e)
LCDR2 » HEAHSEQID NO:48 ” & £ I & 5| (LMIYDVNNRPS) ;
% (f) LCDR3 » £ E 7 SEQ ID NO:59 2 & % B FF 5
(QSYAGSYLSE) o

[0099] VHEL VLFF 5l & 2 CDRH] & 1 & [H 77 80 K& 4R
SRR 4 Ak it o Rt > CDRHE {1 IMGT ~ Kabat ~ Chothia »
AbM ~ Contact ~ FFEHRGJ ZHENHM ARG EKRER - 2
40 @ Kabat (Kabat, E. A.Z A, 1991 Sequences of Proteins
of Immunological Interest, 25 A fx, U.S. Department of
Health and Human Services, NIH /S B % 55 91-3242 5% )
Chothia (ChothiaZ A (1987) J Mol Biol 196: 901-17) ;
IMGT (LeffancZ A (2003) Dev Comp Immunol 27: 55-
77) ; AbM (Martin & Thornton J Bmol Biol 263: 800-15,
1996) ; K Contact (MacCallum, R. M., Martin, A. C. R. &
Thornton, J. T. T Antibody-antigen interactions: Contact
analysis and binding site topography | J. Mol. Biol.
262:732-745) - WM F ST BE ARG BN EE R EZR (2R

894877 5532 H - H 62 H(EEHHRHE)
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5] 40 Lefranc 2 A
Honegger &z Pluckthun,

International

TR www.imgt.org) o BT & H B X fiT A 2

ImMunoGeneTics

J Mol Biol

(IMGT)

= f =

(2003) Dev Comp Immunol 27: 55-77 ;
(2001) 309:657-70 ;
Bk '

H] A3 AT B SR i 2

HEEEVHRE VLES| 1 2 CDR « fHl41 » =] i f o] B >~ 2
= 2K ff 7t CDR » 25 40 abYsis (www.abysis.org ; SwindellsZs

A J Mol Biol. 20174 2 H 3;429(3):356-64) -

[0100]) F 158 /r fR ## Kabat ~ Chothia -
F Contact % 47 & & 2 ZE Hh

g ol ==

fk B

IMGT -~

b (E A SEQ ID NO: 702 VH

F SEQ ID NO: 81 2 VL)~ CDRFF 5l #y i £ & ¢ 51 -

111137296

& 1 AEZE LS ZRE] CDR 75

R

Kabat

Chothia

IMGT

AbM

Contact

HCDR1

SHWLS
(SEQ ID NO:
178)

GFTFRSH
(SEQ ID NO:
182)

GFTFRSHW
(SEQ ID NO:
184)

GFTFRSHW
LS

(SEQ ID NO:
4)

RSHWLS
(SEQ ID NO:
190)

HCDR2

NINYDGSST
YYADSVKG
(SEQ ID NO:
179)

NYDGSS
(SEQ ID NO:
183)

INYDGSST
(SEQ ID NO:
185)

NINYDGSST
Y

(SEQ ID NO:
189)

WVSNINYD
GSSTY

(SEQ ID NO:
191)

HCDR3

DTYLHFDY
(SEQ ID NO:
26)

DTYLHFDY
(SEQ ID NO:
26)

ARDTYLHF
DY
(SEQ ID NO:
186)

DTYLHFDY
(SEQ ID NO:
06)

ARDTYLHF
D

(SEQ ID NO:
192)

LCDR1

TGTSSDVGD
INDVS

(SEQ ID NO:
37)

TGTSSDVG
DINDVS
(SEQ ID NO:
37)

SSDVGDIND
(SEQ ID NO:
187)

TGTSSDVG
DINDVS
(SEQ ID NO:
37)

VGDINDVS
WY
(SEQ ID NO:
193)

LCDR2

DVNNRPS
(SEQ ID NO:
180)

DVNNRPS
(SEQ ID NO:
180)

DV
(SEQ ID NO:
188)

DVNNRPS
(SEQ ID NO:
180)

LMIYDVNN
RP

(SEQ ID NO:
194)

LCDR3

QSYAGSYLS
EV

(SEQ ID NO:
181)

QSYAGSYL
SEV
(SEQ ID NO:

181)

QSYAGSYLS
EV
(SEQ ID NO:

QSYAGSYLS
EV
(SEQ ID NO:

QSYAGSYLS
E
(SEQ ID NO:

181)

181)

59)

894877

33 H - # 62 H(HVERHE)

FEHESE A0202

1123032975-0

AbM
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[0101]) f£ — {8 & K ¥ = - ZE fh &f 3 1 CDR 1 Kabat
i - AL E—WHERAF > EFHEHREES © (a)
HCDRI1 » H B A SEQ ID NO:178 > f# 5 i £ 51 : (b) HCDR2 >
HHAE#ASEQID NO:179 2 W A Fp 5 © (¢) HCDR3 » H A H
SEQ ID NO:26 B £ s F= 51 : (d) LCDR1 > X B 7 SEQ ID
NO: 372 B £ W F 5] : (e) LCDR2 » H B 7 SEQ ID NO:180
B E B F 5] K (f) LCDR3 » 3 E % SEQ ID NO:181.~ f
BB -

[0102]) #£ 55 — & Jit ¥ & - Z& i &k B 1 CDR 1 Chothia
i - AL E—WHERAF > EFHEHREES © (a)
HCDRI1 » H B A SEQ ID NO:182 f# 5 i £ 51 : (b) HCDR2 >
HHAEZASEQID NO:183 2l A Fr 4l © (¢) HCDR3 » H A H
SEQ ID NO:26 B £ s F= 51 : (d) LCDR1 > X B 7 SEQ ID
NO: 372 B £ W F 5] : (e) LCDR2 » H B 7 SEQ ID NO:180
W EM Y K (f) LCDR3 - H A H SEQ ID NO:181 7 i

B Al oo
[0103])] LS5 —E MBI » HLtE & Ml & b1 8 =~ 2 dff &k
B i CDR& E #& DL & M Kabat & Chothia Wi & & &

R o At > & CDRFF % 5 # & Kabat & Chothia & 3%
CDR 1 & Niiii %% £ % Kabat }z ChothiaE & 2 CDR 1 i Cli 573
EW A o WL f£F—@EF 6+ - JLidEH & is

 (a) HCDR1 -~ H H# SEQ ID NO:4 g Z % F %1 5 (b)
HCDR2 > HE A SEQ ID NO: 179 B £ 8 FF % : (¢) HCDR3 >

HEASEQ ID NO:26 Z M A B FF %5l ; (d) LCDRI1 » H HAF

894877 55 34 H - H 62 H(EEHHRHE)
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SEQ ID NO:37 B % 5 : (e) LCDR2 »  EH 7 SEQ ID
NO:180 > B X % F£ 5 : K (f) LCDR3 » i E & SEQ ID
NO:181 7 iz & B 5 -

[0104]) 1 — (& & it ¥ & - ZE i &k = HL CDRH IMGT
Hég - NI - EF—FEEBEMNT  MEFAEREBES  (a)
HCDRI1 » H B A SEQ ID NO:184 fz 5 i £ 51 : (b) HCDR2 >
H H A SEQ ID NO:185 fr 5 i ¢ 51 & (c) HCDR3 » K B
SEQ ID NO: 186 i #: & £ 5] : (d) LCDR1 > H E % SEQ ID
NO:187” B % s FE 51 : (e) LCDR2 » H E A SEQ ID NO:188
B E B F 5] K (f) LCDR3 » 3 E % SEQ ID NO:181.~ f
BB -

[0105]) 1 — {6 & it ¥ & - ZE i &k B HL CDR 1 AbM
@ o Wit F—HERAFT  EFHAERNEES * (a)
HCDR1 » 2 B 7 SEQ ID NO:4. % # F= 5 : (b) HCDR2 >
HHAEZASEQID NO:189 » f A Fr 4 © (¢) HCDR3 » H A H
SEQ ID NO:26 B £ s F= 51 : (d) LCDR1 > X B 7 SEQ ID
NO: 372 B £ W F 5] : (e) LCDR2 » H B 7 SEQ ID NO:180
W EM Y K (f) LCDR3 - H A H SEQ ID NO:181 7 i
BB -

[0106] 1F — (& & & ¥ = - ZE dh
Hég - NI - EF—FEEBEMNT  MEFAEREBES  (a)
HCDRI1 » H E 7 SEQ ID NO:190 7 R % & FE 5] : (b) HCDR2 >
H H A SEQ ID NO:191 > f 5§ FF 5 © (c) HCDR3 » L B

#x B 71 CDR g Contact

SEQ ID NO:192.» B £ B F£ %1 ; (d) LCDR1 » H B 7 SEQ ID

894877 25 35 H - 3 62 H(EEHHRHE)
111137296 FERLE A0202 1123032975-0
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NO:193 > B 5 s FE %1 ; (e) LCDR2 > H E 7 SEQ ID NO:194
< A FY  k(f) LCDR3 » HAAHSEQ ID NO:59
BB A -

[0107) HEHE—BHHUF  MEFHAZIREES ¢ B
SEQ ID NO: 70 EEFIE A ZEZDLIS%—EMHH VHE
Ik e B B e A1) -

[0108) X —BHHF  MEFHAZIRES ¢ B
SEQ ID NO: 81 AEKFINEAZ2DVIS%Y— MU VLE
Ik e B B e A1) -

[0109) EHE—BHHUF  MEFHAZIREES ¢ B
SEQ ID NO: 70 EEFIE A ZEZDLIS%—EMHH VHE
Bk W 8% Fp 5 e B1SEQ ID NO: 812 EMFINAAF 2D
95%— E( M8y VL Bk b & B e A1 -

[0110)] EXE—FHWHF > EFHNEHNRES
SEQ ID NO: 70 VH% ik fit % % F£ % & SEQ ID NO: 812 VL

% K B B BE Fe 51 e

[0111]) HHE—FwH+  HEFHAEHREES
SEQ ID NO: 114(MAWVWTLPFLMAAAQSVQAQVQLV
ESGGGLVQPGGSLRLSCAASGFTFRSHWLSWVRQAPGKGL
EWVSNINYDGSSTYYADSVKGRFTISRDNSKNTLYLQMNS
LRAEDTAVYYCARDTYLHFDYWGQGTLVTVSSASTKGPSV
FPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSG
VHTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCNVDHKPS
NTKVDKTVERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLM

894877 25 36 H - 3 62 H(EFHHRHAE)
111137296 FERLE A0202 1123032975-0
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ISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAKTKP

REEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAP
IEKTISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGF

YPSDIAVEWESNGQPENNYKTTPPMLDSDGSFFLYSKLTVD
KSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK) = SEQ
ID NO: 172 E# % Ik 2’ F % & SEQ ID NO: 125
(MSVLTQVLALLLLWLTGTRCDIALTQPASVSGSPGQSITIS

CTGTSSDVGDINDVSWYQQHPGKAPKLMIYDVNNRPSGV

SNRFSGSKSGNTASLTISGLQAEDEADYYCQSYAGSYLSEV
FGGGTKLTVLGQPKAAPSVTLFPPSSEELQANKATLVCLIS

DFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSY
LSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS) = SEQ
ID NO: 173 2 & #f % Ik B B B e %1 -

[O0112) £ —(EEHH + » AEHZHEFARILE
HEKNESHAERIE - £ —@EEEH+ - KEHZ L6
BHENE S ABMABLLERIESARNE - 207 >
mE MUk EiE -

[0113]) fE—WEEGE + - tEFHNEIE SHILE
EdherE - HEABENESHZXELRIE - &0 & 5L
Z VHE VLR A & * SEQID NO: 70 2 VHZ Ak bz & B FF 71l
FSEQ ID NO: 812 VLEZ ki EFY - ZMi s H L 2 H
i B RFR Y E S ¢ SEQ ID NO: 1722 E# X Ik A K P
5} SEQ 1D NO: 173 2 ¥ g % K f & B 7 41 -

[0114]) 2 i & 2= it VHZ FF ¥ (SEQ ID NO: 70) :

894877 5837 H - H 62 H(EEHHRHE)
111137296 FERLE A0202 1123032975-0
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QVQLVESGGGLVQPGGSLRLSCAASGFTFRSHWLSWVRQA
PGKGLEWVSNINYDGSSTYYADSVKGRFTISRDNSKNTLY
LQMNSLRAEDTAVYYCARDTYLHFDYWGQGTLVTVSS

[0115]) ZE dh & B i VL 2 F J] (SEQ ID NO: 81) :
DIALTQPASVSGSPGQSITISCTGTSSDVGDINDVSWYQQHP
GKAPKLMIYDVNNRPSGVSNRFSGSKSGNTASLTISGLQAE
DEADYYCQSYAGSYLSEVFGGGTKLTVL

[0116] ZE #i &k 85 $i H-## ~ J7 1 (SEQ ID NO: 172):
QVQLVESGGGLVQPGGSLRLSCAASGFTFRSHWLSWVRQA
PGKGLEWVSNINYDGSSTYYADSVKGRFTISRDNSKNTLY
LQMNSLRAEDTAVYYCARDTYLHFDYWGQGTLVTVSSAS
TKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNS
GALTSGVHTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCN
VDHKPSNTKVDKTVERKCCVECPPCPAPPVAGPSVFLFPPK
PKDTLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVH
NAKTKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVS
NKGLPAPIEKTISKTKGQPREPQVYTLPPSREEMTKNQVSL
TCLVKGFYPSDIAVEWESNGQPENNYKTTPPMLDSDGSFFL
YSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSP
GK

[0117]) EdarEHL-## 2~ F 5 (SEQ ID NO: 173) :
DIALTQPASVSGSPGQSITISCTGTSSDVGDINDVSWYQQHP
GKAPKLMIYDVNNRPSGVSNRFSGSKSGNTASLTISGLQAE
DEADYYCQSYAGSYLSEVFGGGTKLTVLGQPKAAPSVTLF

894877 25 38 H - 3 62 H(EFHHRHAE)
111137296 FERLE A0202 1123032975-0
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PPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGV
ETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEG
STVEKTVAPTECS

[0118) fE —MEEHM T  HEFMWERBES
SEQ ID NO: 70 VH% kit B B # 5 % & SEQ ID NO: 195
L % Bk B B B 5 % (DIALTQPASVSGSPGQSITISCTG
TSSDVGDINDVSWYQQHPGKAPKLMIYDVNNRPSGVSNRF
SGSKSGNTASLTISGLQAEDEADYYCQSYAGSYLSEVFGGG
TKLTVLGQ) < SEQ ID NO:81 2 VL% Jik fg B B 7 71| 14 1R 42
Kabat 2 & fii 48 - 1952 VLZ KB A B 7 71 F VLI 2 &
Wl > How E R 1B Kabat 2 7 51 > {8 78 & 1B & AN W B A
B -

[0119) AMAZH ZHEEFNEILAE - 585 W E dh &
B P Z AN M AE WO02009/047356 91 ff AL 0 3% B OR N B
af i R ERAEM G Z AR AKS - EFEETH - 60
RHRBAHUA T2 -—EOERE  MEBEENRHEEZ
witEREE S AFHEBEFEFNE MG ER > BT
ER@msmbotrEZFREEEFNE2AGMER > B
fESmadl Wi BE(L T E R HETEBE N E 2 GIER - ik
M FAIEBELRP-6 2 &G » H@gmE Pk &E
BER®WE - @ EFTH > WO02009/047356 5 3% 4 1 4t Itk 55 B
(K

[0120) fE — & F B+ - EFMWEH B E S (2)
VH% Bk F %] » HELSEQID NO: 198 Fr i 2 B E W F 7 &

894877 25 39 H - H 62 H(EEHHRHE)
111137296 FERLE A0202 1123032975-0



202323278

5% D 90% Bl — B Mk ;- R/ (b) VL% AL FE 5 - H B SEQ
ID NO: 199 Ff 7 2 B £ 8 /5 51 B 5 % 0 90% ¥ 5| — %
Moo AE— A E R T HEE A E M AE A S SEQ ID
NO: 198+ B & 2 i 5 B2 7% 51 9 VHZ Bk 7 91 2 & & SEQ 1D
NO: 1995 Ff iR 2 i 5 W% F5 51 69 VL% Bk 5 51 « {0 — 25 B B
Bicp o BB E BB R S M (HO)S Bk P 1 - 5 BT SEQ
ID NO: 196 Ff 77 2 B £ 8 /5 ¥ B 5 % 0 90% ¥ 5 — %
M o /SCHE$E(LC)% Bk FF HI 0 HBLSEQ ID NO: 197§ Ff 7t
R YRR B D 90%F B — B - 4 — (@ B 5 fl
o HUEE B Z S BS ALFE B 2 SEQ ID NO: 196 F R 2 B
W% VI B9 HC % Bk 91 % & & SEQ 1D NO: 197 Ff ik 2
£ W 7 9 8 LCS Bk B 91 -

[0121) ff — S EH I+ REFANZHBES ()
VHZ Bt 71 » H B SEQ ID NO: 2020 Ff ) ~ B % B 5 1] &
5% D 90% Bl — B Mk ;- R/ (b) VL% AL FE 5 - H B SEQ
ID NO: 203 Ff 7 2 B £ 8 /7 5 B 5 % 0 90% ¥ 5 — %
Moo AE— A E R T HEE A E M AE A S SEQ ID
NO: 202+ B & 2 i 5 B2 ¥ 51 69 VHZ Bk 7 91 2 & & SEQ 1D
NO: 203 Ff % 2 i B W% F5 51 69 VL% Bk 5 510 « {2 — 25 B B
Bl BB Z B R S B (HO)S Bk P 1 - 5 BT SEQ
ID NO: 200 Ff 77 2 B £ 8 /5 5 B 5 % 0 90% ¥ 5 — %
M o /SCHE$E(LC)% K FF HI 0 HBLSEQ ID NO: 201§ Ff 7%
R YRR B D 90%F B — B - 4 — (@ B 5 fl
o HUEE B % S KR A FE B 2 SEQ ID NO: 200 Fi R 2 B

