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TITLE

SMALL RNA MOLECULES AND METHODS OF USE

FIELD OF THE INVENTION
THIS INVENTION relates to RNA molecules. More particularly, this

invention relates to non-protein-coding, splice-site associated small RNA -

molecules linked to gene regulatory activities and uses thereof.

BACKGROUND OF THE INVENTION

In recent years, numerous small RNAs with interesting biological roles -

have emerged. These small RNAs, which are prése.nt in all kingdoms of life, are
thought to be involved in many, if not most, fundamental céllulé‘r processes (Chu
and Rana, 2007, Mattick and Makunin, 2005). For example, thé best-studied class
of small regulatory RNAs, micro RNAs (miRNAs), are predicted to regulate
thousands of _,eukary"otic_ genes (Pillai ef al., 2007; Vasudevan ef al., 2007) and
their dysregulation is associated with various diseases and conditions (Rooij and
Olson, 2007; Zhang ef al., 2007).

More recently, advances in RNA sequencing techniques have led to the
detection: of new rhe_mbers of established classes of small RNAs (Ghildiyal &
Zamore, 2009; Malone & Hannon, 2009), and to the discovery and
characterization of several classes of promoter-proximal species inclruding 5"
capped prdmoter-aésociated small RNAs (PASRs) (Fejes-Toth er al., 2009),
TSSa-RNAs (Seiia et ali, 2008), and transcription initiation RNAs (tiRNAs) (Taft
et al., 2009 (). | '

 SUMMARY OF THE INVENTION
It has previously been established that small RNA molecules (e.g.,

miRNAs, piwi-interacting RNAs (piRNAs) and tiRNAs) are widespread in
mammalian genomes. However, it has remained unclear as to whether there are as
yet unidentified classes of small non-coding RNAs involved in regulating

transcription and developmental pathways in mammalian and other genomes. The

present invention has arisen from the inventors’ unexpected discovery of a new -

class of small RNA molecules involved in gene regulatory activities that are
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distinguishable from any previously identified class of small RNA molecules,
including RNAS. |

_ In a first aspect, the invention provides an isolated substantially singlé-
stranded RNA molecule that comprises a nucleotide sequence comprising no
more than 26 contiguous nucleotides that correspond to a genomic DNA sequence
associated with gene regulation, wherein said nucleotide sequence comprises a
nucleotide sequence corresponding to a 3° nucleotide sequence of an internal

exon of said genomic DNA sequence.

Typically, the isolated RNA molécule -comprises a nucleotide sequence

* that corresponds to a sense strand of the internal exon of the genomic DNA

sequence.

In one preferred form, said iéolated RNA molecule terminates in a 3’
nucleotide sequence that corresponds to the 3’ end -of the internal exon of the
genomic DNA sequence. | | | _

- In another preferred form, said isolated RNA molecule consists of a
nucleotide sequence that corresponds to the 3° end of the internal exon of the
genomic DNA sequence. |

In one preferred form, said isolated RNA molecule comprises a nucleotide

sequence comprising 14-26 contiguous nucleotides.

In another preferred form, said isolated RNA molecule comprises a
nucleotide sequence comprising 14-20 contigubus nucleotides. -

In yet another preferred form, said isolated RNA molecule comprises a
nucleotide seqﬁence comprising 16-18 éontiéuous nucleotides.

In étil_l yet another preferred form, said isolated RNA molecule comprises
a nucleotide sequence comprising 17 or 18 nucleotides.

Typically, although not exclusively, the isolated RNA molecule comprises
a nucleotide sequence that is located in, or obtainable from, a cell nucleus. |

Typically, the isolated RNA molecule comprises a nucleotide sequence

- that corresponds to a nucleotide sequence that is located at or near a 5° splice site

of the internal exon of the genomic DNA sequence.
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Preferably, the isolated RNA molecule éonsists of a hucleotide sequence
that corresponds to a nucleotide sequence that'ié located at the 5° splice site of the
internal exon of the genomic DNA sequence. |

It will be appreciatéd that the terms “3 ’end of an internal exon” and “5’
splice site of an internal exon” refer to the same location in the genomic DNA
sequence and may hereafter be used interchangeably.

Preferably, the genomic DNA sequence is of or obtainable from a
eukafyote. |

More preferably, the genomic DNA sequence is of or obtainable from a
metazoan. _

Even more preferably, the genomic DNA sequence' is of or obtainable
from a vertebrate or a mammal, - '

Advantageously, the gendmic DNA sequence is of or obtainable from a
human: ' |

In certain embodiments, the nucleotide sequence of the isolated RNA .
molecule is GC enriched. _.

~ This aspect of the invention also provides a modified, isolated RNA
molecule, a fragment of an isolated RNA molecule and/or an RNA or DNA
molecule at least partly complementary to said isolated RNA molecule.

Ina second aspect, the invention provides a genetic construct which

comprises or encodes one or a plurality of:

(1) an isolated RN A molecule accordiﬁg to the first aspect;
(i)  a fragment of the isolated RNA molecule according to the
first aspect; | ‘ |
(i) a modified RNA molecule according to the first aspecté
and/or '
@iv) aﬁ at least partly complementary RNA or DNA molecule
according to the first aspect.
In one particular embodiment, thé genetic construct is an expression
construct comprising a DNA sequence complementary to one or a plurality of the
isolated RNA molecules of the first aspect operably linked or connected to one or

more regulatory nucleotide sequences.
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In.a third aspect, the invention provides a method of idéntifying the
isolated RNA molecule of the first aspect, said method including the step of
isolating one or more of said isolated RNA molecules from a nucleic acid sample
obtained from an drganism. |

In a fourth aspect, the invention provides a method of identifying the
isolated RNA molecule of the first aspect, said method including the step of

identifying a DNA sequence in a genome of an organism which is complementary

“to the nucleotide sequence of said one or more isolated RNA molecules.

In a fifth aspect, the invention provides a computer-readable storage
medium or device encoded with daia corrésponding to one or more of:

(1) an isolated RNA molecule according to the first aspect;

(i)  a fragment of the isolated RNA molecule according to the
first aspect; | |

(ii) - a modified RNA molecule according to the first aspect;
and/or | ,

(iv)  an at least partly complementary RNA or DNA molecule
according to the first aspect;

In a sixth aspect, the invention prov1des a method of 1dent1fymg a
regulatory region in a genome, said method including the step of identifying an
isolated RNA molecule according to the first aspect to thereby identify said
regulatory region. | o o

In some particular embodiments, said regulatory region is associated with
one or more regulatory activities selected from the group consisting of mRNA
splicing, transcription, epigenetic modification, epigenetic regulation, chromatin
modification and nucleosome positioning: |

In a seveﬁth aspect, the invention provides a method of determining
whether a mammal has, or is predisposed to, a disease or condition associated
with one or more regulatory regions of a genome, said method including the step'
of det'erm;ining whether said mammal comprises one or more isolated RNA
molecules according to the first aspect, wherein the or each nucleotide sequence
of said one or more isolated RNA molecules corresponds to a genomic. DNA

sequence associated with said disease or condition.
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In some particular embodiments, said regulatory region is associated with
one or more regulatory activities selected from the group consisting of mRNA
splicing, transcription, epigenetic modification, epigenetic regulation, chromatin
modification and nucleosome positioning.

Preferably, the mammal 15 a humém. .

In an eighth aspect, théinvvention p:r(jvid_es a nucleic acid array comprising
a plurality of isolated RNA molecules accdrding to the first aspéct (or their DNA
equivalents), immobilized, afﬁxéd or otherwise mounted to a substrate.

In a ninth aspect, the invention provides-an antibody which binds:

(1) an isolated RNA molecule according to the first aspect;.‘

(i) a frégment of the isolated RNA molecule according to the
first aspect; o '

(1))  a modified RNA molecule according to the first aspéct;
and/or _ »

(iv)  an at least partly complementary. RNA or DNA molecule
according to the 'ﬁrét aspect. '

In a tenth aspect, the invention provides.a kit comprising one or more
isolated RNA molecules according to the first aspect, dr_ one or more isolated
nucleic acids respectively complementary thereto, and/or an antibody according
to the ninth aspect, and one or more detection reagents.

- In an eleventh aspect, the invention provides a methdd of treating a
disease or condition in a mammal, said method including the step of
adfninistering to the mammal a therapeutic agent selected from the group
consisting of: | -
' (1)  an isolated RNA molecule according to the first aspect;

(i)  a fragment of the isolated RNA molecule according to the
first aspect; o |
- (i) ~ amodified RNA molecule according to the first aspect;
(iv) - an at least partly complementary RNA or DNA molecule
according to the first aspect; and/or
(v)  anantibody according to the ninth aspect;

to thereby treat said disease or condition.
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In one non-limiting embodiment, said disease or condition is associated
with aberrant regulatory activity of one or more genes.
| In another non-limiting embodiment, said disease or condition is
associated with aberrant mRNA splicing of one or more genes. |

In yet another non-limiting embodiment, said disease or condition is-

associated with aberrant transcriptional activity of one or more genes. -

In still another non-limiting embodiment, said disease or condition is
associated with aberrant epigenetic modification and/or regulation of one or more
genes. ‘

“In still anqther, non-limiting embodiment, said disease 'or cohdition is
associated with aberrant chromatin modification. _

In still yet another non-limiting embodiment, said disease or condition is
associated with aberrant nucleosome positioning. |

Preferably, the mammal is a human.

In a twelfth aspect the invention provides a pharmaceutical composition
comprising a therapeutic agent selected from the group.consisting of:

6] an isolated RNA molecule according to the first aspect;
(ii) a frégment of the isolated RNA molecule according to the
 first aspect; - }
(i)  amodified RNA molecule according to the first aspect
(iv)  an at least partly complementary RNA or D’NA molecule
according to the first aspect; and |
(v)  anantibody according to the ninth aspect
and a pharmaceutically acceptable carrier, diluent or excipient,

In one embodiment, the pharmaceutical composition is for treating a
disease or condition, s.uch as but not limited to a disease or condition associated
with one or more aberrant regulatory activities of one or more genes.

Typically, although not exclusively, said one or more aberrant regulatory -

~activities is selected from the group consisting of mRNA splicing, transcription,

epigenetic modification, epigenetic regulation, chromatin modification and

nucleosome positioning.
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Throughout this specification, unless the context requires otherwise, the

words “comprise”, “comprises” and “comprising” will be understood to imply the

- inclusion of a stated integer or group of integers but not the exclusion of any other

' integer or group of integers.

BRIEF DESCRIPTION OF THE FIGURES
FIGURE 1. Human spliRNA sequences from THP-1 cells (n=16,298).

FIGURE 2. (A) Mouse 'spliRNA,s derived from (wild type) mouse primary

- granulocyte nuclei (n=200); (B); Embryonic Drosophila spliRNAs (n=200) (C);

C. elegans spliRNAs (n=200).

FIGURE 3. Features of nuclear-localized very small RNAS. (a) A schematic
showing an example of nuclear small RNAs density at the hﬁman CAP-1 locus.
tiIRNAs are present downstream of the CAP1 TSS, and antisense and upstream,
consistent with bidirectional promoter activity. Splice-sitt RNAs (spliRNAs),
small RNAs whose 3’ ends map to the exon 3° end (i.e, the 5’ splice site) are

expressed at exons 4 and 7.

FIGURE 4. .Splicé site RNAs are conserved across metazoa. The position of
small RNA 3’ ends is plotted with respect to the 5” splice site, i.e., the 3’ end of
the exon. Schematics at the top of the image depict the positioh of spliRNAs and
their strand orientation with respect to exon-exon junctions. (a) Small RNAs,
dominant[y ~17-18 nt, arev;>35-fold enriched at the 5’ splice site in THP-1 nuclei
compared to either the background or (b) cytosolic THP-1 small RNAs. SpliRNA
expression is conserved in species reprcsentaﬁve of all major metazoan lineages,

including (c) mouse (see also Figs. 10—12) (d) the fruit fly Drosophila

. melanogaster (see also Figs. 14, 16), (¢) the nematode worm Caenorhabditis

elegans (see also Figs. 13, 15), and (f) the marine sponge Amphimedon
queenslandica (see also Fig. 17). The data presented in (c), (d), (e) and (f) are
dérived from the publicly available NCBI GEO series GSE1251, GSE11624,
GSE11738 and GSE12578, respectively. See Table 7 for further detail.
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FIGURE 5. Quantitative real time PCR validation of the expression of (A)
H/ACA snoRNA SNORA19, (B-D) three snRNAs, and (E-G) three tRNAs in
nuclear, cytoplasmic, and total RNA fractions from cultured human THP-1 cells

which were subsequently interrogated by deep sequencing.

FIGURE 6. Northern validation of cytoplasmic and nuclear THP-1 RNA
fractions. (A) Validation of the nuclear expression of C/D snoRNA SNORD77,
which has been previously shown to generate an ~30 nt sdRNA, and H/ACA
snoRNA SNORA19. (B) Validation of the cytoplasmic localization of tRNA Lys
(AAG) and tRNA His (CAY).

FIGURE 7. The density of (A) nuclear, and (B) cytoplasmic THP-1 small RNAs
across exon-intron boundaries. Note that (A).and (B) have vertical axes on

different scales.
FIGURE 8. The’densi.ty of (A) nuclear, and (B) cytoplasrriic THP-1 small RNA

that multimap (2-5x) across exon-exon boundaries. Note that (A) and (B) have

vertical axes on different scales.

FIGURE 9. The density of total THP-1 small RINAs at (A) exon-exon junctions,

- or (B) exon-intron junctions.

. FIGURE 10. The density of small RNAs in primary mouse granuloéyte nuclei at

(A) exon-exon, Or (B) exon-intron junctions. See Fig. 11 and the Methods for

more information about the isolation and sequencing of these small RNAs.

- FIGURE 11. Mouse primary granulocyte purification. (A-C) Flow cytometric

analysis of FACS purified granulocytes showing percentage of sorted cells in
each gate (>95% purity). Granulocytes were defined as (A) lineage negative
(B220, CD19, CD3, Sca-1 negative), side's,cétter high (SSC;A), (B) CD34
negative, c-kit negatiVe and (C) Gr-1 high, CD16/32 positive. (D) Granulocyte
morphology was confirmed by May-Grunwald Giemsa staining of FACS puriﬁed
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cells. (E) The purity of whole cells (cell lysate) and nuclear fractions (nuclear
lysate) was determined by SDS-PAGE and Western blot for B-actin (42kDa; both
nuclear and cytoplasmic) and GAPDH (36kDa; cytoplasmic).

FIGURE 12. The density of small RNAs in mouse embryonic stem (ES) cells
lacking the micro RNA processing enzymes (A) Dicer or (B) Dgcer8 across exon-
exon junctions. spliRNA biogenesis is not affected by the loss of known

components of the RNAi pathway in mice.

FIGURE 13. The density of C. elegans small RNAs across exon-exon junctions.
spliRNAs are expressed in (A) Fog-2, (B) Glp-4, and (C) Prg-1 mutant animals,
indicating that spliRNA production is not abolished in vresponse to mutations

affecting the development of the germline.

FIGURE 14. The density of Drosophila small RNAs across exon-exon junctions.
spliRNAs are expressed in (A,B) early embryonic development and (C,D)
cultured S2 and KC cells.

FIGURE 15. The density of C. elegans small RNAs across exon-exon junctions.
spliRNAs are expressed in (A) embryonic worms, and (B-E) developing larvae.

(F) This pattern is consistent in a mixed stage library.

FIGURE 16. The density of Drosophila small RNAs across exon-exon junctions
in various anatomical regions. spliRNAs are expressed in adult (A) male and (C)
female heads but are not apparent in (B) male or (D) female bodies. spliRNAs are

weakly expressed compared to background in (E) imaginal discs.

FIGURE 17. The density of Amphz‘med&n queenslandica (marine sponge) small

| RNAs across exon-exon junctions. Although spliRNAs are expressed in both (A)

embryonic and (B) adult sponge, their relative expression compared to

background is ~2 fold higher in embryo.
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FIGURE 18. The relationship between spliRNA and gene expression. (A) Genes
WithspliRNAs are significantly more highly expresséd than those without in
THP-1 cells. (B) Genes with spliRNAs ar¢ generally more highly expressed than
those without throughout Drosophila early embryonic development. **p-value <
2.2e-16 and **p-value < 0.05 by Wilcoxon rank sum test' with continuity

correction.

FIGURE 19. The density of small RNAs from Arabidopsis and two budding
yeast (S. cerevisize and S. castellii) across exon-exon junctions. spliRNA

expression is not evident in (A) Arabidopsis or (B,C) budding yeast.

FIGURE 20. spliRNA sequence logos. Sequence logos of (A)~18 nt, (B) 17 nt,
and (C) 16 nt nuclear-localized THP-1 spliRNAs are shown.

FIGURE 21. The cérrélétionlbetween GRO-seq density and spliRNAs. GRO-seq
mappings were ob.tained from NCBI GEO (see Methods) and their density was
plotted agair..lst all Refseq exons (excluding annotations on the haplotype, random,
or mitochondrial chro'mosomes), or against the subset of exons that show
spliRNAs in the THP-1 nuclear dataset. The spliRNA average density shown is

derived from the THP-1 nuclear dataset. A local minimum of GRO-seq density

| correlates with the presence of spliRNAs, consistent with a model of spliRNA

biogenesis dependent on RNAPII backtracking and TFIIS-mediated cleavage.

- FIGURE 22. The relationship between spliRNAs and downstream intron size.

 The size distribution of all introns in the human knownGene dataset, up to 1.2kb,

is shown as blue bars. The size distribution of introns immediately upstream or
downstream of an exon with a THP-1 spliRNA is shown in orange and green,
respectively. Short introns are twofold more common immediately downstream of

exons with spliRNAs in THP-1 cells.

FIGURE 23. The relationship between spliRNAs and exon size. The size

distribution of all exons in the human knownGene dataset, up to 900 bp, is shown
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as red bars. The size distribution of exons associated with spliRNAs is shown as

~ blue bars. spliRNAs are ~2-fold less abundant at very short exons, which do @ot

‘have positioned nucleosomes.

FIGURE 24. Small RNAs from wild type S. cerevisiae exhibit characteristics

“similar to tiRNAs and spliRNAs. (A) S. cerevisice small RNA average density is

~ plotted with respected to the average density of nucleosomes downstream of all

annotated Refgene transcription start sites. Peak small RNA density coincides

with local nucleosome density minima. (B) Consistent with previous dnalysis, S.

- cerevisiae, which lack the miRNA and siRNA pathways, have a distribution of

small RNAs that peaks at ~17-18 nucleotides. These small RNAS exhibit a

‘ rar.xbdom distribution of 5’ end nucleotides.‘(C) Like tiRNAs and sp'liRNAs, S.

cerevisiae small RNAs show a purine 3’ nucleotide bias.

FIGURE 25. KEGG pathway enrichment analysis for genes with spliRNAs in

normal adjacent tissue.

'FIGURE 26. KEGG pathway enrichment analysis- for genes with spliRNAs in

DCIS tissue.

FIGURE 27. Splice-site RNA expression comparison per gené in the normal
adjacent (i.e., control) versus the DCIS (i.e., cancer) tissues. Note the number of

genes with differentially highly expressed spliRNAs in the DCIS tissue.

FIGURE 28. Genes with greater than twofold greater spliRNA expression in the
DCIS sample are significantly associated with breast cancer pathways in

GeneSigDB.

DETAILED DESCRIPTION OF THE PREFERRED EMBODIMENT
To investigate splice-site associated small RNAs in detail, the present
inventors analysed the relationship between 35’ splice-sites and small RNAs

present in deep sequencing libraries from human and mouse cell lines, mouse
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primary granulocyte nuclei, a variety of nematode worm Caenorhabditis elegans
(C. elegans), fruit fly Drosophila melanogaster (D. melanogaster) and marine
sponge Amphimedon queenslandica (A. queenslandica) primary tissues.

The present invention arises from the finding of a novel class of “splice-

site” RNA molecules (spliRNAs) that may be associated with gene regulatory

mechanisms including, but not limited to, mRNA splicing, transcription,
epigenetic modification, epigenetic rég_ulétion, chromatin modification and
nuc.leosome positioning. The present inventors have surprisingly foimd that these
spliRNAs may be distinguished from an'y previously identified class of small
RNAs based on their location in the gehome and the features they are associated
with. In a particular embodiment, the SpliRNA may be characterizedb 'as
comprising a nucleotide sequence that (i) corresponds to a nucleotide seqhence
that is located at or near a 5’ splice-s}ite'of an internal exon of a genomic DNA
sequence,.and (ii) cofresponds to a 3’ nucleotide sequence of the internal exon of
the genomic DNA sequence.

It w"i}libe appreciated that these small RNA molecules exhibit different ,
characteristics to the small non-coding RNA mdlecules (eg. iniRNAs, piRNAs
and tiRNAs) previously identified. The present invention is based on the
inventors’ id_entiﬁcation of spliRNA molecules, :the manipulation of these
spliRNAs and the use of spliRNAs to characterize their role and function in cells.

The invention also concerns methods and compositions for identifying spliRNAs,

_arrays comprising spliRNAs (spliRNA arrays) and use of spIiRNAs for

diagrostic, therapeutic and prognostic applications in mammals, particularly
humans.

For the purposes of this invention, by “isolated” is meant present in an
environment removed from a natural state or otherwise subjected -to human
manipulation. Isolated material may be substantially or essentially free from
components that normally. accompany it in its natural state, or may be
manipulated so as to be in an artificial state together with components that
normally accompany it in its na_turél state. The term “isolated” also encompasses

terms such as “enriched”, “purified”, “synthetic” and/or “recombinant”.
*
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The term “nucleic acid” as used herein designates single- or double-
stranded mRNA, RNA, cRNA, RNAi and DNA inclusive of ¢cDNA and genomic
DNA. Nucleic acids may comprise naturally-occurring nucleotides or synthetic,
modified or derivatized . bases (e.g., inosine, methyinosine, pseudouridine,

methylcytosine erc). Nucleic acids may also comprise chemical moieties coupled

‘thereto to them. Examples of chemical moieties include, but are not limited to,

biotin, _Iocked nucleic acids (LNAs), peptide nucleic acids (PNAs), cholesterol,
2’O-methyl, Morpholino, and ﬂuoro'phorés such as HEX, FAM, Fluorescein and
FITC. | .

According to a first aspect, the invention provides an isolated
substantially-single stranded. RNA molecule (referred to herein as a “splice-site
RNA” or “spliRNA™) that comprises a nucleotidé sequence comprising no more
than 26 contiguoﬁs nucleotides that cdrrespond to a genomic DNA sequence
associated with gehe regulation, wherein said nucleotide sequence comprises a -
nucleotide sequence correspénding to a 37 nucleotide sequence of an internal
exon of said genomic DNA sequence. '

In this context, “correspondihg to” and “corresponds to” means that the
spliRNA molecule has a nucleotide sequence of, or a sequence complementary to,
a genomic DNA nucleotide sequence. It will be appreciated that this definition
should take into account that RNA uses a U instead of a T, as found. in DNA.

Typically, the spliRNA comprises a nucleotide sequence that corresponds
to a sense strand of the internal exon of the genomic DNA sequence. |

In one preferred form, said spliRNA molecule terminates in a 3’
nucleotide sequence that corresponds to the 3’ end of the internal exon of the
geﬁomic DNA sequence. _ |

In another preferred form, said isolated RNA molecule consists of a
nucleotide sequence that corresponds to the 3’ end of the internal exon of the
genomic DNA sequence, v

In one preférred form, the spliRNA molecule comprises a nucleotide
sequence comprising 14-26 cbntiguous nucleotides.. | _ '

In another preferred form, the spIiRNA molecule comprises a nucleotide

sequence comprising 14-20 contiguous nucleotides.
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In Yet another preferred form; the spliRNA molecule comprises a _

nucleotide sequence comprising 16-18 éontiguous nucleotides.

In still yet another preferred form, the spliRNA molecule comprises a
nucleotide sequence comprising 17 or 18 contiguous nucleotides.
It will be appreciated that the length of the spliRNA molecule may vary

depending on the genome that it is located in and/or derived from. For example, a

- spliRNA molecule of a human genome may comprise on average 17 or 18

nucleotides while a spliRNA molecule of a different eukaryotic genome (e.g.,
mouse and Drosophila) may comprise on average 17 nucleotides, "although
without limitation thereto. ' _

Typically, the isolated RNA molecule corﬁ.‘prises a nucleotide sequence
that corresponds to a nucleotide Sequence that is located at or near a 5’ splice site
of the internal exon of the genomic DNA sequence. |

Preferdbly, the isolated RNA miolecule consists of a nucleotide sequence
that corresponds to a nucleotide sequence that is located at the 5’ splice site of the
internal exon of the genomic DNA sequence.

Typically, the spliRNA does not encode a peptide or a protein encoded by
a genome. Accordingly, the spliRNA comprises a nucleotide sequence that is
referred to herein as “non-coding”. |

The Spli_RNAs are typically not linked to the pathways that produce

- miRNAs, siRNAs and piRNAs. Thus, in contrast to other small non-coding RNA

molecules (e.g., miRNAs, siRNAs and piRNAs), spliRNAs do typically not
require a dicer and/or a Dger8 for their processing and/or produétion. |

It will be appreciated that the spliRNAs are expressed in most tissues and
developmental stages in eukaryotes such as, but not limited to, humans, mice,
Drosophila and C. elegans. In some cases, the spliRNAs are enriched; increased
or otherwise more prevalent in actively differentiating and/or undifferentiated
tissues. For example, the expression of a spliRNA may be higher in é Dro&ophila
head corhpared to in a Drosophila body. It will also be appreciated that the
expression of the spliRNA may be upregulated, induced, elevated or otherwise
increased in an embryonic sponge compared to in an adult sponge (e.g., the

marine sponge 4. queenslandica).
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It will also be appreciated that genes associated with ‘_spliRNAs may be
more highly expressed compared to genes that lack or have a low abundance of
spliRNAs. .

| While in one embodiment the‘ spliRNA molecule vhas a nucleotide
sequence  transcribed from the corresponding DNA sequence, it will be
appreciéted that said spliRNA molecule may be chemically-synthesized de novo,
rather than transcribed from a DNA sequence. '

Chemical synthesis of RNA is well known in the art. Non-limiting

“examples include RNA synthesis using TOM amidite chemistry, 2-

cyanoethoxymethyl (CEM), a 2-hydroxyl protecting groups and fast
oligonucleotide deprotecting groups. '

As hereinbefore described, the nucleotide sequence of a spliRNA
molecule is typically GC rich. By this is meant, that the percent GC content of the
nucleotide sequence is substantially greater thaﬁ the average GC content of the
genome from which the spliRNA is derived. This GC content also differs from
that of miRNAs. |
' Preferably, the GC content of spliRNAs is grea‘ter than about 50-70%, or
greater than about 51-60%. |
‘ Typically, the GC content of spliRNAs is greater than about 51%, greater
thén about 52%, greater than about 53%, or greater than about 54% compared to
about 50% for miRNAs and compared to about 70% for tiRNAs.

It will be appreciated that this comparison is organism dependent hence
the actual GC content will vary for spliRNAs of each different organism.

In some embodiments, a spliRNA may be is ‘associa'ted with the
maintenance and/or initiation of nucleosome positioning. v

In certain embodiments, a spliRNA may be located at a regidn of.a
genome with (i) RNA polymerase II binding and/or (ii) transcription elongation
factor II (TFIIS) activity.

In some cases, spliRNA expression may be at least partly upregulated,
elevated or otherwise increased at exons located upstream of short introns.

Thus, spliRNA expression at an exon located upstream of an intron that

comprises 60-120 nucleotides or less may be, for example, 25%, 50%, 75%,
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100% 150%, 200%, 250%, 300%, 350%, 400%, 450% and up to about 500%
increased compared to spliRNA expression at an exon located upstream of an
intron that comprises 121 nucleotides or more.

In some cases spliRNA expression may be at least partly -reduced,

~decreased or otherwise down-regulatcd‘ at short exons. Consequently, spliRNA

expression may be, for example, 25%, 50%, 75%, 100% 150%, 2.00%, 250%,

©300%, 350%, 400%, 450% and up to about 500% reduced at an exon comprising

60 nucleotides or less compared to spliRNA expression at an exon comprising 61
nucleotides or more. '

~ Typically, although not exclusively, spliRNA molecules do not form

- secondary structures, such as stem and loop structures. Accordingly, spliRNA

molecules are substantially free of internal base-pairing. In this context, by
“substantially free” is meant fewer than 3, 2 or | internal base pairs. | |
Therefore, in one particularly pfe:ferred embodiment, the invention
provides an isolated substantially single-stranded spliRNA molecule, wherein
said isolated spliRNA molecule comprises a nucleotide sequence that:
' (ji) © consists of 17 or 18 contiguous nuéleotides thét cofrespond toa
‘ sense _s'trand of an internal exon of 2 mammalian genomic DNA
sequence located at a 5” splice site§ -
(i1) corresponds to a 3’ end of the internal exon of the mammalian
bgenomic DNA seQuence; .
(iii) comprises a GC cont_ént greater than 54%; and
(iv) is substantially free of ,intemal base-pairing. .'
Preferably, the mammalian genomic sequence is of, or obtainable from, a
human genome. | _
Non-limiting examples of the isolated spliRNA molecules of the invention
are set forth in SEQ ID NOs:1-6884 (Fig. lk‘(human)) and SEQ ID NOs:6885-
16,398 (Fig. 2 A-C (mouse, C. elegans, and Drosophila)).
Typically, although not exclusively, the isolated spliRNA molecule
comprises a nucleotide sequencé that is located in, or obtainable from, a cell

nucleus.
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It will also be appreciated that the invéﬁtion cvontemplatesv nucleic acid.
molecules (e.g., RNA or | DNA) complementary to or at least partly
compiementary to the épliRNA molecules of the invention. Complementary or at
least partly complementary nucleic acid molecules may be in DNA or RNA form.

By “at least partly complementary” is meant having at least 60%, at least
70%, at least 75%, at least 80%, at least 90%, or at least 91%,_ 92%, 93%, 94%,

95%, 96%, 97%, 98% or 99% sequence identity with a nucleotide sequence of a

' s_pliRNA molecule.

The invention also provides a modified spliRNA molecule.

A modified spliRNA may be altered by, complexed, labeled or otherwise
covalently or non-covalently coupied to one or more other chemical.entities. In
some embodiments, the chemical entity may be bonded, linked or otherwise
attached directly to the spliRNA, or it may be bonded, linked or otherwise
attached to the spliRNA via a linking group (e.g, a sbacer).

Exampleis of such chemical entities inciude, but are not limited to,
incorporation of modified bases (e. g., inosine, methylinosine, pseudouridine and

morpholino), sugars and other carbohydrates such as 2’-O-methyl and locked

. nucleic. acids (LNA), amino groups and peptides (e.g., peptide nucleic acids

(PNA)), biotin, cholesterol, ﬂuorophores (e.g., FITC, Fluoroséein, Rhodamine,
HEX, FAM, TET and Oregon Green) radionuclides and metais, alfho.ugh without |
limitation thereto (Fabani and Gait, 2008; You et al, 2006; Summerton and
Weller, 1997). A mbre complete list of possible chemical modifications can be
found at ‘h‘ttp://www.oligos.com’ModiﬁcationsLiét.htm.

In one particular embodi.ment, the modified spliRNA is an “antisense
inhibitor”. By “antisense inhibitor” is meant a nucleic acid sequence that is
either complementary to or at least partly complementary to the spliRNA _

molecule (Dias and Stein, 2002; Kurreck, 2003; Sahu ef al., 2007). The antisense

inhibitor pairs with the spliRNA and interferes with interactions such as, but not

limited to, spliRNA-mRNA and  spliRNA-DNA interactions. Experiments
showing sequence-specific inhibition of small RNA furction have previously
been demonstrated both in vz'tfo (Mei_ster et al., 2004, Hutvagner et al., 2004) and
in vivo (Kritzfeldt et al., 2005). | ‘
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In another particular embodiment, the modified spliRNA is a “point
mutant”. By “point mutant” is meant a spliRNA molecule where | or 2
nucleotides have been removed, substituted or otherwise altered. Point mutants of
spliRNAs or their targets can be employed to study the fﬁnction_ of spliRNAs in
disease or to increase the affinity of spliRNAs to variant targets. Small RNA

molecules involved in disease processes, including spliRNAs, may have “seed-

sequences”. By “seed-sequences” is meant nucleic acid sequences that comprise

2-7.nucleotides and are involved in target recognition (Lewis et al., 2003; Lewis
et al, 2005). Increasing the mismatch in these sequences 'is predicted to .
significantly decrease the gene regulation function of spliRNAs. This approach
may be applicable for partial inhibition of spliRNA targets _

In yet another particular embodiment, the modified spliRNA molecule is a
“spliRNA sponge”. By “;pliRN% sponge” is meant a genetically encoded
competitive spliRNA inhibitor that may be stably expressed in a cell, such as a
eukaryotic cell. The spliRNA binds to the spliRNA thereby preventing it from
binding its mRNA target in a technique called “sponging”. The spliRNA sponges
may be produced using methods such as the ones described in Cohen, 2009, Ebert
et al., 2007, Hammond, 2007 and Rooij et al., 2008. It will be appreciated that a
spliRNA sponge rﬁay bind to, soak up and/or inhibit a specific spliRNA and/or a
family of spliRNAs. | | o

In still yet another particular embodiment, the modified spliRNA is a
“spliRNA mimic’.. A> "spliRNA mimic” is a single-stranded RNA oligonuclebtide
that is éomplem‘ehtary to or at least partly complementary to the spliRNA. The
spliRNA mimic may inactivate pathological spliRNAs through complementary, _
base-pairing. It will also be appreciated that chemical modiﬁcation to LNA, PNA
or morpholino and conjugation to cholesterol may stabilize the spliRNA mimic
molecule and facilitate deli{/ery of single-stranded RNA molecules to targets
following intravenous administration (Rooij and Olson, 2007).

The inventibn also provides a fragment of a spliRNA of the invention. By
“fragment” is meant a portion, ddmain, region or sub-sequence of a spliRNA
molecule which comprises one or more structural .and/Or functional characteristics

of a spliRNA molecule. By way of example only, a fragment may comprise at



WO 2011/120101 PCT/AU2011/000380

(94

10

20

25

30

19

least 3, at least 6, at least 7, at least 8, at least 9, at least 10, at least 11, at least 12,

“at least 13, at least 14, at least 15, at least 16 or at least 17 nucleotides of a

spliRNA molecule. | _

It will be appreciated that the spliRNA molecules can be chemically
modified to facilitate penetration into cells. Examples of such modifications
include, but are not limited to, conjugation to cholesterol, Morpholino, 2’O-
methyl, PNA or LNA (Paﬁridge et al., 1996; Corey and Abrams, 2001; Kos ef a/.,
2003). |

‘ M‘odiﬁed spliRNA molecules also include “variants” of the spliRNA

molecules of the invention. Variants include RNA or DNA molecules comprising

a nucleotide sequence at least 70%, 75%, 80%, 85%, 90%, 95%, 96%, 97%, 98%
or 99% identical to a nucleotide sequence of a spliRNA molecule such as
described in Fig. 1 and Fig. 2. Such variants may include one or more point
mutations, nucleotide substitutions, deletiohs or additions: '

According to another aspect, there is provided a genetic construct
comprising or ‘encoding one or a plurality of the same or different spliRNA

molecules, modified spliRNA molecules, at least partly complementary DNA or

- RNA méleCules, or fragments thereof.

It will be appreciated that said spliRNA molecules may be oriented in
tandem repeats or with multiple copies of each spliRNA sequence.

As used herein, a “genetic construct” is any artificially constructed nucleic

acid molecule comprising heterologous nucleotide sequences.

A genetic construct is typically in DNA form, such as a phage, plasmid,
cosmid, artificial chromosome (e.g., a YAC or BAC), although without limitation
thereto. The genetic construct suitably comprises one or more additional
nucleotide sequenéés, such as for assisting propagation and/or selection of
bacterial or other cells transformed or transfected with the genetic construct. |

In one particular embodiment, the genetic construct is a DNA express_ibn
construct that comprises one or more regulatory sequences that facilitate
transcription of one or more spliRNA molecules, modified spliRNA molecules or

fragments thereof.
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Such regulatory sequences may include promoters, enhancers,
polyadenylation sequences, splice donor/acceptor sites, although without
limitation thereto. | _

- Suitable promoters may be selected according to the cell or organism in
which the spliRNA molecule is to be expressed. Promoters may be selected to
facilitate constitutive, conditional, tissue-specific, inducible or repressible
expression as is well understood in the art. Examples of promoters are T7, SP6,
SV40, Pollll, U6, H1 and 7SK, although without limitation thereto. -

It will be appreciated that the spliRNA molécule may be provided as an
encoding DNA sequence in an expression construct that, when transcribed,
produces the spliRNA molecule as a transcript.

It will also be appreciated that spliRNA molecules appear to be a hitherto
unknown form of small, single stranded RNA molecules that occur throughout

evolution. Accordingly, spliRNA molecules may be isolated, identified, purified

or otherwise obtained from a number of different organisms.

Preferably, the ofganism_ is a eukaryote. _

More preferably, the organism is a metazoan inclusive 6f all multi-celled
animals ranging from marine sponge to insects and vertebrates.

Even more preferably, the organism is a vénebrate, inclusive of rnamrﬁals,
avians such as chickens and ducks and aquaculture species such as fish, although
without limitation thereto.

Even more preferably, the organism is a 'mammal. _

Mammals include humans, livestock such as horses, pigs, cows and sheep,
domestic animals such as cats and ‘dogs, although without limitation thereto. |

In further aspécts, the invention therefore provides methods of identifying,
purifying or otherwise obtaining a spliRNA molecule. . B

‘ Broadly, such methods may include analysis of nucleic acid samples
obtained from an organism, and/or bioinformatic analyéis of genome sequence
information. |

Preferably, the nucleic acid samples are derived from the genome of a

eukaryote.
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More preferably, the nucleic acid samples are derived from the genome of
a metazoan inclusive of marine sponge, insects and vertebrates.
Even more preferably, the nucleic acid samples are derived from the

genome of a vertebrate, inclusive of mammals, avians such as chickens and ducks

and aquaculture species such as fish, although without limitation thereto..

Even more preferably, the nucleic acid samples are derived from the
genome of a mammal.

Mammals include humans, livestock such as horses, pigs, cows and sheep,

" domestic animals suchas cats and dogs, although without limitation thereto.

Preferably, methods for analyzing a nucleic acid sample to identify a
spliRNA include “deep sequencing” and mapping strategies that consider exon-
exon and/or exon-intron boundaries and multi-mapping deep sequencing reads.

Examples of specific "deep sequencing technologies employed for the

identification of exon boundaries and spliRNAs include, but are not limited to,

454™. Helicos-, PacBio-, Solexa/lllumina- and SOLiD-sequencing.

In particular embodiments that relate to bioinformatic analyses of genome
sequence information, the invention provides a computer-readable storage
medium or device encoded with structural information of one or more spliRNA
molecules.

The structural information may be nucleotide sequenc'e,, secjuence length,
GC cohtent and/or proximity to a 5’ splice site of an interﬁal exon, although
without limitation thereto. '

A computer-readable storage medium may have computer readable
program code components stored thereon f_or programming a computer (e. g.,‘any
device comprising a processor) to perform a method as described herein.
Examples of such computer-readable storage media include, but are not limited
to, a hard disk, a CD-ROM, an optical storage device, a magnetic storage device,
a ROM (Read Only Memory), a PROM (Programmable Read Only Memory), an ‘
EPROM  (Erasable Programmable Read Only Memory), an EEPROM
(Electrically Erasable Programmable Read Only Memory) and a F lésh memory.
Further, it is expected that one having ordinary skill in the art, notwithstanding

possibly significant effort and many design choices motivated by, for example,
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available time, current technology, and economic considerations, when guided by

_the cdncepts and principles disclosed herein will be readily capable of

implementing the invention by generating necessary software instructions,
programs and/or integrated circuits (ICs) with minimal experimentation.
Typically, the computer-readable storage medium or device is part of a
computer or computer network capable of interrogating, searching or querying a
genome sequence database. |
In one example, a bioinformatic method may utilize a high performance
computing station which houses a local mirror of the UCSC Genome Browser.
One further aspect of the invention provides antibodies which -bind,
recognfze and/or have been raised against a spliRNA of the invention, inclusive
of fragments and modified spliRNA moleculés. | |
Antibodies may be monoclonal or polyclonal. Antibodies also include
antibody fragments such as Fc fragments, Fab and Fab’2 fragmenté, diabodies
and ScFv- fragments. Antibodies may be made in a suitable production animal
such as a mo&se, rat, rabbit, sheep, chicken or goat. |

The invention also contemplates recombinant methods of producing

- antibodies and antibody fragments. For example, antibodies to RNA molecules

have been produced by a method utilizing a synthetic phage display library
approach to select RNA-binding antibody fragments (Ye et al., 2008).
~ As is well understood in the z{rt, antibodies may be conjugated with labels

selected from a group including an enzyme,. a fluorophore, a chejmilurninescent
fnolecule, biotin, radioisotope or other label. |

Examples of suitable enzyme labels useful in the preseﬁt invention include
alkaline phosphatase, horseradish péroxidaée, luciferase, B-galactosidase, glucose
oxidase, lysozyme, malate dehydrogenase and the like. The enzy_,me' label may be
used. alone or in cofnbination'with a second enzyme in solution or with a suitable
chromogenic or chemiluminescent substrate, |

Examples of chromogens include diaminobanzidine (DAB), permanent
red, 3-ethylbenzthiazoline sulfonic acid (ABTS), 5-bromo-4-c.hloro-3-indolyl
phosphate (BCIP), nitro blue tetrazolium (NBT), 3,3°,5,5 -tetramethyl benzidine

- (TNB) and 4-chloro-1-naphthol (4-CN) , although Without limitation thereto.
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A non-limiting example of a chemiluminescent substrate is Luminol™,
which is oxidized in the presence of horseradish  peroxidase and hydrogen
peroxide to form an excited state product (3-aminophthalate). .