894877 2540 H - H 62 H(EEHHRHE)
111137296 FERLE A0202 1123032975-0
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E WA HWHCZ L P %] & 8 & SEQ ID NO: 2017 Ay /x 2 i
HEBEFIBILCE LR F -
[0122] T X REEEFMNEZNRBE ZILFT
HC% fit %] : EVQLVQSGAEVKKPGASVKVSCKASG
YTFTDYNMHWVRQAPGQGLEWMGEINPNSGGAGYNQKF
KGRVTMTTDTSTSTAYMELRSLRSDDTAVYYCARLGYDDI
YDDWYFDVWGQGTTVTVSSASTKGPSVFPLAPCSRSTSES
TAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGL
YSLSSVVTVPSSNFGTQTYTCNVDHKPSNTKVDKTVERKC
CVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVV
DVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVV
SVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKTISKTKGQP
REPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESN
GQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVFS
CSVMHEALHNHYTQKSLSLSPGK (SEQ ID NO: 196)
LC% ik FE %] : DIQMTQSPSSLSASVGDRVTITCRASQD
ISNYLNWYQQKPGKAPKLLIYYTSRLLSGVPSRFSGSGSGT
DFTLTISSLQPEDFATYYCQQGDTLPYTFGGGTKVEIKRTV
AAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQWKV
DNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHK
VYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO: 197)
VH% fik %] : EVQLVQSGAEVKKPGASVKVSCKAS
GYTFTDYNMHWVRQAPGQGLEWMGEINPNSGGAGYNQK
FKGRVTMTTDTSTSTAYMELRSLRSDDTAVYYCARLGYDD

894877 41 H - H 62 HEEHHRHE)
111137296 FERLE A0202 1123032975-0
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IYDDWYFDVWGQGTTVTVSS (SEQ ID NO: 198)

VL % fik F£ %1 : DIQMTQSPSSLSASVGDRVTITCRASQ
DISNYLNWYQQKPGKAPKLLIYYTSRLLSGVPSRFSGSGSG
TDFTLTISSLQPEDFATYYCQQGDTLPYTFGGGTKVEIKRT
V (SEQ ID NO: 199)

HC % fit ¥ %] : QVQLVQSGAEVKKPGASVKVSCKVS
GFPIKDTFQHWVRQAPGKGLEWMGWSDPEIGDTEYASKF
QGRVTMTEDTSTDTAYMELSSLRSEDTAVYYCATGDTTYK
FDFWGQGTTVTVSSASTKGPSVFPLAPCSRSTSESTAALGC
LVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSV
VTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPP
CPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQE
DPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVSVLTV
LHQDWLNGKEYKCKVSNKGLPSSIEKTISKAKGQPREPQV
YTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVFSCSVMH
EALHNHYTQKSLSLSLG (SEQ ID NO: 200)

LC % Bk 5 %] : DIQMTQSPSSLSASVGDRVTITCKAS
QDVHTAVAWYQQKPGKAPKLLIYWASTRWTGVPSRFSGSG
SGTDFTLTISSLQPEDFATYYCQQYSDYPWTFGGGTKVEIK
RTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVQW
KVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEK

HKVYACEVTHQGLSSPVTKSFNRGEC (SEQ ID NO: 201)
VHZ ik B %] : QVQLVQSGAEVKKPGASVKVSCKVS

894877 542 H - H 62 H(EEHHRHE)
111137296 FERLE A0202 1123032975-0
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GFPIKDTFQHWVRQAPGKGLEWMGWSDPEIGDTEYASKF
QGRVTMTEDTSTDTAYMELSSLRSEDTAVYYCATGDTTYK
FDFWGQGTTVTVSS (SEQ ID NO: 202)

L% Bk % @ DIQMTQSPSSLSASVGDRVTITCKAS
QDVHTAVAWYQQKPGKAPKLLIYWASTRWTGVPSRFSGSG
SGTDFTLTISSLQPEDFATYYCQQYSDYPWTFGGGTKVEIK
RTV (SEQ ID NO: 203)

[0123]) fEF—EFHHF »r MEFHEINRE S ()E
#i n] 5 & CDR1 » H A & SEQ ID NO: 49 From 2 g A B Fr
F 5 (b)E ## o] B & CDR2 » H A & SEQ ID NO: 155 fi R &
B ZL B8 7 %)) 5 (c)EE ## A] 8 & CDR3 > H A & SEQ ID NO: 26
TR OR 2 B E B P A (d)EC g 7] & [& CDR1 » H f1 & SEQ
ID NO: 371 Fron < B A B B 51 5 (e)®E g o] 8 & CDR2 » H
f & SEQ ID NO: 48t fyim ~ B B B B 51l 5 e (f) 8K 3 o] &
& CDR3 » H A & SEQ ID NO: 597 AR Z g & B i 51 -

[0124] fEF—EFHHAF »r iEFHEINRE S ()E
g 0] 8% & CDR1 > H A & SEQ ID NO: 1781 A/ 2 i & % Fr
F 5 (b)E # 7] & & CDR2 » H A & SEQ ID NO: 17991 Fi iR
ZHEMRFA  (c)E g a2 &CDR3 » H A &SEQ ID NO:
26 BT Z B BB P Y ()EE #E 0] B & CDR1 > H A&
SEQ ID NO: 379 fr iR & M B BE 7 71 0 (e) B 3 o] & &
CDR2 » H A &SEQ ID NO: 180 s 2 A F I & K
(f)#¢ g% o] 8 [& CDR3 » H A & SEQ ID NO: 1819 AT /R Z &
B Fe oo

894877 5543 H - H 62 H(EEHHRHE)
111137296 FERLE A0202 1123032975-0



202323278

(o125 E—&£FH M+ > MEFHARABE S ()=E
## W] & & CDR1 > H A & SEQ ID NO: 4 AR Z Bg & B Fp
F 2 (b)E 8 1] 2 1& CDR2 » H A& & SEQ ID NO: 1797 B
ZHEEBFS G (c)E# T #ECDR3 > HE& &SEQ ID NO:
269 Aron Z WA B A (DB P] 8 & CDR1 - HAE &
SEQ ID NO: 37F FBrorn Z g 2 B FF 5] & (e) ¥ i 1] 2 &
CDR2 > H A& SEQ ID NO: 180 Frm Z i BB 5l 0 &
()& § o] % & CDR3 » H A & SEQ ID NO: 1815 foRn Z %
B3 -

(0126 fE —~EEHHH + > MEFMEHEBHILT F

g > fBE = B B A 55 7,879,3225F + 55 8,246,9535% -
% 8,486,661 5 - % 8,003,108 5% - & 7,592,429 5% -~ &

8,017,120 &t Z¢ 55 10,449,250 5% - = H A HE XS
WO02018/115879A1 % -~ % WO2018/115880A1 5 - %
WO02013/019954A1 % -~ % WO2008/115732A2 5t =X %

WO2015/087187A1 5% ; B¢ = B & F H F /N B £ 5
20110044978 A% © 3 % 45 Ik L3I P 2 7 =0 % 48 6 AL -

(0127 f5 — £6 B B 1 o - 008 5 #1122 4048 (5 % [ 2%
B B RA R -

[0128) B M © 16 5 5 41 L 2 wntfs 9% (§ 2 45 47 3% o
UEL BT B B D % LR P L 2 B - b R AR 9 A 2 40
~ super top flash (STF) %} #f & & - {¢ 8 5 1l & {7 4£ T
wntF B 2 E MK E 2 HM 0 ICS0/ 1 mM - 100
nM >~ 20 nM ~ 10 nME & K - WO2009/047356 % 7t 5% wnt

894877 544 H - H 62 H(EEHHRHE)
111137296 FERLE A0202 1123032975-0
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STF oy #fr & -

(0129 BB " 4 A 7Y 4l B 2 B8 (k73 M7 & o [H B o
MERZMHEEH ) 2k BERBEEERANRZ oA
o [EHEE I EFEAA R BMP2EE & 2 bE (LK E 2 b8
IC50/hNFA1T mM ~ 500 nM ~ 100 nM ~ 10 nM ~ 1 nME; F (&

[0130] BB " #£ Smadl i B (& 53 #7 7% & [H By & & Il
RZMHMER, 2R BEREEENRANR Z oA
oo AEREE I R F AL T EBMP6EEE 2 Smadl b B (LK B &
Ingg > ICS0/NIAT mM ~ 500 nM ~ 100 nM ~ 10 nM ~ 1 nME{
A& -

(O0131] BARY " 40 &0 8F 5l F B LRP-64E & |, Z i
fe > WEMENFE S ZBELRP-6G o Z ik - IC505 1
mM -~ 500 nM -~ 100 nM ~ 10 nM~ 5 nM~ 3 nM~ 1 nME( &
& -

[0132]) RARY "HMBEEK - BEREE , 2k
EEMEEHAES A HE E 2 PTHE & H H 80a B K
EEEIFRN  BFEREFEZIRE  SHLOEFEHI100 pg/kg
hPTHR] 88 /5 & -

[0133] & — (@ & §e f 7 - A 3% 2 fi B & Al & 51 88
G0 E Rk B TECR D B R U e

(0134] f —{EREHE & > AFHEM—HEHREHEA
HEEZFHBERIO L HeaEgEARZ ANEHES
RHEERAVNEZERNRZAER  FEEVEGIIEA
ZHEE > HHBZiE XX XIHE &8 A SEQ ID NO:70.Z

894877 25 45 H - H 62 H(EEHHRHE)
111137296 FERLE A0202 1123032975-0
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VHFF %] # & & HCDR1 - HCDR2 } HCDR3¥, > VH & B FH
SEQ ID NO:81 2 VL7 %8y & & LCDR1 - LCDR2 kx LCDR3
W VLI EF N E e -

[0135) fE5 — Rl » AHHEMSM -—FEHEFONE
fiee > HAREEFHEHBEER HPEMA & BEEEA N
EZNEFHNENRE  FEZ2VPEHIBEAZFE > HHE
i 88 X X FH B B 5 B A SEQ ID NO:70 2 VHFF S By & &
HCDR1 - HCDR2 }; HCDR3#{ 2 VHE E 7 SEQ ID NO:81.~
VL %8 f1 & LCDR1 » LCDR2 K LCDR3, 2 VL&Y ¥1 18 &
& e -

[0136]) £ —RefEd » AHHEREFWEHNE
AR EREFEFHEMER ZERNWAR  HbaRETE
BEABNHERAVNEZMEENZNE  FEZE /D EE
13 A 2 - BHHFHEXXMHEE®GFEERFASEQ ID
NO:70 VHJE %l #y A1 & HCDR1 - HCDR2 & HCDR3 ¥ > VH
F B SEQ ID NO:81 2 VLFF 4l #J A1 & LCDR1 ~ LCDR2 K
LCDR3 ~ VLEY Hi i F #l & Hi f8 -

[0137) fe — (M EGF - REBEAZXHEHN 2 EH
M aE bl RS R 1071 M2 310 /7 (5 fi Biacore & M)
GalFllE X XHEEBREEREASEQ ID NO:70 2 VHFF
5By & 4 HCDR1 - HCDR2 & HCDR3#k > VHE E 5 SEQ 1D
NO:81 2 VLI %] fJ 1 & LCDR1 ~ LCDR2 & LCDR3 3 2 VL
(ORI =N

[0138] MR A - RIB A K 2 X HE 88 =

894877 2546 H - H 62 H(EEHHRHE)
111137296 FERLE A0202 1123032975-0
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L Ath 45 & BI AL T SC A7 it 2 Biacoresd X [H B 4 7 34 o B iE B
MESGES FTHEIHNIBRESRH CHECREEGY) L4
EHEEEHWENRBRNE SR 2 RHEMHE S 2 80%H
0.1% (PIa080%E4%) 2 ] » FrHI{Efx K &E & < 75%H1
0.1% (FIaM75%E4%) 2 - HEFF A ET0%H0.1% (f 20
70% 2 4%) 2 » AERBHERRERRES (W EER)Z
65%H10.1% (Fl AW 65%% 4%) 2 [ -

[0139) N — MLt — 78 & 8 ~ Biacore sy #1075 »
P E Dide Bt H th 45 & B 2 & 3¢ X MH B B0 RS # 3 XTH B AR
BAZHE PR - KEAE - & o R e B SR I 2 AF
WEAERGS SR —EEM -

[ 0140] Biacoref& ({5 %l Biacore 3000)#%7 I8 B & B 2
2R AT IR AR

[0141]) BWEFH ETFEMEREH 2 M & L2
WM EDC-NHSHE # & )8 il 50 CM5 Biacoreft 5 & » DLE &
KRN EEM o FH  HEGUEN GG KE - BE
A 200-800(F LR E iy 2 HEH M ER R B & (% 2R H#
HEH EEKE - AEBES AT GERRE 2 S B
B F1) e

[0142] % o & #Il & i # %2 Biacoreft 5 2 55 — T )5 &
A T B ZEE R > B 40 NS Clif HisfE 3
Z R E o AL A A T o Hi HisHi #S K Bl Biacore & F
e OFFHSEDLZEEFMNZRZFEBERR FAE O
His#i B8 il 42 -

894877 547 H - H 62 H(EEHHRHE)

111137296 FEHESE A0202 1123032975-0
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[0143] & F5F 5 4 2 L THBr £ g 70 2 Wi Tl 1 7% BA
SEUBEtEdEBEZEWOL —tE—-—EHE)EEHEEHE
ZEBmRFPUEENARSY - EHZIEHREEREE
AMEBEEEZ&E K > FIAOPBS (136 mM NaCl ~ 2.7
mM KCI -~ 10 mM Na,HPO, ~ 1.76 mM KH,PO4 > pH 7.4) -
ENGoUHBETERER  BIXNBIZ2TERIEZ
WorERIA&IE LELORE Sl ZR)&E o i 2 &

m HHU

il

[(0144] WA EEV T SN BIREERA S > LI
O 5% PiHS 1L 45 & {£ Biacoreft i R 2 W FHI E 7 F LAVE &
frBef - BeWP 2B EAMHEEZIERREERE
) HZBREAEEA1.0 mME 1.5 mMZ [ (& R4 & iz

) o
(0145] N EASSFEBRABIEBER - AR
EEEBFRZIEGEHREAANNAREGY Z & @K M

B BmEAR -

(0146 f B 38 & 90 4 8 &8 18 & 0] 2 % #f 2 Biacore
SR BRSEG - A %M PR (G530 mM HCD &
MERGISERERES e BENE  BRRE
GrEENES TIWBEE BHEEF - NB 2B NER
BRSEENERM L EALLRES - Ik HlOED
BEMEBEE  HERETEBUBRTEE S 2 R
THEGHES X EENE - BHEFEF _NB LB NER
BRACHRANREH AT ARREL L E -

894877 25 48 H - H 62 H(EEHHRHE)
111137296 FERLE A0202 1123032975-0
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[0147] e KR¥ & &8 & 7 € & K & §i 88 B 18 B 6 5
RLGOHEN - HEREBRBEN B EGCY ZIEIRSG
BHETHER HFEREcERNEREs  AIWEREMELE
X PH B e

[0148] f:40 T Ayt Z ELISASy #r75 o » 35 B AL 7B K
Mt gl ZPREFEALETESG 285 0= EHE 58
B% 1 BB LM EE o A R A B BE O I & b RS At 4 (F 6F o
ZEMEROCE  ZHiicEcWERTINR ZE8) N E
60%E1100% 2 [&] > FF Al 2 70%51 100% 2 ] - H & % 51 80%
E1100% 2 [H > Al Piae E & & %X XTH B -

[0149] MW FAMEZNB KNS —HFAMAREEH LXK
SCTH B 7K A] #& i (£ FH ELISA S #f JA 2K {2 ] - ELISA Sy #f7 04
< — M R B Ko P iE o Ml = P RS & i £ ELISARR 2 5L
FE-#HEHBE S M AR QB Z 585l & b
AN ER T (JREL > FHEELISABRE &)  HERARE
ZHWEEMERRME S F -

[0150] B ESA EZMBRBRT ZPLHEF & FHA
RBEEZHFHNE> T 285 - HMERABRBLUBRAR B E
fi iR e LEHAE > HIABRSE B RHEHIEL R
EE_FRMEAERESNRZEP RO EMNECSY -
EEHBEZHESMNRENANENE s 2 F IR Z
B oo BR T AE 3 X TH B 28 Z DUAS BY DU RS R AE F 5 R &
ficiBUEalERFMNR TREMAHANEGR ZLIUREE
F_ABARMEABAFETTE G ZHEAR T T8 E K

894877 5549 H - H 62 H(EEHHRHE)
111137296 FERLE A0202 1123032975-0
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"/