Fluorophores ~may  be  fluorescein  isothiocyanate ~ (FITC),
tetramethylrhodamine .isothiocYanate (TRITC), allophycocyanin (APC), Texas
Red (TR), Cy5 or R-Phycoerythrin (RPE), althdugh without limitation thereto.

Radidisotope labels may include I, **'I, °'Cr and PTc, although without
limitation thereto. . ,

Other antibody labels that may be useful include colloidal gold particles
and digoxigenin. ' '

In other aspects, the invention provides a method of identifying a spliRNA
expression profile as a quantitative or qualitative indicator or measure of gene
regulation. These methods may be particularly, a’lth'du'gh not exclusively, relevant
to diagnosis "of diseaées and conditions associated with differential gene
regulation. ' | |

In one particular embodiment, said spliRNA expression profile is an

~ indicator and/or measure of mRNA splicing activity.

In another particular embodiment, said spliRNA expression profile is an
indicator of particular exon inclusion as a result of mRNA splicing activity.

" In another particular embodiment, said spliRNA expression profile is an

" indicator and/or measure of gene transcriptional activity.

In yet another particular embodiment, said spliRNA expression profile is

- an indicater and/or measure-of epigenetic modulatory and/or regulatory activity.

In still another particular embodiment, said spliRNA expression profile is
an indicator and/or measure of chron;atin modification activity. -

In still yet another particular embodiment, said spliRNA expreésion
profile is an indicator and/or measure of nucleosome positioning activity. |

In one embodime‘m, the method uses a ;‘nu'cleic acid array” (spliRNA
array).- _ ‘ _ | |

By “nucleic acid array” is a meant a plurality of nucleic acids, preferably

ranging in size from 10, 15, 20 or 50 bp to 250, 500, 700 or 900 kb, immobilized,

affixed or otherwise mounted to a substrate or solid support. Typically, each of
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the plurality of nucleic acids has been placed at a defined location, either by
spotting or direct synthesis. In array analysis, a nucleic acid-containing sample is
labeléd and allowed to hybridize with the plurality of nucleic acids on the array.
Nucleic acids attached to arrays are referred to as "fargets” whereas the labelled
nucleic acids comprising the sample are called “probes . Based on the amount of
probe hybridized to each target spot, information is gained about the specific
nucleic acid composition of the sample. The major advantage of gene arrays is
that they c'an. provide information on thousands of targets in a single experiment
and are most often used to monitor gene expression levels and “differential
expression”. '

“Differential expression” indicates whether the level of a particular
spliRNA in a sample is higher or lower than the level of that particular spliRNA
in a normal or reference sample. ' ‘

The physical érea occupied by each sample on a nucleic acid array is
usually 50-200 pm in diameter thus nucleic acid samples representing entire
genomes, ranging from ‘3,000-'32,000 genes, may be packaged onto one solid
support. Depending on the type of array, the arrayedAnucleic acids may be
composed of oligonucleotides, PCR products or cDNA vectors or purified inserts.
The sequences may represent entire genomes and may include both knoWn and
unknown sequences or may be collections of sequences such as miRNAs. Using
array analysis, the expressiori profiles of normal and diseased tissues, treated and
untreated cell cultures, developmental stages of an organism or tissue, and
different tissues can be compared. |

In one embodiment, gene profiling, such as but not-limited to using a
spliRNA array, is used to identify mRNAs whose expression shows a positive or
inverse correlation with the expression of a specific spliRNA.

it will be appreciated that an absence of spliRNA expression could
correlate with a presence of mRNA expression, or vice versa. Alternatively, a
presence of spliRNA expression could correlate with a presence of mRNA
expression or an absence of spliRNA expression could correlate with an absence
of mRNA expression. Furthermore, a level of spliRNA expression could correlate

with a level of mRNA expression, whether directly or inversely. It will be
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appreciated that a level of expression may be measured as a quantitative or a
relative expression level. ' '

_ In another embodlment géne proﬁ ing allows the identification of
regulators of disease processes and potential therapeutlc targets.

Examples of diseases and conditions that show differential gene regulation
include but are not‘ limited to Crohn’s disease, Alzheimer’s disease, Parkinson’s
disease, schizophrenia, infertility, rheumatoid arthritis, myocardial infarction,.
diabetes, congenital developmental disorders, coronafy heart disease, and cancer
such as breast cancer, lymphoma, leukemia, colorectal cancer, gastric cancer,
ovarian cancer, aggressive metastatic brain cancer, and pituitary tumors (McKéig
et al.“, 2003; Griinblatt er al., 2007, Liang eral., 2008:; Liibke et al., 2008; ‘Ridker.,
2007; Zecchini et al., 2008; Perrin ef al., 2007, ‘Zumédio eral,2008).

It will be appreciated that said gene regulation may'refer to aberrant gene
transcription, aberrant mRNA splici.ng, aberrant epigenetic modification, aberrant
epigenetic regulation, aberrant chromatin modification and/or aberrant
nucle‘osomé positioning. |

Further, spliRNAs may be associated with aberrant regulatory activity of
oncogenes or fumor suppressors (Zhang et al., 2006) and may therefofe be‘corhe'
uscﬁll biomarkers for cancer diagnostics. '

It will be appremated that said aberrant reoulatory actmty may in some
embodiments refer to activities such as transcription, mRNA sphc‘mg,'e'plgenetxc

modification, epigenetic regulation, chromatin modification and/or nucleosome

_positioning.’

In one particular émbodiment, the spliRNAs may be associated with
oncogenes such as myc*; Bel-2 and -3*, myb*, mdm2*, mdmx*, and ras.

In another particular embodiment, the spliRNAs fn_ay be associated with a
tumour suppressor gene, for example, p21 and/or pS3 (see, e.g., Sotos—'Reyes &
Recillas-Targa, 20'10). . )

In another particular embodiment, the spliRNAs may be linked to aberrant
mRNA splicing of genes associated with diseases and conditions such as, DnmtI*
and Dnmt3* associated with cancer progression, and APP and beta amylv'oid in-

Alzheimer’s disease.
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In yet another particular embodiment, the spliRNAs may be linked to aberrant
epigenetic modification .and/or regulation of genes associated with various
cancers, o.—Thalassaemia, and Prader-Willi, ATR-X, Fragile X, ICF, Angelman’s,
and Reft syndromes. | ‘

Other methods of the invention, including but not limited to the herein |
mentioned spliRNA array, relate to diagnostic appiiéations of the claimed nucleic
acid molecules. For example, spliRNAs may be detected in biological samples in-
order to determine and classify certain cell types or tissue types or spliRNA-
associated pathogenic disorders which are characterized by differential expression
of spliRNA molecules or spliRNA molecule patterns. Further, the developmental
stage of cells, organs and/or tissues may be classified by determining spatial
and/or temporal expression patterns of spliRNA molecules. '

In another aspect, the inventidn provides a method of treating a disease or
condition in an animal, said method including the step of administering to the
animal a therapeutic agent selected from.the group consisting of:

(i) an isolated spliRNA molecule;

i) a Ifragment of the isolated spliRNA molecule;

(iii) - a modified spliRNA molecule;

(iv)  an at least partly complementary RNA or DNA molecule;
~and/or

v) | an'ant'ibody' that bindsaﬁy one of (i)-(iv);

- to thereby treat said disease or condition.

Accordingly, the aforementioned therapeutic -agénts may be suitable for
prophylaxi‘s and/or therapy of animals, including mammals such as humans. For
example, the ‘therapéutic agents may be used to treat diseases, conditions,
developmental processes and/or disorders ;Lssociated with developmental
dysfunctions. Certain spliRNAs may function as tumour-suppressors and thus
expression or delivery of these spliRNAs or sp/iRNA4 mimics” to tumor cells may
provide therapeutic efficacy. _

In one embodiment, the use of chemically modified spliRNAs to target

either a specific spliRNA or to disrupt the binding of a spliRNA and its specific
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mRNA target in vivo may provide a potentially effective means of inactivating
pathological spliRNAs. ‘

Altemati\}ely, spliRNAs may be administered to potentiate the effects of ’
natural spliRNAs by promoting the expr_essibn of beneficial gene products such.as
tumour suppressor proteins (Rooij and Olson, 2007).

Therapeutic agents may be delivered to an animal in the form of a
pharmaceutical composition comprising a pharmaceutically acceptable carrier
diluent or excipient. |

Accordingly, the invention provides a pharmaceutical composition
comprising a fherapeutic agent selected from the group consisting of: |

() an isolated spliRNA molecule; |
(i) a fragment of the isolated spliRNA molecule;
(iii)  amodified spliRNA molecule; |
(iv)  an at least partly complementary RNA or DNA molecule
and/or ' |
(v)  an antibody that binds any one of (i)-(iv);
and a pharmaceutically acéeptable carrier, diluent or exéipient.

By “pharmaceutically-acceptable carrier, diluent or excipient” is meant a

solid or liquid filler, diluent or encapsulating substance that may be safely used in

systemic administration. This includes carriers, diluents or excipients suitable for
veterinary use. |

Depending upon the particular route of administration, a variety of
carriers, well known in the art may be used. These carriers may be selected from .
a grou§ including sugars, starches, cellulose and its derivatives, malt, gelatine,
tale, calcium sulfate, vegetable oils, Synthetic oils, polyo!s, .alginic acid, .
phosphate buffered solutions, emulsifiers, isotonic saline and salts such as mineral
acid salts including hydrochlorides, bromides and sulfates, organic acids such as
acetates, propionates and malonates and pyrogen-free water.

A useful reference describing pharmaceutically acceptable carriers,
diluents and excipients is Remington’s Pharmaceutical Sciences (Mack

Publishing Co. N.J. USA, 1991).
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Any safe route of administration may be employed for providing a patient
with the composition of the invention. For example, oral, rectal, parenteral,
sublingual, buccal, intravenous, intra-articular, intra-rriuscular, intra-dermal,
s_ubcutaneous, inhalational, intraocular, intraperitoneal, intracerebroventricular, -
transdermal and the like may be employed. Intfa-r‘nuscular _and'subcutaneous
injection 1is appropriate, for example, for administration of immunotherapeuﬁc
compositions, proteinaceous vaccines and nuclleiclz acid vaccines. In the case of
gene therapy, which contemplates the use of electroporation or liposomal

transfection into tissues, the drug may be transfected into cells together with the

DNA.

Dosage forms include ' tablets, dispersions, suspensions, injections,
solutions, ‘syrups, troches, capsules, suppositories, aerosols, transdermal patches
and the like. These dosage forms may also include injecting or implanting
controlled releasing devices designed specifically for this purpose or other forms
of implants modified to act additionally in this fashion. Controlled release of the

therapeutic agent may be achieved by coating the same, for example, with

~ hydrophobic polymers including acrylic ’resiins', waxes, higher aliphatic alcohols,

polylactic and polyglycolic acids and certain cellulose derivatives such as
hydroxypropylniethyl cellulose. 1In addition, the controlled release may be
achieved by using other polymer matrices, liposomes and/or microspheres.
Compositions of the present invention suitable for oral or parenteral
admibnistration may be presented as discrete} units such as capsules, sachets or
tablets -each containing a pre-determined amount of one or more therapeutic
agents of the invention, as a powder or granules or as a solution or a suspension in
an aqueous liquid, a non-aqueous liquid, an oil-in-water emulsion or a water-in-
oil liquid emulsion. Such compositions may be prepéxed by any of the methods
of pharmacy but all methods include the step of bfinging into association one or |
more agents as described above with the carrier which éonstitutes on_é or more
necessary ingredients. vIn general, the compositions are prepared by uniformly
and intfmately admixing the agents of the invention with liquid carriers or finely
divided solid carriers or both, and then, if necessary, shaping the product into the

desired presentation.
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The above compositions may be administered in a manner compatible

with the dosage formulation, and in such amount as is pharmaceutically-effective.

+ The dose administered to a patient, in the context of the present invention, should

be sufficient to achieve a beneficial response in a patient over an appropriate
period of time. The quantity of agent(s) to be administered méy depend on the
subject {0 be treated inclusive of the agé, sex, weight and general health condition
théreof, factors that will depend on the judgement of the practitioner.

| Methods and compositions may be used for treating diseases or cohditions
in any animal. Animals include and encompass fish, avians (e.g, chickens and

other poultry) and mammals inclusive of humans, livestock, domestic pets and

- performance animals (e.g., racehorses), although without limitation thereto.

So that the invention may be readily understood and put into practical

effect, reference is made to the following non-limiting exafnple..

EXAMPLES »
Example 1 - Nuclear-localized tiny.RNAs are associated with transcription
initiation and splice sites in metazoans |
Methods
THP-] RNA isolation

THP-1 cells were grown in su;spension culture ac‘co'rding to previously
published methods ('fa_ft et al. ,‘ 2009 (D); Suzuki‘e't al., 2009) and harvested.:
Gfowth media was aspirated and the pellets were resuspended and ‘washed twice
in equivalent volumes of ice-cold PBS. The cells were then split into two equal
volumes for the extraction of total RNA and the extraction of nuclear and
cytoplasmic RINA. To;al RNA was extracted using TRIzol (Invitrogen), éccording
to the manufacturer’s instructions.

Nuclear and cytoplasmic RNA was isolated as previously described
(Hwang et al., 2007), except that each wash was carried out us-i'ng Iml of wash
buffer and tween-40 was substituted for tween-20in the'ﬁnal Wash. Additionally,
to ensure complete clearing of any intact cells or nuclei, the cytoplasmic fraction
was subjected to an additional centrifugation step at 1000 X g for 5 minutes at

4°C, after which the supernatant was transferred to clean tubes for RNA
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extraction. To validate the integrity of the cytoplasmic fraction an aliquot was
aspirated and inspected under an inverted light microscope to confirm that it was
free from intact cells or nuclei. The nuclear fraction was similarly confirmed free
from intact cells under an inverted light microscope by comparing an aliquot of

nuclei after the final wash step to an aliquot of intact cells. RNA was extracted

using the TRIzol (Invitrogen) according to the manufacturer’s instructions and the

- resulting RNA pellets were resuspended in equal volumes of ultra-pure water to

obtain cell-equivalent concentrations.

Validation of THP-1 nuclear and cytoplasmic RNA fractionation
Seven RNA species were assessed by qPCR on ¢DNA prepared from

total, cytoplasmic, and nuclear RNA fractions (for a list of targets, primers and

results, see Table 5 and Fig. 5. A total of 6ul from each cell-equivalent fraction

was used (0.336ug from nuclear fraction, 1.74ug from _g:ytoplasmic fraction and
3ug from the total fraction). Each 6ul fraction was DNase treated using TURBO

DNase (Ambion) according to manufacturer's instructions and then reverse

- transcribed using the SuperScript I Reverse Transcriptase kit (Invitrogeh).

Reverse transcription was primed using random hexamers, which were added at a

concentration of 250ng per 5ug RNA. RT negative reactions were carried out in

paraﬂel. PCR amplicons were generated from each of the qPCR targets and

- extracted from a 2% agarose gel using the Wizard SV-Gel and PCR Clean-Up

System kit (Promega) and quantified using a Nanodrop spectrophotometer, Each -
amplicon was then diluted to a concentration of 2ng/ul and used as templates for
generéting qPCR standard curvés as a 1/10 serial dilution series.

Quantitative PCR of the cDNA targets was carried out using the SYBR -
Green PCR Master Mix (Applied Biosystems) in 20ul reactions, using 2ul of
cDNA, 4ul of primers (2uM), 4ul water and 10ﬁl 2X master mi-x per reaction. The
reactions were vcarried out in 96 well plates on an Applied Biosystems 7500
QPCR System in triplicate and also included both RT negative controls and water
controls. Mean ¢cDNA concentrations and standard deviations were assessed using

the Applied Biosystems Sequence Detection Software v1 4.
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Northern blots were completed by EDC cross-linking as previouély
described Pall er al,, 2007). Successful separation of cytoplasmic and nuclear
THP-1 RNA fractions was assessed using probes against two snoRNAs and two
tRNAs (Table 6, Flg 6). Nuclear enrichment of miR-15 was assessed using a_
probe Spanning the 5’ 16 nucleotides (Table 6), which facilitated detection of
both miR-15a and miR-15b without any increase in background. MicoRNA-16

was detected using a northern probe spanning its entivre length (Table 6).

THP-1 small RNA deep sequencing

Prior to deep sequencing 2.4 x 10 pmol and 2.4 x 10”7 pmol of three
2lmer and three 18mer synthetic RNA spike-ins with 5 phosphate and 3’
hydroxyl groups, respectively, were added to the cytoplasmic, nuclear, and total
RNA - pools in equal concentranons (Table 2). Spike-ins were designed so that’
thev would not map to the human genome. Deep sequencing of the THP- 1 small

RNA samples was performed by GeneWorks (Adelaide, Australia) on the

" Illumina GAII. Library prepafation and 'sequéncing' was completed according to

the manufacturer’s instructions with one modification. Sample isolation from the
PAGE gel after adaptor ligation was performed with a modified set of size
markers‘to facilitate sequencing of small RNAs greater than or equal to 15 nt,
allowing detection and quantification of tiRNAs and other very small RNA -

species.

Mouse granuloc‘yfe nuclei preparation, isolation and small RNA sequencing

| C57BL/6J mice were obtained from the Animal Reséurc_e Centre (Perth,
Australia), with all animal experiments performed in a pathogen free fa_cility
acéording to national and institutional guidelines. Bone marrow was harvested
from the femur, tibia and spine using a mortar and pestle in PBS supplemented .
with 2% fetal calf serum (FCS) as previously described (Holst et al., 2006). Bone
marrow cells were passed through. a 70 um filter to ensure a single cell
suspension, and i_’ricubated with lineage specific antibodies (B220, CD19, CD3,
Sca-1; BioLegend), conj»ugated to biotin, iogether with anti—Gr-l-Tﬂuorescein

isothiocyanate (FITC; Biolegend), anti-cKi-t-phycoerythrin (PE; Becton
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Dickinson), anti-CD34-Alexéﬂuor 647 (eBioscience) and | anti-CD16/32-
PerCP/Cy5.5 (Becton Dickinson) antibodies. Cells were washed twice in PBS
with 2% FCS and incubated with streptavidin-APC-Cy7 (Biolegend). Control
stains for FITC, PE, PerCP/Cy5.5, Alexafluor 647 and APC-Cy7 were used to
determine compensation settings and gating for each population. Mature
granulocytes. were purified as shown previously (Guibal et al:, 2009), ué.i-ng

fluorescence activated cell sorting (FACS) on a Becton Dickinson Aria IL. After

~ purification, a small sample of the cells was reanalyzed for purity by flow

cytometry, and a separate:sample was stained using May-Griinwald Giemsa

following a cytospin. Purification of the nucleus from sorted cells was carried out
using the PARIS kit (Ambion) with modifications to minimise RNA degradation.
In order to confirm the purity of the nucvlear' fraction, SDS-PAGE and Western
blots were carried out to detect the known eytoplasmic protein GAPDH, and the
ubiquitous protein p-actin, on whole ‘cell and nuclear lysates to ensure absent
cyfoplasmic contamination of the vnu_clear fraction. RNA was extracted. from the
nuclear fraction using Trizol pﬁor to deep sequencing. Deep sequencing of
nuclear small RNAs was performed by GeneWorks (Adelaide, Australia) on the
Hlumina GAIIL Library prepa,réti'on and sequencing was completed éccording to

the manufacturers’ instructions.

Other small RNA deep sequencing datasets

Small RNA datasets from mouse (Babiarz et al., 2008), Drosophila
(Chung et al., 2008), C. elegans (Batista et al., 2008), A. queenslandica (Grim'son
ei al., 2008) and budding yeast (Drinnenberg et al., 2009) were obtained from the
NCBI Gene Expression Omnibus (NCBI GEO). See Table 7 for a complete list of
the datasets and their corresponding identifiers. Human GRO-seq aata (Core et
al., 2008) was obtained through NCBI GEO (GSE13518). The sﬁmma_ry ‘aligned’
BED files pro’vided'by the authors, and available at the GEO website, were used
for all analyses. Arabidopsis small RNA datasets were obtained from the
Arabidopsis SBS database, available at hitp://mpss.udel.edw/at_sbs/ (Nakano,
2006), and pooled.
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Reference genome andamibt_ation sources:

Human‘(hgl& NCBI Build ‘36.1), mouse (mm9, NCBI Build 37),
Drosophila (dm3, BDGP Release 5), C. elegans (ce6, WS 190), and S. cereV'iéiae
(saCCerz, SGD June 2008) genome sequences, aﬁd gene and genome feature
annotations, were obtained from a local mirror of the UCSC genome browser
(Kuhn et al ,. 2009). Human and mouse Refseq genes were obtained from the
respective refGene databases. Drosophila Flybase, C. elegans Sanger, and S.
cerevisicze SGD . gene annotations were obtained from the dm3.flyBaseGene,
ce6.sangerGene, and sacCer2.sgdGene databases, respectively. 4. queenslandica
contig sequences and gene annotations were obtained from the University of
Queensland sponge genome sequence repository. The S. castellii genome
sequence and gene annotations were obtained from the Yeast Gene Order -

Database, available at httos//wolle.ven.ted.ie/ygob/ (Byme & Wolfe, 2005). We

used the Arabidopsis TAIR8 genome sequence

(frp:/fTro . arabidopsis.org/home/tair/Sequences/whole _chromosomes/)  and - the

TAIR8 Ensemble gene annotations (Poole, 2007).
-CD4+ T-cell nucleosome modification data (Barski ef al., 2007, Wang et

al., 2008) was downloaded directly from the authors’ website, and is available at

http://dir.nhibi.nih.gov/papers/Imi/epigenomes/hgtesll.aspx and
hitp./dir.nhlbinih.gov/papers/Imi/epigenomes/hgicellaceiviation. aspx. The

summary bed files provided by the authors were used as the basis for all analyses
(see below for more details). Control CD4+ T-cell nucleosome datasets were
obtained from the NCBI Sequence Read Archive (SRR000711 - SRR000720),

_ and processed to obtain nucleosome-length fragments as described previously

(Nahkuri et al, 2009) (more below). S. cerevisige combined H3 and H4

nucleosome data was obtained from http://atlas bx.psu.edu/yeast-maps/veast-

index.html (Mavrich et al., 2008).

Bioinformatic analyses
All bioinformatic analyses were done on a local high-performance
computer that houses a mirror of the UCSC Genome Brower. For most analysis

we used a suite of in-house AWK, Perl, and Python scripts or backend tools
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inherent to the UCSC mirror. Small RNA détasets, raw CD4+ nucleosome data,
-and S. cerevisiae H3 and H4 nucleosome data were mapped to the appropriate
genome using ZOOM (Lin er al, 2008). Small RNA, GRO-seq, chromatin
modification and nucleosome density distributions were accomplished by
converting mapped tag pbsi‘tions (i.e., BED coordinates) to genome-wide wiggle
density plots and averaging these densities across all loci of interest (e.g., Refgene
TSSs) using a set of in-house Perl! scripts.

CD4+ T-cell nucleosome data (Barski ef al., 2007: Wang et al., 2008)
were brocessed to facilitate high-resolution bibinformatic queries. The signals

from the plus and minus strands associated with the same nucleosome are

typically ~150 bp apart, because the sequence tags are derived from the ends of

the strands rather than over their whole length. Therefore, to obtain accurate

ChIP-seq nucleosome profiles from the publicly available deep sequencing data
we extended the genomic matches of all uniquely mapping tags in silico in the 3°

direction so that they reached a total length of 150 nt, consistent with the expected

- length of nucleosome associated DNA, as described ‘previously (Nahkuri et al.,
©2009; Schmid.& Bucher, 2007). To compute the ‘wiggle profile’ we summed the

" distribution of all tags across the genome downstream of the TSS, and then

computed the average based on the number of TSSs queried. This resblves into a

distinct single‘ curve representing peak nucleosome density. Pol [T ChIP-seq

'fragments were also summed across all genes with tiRNAs and, like the

. nucleosome data, resolved to a single high-resolution curve.

The abundénce of THP-1 nuclear and cytoplasmic small RNA datasets

~were normalized by the relative expression of spike-ins 2 and 6 (Ta_ble' 2).

Bioinformatic queries against spike-ins were perfdrmed without mismatches to
ensure accurate quantification and normalization. Identification and analysis of
THP-1 nuclear tiRNAs was performed as previously described (Taft et al., 2009
(). Briefly, tags that mapped to known small RNA loci, repéat elements, or other
potential confoundihg features were removed and small RNAs with a modal
length of ~18 nt that map sense and proximal (generally -60 to +120 nt) to TSSs

(defined by Refgene annotatibns) were ideﬁtiﬁed‘ ). Analysis of the expression of

genes with tiRNAs derived from the THP-1 nuclear, cytoplasmic, or total RNA
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fractions was accomplished using gene expression data from undifferentiated

THP-1 cells 4(httb://fantom.gsc.riken.ip/4/) (Suzuki et al, 2009)  as described

‘previously Taft et al., 2009 (I). Refgenes with high tRNA abundance (>8) or low

tiRNA abundance (1) were obtained and regions' -60 to +300 relative to the TSS
were assessed for chromatin mark densities, as described above. ‘Unannotated’
18mers were identified after eliminating all canonical tiRNAs', and then further
filtering to exclude those proximal to any knownGene TSS or within a
knownGene boundary (i.e., within the bounds defined by. the transcription start
and stop sites). Enrichments at chromatiﬁ marks were accompliéhed‘using loci
with chromatin mark tag densities (relative scores) two standard deviations higher
than the mean for that mark across the entire genome. These loci were then |
collapsed down to single unique entities usihg the UCSC backend tool,
featureBits. Loci located near TSSs (within 200 nt) or. that mapped to known
small RNA annotations were excluded from the analysis. The relative enrichment
of nuclear -small RNAs at each chromatin mark or protein bindirg site was
assessed using an in-house bootstrapping program over 1000 iterations. All
chromatin marks and bindihg sites were high-confidence ~ the loci examined
were required to have ChIP-seq scores greater than 2 standard deviations above
the mean for that sa.mple_/chromatin mark. Bootstrap control experiments at 50,
100, and 500 iterations showed no signiﬁcént difference in enrichment profiles,
suggesting that small RNA enrichments at speciﬁc chromatin marks are robust.
Splice site RNAs are defined as small RNAs less than or equal to 26 nt,
domiﬁantly 17-18 nt, whose 3’ ends are precisely coincident any exonic splice
donor site (i.e., the 3’ end of an exon), including donor sites at both non-protein-
coding and canonical protein-coding genes. Splice site RNAs also include small
RNAs less than or equal to v26 nt, dominantly_17—18 nt, whose 3’ ends map to the
3’ end of internal exons, that is, exons that are bounded on both sides by an intron

and/or exons that are exclusively protein encoding. To ensure the observed

- spliRNA enrichment was not influenced by the failure to map tags across splice

site junctions, small RNAs were mapped to both the genome and a library of
splice site junctions for each organism. Dips of small RNAs just across the splice

site in some organisms may reflect poor geme annotations (i.e., incorrectly
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annotated or missed exons). Analysis of the expression of genes with spliRNAs in

human -and Drosophila was "accomplished using gene expression data’.from

undifferentiated THP-1 cells (htip:/fantom.gsz.riken.jp/4/) (Suzuki et al., 2009)

and a Drosophila developmental time. course (Arbeitman et al, 2002), as
described previously (Taft et al., 2009 (I)). Sequence logos were generated using
Weblogo (Crooks et al, 2004) To examine_the association of spliRNAs with
alternative arid constitutive exons UCSC knownGene exon anﬁotations were used
to derive the splicing status of exons with spliRNAs versus exons without -
spliRNAs in the same genes. The prevalence of fouf different alternative splicing
events (see Téﬁle 4) in both data sets was assessed, and the statistical significance
of the observed difference was calculated using the Fisher's exact test. The
analysis was performed using in-house C and Perl programs that are availéble on
request.

We used annotations from miRbase Version 12 (Griffiths-Jones et al.,

200-8) to assess THP-1 nuclear and cytoplasmic micro RNA expression. To ensure

accurate miRNA expression values we included both uniquely mapping and
multimapping tags in our analysis. However, multimapping tags were only
aﬁalysed if they multimapped amongst miRNA loci. Relative micro RNA
expression was calculated as the sum of the normalized abundance of all tags that
mapped to any particular pre-miRNA. We defined micro RNA-offset RNAs as

any RNA tag that covered the most 5° or 3’ ends of a pre-miRNA annotation.

Results

Investigation of human Refseq exon boundaries revealed more than 5,000
THP-1 genes with small RNAs whose 3’ termini map precisely to the splice
donor site (i.e., the 3’ end of the exon), are approximately 35-fold enriched in fhe
nuclear deep sequencing library’ (Fig. 4a,b), and present at internal exons
regardless of gene length or exon number (Table 3). These splice-site RNAs
(spliRNAs) are detectable using mapping strategies that consider exon-exon or
exon-intron boundaries- and mdlti-mapping deep sequencing reads (Figs. 7-9).

We also foixnd that spliRNAs are nuclear localized in primary mouse

granulocyte nuclei (Figs. 10 and 11), and are detectable in a diverse set of
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evolutionarily distant animals. Splice-site RNAs are expressed in mouse
embryonic stem (ES) cells (Fig. 4¢), a wide range of Drosophila melanogaster
(Fig. 4d) and Caenorhabditis elegans (Fig. 4e) tissues, and in one of the most

basal multicellular animals, the marine sponge Amphimedon queensiandica (Fig.

'4f). They have a modal length of 17-18 nt in human THP-1 cglls, and a modal

length of 17 nt in all other species examined. Their expression is not affected by
the loss of Dicer or DGCRS in mouse ES cells or C. elegans germline mutants
(Figs. 12 and 13), indicating that spliRNA biogenesis is not intimately connected
with the pathways that produce miRN As or siRNAs. Indeed, with few exceptions,
spliRNAs are expressed in. most tissues and devellopmental stages . in D
melanogastef and C. elegans (Figs. 14 and 15). However, spliRNAs are more‘
enriched compared to background in Drosophila heads compared to bodies, are
aimo_st undeteétable in imaginal discs, and are less abundant in adult sponge
compared to embryo (Figs. 16 and 17), suggesting that spliRNAs may be
connected with high gene expression in actively proliferating or undiffeféntiated '
tissues. Indeed, THP-1 and Drosophila genes with spliRNAs are more highly |
expressed than those without (Fig. 18). To investigate if spliRNAs are present
outside the animal kingdom, small RNA distributions at splice donor sites in the
flowering plant Arabidopsis thaliana and the budding yeasts Saccharomyces

castellii and Saccharomyces cerevisiae were investigated. No evidence of

spliRNAs was detected in yeast or plants (Fig. 19).

Overall, spliRNAs are weakly expressed (the median abundance in THP-1

-~y

nuclei is 1) and show a strong enrichment for 3’-terminal guanines, which is

likely, however, driven by the consensus splice site sequence (Fig. 20).

Additionally, although spliRNAs are statistically more common at constitutive
splice sites, we also observed a mild but statistically significant enrichment of
spliRNAs at alternative first exons (Table 4). To query the relationship between
RNAPII activity and spliRNAs we examined the recently described‘GRO-seq
(Core et al., 2008) dataset, which captures the position, amount and oxjientaﬁon of
transcriptionally engaged RNA ponmerasés. We found a local GROseq minimum
at the splice donor site (Fig. 21), which aligns with the position of spliRNAs and

may be consistent with a model of spliRNA biogenesis dependent on cleavage of
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the 3’ end of the nascent transcript. Consistent with this hypothesis, short introns
were twofold enriched downstream of exons expressing spliRNAs, which could
promote RNAPII pausing and backtracking due the proximity of the downstréam
exon-associated nucleosome (iFig. 22), and spliRNAs are approximately 2-fold
less frequent at exons < 60 nt (Fig. 23), which genefally lack positioned

nucleosomes (Anderson ef al., 2009).

Discussion

Taken together, these data suggest that there is a wide diversity of small
RNAs localized fo, and abundant in, the rnetaonannu.cleus. We propose that many
of these species -are involved in regulating epigenomic modifications and
transcription. Transcription initiation RNAs and spliRNAs may have a common

origin and a common function, possibly associated with the positioning of

" nucleosomes. If this i5 so, our preferred hypothesis is that this is an evolved

capacity of RNAPII backtracking and TFIIS activity (Taft er al., 2009 (1I)) that
allows efferent signals to be produced in parallel with transcription elongaﬁo’n to
mark the position for future reference. Indeed, 31% of THP-1 genes with
spliRNAs also have tiRNAs. However, two alternative, but not mutually
exclusive, possibilities are that spliRNAs are linked to, or are by products of,
spliéing or result from post-transcriptional cleavage of longer capped RNAs
(Fejes-Toth et al., 2009).

The absence of tiRNAs and spliRNAs in yeast and plants may reflect
different systems of nucleosome pbéitionihg, chromatin marking, or the criteria
used'to define these small RNA classes. For example, small RNAs derived from
wild type S. cerevisiae (Drinnenberg et al, 2009), which lacks RNAI, are.

dominantly ~17-18 nt, have a 3’-terminal nucleotide purine (i.e., adenine) bias,

‘and are phased such that local small RNA maxima coincide with minima of

nucleosome density (F'ig. 24); Therefore, although these small RNAs do not meet
the criteria we have used to define tiRNAs and spliRNAs ih metazoans, they
exhibit many similar characteristics, suggesting that very small RNAs are a basal
feature within the eukaryotic lineage that may have been coopted ’to specific

genomic positions, and into specific roles, in animals. .
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Example 2 - Splice site RNAs differentiate normal and breast cancer tissue
To test if spliRNAs ‘are differentially expressed in, and therefore
diagnostic of, cancer, we assessed small RNA deep sequencing data‘obtained
from normal adjacent and ductal carcinoma in situ (DCIS, stage 2) human breast
tissue from a single patient. These data show that spliRNAs are highly expressed
in' both normal and DCIS tissue, but are nonetheless significantly differeﬁt. '

Indeed, a Gene Ontology enrichment analysis showed that while genes with
spIiRNAé in the normal adjacent tissue are strongly enriched for terms associated
with terminal differentiation (Table 8), including three morphogenesis-associéted
Gene Ontology terms, they are completely absent in the breast carcinoma sample
(Table 9). Likewise, KEGG pathway analysis revealed that emﬁchment for the
Cell Cycle and Focal Adhesion pathways Was specific to geﬁes with spliRNAs in

the normal adjacent tissue (Fig. 25). These enrichments were lost in DCIS tissue,

and replaced with enrichments for the splicesome and the RNA degradation

pathway (Fig. 26) _ _

Additionally, a differential expression analysis showed that a subset of
more than 170 genes had spliRNA expression values twofold or more ‘up— .
regulated in the DCIS sample compared to normal (Fig. 27). Querying
GeneSigDB revealed that these genes are significantly associated With gene
expression signatures previously linked to breast cancer, specifically those with
ERCC2 and BRCAT1 mutations (Fig.. 28), Likewise, querying the GSEA MSigDB
revealed signiﬁ_cant overlap of genes with highly expressed spliRNAs in the
DCIS sample with gene sets previously associated with a number of breast cancer
subtypes and responses to treatments (Table 10). Overall, this data indicates that
spliRNAs are differentially expressed between normal and cancer tissue, and are
as good a diagnostic as much larger gene sets. This strongly suggests -that.
spliRNAs may be a better diagnostic and prognostic indicator than traditioné.l

gene profiling.

Throughout this spéciﬁcation, the aim has been to describe the preferred

embodiments of the invention without limiting the invention to any one
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embodiment or specific collection of features. Various changes and modifications
may ‘be made to the embodiments described and illustrated herein without
departing from the broad spirit and séope of the invention.

* All computer programs, algorithms, paien_t and scientific literature referred

5 toin this specification are incorporated herein by reference in their entirety.
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Cytoplasmic__ Nuclear Total

Total reads . 6226629 65797738 5820445
Total reads minus 5’ and 3° - : '
adaptor contamination 6057957 6270629 5089263
% of reads that map uniquely - ‘ ‘ ' .
‘w/o mismatches ' 23 24 23
% of reads that map to the genome

* any number of times w/o mismatches 58.1 67 58
Average [llumina GAII v1.0 :
quality scores* 36.3 32.8 36.4

*Quality scores are the average of all q

- files for each library.

Table 2. Synthetic RNA spike-ins and librafy normalization

uality values given in the [llumina FASTQ

Total RNA  Fold
abundance Change
Cytoplasmie Nuclear (Nucv.

Spike-in - abundance abundance Cvto)
ATCAGCTGTTATAAGCCGGCC 3 12 4 -
AGTAACTCTAGCGGCTTAGTC . 1836 2741 3010 - 149
AACCTATGGTTGCGCTACGAC 6 14 25 -
ATCGTGCAATCGCGCATA 2 4 12 -
ACTCTATACGCGGTACGA 10 15 37 -
ATACGTCGACACGGTTCA 263 476 580 1.8
Average Fold Change
{Nuc v. Cyto) ‘ 1.645

*All values listed above are total sequence counts (/.e:, total sequence abundance

in a given library).
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Table 4. Splice-site RNA occurrence by exon type
Frequency {“/o) at Right P value © Left P value

Frequency (%) other exons in (characteristic (characteristic
at spliRNA the same genes to spliexons)  to other exons)
Splicing class  exons ' '
Constitutive a '
exons 783 74.7 : 1%10° 0.99
Alt exon §’ :
terminus 3.2 2.9 - 0.17 0.85
Alt exon 3° o S
terminus 12.6 17.5 1 6.1%1071
Alt firstexon 3.4 - 24 ©2.6%10° 1.0
AltpolyAsite 3.6 .37 0.57 0.47 _
*Note that all percentages and statistics were calculated by examining exons amongst genes with .
spliRNAs, ‘
Alternative exon 5' terminus Alternative exon 3' terminus

Alternative first exon ’ Alternative last exon

{ T 7 [—— T :

*Diagrammatic representation of the exon types analysed in Table 4, above.

Table 5. qYRT—PCR primers

Species ~  Forward Primer ‘Reverse Primer
tRNA Lys (AAG) CGGCTAGCTCAGTCGGTAGA CCAACGTGGGGCTCGAAC

. tRNA SeG(TGA)  GGATGATCCTCAGTGGTCTG CGAAAGGTGGAATTGAACC
tRNA His (CAY) GCCGTGATCGTATAGTGGTTAG CCGTGACTCGGATTCGAAC -
Ul snRNA CTTACCTGGCAGGGGAGATA GCAGTCGAGTTTCCCACATT
U4 snRNA CGTGCCAATGAGGTTTATCC AAAATTGCCAATGCCGACTA
U3 snoRNA AACCCCGAGGAAGAGAGGTA CACTCCCCAATACGGAGAGA

SNORA19 v GCACATTTCATTGACCTGCTT GAAGGAGACTGGCAGCATTAC
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Table 6. Northern blot probes
Target Probe sequence (5’ to 3’)
SNORD77 CATCAGACAGATAGTACATCTCTTCATGAT
SNORA19 - AAGCAGGTCAATGAAATGTGC '

tRNA Lys (AAG)  TCTACCGACTGAGCTAGCCG
tRNA His (CAY) CTAACCACTATACGATCACGGC
miR-16 CGCCAATATTTACGTGCTGCTA
miR-13 GTAAACCATGATGTGC

Table 7. GEO small RNA deep sequencing datasets

GEO identifier Library identifier Description
GSE12521 GSM314552 WTES cells
GSM314553 Dicer” ES cells

GSM314557 DGCR8"EScells

GSM286613 0-1h embryo

- GSM286605 . 2-6h embryo
GSM286606 6-10h embryo
GSM240749 Female heads
GSM286603 Female bodies
GSM286601 Male heads
GSM286602 Male bodies
GSM275691 Imaginal discs
GSM272651 S2 and KC cells

. GSM272653 . KCeells B
“Candrhabdins slosans (Gamabas) SRR
GSE11738 GSM297742 Enibryo

GSM297743 L1 larvae
GSM297744 L2 larvae
GSM2977453 L3 larvae
GSM297746 L4 larvae
GSM297749 Glp-4 mutant
GSM297750 Mixed stage
GSM297751 Adult
GSM297752 Prg-1 mutant
GSM297753

‘Amphimdeon Gueonsiandica (tharine sponge). -

GSE12578 - GSM315551
g g Sy ey (e g er VAL 1y ¢ v GS\/I3 1 5553 PN o i gor P
GSE17872 GSM447740 Wild type Saccharomyces castellii
GSM447747 Wild type Saccharomyces cerevisiae
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Table 8. Gene Ontology enrichment analysis - normal adjacent tissue

G0:0032559

GO1ID Description P value
GO:0003159 morphogenesis of an endothelium 0.006
GO:0015803 branched-chain aliphatic amino acid transport 0.006
GO:0015820 leucine transport 0.006
GO:0015827 tryptophan transport 0.006
GO:0060356 leucine import 0.006
GO:0060440 trachea formation 0.006
GO:0061047 branching involved in lung morphogenesxs 0.006
GO:0061154 endothelial tube morphogenesis 0.006
GO:0030388 fructose 1,6-bisphosphate metabolic process  0.005
GO:0015801 -aromatic amino acid transport 0.015
GO:0014009 glial cell proliferation 0.042
GO:0070062 extracellular vesicular exosome 0.042
GO:0050775 positive regulation of dendrite morphogenesis  0.04
GO:0048593 * camera-type eye morphogenesis 0.009
G0:0016278 lysine N-methyltransferase activity 0.006
GO:0016279 protein-lysine N-methyltransferase activity 0.006
GO:0018024 histone-lysine N- methy]tranaferase activity 0.006
GO:001657} histone methylation 0.011
GO:0042054 histone methyltransferase activity 0.01
G0O:0004003 ATP-dependent DNA helicase activity 0.011
GO:0051291 protein heterooligomerization 0
GO:0008094 DNA-dependent ATPase activity 0.01
GO0:0003678 DNA helicase activity 0.045
GO:0004386 helicase activity 0
GO:0016568 chromatin modification 0
GO:0016887 ATPase activity 0.011 -
- GO:0005524 ATP binding 0.042
adeny! ribonucleotide binding 0.049

Table 9. Gene Ontology enrichment analysis - breast carcinoma sample

GOID Description P value
GO:0015803 branched-chain aliphatic amino acid transport 0
GO:0015820 leucine transport 0
GO:0015827 tryptophan transport 0
GO:0060356 leucine import 0
GO:0015801 aromatic amino acid transport 0.004
GO:0001786 phosphatidylserine binding 0.003
GO:0005544 calcium-dependent phospholipid binding 0.015
GO:0004386 helicase activity 0
GO:0008026 ATP-dependent helicase activity 0
G0:0070035 purine NTP-dependent helicase activity - 0
GO:0042623 - ATPase activity, coupled 0
GO:0016887 ATPase activity 0
GO:0005524 ATP binding 0.005
GO:0032559 adenyl ribonucleotide binding 0.007
GO0:0030554 adenyl nucleotide binding 0.015
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Table 10. GSEA MsigDB query

Description P valie

Genes down-regulated in non-metastatic breast cancer tumors

having type | amplification in the 20q13 region. 1.24E-05

Genes down-regulated in PaCad4 and CFPACI cells

(pancreatic cancer) after treatment with-decitabine. 1.54E-05
- Genes down-regulated. by ESRRA [Gene 1D=21‘Ol] only. +2.36E-05

DNA repair genes whose promoters contain putative ZNF143

[Gene [D=7702] binding sites. , : 2.97E-05

Upregulated by induction of exogenous BRCALl in EéR-‘293 cells. ~  5.22E-05

 Genes regulated by ESRRA [Gene ID=2101] in -
- MCF-7 cells (breast cancer). _ o 5.60E-05

-~ Genes up-regulated in hepatoblastoma samples ‘ v
compared to normal liver tissue. ‘ , 6.11E-05
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CLAIMS
An isolated substantially single-stranded RNA molecule, wherein said
isolated RNA molecule comprises a nucleotide sequence:
(i) cornprisihg no more than 26 contiguous nucleotides that
correspond to a genomic DNA sequence associated with gene

regulation; and

(if)  comprising a nucleotide sequence corresponding to a 3’ nucleotide

sequence of an internal exon of the genomic DNA sequence.
The isolated RNA molecule of Claim 1, wherein said isQlated‘ RNA
molecule comprises a nucleotide sequence that corresponds to a sense
strand of the internal exon of the genomic DNA sequence. '

The 1solated RNA molecule of Claim 1 or 2, wherein said 1solated RNA -

~ molecule terminates in a 3’ nucleotide sequence that corresponds to the 3’

end of the intéma‘l exon of the genomic DNA sequence.