=

[O0151] F I & ¥ W 2 78 & Ab-X K Ab-Y 2 §il 8 & —
& o 5F Al A i AL 0ROy A A o AE BE E AD-X{E K B 2 L
BT K HEMEELISAR 2 L AEHEHE ZMH
B HEr B - Dl KRR BV B 12 R D 3R |y JE i R
s  HERHBEBEZAD-YRIMEELISABR G - #1551
ZAb-YWE B R o d 2 = H B £ /DI ELISARE & i
W EAEMNZAXEEHZE oL 2 EHESIL0
- HEAMESNR > EEEALAFNIEENREZHE
Z/HHEHANEMS L2 Ab-XE FHl £ 4 G i B2 EHE
‘258 - L@ B EM Z1& > JLRELISAS H A D6 &
MEEMSELLEM M &M 2 sl REE L E X
TRAVG-XREULUGE G ZHEFNRZE - ZoMAZE R
EREBEBRLEEFEM B LB T BAD-X) » B 2
ARMEIUARE (£ ILE R T & Ab-Y) ~ 2 8 5 flll & & &K (5
Bl > s R)REHEANRENAN LT EBHE
e MO MEAEZGBUHEHREREZERERERTENR ZE
(AEEBE X T BAD-X)~ EF ZFRMHEPE & & &K
R FERMEBIE) - B E R & u R E R E AL
THEGRE - ELISA AT ZLL BT A EE - DIE
FETEHEEFREVP AT RERVOE -

[0152] e NEFEWEIEIEREMZIE KW
MR AFF ZEF)NBMNERTMA BB - Ab-X
KAb-YE W FHl R 2R A D EEFE) > K XH B oy ik

894877 25 50 H - 3 62 H(EFHHRHE)
111137296 FERLE A0202 1123032975-0
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T DLW AR R DR 1R Ab-XUZ 2 ffi £ ELISAE
FE2Hife  HA-YRABARFTZHEFHE 5 K224 Ab-
YEEMEELISAR 2B HAV-XBB KT Z 8 FiH
E%o

[0153) fE S5 — Rl - ASHEME -HHNERA
HEREECBMHBERO T EZ  HBEEBEARZ ABHEE
REERARNECHEFNENLSE  FFE 2DV HEBEIIEA
W HHPT ZHiE B aEE AR A SEQ ID NO:70 2 VHFF
5 #) f 4 HCDR1 - HCDR2 K HCDR3# > VHE E A SEQ ID
NO:81 > VLE %] & & LCDR1 - LCDR2 & LCDR3 5 2 VL
NiEBNENESEcHEREAE & -

[0154]) fE55 —RefEf - A IHEMRIEF RN
fe > HAREEFHEHBERER HPSWEHAEHREGEANE
ZHEFNENRE  FEE2VEEIEH 2KE > HHEF
i #8 P fE B SEQ 1D NO:70 2 VHFF 5l #y £ & HCDRI -
HCDR2 & HCDR3# > VHF B /A SEQ ID NO:81 2 VLFE %1 Y
£ 4 LCDR1 - LCDR2 & LCDR3¥ > VLAY 4 31 1 & #l & 1
A 45 & M E PR R E B

[0155) iS5 — Rl > A BHIEHRMEFTNENIE
AR ERAGEEFHEHMAER <SR HZR > HPREAE
BEEALBEGEANEZHEFNENSLS  FEZVEHE
138 H < BFEz » HEGS BB EEHRASEQ ID NO:70 2
VHF 5 # & & HCDR1 - HCDR2 }r HCDR3#{ > VH K B &
SEQ ID NO:81 2 VLI % #y & & LCDR1 -~ LCDR2 )z LCDR3

894877 5551 H - H 62 H(EEHHRHE)

111137296 FEHESE A0202 1123032975-0
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B VLEY &S Hi i F fl R B8 45 & B 40 7 Ok E &

[0156]) fE—EEMMF > MBAFHED ZEF
M aE bl RS R 1071 M2 310 /7 (5 fi Biacore & M)
e tEoF R B BLEREEASEQ ID NO:70 2 VHFF 5 H#Y &
4 HCDR1 - HCDR2 J; HCDR3#{ > VHE E 7 SEQ ID NO:81
~ VL %4 f1 & LCDR1 ~ LCDR2 }; LCDR3%§ 2 VLY $i b
FHI R PR & S E R R E

[(0157) HEEBMEAEEZEREIMERMBH
B RIHY o B B0 XBS 4R 4R 2 IR (NMR) ~ & -
MXBMBEBEREZRG  ERNR2 T EHNENFEE 2 &
(£ AbbottZE A " Current approaches to fine mapping of

antigen-antibody interactions | Immunology 28 142 %& ,4
(2014): 526-35D U HfP 2 2F LR FP EET@wiE) -

BEEHSY

[0158) fE—MEEMMF > FIEFHAEHERMAELEE 2
HEREME - BEACY T M E L E o2 2 &8k
o - At - fE—RREF - AHHEMR—EMNIEE T MM
ERBHEGY  HEEWALERERLNEFMNENE
RE#Z oz 2 &8E HIbPGEAKBEEFEANE Z
MEFHERE  FEE2VHEGI3EH KR - EE 848
ez —BEBHEAF > B EEEASEQ ID NO:70Z VH
% By f 4 HCDRI1 - HCDR2 & HCDR3¥#§ > VH R B H SEQ

W

ID NO:81 2 VLFE %8 1 4 LCDR1 - LCDR2 & LCDR3¥# ~

894877 28 52 H - H 62 H(EEHHRHE)
111137296 FERLE A0202 1123032975-0



202323278

VL - B @ B | o] # 7 ~ & 5 &5 &5 KB R -

X 5 E N

[0159] & — @ & K f 7 > A 3% U4k — fH A 6 &
NFHEBEEHEZOIWI A > HEEEgHEARZ NBHEZKRAS
BH M E £150-2500 mgZ L& M R fe > 78 £V HE
FI3E A ER 2 18F Z K kg -

[0160] - — MBI EM G o ~ AFHEM. MM RNE
MABBREZHBZOIM L Z  HEEEEARZ ABESZ KA
B ANE Z150-2500 mgZ I FMAEDR > FHFEED
B0 A £ & X 18F L& -

[0161] 5 — E M Bl » A SFUIE f —FH A N6 &
0-17p < ANBEE ZOIN HA > HBEEEMEA mZ ABE
R GFEANE 220-40 meg/kg Z U H AR LA > &
Z/0EGEI3EH 285 2 18F ZKFEE -

[0162] At — MBI EM G o ~ AFIHEM. M NG
BO-17Tp < N EZ ZO0IWHZE > HBEBEEMEA BZ AHE
BERAGHFEANE 220-40 mg/kg Z JIE TR -
GEDVEEIOMA 25K D I8F ZHEE -

[0163] & — @ & K f 7 > A 3% U4k — FH A 6 %
NFHEBEEHEZOIWI A > HEEEgHEARZ NBHEZKRAS
BH M E £150-2500 mgZ L& M R fe > 78 £V HE
BIBHEAERZISFELRHE  HPiEsEnEgEas A
A SEQ ID NO:70.Z iz & B; Fr 5l £ VHZ ik 7 5l & A 3 SEQ

894877 25 53 H - £ 62 H(EEHHRHE)
111137296 FERLE A0202 1123032975-0
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ID NO:81 .~ fig B % F7 51l Z VLZ JIK 7 51 -

[0164] ft — MR EMRH o ~ AR HEML M RNE
MABBREZHBZOIM L Z  HEEEEARZ ABESZ KA
BEAWE Z2150-2500 mg 2 iR EZE  FFEE2D
BEINEHERDIBFZRE > HPRESFAZHAEGS
H A SEQ ID NO:70 Z i & % Fr 51l < VHZ ik 7 %1l &t B 7 SEQ
ID NO:81 .~ fig B % F7 51l Z VLZ JIK 7 51 -

[0165] # 55 — E M Il 7 » A SFUIE ffk —FH A U6 &
0-17p < ANBEE ZOIN HA > HBEEEMEA mZ ABE
R GFEANE 220-40 meg/kg Z U H AR LA > &
VEGEIBHEA ERZPISELHE > HPHEFHEAER
2 HE A SEQ ID NO:70.Z iz B B Fr 5l £ VHZ ik Fe 5l & B
SEQ ID NO:81 iz £ F¢ 5] Z VLZ K 7 51 -

[o0166] - — MBI EM G o ~ AFIHEMN—HEHNE
WO-17p  NBEZ ZOIN 5% > HE#EESEHA & AE
BERAGHFEANE 220-40 mg/kg Z JIE TR -

E2HVHEEIMAERZI18FE ZHKE - HP sl &
fz Bl & B A SEQ ID NO:70Z g B B 7 ¥ < VHZ Ik Fr %1 &
LA SEQ ID NO:81 Z f AW Fp 7 Z VLZ K 7 51 -

[0167] & — @ & K f > A 3% U HE ffk — FH A /6 &
NFHEBEEHEZOIWI A > HEEEgHEARZ NBHEZKRAS
BH M E £150-2500 mgZ L& M R fe > 78 £V HE
BBHEAERZISFELRHE  HPHEFHNENEEEE
= SEQ ID NO: 1987 jiz & B¢ 7 5 B9 VHZ ik 7 51 & £ & SEQ

894877 %5 54 H - H 62 H(EEHHRHE)
111137296 FERLE A0202 1123032975-0
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ID NO: 199~ Ji B B F= 51 69 VL2 Jik 7 %1 -

[0168] At — MBI EM G o ~ AFIHEMN—HEHNE
MABBREZHBZOIM L Z  HEEEEARZ ABESZ KA
BEAWE Z2150-2500 mg 2 iR EZE  FFEE2D
BEIEH ERPISFLRE > HPF B FHRIEESE
B & SEQ ID NO: 1982l AR F YR VHZ K FA kE &
SEQ ID NO: 199 2 Mz A B Fr 51 HY VL% Ik ¢ %1 -

[0169] 5 — E M fl 7 » A SFUHE ffk — FH A U6 %
0-17p < ANBEE ZOIN HA > HBEEEMEA mZ ABE
R GFEANE 220-40 meg/kg Z U H AR LA > &
EVEBIMEH ERFI8F ZKE > HPREFIRIE
B 5 8 & SEQ ID NO: 198 7 iz A B Fe 70y VHZ ik 7 51l K &1
@ SEQ ID NO: 199 7 iz £ B F¢ ¥ 8y VL% ik F7 51 -

[0170] fe — MBI ER O o » AR HEML M RNE
WO-17p  NBEZ ZOIN 5% > HE#EESEHA & AE
BERAGHFEANE 220-40 mg/kg Z JIE TR -
E2HVHEEIMAERZI18FE ZHKE - HP sl &
#% Bl 5 B & SEQ ID NO: 198 2 i & B 7 5 8y VH Z ik 2 51 k¢
@ SEQ ID NO: 199 7 iz £ B F¢ ¥ 8y VL% ik F7 51 -

CO0171] & — @ & K 1 > AU — FH A N6 %
NFHEBEEHEZOIWI A > HEEEgHEARZ NBHEZKRAS
BH M E £150-2500 mgZ L& M R fe > 78 £V HE
BBHEAERZISFELRHE  HPHEFHNENEEEE

E)

2 SEQ ID NO: 2027 iz & B¢ 7 5 B9 VHZ ik 7 51 & 1 & SEQ

894877 25 55 H - H 62 H(EFHHRHE)
111137296 FERLE A0202 1123032975-0
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ID NO: 203 7 Ji 5 B = 51 69 VL& Jik 7 %1 -

(o0172] fe — MBI ER O o - AR HEM. M RNE
MABBREZHBZOIM L Z  HEEEEARZ ABESZ KA
BEAWE Z2150-2500 mg 2 iR EZE  FFEE2D
BEIEH ERPISFLRE > HPF B FHRIEESE
B & SEQ ID NO: 2022 AR F YR VHZ K FI K E &
SEQ ID NO: 203 Z Mz A B Fr 51 HY VL% Ik ¢ %1 -

[0173] #e55 —E M B > A SFUIE  —FH A N6 &
0-17p < ANBEE ZOIN HA > HBEEEMEA mZ ABE
R GFEANE 220-40 meg/kg Z U H AR LA > &
EVEBIMEH ERFI8F ZKE > HPREFIRIE
B 5 8 & SEQ ID NO: 202 7 fz A B Fr 70y VHZ ik 7 51l K &1
& SEQ ID NO: 203 2 iz £ B F¢ ¥ 8y VL& ik F7 51 -

(0174] fe — MBI ERO o - AFHEML M RNE
WO-17p  NBEZ ZOIN 5% > HE#EESEHA & AE
BERAGHFEANE 220-40 mg/kg Z JIE TR -
E2HVHEEIMAERZI18FE ZHKE - HP sl &
e Bl #5 B & SEQ ID NO: 202 2 i A& B 7 5 8y VH Z Ik 2 51 &
& SEQ ID NO: 203 2 iz £ B F¢ ¥ 8y VL& ik F7 51 -

ABHLZERK G
gl

(0175] A G fI 4 —IH B W12 A 2 1% % 5 208
iR - BfEo0REZEH &AL HIIVEKH A~ 2

894877 25 56 H - 3 62 H(EFHHRHE)
111137296 FERLE A0202 1123032975-0
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111137296

(O1) L 7 3 COL1A1/COLTA2ZE 8 ~ jt & A » L {E 38 % 54F
NAEBEY - BEEE D %28 me/kes 20 mg/ke| B ~ %
fEEE G 0 @128 F - % AR B H0EE 0 Wk IR AR
B o 3% B 95 B 0 FE f DXAE B 2 B i @ BB B % FT (BMD)
FEG H R 128 BB B R G  EEE S - RAEL 3+ 6
OR 12{E H BB M B BBk 2 YR A R L NS AT Bk
(PINP) R B 0 U 2 4 ) #8 52 ) C Ui i ik (CTX-1) -

(0176 75 B8 % 4> B0 % 22 i 6F B J0 06 R 40 2 6044 (8 &
o 294 FI8 me/kgA 0 B A B H 31420 me/keih
BoOBHBRE - EEEECAGEEEM(ROEKE (R
3)IE B B4 BB T b T -

2 HEREHEI D 2 EHREERE
EMEFREII8 me/kg | ZHHFREDL 20 mg/kg
(n=29) (n=31)

FWGR) » ESHE(SD) 40.4 (14.3) 40.6 (13.7)
MR B 9/20 14/17
OI JE% » T FUEE II/IV B 18/ 11 18/13
55 cm, » SEHEHE(SD) 150.6 (22.0) 150.4 (17.4)
HEEE » kg Y-I9{EH(SD) 65.1 (20.6) 63.2 (18.9)
[min * max] [19.9, 120.7] [37.4, 109.5]
BMI kg/m?> SE35{H(SD) 28.3 (5.0) 28.31 (10.5)
% > n (%)

=EEPN 27 (93.1) 29 (93.5)

LS 1(3.4) 2 (6.5)

894877
FEHESE A0202

5557 H - # 62 H(HVRLAE)

1123032975-0



ZFREDT 8 mg/kg | ZEHMAREDL 20 mg/kg
(n=29) (n=31)
R fE S EE T - n 2(6.9) 6(19.4)
(%)
W SERNEH 0 n (%) 29 (100) 31 (100)
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<?xml version="1.0" encoding="UTF-8"7>
<!DOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
"ST26SequenceListing V1_3.dtd">
<ST26SequenceListing originalFreeTextLanguageCode="en"
nonEnglishFreeTextLanguageCode="zh" dtdVersion="V1_3" fileName="894877-% % Seq
(5 EAREH). xml" softwareName="WIPO Sequence" softwareVersion="2.2.0"
productionDate="2023-02-08">
<{Applicationldentification>
<IPOfficeCode>TW</IPOfficeCode>
<ApplicationNumberText>111137296</ApplicationNumberText>
<FilingDate>2022-09-30</FilingDate>
</Applicationldentification>
<ApplicantFileReference>ULG-5006PC/122626-5006</ApplicantFileReference>
<EarliestPriorityApplicationldentification>
<IPOfficeCode>US</IPOfficeCode>
<ApplicationNumberText>63/250, 918</ApplicationNumberText>
<FilingDate>2021-09-30</FilingDate>
</EarliestPriorityApplicationldentification>
<ApplicantName languageCode="zh">3 Mk & B 4 # & #3 /) 3] </ApplicantName>
<ApplicantNameLatin>MEREO BIOPHARMA 3 LIMITED</ApplicantNameLatin>
<InventorName languageCode="zh">44 & 4147 % & </InventorName>
<{InventorNameLatin>Alastair MacKinnon</InventorNameLatin>
<InventionTitle languageCode="zh">{& B Fip LB EHBRTALDZFE
</InventionTitle>
<{InventionTitle languageCode="en">Methods of using anti-sclerostin antibodies
in treatment of osteogenesis imperfecta</InventionTitle>
<SequenceTotalQuantity>203</SequenceTotalQuantity>
<{SequenceData sequencelDNumber="1">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSYVMN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="2">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFRSHWLS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="3">
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<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q3">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFSSYVMN</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="4">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q4">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFRSHWLS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="5">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="gb">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFRSHWLS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="6">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFRSHWLS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="7">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q7">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFRSHWLS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="8">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFRSHWLS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="9">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q9">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFRSHWLS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="10">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>

111137296 FEHESE A0202 $878 - H154H(FIF)

1123032975-0



202323278

</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFRSHWLS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="11">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qll">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFRSHWLS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="12">
<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WVSF ISGDSSNTYYADSVKG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="13">
<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql3">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WVSNINYDGSSTYYADSVKG</ INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="14">
<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WVSF ISGDSSNTYYADSVKG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="15">
<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="ql5">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WVSNINYDGSSTYYADSVKG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="16">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WVSVTGVHGDTYYADSVKG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="17">
<INSDSeq>
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<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql7">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WVSVIGNWGDTYYADSVKG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="18">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WVSVTTHQGYTYYADSVKG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="19">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="ql9">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WVSATNRYGYTYYADSVKG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="20">
<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q20">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WVSNINYDGSSTYYADSVKG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="21">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q21">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WVSVITPYGDTYYADSVKG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="22">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q22">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WVSVITPYGDTYYADSVKG</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="23">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q23">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TFMHGHLGGGLSMDF</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="24">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q24">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>DTYLHFDY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="25">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q25">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TFMHGHLGGGLSMDF</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="26">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q26">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DTYLHFDY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="27">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q27">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DTYLHFDY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="28">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q28">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DTYLHFDY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="29">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="q29">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DTYLHFDY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="30">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q30">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DTYLHFDY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="31">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
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<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q3l">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DTYLHFDY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="32">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@32">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
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<{NonEnglishQualifier value>% A</NonEnglishQualifier value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DTYLHFDY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="33">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@33">
<INSDQualifier_ name>organism</INSDQualifier_ name>