The isolated RNA molecule of any one of Claims -3, whéreih said
isolated RNA molecule consists of a nucleotide seé;uence that corresponds
to the 3 end of the internal exon of the genorhic DNA sequernce.

The isolated RNA molecule of any one of Claims 1-4, wherein said
isolated RNA molecule comprises a nucleotide sequence that corresponds
to a nucleotide sequence that is located at or near a 5’ splice site of the
internal exon of the genomic DNA sequence. - _

The isolated RNA molecule of Claim 5, wherein said isolated‘ RNA ,
molecule consists of a nucleotide vsequence that corresponds to a

nucleotide sequence that is located at the 5 splice site of the internal exon

" of the genomic DNA sequence.

The isolated RNA molecule of any one of Claims v1-6-, wherein said
isolated RNA molecule consists of 14-26 contiguous nucleotides.

The isolated RNA molecule of Claim 7, wherein said isolated RNA
molecule consists of 14-20 contiguous nucleotides.

The isolated RNA molecule of Claim 8§, wherem said 1solated RNA -

molecule consists of 16-18 contiguous nucleotides.
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The isolated RNA moleculé of Claim 9, wherein said isolated RNA
molecule consists of 17 or 18 nucleotides.
The isolated RNA molecule of any one of Claims 1-10, wherein said
isolated RNA molecule comprisés a nucleotide sequence that is located in
or obtainable from a cell nucleus.
The isolated RNA molecule of any one of Claims 1-11, wherein the
genomic DNA sequence is of or obtainable from a eukaryote. | |
The isolated RNA molecule of any one of Claims 1-12, wherein thel
genomic DNA sequence is of or obtainable from a metazoan.
The isolated RNA molecule of any one of Claims 1-13, wherein the

genomic DNA sequence is of or obtainable from a vertebrate or a

mammal.

The isolated RNA molecule of' any one of Claims 1-14, wherein the

genomic DNA sequence is _of or obtainable from a human,

The isolated RNA molecule of any one of Claims 1-15, wherein the

isolated RNA molecule comprises a nucleotide sequence that is GC

enriched, preferably comprising a GC content of >54%. ‘

An isolated substantially single-stranded RNA molecule comprising a -

nucleotide sequence: |

(1) 'consisting of 17 or 18 nucleotides that correspénd to a sense strand
of an internal exon of a mamthaiian gehomic DNA sequence
located at a 5’ splice site;

(i)  corresponding to a 3’ end of the imemalﬁ exon of the mammalian
genomic DNA sequernce; ' | '

(iii)  comprising a GC content of >54%; and

that is substantially free of internal base-pairing.

The isolated RNA molecule of any bne of Claims 1-17, wherein said

isolated RNA molecule comprises a nucleotide sequence selected from

any one of the nucleotide sequences set forth in SEQ ID NOs:1 to 16,898,

or a nucleotide sequence at least partly complementary thereto.
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A modified RNA molecule comprising the isolated RNA molecule any
one of Claims 1-18, or a nucleotide sequence at least 70% identical
thereto. '

The modified RNA molecule of Claim 19 comprisiﬁg a chemical entity
selected from the group consisting of: a modiﬁed base, a carbohydrate, a
peptide, a biotin, a cholesterol molecule, a fluorophore, a radidnuclide,
and a metal. _ |

The - modified RNA molecule of Claim 19 compriéing a cilemical
m.odiﬁca‘tion selected from the group consisting of an LNA, a PNA, a '
2’0O-methyl, and a morpholino.

The modified RNA molecule, of Claim 19, wherein said‘modiﬁed RNA

molecule is selected from the group consisting of an antisense inhibitor, a

~ point mutant, a spliRNA mimic, and a spliRNA sponge. g

A fragment of the isolated RNA molecule of any one of Claims 1-18,
wherein said fragment comprises at least 5 nucléoti_des of said isolated
RNA molecule. V
A genetic coﬁstruct comprising or e_ncoding one or a plurality of:
| (1 the isolated RNA molecule of any one of Claims 1-18;

(11) the modified RNA molecule of any one of Claims 19-22; or

(iii) . the fragment of Claim 23. |
The genetic construct of Claim 24, wherein said genetic construct is an
expression construct comprising a DNA sequence complementary to one
or a plurality of the isolated RNA molecules of any one of Claims 1-18,

the modified RNA molecule of any one of Claims 19-22, or the fragment

- of Claim 23, operably linked or connected to one or more regulatory

26.

27.

nucleotide seq'uences.
The genetic construct of Claim 24 or the expression construct of Claim 25,

wherein said genetic construct or said expression construct is selected

' from the group consisting of a phage, a 'plasmid, a cosmid, and an artificial

chromosome. _
A host cell comprising the genetic construct of Claim 24 or 26, or the

expression construct of Claim 25 or 26.
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A method of identifyihg the.isolated RNA molecule of any one of Claims

1-18, or the fragment of Claim 23, said method including the step of

isolating one or more of the isolated RNA molecules from a nucleic acid -

- sample.

The method of Claim 28, Wﬁerein said nucleic acid sample is of or

obtainable from a human. -

A method of identifying one or more of the isolated RNA molecules of

any one of Cléims 1-18, or the fragment of Claim 23, said method

including the -step of identifying a-genomic DNA sequence which is

comblementary to the nucleotide seqdence of said one or more isolated _
RNA molecules. '

The method of Claim 30, wherein said gehomic DNA sequence is of or

ob’tainable form a-human.

-A method of identifying _'a regulatory region in a genome, said method

including the step of identifying one or more of the isolated RNA

molecules of any one of Claims [-18, or the fragment of Claim 23, to.

~ thereby identify said regulatory region.

The method of Claim 32, wherein said regulatory region is associated with

one or more regulatory activities selected from the group consisting of

'mRNA splicing, transcription, epigenetic modification, epigenetic

regulation, chromatin modification and nucleosome positioning.

The method of Claim 32 or 33, wherein said genome is of a human.

The method of any one of Claimsr,28-34, wherein said method ié
undertaken‘ using a deep sequencing technology selected from the group
consisting of 454™.- Helicos-, PacBio-, Solexa/lllumina- and SOLiD-
sequencing. | ‘ .
A computer-readable storage medium or device encod.ed _with data
corresponding to one or more of: |
(i) the isolated RNA molecule of any 6ne of Claims 1-18;’
(i)  the modified RNA molecule of any one of Claims 19-22; or
(i)  the fragmeﬁt of Claim 23; ahd
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(iv) = an at least partly complementary RNA or DNA molecule of
the- isolated RNA ‘molecule of any one of Claims 1-18 or the
fragment of Claim 23 _

37. A method of determiﬁing whether a mammal has, or is predi_sposed to, a
disease or condition associated with one or more regulatory regions of a
genome, said method including the step of determining whether said

" mammal comprises one or more of the isolated RNA molecules o.f any one
- of Claims 1-18, or the fragment of Claim 23, wherein the or ‘each ,
nucleotide se_q’uencé of said one or more isolated RNA molecules or said
fragment corresponds to a genomic DNA sequence associated with' said
. disease or condition. .

38.  The method of Claim 37, wherein said regulatory region is associaféd with
one or more regulatory activities selected from the. group consisting of
mRNA  splicing, transcription, epigenetic modification, epigenetic
regulation, chromatin modification and nucleosome positioning.

39.  The method ofCiéim 37 or 38, wherein said mammal is a human.

40. A nucleic acid array comprising a plurality of the isolated RNA molecules
of any one of. Claims 1-_18, the modified RNA molecule of any one of
Claims 19-22, the fragment of Claim 23, or one or more isolated nucleic
acids respectively complementary thereto, immobilized, affixed or
otherwise mounted to a substrate. | |

41.  Anantibody which binds:

' () the isolated RNA molecule of any one of Claims 1-18;

(i)  the modified RNA molecule of any one of Claims 19-22; or
(iii)  the fragment of Claim 23; and "
(iv) anat 1eést partly complementary RNA or DNA molecule of
the isolated RNA molecule of any one of Claims 1-18 or the
fragment of Claim 23, |

42. A kit comprising one or more of the isolate.d RNA molecules of any one
of Claims 1-18, the, modi‘ﬁéd RNA molecule of any one of Claims 19-22,

the fragment of Claim 23, or one or more isolated nucleic acids
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respectively co.mplementary thereto, and/or the éntibody of Claim 41, énd
on‘e or more détection reagents. '
A method of treating a disease or' condition in a mammal, said method
including th-e step of administering to the mammal a therapeutic agent
selected from the group consisting of:

1) the isolated RNA molecu[e of any one of Claims 1-18;

(ii) ~ the modified RNA molecule of any one of Claims 19-22;

(iii)  the fragment of Claim 23; _ _

(iv) an at least partly complementary RNA or DNA molecule of
the isolated RNA molecule of any one of Claims 1-18 or
the fragment of Claim 23; and/or

) the antibody of Claim 41;

to thereby treat said diseasevor condition.

The method of Claim 43, wherein said disease or condition is associated |
with aberrant regulation of one or more activities selected from the group
consisting of transcription, mRNA splicing, epigenetic rﬁ.odiﬁcation,
epigenetic regulation, chromatin modification and nucleosome
positioning.

The method of Claim 43 or 44, wherein the mammal is a human. _

A pharmaceutical composition comprising a therabeutic agent selected
from the group consisting of:

(i)  the isolated RNA molecule of any one of Claims 1-18;

(i)  the modified RNA molecule of any one of Claims 19-22;

(iii)  the fragment of Claim 23; |

(iv)  an at least partly cofnplementary RNA or DNA molecule of

the isolated RNA molecule of any one of Claims 1-18 or the

 fragment of Claim 23; and/or

(v)  the antibody of Claim 41.

-and a pharmaceutically acceptable carrier, diluent or excipient.
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AAAMAATGTGCCCGTTCA
AARAAATTGGACAAGG
ARRAAGCAGTCGAGATG
AAAAAGGATCTGTTTGACATGC
AAAAATARAGGCACTTCG
AAABATCGGCACACAGG
AAAACGGAGGATTGAG
AAAACTAATCGGGCAG
AAAACTCTGTGACTTTGGAAG
AAAACTGGCAGGAAAGAAG
AAAAGAAAGACAAGACG
ARARAAGAAAGTGGAGGAGCTTGAGG
ARNAGAACTGACAGCCC
DAAAGAACTGCAATCACTACTCCAA
aaaagaagaaAGATAGAGGACG
AAAAGAAGATCTAGGAAAGAAG
AAAAGAATGGCGTGTAAACTG
ARAAGACAAAGCAGAACGTA
AAAAGACTACGAATCTG
AAAAGACTCGTGAGAAG
AARAAGACTGGCAAGAAG
AARMAGATGTTGGAATAAG
AADAAGCAGAACTACTTA
AAAAGCAGAGCTCCACAG
AMAAAGCTGTGGCACAAG
ARAAAGGAACGAATTCAG
AARAGGAATCGTGCTGGAAAAAGT
AAAAGGACATTGTTAAG
AAAAGGATTCTGTGAAG
AADAGGCACCTTCTCAG
AARAAGGCAGTGGAACAG
AAAAGGCATTGGAGAAG
ARAAGGGAACGGAACCG
ARAAGGTCGAGCTGGAAG
AAAAGTAGATGATGAG
AAAAGTTGGACGATACAG
AAAATCCGCCTGGACAC
AARARATGACCCGGAAACG
AADMATGATCAAGTCCCAG
AAAATGCAGACTCGAARA
AAAATGCCTACTTTCAG
AARAATGCTGAGGATTTG
AAACRAACAGACTCCATG
AAACAACGCCTGGAATG
AAACAACTGCAAGACGAA
AAACAAGAAGTGGGCTCAG
AAACAAGTGATGCTGACC
AANCACGGGCTACACAG
AANACACTGATCCAGRACG
ARAACAGAAGGACATTGCT
AARMCAGAAGGCCTGACT
AAACAGACTGGCACATG
AAACAGAGACTGGACAG
ARACAGGGATCCGAACAG
AAACAGTGCCAGAACAG
AAACATGGGCTGAAAG
AAACCAAGGGAGCACAAA
AAACCATCTCGCTCCCAG
AAACCCACCAAGAGCAG
AARACCCAGCTGCTACAG
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BAAACCGGGACTTGCAG
ARACCTGGGCCTACAGGG
ARAACGAAGACTGAGGAG
AAACGAAGAGCCACTGGA
AAACGAGACGGCGCCCAG
AAACGATGGCGGAGGAAGAAG
AAACGCGGAGACCCAAC
BAAACGTCAACGCTGTTCAC
AAACGTGGAATCGACGAG
AARCTAGAGATGGACAG
ARACTGATAGGTCCAAAG
ARACTGATCGTAGGGAG
BAACTGCGGATTGCCAA
AAACTGGAAGATTTGTT
AAACTGGAGAGGTAGAG
ARAACTGGATGCATTTIGTAGAAGG
ARACTGTCAAGAAGACTG
ARACTTCACTTTGAGCAG
AAACTTCAGCAGTCATAG
AAACTTTCGGTAATGT
AAAGAAAAGGAGAGGGRAAGRACAG
AAAGAACATTGGAATCC
ARAGAACTCAAGCTGAAACAGAG
AAAGAAGAGGAGCTGAAT
BAAGAAGATGCAGATGGACG
AAAGAAGCAGCTGCCAG
ARAGAAGGCTTTGACAAA
ARAGACAGTCCTCTCAG
ARAGACAGTTGGCACGG
BAAGACGAGAATACATG
ARAGACGAGGATGAAAAG
ARAGACTCTGGAAGAAGATTG
AAAGAGAAAGGATGATGAG
ARAGAGAAGGGAATTTAG
RAAAGAGATGGCTGACAG
ARAGAGATTGGGTACTTAATG
ARAGAGCAGACTGCGGATG
ARAAGAGCTGCAGCAARACTCAG
BAAAGAGGAATGAGCTGG
ARAGAGGAATGCCAGGACAG
ARAGAGGAGCACGGTGGACTGAT
ARAGAGGAGGACGCAGG
AAAGATAATGTAGCAG
AAAGATACCTGAACAAG
ARAAGATAGCTGATTTTG
AAAGATGAATCCGTTG
AAAGATGTTGGAATAAG
AAAGATTTCAGGACCAG
AAAGCAGAGCTCCACAG
ARAGCAGCTTTAATACCG
AAAGCAGTGGACACTGAG
AAAGCCGCTCACCARAG
ARAGCCTTCCTGGATCAG
ARAGCGGAGATGCGGCG
AAAGCTACTGCCTGGACG
ARAGCTGAARAGACAGAG
ARAAGCTGGAATGGGCCAT
ARAGCTTCCAGGAACTG
ARAGGAAAGGAAGGAGATGCG
ARAAGGAAGAGGACCAAGG
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DAANAGGAAGAGTTCTAGAG
AAAGGAAGGAGATGCG
AARAGGACACACAGGATAG
AAAGGACAGGACGAAG
DARGGACCCGGATGATG
AAAGGACGCTAGTCAG
AAAGGAGAATGCGCTCGG
ARAAGGAGCCCAGGACAG
ADAAGGAGTGAAGATGATG
AAAGGATGGAGGATGAA
BAAGGCAAGTGAGACTG
AAAGGCTGGGACTTTTGAG
AAAGGGAGGAGAAGTTTACA
AAAGGGCAAGGAAATAAAG
ARAGGTCGAGCTGGAAG
ARAGGTGAAGGACGAA
ARAGTGACTTGCTGGAG
AAAGTGATGGTGGAAAG
AAAGTGGAAACTTTGAT
DAAAGTGGCTGGAAARAAAG
DAAGTGGGGACGGACAG
ARAGTTGGACGATACAG
AAAGTTTCCAGGAGAG
AAATAAGCCCATCATCAG
AAATACAATGTTGGGCAG
DAATACGGCCTCAATG
ARATCGACAAGGACAACAGT

AAATGACTTTAACCTCAGAGACT

ARATGAGCAGGACCAAG
AAATGCTGAGGATTTG
AAATGGABAGGCCTCCAG
ARATGGACCTGTTGTAG
AAATGGGACAGGAGGCAG
AAATGGTCACAGCCTG
ABATGGTTACGAGTAGAG
AAATGTTTCTACCTCAG
ABATTGGAGGCTCAGCATAG
AAATTGTAGATGGAGG
AAATTGTGGTGTACTTGT
AACAAACCTGAAGCAG
AACAAAGACTggctggag
AACAACCGGACCACAG
AACAACTGGCTGCGACAA
AACAAGAAGTGGGCTCAG
AACAAGAGGATGTCTGG
AACAAGATCGCTTTGGG
AACAAGCACCTCTGAAG
AACAAGCTGGCTTGGAGG
AACAAGGACGTCRAGAAG
AACAAGGGTAGATTTTG
AACAAGTGATGCTGACC
AACACCAGCAAACAGTG
AACACCGGATTCAGTG -
AACAGAACAGCAGGAATG
AACAGAAGGACATTGCT
AACAGAAGGTGACTCAC
AACAGAGCACAGAACAA
DAACAGATCRAGCACTTTG
AACAGCAGAGGACGATAGAG
AACAGCAGATTGCATTG
AACAGCCGGGACACTATA
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AACAGCTGGACAAAAT
AACAGGAGAACTTTCTG
AACAGGAGGACCGGAAG
AACAGGAGTGGGACAAG
AACAGGATARAATTTTG
AACAGGGGGCAAGATG
AACAGTTCAAGGACCCT
AACAGTTGTGGAATATG
AACATATCCTTAGGCAG
AACATCACTCAATGAAAGGG
AACATCTTACCTGCAAA
AACATGAAGAACTGGCAG
AACATGACATCGCGGAG
AACATGATGGCGGATARA
AACATGCAAGTTGGAATG
AACATGGGCGGAAACAG
AACATTCGGAGATTGTG
AACCACCTGGGGGACATG
AACCACGGCCAAGCAG
AACCAGAGAGGACAATG
AACCAGCTCTAGGCGGCTCTGG
AACCAGTTCAGACTTT
AACCATGAAGCAGCAG
AACCCAGCCGCGCCAG
AACCCATGGAAGATTCTG
AACCCCGGARAGCCCTACA
AACCCGGACCCTAAGAAG
AACCCTGAATATTACTGCG
AACCCTGTCCGCTGGAAR
AACCGGAARACTTCTTG
AACCGGAAACTGCAAGTG
AACCGGAGGCAGATGGAG
ARACCGGGCAGAGGTGGACAAG
AACCGGGTGCGGGCAG
AACCGTCGAAGATCGTCCCATTAG
AACCTCAACCCTGGCATG
AACCTCACTTACGGCTAT
AACCTCCACTGTCCCAG
AACCTGATCGAACTTCG
AACCTGGACGACATGAAG
AACCTGGAGTGGAAGG
AACGAACGTACTTGCAG
AACGACAAGAGGACCTCG
AACGACGAAGAATGAACAG
AACGACGGACAAGACAT
AACGAGATCARAGTCG
AACGAGCGCCGGGAGCG
AACGAGCTGGGAABATAAG
AACGAGGRAAARAGAATG
AACGAGGAGAACAAGG
AACGAGGAGGATGAAGG
AACGATTGTGGAAACAG
AACGCATCCGCCAGAG
AACGCCACTTCCGTCCAG
AACGCCCAGGGCCGCAAG
AACGCCGTGCTGGACGAG
AACGGAAGRACAGGAG
AACGGAATTACACTTG
AACGGATARGCAGCTTATG
AACGGCACCGTTACCCT
AACGGCACCTTTTCATTA
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BACGGCAGCTTCGAGAAGAG
AACGGCCGAAGGAGACG
AACGGCCGCCTGGCAG
AACGGCGGCCTCGATCCTACG
AACGGCTTCTGGAAGAG
AACGGTACTGATGARAAAG
AACGGTTGCAGAAAGGG
AACGTACAGCTCATCAC
AACGTCARACGCTGTTCAC
AACGTCTGACAGATTTGG
AACGTGGAATCGACGAG
AACGTTTGGACCAGAAG
AACTCAGGACTTGGCAA
AACTCGGACGAAGATGAG
AACTCGGAGGAAGAGGAG
AACTCGGAGGCAGTGAT
AACTCTACTTACAGCTCAA
AACTCTAGGACTTGCATG
AACTCTGGGACARATAGAG
AACTCTGTACTTCCTAG
aactcttagggtggagg
AACTGAAGCTCTTAGAA
AACTGAAGGCACACTGGA
AACTGACCGCCCTAAG
BAACTGAGAGTCTGGARAG
AACTGAGGAACCAGATGG
AACTGATTGACACTCAG
DAACTGCAAGAAGCCAGAG
aactgcagATGAACAAG
AACTGCAGGAGCTGCTG
AACTGCTGAGCTTGATGG
AACTGGAAGGCTTCAAAG
AACTGGACTACTCCAAG
DACTGGAGCAGTGGGCAG
AACTGGATGATGACATG
AACTGGCTATTGAAAAG
AACTGGGGACCTACGG
AACTGGTATGAAAGGGAG
AACTGTAGCGGATCTAG
AACTGTCAAGAAGACTG
ADACTGTGTCTGATGGCG
AACTTAAATACTGATAG
AACTTGGAGGACTGGGAG

- AACTTGGATTTAGTAAA

AAGAAAARGATGCTGGC
ARAGARAGACTGCAAAAG
AAGARAAGACTGCTTTGAG
AAGAAAGACTTGTCTCAG
aagaaAGATAGAGGACG
AAGARAATATGCTGCAGAA
ARGARATCCAAGGACTG
AAGAACAACTCGGACAAG

AAGAACAAGCTTGAAGATGAACTG

AAGAACAGACACTGCAG
AAGAACATCTGGAAGCTGCAG
AAGAACCAGGACTCGGAAG
AAGAACCTCGGCCACAG
AAGAACCTGCAGATGAAG
AAGAACCTGGACACCGTGAAG
AAGAACCTGGCATCTATAG
AAGAACCTTTGCCAATG
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BAGAACGAATACACCAG
AAGAACGGCATGGAGATG
AAGAACGGCTTCTGGAAGAG
AAGAACTCCTGAAAGAG
DAAGAACTGCAGAAAGGGGAG
aagaagaaAGATAGAGGACG

AAGAAGAAATAGATCATCTGGTG

AAGAAGAACGAGGAATTGCTAG
AAGAAGAAGAACTTTTG
AAGAAGACARAAGATATGATGG
AAGRAGACAATGAGACG
AAGAAGACAGCTTGAACCTAG
AAGAAGACCGCCTGARAG
AAGAAGACTCTGGACCAG
ARGAAGACTTTGGTGCAG
AAGAAGAGATTGAACGG
AAGAAGAGGAACGTGAG
AAGRAGAGGAGCTGAAT
AAGAAGAGGATGGTGAGCAG
ARAGAAGATCAGCACTGTG
AAGAAGATGATGGACAAG
AAGAAGATGCGCGAGGAG
AAGARAGATGGTGGAGGA
AAGAAGCCCCATGCCAGCGT
AAGAAGCTATAGAGAGG
AAGAAGGAACATTAARATG
ARAGAAGGAACTGGATAG
AAGAAGGAATTCAGCAA
AAGAAGGAGACTCTCAAG
AAGAAGGGCGACAAGGAT
AAGAAGGGGATTGTCA
AAGAAGGGTCTGTTCACG
AAGAAGTGTGTTGGCCTG
AAGAATGCAGCAGCTTGG
DAAGAATGGGCATTTGAG

" AAGAATTCGTGCAAAGAGCCAG

AAGAATTGTTGGCTARA
AAGAATTTTTGAAGCAG
AAGACRAAGCAGAACGTA
AAGACAAGGATGTGACT
AAGACACTGTGAACAGG
AAGACAGAAATAACTCAG
DAAGACAGAAATGGACAGT
ADAGACAGAAGAAGAGGTG
AAGACATATAGAGCAG
AAGACATGATTGCTGAAG
AAGACCTACGCCTTCAG
DAAGACGAGGCTGTGAG
BAGACGGACAGARAGAAG
AAGACGGATGTGATGCTG
DAGACGGGATTCTTTAG
AAGACGTACACGATGGAG
AAGACTCAACAGACCCGG
ARAGACTCTGCTGGCGAAG
AAGACTCTTGCACAAGCCATG
ARGACTGARAATAGAAG
DAAGACTGCTGGCAACAG
AAGACTGGACTCAGCA
AAGACTGTAAATATAAG
AAGACTGTTGAGGAAGATGAG
AAGACTTARAAGTAGGAG
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BAAGACTTCAGATCTGGTT
AAGACTTCCGAGTAGAT
AAGAGARCATACCTACA
AAGAGAAGGGAATTCAG
AAGAGAATTGTACACTGCAG
ARAGAGACAAATGTGGCG
AAGAGACAGAACGAATG

AAGAGACAGTTGGAAGATGGAG

AAGAGACTGCTGCTAAG
ARAGAGAGAGACCTACTG
AAGAGAGAGTTCGTCAG
RAAGAGAGCAGTAGTGCCA
RAAGAGAGGCACTTTAGAG
BAAGAGATCACAGGAATTG
AAGAGATGCTGCCCAGA
RAAGAGCCGAAAACGCCG
AAGAGCCGGGAACAGAG
BAAGAGCTACATCGAGGG
AAGAGCTGATGGAAGAG
AAGAGCTGCCGAGACG
AAGAGCTGGAACGGCT

AAGAGGARARAAGTAAGAAATGAG

BAGAGGAAAGTGACCAGT
AAGAGGAACACGGTAGATCTA
BAGAGGAATACATCAG
BAGAGGACAAGGAGATGG
AAGAGGACATCCCACAA
AAGAGGACATTTGGCAG
BAGAGGACGACCTGCAG
AAGAGGACTACCAGGAG
AAGAGGACTGGAAGACGAG
AAGAGGAGAATGGAACAA
BAGAGGAGACGGGCTG
AAGAGGAGCAACGAATTC
ARAGAGGAGCTGCTGAGG
ARAGAGGAGGAATTAGTG
RAAGAGGAGGAGTTGTTG
BAGAGGAGGATGATGAGG
BAGAGGAGGCTGCTGATG
AAGAGGAGGTTTCTGAG
BAGAGGATATCAACCAG
BAGAGGATCGTGGCTACA
BAGAGGCAGCGGAAGAG
AAGAGGCTGGCCTCAAT
AAGAGGGACATCAGAAAG
AAGAGGGACGTTGTGAAG
AAGAGGGACTTCGGGAG
AAGAGGGAGCGTAAGACG
AAGAGTCACQTGGACAG
AAGAGTCAGGCAGTGAAG
AAGAGTGACCAGGGATG
AAGAGTGCTGGGACTGT
AAGAGTGGCGAGCTCATA
AAGAGTTCCCGTCGCA
AAGATAGAGGACGAGAAA
AAGATATAAAGGACGAG
AAGATCAGACTGGATTT
AAGATCAGGACTGCTTTCAG
BAGATCCAGAAGCTGAG
BAAGATCGAGCACTCCTT
BAAGATCGATCGCCACAT

PCT/AU2011/000380

AAGATGAAGAABACTGTG
BAGATGAAGCTCTACAG
RAGATGACGGCTCTGACA
DAGATGATCTGCCGCAA
DBAGATGCAGAGCTGGTACAGT
BAAGATGCAGATGGACG
AAGATGCTTAGGACTTT
AAGATGGAAGCTGATGG
AAGATGGACTTCACTGCA
BAAGATGGAGAACGAACAG
AAGATGGAGACGAGARA
DAGATGGCAGAATTCAT
BAGATGGCAGCTGTITTG
DAAGATGGGCTTCGACGAG
BAGATGTCCTGAAGCAG
AAGATGTGATTGACCAA
DAAGATTAAGGCCTGGCAG
ARGATTCTAGGACAAACACA
AAGATTGAAAACGAAGAG
AAGATTGGAGAAGATTG
DAAGCAAAACCGGAGATG
AAGCAAACAGACCTGGAG
ARGCAMAAGTAGARTGAAG
AAGCAAGCTGCTCTGAARAG
AAGCAAGGACAGTATT
AAGCAATTGGGAACGAG
AAGCACCAGACCAACCT
AAGCACGGCTGGACATG .
AAGCACTGCAGAAGAATG
BAGCAGACCTCTGCCAG
AAGCAGACTAGARAGAAG
AAGCAGACTGGGARAAAG

- BAGCAGCAGCTCTCAGAGGTGGCTCT

AAGCAGGTCAGATTGAAG
AAGCAGGTCCGACTCAA
AAGCAGTCTGGTCTATAG
AAGCAGTGGACCTGACAT
AAGCATGGAGGATTACTG
AAGCATTCAAGGACAATG
AAGCCAAAGTGGGACCAGG
AAGCCACACCAAGCCACG
AAGCCAGCCACACGGCG
AAGCCAGTATCGCGGG
BAGCCATATGTGGAAGTG
AAGCCATCGTGGACGGAG
AAGCCCATGGAGATCG
AAGCCGAGACCCACAGCT
AAGCCGTACGTGAACAG
AAGCCGTGGACCAGCTG
AAGCCTTGGACACTGTG
BAGCGACTCAAGAGCAG
AAGCGATGATACTCTG
BAGCGCCGGACTCTACAG
AAGCGCCTCABACTCAT
BAGCGGAGCGAGGACAGCAAG
ARGCGGCGGCAGGAGGAG
AAGCGGGCCAACAAATAG
AAGCGGGGTGAGAAAG
AAGCGGTGAGGACACAG
AAGCGTGACGRAGCCCG
BAGCGTGGAACGAGGAAG
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BAAGCTACTGCCTGGACG
AAGCTACTGGAGACACCG
AAGCTATCAAGGACCAT
AAGCTCATGAAAACTGG
AAGCTCGGGACAGGATG
RAAGCTCGTCGACGAAA
RAAGCTCTGGATGAAAAG
RAAGCTCTGTAAGACAT
RAGCTGAAGGTTATCTG
BAAGCTGACGTGGAGAAG
aagctgagaccctaaaag
BAGCTGAGGACTTAGCAGG
AAGCTGCAGACAAACAG
AAGCTGCTGATGACTGTG
AAGCTGGAAGTTGAAATG
BAAGCTGGACGAGGAGGCG
AAGCTGGAGGAACATTT
AAGCTGGAGGTCCTGCAG
AAGCTGGTCAGGACGTACAG
AAGCTTACACTCCAGAG
AAGCTTACAGACTGTGTG
AAGCTTATCTGACCAGG
AAGCTTGAAGAACATCT
AAGCTTGAAGATGAACTG
AAGGAAAAGAAGGAGGAC
AAGGAAACTGTAAGCAG
AAGGAAAGACTCTCAGAAG
AAGGAAAGGAAGACTTG
ARAGGAAATTAGAGAGCATCCCAG
AAGGAACAGGTATCTCAG
AAGGAACCAGTGCGAAG
AAGGAACCCATAAAGATGCTG
aaggaacgtatattagag
BAAGGAACTGAGTGATATATG
AAGGAACTGGCAGGAAG
AAGGAAGAAAAGGAAACTCCAG
AAGGAAGACACAGAGAAG
AAGGAAGACCTAAAACAG
AAGGAAGACTTAGAAAG
AAGGAAGAGGACCAAGG
AAGGAAGAGGTTGACAG
AAGGAAGAGTGATGAAG
RAAGGAAGAGTTCTAGAG
AAGGAAGATTTTGAGAAG
AAGGAATCAAGGCCATG
ARAGGAATCGTGGAGCAG
AAGGAATGGATAARATG
AAGGACAAACGTTTGAG
AAGGACAAAGAAGACAG
AAGGACAAAGCGAAAAG
AAGGACAAATTTGGGAG
AAGGACAACTGAGAGAAG
AAGGACAACTTGGGCG
AAGGACAAGTGTGGGAG
AAGGACACACAGGATAG
AAGGACACTGTATGTCAG
AAGGACAGCAGGTGCTACCA
AAGGACAGCATCTACAG
AAGGACAGTAAAAAMNG
AAGGACATCCTGGAGAAG
AAGGACCGAGTGGATAAG
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AAGGACCTGACTCAGGCAAAG
AAGGACCTGCAGAGGAG
AAGGACGCACTCCARAG
AAGGACGGCACCATCAG
AAGGACTAATACAAAAG
AAGGACTACCAGCAGAA
AAGGACTCGGACACAG
AAGGACTGAAATGTGAAG
AAGGAGAAAAAGAAAAATGAG
aaggagaagagAAACTTG
AAGGAGAATGCGCTCGG
AAGGAGACGTCGGAGAA
AAGGAGACTGCTTCAGCT
AAGGAGACTGGGATAAG
AAGGAGAGAACGAGAG
aaggagagatcgactgag
AAGGAGAGGTGAGACTT
AAGGAGATATGTACTGCGCTTG
AAGGAGATCAGGCTCTCG
AAGGAGATGAAGTAGAG
AAGGAGATGGAGAAAGAG
AAGGAGCAGACCTTTCG
AAGGAGCAGGAGCAGCTGCGCACG
AAGGAGCAGTTTCTGGACGGAG
AAGGAGCTGAAAGCGCG
AAGGAGCTGCAGAGGAG
AAGGAGCTGGGCTACACG
AAGGAGGAACGCTAAAG
AAGGAGGAAGACACTGA
AAGGAGGAGACTGTAGCAA
AAGGAGGAGATTGGAAG
AAGGAGGATGGCTCAG
AAGGAGGCCCTGGAGACCAG
BAAGGAGGGGCTCAAGGC
AAGGAGGTCGGCTACC
AAGGAGGTGARGRAAGGAG
AAGGAGGTGTGCGACGC
AAGGAGTCATACCTGAT
AAGGAGTGAAGATGATG
AAGGATATAGGCATAAG
AAGGATATGGCCCGCAAG
AAGGATCAAACACAAATGCAG
AAGGATGAAAACGAGG
AAGGATGAGTATGAGAGG
AAGGATGGAAACCAAAG
AAGGATGGGARAAAGTAAAGG
AAGGATGGGCAAGAAAG
AAGGATGTCTGTCATAG
AAGGATGTGATTCCCAG
AAGGATGTGCAGAAAGAG
AAGGATTCAGACAGCAAG
AAGGATTGGGTGCATAAG
AAGGCAAAGCCCCTCGCCCAG
AAGGCAGAACTGGAGAAG
AAGGCAGACACCATTG
AAGGCAGAGAATCTGG
AAGGCAGCCTACATAG
AAGGCAGGAAACTTCG
AAGGCAGTGCGGATTTCCTG
DAAGGCATAGACTCCCAG
AAGGCATCCCTGGACCACCG
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AAGGCCACACCCTGCAG
AAGGCCACGTAARAACAG
AAGGCCCAGGAGAGCAAG
AAGGCCGGAAGAGAAAG
AAGGCCGTCAACTCCAG
BAGGCCTCTGAAGCGG
AAGGCCTGAAGATCAGCG
AAGGCCTGAGGTCTGCGGA
BAGGCCTGCGGATCAG
AAGGCGATCCATAAGGAG
AAGGCGCTGCAACTCG
AAGGCGGCTTACCTGAG
AAGGCTCTGTGCATTCGG
AAGGCTGAATAACAAAG
AAGGCTGCCGGCGAGCTCG
AAGGCTGCTGTTGGAG
AAGGCTGGCCRAATTG
AAGGCTGGTGAAAGTTAAG
ARAGGCTGGTTGGGAAG
AAGGCTGTATATCAGAGG
AAGGCTGTCGCAAGGAGGAAG
AAGGGAAAGGGAAAGGTAACCA
AAGGGAAGGGAATTCAG
AAGGGAGAAGCTGAGGAG
AAGGGATACTGTAATG
AAGGGATGARATGTGACA
DBAGGGATGGGCACACTG
BAGGGATGGTCGCAGAA
AAGGGCAAGGAAATAAAG
AAGGGCCTGCAGATCATCCTA
AAGGGCTACATCAAAG
BAGGGCTCAGGCGCCAG
AAGGGCTTCAGTGAAGACAG
AAGGGGCAGTCAGTAG
DAAGGGGGACRAATTGCG
AAGGGGTCATCAGGAG
DAAGGTCAAAGGACGAAG
AAGGTCGAGCTGGAAG
AAGGTCGGAGTCAACGG
BAGGTCGTGGATCCAAG
BAGGTGCCCTTCGCCTG
BAAGGTGCTGGAGGTGACGGAGG
AAGGTGGAACAAARAAG

- AAGGTGGAAGCTATGCTG --
DAAGGTGGAGGACGTGAAG
AAGGTGGGCAAGGAGATG
AAGGTTTGACTCGGAG
AAGTACTGCGAGGATGAG
AAGTAGAAAAGAGCATAG
AAGTAGAARATTACGAG
AAGTAGAACAGTGCAAG
AAGTAGAAGAGATTGAAG
AAGTAGACCCGGCTCTTG
AAGTAGATGACACTGAG
AAGTAGATGATTGTCAG
aagtagcgggactgcag
AAGTAGGCACAGAGCAG
AAGTAGTGAACACACAG
AAGTATGAAACAGAATTT
AAGTATGAGCGTTGAGAG
AAGTCAGACCGGCAGAG

6/166

PCT/AU2011/000380

AAGTCAGATCGTCAGCG
AAGTCATCGTGGCCAAG
BAAGTCCCTCTACGGCAAG
DAAGTCCGACCCCATGGTGCAG
AAGTCCGCCTGTAAGAG
AAGTCTGAATTTGAGCAG
AAGTGAAACGGCTGGAG
AAGTGAGAGGAATTTGG
AAGTGATGGTGGAAAG
AAGTGCGTTTACAGTAAG
AAGTGCTCTTAGAAAAG
AAGTGCTGCATCCACCG
ARAGTGGAARAAGGACAG
AAGTGGAAARAATGTGCG
AAGTGGAAACAAGAGCAG
AAGTGGAACCACTTCAG
AAGTGGAAGTGAAATTG
AAGTGGAATGTTACTTG
ARAGTGGAGCAATGCAGG
ARGTGGAGCGTGGAGA
ARAGTGGAGGAGCTTGAGG
AAGTGGATCAAGGGGAAG
AAGTGGATGAAAACATG
AAGTGGCAAAGGAGCAG
AAGTGGCTGGARAARAAG
BAGTGGGAAGATTTGAG
AAGTGGGAGAAAGAATGT
AAGTGGGGGTTGTATTGG
AAGTGGTAGAGCACGAG
AAGTGGTGGAGATGCAG
AAGTTCAGACTCTAAAG
AAGTTCCTGTTGGACCG
AAGTTCGGCTCCGACAAG
BAGTTCGGTCTCGCCAG
AAGTTGAACGTGGCAGA
AAGTTGATGGAGCTGAG
AAGTTGGCTGCGTTAATG
AATAACACGGACTACAC
AATAATGCACTGCAGAC
AATACAAGARACGGGCTG
AATACAGGGCCACACAG
AATACAGTATTCCCAAG
AATAGCGGATCAGAAGAG
AATATAGGGACACCACA
AATATCACTCATCTGCAG
AATATCATGGGACATCG
AATATCCTTGCATTCACCGCCC
AATATCCTTTGCTTCTTA
AATATCTTTTTGTTTTGTGCATAGTG
AATATTCCACGCATCACG
AATCAAGACTGAGCATG
AATCACATTTACCAAG
AATCACTTCATCCACAG
ARATCATGAGGGGGTTCGGAG
BATCCTCATGTGGAACTTC
AATCCTGGAGCATGACAC
AATCGACATAGACAGCGT
AATCGAGCGGGCCATTG
AATCGGACTCTGGAAACGGC
AATCGGCTAAAARAAAGA
AATCGTGCTGGAAAAAGT
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AATCTGARAGTTGGAAG
AATCTGTAGACAAACG
AATCTTGTGCCAAAGAG
AATGAAACACAACTTAG
AATGAACTGGAGAAGCGCAG
AATGAAGAACTTGGTCAG
AATGAATCAAACGGAC
AATGAGAAGACGGCTCG
AATGAGGAGGAGAATGAG
AATGATATCTTGGGCAG
AATGATGTCARACAGTGG
AATGCAGAACATTGGAG
AATGCAGTCTTCACCCAG
AATGCCAAAGCCAGCCAG
AATGCCTTCTCTGAGATG
AATGCGGCGACTGATG
AATGCTACRAACTCTAG
AATGCTCTGAAAGAAAT
AATGCTTTCTTGGACAAG
AATGGAAGTGAAAGCATT
AATGGACAGATCCACAG
AATGGACCCACCTTCAG
AATGGACCGAAGAAAAAG
AATGGACGCCTGCCAG
AATGGACGTAGGGGARAG
AATGGAGTCGTTGGGAAT
AATGGATGGCAGGAATG
AATGGATGGTAGTTTTG
AATGGCARATAGGTTTG
AATGGCAAATGGGACCAC
AATGGCAGCTGGAAGTTTAG
AATGGCCACGGGGATAG
AATGGCTGGATTAAGGAG
AATGGCTTGGARGATGG
AATGGGACAGGAGGCAG
AATGGGAGAATCTATG
AATGGGAGCGGAAGAAG
AATGGTGCAGARATTTACG
AATGGTTACGAGTAGAG
AATGTCGCACATTGTTG
AATGTGGGAAGACTGAG
AATGTGTGGGATTTAAG
AATTACAACACGGATGTG

AATTACCTGCTGATGAG .. _.

RAATTAGTGGAACAGGCT
AATTGAAGCACTTGCCT
AATTGACTATGGCAACAA
AATTGGCGAACTAGAAG
AATTGTAGGAGGACGAG
BATTGTGGCAGATARAG
DATTTCACCAAGCCGCAG
AATTTGAGTTGGCAGAG
AATTTGCAGAGCATGGAG
AATTTGCCCATGCCTCAG
AATTTGTAGGAAAGGAG
BATTTTAGGTGGACAAG
ACAABAGGTTGAGATTGG
ACARAAGTCGGCAGAG
ACAAAGACTggctggag
ACAAAGAGATTGAGGCG
ACRAAAGATGGACTCAAGG
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ACAAAGGGAAATGTATTG
ACAAATACGTGGGACAG
ACARATATCTGGGACAG
ACAACAAACGAACCTG
ACAACAAGCTGGACAAAG
ACAACAATCTGGGACAG
ACAACACCTACCTGACAG
aCAACAGTAGCTTCTTCACAG
ACAACCGGCCTGGARAG
ACAACGCGGCGCAGAA
ACAACTAGAATTAATAAG
ACAACTGTTGGAAACCAA
ACAAGAACGGGATARAG
ACAAGAAGTGGGCTCAG
ACAAGACAARAGAACAGT
ACRAAGACAATGGATGAG
ACAAGACCATCTTGCCAA
ACAAGACTGGACTCAGCA
ACAAGAGGCTGCCAGGAG
ACAAGATGCTGCAGAAG
ACBRAGCACCCATCATGAG
ACAAGCCTATAGAATCG
ACAAGCGGTTTGTGGAG
ACRAAGCTCATCCACACAG
ACAAGCTCCTGGACAAG
ACAAGCTGTGGCAACTG
ACRAAGGACATACTGCCAT
ACAAGGACCAGCTGGAGG
ACAAGGAGGATGACATT
ACAAGGAGGATGATCTG
ACAAGGAGTAGGAGTCG
ACAAGGATGGCTGAGGA
ACAAGGATTTGGAGTAGA
ACAAGGCAGAGAATCTGG
ACAAGGCATTAGAGCATG
ACAAGGCTGCACAACAG
ACAAGGCTGTGCGAATG
ACAAGGGGAAGAACACTG
ACAAGGGGGAGAATCTT
ACAAGGGTGGACTGARAG
ACAAGGTCGTTGAACAAG
ACAAGTCGAGGAGCAAAG
ACAAGTGGACGACTAAG
ACAAGTGGCTGATTGAG ..
ACAATCAAGGACAGAAAT
ACAATCGGAATGGARAG
ACAATCTGCAGAAAATT
ACAATGATGGCTTTGAAG
ACACACCAGCATTATTA
ACACAGAAGCAGAACTAG
ACACAGATGCTACCACC
ACACAGCTTCCATTCG
ACACAGTGGGAAAAGAA
ACACAGTTGGAATCCTTG
ACACATTTTGGACTTTA
ACACCACTGCAGCATCTA
ACACCCACAGACTCTTG
ACACCCTACARAGAACAG
ACACCGTGGCATGCTCAG
ACACCTACCTCTCTCTG
ACACCTGTTCTGAACCA
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ACACGACTGGAAGATGAG
ACACGAGAGCTCTCCAG
ACACGCCAGAAGTCTGAG
ACACGGCAAGAGGATGAG
ACACGGCAGCGTAGAAAG
ACACGGCAGCTTTGACG
ACACGTACTACCTTCAG
ACACTCAACTCAGGACGG
ACACTGAACGCATCGGAG
ACACTGCAGACAGACG
ACACTGGTAGAAGATTG
ACACTTTGGAGAGCTG
ACAGAACAGCAGGAATG
ACAGACAAGGATTGCTG
ACAGACAGGARATACTCAG
ACAGACATCGGATGGCTG
ACAGACCCATGCTGCA
ACAGACTACCGGATTACA
ACAGAGAGGAGAACGCAG
ACAGAGATARATGGACAG
ACAGAGATTGAGCAGACA
ACAGAGGACTTCTGAAG
ACAGAGTGTTGGGCAG
ACAGATTCAGCAACACT
ACAGCAACTCCTCCAAG
ACAGCAAGACGGGAGCG
ACAGCAAGCCCATCAAG
ACAGCAGCCTGGCCAGT
ACAGCATCGTTAACAAG
ACAGCATTGTGTCTTCGG
ACAGCCCTTCCTGCCAG
ACAGCCGGGACACTATA
ACAGCGGGGACTTCAG
ACAGCGTGGTGGAAATTG
ACAGCTCCGACTTTGAG
ACAGCTCTGGGTAGAAG
ACAGCTGCCAGTCTGGAG
ACAGCTGCGACAGATTG
ACAGCTGTTGAGGACCG
ACAGCTTCAGAATGCG
ACAGCTTTGGAATCGCAG
ACAGGAAACATGCAGTTG
ACAGGAAAGGCGTCAAGA

ACAGGARAGGGACAAAAG

ACAGGAAGACTTGAGG
ACAGGACAGCAAAACAG
ACAGGAGGAGCTCAGAAG
ACAGGAGGTGGTACAG
ACAGGAGTGGATTCAAG
ACAGGATGGACAAGAGAG
ACAGGCCAAATTAGCAA
ACAGGCCCCGATTCAG
ACAGGCGATGACGGTCAG
ACAGGCGATGGAATATAG
ACAGGGAAAATATCTTT
ACAGGGACACAGACCAG
ACAGGGCGAGATCCAAG
ACAGTAGATGGACAGAG
ACAGTCTTCGGCAGGAAG
ACAGTGAAGAACTCGAG
ACAGTGACAAAGGACGG

PCT/AU2011/000380
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ACAGTGAGTCCGGACAAA
ACAGTGATGAAGTAACAG
ACAGTGATGGGGAACAG
ACAGTGGRACAGTTAGG
ACAGTGGAGTGGGCCAG
ACAGTTCTCCTACCCTAT
ACAGTTGGAAGATGGAG
ACATRACAGACTCTGGAG
ACATACCACTGTCATCAT
ACATCAAGGACTTGAAG
ACATCCTTTACCTACAG
ACATCGAGGAGAAGGACG
ACATCGTGAACCTGCAG
ACATGAAGAACTGGCAG
ACATGAAGATGCTCTGTG
ACATGAATGGATCATTAG
ACATGACAGCCAGCCGAG
ACATGATCGATGGCCAG
ACATGATGGCGGATAAA
ACATGCAGAACACTAAT
ACATGCTGAAACTTGG
ACATGGACACCTGTGAG
ACATGGAGCTGTCCTTG
ACATGGATATAAAACCTA
ACATGTACAGGGTCGGAG
ACATGTCAGGACTGCGG
ACATGTGACGGAGGTGG
ACATGTTACGGAAAGCT
ACATGTTAGAAGGACAA
ACCARAACAGACTGAGGA
ACCARACGGGACAGACTG
ACCAAGATCCTGCAGAAG
ACCAAGCAGAACCTCTG
ACCAAGGACAACTTAG
ACCAAGGATGAGTTTGT
ACCAAGTTGGGGAGAAAG
ACCAATGCTCAGGGACAG
ACCAATGGTCGACGATG
ACCACAAAGCAGAACGTG
BACCACCTGCCTGGAGAG
ACCACGTGGAAGAGACAG
ACCAGAACTACGGCAT
ACCAGAAGACCTGTGGCG
ACCAGAAGATCGCTGAG . .. -
ACCAGAGATCGCAGGAG
ACCAGAGGACTCACACAG
ACCAGCAGCCCTGTTGCGGGTGGC
ACCAGCGCCATCGTCAG
ACCAGCGTGGACACCCAG
ACCAGCTGAAAGARAATG
ACCAGGAATCGTCTCTG
ACCAGGATGATGACGACG
ACCAGGATGGCTACAATG
ACCAGGTGGCCCAGAAG
ACCAGTGGACARAGATGG
ACCAGTGGTAGTCTCAG
ACCAGTGTCAGTTTAACA
BCCATCAGCGAGTAGAG
ACCATGAGGACGGGAAG
ACCATGCCTAATGATG
ACCATGGCCATCTACAAG
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ACCCACACCGGAATAGTAAGGAG
ACCCACTGGGGCTGAGGCAG
ACCCAGACCTTCATGCAG
ACCCAGATAAACATTAT
ACCCAGCTGAAGGACTG
ACCCAGTGTGAAGATCTG
DACCCATCACCTCATTCAG
ACCCATCATTCAGTCAG
ACCCATCCTTGAAGAAG
ACCCATGGARAGATTCTG
ACCCCAAGTAGRAGCCTCG
ACCCCACAGTATCTGGCG
ACCCCACGAGCARACAG
ACCCCGGAAGCCCTACA
ACCCCGGCGGACACAG
ACCCGGACCCTAAGAAG
ACCCTCATGTCAGACAAG
ACCCTGGACAGTGGCAG
ACCCTTGCCGGACTTTC
ACCCTTGCCTACTATGAG
ACCCTTTGGTCGGARACG
ACCGACGAGCGGAACCGACAG
ACCGACGGACGGTGGCAG
ACCGAGAGTGCAGCTTT
ACCGAGATCGTCAACAG
ACCGAGCGCATCCGTCGG
ACCGCCACCGATTTGAG
ACCGCTACGACTTTGAT
ACCGGAAGACATGATCAC
ACCGGAAGCTGGATGAC
ACCGGAAGGATGCGGAGA
ACCGGAAGTTGGAGAAG
DACCGGAGCTGCTTCAG
ACCGGAGGACACATACAG
ACCGGATCAACTTCGACAAATA
ACCGGATCTTCTCGGGG
DACCGGATTGTAARAGGAG
ACCGGCAGTATTTGAAT
ACCGGCGGCTTCCGCAG
ACCGGGAGAATGAGGAAG
ACCGTGAGCATCAGCGA
ACCGTGGGCCTAAACA
ACCTACAGGAGAACGAG

_ ACCTCAGATTTGGACAG
ACCTCATCCAGCATCCAG
ACCTCTTGGAGCAGCTGG
ACCTCTTGTGTCCGGATG
ACCTGAGAACACGGCAG
ACCTGATCTGCAAGCTGG
ACCTGCAGGAGGATGAG
ACCTGCCCCAGCTACCACCG
ACCTGCCTGAAGACAT
ACCTGCGGAAGAACAG
ACCTGGACAACTGTCTGG
ACCTGGACACCGTGAAG
ACCTGGACCTGGCCCGG
ACCTGGACTACATGGG
ACCTGGAGGCTAGCtg
ACCTGGATCTGGAGCCGG
ACCTGGGCGATCGTGGTGTG
ACCTGGTAGAGTTGGAAG
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ACCTGGTGCCCCCTGCCGGAG
ACCTGTCAGTGCTGCAA
ACCTGTGATCTTCCTCG
ACCTTCACAAACTATCAG
ACCTTCCGAACCCAAG
ACCTTGAGCATTGCTG
ACGAAGCCGGAAGCAGAG
ACGACAAGAGGACCTCG
ACGACAGAGATGCTGAAG
DACGACAGAGGGGCCGAGG
ACGACCCCAGCAGGCAG
ACGACGAGGCTGCCATGG
ACGACGGATACAGACCAG
DACGACTACAGCAGCCAAG
ACGACTGAACAAGCGCAG
ACGAGAAGACTGAGAAG
ACGAGAGGAGGAACAG
ACGAGCACTAGATCACG
ACGAGCGGAACCGACAG
ACGAGCTGATCAAGGAG
ACGAGCTGGAGGACGTCCG
ACGAGGAAGAGATGGAC
ACGAGGACCTTCTCGGC
DACGAGGACGCACACAG
ACGAGGACTATTACAAAG
ACGAGGACTGGATGGAAA
ACGAGGAGTCAGACGATG
ACGAGGATAAGGATGATG
ACGAGGATTTGTGCAG
ACGAGTGTGGAGCAGGG
ACGATCGGGGGCTTAAA
ACGATCTGCAGTAGAAAA
ACGATTGGAATGACAG
ACGCACACGAGAACATGCCT
ACGCACATCGGAACAGG
ACGCACTCCCGGGAGAAG
ACGCACTTTCCTCCCAG
ACGCCGGCATCCTCAAG
ACGCCGTCCTGCACAAGG
ACGCGAGCTGAACAAG
ACGCGCCACCTACATCG
ACGCGCGACCGARATGCAG
ACGCGGCATGTATTGAG

_ACGCGGTCCGGCTICCAG -

ACGCTCGTGTCAGACAG
ACGCTGACGAGGACAGT
ACGCTGCTCCGGACTA
ACGCTGGRAGAGCAGAG
ACGCTGGAGGACGAAG
ACGCTGGGCTCCAAAGT
ACGCTGGGGCTAAGACAA
ACGGAAAGCAGTAGATARA
ACGGAAAGTGGCCACAG
ACGGAAATAGAGAAGCTTCAG
ACGGAAGAGATGGAATGG
ACGGAATCCATTACCG
ACGGAATGTTGGCAAAG
ACGGACAGGTGCAAGTA
ACGGACGTGGTCAAGCT
ACGGACTACAATAACAAT
BCGGACTTCGGCAGAG
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ACGGAGAAAGCCTGCAG
ACGGAGAAGAAGCCCTG
ACGGAGAAGCTGCGCAG
ACGGAGCCATCTTGCAG
ACGGAGCCGGAGGATG
ACGGAGGAGCGAGATG
ACGGAGGAGGAGATCAG
ACGGATATTGATGACAAG
ACGGCAAATTCTCAGTG
ACGGCAACTGACAATGGAG
ACGGCAAGAGGATGAG
ACGGCAGCGTAGARAAG
ACGGCATGATCGGGGAG
ACGGCCAACAGAGAGCAA
ACGGCCACACCTACCGAG
ACGGCCCCTTCAGCCAG
ACGGCCGAGAACTTTAG
ACGGCGAAGGCTCGATG
ACGGCGTCTGTTCGAAG
ACGGCTTAGACAAAARG
ACGGCTTCTGGAAGAG
ACGGGAAGTGCACCAA
ACGGGAATTAGTGGACA
ACGGGACTGCATTATAAG
ACGGGCACCATTTCCAG
ACGGGGAACGACAATTAC
BCGGGGAGGACACATGG
ACGGGGCTGTGCTACAG
ACGGTACTGATGAAAAG
ACGGTGCAGGGCGACG
ACGGTGGACATTGACGG
ACGGTGGAGTCGGAACC
ACGTACAGCTCATCAC
ACGTATCGGACGATTTAA
ACGTCAAGGACTTCGCAG
ACGTCAAGGAGAACAAG
ACGTCAGAGACTGGCATG
ACGTCGAGAACTACGTGG
ACGTGAACCCTGAACAG
ACGTGAAGAGGAGCCAG
ACGTGCTGGGATGGCARAG
ACGTGGAATCGACGAG
ACGTGGAGCTGTACCAG
ACGTGGCAGTGGAGTCG
ACGTGGTGCGGCTCAAG
ACGTTGACATAGAAGG
ACTAAGTCTTAAACTGG
ACTACAATGTGGGACAG
ACTACAGGGACCGCACG
ACTACAGTAGATCGAGAT
ACTACATCGGATCTCGG
ACTACCACCTGGAGACACG
ACTACGATAAGCTCATTG
ACTACTCGGGCTCTCAG
ACTAGAACATCTGARAG
ACTAGTCAGGACGCAAAG
ACTATATTGTGAACGAG
ACTATCGACCGCACCATA
ACTATGTATCTGCGGAG
ACTCAATTTCCAGCGTCAG
ACTCACCCTTATTCCCC
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ACTCAGACATCGTGGAG
ACTCAGGAATGTGCRATG
ACTCCAGCAACTTCCAG
ACTCGCGGGCTCAGCTG
ACTCGGAATCTCATAGCA
ACTCGGACGAAGATGAG
ACTCGGAGGAAGAGGAG
ACTCGGTGCTGAGTGGGG
ACTCGTTGGTGCTGCAG
ACTCTACCAACAACATAAG
ACTCTAGGACTTGCATG
ACTCTCAAGARAGGACCAG
ACTCTCCTGCAGARATG
ACTCTGATGTGGAGACG
ACTCTGGGACAAATAGAG
ACTCTGGGCTCACTGAAG
ACTCTGGGGATGGACAG
ACTCTGTGACTTTGGAAG
ACTGACAAGAACGAGCGG
ACTGACCTCAAGCTCAG
ACTGACGCACGGGCAGA
ACTGACTGCTCTGCTTAA
ACTGAGACGAGAGAATGG
ACTGAGGAACCAGATGG
ACTGAGTCGGAGGCGRAG
ACTGATACACTCCAAGCG
ACTGCAAGGAACAACAG
ACTGCACGGTCAAGAATA
ACTGCCTGGAGGACGC
ACTGCGTGTGATTTCTGA
ACTGGAACAGAAGTGCAR
ACTGGAACTGCAGGCCAG
ACTGGAAGCATAGAAAG
ACTGGACCAGAAGTTTCA
ACTGGAGACGCTACTCG
ACTGGAGCTGRAGCTGG
ACTGGAGGAARAGATAG
ACTGGAGGAGGAGGGCAG
aCTGGAGTTTGTTGTTCA
ACTGGATGAATGGAAGC
ACTGGATTTGCATCGTG
ACTGGCCTGGAGCAARACG
ACTGGCGGAAGACCTCA
ACTGGCTACAAGAGCGAT
ACTGGCTGCAGGAGATCC
ACTGGCTGGAAGAGGAG
ACTGGGACATCCGGCAG
ACTGGGAGGAGAACAG
ACTGGGCAGCTGTTACG
ACTGGGCAGCTTTATTAG
ACTGGGCTAGGATTGAG
ACTGGTTGGAGARATGG
ACTGTGAGAAAGATGAG
ACTGTGGAGGCTTRAG
ACTGTTGTGACTACAG
ACTTACTGTTGGCCATAG
ACTTACTTCACAAGTTG
ACTTAGGAGCCATACCAG
ACTTCCCCTGGAGCGTGG
ACTTCGAACGGAAGAATG
ACTTCGACAAGGCCAG



WO 2011/120101

ACTTCTTCTGACATGTG
ACTTCTTGTCGGATCAGG
ACTTGAAGTGGATACATA
ACTTGCAGCTGAATCCGG
ACTTGCAGTTGTAGAAG
ACTTGGAGGACTGGGAG
ACTTGGCTTAGAGTCAG
ACTTGGGGTAGATTTAG
ACTTGTGAGGGCTGCRAG
ACTTGTTGGATGCCAAG
ACTTTAGCAGGAGGACCA
ACTTTGGGAATTCTTCT
AGAAAAAGCGACTCAAGAAGAAG
AGAAAAATGGATCTTAGG
AGAAAACAAGCTGAATG
AGARAAAGGATTCTGTGAAG
AGARRAGGGCTTGATTG
AGRARAGGTCGAGCTGGAAG
AGAAAATAGTATTICTTG
AGRARATCGAAGCTGCAG
DAGARAAATGAAACAGCCAGGG
AGAAAATGAACATGATGAACAG
AGAARATGGCTGAARACG
AGAAAATTCCCATCATT
AGARACATCTAGGACAG
AGRAAACCACCCATCACAG
AGAAACCAGCCCCCTCG
AGARACCTACACAGATG
AGAARACGGACCCGCAGAG
AGAAACGTGCTGTGTAATTG
AGAAACTGGCAGARATGA.
AGAAACTGTTAGGCTAG
AGAAAGACGGGATAATGA
AGARAGAGACCCCATG
agaaAGATAGAGGACG
AGAAAGCTAGAACTGAAG
AGAAAGGATGGAGGATGAA
AGAAAGGGAGAAGCTGAGGAG
AGAAAGGGATGATGCAA
AGAAAGTAAAGTGTGGTAAT
AGAAAGTCGTCAACAAG
AGAAATATCTAGGACAG
AGAAATATGCTGCAGAA
AGARATGAAAGTCTGAG
AGAAATGGAGAAACGAGG
AGAACAACTCGGACAAG
AGAACACTGGATAAACGG
AGRACAGAAGAGCTTGCG
AGAACAGCCCTTACAT
AGAACATCCTGAAARAG
AGAACATGGTGGACCTG
AGAACCGGAAGACATGATCAC
AGAACCGGGCCAAGAGTG
AGAACCTGCAGATGAAG
AGAACGAAGGCGGCCAG
AGAACGAGCTGAAGAAG
AGAACGAGCTGGAGACA
AGAACGGCAGTCTCTG
AGAACGGCATGGAGATG
AGAACGGCTGAATGACAG
AGAACTGCAAGGCTGCTG
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AGAACTGGGAGGATGCG
AGAACTGGTTCAAGATTACA
AGRAGAAAATCGGCACCTGAGA
AGAAGAAACCTTGARACGACAAAG
AGAAGAAAGTACTCCTA
AGAAGARAGTGTCAGAGCCG
AGAAGARATCTGGTAGG
AGAAGAAGAATTGGATGA
AGAAGAAGGCTGCTGAT
AGAAGAAGGGCTTGAAG
AGAAGAAGTTTGACCAG
agaagacagctctgtag
AGAAGACCGCCTGAAAG
AGAAGACTCTGGACCAG
AGAAGACTGTACATTTCT
AGAAGACTTCAGGGAACCAG
AGAAGACTTTAGACAAAGCAAG
AGAAGACTTTGGTGCAG
AGAAGAGGAAACTGACAAA
AGAAGATCARAGATCTCAG
AGAAGATCAGCACTGTG
AGAAGATCGTCCTGCAG
AGAAGATGAAGAAAACATGA
AGAAGATGATGGACAAG
AGAAGATGCAGAGGAAG
AGAAGATGCAGATGGACG
AGAAGATGCGCGAGGAG
AGAAGATGTTAAAGAACCAG
AGAAGATGTTGTCTGAggg
AGAAGATTGGACAAGG
AGAAGATTGTGGTTGAATTCAG
AGAAGCAGACTCACAA
AGAAGCAGCAACGATGG
AGAAGCAGGACAATGAG
AGAAGCATCAAGGCGCTG
AGAAGCCGCCTGAACGG
AGAAGCCTAGATATCTG
AGAAGCTCACTICTGAG
AGAAGCTCGTCGACGAAA
AGAAGCTGGACAGTAAG
AGAAGCTGGAGGTCCTGCAG
AGAAGCTGTAACATTAG
AGAAGCTGTGGTCAAG
AGAAGCTTCGGAAACAG
AGAAGCTTGARAGAACATCT
AGAAGCTTGAGGCCCTG
AGAAGCTTGTATTACTGTAGC
AGAAGCTTTGGAAGAATGAAAA
AGAAGGAAGACTCTCG
AGAAGGAAGCCAAAAAG
DAGAAGGAAGTAGAAGATG
AGAAGGACCGATTGATTTAG
AGAAGGACCTGGCCACG
AGAAGGAGACTCTCAAG
AGAAGGAGAGCTACTCG
AGAAGGAGAGGTGAGACTT
AGAAGGAGCAGCTTATA |
AGAAGGAGCTGAATAAG
AGAAGGAGCTGTTTAAG
AGAAGGAGGTCGGCTACC
AGAAGGATATGRAGATCAG
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AGRAGGATGTGGCAAAGG
AGAAGGCCATGTACTCG
AGAAGGCGCTGCAACTCG
AGAAGGCGGTGACTTT
AGAAGGCTCCARAGACAG

AGARGGCTGGCTATTGAAACTCG

AGAAGGCTGGTTGGGAAG
AGAAGGGAACTGATCG
AGAAGGGRAGACAACTATA
AGRAGGGCAGTGCTGCG
AGRAGGGTCTGTTCACG
AGAAGGTTCCAGTCCCCGAAGG
AGAAGTACCGCGGATCG
AGAAGTCTCTGAGGATG
AGAAGTGGAACAAAAAG
AGAAGTGGTTGAACAG
AGAAGTGTGGCTGTAAAG
AGAATACCTGGACTGGG
AGRATCAGAGAGTGGAG
AGAATCCTATGGCTACTG
AGAATGAGAGGCTGAAG
AGAATGCGGCGACTGATG
AGAATGGCGTGTARACTG
AGAATTGGTAGAGAAAG
AGAATTGTACACTGCAG
AGAATTTGGGACCTACG
AGAATTTGGTCAAGGAG
AGACAAAGCAGAACGTA
AGACAAATGGAGGACAG
AGACACGGCAGCGTAGAAAG
DAGACAGACCGTGAGCA
AGACAGAGAGGAGAACGCAG
AGACAGCARATGGACCGAG
AGACAGCGACGATGATAG
AGACAGTCCTTCARAAAG
AGACAGTGGAGCAGAAG
AGACATTCACTCAGAGA
AGACCAACACAGCAGG
AGACCACATACTCAAG
AGACCATACTGGAGTCG
AGACCATGARCGAGCCAAG
AGACCATGACTGAGGAACAG
AGACCATGGAGAACGG
AGACCCATGGCATCTGAG
AGACCCTICCAGCTTGCCT
AGACCCTCGCGTGCCAA
AGACCTACAGGAATCG
AGACCTCAAGCCTGAGAA
AGACGAAGGCGGAGCAG
AGACGACCAGCGGATG
AGACGAGGACGAGCTA
AGACGATCAACGTGACG
AGACGATGCAGGAAGCG
AGACGATGCTGGAGGAG
AGACGGARATGGGCCACG
AGACGTACACGATGGAG
AGACGTCAAAGATTTTAG
AGACGTGCAGAAACAT
AGACTARACTAGACGAG
AGACTCACGGGCACAGA
AGACTCCGGGCGCAACAG
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AGACTCTGGATGACGAT
AGACTGAAGAAGAATAT
AGACTGAAGCTGGTAATT
AGACTGGAACAGCGAAG
AGACTGGAAGCATCGAAGATG
AGACTGGAATTTTATCG
agactggattgtgggag
AGACTGTCAGTGAAGGAG
AGACTGTCGCAAGGGAAG
AGACTTAARAGTAGGAG
AGACTTCCGATGGACCAA
AGACTTGAAGGATACACA
AGAGAAAGGCGAGAAG
AGAGAAAGTCAGACAAG
AGAGAACACAACAACAG
AGAGAACCGTGCAACAA
AGAGAAGCCCTGAGCAAG
AGAGAAGGAACAAACAG
AGAGAAGGAGGACCGCG
AGAGACAAATGGAGGACAG
AGAGACAAGGAGAAGCTG
AGAGACAGCTGGATGAA
AGAGACCTTGAAGACCG
AGAGACGAGGAAAGAAAAG
AGAGACGCTGAAGGCCAA
AGAGACGGACACCTCG
AGAGACGGGCGAGCAG .
AGAGACGTCGGACTTCACG
AGAGACTGARAACAAGATACG
AGAGACTGAAGGCACT
AGAGACTGTGCTCACAG
AGAGACTTAAAACCAGAAAA
AGAGACTTGTGCTCAAG
AGAGAGAACGCGCCTTG
AGAGAGAAGATGACTCAG
AGAGAGAAGATTGTAGAG
AGAGAGAATCCAGTGCG
AGAGAGACGGACACCTCG
AGAGAGCTCGTACTGGCA
AGAGAGCTGCAGCATAG
AGAGAGGCARCTTTAGAG
AGAGATCACAGGAATTG
AGAGATCTTCGTTGGTG
AGAGATGAGCAGCTTCTGA
AGAGATGGATTCAGAAACAG
AGAGATTCTGAGGTGTTTGAG
AGAGATTGGAACACARAG
AGAGCAAGAAGGACCAG
AGAGCAGACCTGAGAGA
AGAGCATTGTCAGACAG
AGAGCCATCACCCTCCG
AGAGCCATCCCCAATCAG
AGAGCCATTGTCTGCA
AGAGCCTGCCGGAAGTCG
AGAGCGACACGGACAAG
AGAGCGGGAGGTGACAG
AGAGCGGGCAGCGGAGGAG
AGAGCGTGAGAAACTG
AGAGCGTGGACCATGAA
AGAGCTACTGCCGGGAG
AGAGCTGGAACTGGCGRAG
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AGAGGAACAAGAGACG
AGAGGAACTGAGGAAGAAAG
AGAGGAACTTCATTGCTCAGG
AGAGGAAGAGATACCCG
AGAGGAAGGACTTCATGGAG
AGAGGAAGTATCTCCAG
AGAGGAATGCCAGGACAG
agaggacaaaaaaaChAG
AGAGGACAACAAGTTCAA
AGAGGACAGCGACCACG
AGAGGACAGGACGCAG
AGAGGACAGGTGTTCG
AGAGGACCCAGGCACG
AGAGGACCCGTGAGGACA
AGAGGACGAAGACCAACAG
DAGAGGACGGGAAGCCTG
AGAGGACGTGGCTTGGT
AGAGGACTAACAGGGCAG
AGAGGAGAATGGAACAA
AGAGGAGAGCAAGGAGCAG
AGAGGAGAGTGGACTGAG
AGAGGAGATGCCTGAG
AGAGGAGCAACGAATTC
AGAGGAGCACGGTGGACTGAT
AGAGGAGCGACGGAAAC
AGAGGAGCTGATTTCACAG
AGAGGAGGRAACTGAGCTTGAT
AGAGGAGGATGATGAGG
AGAGGATACGGAATGCAG
AGAGGATCGTGGCTACA
AGAGGATCTAGGAGAAA
AGAGGATGGAATTTGAG
AGAGGATGGAGAACCTCAAG
AGAGGCATATAGCTCTG
AGAGGCCGCCGCACGGG
AGAGGCGGTCCGGGAGAG
AGAGGCTGAATTCCAG
AGAGGCTGCTGCACTgg
AGAGGGACATCAGAAAG
AGAGGGAGAGACGGAAG
AGAGGGAGATCAAGGCG
AGAGGGAGCGTAAGACG
AGAGGGCTACCTTGTGAAGAAG
AGAGGGGCACAGAACG
AGAGGGGTGTAAAAGAG
AGAGGGTCAAGATGATTATG
AGAGGTAGATCCAGATG
AGAGGTAGATCGACAG
AGAGGTGGAAATGGACAA
agagtcaaggaatgcag
AGAGTCACCCCAGGACG
AGAGTCGGACCTGAAGCGG
AGAGTcggcgcggegceg
AGAGTGGCTCTATGGCG
AGAGTGTGGACGGAGAG
AGAGTTCCGGCTGGGAG
AGAGTTGGAGAAGAAAC
AGAGTTGGCTTTGAGGGCATG
AGATRAGACTGTTAAG
AGATACCGAGGCTGCAG
AGATACGAGGCTCTAGGAGAG
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AGATAGAGATCCTGGAG
AGATAGAGGACGAGAAA
DAGATAGATCGCCATCATG
AGATCAGACTGGATTT

AGATCAGTGGCARAGAGCGG

AGATCATGTACAGAGCG
AGATCCAGCAGATCCCG
AGATCCCCACTGATCAG
AGATCCCTATATCATG
AGATCCGATCGTGGCAG
AGATCCGGGGAGTAGG
AGATCGAGGTGGAAGAG
AGATCGGCCTCTTGAAG
AGATCTGGCGCATGAATG
AGATCTTGTAGATTCAG
AGATGAAAGAGACTGCAG
AGATGAAGGAACTGCAG
AGATGAAGGTGGTGGAG
AGATGACCGTGGARAG
AGATGACGGCTCTGACA
AGATGACTATAGGCCAG
AGATGAGCAGCTTCTGA
AGATGAGGACGGAGACAC
AGATGAGGTTCCTGACG
BAGATGCACCTGATGCCG
AGATGCAGTCGGATGAG
AGATGGAAAGAGARATGG
AGATGGAGARACGAACAG
AGATGGAGCACTCACCAG
AGATGGGACGATTTCAG
AGATGGGACGTTTGCAAG
AGATGGGCTTCGACGAG
AGATGGTCTGCCAGGCG
AGATGGTGACTGGCRAG
AGATGGTGATGGAGAAA
AGATGGTGGTTTTACTG
AGATGTCAGTCTGCAGG
AGATGTCCAGGGCACCAG
AGATGTCGTCATTCCAG
AGATGTGCAGCTGGAAG
AGATGTGGTACCARCAG
AGATGTGGTGCGACTAG
AGATGTTGGTATGCAG
AGATGTTGTTGGATCAG
AGATTCAGAACCGGCAG
AGATTCCCATCGGRATG
AGATTGAAAACGAAGAG
AGATTGCAGAGCACAA
AGATTGCCCCTCAGGATG
AGATTGCTGCAAACTTG
AGATTGGAATATTTAATG
AGATTGGGTACTTAATG
AGATTGGGTCAGGCAAG
AGATTGTGGAGCAGATGG
AGATTTGGARGGATCTG
AGCAAACAGACCTGGAG
AGCAAATGGGGATTCAG
AGCBACATGAAGTCTCG
AGCAAGAAGGATGATGG
AGCAAGACTGAGAAGATG
AGCBAGCTGGAGGACAG
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AGCAAGGAGCTGARACAA
AGCAAGGCCCCCGACAG
AGCAAGTAAACTTTAGG
AGCAAGTAAACTTTAGGC
AGCAAGTATCCAGTCCC
AGCACARAGGAGGACGTG
AGCACAAGATTGTGGCG
AGCACAAGCAGAACTCG
AGCACAAGGACAATATTTAA
AGCACAGCATCGAGCGG
AGCACGTCTAGGGCAG
AGCACTGTAAGCCTCAG
AGCAGAARACTGTGTTG
AGCAGAACATACTCTGAG
AGCAGAAGATCGCCCGG
AGCAGAAGTTGGAGCAG
AGCAGAATTCTTTGATG
AGCAGACCTACATCAACG
AGCAGACGTTTGGAAAG
AGCAGAGGAACTGCACGG
AGCAGAGGACGATAGAG
AGCAGATCATTCAGGAG
AGCAGATGAGAATTCAG
AGCAGATGGAGAACCACG
AGCAGATTGAGGAGGCT
AGCAGCCACCGCACGAG
AGCAGCCGCCGGAGCTCCA
AGCAGCCTCACCCATG
BGCAGCGGATGTGTTCAG
AGCAGCTGAAGGGACAG
AGCAGCTGCAGACAGAG
AGCAGCTGGTGGCCAA
AGCAGGACAACAAGAAAATG
AGCAGGACGTAATAGAG
AGCAGGAGCTGTGGATGG
AGCAGGAGGAGCTCATG
AGCAGGAGTCAGAACCAG
AGCAGGCAGATAGAGACT
AGCAGGCGCTAATCCTG
AGCAGGCTGGGCTGGCG
AGCAGGGACAAGAAGCCG
AGCAGTACAAGGACCAG
BGCAGTACCTGATCCAG
AGCAGTATGAAGCTGAG
AGCAGTCTGGAGGAAAG
AGCAGTGGACAGTATA
AGCAGTGGACCTGACAT
AGCAGTGGACCTTTGGG
AGCAGTGGCACGTGGAG
AGCAGTGGCCTGGAGCAG
AGCAGTGGTGARAGACTG
AGCAGTTTGGCGTGGTG
AGCATATGGACCAAATG
AGCATCGGAACCAGTACA
AGCATGAGGACCTCAAG
AGCATGGAGGATTACTG
AGCCAGAGCTGACTGAAG
AGCCAGAGTCCTCCAAG
AGCCAGCACAGAACTAG
AGCCAGGGACAGATCAG
AGCCCAGGACGATTCAG
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AGCCCCAGGCTGCAGAAG
AGCCCTACCGACCARAG
AGCCCTCACGAGTCCCG
AGCCCTGCAGGACAAG
AGCCGAGAGACAGAGAAG
BGCCGAGGGCGAGACAGGAG
AGCCGAGGGCGAGACAGGAGTATT
AGCCGGACCTTTCCCAG
AGCCGGAGCTGTATGAG
AGCCGGGAAGATTGTCAA
AGCCTACRAGCAGGACG
AGCCTGGGACAGACGTGG
AGCCTTGAACTTCAGCAG
AGCGACAGAGCTGCAG
AGCGACGACGAGCACG
AGCGACGAGGAGCACG
AGCGACTCAGACAATG
AGCGATACGGATATAAGGAG
AGCGATCCCGGGCCAAG
AGCGATGCTGTGGGAGAG
AGCGCAGCCTCCACCAG
AGCGCATCGTGCAGGAT
AGCGCCGGACTCTACAG
AGCGCCGGCGGCTGGAG
AGCGCGGAGAGCAGAGG
AGCGCGGGCGGCGACCGAGCCAG
AGCGCTCGGAGGTGGCG
AGCGGAAAAGCATTGCTG
AGCGGAACCGCGTGGGAG
AGCGGAAGAAGAAAGAG
AGCGGAATTCGAAATG
AGCGGACACAACAAAAAG
AGCGGAGAAAGGACAG
AGCGGAGRAGAAAAGAG
AGCGGAGACTAGGCCAG
AGCGGAGCCTTCACAG
AGCGGAGCTCTCCTGCAG
AGCGGATCCAGCAGCTG
AGCGGCACGTTCTGCG
AGCGGCAGAACATCAACA
AGCGGCAGAGCCTGCTGG
AGCGGCGGCAGGAGGAG
AGCGGCTAGAGGACAAAG
AGCGGCTGAAGAAAAGG
AGCGGCTGCACCAGGAG
BGCGGCTTAAGCCATGGC
AGCGGGACTGGGGCAAG
AGCGGGAGAAGGATTTT
AGCGGGAGCTGGCAGAG
AGCGGGCCAACAAATAG
AGCGGGTGGTGGAAALAG
AGCGTGGGCTGGTCAGGCAAG
AGCGTGGTGGARAATTG
AGCTACGTGGACTAGAG
AGCTAGACGGCGGTCGG
AGCTATCAAGGACCAT
AGCTATGATGGTCTCTG
AGCTATGCTGTGGGAC
AGCTCATCCACGCCCGG
AGCTCCCCAATTGCAG
AGCTCCGTGTTATCAAG
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AGCTCGAGCCAGGCTGTG
AGCTCGGCAAGTAAAG
AGCTCGGGACAGGATG
AGCTCTGCCGCCGGAGG
AGCTGAACGGTCTGGG
AGCTGACGGAGCTCAC
AGCTGAGACACCGTGAG
AGCTGAGAGAGGGACG
AGCTGAGGACTTAGCAGG
AGCTGAGGAGAACAAAG
AGCTGAGTGGAAAACAG
AGCTGATGATGTAGAAG
AGCTGCAGCAAACTCAG
AGCTGCAGGAACATAG
AGCTGCAGGACACTCAG
AGCTGCAGTTGGATGAAG
AGCTGCCAGATCCAACAG
AGCTGCGACGACTACGAGATAA
AGCTGCTCCGTCACCAG
AGCTGCTGATGCGGCG
AGCTGCTTCCAAAGCCA
AGCTGGACAGAGTGAAG
AGCTGGACCCAGAACACG
AGCTGGACCTGAGGATTG
AGCTGGACCTGGCTGAGG
AGCTGGACGAGGAGGCG
AGCTGGACTCAGAAAACA
AGCTGGAGGAGCTGCAG
AGCTGGAGGATGGAGAG
AGCTGGAGGCGCTCAA
AGCTGGAGGTCCTGCAG
AGCTGGCCACGACCAGG
AGCTGGGCATCTGGGGCG
AGCTTACAGACTGTGTG
AGCTTCGTTGTGAGAG
AGCTTGAACGCAGCGTG
AGGAAAAGAAGGAGGAC
AGGRAAAGCAAACTGCAG
AGGAAAAGGAGTATGAG
AGGARAATGGAAGAACAGCAG
AGGAAACRAGGCCTTGAAG
AGGAAACTGAGCTTGAT
AGGAAACTTTGAGGCAGT
AGGAAAGRAACACAAGARAA
AGGARAGAATCAGGCAG
AGGAAAGGAAGAGAAGAAACA
AGGAAATTGCAGAGCAG
AGGAAATTGTGGTTTTG
AGGAACAACGATGGCAG
AGGAACAATGTAAATTAG
AGGAACACAACTTTAGCG
AGGAACACGGTAGATCTA
AGGAACAGCTGAAGGAG
AGGAACAGGGAAGGAGG
AGGAACAGGTATCTCAG
AGGAACAGTACATGCAA
AGGAACCGAAATGAGCAG
AGGAACGACTTCTGTAAG
AGGARCGCCGGGAAAG
AGGAACGTGARAGARATACAG
aggaACTCTGCAAGCAG
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AGGAACTGAGGAAGAAAG
AGGAACTGGRATACTRAG
AGGAACTGTGACCAAGTTGGG
AGGAACTTCTAACAAAA
AGGAAGAACAGAGCTCAARG
AGGAAGARACTCCACGG
aggaagaagaagGTGATG
AGGAAGAAGTTGGATCCG
AGGAAGACCTCCTCAA
AGGAAGACTTGAAGGAG
AGGAAGAGCTGGCTCGG
AGGAAGAGGARAGCGRACTG
AGGAAGAGGAACTGCAGCGCAG
AGGAAGAGGACATGATTCA
AGGAAGATGACATGGAG
AGGAAGCCGTGAAACTG
AGGAAGCTGGAACGAG
AGGAAGGBAGCTGAGGACTTAGCAGG
AGGAAGGCGTGAATGAAG
AGGAAGGTGACATTGCG
AGGAAGGTTTTCATTTTGAG
AGGAAGTACAGCCAGCA
AGGAAGTAGAAGAGCAG
AGGAAGTCAAATACTCAG
AGGAAGTGGCAARACTGGT
AGGAATACRAAGAACTA
AGGAATATGGAAGACAG
AGGAATCACGAGAAAG
AGGAATCCTGATACTGAGCG
AGGAATCGTGCTGGAAAAAGT
AGGAATCGTTTGACCAAG
AGGAATTAGTCGAGAAG
AGGAATTTTAGGTGGACAAG
AGGACAARAAGACAGT
AGGACAACCACAACCTCA
AGGACAACTGAGAGAAG
AGGACAAGAGATTTAAG
AGGACAATGAGAAGGAT
AGGACACAAACATCAAG
AGGACACATACAGGCAG
AGGACACCAAGACCACG
AGGRCACCAGATTGGCACA
AGGACACCTCTGATCAAG
AGGACACCTTTAATGAAG
AGGACACGGGGATTTCC
AGGACACTAGGARAAAAG
AGGACACTTACCACGAA
AGGACAGACAGTGCCAG
AGGACAGCATCTACAG
AGGACAGCCTGATGCCAR
AGGACAGCTCTGATGAAG
AGGACAGCTGAGATATG
AGGACAGCTGGCACCCAG
AGGACAGGAAGAAGCAA
AGGACAGGAGAGAGCGG
AGGACAGTAAAGAGCAG
AGGACAGTTAGAAGACG
AGGACATATCAGTATCG
AGGACATCGAAAGTCAG
AGGACATGGTGAGGCAG
AGGACCAAGAGGGCGGAG
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AGGACCAAGATGATGAG
AGGACCAATTAAGTATG
AGGACCACGCCATCGACAG
AGGACCACGGCAAGAAC
AGGACCACGGGCTGGAG
AGGACCAGCAGATCGAG
AGGACCAGGCGAAGGAAG