<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DTYLHFDY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="34">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q34">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGDNIGSFYVH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="35">
<INSDSeq>
<INSDSeq_length>20</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@35%">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>

111137296 FEHESE A0202 $23E - HIS4E(FIIER)

1123032975-0



202323278

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WVSNINYDGSSTYYADSVKG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="36">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q36">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SGDNIGSFYVH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="37">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 14</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q37">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TGTSSDVGDINDVS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="38">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q38">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TGTSSDVGDINDVS</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="39">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@39">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TGTSSDVGDINDVS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="40">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q40">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TGTSSDVGDINDVS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="41">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q4l">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TGTSSDVGDINDVS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="42">
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<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q42">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TGTSSDVGDINDVS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="43">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q43">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TGTSSDVGDINDVS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="44">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q44">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>TGTSSDVGDINDVS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="45">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q45">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LVIYDDNNRPS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="46">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q46">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LMIYDVNNRPS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="47">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q47">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LVIYDDNNRPS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="48">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q48">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LMIYDVNNRPS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="49">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q49">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>LMIYDVNNRPS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="50">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb0">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LMIYDVNNRPS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="51">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="gbl">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LMIYDVNNRPS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="52">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@b2">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LMIYDVNNRPS</ INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<SequenceData sequencelDNumber="53">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@b3">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LMIYDVNNRPS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="54">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="qgb4">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LMIYDVNNRPS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="55">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="@bb5">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LMIYDVNNRPS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="56">
<INSDSeq>
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<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSWAGSSGSY</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="57">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qgb7">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SSYGESLTSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="58">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@b8">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ASWTGVEPDY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="59">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q@b9">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QSYAGSYLSE</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="60">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg60">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SSYGESLTSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="61">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg6l1">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SSYGESLTSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="62">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q62">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SSYGESLTSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="63">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg63">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>SSYGESLTSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="64">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q64">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>STYDGPGLSE</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="65">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg65">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SSYGESLTSY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="66">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qb6">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SSYGESLTSY</INSDSeq_sequence>

</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="67">
<INSDSeq>
<INSDSeq_length>124</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qb67">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGF TFSSYVMNWVRQAPGKGLEWVSF ISGDSSNTYYAD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARTFMHGHLGGGLSMDFWGQGTLVTVSS</ INSDSeq_sequence
>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="68">
<INSDSeq>
<INSDSeq_length>117</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 117</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q68">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGF TFRSHWLSWVRQAPGKGLEWVSNINYDGSSTYYAD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDTYLHFDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="69">
<INSDSeq>
<INSDSeq_length>124</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 124</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qg69">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGF TFSSYVMNWVRQAPGKGLEWVSF ISGDSSNTYYAD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARTFMHGHLGGGLSMDFWGQGTLVTVSS</ INSDSeq_sequence
>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="70">
<INSDSeq>
<INSDSeq_length>117</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 117</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q70">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGF TFRSHWLSWVRQAPGKGLEWVSNINYDGSSTYYAD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDTYLHFDYWGQGTLVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="71">
<INSDSeq>
<INSDSeq_length>116</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 116</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q7l1">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGF TFRSHWLSWVRQAPGKGLEWVSVTGVHGDTYYADS
VKGRFTISRDNSKNTLYLOQMNSLRAEDTAVYYCARDTYLHFDYWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="72">
<INSDSeq>
<INSDSeq_length>116</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 116</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q72">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGF TFRSHWLSWVRQAPGKGLEWVSVIGNWGDTYYADS
VKGRFTISRDNSKNTLYLOQMNSLRAEDTAVYYCARDTYLHFDYWGQGTLVTVSS</INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="73">
<INSDSeq>
<INSDSeq_length>116</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 116</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q73">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGF TFRSHWLSWVRQAPGKGLEWVSVTTHQGYTYYADS
VKGRFTISRDNSKNTLYLOQMNSLRAEDTAVYYCARDTYLHFDYWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="74">
<INSDSeq>
<INSDSeq_length>116</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 116</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q74">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGF TFRSHWLSWVRQAPGKGLEWVSATNRYGYTYYADS
VKGRFTISRDNSKNTLYLOQMNSLRAEDTAVYYCARDTYLHFDYWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="75">
<INSDSeq>
<INSDSeq_length>117</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 117</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q75">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGF TFRSHWLSWVRQAPGKGLEWVSNINYDGSSTYYAD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDTYLHFDYWGQGTLVTVSS</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="76">
<INSDSeq>
<INSDSeq_length>116</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 116</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q76">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGF TFRSHWLSWVRQAPGKGLEWVSVITPYGDTYYADS
VKGRFTISRDNSKNTLYLOQMNSLRAEDTAVYYCARDTYLHFDYWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="77">
<INSDSeq>
<INSDSeq_length>116</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 116</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q77">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGF TFRSHWLSWVRQAPGKGLEWVSVITPYGDTYYADS
VKGRFTISRDNSKNTLYLOQMNSLRAEDTAVYYCARDTYLHFDYWGQGTLVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="78">
<INSDSeq>
<INSDSeq_length>110</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q78">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIELTQPPSVSVAPGQTARISCSGDNIGSFYVHWYQQKPGQAPVLVIYDDNNRPSGIPERFS
GSNSGNTATLTISGTQAEDEADYYCGSWAGSSGSYVFGGRTKLTVLGQ</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="79">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q79">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIALTQPASVSGSPGQSITISCTGTSSDVGD INDVSWYQQHPGKAPKLMIYDVNNRPSGVSN
RFSGSKSGNTASLTISGLQAEDEADYYCSSYGESLTSYVFGGGTKLTVLGQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="80">
<INSDSeq>
<INSDSeq_length>110</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q80">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIELTQPPSVSVAPGQTARISCSGDNIGSFYVHWYQQKPGQAPVLVIYDDNNRPSGIPERFS
GSNSGNTATLTISGTQAEDEADYYCASWTGVEPDYVFGGGTKLTVLGQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="81">
<INSDSeq>
<INSDSeq_length>111</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 111</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q81">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIALTQPASVSGSPGQSITISCTGTSSDVGD INDVSWYQQHPGKAPKLMIYDVNNRPSGVSN
RFSGSKSGNTASLTISGLQAEDEADYYCQSYAGSYLSEVFGGGTKLTVL</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="82">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q82">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIALTQPASVSGSPGQSITISCTGTSSDVGD INDVSWYQQHPGKAPKLMIYDVNNRPSGVSN
RFSGSKSGNTASLTISGLQAEDEADYYCSSYGESLTSYVFGGGTKLTVLGQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="83">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q83">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIALTQPASVSGSPGQSITISCTGTSSDVGD INDVSWYQQHPGKAPKLMIYDVNNRPSGVSN
RFSGSKSGNTASLTISGLQAEDEADYYCSSYGESLTSYVFGGGTKLTVLGQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="84">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q84">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIALTQPASVSGSPGQSITISCTGTSSDVGD INDVSWYQQHPGKAPKLMIYDVNNRPSGVSN
RFSGSKSGNTASLTISGLQAEDEADYYCSSYGESLTSYVFGGGTKLTVLGQ</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="85">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q85">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIALTQPASVSGSPGQSITISCTGTSSDVGD INDVSWYQQHPGKAPKLMIYDVNNRPSGVSN
RFSGSKSGNTASLTISGLQAEDEADYYCSSYGESLTSYVFGGGTKLTVLGQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="86">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q86">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIALTQPASVSGSPGQSITISCTGTSSDVGD INDVSWYQQHPGKAPKLMIYDVNNRPSGVSN
RFSGSKSGNTASLTISGLQAEDEADYYCSTYDGPGLSEVFGGGTKLTVLGQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="87">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q87">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIALTQPASVSGSPGQSITISCTGTSSDVGD INDVSWYQQHPGKAPKLMIYDVNNRPSGVSN
RFSGSKSGNTASLTISGLQAEDEADYYCSSYGESLTSYVFGGGTKLTVLGQ</ INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="88">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q88">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIALTQPASVSGSPGQSITISCTGTSSDVGD INDVSWYQQHPGKAPKLMIYDVNNRPSGVSN
RFSGSKSGNTASLTISGLQAEDEADYYCSTYDGPGLSEVFGGGTKLTVLGQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="89">
<INSDSeq>
<INSDSeq_length>372</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 372</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q89">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>caggtgcaattggtggaaagecggcggeggectggtgcaaccgggeggcagectgegtetgag

ctgegeggectecggatttaccttttettettatgttatgaattgggtgcgecaageccectgggaagggtetegagtggg

tgagctttatctetggtgattctagcaatacctattatgeggatagegtgaaaggecgttttaccatttecacgtgataat

tcgaaaaacaccctgtatectgecaaatgaacagectgegtgeggaagatacggecgtgtattattgegegegtacttttat

gcatggtcatcttggtggtggtctttectatggatttttggggccaaggecacectggtgacggttageteca</ INSDSeq

sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="90">
<INSDSeq>
<INSDSeq_length>351</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 351</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q90">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>

111137296 FEHESE A0202 $BE9E - HIS4E(FIIE)

1123032975-0



202323278

</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>caggtgcaattggtggaaagecggcggeggectggtgcaaccgggeggcagectgegtetgag
ctgegeggectecggatttacctttegttetecattggetttettgggtgegecaageeccectgggaagggtetegagtggg
tgagcaatatcaattatgatggtagctctacctattatgeggatagegtgaaaggecgttttaccatttecacgtgataat
tcgaaaaacaccctgtatctgecaaatgaacagectgegtgeggaagatacggeegtgtattattgegegegtgatactta
tcttcattttgattattggggccaaggecaccctggtgacggttagetca</ INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="91">
<INSDSeq>
<INSDSeq_length>372</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 372</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q91">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>caggtgcaattggtggaaagecggcggeggectggtgcaaccgggeggcagectgegtetgag
ctgegeggectecggatttaccttttettettatgttatgaattgggtgcgecaageccectgggaagggtetegagtggg
tgagctttatctetggtgattctagcaatacctattatgeggatagegtgaaaggecgttttaccatttecacgtgataat
tcgaaaaacaccctgtatectgecaaatgaacagectgegtgeggaagatacggecgtgtattattgegegegtacttttat
gcatggtcatcttggtggtggtctttectatggatttttggggccaaggecacectggtgacggttageteca</ INSDSeq
sequence>
</INSDSeq>
</SequenceData>
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<SequenceData sequencelDNumber="92">
<INSDSeq>
<INSDSeq_length>351</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 351</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q92">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>caggtgcaattggtggaaagecggcggeggectggtgcaaccgggeggcagectgegtetgag
ctgegeggectecggatttacctttegttetecattggetttettgggtgegecaageeccectgggaagggtetegagtggg
tgagcaatatcaattatgatggtagctctacctattatgeggatagegtgaaaggecgttttaccatttecacgtgataat
tcgaaaaacaccctgtatctgecaaatgaacagectgegtgeggaagatacggeegtgtattattgegegegtgatactta
tcttcattttgattattggggccaaggecaccctggtgacggttagetca</ INSDSeq sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="93">
<INSDSeq>
<INSDSeq_length>348</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 348</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="q238">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>caggtgcaattggtggaaagecggcggeggectggtgcaaccgggeggcagectgegtetgag

ctgegeggectecggatttacctttegttetecattggetttettgggtgegecaageeccectgggaagggtetegagtggg

tgagcgttactggtgttcatggtgatacttattatgetgattctgttaagggtegttttaccatttcacgtgataatteg

aaaaacaccctgtatctgcaaatgaacagectgegtgeggaagatacggecgtgtattattgegegegtgatacttatet

tcattttgattattggggccaaggcaccectggtgacggttagetca</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="94">
<INSDSeq>
<INSDSeq_length>348</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 348</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="q239">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>caggtgcaattggtggaaagecggcggeggectggtgcaaccgggeggcagectgegtetgag
ctgegeggectecggatttacctttegttetecattggetttettgggtgegecaageeccectgggaagggtetegagtggg
tgagcgttattggtaattggggtgatacttattatgetgattctgttaagggtegttttaccatttcacgtgataatteg
aaaaacaccctgtatctgcaaatgaacagectgegtgeggaagatacggecgtgtattattgegegegtgatacttatet
tcattttgattattggggccaaggcaccectggtgacggttagetca</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="95">
<INSDSeq>
<INSDSeq_length>348</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 348</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q240">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>caggtgcaattggtggaaagecggcggeggectggtgcaaccgggeggcagectgegtetgag
ctgegeggectecggatttacctttegttetecattggetttettgggtgegecaageeccectgggaagggtetegagtggg
tgagcgttactactcatcagggttatacttattatgetgattctgttaagggtegttttaccatttcacgtgataatteg
aaaaacaccctgtatctgcaaatgaacagectgegtgeggaagatacggecgtgtattattgegegegtgatacttatet
tcattttgattattggggccaaggcaccectggtgacggttagetca</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="96">
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<INSDSeq>
<INSDSeq_length>348</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 348</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q241">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>caggtgcaattggtggaaagecggcggeggectggtgcaaccgggeggcagectgegtetgag
ctgegeggectecggatttacctttegttetecattggetttettgggtgegecaageeccectgggaagggtetegagtggg
tgagcgctactaatcgttatggttatacttattatgetgattctgttaagggtegttttaccatttcacgtgataatteg
aaaaacaccctgtatctgcaaatgaacagectgegtgeggaagatacggecgtgtattattgegegegtgatacttatet
tcattttgattattggggccaaggcaccectggtgacggttagetca</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="97">
<INSDSeq>
<INSDSeq_length>351</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 351</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q242">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>caggtgcaattggtggaaagecggcggeggectggtgcaaccgggeggcagectgegtetgag

ctgegeggectecggatttacctttegttetecattggetttettgggtgegecaageeccectgggaagggtetegagtggg

tgagcaatatcaattatgatggtagctctacctattatgeggatagegtgaaaggecgttttaccatttecacgtgataat