AGGACCAGGCTGCGAGAACAG

BAGGACCATCGGATARAG
AGGACCATCGGTGTAGG
AGGACCCGCAGAGATCAG
AGGACCGAGTGGATAAG
AGGACCGGCTCATTGAG
AGGACCGGGAACTGAAG
AGGACCTACGCCGGCCTGG
BGGACCTCCAGACGAG
AGGACCTCGGCTGGCTG
AGGACCTCGTGCAGCCT
AGGACCTGAAGCAGCTG
AGGACCTGACAAAGCAG
AGGACCTGACTGAGGAA
AGGACCTGCCTGGGGAGC
AGGACCTGGATGGAGACG

AGGACCTGGCAGAGAAGAGG

AGGACCTGGCAGCCTTGG
AGGACCTGTTTGGGGAG
AGGACCTTGAAGTTGAG
AGGACCTTGTGAGGCAG
AGGACGAAAAGATGTAG
AGGACGAAGACCAACAG
AGGACGACAACATCAA
AGGACGAGGACGTCAAG
AGGACGCTGCGGAAGCTG
DAGGACGGCAGGCCAAAGTG
AGGACGGCGTGGGCGTGG
AGGACGTGAGCAGCAGA
AGGACGTGTAAGGCAG
AGGACGTTTGATGCTACA
BAGGACTAGGCCACGCAG
AGGACTCAAGCTTTCAG
AGGACTCACAGTGTTTGA
AGGACTGACCTTTTTCC
AGGACTGCACAGTCATG
AGGACTGCACGGTCATG
AGGACTGCCTTATGCT
AGGACTGCGAGGCTAAAG
AGGACTGCTATGGCAAT
AGGACTGGAAGACGAG
AGGACTGGGCCCTTAG
AGGACTGTGCCAAGCAG
AGGACTTCAAGCAGCATG
AGGACTTCACCAAGCAG
AGGACTTCGCCATCTTT
AGGACTTGCATATTATAA
AGGACTTTCCACACGGGG
AGGAGARAGAACATGAG
AGGAGAAGAGCAAAGAGA
BAGGAGAAGCACTCTCAG
AGGAGAAGCTGAAGGAG
AGGAGAAGCTGTAAAGARA
AGGAGAAGCTGTTGATG
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AGGAGAAGGACGTAGCA
AGGAGAAGGTGAAACAA
AGGAGAAGTCGTAGACAG
AGGAGAATCAGGACTTAAAG
AGGAGAATGATGAAGATG
AGGAGAATGCGGACTTG
AGGAGAATGTCTGTCAG
AGGAGACACAGAGRACCG
AGGAGACAGTGAAACAA
BAGGAGACCAAGGAACAA
AGGAGACCTGAAGACAAG
AGGAGACGGAGCCACGGAGCAG
AGGAGACTCTCAAATACCA
AGGAGACTGCTTCAGCT
AGGAGACTGGATCTTTGG
AGGAGACTGGGATAAG
AGGAGACTTCGATGAG
AGGAGACTTTATAACTATAGG
AGGAGAGAATATTGAGCAG
AGGAGAGAGACACGGGA
AGGAGAGCAAGGAGCAG
AGGAGAGCAATGCAAAAG
AGGAGATACGTAGACAG
AGGAGATCAGGAGACAG
AGGAGATCAGGCTCTCG
AGGAGATCCGGGACAG
AGGAGATCGGCTAGGARAG
AGGAGATGAGGAACAAG
AGGAGATGAGTTGGAAG
AGGAGATGCGGGAGGAAG
AGGAGATGGGTTAGATGTT
AGGAGATTAAGAAGCTACAA
AGGAGATTGAGGACAG
AGGAGCAAAGTGCTGAAG
AGGAGCAAGTGGCGCTG
AGGAGCAGAATATAGGAG
AGGAGCAGCTGCGCACG
AGGAGCAGGATGAACGT
DAGGAGCAGGGGACGAAG
AGGAGCATGACTTAAAG
AGGAGCCATCTTTGATCG
AGGAGCCGGCTCAGAG
AGGAGCCTCGAGGACCGACGG
AGGAGCGAGGACTGGAG
AGGAGCTCCCGGCACAG
AGGAGCTCCGCACGCAG
AGGAGCTGAAGAAGTCGG
AGGAGCTGAAGGCCGAG
AGGAGCTGCCAAAGTCA
AGGAGCTGCTAGCCAAA
AGGAGCTGGCTGCGGAG
AGGAGCTGGGCTACACG
BAGGAGCTGGTGGCGGAAG
AGGAGCTGTAAAGAGA
AGGAGGAAACCTGCTCCAG
BGGAGGAACCACAGCAG
AGGAGGAAGCATGGAGGATTACTG
AGGAGGAAGGTGAAGCG
AGGAGGAATATGGAGAG
AGGAGGACCGCAGCAAG
AGGAGGACCTGCAGAAG
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AGGAGGACGCAGACGGAT
AGGAGGACGCCCGACAG
AGGAGGACTTCGACAAG
AGGAGGAGAAGTCCCTG
AGGAGGAGAGATGAGCAG
AGGAGGAGATCATCGACG
AGGAGGAGCAGGAACG
AGGAGGAGCTGGAGGGCAG
AGGAGGAGGACCGCAGCAAG
AGGAGGAGGACTATCAG
aggaggaggaTTCCGAG
AGGAGGAGGCCAAGAACAAG
AGGAGGCAGAACGCGAG
AGGAGGCAGATGCAGAG
AGGAGGCCAAGAACAAG
AGGAGGCCTGAGGCTGG
AGGAGGCGCTCTCTGAG
AGGAGGCTGCTCCACTG
AGGAGGCTGGACAAGARG
AGGAGGTCTACAGCTGG
AGGAGGTGAAGATTCAA
AGGAGGTGCTCTCAAGG
AGGAGGTGCTGGGCCAG
AGGAGGTGGATCACAG
AGGAGGTGGCTGAGGTG
AGGAGGTGGTGCGCAAG
AGGAGGTGTGCGACGC
AGGAGTACTGCGTCTTG
AGGAGTCAAGAGTGAAGG
AGGAGTCAGCTGTACTAG
AGGAGTCGCTGGTGATTG
AGGAGTCGGCAGATAAG
AGGAGTGAAGATGATG
AGGAGTGAGCGCCATCGT
AGGAGTGGACARATATGG
AGGAGTGGACACAGTAG
AGGAGTGGGTCCACGTG
AGGAGTGTCGGARAGAG
DAGGAGTTGCTGGGAAAG
AGGAGTTTGGCTAGAACAG
AGGATARAGGACAAAAG
AGGATAAGCAGATTGAG
AGGATACGCTGGAGAAG
AGGATAGAGATTGCAGAG
AGGATCAAACACARATGCAG
AGGATCACGCGGCATGTATTGAG
AGGATCATCAAGGAGGCG
AGGATCATGAATGTCARAAG
AGGATCGAATACATTCCT
AGGATCGAGGAGACAAA
AGGATCGAGGTATTTCCA
AGGATCGGATGCAGCCAG
AGGATCGGTCCCACGTTC
AGGATCTCTGGAATGATGG
AGGATCTGGAGCGACAA
AGGATCTGGCTGCAAAAG
AGGATCTGTTTGACATGC
AGGATCTTGAGAAGAAG
AGGATCTTGGTGCACAG
aggatgaagaagGTGAAG
AGGATGAAGACGAGGTG
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AGGATGAAGATGTATCT
AGGATGAAGCTCGTGAG
AGGATGACAAGACCARAG
AGGATGAGAACAATAG
AGGATGATGGAAAAGAAGG
AGGATGCAGAGGAGAACG
AGGATGCAGATGGTGACAC
AGGATGCCAGGCCAGAG
AGGATGCGCGGGTTAAG
AGGATGGAGACAGCAA
AGGATGGATTGGAAAAT
AGGATGGGAGTGGTGAC
AGGATGGGGAGTGGAAG
AGGATTATGCTGAGGCCC
AGGATTCAGGTAGAAAAAG
AGGATTCCAGCAGATTTTGGCAG
AGGATTCTTCTTTGCAGCAA
AGGATTGGGTGCATAAG
AGGATTGGTACTACAAG
AGGATTGTTGTAGCAG
AGGATTTGAGAGAGGC
AGGCAAAGTGACCTGTG
AGGCAACACGCTGAGAG
AGGCAACGATGGAACAG
AGGCRAGCAGTGGCTICTIG
AGGCACTACGAGCAACG
AGGCAGARGCTCTGCAG
AGGCAGACTTCGAGGG
AGGCAGAGTGTGGTTCA
AGGCAGCAGCACCTGGG
AGGCAGCCTCAGACTCG
AGGCAGCCTCTCAGARAG
AGGCAGCGGCGGAAGAG
AGGCAGCTGARARAACA
AGGCAGCTGAAGATCA
AGGCAGCTGGAACAAAG
AGGCAGGTCATGGCTGAG
AGGCAGTGAGGCTGACAG
AGGCAGTGCGGATTTCCTG
AGGCATARAGAATGGCGTG
AGGCATCGAAGGGGAG
AGGCCAAGGAAGCTGCG
AGGCCACGTAAAACAG
AGGCCCTGGCAGAGCAG
AGGCCGAGGGCGAGGAG
AGGCCGCGCAGAACGAG
AGGCCGGAAGAGAAAG
AGGCCGGCGGCCGAGCTCGCG
AGGCCGGCGTCTGTTTC
AGGCCGTGAACGACGTG
AGGCCGTGGCACACATCCTGG
AGGCCTATGAGAATCAG
AGGCCTGAAGATCAGCG
AGGCGAGAGGCGCAAAG
AGGCGCTGAACAGGCAGT
AGGCGCTGCGGGACGG
AGGCGGATGAGGCCAGCG
AGGCGGCCACCGCGCGCCGG
AGGCGGCGGGTGAGAGG
AGGCGGCGGTGGARAG
AGGCGGGACCTGATGCAT
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AGGCGGGCACATTCAG
AGGCGTGATGATAGAG
AGGCTACAAATGCAGGC
AGGCTATCTGTGAGGCG
AGGCTGACCGAAGACAG
AGGCTGATCCCCAAACG
AGGCTGATGCTCGACAG
AGGCTGATGTGGAGAAG
AGGCTGGCTGGAATAAAG
AGGCTGGTGARAAGTTAAG
AGGCTGTATATCAGAGG
AGGCTGTCCTGTCTGCAG
aggcttgcacagtgcttyg
AGGCTTGGAGACTGGGG
AGGGAAAAGACAGTACA
AGGGARAGCGGCTCCG

AGGGAACCTCACTTACGGCTAT

AGGGAACGTACAGCCAG
AGGGAACTGCGGAGCGG
AGGGAAGCGACATCTGGAG
AGGGAATTCATTCAAG
AGGGAATTGTTAAGAAG
AGGGACAAATGAAACAG
AGGGACAGCAGARACTG
AGGGACAGGACGGCCAAG
AGGGACCTCAGAGGCCG
AGGGACGACTCTGTAAG
AGGGACGAGAAGCGGAC
AGGGACGGCTACTCAAG
AGGGACTAAGAGCAGA
AGGGACTCACAGCTGCAG
AGGGACTCCTACTCACAG
AGGGACTGAAGAATGTTAAG
AGGGACTGATCCCAAAG
AGGGAGAATGGGGCCAAG
AGGGAGRATTTGTCACG
AGGGAGACAGGACCATCG
AGGGAGAGACATTGAAG
AGGGAGCCGGTCAGCGT
AGGGAGCCTGGTGCCGAG
AGGGAGTCGGACACCAG
AGGGAGTGTGGAAATGATG
AGGGATCATTGGAGAG
AGGGATCTTCGCCAGCG
AGGGATGAGGGAGCAGT
AGGGATGATGAGACCAT
AGGGATGCCAGCCACCG
AGGGATGGAAAATTCAG
AGGGATGTGCACGGGCAG
AGGGATGTTTACTGAAGCAG
AGGGATTARAGTGTGAAG
AGGGCAAGAAAGAAGGG
AGGGCAAGATGGTCTCG
AGGGCACAAGCTGAAATG
AGGGCACCTGCGAGCAAG
AGGGCACTGGGGGCAAAG
AGGGCAGAGACTGATCG
AGGGCAGCGTGGAGGAG
AGGGCAGGATGGTCTCG
AGGGCATCARGAGTCAG
AGGGCATCCTGAGCCAG
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AGGGCATGAAGGAAGAG
BAGGGCATTAAAGGAGAG
AGGGCCCTGAGACCATG
AGGGCCGCCACCGCGAG
AGGGCCGGAGACCTAG
AGGGCGAGAAGATCAAG
AGGGCGCAGAGGCAGGCAG
AGGGCGGAARAGCACAG
AGGGCGTCTTTGTGCAG
AGGGCTGAGGTGGAGAG -
AGGGCTGCAGCAGCAA
AGGGGAAGTCGTACAGCG
AGGGGACAGGACCATCG
AGGGGACTTGCTGGAG
AGGGGAGGCTGGAGTAGG
AGGGGCAGAACAGGCAG
AGGGGCATTTACACTGG
AGGGGCCGACCTCCTAG
AGGGGGAGGTGGACGAG
aggggtgacagtgaaac
BGGGGTTTCAATGGGAGG
AGGGTGATGAATCAGAG
AGGGTGCTTTTGGAAAC
AGGGTGGCGTTCTCAAG
AGGGTTGAAAACAGCTG
AGGGTTTGGAAGAGACAGTG
AGGTCAAAGAAACGTGG
AGGTCAGCGGCTCCCAG
AGGTCCAGTTGGARATG
AGGTCCTCGTAGCCGG
AGGTCGGACAAGCCAAG
AGGTCGTGGATCCAAG
AGGTGATCCTGATGCTIGT
AGGTGATTGGGGGGAACG
AGGTGGAAGATATGAGCCA
AGGTGGAAGCTATGCTG
AGGTGGACGGCAAGCAG
AGGTGGAGGACGTGAAG
AGGTGGCAGAACATCCTAG
BGGTGGCTCTCACATGG
AGGTGGCTGATGTTGAG
AGGTGGCTTTTGTGGAG
BAGGTGGGCAAGGAGATG

~AGGTGGTTGCGGAGCTG .. -

AGGTGTCGGACGATCAG
AGGTGTTTCAGACTTAG
AGGTTCCCTGCCCTACCTGGCG
AGGTTGAAGCTGCTGAG
AGGTTGTGGACAAGAAG
AGTARACGAGAGAACTGGTTG
AGTAAATATATTCTTCCATTAAGGGA
AGTAAATTGTTTTATTTGAGTC
AGTAACGTGATTTCTTTGTTIGCTCA
AGTAAGAAATCTTTTTTT
AGTAAGAAGGGAACAA
AGTAAGAATAATGGCTAAGT
AGTAAGAATACTTTTTG
AGTAAGAATTATACTTCTTAGT
AGTAAGACTTATTTTTA
AGTAAGACTTTGTTTTCTATGAAGG
AGTAAGAGCCCATAGTGGGAAAGGCC
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AGTAAGAGCCTACCCGTT
AGTAAGAGTACTTTCTCT
AGTAAGAGTCTTAATTT
AGTAAGATACAGGGGCTC
AGTAAGATATTATTTACT
AGTAAGATGAAGCAGCA
AGTAAGATGTTTAGTGTTACATG
AGTAAGATTTTTTAAAGT
AGTAAGCATTCAAAG
AGTAAGCCAGTCTTTCA
AGTAAGCCAGTGCCCTG
AGTAAGCCAGTGCCCTGCCCAGCCCT
AGTAAGCCCCCAGTTCTTTCCATTTT
AGTAAGCCCTCGCCTCC
AGTRAGCCCTTTTCTAA
AGTAAGCCGGGTCCTGCT
AGTAAGCCTCTCCAGCA
AGTAAGCCTCTCCAGCATGAAT
AGTAAGCCTCTCCAGCATGAATGC
AGTAAGCCTTTGTTCTTTCTATCCTT
AGTAAGCGTCATTITTTCATGGGG
AGTAAGCTCTAGTCTTTC
AGTAAGCTGCAGCTTAAC
AGTAAGCTGGCTAATTA
AGTAAGCTGGCTGGCTT
AGTAAGGARATAACATA
AGTAAGGACATTGGCCCT
AGTAAGGACGTGGTACT
AGTAAGGACTTTCTGTGACGTGTGTG
AGTAAGGAGAGAGGGGG
AGTAAGGAGAGAGGGGGG
AGTAAGGAGGTGGCCACC
AGTAAGGAGTGGCCCTT
AGTAAGGCCAAGATTGG
AGTAAGGCCACCTGGTG
AGTAAGGCCAGCTGGAGA
AGTAAGGCGCTCCCGGTGG
AGTAAGGCGTCAGCTTCCTTTTG
AGTAAGGCTCTGAGTAAATTCACTGA
AGTAAGGCTTGTGGGAA
AGTAAGGGGCTTTGAGCC
AGTAAGGTGGTGCCATTT
AGTAAGTAAAAAGATTTC
AGTAAGTAAAACATTTGC
AGTAAGTAAAACTACA
AGTAAGTAAAATTAGCAAAGCAAG
AGTAAGTAAAATTTGCT
AGTAAGTAAACCTTCCAGCTTG
AGTAAGTAAACGACATC
AGTAAGTAAAGATAGGAGAGTGTGGT
AGTAAGTAACCGCCACCC
AGTAAGTAACCGCCACCCA
AGTAAGTAACTCATTTA
AGTAAGTAACTTGATTTTTAAA
AGTAAGTAAGATGTTATG
AGTAAGTAAGATGTTATGAA
AGTAAGTAATAATGAAGTTGGGGA
AGTAAGTAATAGGCCTTTGGAAA
AGTAAGTAATGAAGGTTG
AGTAAGTAATGCTGTTGTAACT
AGTAAGTACAAAAGTTTCTGTGCTA

PCT/AU2011/000380

AGTAAGTACAGaagttggaac
AGTAAGTACATTTITTGC
AGTAAGTACCAAACTAATTGAAT
AGTAAGTACTAAAAGGCTAAATATT
AGTAAGTACTCTTTTTT
AGTAAGTACTTAAGGAT
AGTAAGTAGAATTTTCA
AGTAAGTAGATGCTCAAATGT
AGTAAGTAGCCTGTACTTGAT
AGTAAGTAGCTACTCAC
AGTAAGTAGGATTTGAGGAAGTGTGA
AGTAAGTAGGTTTGTTAAAGCAA
AGTAAGTAGTCTGITTTCCTTTGA
AGTAAGTAGTTACTAAAGATGGT
AGTAAGTATAAATGTTGAGAATAA
AGTAAGTATAATTAG
AGTAAGTATACCAAATGCAG
AGTAAGTATACCAAATGCAGGG
AGTAAGTATAGAAATATGA
AGTAAGTATATATTTGTT
AGTAAGTATCCGAGACT
AGTAAGTATCTTTAAAATCATGTGAA
AGTAAGTATCttttttagttt
AGTAAGTATGGGTAGACAATTGTAC
AGTAAGTATGTAACTGG
AGTAAGTATGTAACTGGC
AGTRAAGTATGTCTTGAGCCT
AGTAAGTATGTGATTGACTTGTGA
AGTAAGTATGTTGTTTGT
AGTAAGTATTACTCAATGACATTT
AGTAAGTATTCCTTTTC
AGTAAGTATTCTGTAGTTCAAGA
AGTAAGTATTGCTTTTATAG
AGTAAGTATTTARAAG
AGTAAGTATTTARAAGG
AGTAAGTATTTCACCATAT
AGTAAGTATTTCCTTTTCAGCAC
AGTAAGTATTTTATTTTTGA
AGTAAGTATTTTGAGCATCTC
AGTAAGTATTTTTTTTTA
AGTAAGTCACCTTGTT
AGTAAGTCACCTTGTTT
AGTAAGTCACCTTGTTTA
AGTAAGTCACCTTGTTTATC
AGTAAGTCACTCTTTA
AGTAAGTCACTCTTTAATT
AGTAAGTCAGACCAGGG
AGTAAGTCAGGTTACTGA
AGTAAGTCAGGTTACTGAGGAG
AGTAAGTCATCCAAGTT
AGTAAGTCATCCTCATATCTTCAGG
AGTAAGTCATGGGGAGTA
AGTAAGTCATTGTTTTTT
AGTAAGTCCAATGTTTTCATTGTA
AGTAAGTCCAATGTTTTCATTGTACA
AGTAAGTCCCATGGCATT
AGTAAGTCCCCTGGCCGTATTCTT
AGTAAGTCCTCATTTCAGATACTG
AGTAAGTCCTCCTCTGGGCTC
AGTAAGTCGTTTATTTA
AGTAAGTCGTTTATTTAACAGTTTG
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AGTAAGTCTCTGTGTT
AGTAAGTCTGAATTATTTA
AGTAAGTCTGAATTATTTAGACAAGT
AGTAAGTCTGACTTC
AGTAAGTCTGAGGAGGG
AGTAAGTCTGATTGGAATGGGGCAGC
AGTAAGTCTTGAAATCGGGGGGTGCC
AGTAAGTCITTCATGGGG
AGTAAGTCTTTTTTTCTG
AGTaagtgaaatgaagt
AGTAAGTGAACTTTTGGGA
AGTAAGTGAATTTGAAGa
AGTAAGTGACAGTATAACATGAGTT
AGTAAGTGACGAGCCCC
AGTAAGTGACTCATTAAAGAC
AGTAAGTGATACCCTTTG
AGTAAGTGATGGTATGAACTTT
AGTAAGTGATTCCTCCAA
AGTAAGTGCATCCACTTGGG
AGTAAGTGCATTTGCTGATGTC
AGTAAGTGCCCCAAGGG
AGTAAGTGCCCTGCAGTC
AGTAAGTGCCTGCTGGGG
agtaagtgccttgggagg
AGTAAGTGCTCTTTCTG
AGTAAGTGCTTATGTAT
AGTAAGTGCTTGACAGA
AGTAAGTGGAGTGGGTC
AGTAAGTGGCATTTATT
AGTAAGTGGCCCCTGC
AGTAAGTGGCCGCTGTCAGTC
AGTAAGTGGCTTAAAGTG
AGTAAGTGGCTTATTAT
AGTAAGTGGCTTCTTGG
AGTAAGTGGGGAGGCATC
AGTAAGTGGTCATGTGG
AGTAAGTGGttaaaaaat
AGTAAGTGGTTAATTCAGTA
AGTAAGTGTCACAACCTGGCT
AGTAAGTGTCACAACCTGGCTG
AGTAAGTGTCAGTGAAT
AGTAAGTGTCCTTTGAA
AGTAAGTGTCCTTTGARA
AGTAAGTGTCCTTTGAAATA
AGTAAGTGTCCTTTGAAATATG
AGTAAGTGTCCTTTGAAATATGTGA
AGTAAGTGTCGGGCGTCACAGA
AGTAAGTGTCTCCGCTTCT
AGTAAGTGTCTTTTTCTCTCCTAA
AGTAAGTGTGGCCCCATCCCG
AGTAAGTGTGGGGTGCT
AGTAAGTGTGTAGCTGGA
AGTAAGTGTGTCCTGTGG
AGTAAGTGTGTGCTCGCTGCAC
AGTAAGTGTGTTCTCTG
AGTAAGTGTTGAGAATT
AGTAAGTGTTGCACAGCCTGTAATAC
AGTAAGTGTTTCGCTGAG
AGTAAGTGTTTCTCTTTCCCTICTTAA
AGTAAGTTACAGAATTTIGTTTAA
AGTAAGTTACCATTAGTTGACAGAA

PCT/AU2011/000380

AGTAAGTTAGACACTTGG
AGTAAGTTATTAAACACACAA
AGTAAGTTATTCTGACGC
AGTAAGTTATTTTGCTITTAT
AGTAAGTTCACCAGTGC
AGTAAGTTCATTTCTTA
AGTAAGTTCCTTTTCTTCttcattca
AGTAAGTTCTGCCTITCCTT
AGTAAGTTCTTTCTTCATTGGTGTGT
AGTAAGTTGRATATCATGA
AGTAAGTTGCCAAGTTA
AGTAAGTTGCCTGTTCT
AGTAAGTTGTTCACTTICTG
AGTAAGTtgttctgggacctttccat
AGTAAGTTGTTGAARAGTG
AGTAAGTTGTTTGGGTT
AGTAAGTTGTTTGGGTTT
AGTAAGTTGTTITGGGTTTT
AGTAAGTTTAGTAACTTG
AGTAAGTTTAGTAACTTGTC
AGTAAGTTTATAGTACT
AGTAAGTTTCCATTITG
AGTAAGTTTCTAGTATTTCATTA
AGTAAGTTTGATTCACATGGTTTTT
AGTAAGTTTTAAAATATT
AGTAAGTTTTAATTAA
AGTAAGTTTTACTTTAAA
AGTAAGTTTTATTAACTCTGTT
AGTAAGTTTTATTAACTCTGTTATA
AGTAAGTTTTCTTGAGCAGGCT
AGTAAGtttttttgtttgttttga
AGTAAGTTTTTTTTTTTTATCAGT
AGTAATGATGGGGGTGCGGGGTGG
AGTAATTGTGCAGCTTC
AGTACACGGGGATAGAG
AGTACCAACCGCCAACA
AGTACGTAACCCATTTTTGTCA
AGTACGTATTCTTTCACG
AGTACGTCAATGCCCGTC
AGTACGTCTTTCTGAAAT
AGTACGTGCTGGCTCCTT
AGTACGTGCTGGCTCCTTGTG
AGTACGTGCTGGCTCCTTGTGCTGTC
AGTACGTGGGTGACAGTA
AGTACGTTTACTGGTATATACCTTCT
AGTACTCARAGGGAACGG
AGTACTGCGAGGATGAG
AGTAGAAAAGAGCATAG
AGTAGAAACGGAGGAAG
AGTAGACCCGGCTCTTG
AGTAGAGACAGCTGTAG
AGTAGCCGCGGACCTCG
AGTAGGAAATGATTTTT
AGTAGGAAATGATTTTTA
AGTAGGCAGTTGGATCAG
AGTAGGGGACATGTCAG
DAGTAGGTCCTCCCAAGG
AGTAGGTGCATTGACCAC
AGTAGGTGCCTCTGGGG
AGTAGGTGCCTCTGGGGC
AGTAGGTGCCTCTGGGGCG



WO 2011/120101
21/166

AGTAGGTGGTGTCCCGCCAA
AGTAGGTTCTTCTGATA
AGTAGGTTGCTAAGCCTGGC
AGTAGGTTTTTACGTGCA
AGTAGGTTTTTTTCTTITTC
AGTAGTGCTGCATCAAG
AGTAGTTGTTGGAAAAG
AGTATCCTTTAATGATTA
AGTATCCTTTAATGATTATGAGG
AGTATCCTTTCCCATA
AGTATCCTTTGGTGGCCC
AGTATCCTTTGTTCA
AGTATCCTTTGTTCAC
AGTATCCTTTGTTCACG
AGTATCCTTTGTTCACGG
AGTATCTGAACACAAG
AGTATGCAATTATTTTAA
AGTATGCTCACtttttattt
AGTATGGCTTTTTCCCC
AGTATGGGACCCACATA
AGTATGTATAATTCAGTAACATGAT
AGTATGTATATGTTT
AGTATGTATCTTTCTAAAAGTCTT
AGTATGTATCTTTCTAAAAGTCTTA
AGTATGTATGTCTGTTCT
AGTATGTATTCACTGCTTT
AGTATGTATTCTAATTT
AGTATGTATTTTATGTTTACTTGAT
AGTATGTCATCAGGTGC
AGTATGICTCATTAACT
AGTATGTCTCATTAACTTACTCT
AGTATGTCTCATTAACTTACTCTA
AGTATGTGGGGCACCAGCCCCCTCAT
AGTATGTTCAGTGTATTTTCATT
AGTAtgttttattttgtt
AGTATGTTTTGAGGCATT
AGTATGTTTTGATTgtct
AGTCAGTGCTTGCCGGGCCCTC
AGTCGAACGGCAGCTCAG
AGTCTGCAGGTCATTAG
AGTCTGTGGAGGAAGAG
agtgactcagacaccag
AGTGACTCGGACCTACA
AGTGAGAACCGGGCCAGA
AGTGAGAGATTCACTG
AGTGAGAGATTCACTGGC
AGTGAGCACAGGGATGTG
AGTGAGCACTGAGAA
AGTGAGCACTGAGAAA
AGTGAGCACTGAGARAAG
AGTGAGCACTGAGAAAGA
AGTGAGCAGGCAGACTG
AGTGAGCCTCCCAGCCT
AGTGAGCCTCCCAGCCTGGG
AGTGAGCGCAGCGTGGGGT
AGTGAGCGGAAGAATG
AGTGAGCTTTCTGCATG
AGTGAGGACAGACACAG
AGTGAGGCACCGGGGAGGGG
AGTGAGGCACCGGGGAGGGGAGAGG
AGTGAGGCTTGGGCCTGG

PCT/AU2011/000380

AGTGAGGGAACAGATTG
AGTGAGGGCAGGGCCTGGCCGGGCGG
AGTGAGGGTGGCCCCCGTGTTA
AGTGAGTAAACATCGGTGG
AGTGAGTARACATCGGTGGATAC
AGTGAGTAAATGTCACC
AGTGAGTAACAAATGGA
AGTGAGTAACAAATGGACAA
AGTGAGTAAGAGGGACCC
AGTGAGTACCCACTAAGATTTGAATT
AGTGAGTACCCGGGGAC
AGTGAGTACCTGGGCAGGG
AGTGAGTACTCCATTTTGAAGGT
AGTGAGTACTGAAACTGT
AGTGAGTACTGCCCCGC
AGTGAGTACTGGGCGG
AGTGAGTACTGGGCGGG
AGTGAGTAGAAATTCCC
AGTGAGTAGATGGTCTG
AGTGAGTAGATGTTTACA
AGTGAGTAGCCTGGGCC
AGTGAGTAGGGAAGGA
AGTGAGTAGGGGTAAGCGGGCGGCGC
AGTGAGTAGTACTCACC
AGTGAGTAGTACTCACCAGGAGTCTC
AGTGAGTATAGCACACACTTCA
AGTGAGTATAGCACACACTTCAGCA
AGTGAGTATATTATTTTA
AGTGAGTATCCACTTCG
AGTGAGTATGGCGACTAT
AGTGAGTATGTATTAGGG
AGTGAGTATTCCTGCTGTG
AGTGAGTATTCTTATCAG
AGTGAGTATTTATTCATTTITATG
AGTGAGTATTTATTCATTTTTATGAA
AGTGAGTATTTCATTTTT
AGTGAGTATTTCCAGGGG
AGTGAGTATTTCTTTCCCTCTT
AGTGAGTATTTTGTTCATATTT
AGTGAGTCARAARATTGTTCAAGTCTT
AGTGAGTCATCTTGTTCC
AGTGAGTCGGCGATCGC
AGTGAGTCGGCGATCGCGG
AGTGAGTCGGCGATCGCGGA
AGTGAGTCGGCGATCGCGGAA
AGTGAGTCGGCGATCGCGGAAARG
AGTGAGTCGGCGATCGCGGAAAGGG
AGTGAGTCTCTGAAGCCATTC
AGTGAGTCTGGACCCAGG
AGTGAGTCTGTGTTTATTC
AGTGAGTGACCGCTTCT
AGTGAGTGACCGTCTGGAgggaggca
AGTGAGTGACTGGACTCT
AGTGAGTGAGCGGTGGCGGCG
AGTGAGTGAGCTACCTGTGTC
AGTGAGTGAGTGGGCAGC
AGTGAGTGATCAAGGCATCCTTAACT
AGTGAGTGATCCGGGAGTT
AGTGAGTGATTTCTCCCA
AGTGAGTGATTTGTTCCCTGTATATA
AGTGAGTGCACTTGGGT



WO 2011/120101

22/166

agtgagtgcaggctcggcece
AGTGAGTGCCCCCTTACAGCTCTTG
AGTGAGTGCCTCTCCGGGG
AGTGAGTGCCTGCAGGG
AGTGAGTGCGGGAACTA
AGTGAGTGCGGTGGGGTA
AGTGAGTGCGGTGGGGTAGG
AGTGAGTGCTCAGCCAGGCTCCCG
AGTGAGTGCTCCACCCTT
AGTGAGTGCTCCACCCTTTGAGTICTG
AGTGAGTGCTTGACAG
AGTGAGTGCTTGACAGT
AGTGAGTGGCAACCCCGC
AGTGAGTGGCCAGTTCT
AGTGAGTGGCCCCCAGG
AGTGAGTGGCTGGAGACACAGGARAG
AGTGAGTGGCTGGTGGCA
AGTGAGTGGGCAGTGGGGT
AGTGAGTGGGGGCGCGG
AGTGAGTGGGTATAGAT
AGTGAGTGTAAATATTAA
AGTGAGTGTAAATTATGTCCTCGAAT
AGTGAGTGTCAGCATCG
AGTGAGTGTCGTCATC
AGTGAGTGTCTATGGCA
AGTGAGTGTGGGAGGGG
AGTGAGTGTGTGAGGGC
AGTGAGTGTGTGGCACTG
AGTGAGTGTTIGTGTCTGCGGCGA
AGTGAGTGTTTGGGATTTTAAAA
AGTGAGTTACCTTTTTATGTTGTTTT
AGTGAGTTCCACCAA
AGTGAGTTCCTATGCAGTATTTCTA
AGTGAGTTCTCTTCAACCTCCCTACT
AGTGAGTTCTIGTTAAATA
AGTGAGTTGATTTCTCC
AGTGAGTTGATTTCTCCAGG
AGTGAGTTGCGGTAGTTTAGAC
AGTGAGTTGGGGCCARA
AGTGAGTTGGGTAGTGAGGARA
AGTGAGTTGTAATGGATGTTAGT
AGTGAGTTGTAATGGATGTTAGTTC
AGTGAGTTTCCTAACACA
AGTGATAGAAGTAGCAA
AGTGATGGACAAGTTGG
AGTGATGGATGATTCTG
AGTGATGGGGCCGTAAG
AGTGCAAGACGAGACAG
AGTGCAATAGTTGACTT
AGTGCAGGATGCAGTAG
AGTGCAGTGAAAGCAG
AGTGCAGTGAGTCCAGTCTCA
AGTGCCTGCTGATCTCTTAAA
AGTGCGGGGGCGGGCGGE
AGTGCGTGGGGGCGCTG
AGTGGAAGAGGGACTA
agtggaccaagtgaag
AGTGGAGAAGAAGCGAG
AGTGGAGAGTGTGGACC
AGTGGAGGAGCTTGAGG
AGTGGATCAAGGGGARAG
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AGTGGATGGCAGATCTAG
AGTGGATGGGACTCAG
AGTGGCTGGCAAGTTCAT
AGTGGGACAAGTACACG
AGTGGGCCCGGGGCATG
BAGTGGGTGCCCCAGGGG
AGTGGGTGCCGGCGAGCGGCTG
AGTGGTGGCCTGATAAG
AGTGGTTGCTCGGCAG
AGTGTATGGAGGACGT
AGTGTCAGCTGTATCC
AGTGTGGAAACCCAAAG
AGTGTGGCACGACAAAG
AGTTAAGTAGCTGGGCTTGGCTGGT
AGTTAAGTATAAATGCAG
AGTTAGTGACTTTGATGCTTTGT
AGTTAGTGACTTTGATGCTTTGTG
AGTTAGTTGGAGCCCAG
AGTTCACAGAGGACGAG
AGTTCATGGCTGGAGAAG
AGTTCATGGTCGGAGAAG
AGTTCCAGGCCATCAAG
AGTTCGCAGGAGGAGGT
AGTTCGGCTCCGACAAG
AGTTGCTCCCAGTTCAG
AGTTGGAGCTGAAAGCAG
AGTTGGGACTRACAAGG
AGTTGGGATCAGGCAGAG
AGTTGTGATTGGAGGAG
AGTTTATTTCCCCCCAG
AGTTTGGTCAGTCTGTG
ATAARAACATTAGACTCAG
ATARACGGCGTGAATTG
ATAAAGACGAGGACGAG
ATAAAGATTCAGAACCGGCAG
ATAAAGCAGACTGGCAGG
ATAACAAGAGACAAGTAG
ATAACCCTTCTTACATTG
ATAACGTGTATTGAATT
ATAAGAGCACTCTCTGAG
ATAAGAGGATATGAAAG
ATAAGGAGGTGGATAGC
ATAATGGATGGAGCAAGT
ATACAAGAACGGGCTG - -
ATACAGAAGGACGTGCAG
ATACAGAAGGCCTTTGAG
ATACAGATCTGGATTTG
ATACAGGACCGGGAGAG
ATACATCTGTGTAGAAG
ATACCAAGAAGAGGGAGCTGAARAGG
ATACCAGCTACTTTGACA
ATACCAGGAAGTGGACAG
ATACCCTGGTGCTCTGG
ATACCTAACATTTTACG
ATACGACTRAGATATCA
ATACGCAGGAAGGAAATG
ATACGGCAGGAGCTGGCG
ATACGGCAGGAGGAACG
ATACGGGGACCAGAGAG
ATACTGAAGAGAACACA
ATACTGGCTGATATCTGA
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ATACTGGGATTATGGAG
ATACTGTATAGGCTGG
ATAGATCCAGGGAAGAG
ATAGATCGCCATCATG
ATAGCGGATCAGAAGAG
ATAGGGAAAGGAAAGCTAAG
ATAGGGGAGGCTTTAG
ATAGTAGGCTGCATCT
ATAGTGCAGAGACTGAAG
ATAGTTGGAGAAAACAG
ATATATTGGGACTGCAG
ATATCAGGACTAATATTT
ATATCCATGGCATTAG
ATATGAACAGAGCACAGAACAA
ATATGACTGGCTTTCGG
ATATGCAGAACAACAGG
ATATGCTTGCTTCATTGG
ATATGGAAGATCTCGAAA
ATATGGACACGGATACAG
ATATGGACTAAAGATG
ATATGGCGATACTGACAG
ATATGGGCGAAGGAGAG
ATATGTATTCGCTGCTGAA
ATATTGGTCTCTTAATT
ATCAACTCCAGCTCCAAC
ATCAAGACTGCTGACAG
ATCAAGATCGCGGCCCT
ATCAAGCTGGACTGCGAG
ATCACCAAGGCCGGCAG
ATCACCCCGCAGAATATG
ATCACGGACATCCAGAAG
ATCACGGTGGAGGACAT
ATCAGAGGCARAGTGGAG
ATCAGATACATCCCTCAG
ATCAGCGACAGAAACAG
ATCAGCTGGAGAAGATG
ATCAGCTGGTCGGAARAG
ATCAGGACCTGGCAGCCTTGG
ATCAGGAGGACCAAGAATACGAGGAG
ATCAGGCAGAACAAGAG
ATCAGGGGACTGCCTCG
ATCAGTGGCAAAGAGCGG
ATCAGTTCTTCAGCCTG
ATCATGGACAATGGCTTC . . ,
ATCATGGATTTCAGATTG
ATCCAGACACTGCTATG
ATCCAGACCAAGATGGAG
ATCCAGAGAGGAAGGAAGTTG
ATCCAGCGGACTTACGG
ATCCAGTTTGCATTTAG
ATCCATGACTGTTGGTG
ATCCATGCTTTCCATCAA
ATCCCCCTGACAGAGA
ATCCGAGACAGTGCCTTCTCCA
ATCCGAGGACCACAGCAG
ATCCGCGCCATGGATGAG
ATCCGGAATTTAACAGTG
ATCCGGCAGGATCTGACG
ATCCGGTTTTCAACGAGACTCTCCGG
ATCCTAGAGTGAGGACTT
ATCCTCATCGTGGACTGG