tcgaaaaacaccctgtatctgcaaatgaacagectgegtgeggaagatacggecgtgtattattgegegegtgatactta

tcttcattttgattattggggccaaggecaccctggtgacggttagetca</ INSDSeq sequence>

</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="98">
<INSDSeq>
<INSDSeq_length>348</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 348</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q243">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>caggtgcaattggtggaaagecggcggeggectggtgcaaccgggeggcagectgegtetgag
ctgegeggectecggatttacctttegttetecattggetttettgggtgegecaageeccectgggaagggtetegagtggg
tgagcgttattactccttatggtgatacttattatgetgattctgttaagggtegttttaccatttcacgtgataatteg
aaaaacaccctgtatctgcaaatgaacagectgegtgeggaagatacggecgtgtattattgegegegtgatacttatet
tcattttgattattggggccaaggcaccectggtgacggttagetca</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="99">
<INSDSeq>
<INSDSeq_length>348</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 348</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q244">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>caggtgcaattggtggaaagecggcggeggectggtgcaaccgggeggcagectgegtetgag
ctgegeggectecggatttacctttegttetecattggetttettgggtgegecaageeccectgggaagggtetegagtggg
tgagcgttattactccttatggtgatacttattatgetgattctgttaagggtegttttaccatttcacgtgataatteg
aaaaacaccctgtatctgcaaatgaacagectgegtgeggaagatacggecgtgtattattgegegegtgatacttatet
tcattttgattattggggccaaggcaccectggtgacggttagetca</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="100">
<INSDSeq>
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<INSDSeq_length>330</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 330</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q245">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gatatcgaactgacccagecgecttcagtgagegttgecaccaggtcagaccgegegtatete
gtgtagcggcgataatattggttetttttatgttcattggtaccagcagaaaccegggeaggegecagttettgtgattt
atgatgataataatcgtccctcaggecatecececggaacgetttageggateccaacageggeaacaccgegaccetgaccatt
agcggcactcaggeggaagacgaageggattattattgeggticttgggetggttettctggttettatgtgtttggegg
ccgcacgaagttaaccgttcttggecag</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="101">
<INSDSeq>
<INSDSeq_length>339</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 339</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q246">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gatatcgcactgacccagccagettcagtgageggctcaccaggtcagagecattaccatcte
gtgtacgggtactagcagcgatgtiggtgatattaatgatgtgtettggtaccagecageatecececgggaaggegecgaaac
ttatgatttatgatgttaataatcgtcectcaggegtgagecaacegttttageggatccaaaageggecaacaccgegage
ctgaccattagcggectgcaageggaagacgaageggattattattgetettettatggtgagtetettacttettatgt
gtttggcggcggcacgaagttaaccgttettggecag</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="102">
<INSDSeq>
<INSDSeq_length>330</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 330</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q247">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>gatatcgaactgacccagecgecttcagtgagegttgecaccaggtcagaccgegegtatete
gtgtagcggcgataatattggttetttttatgttcattggtaccagcagaaaccegggeaggegecagttettgtgattt
atgatgataataatcgtccctcaggecatecececggaacgetttageggateccaacageggeaacaccgegaccetgaccatt
agcggcactcaggeggaagacgaageggattattattgegettcttggactggtgttgagectgattatgtgtttggegg
cggcacgaagttaaccgttcttggecag</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="103">
<INSDSeq>
<INSDSeq_length>339</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 339</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q248">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gatatcgcactgacccagccagettcagtgageggctcaccaggtcagagecattaccatcte
gtgtacgggtactagcagcgatgtiggtgatattaatgatgtgtettggtaccagecageatecececgggaaggegecgaaac
ttatgatttatgatgttaataatcgtcectcaggegtgagecaacegttttageggatccaaaageggecaacaccgegage
ctgaccattagcggectgcaageggaagacgaageggattattattgecagtettatgetggttettatectttetgaggt
gtttggcggcggcacgaagttaaccgttettggecag</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="104">
<INSDSeq>
<INSDSeq_length>339</INSDSeq_length>
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<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 339</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q249">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gatatcgcactgacccagccagettcagtgageggctcaccaggtcagagecattaccatcte
gtgtacgggtactagcagcgatgtiggtgatattaatgatgtgtettggtaccagecageatecececgggaaggegecgaaac
ttatgatttatgatgttaataatcgtcectcaggegtgagecaacegttttageggatccaaaageggecaacaccgegage
ctgaccattagcggectgcaageggaagacgaageggattattattgetettettatggtgagtetettacttettatgt
gtttggcggcggcacgaagttaaccgttettggecag</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="105">
<INSDSeq>
<INSDSeq_length>339</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 339</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="q250">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gatatcgcactgacccagccagettcagtgageggctcaccaggtcagagecattaccatcte
gtgtacgggtactagcagcgatgtiggtgatattaatgatgtgtettggtaccagecageatecececgggaaggegecgaaac
ttatgatttatgatgttaataatcgtcectcaggegtgagecaacegttttageggatccaaaageggecaacaccgegage
ctgaccattagcggectgcaageggaagacgaageggattattattgetettettatggtgagtetettacttettatgt
gtttggcggcggcacgaagttaaccgttettggecag</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="106">
<INSDSeq>
<INSDSeq_length>339</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 339</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q251">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gatatcgcactgacccagccagettcagtgageggctcaccaggtcagagecattaccatcte
gtgtacgggtactagcagcgatgtiggtgatattaatgatgtgtettggtaccagecageatecececgggaaggegecgaaac
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ttatgatttatgatgttaataatcgtcectcaggegtgagecaacegttttageggatccaaaageggecaacaccgegage
ctgaccattagcggectgcaageggaagacgaageggattattattgetettettatggtgagtetettacttettatgt
gtttggcggcggcacgaagttaaccgttettggecag</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="107">
<INSDSeq>
<INSDSeq_length>339</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 339</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q252">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gatatcgcactgacccagccagettcagtgageggctcaccaggtcagagecattaccatcte
gtgtacgggtactagcagcgatgtiggtgatattaatgatgtgtettggtaccagecageatecececgggaaggegecgaaac
ttatgatttatgatgttaataatcgtcectcaggegtgagecaacegttttageggatccaaaageggecaacaccgegage
ctgaccattagcggectgcaageggaagacgaageggattattattgetettettatggtgagtetettacttettatgt
gtttggcggcggcacgaagttaaccgttettggecag</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="108">
<INSDSeq>
<INSDSeq_length>339</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 339</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q253">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gatatcgcactgacccagccagettcagtgageggctcaccaggtcagagecattaccatcte
gtgtacgggtactagcagcgatgtiggtgatattaatgatgtgtettggtaccagecageatecececgggaaggegecgaaac
ttatgatttatgatgttaataatcgtcectcaggegtgagecaacegttttageggatccaaaageggecaacaccgegage
ctgaccattagcggectgecaageggaagacgaageggattattattgetetacttatgatggtectggtetttetgaggt
gtttggcggcggcacgaagttaaccgttettggecag</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="109">
<INSDSeq>
<INSDSeq_length>339</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 339</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q254">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gatatcgcactgacccagccagettcagtgageggctcaccaggtcagagecattaccatcte
gtgtacgggtactagcagcgatgtiggtgatattaatgatgtgtettggtaccagecageatecececgggaaggegecgaaac
ttatgatttatgatgttaataatcgtcectcaggegtgagecaacegttttageggatccaaaageggecaacaccgegage
ctgaccattagcggectgcaageggaagacgaageggattattattgetettettatggtgagtetettacttettatgt
gtttggcggcggcacgaagttaaccgttettggecag</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="110">
<INSDSeq>
<INSDSeq_length>339</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 339</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q25h">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gatatcgcactgacccagccagettcagtgageggctcaccaggtcagagecattaccatcte
gtgtacgggtactagcagcgatgtiggtgatattaatgatgtgtettggtaccagecageatecececgggaaggegecgaaac
ttatgatttatgatgttaataatcgtcectcaggegtgagecaacegttttageggatccaaaageggecaacaccgegage
ctgaccattagcggectgecaageggaagacgaageggattattattgetetacttatgatggtectggtetttetgaggt
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gtttggcggcggcacgaagttaaccgttettggecag</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="111">
<INSDSeq>
<INSDSeq_length>469</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 469</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q256">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MAWVWTLPFLMAAAQSVQAQVQLVESGGGLVQPGGSLRLSCAASGFTFSSYVMNWVRQAPGK
GLEWVSF ISGDSSNTYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARTFMHGHLGGGLSMDFWGQGTLVTVS
SASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSNFGTQ
TYTCNVDHKPSNTKVDKTVERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVQFNWYVD
GVEVHNAKTKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKT I SKTKGQPREPQVYTLPPSREEMTK
NQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKS
LSLSPGK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="112">
<INSDSeq>
<INSDSeq_length>462</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 462</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q257">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MAWVWTLPFLMAAAQSVQAQVQLVESGGGLVQPGGSLRLSCAASGF TFRSHWLSWVRQAPGK
GLEWVSNINYDGSSTYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDTYLHFDYWGQGTLVTVSSASTKGP
SVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCNVD
HKPSNTKVDKTVERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNA
KTKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKT I SKTKGQPREPQVYTLPPSREEMTKNQVSLTC
LVKGFYPSDIAVEWESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNHY TQKSLSLSPGK
</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="113">
<INSDSeq>
<INSDSeq_length>469</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 469</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="q258">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MAWVWTLPFLMAAAQSVQAQVQLVESGGGLVQPGGSLRLSCAASGFTFSSYVMNWVRQAPGK
GLEWVSF ISGDSSNTYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARTFMHGHLGGGLSMDFWGQGTLVTVS
SASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSNFGTQ
TYTCNVDHKPSNTKVDKTVERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVQFNWYVD
GVEVHNAKTKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKT ISKTKGQPREPQVYTLPPSREEMTK
NQVSLTCLVKGFYPSDITAVEWESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVESCSVMHEALHENHYTQKS

LSLSPGK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="114">
<INSDSeq>
<INSDSeq_length>462</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 462</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q259">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>MAWVWTLPFLMAAAQSVQAQVQLVESGGGLVQPGGSLRLSCAASGF TFRSHWLSWVRQAPGK
GLEWVSNINYDGSSTYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDTYLHFDYWGQGTLVTVSSASTKGP
SVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCNVD
HKPSNTKVDKTVERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNA
KTKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKT I SKTKGQPREPQVYTLPPSREEMTKNQVSLTC
LVKGFYPSDIAVEWESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNHY TQKSLSLSPGK
</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="115">
<INSDSeq>
<INSDSeq_length>461</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 461</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q260">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MAWVWTLPFLMAAAQSVQAQVQLVESGGGLVQPGGSLRLSCAASGF TFRSHWLSWVRQAPGK
GLEWVSVTGVHGDTYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDTYLHFDYWGQGTLVTVSSASTKGPS
VFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCNVDH
KPSNTKVDKTVERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAK
TKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKT I SKTKGQPREPQVYTLPPSREEMTKNQVSLTCL
VKGFYPSDIAVEWESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNHY TQKSLSLSPGK<
/INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="116">
<INSDSeq>
<INSDSeq_length>461</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 461</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q261">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MAWVWTLPFLMAAAQSVQAQVQLVESGGGLVQPGGSLRLSCAASGF TFRSHWLSWVRQAPGK
GLEWVSVIGNWGDTYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDTYLHFDYWGQGTLVTVSSASTKGPS
VFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCNVDH
KPSNTKVDKTVERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAK
TKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKT I SKTKGQPREPQVYTLPPSREEMTKNQVSLTCL
VKGFYPSDIAVEWESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNHY TQKSLSLSPGK<
/INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="117">
<INSDSeq>
<INSDSeq_length>461</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 461</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q262">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MAWVWTLPFLMAAAQSVQAQVQLVESGGGLVQPGGSLRLSCAASGF TFRSHWLSWVRQAPGK
GLEWVSVTTHQGYTYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDTYLHFDYWGQGTLVTVSSASTKGPS
VFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCNVDH
KPSNTKVDKTVERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAK
TKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKT I SKTKGQPREPQVYTLPPSREEMTKNQVSLTCL
VKGFYPSDIAVEWESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNHY TQKSLSLSPGK<
/INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="118">
<INSDSeq>
<INSDSeq_length>465</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 465</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
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<INSDQualifier id="q263">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MKHLWFFLLLVAAPRWVLSQVQLVESGGGLVQPGGSLRLSCAASGF TFRSHWLSWVRQAPGK
GLEWVSATNRYGYTYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDTYLHFDYWGQGTLVTVSSAKTTAPS
VYPLAPVCGDTTGSSVTLGCLVKGYFPEPVTLTWNSGSLSSGVHTFPAVLQSDLYTLSSSVTVTSSTWPSQSITCNVAHP
ASSTKVDKKIEPRGPT IKPCPPCKCPAPNLLGGPSVF IFPPK IKDVLMISLSPIVTCVVVDVSEDDPDVQISWFVNNVEV
HTAQTQTHREDYNSTLRVVSALP IQHQDWMSGKEFKCKVNNKDLPAPIERT I SKPKGSVRAPQVYVLPPPEEEMTKKQVT
LTCMVTDFMPEDIYVEWTNNGKTELNYKNTEPVLDSDGSYFMYSKLRVEKKNWVERNSYSCSVVHEGLHNHHTTKSF SRT
PGK</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="119">
<INSDSeq>
<INSDSeq_length>462</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 462</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q264">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>MAWVWTLPFLMAAAQSVQAQVQLVESGGGLVQPGGSLRLSCAASGF TFRSHWLSWVRQAPGK
GLEWVSNINYDGSSTYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDTYLHFDYWGQGTLVTVSSASTKGP
SVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCNVD
HKPSNTKVDKTVERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNA
KTKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKT I SKTKGQPREPQVYTLPPSREEMTKNQVSLTC
LVKGFYPSDIAVEWESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNHY TQKSLSLSPGK
</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="120">
<INSDSeq>
<INSDSeq_length>461</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 461</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q265">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MAWVWTLPFLMAAAQSVQAQVQLVESGGGLVQPGGSLRLSCAASGF TFRSHWLSWVRQAPGK
GLEWVSVITPYGDTYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDTYLHFDYWGQGTLVTVSSASTKGPS
VFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCNVDH
KPSNTKVDKTVERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAK
TKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKT I SKTKGQPREPQVYTLPPSREEMTKNQVSLTCL
VKGFYPSDIAVEWESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNHY TQKSLSLSPGK<
/INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="121">
<INSDSeq>
<INSDSeq_length>461</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 461</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q266">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MAWVWTLPFLMAAAQSVQAQVQLVESGGGLVQPGGSLRLSCAASGF TFRSHWLSWVRQAPGK
GLEWVSVITPYGDTYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDTYLHFDYWGQGTLVTVSSASTKGPS
VFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCNVDH
KPSNTKVDKTVERKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAK
TKPREEQFNSTFRVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKT I SKTKGQPREPQVYTLPPSREEMTKNQVSLTCL
VKGFYPSDIAVEWESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNHY TQKSLSLSPGK<
/INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="122">
<INSDSeq>
<INSDSeq_length>130</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 130</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q267">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MSVLTQVLALLLLWLTGTRCDIELTQPPSVSVAPGQTARISCSGDNIGSFYVHWYQQKPGQA
PVLVIYDDNNRPSGIPERFSGSNSGNTATLT ISGTQAEDEADYYCGSWAGSSGSYVFGGRTKLTVLGQ</ INSDSeq_se
quence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="123">
<INSDSeq>
<INSDSeq_length>237</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 237</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="q268">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MSVLTQVLALLLLWLTGTRCDITALTQPASVSGSPGQSITISCTGTSSDVGD INDVSWYQQHP
GKAPKLMIYDVNNRPSGVSNRF SGSKSGNTASLT I SGLQAEDEADYYCSSYGESLTSYVFGGGTKLTVLGQPKAAPSVTL
FPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTH
EGSTVEKTVAPTECS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="124">
<INSDSeq>
<INSDSeq_length>234</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 234</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q269">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MSVLTQVLALLLLWLTGTRCDIELTQPPSVSVAPGQTARISCSGDNIGSFYVHWYQQKPGQA
PVLVIYDDNNRPSGIPERFSGSNSGNTATLT I SGTQAEDEADYYCASWTGVEPDYVFGGGTKLTVLGQPKAAPSVTLFPP
SSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGS
TVEKTVAPTECS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="125">
<INSDSeq>
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<INSDSeq_length>237</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 237</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q270">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MSVLTQVLALLLLWLTGTRCDITALTQPASVSGSPGQSITISCTGTSSDVGD INDVSWYQQHP
GKAPKLMIYDVNNRPSGVSNRF SGSKSGNTASLT I SGLQAEDEADYYCQSYAGSYLSEVFGGGTKLTVLGQPKAAPSVTL
FPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTH
EGSTVEKTVAPTECS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="126">
<INSDSeq>
<INSDSeq_length>237</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 237</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="q271">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MSVLTQVLALLLLWLTGTRCDITALTQPASVSGSPGQSITISCTGTSSDVGD INDVSWYQQHP
GKAPKLMIYDVNNRPSGVSNRF SGSKSGNTASLT I SGLQAEDEADYYCSSYGESLTSYVFGGGTKLTVLGQPKAAPSVTL
FPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTH
EGSTVEKTVAPTECS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="127">
<INSDSeq>
<INSDSeq_length>237</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 237</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q272">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MSVLTQVLALLLLWLTGTRCDITALTQPASVSGSPGQSITISCTGTSSDVGD INDVSWYQQHP
GKAPKLMIYDVNNRPSGVSNRF SGSKSGNTASLT I SGLQAEDEADYYCSSYGESLTSYVFGGGTKLTVLGQPKAAPSVTL
FPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTH
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EGSTVEKTVAPTECS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="128">
<INSDSeq>
<INSDSeq_length>237</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 237</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q273">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MSVLTQVLALLLLWLTGTRCDITALTQPASVSGSPGQSITISCTGTSSDVGD INDVSWYQQHP
GKAPKLMIYDVNNRPSGVSNRF SGSKSGNTASLT I SGLQAEDEADYYCSSYGESLTSYVFGGGTKLTVLGQPKAAPSVTL
FPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTH
EGSTVEKTVAPTECS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="129">
<INSDSeq>
<INSDSeq_length>237</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 237</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q274">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MSVLTQVLALLLLWLTGTRCDITALTQPASVSGSPGQSITISCTGTSSDVGD INDVSWYQQHP
GKAPKLMIYDVNNRPSGVSNRF SGSKSGNTASLT I SGLQAEDEADYYCSSYGESLTSYVFGGGTKLTVLGQPKAAPSVTL
FPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTH
EGSTVEKTVAPTECS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="130">
<INSDSeq>
<INSDSeq_length>237</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 237</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q275">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MSVLTQVLALLLLWLTGTRCDITALTQPASVSGSPGQSITISCTGTSSDVGD INDVSWYQQHP
GKAPKLMIYDVNNRPSGVSNRFSGSKSGNTASLT I SGLQAEDEADYYCSTYDGPGLSEVFGGGTKLTVLGQPKAAPSVTL
FPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTH
EGSTVEKTVAPTECS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="131">
<INSDSeq>
<INSDSeq_length>237</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 237</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q276">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MSVLTQVLALLLLWLTGTRCDITALTQPASVSGSPGQSITISCTGTSSDVGD INDVSWYQQHP
GKAPKLMIYDVNNRPSGVSNRF SGSKSGNTASLT I SGLQAEDEADYYCSSYGESLTSYVFGGGTKLTVLGQPKAAPSVTL
FPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTH
EGSTVEKTVAPTECS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="132">
<INSDSeq>
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<INSDSeq_length>237</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 237</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q277">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MSVLTQVLALLLLWLTGTRCDITALTQPASVSGSPGQSITISCTGTSSDVGD INDVSWYQQHP
GKAPKLMIYDVNNRPSGVSNRFSGSKSGNTASLT I SGLQAEDEADYYCSTYDGPGLSEVFGGGTKLTVLGQPKAAPSVTL
FPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTH
EGSTVEKTVAPTECS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="133">
<INSDSeq>
<INSDSeq_length>1410</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1410</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier i1d="q278">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggcttgggtgtggaccttgecattectgatggecagetgecccaaagegtgcaggeccaggt
gcagctggtcgagtetggeggeggactggtgcagectggeggeagectgagactgagetgegecgecageggetteacct
tcagcagctacgtgatgaactgggtgcggcaggecectggecaagggectggagtgggtgtecttcatcageggegacage
agcaacacctactacgccgacagegtgaagggecggttcaccatcageecgggacaacagecaagaacaccctgtacctgea
gatgaacagcctgegggecgaggacaccgeegtgtactactgegeccggaccttecatgeacggecacctgggeggaggac
tgagcatggatttctggggecagggcaccctggtcaccgtetectecagettecaccaagggeccateecgtetteccectg
gecgeeetgetecaggagecacctecgagagecacageggeeetgggetgectggtcaaggactacttececgaaceggtgac
gogtgtcgtggaactcaggecgetetgaccageggegtgecacacctteccagetgtectacagtectecaggactetactecece
tcagcagegtggtgacagtgccctecageaactteggeaccecagacctacacctgecaacgtagatcacaageccageaac
accaaggtggacaagacagttgagegcaaatgtigtgtcgagtgcccaccgtgeccageaccacetgtggeaggaccgtce
agtcttcctectteeecccaaaacccaaggacaccctecatgateteececggaceecctgaggtcacgtgegtggtggtggacg
tgagccacgaagacccecgaggtccagttcaactggtacgtggacggegtggaggtgcataatgecaagacaaagecacgg
gaggagcagttcaacagcacgttcecgtgtggtcagegtectecaccgttgtgcaccaggactggetgaacggcaaggagta
caagtgcaaggtctccaacaaaggeccteccagecceccatecgagaaaaccatectccaaaaccaaagggeageeecgagaac
cacaggtgtacaccctgecccecateccgggaggagatgaccaagaaccaggtcagectgacctgectggtcaaaggettce
taccccagegacatcgeegtggagtgggagagcaatgggcagecggagaacaactacaagaccacaccteecatgetgga
ctcegacggetecttcttectetacagecaagetcaccgtggacaagagecaggtggeagecaggggaacgtetteteatget
ccgtgatgcatgaggctctgcacaaccactacacgecagaagagectetecctgtetecgggtaaatga</INSDSeq_se
quence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="134">
<INSDSeq>
<INSDSeq_length>1389</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1389</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="q279">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggcttgggtgtggaccttgecattectgatggecagetgeccaaggtgtecaggeccaggt
gcagctggtcgagageggcggagggctggtgcagectggeggeagectgagactgagetgegecgecageggetteacct
tcagaagccactggetgtectgggtgcggecaggecectggecaagggectggaatgggtgteccaacatcaactacgacgge
agcagcacctactacgeccgacagegtgaagggecggttcaccatcageecgggacaacagecaagaacaccctgtacctgea
gatgaacagcctgegggecgaggacaccgeegtgtactactgegecagggacacctacctgecacttegactactggggece
agggcaccctggtcaccgtetectecagettecaccaagggeccatecgtetteeceeetggegeeetgetecaggageacce
tcecgagagecacageggecetgggetgectggtcaaggactactteccegaaceggtgacggtgtegtggaactcaggege
tctgaccageggegtgecacacctteccagetgtectacagtectecaggactectactecctcageagegtggtgacagtge
cctccagcaactteggecacccagacctacacctgecaacgtagatcacaageccageaacaccaaggtggacaagacagtt
gagcgcaaatgttgtgtcgagtgeccacegtgeccageaccacctgtggeaggaccgtecagtettectetteceeccaaa
acccaaggacaccctcatgatcteceggaceectgaggtecacgtgegtggtggtggacgtgagecacgaagaceecgagg
tccagttcaactggtacgtggacggegtggaggtgcataatgeccaagacaaagecacgggaggageagttcaacageacg
ttccgtgtggtcagegtectecaccgttgtgcaccaggactggetgaacggcaaggagtacaagtgcaaggtetecaacaa
aggcctcccageccccatcgagaaaaccatetccaaaaccaaagggeagecccgagaaccacaggtgtacaceetgeccece
catcccgggaggagatgaccaagaaccaggtcagectgacctgectggtcaaaggettectaceccagegacategeegtyg
gagtgggagagcaatgggcageeggagaacaactacaagaccacaccteccatgetggactecgacggetecttettect
ctacagcaagctcaccgtggacaagagcaggtggcagecaggggaacgtettectecatgetecgtgatgecatgaggetetge
acaaccactacacgcagaagagcctctcectgtetecgggtaaatga</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="135">
<INSDSeq>
<INSDSeq_length>1410</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1410</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q280">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggcttgggtgtggaccttgecattectgatggecagetgecccaaagegtgcaggeccaggt
gcagctggtcgagtetggeggeggactggtgcagectggeggeagectgagactgagetgegecgecageggetteacct
tcagcagctacgtgatgaactgggtgcggcaggecectggecaagggectggagtgggtgtecttcatcageggegacage
agcaacacctactacgccgacagegtgaagggecggttcaccatcageecgggacaacagecaagaacaccctgtacctgea
gatgaacagcctgegggecgaggacaccgeegtgtactactgegeccggaccttecatgeacggecacctgggeggaggac
tgagcatggatttctggggecagggcaccctggtcaccgtetectecagettecaccaagggeccateecgtetteccectg
gecgeeetgetecaggagecacctecgagagecacageggeeetgggetgectggtcaaggactacttececgaaceggtgac
gogtgtcgtggaactcaggecgetetgaccageggegtgecacacctteccagetgtectacagtectecaggactetactecece
tcagcagegtggtgacagtgccctecageaactteggeaccecagacctacacctgecaacgtagatcacaageccageaac
accaaggtggacaagacagttgagegcaaatgtigtgtcgagtgcccaccgtgeccageaccacetgtggeaggaccgtce
agtcttcctectteeecccaaaacccaaggacaccctecatgateteececggaceecctgaggtcacgtgegtggtggtggacg
tgagccacgaagacccecgaggtccagttcaactggtacgtggacggegtggaggtgcataatgecaagacaaagecacgg
gaggagcagttcaacagcacgttcecgtgtggtcagegtectecaccgttgtgcaccaggactggetgaacggcaaggagta
caagtgcaaggtctccaacaaaggeccteccagecceccatecgagaaaaccatectccaaaaccaaagggeageeecgagaac
cacaggtgtacaccctgecccecateccgggaggagatgaccaagaaccaggtcagectgacctgectggtcaaaggettce
taccccagegacatcgeegtggagtgggagagcaatgggcagecggagaacaactacaagaccacaccteecatgetgga
ctcegacggetecttcttectetacagecaagetcaccgtggacaagagecaggtggeagecaggggaacgtetteteatget
ccgtgatgcatgaggctctgcacaaccactacacgecagaagagectetecctgtetecgggtaaatga</INSDSeq_se
quence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="136">
<INSDSeq>
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<INSDSeq_length>1389</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1389</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q281">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggcttgggtgtggaccttgecattectgatggecagetgeccaaggtgtecaggeccaggt
gcagctggtcgagageggcggagggctggtgcagectggeggeagectgagactgagetgegecgecageggetteacct
tcagaagccactggetgtectgggtgcggecaggecectggecaagggectggaatgggtgteccaacatcaactacgacgge
agcagcacctactacgeccgacagegtgaagggecggttcaccatcageecgggacaacagecaagaacaccctgtacctgea
gatgaacagcctgegggecgaggacaccgeegtgtactactgegecagggacacctacctgecacttegactactggggece
agggcaccctggtcaccgtetectecagettecaccaagggeccatecgtetteeceeetggegeeetgetecaggageacce
tcecgagagecacageggecetgggetgectggtcaaggactactteccegaaceggtgacggtgtegtggaactcaggege
tctgaccageggegtgecacacctteccagetgtectacagtectecaggactectactecctcageagegtggtgacagtge
cctccagcaactteggecacccagacctacacctgecaacgtagatcacaageccageaacaccaaggtggacaagacagtt
gagcgcaaatgttgtgtcgagtgeccacegtgeccageaccacctgtggeaggaccgtecagtettectetteceeccaaa
acccaaggacaccctcatgatcteceggaceectgaggtecacgtgegtggtggtggacgtgagecacgaagaceecgagg
tccagttcaactggtacgtggacggegtggaggtgcataatgeccaagacaaagecacgggaggageagttcaacageacg
ttccgtgtggtcagegtectecaccgttgtgcaccaggactggetgaacggcaaggagtacaagtgcaaggtetecaacaa
aggcctcccageccccatcgagaaaaccatetccaaaaccaaagggeagecccgagaaccacaggtgtacaceetgeccece
catcccgggaggagatgaccaagaaccaggtcagectgacctgectggtcaaaggettectaceccagegacategeegtyg
gagtgggagagcaatgggcageeggagaacaactacaagaccacaccteccatgetggactecgacggetecttettect
ctacagcaagctcaccgtggacaagagcaggtggcagecaggggaacgtettectecatgetecgtgatgecatgaggetetge
acaaccactacacgcagaagagcctctcectgtetecgggtaaatga</INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="137">
<INSDSeq>
<INSDSeq_length>1386</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1386</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q282">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggcttgggtgtggaccttgecattectgatggecagetgecccaaagtgtecaggeccaggt
gcagctggtcgagageggcggagggctggtgcagectggeggeagectgagactgagetgegecgecageggetteacct
tcagaagccactggetgtectgggtgcggecaggecectggcaagggectggaatgggtgteegtgacecggegtgcacgge
gacacctactacgcegacagegtgaagggecggttcaccatcagecgggacaacagcaagaacaceetgtacctgeagat
gaacagcctgegggecgaggacaccgecgtgtactactgegecagggacacctacctgeacttegactactggggecagg
gcaccetggtcacegtetectecagettecaccaagggeccatecgtetteeccectggegecctgetecaggageacctece
gagagcacagcggcectgggetgectggtcaaggactacttececgaaccggtgacggtgtegtggaactcaggegetcet
gaccagcggcegtgcacaccttececagetgtectacagtectecaggactetacteectecageagegtggtgacagtgeect
ccagcaacttcggeacccagacctacacctgecaacgtagatcacaageccagcaacaccaaggtggacaagacagttgag
cgcaaatgttgtgtcgagtgcccaccgtgeccagecaccacctgtggecaggaccgtecagtettectettececeecaaaacce
caaggacaccctcatgatcteecggacceetgaggtcacgtgegtggtggtggacgtgagecacgaagacceegaggtece
agttcaactggtacgtggacggegtggaggtgcataatgeccaagacaaagecacgggaggageagttcaacageacgttc
cgtgtggtcagegtectecacegttgtgecaccaggactggetgaacggcaaggagtacaagtgecaaggtctecaacaaagg
ccteeccageccccategagaaaaccatctecaaaaccaaagggeageccegagaaccacaggtgtacacceetgecceccat
cccgggaggagatgaccaagaaccaggtcagectgacetgectggtcaaaggettectacceccagegacategeegtggag
tgggagagcaatgggcagecggagaacaactacaagaccacaccteccatgetggactecgacggetecttettecteta
cagcaagctcaccgtggacaagagcaggtggcagecaggggaacgtettctecatgetecgtgatgecatgaggetetgeaca
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accactacacgcagaagagcctctecctgtectecgggtaaatga</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="138">
<INSDSeq>
<INSDSeq_length>1386</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1386</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q283">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggcttgggtgtggaccttgecattectgatggecagetgecccaaagtgtecaggeccaggt
gcagctggtcgagageggcggagggctggtgcagectggeggeagectgagactgagetgegecgecageggetteacct
tcagaagccactggetgtectgggtgcggecaggecectggcaagggectggaatgggtgteegtgateggeaactgggge
gacacctactacgcegacagegtgaagggecggttcaccatcagecgggacaacagcaagaacaceetgtacctgeagat
gaacagcctgegggecgaggacaccgecgtgtactactgegecagggacacctacctgeacttegactactggggecagg
gcaccetggtcacegtetectecagettecaccaagggeccatecgtetteeccectggegecctgetecaggageacctece
gagagcacagcggcectgggetgectggtcaaggactacttececgaaccggtgacggtgtegtggaactcaggegetcet
gaccagcggcegtgcacaccttececagetgtectacagtectecaggactetacteectecageagegtggtgacagtgeect
ccagcaacttcggeacccagacctacacctgecaacgtagatcacaageccagcaacaccaaggtggacaagacagttgag
cgcaaatgttgtgtcgagtgcccaccgtgeccagecaccacctgtggecaggaccgtecagtettectettececeecaaaacce
caaggacaccctcatgatcteecggacceetgaggtcacgtgegtggtggtggacgtgagecacgaagacceegaggtece
agttcaactggtacgtggacggegtggaggtgcataatgeccaagacaaagecacgggaggageagttcaacageacgttc
cgtgtggtcagegtectecacegttgtgecaccaggactggetgaacggcaaggagtacaagtgecaaggtctecaacaaagg
ccteeccageccccategagaaaaccatctecaaaaccaaagggeageccegagaaccacaggtgtacacceetgecceccat
cccgggaggagatgaccaagaaccaggtcagectgacetgectggtcaaaggettectacceccagegacategeegtggag
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tgggagagcaatgggcagecggagaacaactacaagaccacaccteccatgetggactecgacggetecttettecteta
cagcaagctcaccgtggacaagagcaggtggcagecaggggaacgtettctecatgetecgtgatgecatgaggetetgeaca
accactacacgcagaagagcctctecctgtectecgggtaaatga</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="139">
<INSDSeq>
<INSDSeq_length>1386</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1386</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q284">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggcttgggtgtggaccttgecattectgatggecagetgecccaaagtgtecaggeccaggt
gcagctggtcgagageggcggagggctggtgcagectggeggeagectgagactgagetgegecgecageggetteacct
tcagaagccactggetgtectgggtgcggecaggecectggecaagggectggaatgggtgteegtgaccacecaccaggge
tacacctactacgccgacagegtgaagggecggttecaccatcagecgggacaacagcaagaacaccetgtacctgeagat
gaacagcctgegggecgaggacaccgecgtgtactactgegecagggacacctacctgeacttegactactggggecagg
gcaccetggtcacegtetectecagettecaccaagggeccatecgtetteeccectggegecctgetecaggageacctece
gagagcacagcggcectgggetgectggtcaaggactacttececgaaccggtgacggtgtegtggaactcaggegetcet
gaccagcggcegtgcacaccttececagetgtectacagtectecaggactetacteectecageagegtggtgacagtgeect
ccagcaacttcggeacccagacctacacctgecaacgtagatcacaageccagcaacaccaaggtggacaagacagttgag
cgcaaatgttgtgtcgagtgcccaccgtgeccagecaccacctgtggecaggaccgtecagtettectettececeecaaaacce
caaggacaccctcatgatcteecggacceetgaggtcacgtgegtggtggtggacgtgagecacgaagacceegaggtece
agttcaactggtacgtggacggegtggaggtgcataatgeccaagacaaagecacgggaggageagttcaacageacgttc
cgtgtggtcagegtectecacegttgtgecaccaggactggetgaacggcaaggagtacaagtgecaaggtctecaacaaagg
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ccteeccageccccategagaaaaccatctecaaaaccaaagggeageccegagaaccacaggtgtacacceetgecceccat
cccgggaggagatgaccaagaaccaggtcagectgacetgectggtcaaaggettectacceccagegacategeegtggag
tgggagagcaatgggcagecggagaacaactacaagaccacaccteccatgetggactecgacggetecttettecteta
cagcaagctcaccgtggacaagagcaggtggcagecaggggaacgtettctecatgetecgtgatgecatgaggetetgeaca
accactacacgcagaagagcctctecctgtectecgggtaaatga</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="140">
<INSDSeq>
<INSDSeq_length>1386</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1386</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q285">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggcttgggtgtggaccttgecattectgatggecagetgecccaaagtgtecaggeccaggt
gcagctggtcgagageggcggagggctggtgcagectggeggeagectgagactgagetgegecgecageggetteacct
tcagaagccactggetgtectgggtgcggecaggecectggecaagggectggaatgggtgteegecaccaacagatacgge
tacacctactacgccgacagegtgaagggecggttecaccatcagecgggacaacagcaagaacaccetgtacctgeagat
gaacagcctgegggecgaggacaccgecgtgtactactgegecagggacacctacctgeacttegactactggggecagg
gcaccetggtcacegtetectecagettecaccaagggeccatecgtetteeccectggegecctgetecaggageacctece
gagagcacagcggcectgggetgectggtcaaggactacttececgaaccggtgacggtgtegtggaactcaggegetcet
gaccagcggcegtgcacaccttececagetgtectacagtectecaggactetacteectecageagegtggtgacagtgeect
ccagcaacttcggeacccagacctacacctgecaacgtagatcacaageccagcaacaccaaggtggacaagacagttgag
cgcaaatgttgtgtcgagtgcccaccgtgeccagecaccacctgtggecaggaccgtecagtettectettececeecaaaacce
caaggacaccctcatgatcteecggacceetgaggtcacgtgegtggtggtggacgtgagecacgaagacceegaggtece
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agttcaactggtacgtggacggegtggaggtgcataatgeccaagacaaagecacgggaggageagttcaacageacgttc
cgtgtggtcagegtectecacegttgtgecaccaggactggetgaacggcaaggagtacaagtgecaaggtctecaacaaagg
ccteeccageccccategagaaaaccatctecaaaaccaaagggeageccegagaaccacaggtgtacacceetgecceccat
cccgggaggagatgaccaagaaccaggtcagectgacetgectggtcaaaggettectacceccagegacategeegtggag
tgggagagcaatgggcagecggagaacaactacaagaccacaccteccatgetggactecgacggetecttettecteta
cagcaagctcaccgtggacaagagcaggtggcagecaggggaacgtettctecatgetecgtgatgecatgaggetetgeaca
accactacacgcagaagagcctctecctgtectecgggtaaatga</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="141">
<INSDSeq>
<INSDSeq_length>1389</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1389</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q286">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggcttgggtgtggaccttgecattectgatggecagetgeccaaggtgtecaggeccaggt
gcagctggtcgagageggcggagggctggtgcagectggeggeagectgagactgagetgegecgecageggetteacct
tcagaagccactggetgtectgggtgcggecaggecectggecaagggectggaatgggtgteccaacatcaactacgacgge
agcagcacctactacgeccgacagegtgaagggecggttcaccatcageecgggacaacagecaagaacaccctgtacctgea
gatgaacagcctgegggecgaggacaccgeegtgtactactgegecagggacacctacctgecacttegactactggggece
agggcaccctggtcaccgtetectecagettecaccaagggeccatecgtetteeceeetggegeeetgetecaggageacce
tcecgagagecacageggecetgggetgectggtcaaggactactteccegaaceggtgacggtgtegtggaactcaggege
tctgaccageggegtgecacacctteccagetgtectacagtectecaggactectactecctcageagegtggtgacagtge
cctccagcaactteggecacccagacctacacctgecaacgtagatcacaageccageaacaccaaggtggacaagacagtt
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gagcgcaaatgttgtgtcgagtgeccacegtgeccageaccacctgtggeaggaccgtecagtettectetteceeccaaa
acccaaggacaccctcatgatcteceggaceectgaggtecacgtgegtggtggtggacgtgagecacgaagaceecgagg
tccagttcaactggtacgtggacggegtggaggtgcataatgeccaagacaaagecacgggaggageagttcaacageacg
ttccgtgtggtcagegtectecaccgttgtgcaccaggactggetgaacggcaaggagtacaagtgcaaggtetecaacaa
aggcctcccageccccatcgagaaaaccatetccaaaaccaaagggeagecccgagaaccacaggtgtacaceetgeccece
catcccgggaggagatgaccaagaaccaggtcagectgacctgectggtcaaaggettectaceccagegacategeegtyg
gagtgggagagcaatgggcageeggagaacaactacaagaccacaccteccatgetggactecgacggetecttettect
ctacagcaagctcaccgtggacaagagcaggtggcagecaggggaacgtettectecatgetecgtgatgecatgaggetetge
acaaccactacacgcagaagagcctctcectgtetecgggtaaatga</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="142">
<INSDSeq>
<INSDSeq_length>1386</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1386</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q287">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggcttgggtgtggaccttgecattectgatggecagetgecccaaagtgtecaggeccaggt
gcagctggtcgagageggcggagggctggtgcagectggeggeagectgagactgagetgegecgecageggetteacct
tcagaagccactggetgtectgggtgcggecaggecectggcaagggectggaatgggtgteegtgatecaceecectacgge
gacacctactacgcegacagegtgaagggecggttcaccatcagecgggacaacagcaagaacaceetgtacctgeagat
gaacagcctgegggecgaggacaccgecgtgtactactgegecagggacacctacctgeacttegactactggggecagg
gcaccetggtcacegtetectecagettecaccaagggeccatecgtetteeccectggegecctgetecaggageacctece
gagagcacagcggcectgggetgectggtcaaggactacttececgaaccggtgacggtgtegtggaactcaggegetcet
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gaccagcggcegtgcacaccttececagetgtectacagtectecaggactetacteectecageagegtggtgacagtgeect
ccagcaacttcggeacccagacctacacctgecaacgtagatcacaageccagcaacaccaaggtggacaagacagttgag
cgcaaatgttgtgtcgagtgcccaccgtgeccagecaccacctgtggecaggaccgtecagtettectettececeecaaaacce
caaggacaccctcatgatcteecggacceetgaggtcacgtgegtggtggtggacgtgagecacgaagacceegaggtece
agttcaactggtacgtggacggegtggaggtgcataatgeccaagacaaagecacgggaggageagttcaacageacgttc
cgtgtggtcagegtectecacegttgtgecaccaggactggetgaacggcaaggagtacaagtgecaaggtctecaacaaagg
ccteeccageccccategagaaaaccatctecaaaaccaaagggeageccegagaaccacaggtgtacacceetgecceccat
cccgggaggagatgaccaagaaccaggtcagectgacetgectggtcaaaggettectacceccagegacategeegtggag
tgggagagcaatgggcagecggagaacaactacaagaccacaccteccatgetggactecgacggetecttettecteta
cagcaagctcaccgtggacaagagcaggtggcagecaggggaacgtettctecatgetecgtgatgecatgaggetetgeaca
accactacacgcagaagagcctctecctgtectecgggtaaatga</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="143">
<INSDSeq>
<INSDSeq_length>1386</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 1386</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="q288">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atggcttgggtgtggaccttgecattectgatggecagetgecccaaagtgtecaggeccaggt
gcagctggtcgagageggcggagggctggtgcagectggeggeagectgagactgagetgegecgecageggetteacct
tcagaagccactggetgtectgggtgcggecaggecectggcaagggectggaatgggtgteegtgatecaceecectacgge
gacacctactacgcegacagegtgaagggecggttcaccatcagecgggacaacagcaagaacaceetgtacctgeagat
gaacagcctgegggecgaggacaccgecgtgtactactgegecagggacacctacctgeacttegactactggggecagg
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gcaccetggtcacegtetectecagettecaccaagggeccatecgtetteeccectggegecctgetecaggageacctece
gagagcacagcggcectgggetgectggtcaaggactacttececgaaccggtgacggtgtegtggaactcaggegetcet
gaccagcggcegtgcacaccttececagetgtectacagtectecaggactetacteectecageagegtggtgacagtgeect
ccagcaacttcggeacccagacctacacctgecaacgtagatcacaageccagcaacaccaaggtggacaagacagttgag
cgcaaatgttgtgtcgagtgcccaccgtgeccagecaccacctgtggecaggaccgtecagtettectettececeecaaaacce
caaggacaccctcatgatcteecggacceetgaggtcacgtgegtggtggtggacgtgagecacgaagacceegaggtece
agttcaactggtacgtggacggegtggaggtgcataatgeccaagacaaagecacgggaggageagttcaacageacgttc
cgtgtggtcagegtectecacegttgtgecaccaggactggetgaacggcaaggagtacaagtgecaaggtctecaacaaagg
ccteeccageccccategagaaaaccatctecaaaaccaaagggeageccegagaaccacaggtgtacacceetgecceccat
cccgggaggagatgaccaagaaccaggtcagectgacetgectggtcaaaggettectacceccagegacategeegtggag
tgggagagcaatgggcagecggagaacaactacaagaccacaccteccatgetggactecgacggetecttettecteta
cagcaagctcaccgtggacaagagcaggtggcagecaggggaacgtettctecatgetecgtgatgecatgaggetetgeaca
accactacacgcagaagagcctctecctgtectecgggtaaatga</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="144">
<INSDSeq>
<INSDSeq_length>393</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 393</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="q289">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgaaaaagacagctatcgcgattgcagtggcactggetggtttecgetaccgtagegeagge
cgatatcgaactgacccageegecttcagtgagegttgeaccaggtcagacecgegegtatetegtgtageggegataata
ttggttctttttatgttcattggtaccagecagaaacccgggecaggegecagttettgtgatttatgatgataataategt
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ccctecaggecateecggaacgetttageggatecaacageggecaacaccgegaceetgaccattageggecactcaggegga
agacgaagcggattattattgeggttcttgggetggttcttctggttettatgtgtttggeggeecgeacgaagttaaceg
ttcttggecag</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="145">
<INSDSeq>
<INSDSeq_length>714</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 714</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q290">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgagtgtgctcactcaggtcctggegttgetgctgetgtggcttacaggtacgegttgega
catcgccectgacccageccgecagegtgageggecageectggecagageatcaccatcagetgeaccggeaccageageg
acgtgggcgacatcaacgacgtgagetggtatcagecagecaccecggecaaggeccccaagetgatgatetacgacgtgaac
aaccggceccageggegtgagcaaccggttcageggcagcaagageggeaacaccgecagectgacecatcageggecteca
ggccgaggacgaggecgactactactgecagecagetacggegagagectgaccagetacgtgtttggeggeggaaccaage
ttaccgtcctaggtcageccaaggetgeccecteggteactetgttceecgeectectetgaggagettcaagecaacaag
gccacactggtgtgtetcataagtgacttctaccegggagecgtgacagtggectggaaggcagatagecageeeegtcaa
ggcgggagtggagacaaccacaccctccaaacaaagcaacaacaagtacgeggecageagetatetgagectgacgectg
agcagtggaagtcccacagaagetacagetgecaggtcacgecatgaagggagecaccgtggaaaagacagtggeeectaca
gaatgttcatag</INSDSeq_ sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="146">
<INSDSeq>
<INSDSeq_length>705</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 705</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q291">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgagtgtgctcactcaggtcctggegttgetgctgetgtggcttacaggtacgegttgega
catcgagctgacccagecccecagegtgagegtggeeectggecagacegeccggatcagetgeageggegacaacateg
gcagcttctacgtgecactggtatcagecagaageecggecaggeccecgtgetggtgatetacgacgacaacaaccggecce
agcggcatccecgageggttcageggeagecaacageggecaacaccgecaccectgaccatcageggeaccecaggecgagga
cgaggccgactactactgegecagetggaccggegtggageccgactacgtgtttggeggeggaacaaagettacegtee
taggtcagcccaaggetgeccecteggteactetgttecegecctectetgaggagettcaagecaacaaggecacactg
gtgtgtctcataagtgacttctaccecgggagecgtgacagtggectggaaggcagatageageeccegtcaaggegggagt
ggagacaaccacaccctccaaacaaagcaacaacaagtacgeggecageagetatectgagectgacgectgageagtgga
agtcccacagaagctacagetgecaggtcacgecatgaagggagecaccgtggaaaagacagtggeeectacagaatgttea
tag</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="147">
<INSDSeq>
<INSDSeq_length>714</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 714</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>