PCT/AU2011/000380

ATCCTGARAGATCAATG
ATCCTGCCCAAGACTG
ATCCTGGACATGATGG
ATCCTGGAGCATGACAC
ATCCTGGGCAGTGGGCTG
ATCCTTATCTTTTCARAG
ATCGAACRAAAAGTAGAG
ATCGAAGAAAGGAGAACGGT
ATCGAATCATCACCAAT
ATCGACATAGACAGCGT
ATCGACGTGCAGAACAG
ATCGAGCAGCTGGAGARAG
ATCGAGCGGCGGGAGCGAG
ATCGAGGACTCCCACAG
ATCGAGGAGAAGGACG
ATCGCTGGCCAGACAG
ATCGCTTGAGACGAACG
ATCGGACACCCCCAAG
ATCGGACCAAAAGCAGAG
ATCGGACCTCGGCCAGT
ATCGGATGAAGAAGGAG
ATCGGCATACGGAGACAG
ATCGGCATCATGAGAAGG
ATCGGCTAARAAAAAAGA
ATCGGGAAGAGGACACGG
ATCGGGAGAGCATTAAG
ATCGGGAGGAAATGGAG
ATCGTGCTGGAAAAAGT
ATCGTGGACGAAGAAGCAG
ATCGTGGAGGGAGACAG
ATCGTGGTCCACTGTAG
ATCTAGGGTCAGACAG
ATCTAGGTCTCGTGAAAG
ATCTCACTGGGGAACGT
ATCTCAGGAATGGAAG
ATCTCGAARACCTGGCG
ATCTCGCGGCCGTTCAG
ATCTCTCTCATGTTCAG
ATCTCTGGACCTTCAGAAG
ATCTGAACAGGGCGACG
ATCTGAAGCCGGCCGCAG
ATCTGAGACAGACCCCG
ATCTGAGAGAAGTGAAG

.ATCTGAGCARAGTGCTTTG

ATCTGATCATGGACATG
ATCTGATTGAGAARACTAG
ATCTGCACCTGGACGTAATGGACGG
ATCTGCAGTCTGACGGG
ATCTGCGATCTGTTTIGTG
ATCTGCTGTCGGAGGAG
ATCTGGAAGACGAACAG
ATCTGGACAGCAATAGG
ATCTGGAGGAGGAATAC
ATCTGGATGCCGGGCAG
ATCTGGCATTGTTGAG
ATCTGGCGGAGGAGAAG
ATCTGGGACAAGGCTGTG
ATCTGGGAGGTGCAGACAG
ATCTGTRAAGAATGGAAGG
ATCTGTTGGCTAATGGAG
ATCTTGTGGAAGGACCA
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ATCTTTCTCGGGCTCAG
ATGARAAAGGTAGCTGAG
ATGAAAGAGGRAAGAGGAG
ATGAACAAGGCTTTGCAA
ATGAACATGTGACGGAG
ATGAACCGCTCGGAACAG
ATGAACCTTCAGACAGTG
ATGAACTCATGCGAGCAT
ATGAACTCCAGAAGATG
ATGAACTCGATCACAGAG
ATGAAGACCATGGAGCA
ATGAAGAGCTGAATCAG
ATGAAGAGGAGGACCAG
ATGAAGAGGAGGCCGAG
ATGAAGAGGGCATTAAG
ATGAAGGTGGACGGAGAG
ATGAAGGTGTAGTCAGAG
ATGAAGTCGTGTCTGAG
ATGAAGTGGATGCTGATG
ATGAATGAAGCTGCTGAG
ATGAATGGTGTATCTCAA
ATGACAAGCCTGAGAAG
ATGACAGAACTGCACGG
ATGACAGACCAGCTGATG
ATGACAGCCAGCCGAG
ATGACATGGGAGCAATAG

ATGACCACAGCAACCAGCTCCACG

ATGACCCGACGGATGAG
ATGACGACGTGGACAT
ATGACGAGGACATGGGC
ATGACTACTTGACCAAG
ATGACTACTTGCAGTACTTG
ATGACTCAGCTGCGCCAG
ATGACTCGCAGAGACAG
ATGACTGAGGAGGAGAG
ATGACTGATCTTGTAGC
ATGACTGCATAGAAAAG
ATGACTGCTTCCTACATC
ATGACTTCGATGGAGTG
ATGAGAAGGAGGTGGAG
ATGAGACTCTGGATGACGAT
ATGAGGAAAATGCCAAG
ATGAGGAGATGCCTGAG
ATGAGGAGGATTTTCAG
ATGAGGATGTGGCCCAG
ATGAGGCACTTTCTAAG
ATGAGGCTGAGAAGCAG
ATGAGTGCGTTGGATAAG
ATGATCCAGGACAACAG
ATGATCGGAATCGGAAG
ATGATCGGAGCAGCCAGG
ATGATGAGGACGAGGAG
ATGATGGAAGAGCAGGG
atgatgGAGAACATGAG
ATGATGGCCAAGCAAG
ATGATTGAAGAAATGCAG
ATGCAACTGGATGTTCA
ATGCAGACAGTAGTATTG
ATGCAGAGCGAACGCT
ATGCAGAGGATGTACTG
ATGCAGCAGAACATCCAG
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ATGCAGCTAGAACAGAA
ATGCAGCTGACTGAAGAG
ATGCCAGTACCTCGTGG
ATGCCATCCCAAGCCCT
ATGCCTGTRAAGATTGGAG
ATGCCTTCTCTGAGATG
ATGCGAAACTGGAGAAG
ATGCGCACGTGGACAAG
ATGCGGATGAGGCAAAG
ATGCGGCTTGATACCTGG
ATGCGGGACTTCAAGAG
ATGCGGGATCGGGATCGG
ATGCGGTGGAGGAAAA
ATGCGTGAGATGAATG

ATGCTARAATTAGAAGAAAGAACAG

ATGCTATGACTGAGAAG
ATGCTGACGATGAGAAC
ATGCTGACTTTGATGAAG
ATGCTGAGAGAGCCAAG
ATGCTGAGGTGGATGAGCTG
ATGCTGCAGAGTGCTTT
ATGCTGGGACACGATGAG
ATGCTGTTTTTACTCG
ATGCTTCGGGATGGACG
ATGCTTCGGGCTTGCAAG
ATGCTTCTGGGAACAAG
ATGGAAGACACTGCCTG
ATGGARGGCCGGAGAAG
ATGGAATATGTGAAGAG
ATGGAATGGACATGTCA
ATGGAATGGTTGGATTCA
ATGGACAAGCATCACAA
ATGGACACCTACGAGCAG
ATGGACCAGCAATACAA
ATGGACCCTGTCGTGCA
ATGGACCGAAGAAAAAG
ATGGACGAATAGTGGAAG
atggacgagcaaagaag
ATGGACGCAGACCCGG
ATGGACGGGTTGCCGAAG
ATGGACGTAGGGGARAG
ATGGACTGGACTTCATG
ATGGAGAAGAAGGCATG
ATGGAGACCTTGATTCTG.
ATGGAGAGCTACTCTTG
ATGGAGATGAAAGTAGCA
ATGGAGATGAGATTCAG
ATGGAGATTACCTTTGG
ATGGAGCCTGACGAGACG
ATGGAGTACGGCAATGT
ATGGAGTCGTTGGGAAT
ATGGATAAACCACCAG
ATGGATARAGGAAGACG
ATGGATAAAGTGCTGATG
ATGGATCAACAATAGCA
ATGGATGAGAAATTGCAG
ATGGATGTAGCAGCAG
ATGGATTTGTTGGGCCTTG
ATGGCAAACTGTTGGATG
ATGGCAAATGGGACCAC
ATGGCAACGTAGAGCAG
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ATGGCAACTGTGTCACG
ATGGCAAGTTGATCCG
ATGGCAATGTGGAGAAG
ATGGCACAGACGGACA
ATGGCAGGARACTATGAA
ATGGCCCAGGAGGAGCG
ATGGCTGCCGTAAGAAT
ATGGCTGCTGGATCAGA
ATGGCTGGAGAGGTTAAG
ATGGCTGGATTAAGGAG
ATGGCTGGGAAACATGG
ATGGCTGGTTTAAGACAG
ATGGCTTCGAATTCAG
ATGGGAAGAGCACTCAG
ATGGGACACTGCAGGAG
ATGGGATGTATATACAG
ATGGGATTATTTTGCCAG
ATGGGCAAGAAGAARATG
ATGGGCAGCAGCTTATG
ATGGGCAGCTCAGATGG
ATGGGCAGGTGGAAGAA
ATGGGCATAGATGGAG
ATGGGCTTCAATGACGAC
ATGGGGAGACCTACCTA
ATGGGTCAGACAGAATT
ATGGGTGTCGGGACAA
ATGGGTTGGTCGTCCAG
ATGGTCAGCGTCGTTCTA
ATGGTGAACCTCATGGAT
ATGGTGGAGAAGAGCAG
ATGGTGGCGTCTTTCAG
ATGGTTCTACATTATCTG
ATGTAACTTCTGAGGACAAARAG
ATGTAAGGTGACTGCAG
ATGTACCCCACTATGCTA
ATGTAGAAAGCCGGAA
ATGTAGAAGATGTTCAG
ATGTAGAAGCCAAACTTG
ATGTAGAGACAAACCG
ATGTAGCAAATTTCTCAG
ATGTATGGAGCTGTGG
ATGTCAAGACCGGAAAG
ATGTCAGAGGAGRAAGGCCAAG
ATGTCATTGGATTGAAG
ATGTCCAGGGCACCAG
ATGTCCAGTGTCTATTA
ATGTGAGAAAGAAGAAG
ATGTGCGACTGCAGGAGAG
ATGTGCGGGAGAGTTTT
ATGTGCTGGATTGGACAA
ATGTGGAAGATGGGACAG
ATGTGGACCTGTACAAG
ATGTGGAGAGATGCATG
ATGTGGCCGTGCTCATG
ATGTGTGCTGTTAATGAG
ATGTGTTGGACTTGGCCAG
ATGTTGGACACGTGCAG
ATGTTGGCATTGGGCAG
ATGTTGGGGCCGTCAA
ATGTTTTGACTGGCAGG
ATGTTTTTCATCCTGCT
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ATTAAAATGATCAAAGAG
ATTACAGGACGTTGGAG
ATTACAGGATGGAGGAA
ATTACTGCTGCCCGTAG
ATTAGAGTAGATGGAAAG
ATTATGGGTTGTACAGG
ATTCAGGACTACGACAG
ATTCAGTGGCTGAGGAG
ATTCCATGGCTGAGACG
ATTCCCACGCTGCAAGC
ATTCCCGCACTTATTCAG
ATTCCTGAACTGCGCCTG
ATTCGAGGACTTCACCAG
ATTCGGAGGCGGGAAG
ATTCTCTGCTCATACAG
ATTCTGGGGACTTTCAG
ATTCTTACCTCTCTTCAG
ATTCTTCATGTTTCTGA
ATTGAAACGGCTGCCTG
ATTGAACCAGGAGTCAGCTGTACTAG
ATTGAAGACTTAGAAAAG
ATTGAAGATGGGGACGA
ATTGACARACTGGAAGAG
ATTGAGCGAGGACTGCGAGTT
ATTGAGGTCARAGAGCAG
ATTGAGGTGGAGCGCAGT
ATTGATCTGGATTATTG
ATTGATGTGGAAGATGCA
ATTGATTATCTTGGCAG
ATTGCACAGCCACAAAG
ATTGCATGRACCGCTCGGAACAG
ATTGCGATTGTCCAGAG
ATTGCTATCGARAGGATG
ATTGCTGAATGGATTGTG
ATTGCTGAGCAGAACATG
ATTGCTGTGGACGCARAG
ATTGGACAGCATTCGAG
ATTGGACATAAGAGAGACAGAAG
ATTGGAGTAGTTAACAG
ATTGGATAAGGATAAAG
ATTGGCAGAAGGAACCAG
ATTGGCATGTTGTACAG
ATTGGGAGAAAAGATGAG
ATTGGGCTCTTAARACAAG
ATTGTCAAAGCTACTCA
ATTGTCCAATATCACAG
ATTGTGCGGGRACARAG
ATTGTGGCCGTCACCAAG
ATTTAAGGTGGAGAGCG
ATTTATTCGGATCACAG
ATTTCAAGATGGATCGG
ATTTCCCGACACTACAG
ATTTCCTGGAGGACGTGG
ATTTCGGCAGAATTTAG
ATTTGAACAGACAGTGGAA
ATTTGATCRAAGGCGAA
ATTTGCGGATGAAGTC
ATTTGGTGAACATCTGAA
ATTTGGTGCTGTGGCAG
ATTTTACGCTGGAAGAAG
ATTTTGGGTGTTAARAAG
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CAAAAACTTCTGTGGACA
CAAAACATATCCAGCTG
CAAAAGATGCTTAGGACTTT
CAAAAGGAACGAATTCAG
CAARAGTAARAGAGCTAG
CAAARGTAGATGATGAG
CAAAATGTATCTTGGCG
CAAACGGGACAGACTG
CAAACTGGGCTGGAAAG
CAAACTGGTGACTACTG
CAAAGAAGCCATCTCCG
CAAAGAATCTTGGGCCAG
CARAGACTATCCGAACT
CAAAGATCATGGACAAAG
CAAAGATGGACTCAAGG
CAAAGGAACTCAGCCCAG
CAAAGGACCCGGATGATG
CAAAGGGAAATGTATTG
CAARGGGCTGCAACTACG
CAAAGGTCGTGGATCCAAG
CAAAGGTGAAGGACGAA
CAAAGTTGGACACABRAG
CAACAAGCACCTCTGAAG
CAACAATCTGGGACAG
CBACACCCCGATGGAAG
CAACACGGCAGTATTTAG
CAACACTGGACTGTCAA
CAACAGCTCGGTGGCAG
CARACAGCTTCGTCAACG
CAACAGGAGAACTTTCTG
CAACAGGAGGACCGGRAG
CARACAGGATCGAACAG
CAACATGCAGATCTGG
CAACATTGCGGAGACTAG
CAACCAAGGACAGACAG
CAACCACAGCTTCACCAC
CAACCAGAARGAGCTCAG
CAACCAGCAGGACCAG
CAACCAGGATTGACAG
CAACCCAGGACCGATG
CAACCGGGAGGCTCAACA
CAACCTGGAGATGGAGAG
CARCGCCGTGTCTGAAG
CAACGCGACACAGAGCCAG
CAACGGATGTAGCAGAG
CAACGGATTTTAAAGAG
CAACGGGAAGTGGCTGAG
CAACGGGCAGGTGACAG
CAACGGGCCTGCTGCAG
CAACGTTCTCCCGCAARAA
CAACTATCATGGTGCTG
CAACTCTGTACTTCCTAG
CAACTGGAGGTCTTGCAG
CAACTGGCTATCTCCCCG
CAACTGTTGGAARACCAA
CAACTTGGACAAAATCAG
CAAGAACAGCTGATGG
CAAGAACTTATGGTCTAG
CAAGAAGAACGGGACCAG
CAAGAAGAAGCTGACAG
CAAGAAGAAGGCAGCCG
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CAAGAAGGCAGCAGAGAACA
CAAGRAAGGGGATTGTCA
CARGARAGTGGGCTCAG
CAAGAAGTGTGATCAG
CAAGAATTGTTGGCTAAA
CAAGACCTTCGGCCCTG
CAAGACTGAAAGAGAAG
CAAGACTGGACTCAGCA
CRAGAGACAAATGTGGCG
CAAGAGAGAGACCTACTG
CAAGAGCAAGTTCTCGG
CAAGAGCCGGATAGAGGACAAG
CAAGAGGAACATGAGA
CAAGAGGAACGACTTCTGTAAG
CAAGAGGAATGGAGGACG
CAAGAGGAGACGGGCTG
CAAGAGTATATGTTGGAT
CAAGATACAGCTAGACG
CAAGATCGTGAGGTGCTG
CAAGATGATCGTGGAG
CAAGATGATGAAGATTG
CAAGATGGACGAATGG
CAAGATTGACAATGAAA
CAAGCAGGCTGGTGTTG
CAAGCTACCTGGAGACG
CAAGCTCCAGACCCTGCG
CAAGCTCTGTAAGACAT
CAAGCTGCTCTGARAARG
CAAGGAAGCCAAAGCCAG
CRAAGGAAGGGGGAACAG
CAAGGACAGCATCTACAG
CRAAGGACGCGATCTATGG
CAAGGACTACCAGCAGAA
CAAGGACTGGGCTACAG
CRAAGGAGAAGCCCCTAC
CRAGGAGATCGATGAG
CAAGGAGGATGATCTG
CBAAGGAGGATGGCTCAG
CAAGGATTTGGAGTAGA
CAAGGCCAGCCGGTACAG
CRAAGGCTGTGCTGCAGAGGAAG
CBAGGGGAAGAACACTG
CAAGGTCAAAGGACGAAG

.. CAAGGTCGTCARACCTCG

CAAGGTGAAGGACGCG
CAAGTCGAGGAGCAAAG
CAAGTCTTGGATCTCAG
CAAGTGAAGTTTGACAA
CAAGTGGAATATTACAG
CAAGTGGAATGTTACTTG
CAAGTGGACATCAACG
CAAGTGGAGCAARAAGCG
CAAGTGGAGCGTGGAGA
CRAATAAGGACGTGGAAG
CAATCTCAGTGGACAAG
CAATGAAAGATCTGTCAG
CAATGCTGGGAAGACG
CAATGCTTGGACCAGAG
CAATGGACAAGGAGAAG
CRATGGGACAGTGGGCAG
CAATGTGGGACTATACG
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CACAACCTTTACCTCCAGG
CACAACGGACTGGTGGCT
CACAACTGCCTTGGACT
CACRAGAACAGCGTCAG
CACAAGATCGTCTACAG
CACAAGGACGGACAAG
CACRAGGAGATGAGCAAG
CACAATCGGAATGGAAAG
CACACAATCTGTTGAAG
CACACACCCTTTGAAAG
CACACAGATGAGCGGTG
CACACCTCCAAAGACAA
CACAGACTAGAATGGCT
CACAGATAGAAGCTTTA
CACAGGATTCAGCAAATG
CACAGGCACCGAGTTCA
CACAGGTCGAGGATGAAG
CACATCTACGTCTGTGG
CACATGARAGACAGAGCAG
CACCAACAGGACAAGACG
CACCAACGCCCCGACAG
CACCAAGGCTGAGGACAA
CACCACACCAAATTCCG
CACCAGCACAATCACCAG
CACCAGCAGCGACTCTG
CACCAGCCAACCAGCGG
CACCATAAAGACAGACTG
CACCATCCTAGACACAG
CACCCCAACATCGTCCG
CACCGACTTATACTGAG
CACCGAGAARACAGAGCAG
CACCGAGCGCAGACTG
CACCGCAAGAAGTCGGG
CACCGGACTGGCCTGGAGCAAAACG
CACCGGCGGACAGTCAAG
CACCGTGGCATGCTCAG
CACCTGAGAACACGGCAG
CACCTGCGGAAGAACAG
CACCTGGAAGTACACAG
CACCTTCTCGCGGAACAG
CACCTTGGACGTCCTCT
CACGACTGGAAGATGAG
CACGAGGACGCACACAG
CACGAGTGTGGAGCAGGG
CACGAGTTGTCCTGGAA
CACGATGGGCGGAAGCT
CACGCGGCATGTATTGAG
CACGCTGGACGTGCTGG
CACGCTGGAGGACGAAG
CACGGAGAAGAAGCCCTG
CACGGAGGAGACATCAA
CACGGAGGAGCGAGATG
CACGGCAAGAGGATGAG
CACGGCACAGGCACCAAG
CACGGCAGCGTAGAAAG
CACGGGGCCATTTGTAG
CACGGTGCAGGGCGACG
CACGTCTGTGGAAGAAG
CACTACATCTGGATCGAC
.CACTCAGATTGACATGTG
CACTCTGAGARAACAAAAG
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CACTCTGGGCTGGAAATAC
CACTGRACGCATCGGAG
CACTGARGAACGTCCAG
CACTGAAGAGCGTGGAG
CACTGAGGCGGAGCAG
CACTGCGAGATCCGGG
CACTGCGTGGCGAATGT
CACTGCTTCAGCCACAG
CACTGCTTCGGGAACGG
CACTGGAGACGCTACTCG
CACTGGAGCTGAAGCTGG
CACTGGATGAATGGAAGC
CACTGGCAGTACAGCAGAG
CACTGGGACGAAGTCAAG
CACTGTGGGGGGAAGAT
CACTTACTCTTGGGCAG
CACTTCAAGGACTACAG
CACTTGAGAGCTACATGAA
CACTTGCAGTTGTAGAAG
CACTTGTGACTGTTTAARA
CAGRARAGTTTGGCCG
CAGAAACAGAATTATGAG
CAGARAGAGCTGGAACAG
CAGAAAGTCGTCAACAAG
CAGAAATACGTCGGTGAG
CAGAACACGAAGCAGGG
CAGAACAGATATTTCAG
CAGAACATGCTGCGGG
CAGAACCCCAACTCTCT
CAGAACCCTGAGTACAAG
CAGAACCGGGAGCAGCAG
CAGAACCTAGCGAACAAG
CAGAACCTGAGACCAAG
CAGAACGAAGAGCTGGAA
CAGAACTGCATAACCCAG
CAGAACTGGGAGGATGCG
CAGAACTTGAGGGACAGAGTTAAG
CAGAAGAAACCTCAGTG
CAGAAGAAGTTTGACCAG
CAGAAGACAACTGGAACT
CAGAAGACAAGTTAGAAT
cagaagacagctctgtag
CAGAAGACGGAGGATGAG

- CAGAAGAGGAAGCCTGGG- -

CAGAAGATCAGGATAACCA
CAGAAGATGTGGCTCAG
CAGAAGCAGATGGAGCG
CAGRAGCCTGGATTAAG
CAGAAGCTGAATGTCTG
CAGAAGGAGATCACCCAG
CAGAAGGAGCTGAATAARG
CAGAAGGATGGATGGAG
CAGARAGGCGAGCAGTTCTG
CAGAATGATGATACTCTG
CAGRATTTGGGACCTACG
CAGACACCAGGACCATG
CAGACAGAAGAGAGAAT
CAGACAGAGAGGAGAACGCAG
CAGACAGGCAGGCTAG
CAGACATCGGATGGCTG
CAGACCGCTAACTTACAG
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CAGACCTACCAGCGCAG
CAGACCTGTGACATCGAAG
CAGACGATGCAGGAAGCG
CAGACGGAGATCATTGAG
CAGACGGTCAGCCAGTG
CAGACTAAAGGCTACAG
CAGACTCGGAGCAGGAG
CAGACTGAGGATGTCAG
CAGACTGCACCATCATT
CAGACTGCTGTTACGAAG
'CAGACTGTCGGTACGAG
CAGACTTGGGCCAGCAG
CAGACTTTAAACAGAG
CAGACTTTAGACAAAGG
CAGAGAACGCCAATGACA
CAGAGAACGTTAATGGAG
CAGAGACAGGCTCCTGG
CAGAGACGGGCGAGCAG
CAGAGACTGAAGGCACT
CAGAGAGACTGGCCCAG
CAGAGAGCTGCAGCATAG
CAGAGAGGAGAACGCAG
CAGAGATAGGAGAATTT
CAGAGATATGGAATCAG
CAGAGATTGAGCAGACA
CAGAGATTGGCGAGAAG
CAGAGCATTGTCAGACAG
CAGAGCCCAGGGAGCCAG
CAGAGCGGCGCTGGACAG
CAGAGCTCAGCGAGAAG
CAGAGCTCATAGCAGAG
CAGAGCTGCTACAGGAG
CAGAGGAACRAGAGACG
cagaggacaaaaaaaCAG
CAGAGGACACTAACCAAG
CAGAGGACCCAGGCACG
CAGAGGACGACATTCAG
CAGAGGACGCAGACGAG
CAGAGGAGATGCCTGAG
CAGAGGAGGACGAAGA
CAGAGGATACAGGAAAG
CAGAGGATGGAATTTGAG
CAGAGGATGTGCATTACAG
CAGAGGCTGAGCGGCATG.
CAGAGGGACAAGATTCAG
cagagtcaaggaatgcag
CAGAGTCTTCGGCAGAA
CAGAGTGCCCAGGGAACG
CAGAGTGCCTTTCACAG
CAGAGTGGAGAAARATG
CAGAGTTCGCAGGAGG
CAGATAATGGAGCAGTG
CAGATAGAGTAGGAGTTG
CAGATATGGACACTGAG
CAGATCAGGGAGTGCAG
CAGATCCCACCTGGCAG
CAGATCGAGGAGCACAG
CAGATCGGGAAGACCAAG
CAGATGACTATAGGCCAG
CAGATGATCGTGCTGAG
CAGATGCAGCTCICTCT
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CAGATGCCACTGCCGAG
CAGATGGGACTGTARAG
CAGATGTTGGCACTGCTG
CAGATTCGGAGAATGAAG
CAGCARATGGGGATTCAG
CAGCAAGACGGGAGCG
CAGCACCTAGCTCTCCAG
CAGCACCTGCCCCTCAG
CAGCAGAACCAGTTGAG
CAGCAGAAGATCGCCCGG
CAGCAGAATTCTTTGATG
CAGCAGAGGACGATAGAG
CAGCAGATGTGGAAGAG
CAGCAGCCGGCCGACG
CAGCAGCCGGCGGACG
CAGCAGCCTGGTGAACG
CAGCAGCCTTCAGCCAG
CAGCAGCTCAAGGACAAG
CAGCAGGACCCGGACACG
CAGCAGGCGAGCTCTTG

CAGCAGGCTATGGACCAACTGTA

CAGCAGGGACTCAGAAG
CAGCAGGGCCGGAGACCTAG
CAGCAGTAGGACACCCAG
CAGCATTGGTARRATTG
CAGCATTGTGTCTTCGG
CAGCCAAGCTGGAGAATG
CAGCCAGCGCACGTCAG
CAGCCCACCTACAACCCG
CAGCCGGACCAGATGCAG
CAGCCGGGCCAGAAGCAG
CAGCCGTCCTCCCCAG
CAGCCGTGGACGAGAGT
CAGCCTCTCCGTGCACT
CAGCGACGACGAGCACG
CAGCGACGAGGAGCACG
CAGCGACTATGTGAAG
cagcgcggctggagecag
CAGCGCGTCTCCTTCAG
CAGCGGAATTCGARATG
CAGCGGACGCACACAG
CAGCGGACGTCAARGAG
cAGCGGAGACTAGGCCAG
CAGCGGAGGARAGGCGAG -
CAGCGGCAGTCAGACGAG
CAGCGGGACTGGGGCRAG
CAGCGTCAGARRGGAGCGG
CAGCGTCTCCGAGGACAG
CAGCGTGGACACCCAG
CAGCTACAAGGAATGARAG
CAGCTACGAACGGAGCAG
CAGCTAGAGATTGACCAG
CAGCTCCTCGGAATTCCA
CAGCTCTGCGAATTCAG
CAGCTCTGGATCGCAGG
CAGCTGAACGAATGGCA
CAGCTGACGGAGCTCAC
CAGCTGCACACCATGG
CAGCTGCAGGACACTCAG
CAGCTGCCAACACCAAG
CAGCTGCCAGTCTGGAG
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CAGCTGGAAGAATTGCCCGG
CAGCTGGACCTGCGCAG
CAGCTGGAGGCGCTCAA
CAGCTGGAGTCGCTGTG
CAGCTGGCAAGACCTAAAG
CAGCTGGGTTGGTGAAT
CAGCTTCCCAACTTCAG
CAGGAACAACGATGGCAG
CAGGAAGAAGAGAGCTG
CAGGAAGGCCTCACCCAA
CAGGAAGTAGTTTCAAG
CAGGAAGTGAAGGCAAG
CAGGAAGTTGCTGAGCT
CAGGAATAGAAGGGARAG
CAGGAATAGGTGGCATG
CAGGAATATGGAAGACAG
CAGGACAAAAGGAGGAG
CAGGACAACAAGAAAATG
CAGGACAAGCACTACG
CAGGACAAGCAGCAGCTG
CAGGACACTATCAAGAG
CAGGACAGCAAATGCG
CAGGACAGCTACCCACAG
CAGGACAGGCAGATAAG
CAGGACAGTATGTGAAG
CAGGACAGTGAGGTGGG
CAGGACATGATGCGTAG
CAGGACCACGGCAAGAAC
CAGGACCATCGGTGTAGG
CAGGACCCATGCACGG
CAGGACCGACGGGAAG
CAGGACCGCCTACTGCAG
CAGGACCTGGCAGCCTTGG
CAGGACGACAACATCAA
CAGGACGTGAGCAGCAGA
CAGGACTGCAGAAGAAAC
CAGGACTTGCAGAGCTCATAGCAGAG
CAGGAGAAAGAACATGAG
CAGGAGAACTACACAATG
CAGGAGAACTCGGCCG
CAGGAGAACTTCAGCAG
CAGGAGAATAAAGACCC
CAGGAGAGGATGGTGTGGAG

CAGGAGATCCCAGTTCAG . _ .

CAGGAGATCCGGGACAG
CAGGAGATGAGGAACAAG
CAGGAGATTGGGCACTAG
CAGGAGCAGCTGCGCACG
CAGGAGCGGACCTTACAG
CAGGAGCTGCAGGAGAAG
CAGGAGCTGGCCGACAG
CAGGAGGAAAACTCAAG
CAGGAGGAACTGGAAAA
CAGGAGGACCTGCAGAAG
CAGGAGGACGCAGACGGAT
CAGGAGGCCTGAGGCTGG
CAGGAGGCGCTAGACAAG
CAGGAGTATGATGCAAG
CAGGAGTGCAAAAGGAACGAATTCAG
CAGGAGTGGACAGCTG
CAGGATAAGCAGATTGAG

PCT/AU2011/000380

CAGGATCTGGAGCGACAA
CAGGATGGACAAGAGAG
CAGGATTGGTACTACAAG
CAGGCACCTATGTTGGAAG
CAGGCACTACGAGCAACG
CAGGCAGACTTCGAGGG
CAGGCAGCAACTTTGGG
CAGGCATTGGCAGGACAG
CAGGCCTACAGAACCAG
CAGGCGATGGAATATAG
CAGGCGCTACAGGAACTGACGCAG
CAGGCGGGCACTGTGTG
CAGGCGGGCATATGCTG
CAGGCGTAAGGAGACAG
CAGGCTGAAGGTTGTGTG
CAGGCTGAAGTTACAG
CAGGCTTGGGCAAGTGG
CAGGGACACGAAGCCAG
CAGGGAGACGAGAACT
CAGGGAGTCGGACACCAG
CAGGGATGCCAGCCACCG
CBAGGGATGGTCAAAGGCA
CAGGGCATCARAGAGTCAG
CAGGGCATCCAGGAGCTG
CAGGGCATGAGAGTCAG
CAGGGCGAGATCCAAG
CAGGGCGGCAGTAATGAG
CAGGGGACAGGACTATG
CAGGGGACTTGCTGGAG
CAGGGGAGAAATCTCAG
CAGGGGATGGGACCCTAG
CAGGTGTATGAAGAAACTT
CAGGTGTGAGAAATATG
CAGTACATCGTCACTG
CAGTACTGAGGAGACTG
CAGTAGARACGGAGGAAG
CAGTAGAAGCTGGTGGAG
CAGTAGAAGTTCITGTTG
CAGTAGATGGACAGAG
CAGTATCATCGGAAAG
CAGTATGTTCCCTCTGAG
CAGTCAACTCTGCAGCAG
CAGTCAGGAGGACCCGA

_CAGTCAGGAGGAGCAAAG .- . -

CAGTCAGGCCTGTGTGG
CAGTCCACCTACATCAG
CAGTCGAATCTGTCCAG
CAGTCGGAGCAGACGCT
CAGTCGGAGGCGGACAA
CAGTCTGACGAGAGGG
CAGTGACAAAGGACGG
CAGTGACAATGAACAAG
CAGTGACAGTAACCCCT
CAGTGAGAAGAACAATG
CAGTGCCATCATGCAG
CAGTGCTGAAGAAGAGG
CAGTGGACTGGATCGCAG
CAGTGGAGGATTTATGG
CAGTGGGACTCACGGAAG
CAGTGGTGAGGGCTTCTG
CAGTTAGAAGACAGTAG
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CAGTTATCGTCAAAAAG
CAGTTGGGACTAACAAGG
CAGTTGTGATTGGAGGAG
CATACTCGGTTCACTTG
CATACTGTGTATTCAAG
CATAGAACTCTCAGGAG
CATAGAGACTGAGGCAG
CATATAAGACGTCTGCARA

30/166

CATATCCTTTAAATGAACATCACTGT

CATATCCTTICTGGTCA
CATATCCTTTGGGGCT
CATATCCTTTGGGGCTG
CATATCCTTTGGGGCTGG
CATATCTCCTCTACCAG
CATCAAACTCTGGAGGAG
CATCAAGATCGCGGCCCT
CATCAAGGACAGCAATG
CATCAAGGGGCTGTCAAG
CATCACTGGAGACCGGAGA
CATCAGAACTCATACAG
CATCAGCCTTCCTCAGG
CATCAGCTGGAGAAGATG
CATCATCTACCAGCAAG
CATCATGGACTACACARAG
CATCATTCGTCCAGGCTG
CATCCCGGACATTACT
CATCCTGGACATGATGG
CATCGAAAGACTGGTTAA
CATCGAGGAGAAGGACG
CATCGGACACCCCCAAG
CATCGGAGGCGCCAAG
CATCGGCACGCCTTACTG
CATCGGGGAGACAARGCAA
CATCGTCGGGGATGTCAG
CATCGTCGTTCACATGGG
CATCGTGGAGAGGGGACG
CATCGIGGTTAAGGACTG
CATCGTTCAGGCTTTCAG
CATCTCGTCTGTACCCAG
CATCTGCTGTCGGAGGAG
CATCTGGAAGACGAACAG
CATCTTCAAGGGCCAGG
CATCTTTCTCGGGCTCAG
CATCTTTGAACTTGCAGG
CATCTTTGCCATCCTCG
CATGAACCCTGCGGAAG
CATGAACCGCTCGGAACAG
CATGAAGATGCTCTGTG
CATGAAGGACCAGCAGAA
CATGAAGGAGAACAAGA
CATGAAGGAGARATGGGA
CATGACGCCGGTGCAG
CATGAGATGGACAGACAG
CATGAGGATGTGGCCCAG
CATGATGGCGGATARA
CATGCAGCAGCTCTCAAG
CATGCAGCTTCCGCAGG
CATGCAGGACAATCAGG
CATGCCCTACACCTGAG
CATGCGCGCGGCTGAG
CATGCGGGACTTCAAGAG

PCT/AU2011/000380

CATGCGGGAGAAGAAG
CATGCGGGCACACTCAG
CATGCTCAGCGAGGAAG
CATGGACGCAGACCCGG
CATGGACTGGCAARATCAG
CATGGAGATGAGATTCAG
CATGGAGGTGAATGCAG
CATGGATAAAGAGACG

CATGGATTTGTTGGGCCTTG

CATGGCAGCTGCTCCCAG
CATGGCCGTCGGAGGAG
CATGGGAAGAGCACTCAG
CATGGGATTCGGTTCAG
CATGGGCAGCGATGAAG
CATGGGGCTGCTGATGG
CATGGGGGTCTCTCGGG
CATGGTAATTGCACTTG
CATGTAGARAAGCCGGAA
CATGTAGAAGATGTTCAG
CATGTGCCAGGCCATCAA
CATGTGTCTGGACCCAG
CATTRAAATGACTGTCAG
CATTATTGCACATGGACG
CATTCACAAACCTGGCAG
CATTCAGAAGGACCCCAG
CATTCAGGACATTGTG
CATTCCTCCCACACCGGG
CATTGGATACACTTGCA
CATTGGCAATGAGACAG

CATTGGCATTGCTTTCCTTGATGAG

CATTGGCCCAGTAGAARA
CATTGTTGGTATTGAAA
CATTTGAAGTCAAAGCTG
CATTTGGAATCTTAGAAG
CATTTGGATGGTGATGG
CCARAAGTAGATGATGAG
CCAAAATGGATTCCTGGG
CCRAAGGAAATGAGCAAG
CCAAAGGAAGTCAAACAG
CCAACAAGGAGACGATGA
CCAACAGAGCTGTGGTTG
CCAACATGACTGTGAAG
CCAACGGCACCACCAG
CCAACGGCTTCTGTACT
CCRAGACAGCTGCTCAG
CCAAGAGTGGGGTTGTA
CCAAGCCTGGAGATCT
CCAAGCTGGAGAAGCCG
CCAAGGACAAGAAGGAG
CCAAGGACTGGGCTACAG
CCAAGGAGATCGCCAG
CCAAGGAGCTGGTCCGAG
CCAAGTACTCGGCCCAG
CCAAGTTCGTGATGGGG
CCRAAGTTGGGGAGAAAG
CCACACGAGCGATGACG
CCACAGCCGACTTCCGA
CCACCATTTTCTGACAAG
CCACCGCAGCTGCCATG
CCACCTGCAAGCACCTG
CCACGCCGGAGAAACAG
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CCACGGCGCTGCAGGAG
CCACGGGACCAGCAGAG
CCACGGTTTTGGTTGGTG
CCACTGAAGAACGTCCAG
CCACTGGCATTGCCAAG
CCACTGGGGCTGAGGCAG
CCACTGGGGTCATCACGG
CCACTGGGGTGAAGTTG
CCRGRAACAACAGACAGAG
CCAGAACCATGGGCATCGG
CCAGRAGACCTGTGGCG:
CCRGAAGCAAGAGAACA
CCAGAAGGAAGTGGARG
CCAGAATGATGGAATTG
CCAGACAGATGCCACCA
CCAGACCAGGGGCACAG
- CCAGACCGGGAACCAG
CCAGACTARAGGCTACAG
CCAGAGATCGCAGGAG
CCAGAGGACCAGAGTCAG
CCAGAGGACCATGAAAG
CCAGAGGGCAGTGTAGAG
CCAGAGGGTAGCTCAG '
CCAGAGGTAGATCGACAG
CCAGAGTCTGCGTGGCG
CCAGATAGTCGTATGTG
CCAGATGTCAGGACCAG
CCAGCACTTGCCGCGCTCGCTCG
CCAGCAGAACTCCACCAG
CCAGCAGAGGAACTCCTT
CCAGCAGTCATTACTTG
CCAGCCGAACATGACG
CCAGCCGGGGCAAGAAG
CCAGCGACCTCCGGATAG
CCAGCGTCCCCCTCAAG
CCAGCTCCAGACTGTIGG
CCAGCTCTCCGTGCAAG
CCAGCTGAAGGTCCAG
CCAGCTGGAGGAAGTGG
CCAGCTGGAGGCGCTCAA
CCAGGAACGGAGAATGAA
CCAGGARAGAAGAGAGCTG
CCAGGAAGGTGAAGAAG
-CCAGGRAATGTCCGCGAG
CCAGGACACAGCCGACAG
CCAGGACACAGGAGTCAAG
CCAGGACTGCACACCAG
CCAGGAGCCAARACACAG
CCAGGAGGAGCCCGCAG
CCAGGAGGCTGTGCAGG
CCAGGAGTGGACAGCTG
CCAGGATCTGACCCAGG
CCAGGATGAAGATGATG
CCAGGATGATGACGACG
CCAGGCCAAGGACCAGG
CCAGGCTGAAGTTACAG
CCAGGCTGGCCTCCCCAG
CCAGGCTTCAACTTCAG
CCAGGCTTGGCTATGAG
CCAGGGACGAGAAGARG
CCAGGGAGCCAGGCCGCG
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CCAGTACATCGTCACTG
CCAGTATCTGCCAGCAG
CCAGTCCCTTTCTGATG
CCAGTGACAATGAACAAG
CCAGTGACGACCGCCCA
CCAGTGCGCATGCGTGGCT
CCATACAGCCTCTGCAG
CCATAGAACTCTCAGGAG
CCATCAGCGAGTAGAG
CCATCCCCCTGACAGAGA
CCATGAACCCTGCGGAAG
CCATGCAAGAGCTGGCTG
CCATGGACCGCGTCRAAg
CCATGGAGTTTGTGGA
CCATGGCTGAAGACTTG
CCATGGGATTCGGTTCAG
CCATTCAGGATGTGCTG
CCATTGTCTGGATCAA
CCATTTACCTAGCAACAG
CCCAAARACTGCAGCGTG
CCCRAAATGGCCCCGGAG
CCCAAGRAAGCCTCCCAT
CCCAAGTAGAAGCCTCG
CCCAATATGGACGTGGAG
CCCACABACAAGCTCAAG
CCCACAACAAAATGAATG
CCCACAGAACATCCAGG
CCCACAGAAGCATGGAAG
CCCACAGCCTGCAAACAG
CCCACAGTCTCAGGTCAG
CCCACGAGCTGAGACAG
CCCACGCTGCGCGAGAG
CCCACGGATGAGGAGAAG
CCCACGGCAGAATCAG
CCCACGGGGGCCTGGAG
CCCACGTCTTGCTCGAAG
CCCACTCAAGAACAGCAG
CCCACTGCAGGAGCTGG
CCCAGAAACCCAGACCAG
CCCAGAARGCATGAGCG
CCCAGAGCACCATGCAG
CCCAGCACACCCATCCAG
CCCAGCATCCCGGCGGAG
CCCAGCGCGTACAGCCGG
CCCAGCGGGATCCCGG
CCCAGCTGCAGGCAATG
CCCAGCTGGAGGAAGTGG
CCCAGGACTGCACACCAG
CCCAGGACTGGGCCCTTAG
CCCAGGAGATCACCGAG
CCCAGGATGAAGATGATG
CCCAGGCACTGATATCAG
CCCAGGCATCGTCGACGC
CCCAGGCTGATGCTGTGCTGCT
CCCAGGGACAGAAGCTG
CCCAGGGAGGCGGCAGG
CCCAGTACATCGTCACTG
CCCAGTCGGAGGAGGACAG
CCCAGTGTATCAGTCGAG
CCCAGTGTCCCCGGCCAG
CCCAGTTGGCAGGAGAG