<INSDQualifier_ value>genomic DNA</INSDQualifier value>

</INSDQualifier>
<INSDQualifier id="qg292">
<INSDQualifier_ name>organism</INSDQualifier_ name>

<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>atgagtgtgctcactcaggtcctggegttgetgctgetgtggcttacaggtacgegttgega

catcgccectgacccageccgecagegtgageggecageectggecagageatcaccatcagetgeaccggeaccageageg

acgtgggcgacatcaacgacgtgagetggtatcagecagecaccecggecaaggeccccaagetgatgatetacgacgtgaac

aaccggceccageggegtgagcaaccggttcageggcagcaagageggeaacaccgecagectgacecatcageggecteca

ggccgaggacgaggecgactactactgecagagetacgeeggecagetacctgagegaggtgtteggeggagggaccaage

ttaccgtcctaggtcageccaaggetgeccecteggteactetgttceecgeectectetgaggagettcaagecaacaag

gccacactggtgtgtetcataagtgacttctaccegggagecgtgacagtggectggaaggcagatagecageeeegtcaa

ggcgggagtggagacaaccacaccctccaaacaaagcaacaacaagtacgeggecagecagetatectgagectgacgeetg

agcagtggaagtcccacagaagctacagetgecaggtcacgcatgaagggagecaccgtggaaaagacagtggeccectaca

gaatgttcatag</INSDSeq_ sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="148">
<INSDSeq>
<INSDSeq_length>714</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 714</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>

<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>

<INSDQualifier i1d="q293">

<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>

<{NonEnglishQualifier value>% A</NonEnglishQualifier value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>atgagtgtgctcactcaggtcctggegttgetgctgetgtggcttacaggtacgegttgega

catcgccectgacccageccgecagegtgageggecageectggecagageatcaccatcagetgeaccggeaccageageg

acgtgggcgacatcaacgacgtgagetggtatcagecagecaccecggecaaggeccccaagetgatgatetacgacgtgaac

aaccggceccageggegtgagcaaccggttcageggcagcaagageggeaacaccgecagectgacecatcageggecteca

ggccgaggacgaggecgactactactgecagecagetacggegagagectgaccagetacgtgtttggeggeggaaccaage

ttaccgtcctaggtcageccaaggetgeccecteggteactetgttceecgeectectetgaggagettcaagecaacaag

gccacactggtgtgtetcataagtgacttctaccegggagecgtgacagtggectggaaggcagatagecageeeegtcaa

ggcgggagtggagacaaccacaccctccaaacaaagcaacaacaagtacgeggecagecagetatectgagectgacgeetg

agcagtggaagtcccacagaagctacagetgecaggtcacgcatgaagggagecaccgtggaaaagacagtggeccectaca

gaatgttcatag</INSDSeq_ sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="149">
<INSDSeq>
<INSDSeq_length>714</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 714</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q294">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>atgagtgtgctcactcaggtcctggegttgetgctgetgtggcttacaggtacgegttgega

catcgccectgacccageccgecagegtgageggecageectggecagageatcaccatcagetgeaccggeaccageageg

acgtgggcgacatcaacgacgtgagetggtatcagecagecaccecggecaaggeccccaagetgatgatetacgacgtgaac

aaccggceccageggegtgagcaaccggttcageggcagcaagageggeaacaccgecagectgacecatcageggecteca

ggccgaggacgaggecgactactactgecagecagetacggegagagectgaccagetacgtgtttggeggeggaaccaage

ttaccgtcctaggtcageccaaggetgeccecteggteactetgttceecgeectectetgaggagettcaagecaacaag

gccacactggtgtgtetcataagtgacttctaccegggagecgtgacagtggectggaaggcagatagecageeeegtcaa

ggcgggagtggagacaaccacaccctccaaacaaagcaacaacaagtacgeggecagecagetatectgagectgacgeetg

agcagtggaagtcccacagaagctacagetgecaggtcacgcatgaagggagecaccgtggaaaagacagtggeccectaca

gaatgttcatag</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="150">
<INSDSeq>
<INSDSeq_length>714</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 714</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q295">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgagtgtgctcactcaggtcctggegttgetgctgetgtggcttacaggtacgegttgega
catcgccectgacccageccgecagegtgageggecageectggecagageatcaccatcagetgeaccggeaccageageg
acgtgggcgacatcaacgacgtgagetggtatcagecagecaccecggecaaggeccccaagetgatgatetacgacgtgaac
aaccggceccageggegtgagcaaccggttcageggcagcaagageggeaacaccgecagectgacecatcageggecteca
ggccgaggacgaggecgactactactgecagecagetacggegagagectgaccagetacgtgtttggeggeggaaccaage
ttaccgtcctaggtcageccaaggetgeccecteggteactetgttceecgeectectetgaggagettcaagecaacaag
gccacactggtgtgtetcataagtgacttctaccegggagecgtgacagtggectggaaggcagatagecageeeegtcaa
ggcgggagtggagacaaccacaccctccaaacaaagcaacaacaagtacgeggecageagetatetgagectgacgectg
agcagtggaagtcccacagaagetacagetgecaggtcacgecatgaagggagecaccgtggaaaagacagtggeeectaca
gaatgttcatag</INSDSeq_ sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="151">
<INSDSeq>
<INSDSeq_length>714</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 714</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="q296">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgagtgtgctcactcaggtcctggegttgetgctgetgtggcttacaggtacgegttgega
catcgccectgacccageccgecagegtgageggecageectggecagageatcaccatcagetgeaccggeaccageageg
acgtgggcgacatcaacgacgtgagetggtatcagecagecaccecggecaaggeccccaagetgatgatetacgacgtgaac
aaccggceccageggegtgagcaaccggttcageggcagcaagageggeaacaccgecagectgacecatcageggecteca
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ggccgaggacgaggecgactactactgecagecagetacggegagagectgaccagetacgtgtttggeggeggaaccaage
ttaccgtcctaggtcageccaaggetgeccecteggteactetgttceecgeectectetgaggagettcaagecaacaag
gccacactggtgtgtetcataagtgacttctaccegggagecgtgacagtggectggaaggcagatagecageeeegtcaa
ggcgggagtggagacaaccacaccctccaaacaaagcaacaacaagtacgeggecageagetatetgagectgacgectg
agcagtggaagtcccacagaagetacagetgecaggtcacgecatgaagggagecaccgtggaaaagacagtggeeectaca
gaatgttcatag</INSDSeq_ sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="152">
<INSDSeq>
<INSDSeq_length>714</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 714</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q297">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgagtgtgctcactcaggtcctggegttgetgctgetgtggcttacaggtacgegttgega
catcgccectgacccageccgecagegtgageggecageectggecagageatcaccatcagetgeaccggeaccageageg
acgtgggcgacatcaacgacgtgagetggtatcagecagecaccecggecaaggeccccaagetgatgatetacgacgtgaac
aaccggceccageggegtgagcaaccggttcageggcagcaagageggeaacaccgecagectgacecatcageggecteca
ggccgaggacgaggecgactactactgecageacctacgacggecctggectgagegaggtgtteggeggagggaccaage
ttaccgtcctaggtcageccaaggetgeccecteggteactetgttceecgeectectetgaggagettcaagecaacaag
gccacactggtgtgtetcataagtgacttctaccegggagecgtgacagtggectggaaggcagatagecageeeegtcaa
ggcgggagtggagacaaccacaccctccaaacaaagcaacaacaagtacgeggecageagetatetgagectgacgectg
agcagtggaagtcccacagaagetacagetgecaggtcacgecatgaagggagecaccgtggaaaagacagtggeeectaca
gaatgttcatag</INSDSeq_ sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="153">
<INSDSeq>
<INSDSeq_length>714</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 714</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier i1d="q298">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgagtgtgctcactcaggtcctggegttgetgctgetgtggcttacaggtacgegttgega
catcgccectgacccageccgecagegtgageggecageectggecagageatcaccatcagetgeaccggeaccageageg
acgtgggcgacatcaacgacgtgagetggtatcagecagecaccecggecaaggeccccaagetgatgatetacgacgtgaac
aaccggceccageggegtgagcaaccggttcageggcagcaagageggeaacaccgecagectgacecatcageggecteca
ggccgaggacgaggecgactactactgecageacctacgacggecctggectgagegaggtgtteggeggagggaccaage
ttaccgtcctaggtcageccaaggetgeccecteggteactetgttceecgeectectetgaggagettcaagecaacaag
gccacactggtgtgtetcataagtgacttctaccegggagecgtgacagtggectggaaggcagatagecageeeegtcaa
ggcgggagtggagacaaccacaccctccaaacaaagcaacaacaagtacgeggecageagetatetgagectgacgectg
agcagtggaagtcccacagaagetacagetgecaggtcacgecatgaagggagecaccgtggaaaagacagtggeeectaca
gaatgttcatag</INSDSeq_ sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="154">
<INSDSeq>
<INSDSeq_length>714</INSDSeq_length>
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<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 714</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_ value>genomic DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q299">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgagtgtgctcactcaggtcctggegttgetgctgetgtggcttacaggtacgegttgega
catcgccectgacccageccgecagegtgageggecageectggecagageatcaccatcagetgeaccggeaccageageg
acgtgggcgacatcaacgacgtgagetggtatcagecagecaccecggecaaggeccccaagetgatgatetacgacgtgaac
aaccggceccageggegtgagcaaccggttcageggcagcaagageggeaacaccgecagectgacecatcageggecteca
ggccgaggacgaggecgactactactgecageacctacgacggecctggectgagegaggtgtteggeggagggaccaage
ttaccgtcctaggtcageccaaggetgeccecteggteactetgttceecgeectectetgaggagettcaagecaacaag
gccacactggtgtgtetcataagtgacttctaccegggagecgtgacagtggectggaaggcagatagecageeeegtcaa
ggcgggagtggagacaaccacaccctccaaacaaagcaacaacaagtacgeggecageagetatetgagectgacgectg
agcagtggaagtcccacagaagetacagetgecaggtcacgecatgaagggagecaccgtggaaaagacagtggeeectaca
gaatgttcatag</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="155">
<INSDSeq>
<INSDSeq_length>213</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
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<INSDFeature_location>1. . 213</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q300">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MQLPLALCLVCLLVHTAFRVVEGQGWQAFKNDATEI IPELGEYPEPPPELENNKTMNRAENG
GRPPHHPFETKDVSEYSCRELHF TRYVTDGPCRSAKPVTELVCSGQCGPARLLPNA IGRGKWWRPSGPDFRCIPDRYRAQ
RVQLLCPGGEAPRARKVRLVASCKCKRLTRFHNQSELKDFGTEAARPQKGRKPRPRARSAKANQAELENAY</ INSDSeq
_Sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="156">
<INSDSeq>
<INSDSeq_length>14</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 14</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q301">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ARLLNAIGRGKWWR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="157">
<INSDSeq>
<INSDSeq_length>15</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q302">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RLVASCKCKRLTRFH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="158">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q303">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Artificial sequence</INSDQualifier value>
<NonEnglishQualifier value> A X % #|</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q304">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGSGGGGSGGGGL/ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="159">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q3056">
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<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Artificial sequence</INSDQualifier value>
<NonEnglishQualifier value> A X % #|</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q306">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GGGGSGGEGESGGGESGGGGL/ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="160">
<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q307">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Artificial sequence</INSDQualifier value>
<NonEnglishQualifier value> A X % #|</NonEnglishQualifier value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q308">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>taaattatcataaagtcctaa</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="161">
<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q309">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Artificial sequence</INSDQualifier value>
<NonEnglishQualifier value> A X % #|</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q310">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>aggactttatgataatttatt</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="162">
<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q3l1">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Artificial sequence</INSDQualifier value>
<NonEnglishQualifier value> A X % #|</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>