WO 2011/120101

CCCATAAGCCTTTGCCAG
CCCATGATGAGAGACAA
CCCATGGAGTTTGTGGA
CCCATTGATCATTCAGAG
CCCCARRAGGCGCGGACA
CCCCAAGTAGAAGCCTCG
CCCCACAGTATCTGGCG
CCCCACGGACAATGAAG
CCCCACTGCAGGAGCTGG
CCCCAGCACCGGCTCTG
CCCCAGGGACAGAAGCTG
CCCCATCAGARAGARARAA
CCCCATGCTGTAGCAG
CCCCGGAAGCCCTACA
CCCCGGCGCAGAAGCAG
CCCCGTCAGTTCAGCAG
CCCCGTCTGATTGCCAAG
CCCCTCAGGTGTTGGAG
CCCCTGAAGAAGTCCATG
CCCCTGCAGTACATCGG
CCCCTGCCCTACGCCCAG
CCCCTGGGCAGTGTCAG
CCCGACGGTGATCACTCAG
CCCGACTGGCCCAGGAG
CCCGACTGGTGGARAGAG
CCCGAGATCGAGAAAAG
CCCGAGGACCAGCTGCGG
CCCGATCACACAGGACAG
ccecgeecgecgecggageg
CCCGCCTTCAGCCTCCCCGG
CCCGCCTTCAGCCTCCCCGGAA
CCCGCGACTGACGGAGG
CCCGCGGATGTGTATGGCG
CCCGCGGCACTAACGACAG
CCCGCTGGACCCAAAGG
CCCGGAAACAGGAGGAC
CCCGGAAGCTGGGAAATG
CCCGGACCAAGACAGCTGCTCAG
CCCGGAGAAAACTGAAG
CCCGGCTTGAGCAGGAG
CCCGGGACARAGTGACTG
CCCGGGCTACATCGACG
CCCGGGGACGTGGGCAA
CCCTACCGCATCTTCAG
CCCTACGAACTGCAGGAG
CCCTACGGCTATGAACAG
CCCTAGAGGCGTTGGAAG
CCCTCACCATCTCACGG
CCCTCAGCAATATGATT
CCCTCCACCTAATTGCAG
CCCTCCATCCGCAAAGCCAG
CCCTCGTCGGTGGCTAAG
CCCTCTGCGCTGTTGCGGGT
CCCTCTTGCTGGACACA
CCCTGAAACGTGGATTG
CCCTGAAGCCTGGCATG
CCCTGAAGGCCGAGCAG
CCCTGACCGGGGCTCAG
CCCTGAGCCAGATGATG
CCCTGAGGTCATTGCTCAG
CCCTGCCCTACGCCCAG
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CCCTGGAGAATGTGCT
CCCTGGAGACGAATTCCT
CCCTGGCCTGGGGGACAG
CCCTGGTAGCAGAACAAG
CCCTGTGGGAGAAATGAG
CCCTTCAGAGACCTARCG
CCCTTGCAGACGGCCATG
CCCTTGCCTACTATGAG
CCCTTGGAGACAAAGAC
CCCTTTGCCAACATTAGA
CCGRAAGCCAGGAAGAA
CCGAAGGCATATTTGAG
CCGRAGGGCCTACATGAGT
CCGACAAAGGCTGGCAG
CCGACAGGCTATGACGTA
CCGACAGTGCTTGGCA
CCGACCTGCAGAAAGCT
CCGACGAGCGGAACCGACAG
CCGACGCAGAACACACAG
CCGACGGACGGTGGCAG
CCGACGGCGACCTGGGAG
CCGACTCTGCGAACTAG
CCGARAGAGCAGGAACACG
CCGAGAGTGCAGCTTT
CCGAGATCGTCAACAG
CCGAGCCCCACCTCAAG
CCGAGCGCGCCCAGGTGACC
CCGAGGACCAGCTGCGG
CCGAGGAGCACGTGGAAG
CCGAGGATGACTGCAAG
CCGAGGGACCRAAGGGCG
CCGCACGGACCCCCAT
CCGCAGGAGGAGAGATGAGCAG
CCGCAGTAGAGGACTCAG
CCGCATCTCCCTCACCAG
CCGCCACGGTGGAGGATCTG
CCGCCAGGGCTGGGCAG
CCGCCCGAGGACTCGCT
CCGCCCTGGGGAGCAG
CCGCGAACTCGCGGCGTCG
CCGCGACTGACGGAGG
CCGCGCTCCAAGTCCTCG
CCGCGGCACTAACGACAG
CCGCGTGGACGTGCTGG
CCGCGTGGGTCAGTGG
CCGCTACAGAAGTCCTTA
CCGCTCCAAGAGGCCTG
CCGCTCGTAGGCCAGAG
CCGCTGATTCAGGGCGAG
CCGCTGCCATCCAGGAG
CCGCTGGACTGCCCAG
CCGCTTCACCGTGGCTG
CCGGARACAGAGCGTGTG
CCGGAAGACATGATCAC
CCGGAATCATTCAGGCG
CCGGACACAACATGAG
CCGGACAGTCATCATTG
CCGGACTTCGGTGTGAAT
CCGGAGACTGCAGCAG
CCGGAGACTTGGTACCCA
CCGGAGAGCACCACCAG
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CCGGAGCCAGTGTGAG
CCGGAGCGGGACAGCAG
CCGGAGGTGAAATGGACG
CCGGATGGGCAGCTGAG
CCGGATTGTAAAGGAG
CCGGCACCACTGAGAAAG
CCGGCACTGTGAGAAGA
CCGGCAGCCGAACGCCAG
CCGGCAGCTGAGGGCAG
CCGGCAGGCCAACACAG
CCGGCCAAGTATGCGGAG
CCGGCGAAGAAGAAGCAG
CCGGCGAGGAGAAGCAG
CCGGCTCTTCCAATAAG
CCGGCTGAAGAGAGTGGA
CCGGCTGCARAGCACAGG
CCGGCTGCACGTGACAG
CCGGCTGGAGGTCAAAG
CCGGGACATCATGCAGG
CCGGGACCATGTGGGGCAG
CCGGGACGTCACGGCG
CCGGGAGAACATAGACG
CCGGGAGGCCCCTTAGCT
CCGGGCAGAGAGTGATG
CCGGGGCCCAAGGGACAG
CCGGGGTGTTTGACGACA
CCGGGTACGAGCACATG
CCGGGTGAAGAAGCAG
CCGGGTGAAGAGATCAG
CCGGTTCTGGGACAGCAG
CCGTCATGCTGCCCAG
CCGTCTGGCCAAGGAG
CCGTGGAGCCCAAGCGG
CCGTGGTGGAGACACAG
CCGTTGGACGCTACCGG
CCTACATCAGCTTCCAG
CCTACATGAAGTCGGAG
CCTACCGATGGTGGCTG
CCTACGAACTGCAGGAG
CCTACGGCTATGAACAG
CCTACTACGTGGCCTA
CCTAGAGGCGTTGGAAG
CCTAGGAAGATGGAAGCTGTTGATGC
CCTCACCAAGTCTGGCAG
CCTCAGCACCACTTTGAACAG
CCTCAGGGCAGTTGGCAG
CCTCAGGGTGGAGCTGG
CCTCATGTCAGACAAG
CCTCCACGGCCACACGG
CCTCCCAGTCGGATGAG
CCTCCGGAAGCAGCACCA
CCTCCGGCAGTGGAAGAG
CCTCCTCATCATGCTCAG
CCTCCTTCTGAAGGCTG
CCTCGAGGACAGACCAGC
CCTCGAGGACCGACGG
CCTCGGAAAATGGCAGAA
CCTCGGGATCAGCTGCAG
CCTCGTCATACTCGGTGTTG
CCTCGTCGGTGGCTAAG
CCTCGTTGACTGTCAGG

PCT/AU2011/000380

CCTCTCAGCGCGTGGTGCA
CCTCTGAGGGCAAGAAGG
CCTCTGAGTCAGTATAAG
CCTCTGGGTTTATGGGAG
CCTCTTCATTGCCTAAA
CCTCTTGCTGGACACA
CCTGAACTCATGAGGCAG
CCTGAAGGACAACTTGGGCG
CCTGAAGGCGGAGAAG
CCTGACAGATCGCTGAG
CCTGACTGGGAAAGAG
CCTGAGACGCAAGCAG
CCTGAGCCAGTCTCTGAGACGCTTCG
CCTGAGGACAAACGACAG
CCTGATCTGCAAGCTGG
CCTGCAGGAACAAGAGA
CCTGCAGTGTTGGAACCT
CCTGCATCGTCATCTCAG
CCTGCGAAGGCCCGGAG
CCTGCGATGTAGTCGATG
CCTGCTGAGGACARACG
CCTGCTGATTGTCATGGAATG
CCTGCTGCTGTCGTCGGGAG
CCTGGAAGAGTGTGTTCAG
CCTGGAAGATACGGCCTG
CCTGGAAGATTCCGAAATC
CCTGGAAGGATCGAACAA
CCTGGACAATCGGACAG
CCTGGACACTGCAGCCAG
CCTGGACACTGTCAGCGG
CCTGGACATCCCCTCAG
CCTGGACATCTTTCGCG
CCTGGACTGCAGGGAGA
CCTGGAGCTGCAGACGCG
CCTGGAGGAAGACAGTG
CCTGGATGAAGTGGATG
CCTGGCGGAAGGTCTCAG
CCTGGCTGCAGAGAGCAAG
CCTGGGAGATGGGACAG
CCTGGGATGATGCTAG
CCTGGGCTCAGAGACTAG
CCTGGGGGATCGTGGAGG
CCTGGGTAGAAAGAAARACAGATG
CCTGGTAAGCCACAGCT
CCTGGTGGAATCTGAG
CCTGTAGAGTTTAGGGAT
CCTGTATCCCAAGCAGCG
CCTGTCAGCTGCTGAAG
CCTGTGAGAAGAAGCGG
CCTGTGATCGTGAGCG
CCTGTGCTCTGGACGCTG
CCTGTGGAGCAGCAGCTG
CCTGTGTCGAGATGGATTCAAAG
CCTTAGAAGCACTGAAG
CCTTAGATCCTGTCTTGG
CCTTCAGGACTTTGGG
CCTTCCCAACCACTGGAT
CCTTCGACCGGATCCTG
CCTTGACTAGCCACACTC
CCTTGCCCAGCGCCTAG
CCTTGCTGAGTGACATTG
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CCTTGGRAGTAGCTGGAG
CCTTGTGGTGGACTTGGG
CGARACCCAGGATGATG
CGAAACCTGAGCGAGCAG
CGARACGGAGAGGCGGLG
CGAAAGGATTGCTCAG
CGAACAGACAGACTTGAG
CGAACCAGCAGAACCCAG
CGAACTGCTGAAGARAG
CGAAGAAAGGAGAACGGT
CGAAGAGACTGGGGCAGG
CGAAGCCGGAAGCAGAG
CGARGCCGGAGAACCAAG
CGARAGCTGTGGAAAGAG
CGARGGAGAGATCCAG
CGAATCGCCAACCGCCG
CGACARAGGCTGGCAG
CGACAACGCGGCGCAGAA
CGACAAGGAGAACACG
CGACAAGTGGGGCACCGAC
CGACAGAATAAAGACTCG
CGACAGAGATGCTGAAG
CGACAGAGGGGCCGAGG
CGACAGCAGAATCCCAG
CGACAGGCTATGACGTA
CGACAGTGTTGGCGTG
CGACATGAATCCCATCAG

CGACATGAGCAACAARAGAAG

CGACATGGATTCAAGGA
CGACCTCAGATAGACCC
CGACCTGCAGAAAGCT
CGACCTGCAGAGCGAT
CGACGAAGTGCTGCAGG
CGACGACTAAAAGAAGA
CGACGACTACGAGATAA
CGACGAGCGGARACCGACAG
CGACGAGGAAGCCTCAG
CGACGGATACAGACCAG
CGACGGATCCTTGAGATG
CGACGGCGGCGGAAGCG
CGACGTGCAGATCAACG
CGACTCAGACAGCGACG
CGACTGAACAAGCGCAG
CGACTGCGATGCACCCA
CGACTGCTAGACAAGACG
CGACTGGAACAGGCAG
CGAGAACAGGATGTGG
CGAGAACGAAGGCGGCCAG
CGAGAACGAGCTGAAGAAG
CGAGAAGACTGAGAAG
CGAGAAGATGGTGGAG
CGAGAAGCAGGATATCTGG
CGAGAAGCGCCAGCAG
CGAGAAGCTGARAGGATG
CGAGAAGGACAAGAAG
CGAGAAGGAGGGCGACG
CGAGACAATGACCTACG
CGAGACGCCATTGTAGA
CGAGACTTAGGGAGCAG
CGAGCAGCTGGAGAAG
CGAGCAGGAGARATGACTG
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CGAGCGGAACCGACAG
CGAGCGGACGCCCCGAG
CGAGCTACGAGAACGAGG
CGAGCTGATCAAGGAG
CGAGCTGTCCCTTCAGCAG
CGAGGAAAAAGCCATGG
CGAGGACCAGAAAACAG
CGAGGACCAGCTGCGG
CGAGGACCAGGCTGCCGT
CGAGGACGTCCTGGATG
CGAGGACTATTACAARAG
CGAGGACTGGATGGARA
CGAGGACTTCAGCGAAGT
CGAGGAGAGCTCGACGG
CGAGGAGGRATGTCAGG
CGAGGAGGTGGATCACAG
CGAGGAGTCAGACGATG
CGAGGATCTGAGAGAAGC
CGAGGATGRAGTGGAG
CGAGGATGGGGATGAG
CGAGGCCTTGACTGTAG
CGAGGCTGCARACAAARAG
CGAGGCTGGGCGCACAG
CGAGGGACCAAAGGGCG
CGAGGGAGRAGCTCTATG
CGAGGGGAGCAAGGACAG
CGAGGGGTCGTGGCCGAG
CGAGGTGAAGAGCAAA
CGAGTGGAGAGTGTGGACC
CGAGTGGCTCATCGAGG
CGAGTGTGGAGCAGGG
CGAGTTGGGACCATAAAG
CGATGAAGAGAGCTGCA
CGATGACGTGGCCATGG
CGATGATGGCTGGGCAG
CGATGCTGTGGGAGAG
CGATGGCTGGTTTGTGG
CGCAAGAAGGAGGAGCGG
CGCAAGTAGCTGCTCAC
CGCACAGCTTATGGCCG
CGCACTCCCGGGAGARAG
CGCAGAAGCGTICTCTGG
CGCAGACTAAAGAGCAG

|

CGCAGAGAGATGGACAA
CGCAGAGCTGGAGGAGGAGCTGAAG
CGCAGCCAGGACTCAAG
CGCAGCCAGGAGTCCAG
CGCAGCTCCTGGACGACCCCCAT
CGCAGGGACTGGCCGAG
CGCAGTAGAGGACTCAG
CGCAGTGGGACCTCAGG
CGCATGAACGTCCCGGAG
CGCATGAGGAGAGACTG
CGCATGTCCACCTCACAG
CGCCCAGGACCGTGAGAG
CGCCCCACAGTCCACGAG
CGCCCGAGGACGCAGAG
CGCCCGCATCGTCGAG
CGCCCGGACGGCAGCA
CGCCCGGGAGAACAAAA
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CGCCCGGGCTACARAG
CGCCGATACACCCGCCAC
CGCCGGCATCCTCAAG
CGCCTACTTCTGCAGAG
CGCCTCACTTAGGACAA
CGCCTGGAGGAAGCCCTG
CGCGACAGAAARGACAG
CGCGCAGGACAGCgggcy
CGCGGACGTCTAGCGGAG
CGCGGAGAGATCAAAG
CGCGGAGGCGGAGGCTTGGG
CGCGGAGTGTGGCGGAG
CGCGGCACTAACGACAG
CGCGGCTCCGGGCGCAG
cgcgggctgaataaag
CGCGGTGGCATCTGCAAT
CGCTCAAACCCCCCAG
CGCTGAGAAGAGGAAAG
CGCTGATTGTTTGCCTGG
CGCTGCGGAGCCAACGG
CGCTGCTCTGGGACATTG
CGCTGCTGCTGAGCGAG
CGCTGGAACTTCACARAAA
CGCTGGCCCATTACAAG
CGCTGGGGCTAAGACAA
CGCTGGTGTACGAGGCAG
CGCTGTAAAGTCGGGCAG
CGCTGTTGACATGGATG
CGCTTTGGAGGGGGCCAG

CGGARARATGAACTGGAACAGAAG

CGGAAACAGAGCGTGTG
CGGARAGCAGTAGATAAA
CGGAAAGGAGCACAAAG
CGGARATCAGCATCTTIG
CGGAACAAGGAGATCAT
CGGARCGAGACTGCACG
CGGRAGACCGCTGAAATTT
CGGRAGAGATGGAATGG
CGGAAGATGGGATCAARC
CGGRAGCCTGCTGTCTG
CGGAAGCTACAACGAGAG
CGGRAGCTGGCTGAGAG
CGGAAGGATGCGGAGA
CGGAAGGATGGGCAGCT
CGGAAGGCAGCACTGG
CGGAAGGTGACGGGCAAG
CGGAATACCACGTGGCAG
CGGAATCGGTGGTAGAG
CGGACAAGAGCGGAGGCCTGG
CGGACAAGGGCTGGCAG
CGGACAAGTACGGCCTTG
CGGACAGCTTCTATTTGG
CGGACRGGAGGCACCCAG
CGGACAGGATTGACGA
CGGACAGGTGCAAGTA
CGGACATCGTTGTGAAAG
CGGACATTGAGGAGGAG
CGGACCAGGAGTGCAGCC
CGGACCCAAACATCAAAA
CGGACCGAGGGACGCGG
CGGACGACATGGCCCCT
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CGGACGAGGCCGACTGCC
CGGACGCCGGAGCCGCAG
CGGACGGCTGCCCAGRAAG
CGGACGTCTAGCGGAG
CGGACTACAATAACAAT
CGGACTCGTCGGGCAG
CGGACTCTGGAARACGGC
CGGACTGGGCAAGGCG
CGGACTGTAGCATTAAG
CGGACTGTGCACGGAGA
CGGAGAACTGCAAGGAG
CGGAGAAGGCTGCTGTGCT
CGGAGACATGGACCAGAG
CGGAGAGCAGCTGAAAAG
CGGAGAGGAAGACGAGT
CGGAGATGAAGCTAGT
CGGAGATTGAGGCTGAG
CGGAGCAAGAGTGGACAT
CGGAGCAGACGTGAAG
CGGAGCCGGAATGACCAG
CGGAGCGGATTCGCAG
CGGAGCGGGACAGCAG
CGGAGCTCTCCTGCAG
CGGAGCTGCAGGAGCAG
CGGAGCTGCTGCAGAAGT
CGGAGCTGCTGGAARAG
CGGAGCTGTGCATGAAG
CGGAGGAAAAGCTAATTG
CGGAGGAGCGCGCCGAGGAGCTGCGG
CGGAGGCCAGAGCTGCG
CGGAGGCCGACCTCAG
CGGAGGCTGCAGCGAGAG
CGGAGGCTGCCAGAAG
CGGAGTGCCTGCAGARA
CGGAGTGGTACAGACAT
CGGAGTTGGGGAGACTG
CGGAGTTTCTGCAGCGG
CGGATACACAAGGACGGACARAG
CGGATACGAAGAACCCAG
CGGATATGGGATAAGAGG
CGGATATTGATGACAAG-
CGGATCAAAGTGGGCGAC
CGGATGAACACCTTGCAG

-CGGATGATGATGATCG

CGGATGCTGGAGATTGAG
CGGATGGTGAGGAGCAG
CGGATTGGGTGTCAAG
CGGCACAGAGAAGGAG
CGGCACATGGAGATTGAT
CGGCACCACTGAGAAAG
CGGCAGAAGGACAAAG
CGGCAGACTGCCCAGGGCATGGA
CGGCAGAGAATTTCAG
CGGCAGCAGCTCAAGTG
CGGCAGCGACTGCAGAG
CGGCAGGACAGCTCCAG
CGGCAGGACAGGCGATTG
CGGCAGGAGCGCATGAG
CGGCAGTCTIGTTTATGAG
CGGCATCATGAGAAGG
CGGCATCATGTACACAG
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CGGCATGGGTCGGCCTG
CGGCCAACAGAGAGCAA
CGGCCAAGAGGAGTGTG
CGGCCACGAGACTCGG
CGGCCAGATGATTACTTG
CGGCCAGCTAGTGCGG
CGGCCCTGTGAACAGGAG
CGGCCGAAGGAAGGATGG
CGGCCTACGACTTCAAG
CGGCGAAGAAGAAGCAG
CGGCGAGGAGAAGCAG
CGGCGCACAGAGACCACG
CGGCGCGAAGAGGCCCTG
cggcgcggacgaggcag
CGGCGGARAGGGGAGCAAG
CGGCGGACGGGTGCAGAG
CGGCGTGACTGAGCAG
CGGCTAGAGGACAAAG
CGGCTCGGGGCTGCTG
CGGCTGAAGAGAGTGGA
CGGCTGCTGTACAACAG
CGGCTGCTTTTGGAAG
CGGCTGGAGGAGACCAAG
CGGCTTGAACTGGCAAG
CGGCTTGTAGAGAGATTGCA
CGGCTTTGACATGGGAG
CGGGAACAAAAGGCGGG
CGGGAACGTGGRAGAC
CGGGAAGRAGARATGGGG
CGGGAAGCAGAACAAG
CGGGAAGCCGAGGAATG
CGGGAAGCTGACTTTAA
CGGGAAGCTGCGGAAG
CGGGACCATGTGGGGCAG
CGGGACGCAGGCATCCGG
CGGGACGTCATGGAAGT
CGGGACTATTATGATAG
CGGGACTCGGCGAGGACG
CGGGACTGAGTGCAAG
CGGGACTGCATCAGCCG
CGGGACTGCATTATAAG
CGGGACTGGCATCAGGG
CGGGAGAATGGGATGAAG
CGGGAGATGCGGAAAG
CGGGAGCAGAGGCTCAG
CGGGAGCTTGAGCGCAG
CGGGATACTGCACATGAG
CGGGATGTCACTCCGAG
CGGGCAGAAGAAGAAAG
CGGGCAGAGGAAGCTGG
CGGGCAGAGGACCTCCCG
CGGGCAGCGGCTTTGCG
CGGGCATCATGAAGAAG
CGGGCCCCACGCCATG
CGGGCCTGAGCAAGGAG
CGGGCGGCCTGCGGCTTG
CGGGCTCAGGATGTGCTG
CGGGCTCCAGGATGGCAG
CGGGCTGAAGAGGARAG
CGGGGARACGAAGACTGAGGAG
CGGGGACCACGCAGACG
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CGGGGACGGCTICTCG
CGGGGAGGACGAGGCCG
CGGGGCCCAAGGGACAG
CGGGGGAGCGAGGCACG
CGGGGTGTTTGACGACA
CGGGTAGAAGAAGATGT
CGGGTCGAGATGCCGAC
CGGGTCGTGGCACATAG
CGGGTGAAGAGATCAG
CGGGTGCGGACGGTGGCAG
CGGGTGGACAGCAACCAG
CGGTACTACTATGACAAG
CGGTCGAAGTGGAAGAG
CGGTGAAGAAGGGAGAG
CGGTGACCTCTGCGGCA
cggtggacagatcacgag
CGGTGGACATTGACGG
CGGTGGAGAACATGAG
CGGTGGAGGGCTTCAAG
CGGTGGATGAGGCTGCAG
CGGTGGCATCTGCAAT

"CGGTTCGGCAATGGACGG

CGGTTCTGGGACAGCAG
CGGTTGCAGGTAGAAG
CGTAAGAAAGGGCTGGG
CGTAAGAATTTTTATC
CGTAAGAATTTTTATCT
CGTAAGAATTTTTATCTT
CGTAAGAATTTTTATCTTAA
CGTAAGAGCCCTTTCC
CCTAAGATGGGAGABAG
CGTAAGATGGGAGARAGTG
CGTAAGCACCCACACTA
CGTAAGCACCCACACTAT
CGTAAGCACCCACACTATTTACTTTG
CGTAAGCACCCTCCCG
CGTARGCACCCTCCCGCC
CGTARGCAGATCAAGT
CGTAAGCAGATCAAGTA
CGTAAGCAGATCAAGTAT
CGTAAGCAGATCAAGTATA
CGTAAGCAGATCAAGTATAT
CGTAAGCAGATCAAGTATATT
CGTAAGCAGATCAAGTATATTT
CGTARAGCAGATCAAGTATATTTGAG
CGTAAGCAGATCAAGTATATTTGAGT
CGTAAGCCCACCCCTCGG
CGTAAGCCTCTGCCCCC
CGTAAGCCTCTGCCCCCC
CGTAAGCTCCTGGCGCT
CGTAAGCTGCTGCTCTGTCTCTGCTC
CGTAAGCTTTCCTCCTATTTTACGT
CGTAAGGAAGCTTTAACT
CGTAAGGAAGCTTTAACTCC
CGTAAGGACCCCCTCCCTCCCCTC
CGTAAGGACGCTGCGT
CGTAAGGACGCTGCGTG
CGTAAGGACGCTGCGTGG
CGTAAGGAGCCCTGCTT
CGTAAGGATTTTCTGA
CGTARAGGATTTTCTGAT
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CGTAAGGATTTTCTGATG
CGTAAGGCGGGCAGGGG
CGTRAGGCGGGCAGGGGCGGGGGCC
CGTAAGGCTACCGAGGG
CGTAAGGCTACCGAGGGRAA
CGTAAGTAAATAGTGA
CGTAAGTAAATAGTGAC
CGTAAGTAAATAGTGACC
CGTAAGTAAATAGTGACCA
CGTRAGTAACAGGCGCT
CGTAAGTAACTCTGTCTT
CGTAAGTAACTCTGTCTTTC
CGTAAGTAACTCTGTCTTTCC
CGTAAGTAACTCTGTCTTTCCTTTTA
CGTAAGTAACTGCATTA
CGTAAGTAACTTGAAG
CGTAAGTAAGACTAAAAAAT
CGTAAGTAATAATGCTG
CGTAAGTAATCCTGTGA
CGTAAGTAATCCTGTGAA
CGTAAGTAATCCTGTGARA
CGTAAGTAATCCTGTGAAAT
CGTAAGTAATCCTGTGAAATC
CGTAAGTAATCCTGTGAAATCTCC
CGTAAGTAATCCTGTGAAATCTCCAA
CGTAAGTAATTATATTT
CGTAAGTACATTTCCAG
CGTAAGTAGAATCCAARATGAAATT
CGTRAAGTAGAGGTGCCC
CGTAAGTAGCTTCTCA
CGTAAGTAGGAGCATTAA
CGTAAGTAGGAGCATTAATTT
CGTAAGTAGGATGACTA
CGTAAGTAGGATGACTAR
CGTAAGTAGGATGACTARA
CGTAAGTAGTTGTGGAATATTTCAG
CGTAAGTATATTCCTTTT
CGTAAGTATATTCCTTTTAT
CGTAAGTATCGACTCA
CGTAAGTATCTCTTATTC
CGTAAGTATCTTGTTAGAA
CGTAAGTATGACATATAC
CGTAAGTATGTCAGTAACACTGCAGA
CGTAAGTATTAAGAGTTTAAACT
CGTAAGTATTAAGAGTTTAAACTAC
CGTAAGTATTATARATA
CGTAAGTATTATARATAR
CGTAAGTATTCTAAAAGATGACATG
CGTAAGTATTGATAACTT
CGTAAGTATTGCTTGGCCAGA
CGTAAGTATTTTCAGAA
CGTAAGTCAAGTACTTAT
CGTAAGTCAAGTACTTATTGGCA
CGTAAGTCACTGGTGGG
CGTAAGTCACTGGTGGGG
CGTAAGTCAGGGTGCTG
CGTAAGTCAGTACACGC
CGTAAGTCAGTACACGCC
CGTAAGTCAGTACACGCCCTGCC
CGTAAGTCCAACGGGTCT
CGTAAGTCCCCCGTGCCGGC

PCT/AU2011/000380

CGTAAGTCCCCCGTGCCGGCGGCAG
CGTAAGTCCCCCGTGCCGGCGGCAGG
CGTAAGTCCCTGTCACC
CGTAAGTCCGTGTGCGC
CGTAAGTCCGTGTGCGCC
CGTAAGTCCTGCCTTTGG
CGTAAGTGARAGTTGTAG
CGTAAGTGACCGGGG
CGTAAGTGACCGGGGT
CGTAAGTGACCGGGGTT
CGTAAGTGACCGGGGTTA
CGTAAGTGACCGGGGTTAA
CGTAAGTGAGAAGCGACT
CGTAAGTGAGCCCCCCCA
CGTAAGTGAGCCCCCCCAT
CGTAAGTGATGCCATTTCC
CGTAAGTGATGCCATTTCCT
CGTAAGTGCAATTATTGTACGTTT
CGTAAGTGCAATTATTGTACGTTTTC
CGTAAGTGCACGTGGCCTTG
CGTAAGTGCATTATTTT
CGTAAGTGCCCAGCTGG
CGTAAGTGCCCAGCTGGC
CGTAAGTGCCTGCGTCT
CGTAAGTGCCTGCGICTG
CGTAAGTGCTCCACGGGCCCT
CGTAAGTGCTGCTTCCG
CGTAAGTGCTGCTTCCGC
CGTAAGTGCTTATGGATACA
CGTAAGTGCTTTATGTAT
CGTAAGTGGAGAATTTTCTGTTC
CGTAAGTGGAGTGTCGGGACCCA
CGTAAGTGGCCCTACA
CGTAAGTGGCTCTTTAG
CGTAAGTGGCTCTTTAGG
CGTAAGTGGCTGCAGA
CGTAAGTGGCTGCAGAGGGGGAG
CGTAAGTGGCTGTTTGT
CGTAAGTGGGCGTCCCA
CGTAAGTGGGGACCGGGGA
CGTAAGTGGTTCATCTAGCGGCAACC
CGTAAGTGTACAARAGTG
CGTAAGTGTGACARCAGGA
CGTAAGTGTGACGCCAGGA
CGTAAGTGTGACGCCAGGAGCCCCAT
CGTAAGTGTGAGGATTTTTCA
CGTAAGTGTGATTTTATA
CGTAAGTGTTTCTTGTTAGACTGGAA
CGTAAGTTAGCAAARAT
CGTAAGTTATTAATGTGC
CGTAAGTTATTTTATTTG
CGTAAGTTCATCAGTATT
CGTAAGTTCGTCACACCC
CGTAAGTTCGTCACACCCTCCCCG
CGTAAGTTCTCTAACTTT
CGTAAGTTCTTCATCTTTTTAG
CGTAAGTTGAACGCCGTGTC
CGTAAGTTGAACGCCGTGTCGT
CGTAAGTTGCATGCCACA
CGTAAGTTGGCAGAGCT
CGTAAGTTGGCAGAGCTA
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CGTAAGTTTAAACAATGG
CGTAAGTTTATTTCACATTGAA
CGTAAGTTTCTCAAATGG
CGTAAGTTTTATGICTTT
CGTAATGGACTTTTAGAG
CGTACAGAATGGTCTCAG
CGTACGATGAGTGGTCT
CGTACGGGGGCACCAGGG
CGTACGTAACTTICTGTAATG
CGTACGTATTTTITCITAAATGTCAT
CGTACGTCTCCTTCCAT
CGTACGTCTCCTTCCATTCTCCCTGA
CGTACGTGACATCCGCAG
CGTACGTTCCCTTCCATT
CGTAGGCAACAGAGGGCC
CGTAGGCAACAGAGGGCCT
CGTAGGTAccgcgecgecceccggecg
CGTAGGTACCTGCCC
CGTAGGTATCACGGGTT
CGTAGGTGACCGTTCCTT
CGTAGGTGCCCGCGCC
CGTAGGTGCCTCATGGG
CGTAGGTGGGCGGGGG
CGTAGGTGTTTAGCTTT
CGTAGGTTGTGTCAGGG
CGTATCCTCAAGCTGGCCGC
CGTATCCTCAAGCTGGCCGCCG
CGTATCCTCCACCCGGG
CGTATCCTCCTGCCTAGCGCAGGTTG
CGTATCCTTCAACAAAC
CGTATCCTTCAACAAACAACACGGG
CGTATCCTTCTCTACCATGACAGCAA
CGTATCCTTGAGACTGG
CGTATCCTTGAGACTGGTAGCACAAC
CGTATCCTTGATATTCTATGT
CGTATCCTTTTTTTTGAG
CGTATCCTTTTTTTTGAGTGG
CGTATCGGACGATTTAA
CGTATCTTTTTACTCT
CGTATCTTTTTCAACTT
CGTATGCTGTTCCCATT
CGTATGTAATTCTAGGTG
CGTATGTAATTCTAGGTGGAA
CGTATGTATCTTTAAAA
CGTATGTATCTTTAAAAA
CGTATGTATCTTTAAARATGTTTCTC
CGTATGTGGGGCCCCTT
CGTCAAGGACTTCGCAG
CGTCAAGGAGAACAAG
CGTCAGAGACTGGCATG
CGTCATCGGCAATGAG
CGTCATGGAGCTTGTGCAGG
CGTCATGGGACACAGAAG
CGTCATGTTGGGAATCGG
CGTCATTACCACCATTG
CGTCCACCTGCCCCAGC
CGTCCTGGAGTCGGAG
CGTCGGAGTAACCAAAG
CGTGAACGGATCCCTGG
CGTGAAGACCTAGAAAG
CGTGACATGCAAGACG

PCT/AU2011/000380

CGTGAGAATTGATTGAG
CGTGAGAGGCCTTGGGG
CGTGAGATTTTATTTTC
CGTGAGCAAACGCCC
CGTGAGCAAACGCCCCGC
CGTGAGCAAGCCCAGGGC
CGTGAGCAGCCAGGGCC
CGTGAGCAGCTACTACTG
CGTGAGCAGGGCCCCC
CGTGAGCAGGGCCCCCGC
CGTGAGCAGGGCCCCCGCT
CGTGAGCCGGATTGATG
CGTGAgcgeecggcececge
CGTGAGCTCCTACCATGGTCAC
CGTGAGCTCCTACCATGGTCACTGT
CGTGAGCTCTGCGCATG
CGTGAGCTGCTGGGGAAG
CGTGAGCTGGCGGAGC
CGTGAGCTGGCGGAGCG
CGTGAGCTGGGACCGTGG
CGTGAGGCCCGGCAGCCAG
CGTGAGGGAATGGTCAG
cgtgagggcggggcecca
CGTGAGGTCTTGTTCTCA
CGTGAGTAARATCATGG
CGTGAGTAAAATCATGGA
CGTGAGTAAAGTTATTTTGTG
CGTGAGTAAAGTTATTTTGTGTT
CGTGAGTAAAGTTATTTTGTGTTA
CGTGAGTAAATGTTGA
CGTGAGTAAATGTTGAT
CGTGAGTAAGAATTTCCTTT
CGTGAGTACAACTGGTGCTCTGTG
CGTGAGTACACGCAGGGACACAGGCT
CGTGAGTACAGTCCCTG
CGTGAGTACATAGTTCTTAG
CGTGAGTACCCCAGTCCT
CGTGAGTACCCGCTGCC
CGTGAGTACCTGCTTCTC
CGTGAGTACGGGGCGCGGGCCGGGGE
CGTGAGTACTGCCCTGT
CGTGAGTAGAAGGGTGGT
CGTGAGTAGCCCCTGCC
CGTGAGTAGGGGCAGTGG
CGTGAGTATAATACTTTT
CGTGAGTATAGGCAAAAC
CGTGAGTATCTCCATTTTGTT
CGTGAGTATCTCCATTTTGTTTC
CGTGAGTATGAGGTCTTAG
CGTGAGTATGCAGATG
CGTGAGTATTGTTGATAATTC
CGTGAGTATTTTCCTGA
CGTGAGTCAAACTTACT
CGTGAGTCACCTCTT
CGTGAGTCACCTCTTGC
CGTGAGTCACCTCTTGCC
CGTGAGTCACCTCTTGCCTT
CGTGAGTCACGTggtct
CGTGAGTCACGTggtctcagaac
CGTGAGTCACTCCTTTG
CGTGAGTCATTGGGGCAG
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CGTGAGTCCCTTGGGCAGG
CGTGAGTCCTGGAACT
CGTGAGTCGTCTTGGCCC
cgtgagtctagggactcct
CGTGAGTCTCAGGGAGG
CGTGAGTCTGGAGCAG
CGTGAGTCTGGAGCAGGCTG
CGTGAGTCTGGAGCAGGCTGGGGAC
CGTGAGTCTGGAGCAGGCTGGGGACG
CGTGAGTCTGGGGTGACCATGCTCTG
CGTGAGTCTTCTCTG
CGTGAGTCTTCTCTGC
CGTGAGTCTTCTCTGCC
CGTGAGTCTTCTCTGCCC
CGTGAGTCTTCTCTGCCCCCAGAAGC
CGTGAGTCTTCTGGATTGGAC
CGTGAGTCTTGTGCCCACGACTTGG
CGTGAGTGACRAGAGTG
CGTGAGTGACAGGGCC
CGTGAGTGACAGGGCCC
CGTGAGTGACGTTGGGGGGCG
CGTGAGTGACGTTGGGGGGCGGEG
CGTGAGTGACTTTTGACCCTAA
CGTGAGTGAGAGCGAGG
CGTGAGTGAGAGCGAGGC
CGTGAGTGAGAGCGAGGCCGAGAGC
CGTGAGTGAGGGCAGCCGT
CGTGAGTGAGGGCAGCCGTCC
CGTGAGTGCATCCGGAGG
CGTGAGTGCCACATGCTC
CGTGAGTGCCCAGCTAGC
CGTGAGTGCCCCCGCCCTGCCCA
CGTGAGTGCCCTGCGGGA
CGTGAGTGCCTGTTCAG
CGTGAGTGCGGCGTGCAC
CGTGAGTGCGGCGTGCACTGTGG
CGTGAGTGCGTGGCCCT
CGTGAGTGCTCAGCCC
CGTGAGTGCTCAGCCCTGT
CGTGAGTGCTCAGCCCTGTA
CGTGAGTGCTGCCCTCCT
CGTGAGTGCTGCCGGGC
CGTGAGTGCTGGGGCGG
CGTGAGTGCTGGGGCGGCGCGGLC
CGTGAGTGCTGGGTAGTA
CGTGAGTGGCAGCCACT
CGTGAGTGGCCAAGGGT
CGTGAGTGGCCAGGACG
CGTGAGTGGCCAGGACGG
CGTGAGTGGCTCGAGGCT
CGTGAGTGGCTCGTGGCCGCCC
CGTGAGTGGCTCGTGGCCGCCCC
CGTGAGTGGGCAGGGA
CGTGAGTGGGCAGGGAG
CGTGAGTGGGCAGGGAGG
CGTGAGTGGGCAGGGAGGGG
CGTGAGTGGGCAGGGAGGGGTCA
CGTGAGTGGGCAGGGAGGGGTCAC
CGTGAGTGGGCAGGGAGGGGTCACCC
CGTGAGTGGGGCTGGGA
CGTGAGTGGTGGAGGCC