111137296 FEH5E A0202 #1188 - #154B(F3%) 1123032975-0



202323278

<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q3l12">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atagtggttaaataactccag</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="163">
<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q313">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Artificial sequence</INSDQualifier value>
<NonEnglishQualifier value> A X % #|</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>

111137296 FEH5E A0202 #1198 - #1548B(F3%) 1123032975-0



202323278

<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>

<INSDQualifier id="q3l14">

<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>

<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>

</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ggagttatttaaccactattt</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="164">
<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qdl15">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Artificial sequence</INSDQualifier value>
<NonEnglishQualifier value> A X % #|</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q316">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>taaattctcgtgatgtgccat</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="165">
<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q317">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Artificial sequence</INSDQualifier value>
<NonEnglishQualifier value> A X % #|</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q318">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ggcacatcacgagaatttatt</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="166">
<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q319">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Artificial sequence</INSDQualifier value>
<NonEnglishQualifier value> A X % #|</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q320">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>tttcttatagcacagctggtt</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="167">
<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q321">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Artificial sequence</INSDQualifier value>
<NonEnglishQualifier value> A X % #|</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q322">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ccagctgtgctataagaaatt</INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="168">
<INSDSeq>
<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q323">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Artificial sequence</INSDQualifier value>
<NonEnglishQualifier value> A X % #|</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q324">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>tagacctttccatccacgctg</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="169">
<INSDSeq>
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<INSDSeq_length>21</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q3d2b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Artificial sequence</INSDQualifier value>
<NonEnglishQualifier value> A X % #|</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 21</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q326">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>gcgtggatggaaaggtctatt</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="170">
<INSDSeq>
<INSDSeq_length>29</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1. . 29</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q327">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Artificial sequence</INSDQualifier value>
<NonEnglishQualifier value> A X % #|</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 29</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q328">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>atgcagctcccactggecctgtgtettgt</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="171">
<INSDSeq>
<INSDSeq_length>30</INSDSeq_length>
<INSDSeq_mol type>DNA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
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<INSDFeature_location>1. . 30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q329">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Artificial sequence</INSDQualifier value>
<NonEnglishQualifier value> A X % #|</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 30</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>other DNA</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q330">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>aatcaggccgagectggagaacgectactag</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="172">
<INSDSeq>
<INSDSeq_length>443</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 443</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
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<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qd31">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>QVQLVESGGGLVQPGGSLRLSCAASGF TFRSHWLSWVRQAPGKGLEWVSNINYDGSSTYYAD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARDTYLHFDYWGQGTLVTVSSASTKGPSVFPLAPCSRSTSESTAAL
GCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCNVDHKPSNTKVDKTVERKCCVE
CPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTFRVVSVL
TVVHQDWLNGKEYKCKVSNKGLPAPIEKT I SKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQ
PENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHY TQKSLSLSPGK</ INSDSeq_sequence>

</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="173">
<INSDSeq>
<INSDSeq_length>217</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 217</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qd32">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>DIALTQPASVSGSPGQSITISCTGTSSDVGD INDVSWYQQHPGKAPKLMIYDVNNRPSGVSN
RESGSKSGNTASLTISGLQAEDEADYYCQSYAGSYLSEVFGGGTKLTVLGQPKAAPSVTLFPPSSEELQANKATLVCLIS
DFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS</ INS

DSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="174">
<INSDSeq>
<INSDSeq_length>26</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 26</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q333">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>CGPARLLPNA IGRGKWWRPSGPDFRC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="175">
<INSDSeq>
<INSDSeq_length>60</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 60</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qd34">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DVSEYCRELHF TRSAKPVTELVCSGQCGPARWWRPSGPDFRCIPDRYRLVASCKCKRLTR</
INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="176">
<INSDSeq>
<INSDSeq_length>133</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 133</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q33b">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic polypeptide</INSDQualifier_ value>
<NonEnglishQualifier value>& sz % Bk</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
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<INSDFeature_location>1. . 133</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q336">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Humanized Antibody
Sequence</INSDQualifier value>
<NonEnglishQualifier value>MISC_FEATURE - A#aitiiie 5 %)
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 133</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qd37">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MDTRAPTQLLGLLLLWLPGATFAQVLTQSPSSLSASVGDRVT I TCQSSQSVYDNNWLAWYQQ
KPGKAPKLLIYDASDLASGVPSRFSGSGSGTDFTLTISSLQPEDFATYYCQGAYNDVIYAFGQGTKVEIKR</ INSDSeq
_Sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="177">
<INSDSeq>
<INSDSeq_length>131</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
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<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 131</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q338">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic polypeptide</INSDQualifier_ value>
<NonEnglishQualifier value>& sz % Bk</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 131</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q339">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Humanized Antibody
Sequence</INSDQualifier value>
<NonEnglishQualifier value>MISC_FEATURE - A#aitiiie 5 %)
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 131</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q340">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
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<INSDSeq_sequence>METGLRWLLLVAVLKGVHCEVQLLESGGGLVQPGGSLRLSCAASGF SLSSYWMNWVRQAPGK
GLEWVGTIDSGGRTDYASWAKGRFT ISRDNSKNTMYLQMNSLRAEDTARYYCARNWNLWGQGTLVTVSS</ INSDSeq_s

equence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="178">
<INSDSeq>
<INSDSeq_length>5</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 5</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qd41">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SHWLS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="179">
<INSDSeq>
<INSDSeq_length>17</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 17</INSDFeature_location>
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<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qd42">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NINYDGSSTYYADSVKG</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="180">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qd43">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DVNNRPS</INSDSeq_sequence>
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</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="181">
<INSDSeq>
<INSDSeq_length>11</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 11</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qd344">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QSYAGSYLSEV</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="182">
<INSDSeq>
<INSDSeq_length>7</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
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<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qd4b5">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFRSH</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="183">
<INSDSeq>
<INSDSeq_length>6</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q346">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NYDGSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="184">
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<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qd347">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GFTFRSHW</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="185">
<INSDSeq>
<INSDSeq_length>8</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 8</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qd348">
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<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence> INYDGSST</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="186">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q349">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ARDTYLHFDY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="187">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
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<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q350">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>SSDVGDIND</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="188">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_mol type/>
<INSDSeq_division/>
<INSDSeq_sequence>000</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="189">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
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<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="qd51">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>NINYDGSSTY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="190">
<INSDSeq>
<INSDSeq_length>6</INSDSeq length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 6</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q352">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>RSHWLS</ INSDSeq_sequence>
</INSDSeq>
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</SequenceData>
<{SequenceData sequencelDNumber="191">
<INSDSeq>
<INSDSeq_length>13</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q353">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>WVSNINYDGSSTY</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="192">
<INSDSeq>
<INSDSeq_length>9</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 9</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
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</INSDQualifier>
<INSDQualifier id="qd54">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>ARDTYLHFD</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="193">
<INSDSeq>
<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q35h">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>VGDINDVSWY</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="194">
<INSDSeq>
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<INSDSeq_length>10</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 10</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q356">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>LMIYDVNNRP</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="195">
<INSDSeq>
<INSDSeq_length>113</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 113</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q357">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
<{NonEnglishQualifier value>% A</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIALTQPASVSGSPGQSITISCTGTSSDVGD INDVSWYQQHPGKAPKLMIYDVNNRPSGVSN
RFSGSKSGNTASLT I SGLQAEDEADYYCQSYAGSYLSEVFGGGTKLTVLGQ</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="196">
<INSDSeq>
<INSDSeq_length>449</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 449</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="qg358">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic polypeptide</INSDQualifier_ value>
<NonEnglishQualifier value>& sz % Bk</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 449</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g359">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Humanized Antibody
Sequence</INSDQualifier value>
<NonEnglishQualifier value>MISC_FEATURE - A#aitiiie 5 %)
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 449</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q360">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYTFTDYNMHWVRQAPGQGLEWMGE INPNSGGAGYNQ
KFKGRVTMTTDTSTSTAYMELRSLRSDDTAVYYCARLGYDDIYDDWYFDVWGQGTTVTVSSASTKGPSVFPLAPCSRSTS
ESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSNFGTQTYTCNVDHKPSNTKVDKTVE
RKCCVECPPCPAPPVAGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTF
RVVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKT I SKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVE
WESNGQPENNYKTTPPMLDSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNHYTQKSLSLSPGK</ INSDSeq_seq
uence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="197">
<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q361">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic Polypeptide</INSDQualifier_ value>
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<NonEnglishQualifier value>& sz % Bk</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q362">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Humanized Antibody
Sequence</INSDQualifier value>
<NonEnglishQualifier value>MISC_FEATURE - A#aitiiie 5 %)
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q363">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVT I TCRASQD ISNYLNWYQQKPGKAPKLLIYYTSRLLSGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQGDTLPYTFGGGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
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<{SequenceData sequencelDNumber="198">
<INSDSeq>
<INSDSeq_length>123</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q364">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic polypeptide</INSDQualifier_ value>
<NonEnglishQualifier value>& sz % Bk</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q365">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Humanized Antibody
Sequence</INSDQualifier value>
<NonEnglishQualifier value>MISC_FEATURE - A#aitiiie 5 %)
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 123</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q366">

111137296 FEH5E A0202 £1478 - #1548B(F3%H) 1123032975-0



202323278

<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>EVQLVQSGAEVKKPGASVKVSCKASGYTFTDYNMHWVRQAPGQGLEWMGE INPNSGGAGYNQ
KFKGRVTMTTDTSTSTAYMELRSLRSDDTAVYYCARLGYDDIYDDWYFDVWGQGTTVTVSS</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="199">
<INSDSeq>
<INSDSeq_length>110</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q367">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic Polypeptide</INSDQualifier_ value>
<NonEnglishQualifier value>& sz % Bk</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q368">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Humanized Antibody
Sequence</INSDQualifier value>
<NonEnglishQualifier value>MISC_FEATURE - A#aitiiie 5 %)
</NonEnglishQualifier_value>
</INSDQualifier>
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</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q369">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVT I TCRASQD ISNYLNWYQQKPGKAPKLLIYYTSRLLSGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQGDTLPYTFGGGTKVEIKRTV</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="200">
<INSDSeq>
<INSDSeq_length>444</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 444</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q370">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic polypeptide</INSDQualifier_ value>
<NonEnglishQualifier value>& sz % Bk</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 444</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q371">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Humanized Antibody
Sequence</INSDQualifier value>
<NonEnglishQualifier value>MISC_FEATURE - A#aitiiie 5 %)
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 444</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q372">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKVSGFPIKDTFQHWVRQAPGKGLEWMGWSDPEIGDTEYAS
KFQGRVTMTEDTSTDTAYMELSSLRSEDTAVYYCATGDTTYKFDFWGQGTTVTVSSASTKGPSVFPLAPCSRSTSESTAA
LGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGP
PCPPCPAPEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTYRVVS
VLTVLHQDWLNGKEYKCKVSNKGLPSSIEKT I SKAKGQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESN
GQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEGNVF SCSVMHEALHNHY TQKSLSLSLG</ INSDSeq_sequence
>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="201">
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<INSDSeq>
<INSDSeq_length>214</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q373">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic Polypeptide</INSDQualifier_ value>
<NonEnglishQualifier value>& sz % Bk</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q374">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Humanized Antibody
Sequence</INSDQualifier value>
<NonEnglishQualifier value>MISC_FEATURE - A#aitiiie 5 %)
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 214</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q375">
<INSDQualifier_ name>organism</INSDQualifier_ name>
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<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVT I TCKASQDVHTAVAWYQQKPGKAPKLL I YWASTRWTGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQYSDYPWTFGGGTKVEIKRTVAAPSVF IFPPSDEQLKSGTASVVCLLNNFYPR
EAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC</ INSDSe
q_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="202">
<INSDSeq>
<INSDSeq_length>118</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q376">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic polypeptide</INSDQualifier_ value>
<NonEnglishQualifier value>& sz % Bk</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q377">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Humanized Antibody
Sequence</INSDQualifier value>
<NonEnglishQualifier value>MISC_FEATURE - A#aitiiie 5 %)
</NonEnglishQualifier_value>
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</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 118</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q378">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>QVQLVQSGAEVKKPGASVKVSCKVSGFPIKDTFQHWVRQAPGKGLEWMGWSDPEIGDTEYAS
KFQGRVTMTEDTSTDTAYMELSSLRSEDTAVYYCATGDTTYKFDFWGQGTTVTVSS</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<{SequenceData sequencelDNumber="203">
<INSDSeq>
<INSDSeq_length>110</INSDSeq_length>
<INSDSeq_mol type>AA</INSDSeq_mol type>
<INSDSeq_division>PAT</INSDSeq division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q379">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_ value>Synthetic Polypeptide</INSDQualifier_ value>
<NonEnglishQualifier value>& sz % Bk</NonEnglishQualifier value>
</INSDQualifier>
</INSDFeature_quals>
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</INSDFeature>
<INSDFeature>
<INSDFeature_key>REGION</INSDFeature_key>
<INSDFeature_location>1. . 110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q380">
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier value>MISC_FEATURE - Humanized Antibody
Sequence</INSDQualifier value>
<NonEnglishQualifier value>MISC_FEATURE - A#aitiiie 5 %)
</NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1. . 110</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier name>mol_type</INSDQualifier_ name>
<INSDQualifier_value>protein</INSDQualifier value>
</INSDQualifier>
<INSDQualifier id="q381">
<INSDQualifier_ name>organism</INSDQualifier_ name>
<INSDQualifier_ value>synthetic construct</INSDQualifier_ value>
<NonEnglishQualifier value>4 m## £ 8 </NonEnglishQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>DIQMTQSPSSLSASVGDRVT I TCKASQDVHTAVAWYQQKPGKAPKLL I YWASTRWTGVPSRF
SGSGSGTDFTLTISSLQPEDFATYYCQQYSDYPWTFGGGTKVEIKRTV</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
</ST26SequenceListing>
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