PCT/AU2011/000380

CGTGAGTGGTGGAGGCCC
CGTGAGTGGTGGAGGCCCGGGGAA
CGTGAGTGTCACGTCGC
CGTGAGTGTCCCTGAG
CGTGAGTGTCCCTGAGCC
CGTGAGTGTCCCTGAGCCGCAGCAG
CGTGAGTGTCGGAAGCGGAGG
CGTGAGTGTGACTTATAGAACCT
CGTGAGTGTGCCCTGGAG
CGTGAGTGTGGACCCCGC
CGTGAGTGTGGGGCCTT
CGTGAGTGTGGGGCCTTC
CGTGAGTGTTAAGGATG
CGTGAGTGTTCCCAGGCC
CGTGAGTGTTGGGGCAG
CGTGAGTGTTGGGGCAGG
CGTGAGTGTTGGGGCAGGGTGG
CGTGAGTGTTGGGGCAGGGTGGG
CGTGAGTGTTGGGGCAGGGTGGGE
CGTGAGTGTTGGGGCAGGGTGGGGA
CGTGAGTGTTGGGGCAGGGTGGGGAC
CGTGAGTTACATTATTTT
CGTGAGTTCATATGTG
CGTGAGTTCCCTGAGG
CGTGAGTTCCGCCGCCTCG
CGTGAGTTCCGCCGCCTCGGCCGGG
CGTGAGTTCCGCCGCCTCGGCCGGGGE
CGTGAGTTTAAGAAGAC
CGTGAGTTTAAGAARGACT
CGTGAGTTTACACTGTT
CGTGAGTTTACACTGTTG
CGTGAGTTTCTGCTTTGG
CGTGAGTTTCTGCTTTGGGTGAT
CGTGAGTTTCTGTATTGTTCTCCT
CGTGAGTTTCTTGGTTTGA
CGTGAGTTTGGAGGCGG
CGTGAGTTTGGAGGCGGG
CGTGAGTTTGGAGGCGGGTGAGGTGG
CGTGAGTTTTGGAAACCACT
CGTGCCGTTACTCAGAG
CGTGCGCTTGTGGGAAG
CGTGCGGACCACGCAG
CGTGCGTyggggegegggegcggyg
CGTGCGTGTGGGCCTGGGGGTGGCC
CGTGCTGTAGCAAGAGAG
CGTGGAAGGACAGAATG
CGTGGACGAAGAAGCAG
CGTGGACTGCCGGGCAG
CGTGGAGCAAGACAGTG
CGTGGAGGAGGGACAGCG
CGTGGAGGTGGCCTTCCT
CGTGGCAGGACTCACAG
CGTGGCGAACCTGGCAGCTGCG
CGTGGCTATCARATTG
CGTGGGACCAGGCARG
CGTGGGATCAACTGGA
CGTGGGGCCACTCAGCA
CGTGGGTACCCAGTAGCG
CGTGGGTGCTCCCAAGCCTCAGCTG
CGTGGTCATGTTGGAG
CGTGTCAAGATTTGTCGG
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CGTGTCGGCTATCATCAA
CGTGTGGACCCGCCCGAG
CGTTAGTATCAAATTCTTTA
CGTTAGTATCAAATTCTTTATCA
CGTTGAGCCGGCGGGAGG
CTAAAAAAGGATGTTGAG
CTAARACGGGTGTCAG
CTRAAGGATTTTGTGAC
CTRAAAGGCGGGCAAAAG
CTAAAGGGACAAAGAGAG
CTAAATTGAATCTGACTG
CTAACCCACTTACCCAG
CTAAGRAGACAGCTTGAACCTAG
CTAAGCTGGGAGATGATA
CTAAGGACAAGGCAGTGG
CTAAGGGACCTGGCACAG
CTAATCCTGGAGCATGACAC
CTACAACACGGTCGTCG
CTACAATGAGGCTGTCAG
CTACAATGTTGGCTCAAG
CTACACCACCAACAAG
CTACAGAGTGTTGGGCAG
CTACAGGACGCACACAG
CTACAGGACTGCTTCAAG
CTACATCAGCTTCCAG
CTACATCCCATTGGACAA
CTACATGGCATGCTGCGG
CTACCACCTGGAGACACG
CTACCCACCAGCTGCACCAG
CTACCCAGTTGGAACAG
CTACCTGAAGGGAGTCG
CTACGAACTGCAGGAG
CTACGACGAGAACCGG
CTACGATGGACATGGAG
CTACGCGACTTGAAACAG
CTACGTGACAGACTATT
CTACGTGGGTAAAAGAA
CTACGTGGTAACTCAG
CTACTAGAATACTGCAA
CTACTCCTGGCCATCATG
CTACTCTGAGGAAGCCTCG
CTACTGAAGARATGTTG
CTACTGAGAARGAATGCT
CTACTGGGCACTTGCAG
CTACTTAGCTTTCCARAG
CTACTTCTTTCTTAACG
CTAGAAGGACTAGGAGAG
CTRAGAGGCGTTGGAAG
CTAGGAGTGGRAGAGGAG
CTAGGGCTAGCGGCCATG
CTAGTCAGGACGCAAAG
CTAGTGGACTGCATCAAGCA
CTAGTGGTCATCCTGAAG
CTATAGGGGAGGCTTTAG
CTATGACGACGTGGACAT
CTATGGACAGGAGGCAG
CTATGGATGGAATGTCAG
CTATTGACGTTGACCTG
CTCAACAAGATCTTCGG
CTCAACAGGACGGAGCAG
CTCAACCTAGGTCTGCAAG

40/166
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CTCRAAGATGGACGAATGG
CTCAAGGAATTTCTGGTG
CTCAAGTGCCCCTCTCCT
CTCAATGCTCGGACACAG
CTCACAGCCATCAGTAAG
CTCACATTCGGATTCTGG
CTCACCGTTGTCCTGCTG
CTCACTTGCGGCCCTTGGGCACT
CTCAGAGGAAGAGGTGGGA
CTCAGAGGAAGAGGTGGGAG

CTCAGAGTCAGATGCAGG

CTCAGCGGAGACAGATCAATGAG
CTCAGCGGGCCGAGGAG
CTCAGCGTCTGGAAGAG
CTCAGGACTACATCATCACCC
CTCAGGGCTGGGCAARAG
CTCAGTGGGACAACAG
CTCATATTCTGGAGCAG
CTCATCACACATATCTGT
CTCATGGATAAAGAGACG
CTCATGTCAGAGGCACCG
CTCATTGAAGAACTTGTCTGG
CTCCAGGACAAAGGACTG
CTCCAGGGCGTGTTTTTG
CTCCATCAGATGCCCAG
CTCCATGGGCTGGCATG
CTCCCAGGACGCATGAAG
CTCCCAGGGACTTGCAG
CTCCCGCAGATCTCCCAG
CTCCCTTCGTTGATCTGA
CTCCGAGCAGAGCTCAA
CTCCGCAAGAAGATCAA
CTCCGCCAGGAACTGCAG
CTCCGGAAGCAGCACCA
CTCCGGCAGTGGARAGAG
CTCCGGCTGGGGCGCGTG
CTCCTCGGGCTCAGTGG
CTCCTCTTGCAGACAG
CTCCTGAACTCTGAGAAG
CTCCTGAACTGAGCTGTG
CTCCTGAAGATTGCTTGT
CTCCTGGAAGACCCTCAG
CTCCTGGAGGAGCTCGG
CTCGAACTCCTGGCAGAG
CTCGRAGACTGGCATGAG
CTCGAAGAGCAGAACCG
CTCGAGATGAACCCGGG
CTCGAGGACAGACCAGC
CTCGAGGGCAAGACCGGCT
CTCGATCCAAGCACTGCA
CTCGATCGCCCTGGGCAAG
CTCGCCGATTTGCCCAG
CTCGCGAGGACCTCTCAG
CTCGGAAAATGGCAGAA
CTCGGACACAGCAATG
CTCGGAGAATGGGCAG
CTCGGAGACTGGATTCAG
CTCGGAGCAGCAGCCAG
CTCGGAGCAGCCATGATG
CTCGGAGCTGCGATCGG
CTCGGAGGACCTAACAG
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CTCGGAGGAGGAAGTAG
CTCGGATTGGGTGTICAAG
CTCGGCGACTTGGTGTG
CTCGGCGCTGACCAGGG
CTCGGTACGGCAGAAGG
CTCGGTACTGAATTATAG
CTCGGTGAGGAATGCAG
CTCGGTGGAGACAGCAG
CTCGTCARAGATCCCAA
CTCTACACAGGGCTGAAG
CTCTACGCTGCTGCCGGG
CTCTACTGTCGACTGAAG
CTCTAGGACTTGCATG
CTCTCAGGAAGGTGGAAG
CTCTCAGGACAGGACGTGGG
CTCTCCTGGGATATTCA
CTCTCGCAGATGATCAAG
CTCTCTGGCCTTGCAAAG
CTCTCTTATACACAGCAG
CTCTGACATAGTAGARAGG
CTCTGACTCGGAGGGCG
CTCTGATTIGGATACTTGG
CTCTGCCATGTICGTGAAG
CTCTGCTGTCATCGGAG
CTCTGGACATGCTGAAG
CTCTGGCRAGCTGCTGAG
CTCTGGCCCAGGCAGTCA
CTCTGGGATCTCACAAC
CTCTGTGAAGGTAGAAG
CTCTGTGCGGCTCCAAAG
CTCTGTGTGCCATGGACGG
CTCTTCGAGGAGCTTGGCAA
CTCTTCTACCTGCTCCAG
CTCTTCTGTCTGACATG
CTCTTTAGTCGGAARATTTG
CTCTTTGARACAGATGCTG
CTGARARAATGCCGCAG
CTGAAAACTTACATTATG
CTGAAAGAGGAGACAGAA
CTGAACACCAGCAGAGAG
CTGAACAGGACAGAAAG
CTGAACAGGCTGAACTCT
CTGARCTGARAGATCCCAG
CTGAACTGGGAGAGAAG
CTGAAGAACCAAGCTTG
CTGRAGAAGCTCTTAAG
CTGAAGACGGCGGAARA
CTGAAGACTGTCATAG
CTGAAGATCCTGCAAGAG
CTGAAGATGGAACTGARG
CTGAAGCGGATACTCCAG
CTGAAGCGGGGCCTGAC
CTGAAGCTGGATAAGAAG
CTGAAGGAAGTAATGAC
CTGAAGGACAACTTGGGCG
CTGAAGGAGAGTCTACAG
CTGAAGTATGGGCTCAG
CTGAAGTCCTGTGCCAG
CTGAAGTGGAGATGCAG
CTGAATGGACAAGACA
CTGAATTGTTTGGATCAG
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CTGAATTTCGGCACCTG
CTGACAAGAACGAGCGG
CTGACRAGAATGAGCGA
CTGACACGGAGAACATG
CTGACAGAGGCTCAGAG
CTGACAGCAGAATCCCAG
CTGACAGCGACTGCATTG
CTGACCAGCAGTACTTG
CTGACCAGGGCACTCAG
CTGACGAGGAARACTGCG
CTGACGGAGAAGCACAG
CTGACGTGTACTTTAAAG
CTGACTCGGCTGGCCCAG
CTGACTTCAAGATCCAGT
CTGACTTCGACGCTCAAG
CTGAGRAAGTAGAGACTG
CTGAGAAGGACGGGCAG
CTGAGACGAGAGAATGG
CTGAGAGGCTAGAGARAG
CTGAGATCTGTACTGCTA
CTGAGCGTGTGGACAGA
CTGAGGAAGCCARARAG
CTGAGGACGAGGAGATG
CTGAGGACTACATTAAG
CTGAGGACTACGATCAG

.CTGAGGACTTAGCAGG

CTGAGGAGTCGGAGTGT
CTGAGGATGAAGAAGATG
CTGAGGATGTCCTGGAG
CTGAGGCTGAGCCGGAG
CTGAGGGCCCAGGCRAG
CTGAGGGCTGGGAAGAAG
CTGAGGTGGAGAGTGAG
CTGAGTACATCGAGACG
CTGAGTGGACGCAAGCGG
CTGATACACTCCAAGCG
CTGATCCGGGCGTTTAG
CTGATCGAGCAGATTGG
CTGATCGCAGTCCGGAG
CTGATCTGCAGATTCGG
CTGATGAAGGCTGACAG
CTGATGAAGGTTGGGCAG
CTGATGGACGGGCCCAAA
CTGATGGTTCAAGTAGAG -
CTGCARAGARAGGGACTG
CTGCAAGGAGTGTGGCAA
CTGCAAGTCAAGGACAG
CTGCACAAGACTCAGG
CTGCACACACACCAACAG
CTGCACCAGGACTARAG
CTGCACCTGCTGGACCAG
CTGCACGGTCAAGAATA
CTGCACTCATCCTCGC
CTGCAGAGACTCTACCAG
CTGCAGAGCAATGACGAG
CTGCAGCCTCCTCTAGGG
CTGCAGCGGGACTTGCG
CTGCAGCGGGCTTGTAG
CTGCAGGACGCCCTAG
CTGCAGGACGGAGCCAG
CTGCAGGAGAGCTCAAG
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CTGCAGGATGTACCAGG
CTGCATCAGAGTGTGAAG
CTGCATCGTCATCTCAG
CTGCATGAAGAGCGTTG
CTGCCAGATTGTCAGCG
CTGCCATCGTCTGCTATG
CTGCCCCTCTCGTGTTTG
CTGCCCGGACGCTGGAG
CTGCCGAGAATTTGAGATGGGAAGG
CTGCCGATGACATCCTGG
CTGCCGCAGCCATTCAG
CTGCCGGCAGGGCCAG
CTGCCGTAGACAGGAAG
CTGCCTCCCGCCCCCG
CTGCGAGACTACGAGACG
CTGCGCACCCACTACAG
CTGCGCATGGGTTGTGAG
CTGCGGATGATGACATG
CTGCGGCAGAAATTTGAG
CTGCGGCATGAGATAG
CTGCGGGAGCTGGAGACG
CTGCGGGCACGGATGG
CTGCGGGGCAATGACAG
CTGCGGTGTGGTGGAAG
CTGCGTCAGGGTGCTG
CTGCGTGAAGGAGCTGA
CTGCTAGACTTGTTAAG
CTGCTCGGATGGAGGCAG
CTGCTGAACAAGACARAG
CTGCTGAGGACARAACG
CTGCTGCGAGGACCAAG
CTGCTGGAAGACCCACAG
CTGCTGGGAAGGGCACAG
CTGCTGGGATTCTTCGT
CTGCTGTCCACAAAAGCA
CTGCTGTGTCGGAGGAG
CTGGARAAAGAAGCTGAG
CTGGAAACTGAGCAGAG
CTGGAACAACATGCTGAAACTGG
CTGGAACGCTTGGCATT
CTGGAACTGCAGGCCAG
CTGGAAGAATTGCCCGG
CTGGAAGATACGGCCTG
CTGGAAGGATCGAACAA
CTGGAAGTGGAAGGAGGA
CTGGAATGTTGTGGGAA
CTGGRATTGGAACGGAG
CTGGACAACAAAGATAAG
CTGGACAACGAGACCAA
CTGGACAAGACTACAAG
CTGGACAAGCACCGGCAG
CTGGACAAGGAATTGAAG
CTGGACAATCGGACAG
CTGGACACAGATGGACAA
CTGGACACGTGCAGGCTG
CTGGACACTGTCAGCGG
CTGGACAGCGGCGATTG
CTGGACAGGATGCACAACAG
CTGGACCAAATGAGCAT
CTGGACCAGAAGCACG
CTGGACCAGATTTCTAG
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CTGGACCATGTACTGCTG
CTGGACCCTTTAGAAG
CTGGACCGAARRAGARAG
CTGGACCTGAGGATTG
CTGGACCTGCACRAGAG
CTGGACCTGGCCAATGAG
CTGGACGAGCAGGGCAT
CTGGACGAGGAGAGCAA
CTGGACGAGTACACGGG
CTGGACGTAATGGACGG
CTGGACGTGATGGAGCAG
CTGGACGTGGAGAAGG
CTGGACTATGTACAAAAG
CTGGACTATTAGCGAGG
CTGGACTGACAAGAGTT
CTGGACTGCAGGGAGA
CTGGACTTGCATTGAG
CTGGACTTGGATGGGAG
CTGGAGAACGGGCAGCGG
CTGGAGAAGTATGAGCAG
CTGGAGACGCTACTCG
CTGGAGACTATAGTAG
CTGGAGACTGGACCGCAG
CTGGAGATGAAGAGACG
CTGGAGATGCGACAATG
CTGGAGCAAGTGCTGAAG
CTGGAGCATGATGAGCACTCT
CTGGAGCCGACAGACG
CTGGAGCCTGAGAGCAG
CTGGAGCTCAAGGGTCAG
CTGGAGCTGAGTCGCACCA
CTGGAGCTGCAGACGCG
CTGGAGCTGGGCTATGG
CTGGAGGAAGAATTTCAG
CTGGAGGAGGAGGCCAAGAACAAG
CTGGAGGGCATAGATGG
CTGGATACAAAGAGAACTACACAAG
CTGGATAGGGATGTGGG
CTGGATCAGTTGCTICAG
CTGGATGAAGATGTGAAG
CTGGATGATGTAGCGCAT
CTGGATGGCAGAAGCAGAG
CTGGATGGGGAAATGCG
CTGGCAGCCCTGGCCAAG
ctggcagtggatataag
CTGGCAGTGGTTGGARAG
CTGGCATTCTACTCTAG
CTGGCCTCAAGACTGGTG
CTGGCCTCTGACGAGCAG
CTGGCCTCTGATAAAG
CTGGCCTGGAGCAAAACG
CTGGCGCTGTGGTGCAG
CTGGCGGAAAACTGCAG
CTGGCGGAAGGTCTCAG
CTGGCGGCTCAGTCTA
CTGGCTCTAGACTGGTG
CTGGCTGAGAACAGCAG
CTGGCTGAGTGTGAAAG
CTGGCTGCAAATTTACAG
CTGGCTGCAGAGAGCAAG
CTGGCTGCCAGGARAGAAG
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CTGGCTGGCTTCGAAAG
CTGGGAAAGATATAAG
CTGGGAAGACACTCAG
CTGGGAAGACGTTGGCG
CTGGGACGGAGTGGACAG
CTGGGAGGCGTTGATAG
CTGGGAGGTGCAGACAG
CTGGGAGTGACCAAGCG
CTGGGATCCAARAGACAG
CTGGGCAGGAAGACTGAG
CTGGGCAGGTGGTGACG
CTGGGCATACGGCAATG
CTGGGCGCACGGACAG
CTGGGCTCAGAGACTAG
CTGGGCTGCAGACAAAG
CTGGGCTGTGGCTTCARAG
CTGGGGAAGGACATAAAT
CTGGGGAGGACATGCAAG
CTGGGGAGGTCAGATTGG
CTGGGGAGGTGTTGAAG
CTGGGGCTGGCACGGAAG
CTGGGTTGGAGCACAGAG
CTGGTACCTAGAGACAG
CTGGTAGAAGTCAGTCG
CTGGTCGAGGTGGGCAGG
CTGGTGGACGTCAGGAG
CTGGTGGAGAAGCAGACA
CTGGTGGAGCGAAGGAG
CTGGTGGATAAGATTG
CTGGTGGCTGCAGCCGT
CTGGTGGGTGATTGCG
CTGGTGTACGAGGCAG
CTGGTGTGCATCCCTCTG
CTGGTTGGAGATTAAAG
CTGGTTGTTGTAGACGAG
CTGTRAACTCGGCTGAAG
CTGTCAGGCTGCGAGAG
CTGTCAGTGGAAGCAAG
CTGTCATTCTGTTGAAG
CTGTCGGTGGAGAAGAG
CTGTCTGTTTGGCTCAG
CTGTGAGAAGAAGCGG
CTGTGCTGCAGAGGAAG
CTGTGGAAATAARAGCACG
CTGTGGAGAAGGATGAG
CTGTGGAGCTCGTAAAG
CTGTGGTCATGGTAGAG
CTGTGTGGACGCAAAG
CTGTGTGTGTAGGAGAT
CTGTTCGACGGGCAGAGC
CTGTTGGACTGTGGCATTTG
CTGTTTGARACARAGGGCTG
CTTRACCAGGACACGAG
CTTAAGATGGGAGTGGAG
CTTACACGTAGTTGCT
CTTACCTGAACTTGAG
CTTACTATGACTGATCCT
CTTAGGAGGTCCGGGC
CTTCAACCCCCAAAGCAG
CTTCAAGTTGCTGCGGGG
CTTCACCTTCCTCAACCA
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CTTCAGCATCGTCCGAG
CTTCCACGACCCGCCAG
CTTCCCCTGGAGCGTGG
CTTCCCGTTCATCCAG
CTTCCCTCACTGGACTCG
CTTCCCTGGTGTGTCAG
CTTCCGGACTCTTTCAAG
CTTCCTCTGTGGGTCAG
CTTCCTGGCTTTACAAG
CTTCGACACAGGTGGAG
CTTCGGAAGCAGCTGAG
CTTCGGACCAAGGAGAAG
CTTCGGCTCGGATCAG
CTTCGGGCCGGAGGAAG
CTTCGTCAAGGGCAAGATACAC
CTTCGTGATCTGCAGAAG
CTTCTAATGAGGGGCAAG
CTTCTACCTGCTCCTGG
CTTCTACTTTTCTTTGCACATAG
CTTCTGAAGAATGAGCA
CTTCTGGAGTTGGCAAG
CTTCTGGGTCGGAGAG
CTTCTTGTCGGATCAGG
CTTCTTTGCCAAGTCAG
CTTGAACCCTCTCTACAG
CTTGACTTTCCCATTCA
CTTGAGAAGAGCTCAGTG
CTTGAGAAGGAACTGAAA
CTTGAGTGAGTTCAGTGCCC
CTTGATGAGCTCATGGAG
CTTGATGAGTTGGAGGAG
CTTGCCGGTTTAGGATG
CTTGGAAGTAGCTGGAG
CTTGGACCTGCGGCAG
CTTGGTGGCATGGACAG
CTTGTAGAGAGATTGCA
CTTGTGAGACTGGTCCAG
CTTTACCTTGCAGACTG
CTTTACGTCAGAGACTGGCATG
CTTTAGAGGAGGATCTG
CTTTAGTCGGAAATTTG
CTTTATCCCCGTTGGAAG
CTTTCATTCTTTGGACAT

 CTTTCCACGCCGGACAG

CTTTCTGCAGCGGAACG
CTTTGCACGGGACCTGGG
CTTTGCGGTGGAGGAGACG
CTTTGGACCAGAATATGAG
CTTTGGATCGTGCAGAG

" CTTTGGGCGGGACAAG

CTTTTAGGCCTIGTTCAG
CTTTTGATGGACAGGAG
CTTTTGCGGCACTTGGAG
CTTTTGGCGAGAACTAC
CTTTTTTGITACTCTGG
GAAAAAAGCAGAACTACTTA
GARAAAAAGCAGTCGAGATG
GARAAAGTTGGGACTAG
GAAAAATGGATCTTAGG
GAARAAATGTCTTGCTGGG
GARAACCAGCATGTCAG
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GAAAACGGAAAACTCCAG
GAAAAGCAGACTGAAAG
GAAAATCGAGCTGGACG
GAAAATGGAATTGTAAG
GAAAATGGCTGAAACG
GAAACGGACCCGCAGAG
GAAACGGAGAGGCGGCG
GAAACTAAGTAGTGGACA
GAAACTACAGACCGACAG
GARACTGGAGAGGTAGAG
GABACTGGCAGAAATGA
GAAAGAAGAAGAGAAATG
GAAAGAAGGGGGACAAATTGCG
GAAAGAATAGGGCACAG
GAAAGACCTTCTGAGAAAA
GAAAGACGATGGACAA
GAAAGACGGGATAATGA
GAAAGACTCTGGGATGG
GAAAGCCATTGGAATAG
GRAAGCGTCAAAAGCAAG
GARAAGCTCGAGCCAGGCTGTG
GRAAAGGACAGGACGAAG
GAAAGGGATGATGCAA
GRAAGGTCGTCCTCCAG
GAAAGTCGTCAACAAG
GAAATCTCCATGGTCCAG
GAAATGTTGGATTTGAA
GAAATTCCCCAGCACAA
GBRAATTGTAGATGGAGG
GRACAACCGGACCACAG
GRAACAACTCGGACAAG
GAACAAGAGCTGCGATG
GAACAAGATCGCTTTGGG
GAACACGGTAGATCTA
GAACAGAAGAGCTTGCG
GAACAGACTTAGCTAATG
GAACAGCGACATCGAGAA
GAACAGCTGGAGACATG
GAACAGGAGTGGGACAAG
GRAACAGGCTTCGAGAAC
GAACATTGATGTAGAAG
GAACATTGTTGTTGGAG
GAACCAAGTACTGGGAG
- GAACCAGAGATCGCAGGAG
GAACCTCGGAGACCAGCA
GAACCTCTGCAGAARAGAACTG
GAACGAGCTGGAGACA
GAACGAGGAGGATGAAGG
GAACGAGTGCGGGCTG
GAACGCGCGCTCCAGAGA
GALACGCTGTGGGAGAG
GAACGGAACAGATGAAG
GAACGTTGACATAGAAGG
GAACTCATGCGCAGATT
GAACTGGAGAAGCGCAG
GAACTGTAGCGGATCTAG
GAACTTCCAGCAGCCGGCGGACG
GAACTTCCTACAGAAAG
GAAGARACCAAAGCTGAG
gaagaaAGATAGAGGACG
GAAGAACCTGAGTTAAG
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GAAGAAGACAATGAGACG
GAAGAAGGCGCTGCAACTCG
GAAGAAGGCTGCTGAT
GAAGAAGGCTGGTTGGGAAG
GAAGAAGGTGGAGGACAG
GAAGAAGTCAAGGAAGAAGGAG
GAAGAAGTTGGATCCG
GAAGACAAAGTGTAGGAG
GAAGACAAGACGGACAAG
GAAGACACTTTCAGACG
gaagacagctctgtag
GAAGACCAATGGGGACCAGGCATCCT
GAAGACCGGGATCTTAG
GAAGACCTAGTAGAAGAGGTG
GAAGACGCAGGCTTGAG
GAAGACGCCGGTGTATG
GAAGACGCTGGAGACAA
GAAGACGGAGAACTGG
GAAGACTGCGGAGAAG
GAAGACTGTACATTTCT
GAAGACTGTCTARAACAAG
GAAGACTGTGAGGCAG
GAAGACTTGGTTTGATAA
GAAGAGAACTGTTTCAA
GAAGAGACAGARAACGAATG
GAAGAGACCTGGAGCCGACAGACG
GAAGAGACTGGGGCAGG
GARGAGATGGATTGGCT
GAAGAGCTGCCGAGACG
GAAGAGGAGGATGGCAG
gaagaggatgaagaagGTGAAG
GAAGAGGCCCAAGGACT
GAAGAGTGCTGGGACTGT
GAAGATCAAGCTGGAG
GAAGATGACAGGATCTCA
GAAGATGAGGAGATGCCTGAG
GAAGATGCAGATGGACG
GAAGATGCTGGAAACAA
GAAGATGGCAGCTGTTTG
GAAGATTTTATAGTGGAT
GARGCAAACGGATTTTGA
GAAGCACGTGGGGCCAG
GAAGCAGATCGAGAGCAAG

——~GAAGCAGCAGCGGACCA - - —-

GAAGCCAAGCGGTCTICTG
GAAGCCAGTACTCTGAG
GAAGCCGGAAGCAGAG
GAAGCGGAAGCTGAAG
GAAGCTCGTCGACGAAA
GAAGGAAGACAATTGGG
GAAGGRAGTAGAAGATG
GAAGGAATCGTGGAGCAG
GAAGGACAACTTGGGCG
GAAGGACATACAGCATG
GRAAGGACGGCCACTCAG
GAAGGACTACAGAGAG
GAAGGAGACGTCGGAGAA
GAAGGAGACTCTCAAG
GRAGGAGACTGGGATAAG
GAAGGAGAGCCAACAGA
GARGGAGATGARAGTAGAG
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GAAGGAGCTGCGACAAT
GAAGGAGGTCGGCTACC
GAAGGAGGTCGTACAG
GAAGGAGGTGAAGAAGGAG
GAAGGAGGTGTGCGACGC
GAAGGATCTAATAACCA

GAAGGATCTCTGGAATGATGG

GAAGGATGCGCAGAGATGG
GAAGGCCAAGGGAATCAG
GAAGGCCACCCATTCAG
GAAGGCCATCCATTCAA
GAAGGCCATGTACTCG
GRAGGCCTGGGCTGGCG
GAAGGCGAGCAGTTCTG
GAAGGCGCTGCAAGAG
GRAGGCGCTGGACAAG
GAAGGCGGTGGTGGGGGARA
GAAGGCTGCGGAAAAG
GAAGGCTGCTGTTGGAG

GRAGGCTGGGCAGGTGGTGACG

GAAGGCTGGTTGGGAAG
GAAGGGARAAGACACCA
GAAGGGCCTACATGAGT
GAAGGGCTCTCTGGCAG
GAAGGGGCAGTCAGTAG
GRAAGGTCGGAGTCAACGG
GAAGGTGACCGGGGACCGAG
GAAGGTGACGGGCAAG
GRAGGTGGACGGAGAG
GRAGGTGTCCAGTGCAG
GAAGGTGTCTGAGTTTG
GAAGGTTTGACTCGGAG
GAAGTAGGCACAGAGCAG
GRAGTTGAGAACGAAG
GAAGTTGGCTGCGTTAATG
GRATRAACACGGACTACAC
GAATAGAGACCACCGAG
GAATATATGGAAGATTG
GAATGAAGCTGCTGAG
GAATGACAGGAGCACAG
GAATGATATGATGGAAGAG
GAATGCAGGATGGAGAG
GAATGCCGTGGACAAT

- -GAATGCGGCGACTGATG ——
GAATGGACATAGTTTAG
GRAATGGCGTGTAAACTG
GAATGGGCTGAGAAAAG
GAATGTACCCTTGGACAA
GAATGTCCGCCACCTTG
GAATTTGCCCgggctg
GAATTTGTGACAAGAGTG
GACAAACACGGACGGCAG
GACARAATACGTGGGACAG
GACAAGAGCGGAGGCCTGG
GACAAGCCTATAGAATCG
GACAAGGAGTAGGAGTCG
GACAAGGCGGGCTCAG
GACAAGTATTTCGGCAGT
GACAATGGTACAATCTCA
GACACAGCTTCCATTCG
GACACCTCTGATCAAG
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GACACGGCAGCGTAGARAG

GACACTGAACATGGAGGCAGCCAG

GACACTGCAGACAGACG
GACAGAAGCGGACCCAG
GACAGACACAGATCCAG
GACAGACACTTCTGATG
GACAGATTGCAGTGTGTA
GACAGCARACCCTTCAG
GACAGCAATGGACCGAG
GACAGCACGAGCACCCCC
GACAGCCAGCCCTTCAG
GACAGCGACATACTGAAG
GACAGGACGTGGGAGGTG
GACAGTGACAAAGGACGG
GACAGTGACAGTGAACAA
GACAGTTGGARAGATGGAG
GACATCTGACAGTGAG
GACATTGGCGAGACCCGGGG
GACCAGAACTACGGCAT
GACCAGCCCAGTTTCAG
GACCAGGATGGAGGAG
GACCATCAATAATACAG
GACCCAGAGAAGGAGACA
GACCCATCCTTGAAGAAG
GACCCCAACCCGAGCAG
GACCCCCAGGCCCACAG
GACCGAAGGCTGTTTGT
GACCGAGATCGTCAACAG
GACCGCACTGCGAGARAGG .
GACCGCCGGATACTTGCT
GACCGGACAAAGAGGAG
GACCTGCCCACGGCCAT
GACCTGGACCAGTGACG
GACCTGGACCTGGAGCT
GACCTGGATGGAGACG
GACCTGGTGGACGACATG
GACGACGAGAAGCTGT
GACGACTACGAGATAA
GACGAGAGGGGGACCAAG
GACGAGCAGGCCTGTG
GACGAGCGGAACCGACAG
GACGATGATGCACTCG
GACGATGCGGACACTG

-GACGCGGTGGAATGGG e -

GACGGAAGCAGATTTAAG
GACGGACAGGTGCAAGTA
GACGGAGAAGAGGTGTCG
GACGGAGAGGAAAGCG
GACGGAGCCGGAGGATG
GACGGATCCTTGAGATG
GACGGCCACCACTGGACG
GACGGCGGCGGAAGCG
GACGGCGTGGGCGTGG
GACGGCTGCAACCACTG
GACGGTGGATCTCATCAA
GACGTCTGGATGTTCG
GACTAGATACGATGTTG
GACTCTCAGGACAAAGCAG
GACTCTGGGAGCACGCA
GACTGCACAGGGCATGGA
GACTGCCGGGGAAGTGG
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GACTGCTAGACAAGACG
GACTGGACGGTGCATAG
GACTGGATGCAGAGCATG
GACTGGCTACAAGAGCGAT
GACTGGGARAGAAAGGAG
GACTGGGATTTAGAGGAG
GACTTGATCATCCCTCAC
GAGARAATGGATTGGAG
GAGARACCGGAGGCAGATGGAG
GAGAACAAGTATAGCAG
GAGAACACGAGCTTGAAG
GAGAACGAAGGCGGCCAG
GAGAACGAGCTGAAGAAG
GAGAAcgcggccgecgg
GAGAACGTCCGCGCCAAG
GAGAAGAAGGCTGCTGAT
GAGAAGAGGAACCCGCAG
GAGAAGATCATCTCTGC
GAGAAGCCCAGGATCT
GAGAAGCTGCCCAATGA
GAGAAGGAAGTAGAAGATG
GAGAAGGAATGGCAGAG
GAGAAGGAGGACCGCG
GAGAAGGCCATGTACTCG
GAGAAGGCGCTGAGGAG
GAGAAGGGGCTGATAG
GAGAAGGTCGACATCTG
GAGAAGGTGGTGATCAAAGG
GAGAATCACTGAACAG
GAGAATTAGAGATCAGT
GAGAATTTCGTAGGCAG
GAGACRAGGAGAAGCTG
GAGACAGGATCGTTGCG
GAGACAGGGCGTGGAG
GAGACAGTTGGAAGATGGAG
GAGACATCGGACTGCAG
GAGACCCTGAATGGCAGCCAG
GAGACCGAGACAACAAGAAG
GAGACCTTCCGGGAGAA.
GAGACGACTGCCGGCAG
GAGACGTCGGACTTCACG
GAGACGTGCAGAAACAT
GAGACTCTGGATGACGAT

_GAGACTGATAGCAAGGAG
GAGACTGCAGCAGAGGCG
GAGACTGGGCTTTTAAC
GAGAGARAGGCGAGAAG
GAGAGAAAGGCTGGRAGACGAG
GAGAGAAGATGACTCAG
GAGAGRAGATTGTAGAG
GAGAGAAGCGAGCCCG
GAGAGACGGACACCTCG
GAGAGACTAGAGRAGAG
GAGAGAGACTCGGAAG
GAGAGCCATGRACGGAGAG
GAGAGCCGGCTTGCAG
GAGAGCTGGCGAGCRAG
GAGAGGATAGTGAGCAG
GAGAGGATGGACGARAT
GAGAGGATGGTGTGGAG
GAGAGGCACTTTAGAG
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GAGAGGCCTGCCTCCAGGGC
GAGAGGCTGCTGCACTgg
GAGAGGGGCCAGAAGAAG
GAGAGTACACAAGGCCAG
GAGAGTAGAGACACCAG
GAGAGTGCGGAGGAGAG
GAGAGTGTGGACGGAGAG
GAGATCCAGCAGATCCCG
GAGATCCAGGACATCAA
GAGATCGCAGAGATCAA
GAGATCGGCTAGGAAARG
GAGATGAGCTTATTGAG
GAGATGCGGGAGGAAG
GAGATGGACTTGCCATG
GAGATGTGGAAGACAGT
GAGATGTTGGTATGCAG
GAGATTGAAGAGAAGG
GAGATTGAGAACTATG
GAGATTGGGTACTTAATG
GAGATTGTGGACTGTGACGG
GAGCAAAGAGGTCTGACTGAG
GAGCAAAGGTAAACCCAG
GAGCACGGTGGACTGAT
GAGCACGTCTAGGGCAG
GAGCAGAACCTGGATCA
GAGCAGCCGTCGGCAGG
GAGCAGCGACCATCCAG
GAGCAGGACTCGGTGRAG
GAGCAGGATTATGTAGC
GAGCAGGGGCTGGTCAG

‘GAGCAGTAGATTTCCAG

GAGCATTGTCAGACAG
GAGCCAGAGACCAAGTG
GAGCCCCCAGCGAGGACG
GAGCCCCGCACCCAAAG
GAGCCCGGCGACGAAGAG
GAGCCCGGCTTTGAACAG
GAGCCGAAACTGAGCAAGAA
GAGCCTGGTGTCGCGG
GAGCCTTGGAGGAGGCG
GAGCGAGGACTGCGAGTT
GAGCGCATCGTGTACAG
GAGCGCTGCGGACCGAG

_GAGCGGCGACTGGCAG .

GAGCGGGCAGCGGAGGAG
GAGCGGTAGCTGGTCTGGCG
GAGCGTGGTGCAGGAGCAG
GAGCTACAGAACGAAAG
GAGCTACGAGAACGAGG
GAGCTGCAGAGGAACAG
GAGCTGGAGGACGTCCG
GAGCTGGAGGATGGAGAG
GAGCTGGAGTCCGAGAG
GAGCTGGCAAAGACGCTG
GAGCTGGCACAGTCGGAG
GAGCTGGCTGGATGTGAGATG
GAGCTGGGCCCTTCCCTG
GAGGAAARAGCTAATTG
GAGGAACACGGTAGATCTA
GAGGAACCTTCGGCAGCTCAG
GAGGAACTTCTAACRAAAA
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GAGGAAGAAAGGGAGATG
GAGGRAGAACTCCACGG
GAGGAAGAAGACCCCACG
GAGGRAGACAGAATCCAG
GAGGRAGAGAAGCATCG
GAGGRAAGAGRATGCATCAG
GAGGAAGAGCTGGAGAAGGAG
GAGGAAGGAAAGAGCAG
GAGGAAGGAGAGCCAAG
GAGGAAGGCAGCAGTGCAG
GAGGAAGTATCTCCAG
GAGGACAACAAGTTCAA
GAGGACAATGAGAAGGAT
GAGGACACCAGAGCAGC
GAGGACAGARACAAGAG
GAGGARCAGACAGTGCCAG
GAGGACAGATTCTTAAG
GAGGACAGCTGTGTAG
GAGGACAGGAGAGAGCGG
GAGGACAGGCAGGACAAG
GAGGACATCAGCAATAA
GAGGACATCGAAAGTCAG
GAGGACATTTTGGARAG
GAGGACCAGGCGAAGGAAG
GAGGACCAGGCTGCCGT
GAGGACCATGCCTGARAG
gaggaccggaggagag
GAGGACGAAATCAAACAATG
GAGGACGRAGACCAACAG
GAGGACGACGGTGGAG
GAGGACGCTGGACAAG
GAGGACGGAAGAGAAG
GAGGACGGGAAGCCTG
GAGGACGGGCAAAACGG
GAGGACGTGGGACCAGGCAAG
GAGGACTAACAGGGCAG
GAGGACTATTACAAAG
GAGGACTGACCTITTTTCC
GAGGACTGATAATGGAG
GAGGACTGCAAATCAAG
GAGGACTGCACAGTCATG
GAGGACTGGAAGACGAG
GAGGACTGGATGGARA

__ GAGGACTGTGCCAAGCAG .-.
gaggagaaaatggaAGTG
gaggagaaagtagagaaa
GAGGAGAAGCACTCTCAG
GAGGAGAAGCTGAAGGAG
GAGGAGAATGGTCTGAA
GAGGAGACTTCGATGAG
GAGGAGATCATCGACG
GAGGAGATGAGCTGCAG
GAGGAGATTGACACACTG
GAGGAGCAACGARATTC
GAGGAGCACGGTGGACTGAT
GAGGAGCCGGCTCAGAG
GAGGAGCTCTCGGCAG
GAGGAGCTGAGACGAAAAG
GAGGAGCTGCCTCACAG
GAGGAGGAAACATCTGGACAGG
GAGGAGGACCAGCAAAG
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GAGGAGGACCGCAGCAAG
GAGGAGGACTGGATCAG
GAGGAGGAGACCCGTAGGARACAG
GAGGAGGAGTTGCAGAG
GAGGAGGATGCCCTAG
GAGGAGGCCAAGAACAAG
GAGGAGGCGTGGAAGAG
GAGGAGGTCGAACAGAT
GAGGAGGTCTACTACAG
GAGGAGGTGATGTACTTATG
GAGGAGGTGGATCACAG
GAGGAGTGGGCTGCCAG
GAGGATARAGAGAGCAG
GAGGATAAGTGTTCAG
GAGGATACGGAATGCAG
GAGGATAGAAGCACTAG
GAGGATCACCGAGATG
GAGGATCGTGGCTACA
GAGGATCTAGGAGARA
GAGGATGAGAACAATAG
GAGGATGAGCAGCTGAAG
GAGGATGAGCTGAGGAG
GAGGATGATGCCGARAA
GAGGATGGAATTTGAG
GAGGATTGTTGTAGCAG
GAGGATTTGAGAGAGGC
GAGGCACAAGCAGCTCA
GAGGCACTATGTGATG
GAGGCACTGGAGAAGGAG
GAGGCAGCTGARAAAACA
GAGGCAGCTGGAACAAAG
GAGGCATGAAARATCCGGG
GAGGCCCTGGAGACCAG
GAGGCCCTGGCAGAGCAG
GAGGCCTGGACTGACG
GAGGCCTTAAARACAGAAGAG
GAGGCGAGAAGGTCCAG
GAGGCGGAGGACAACA
GAGGCTGACCACGGACAAG
GAGGCTGAGATGGAGAAG
GAGGCTGCAATCACATG
GAGGGAAACAGAATGAAG
GAGGGRACTGCGGAGCGG
GAGGGAATGGATATACA .. - - —
GAGGGACGTTGTGAAG
GAGGGACTAAGAGCAGA
GAGGGACTACACGGACAG
GAGGGAGAAGCTCTATG
GAGGGAGCGTAAGACG
GAGGGAGGTAAAGACAG
GAGGGATCATTGGAGAG
GAGGGATCTGCTGCAG
GAGGGCAAGACGTACAG
GAGGGCAAGATGGTCTCG
GAGGGGACGATTGGAATGACAG
GAGGGGACTGCTATGATAG
GAGGGGAGCAAGGACAG
GAGGGGTCGTGGCCGAG
GAGGGGTGTAARAGAG
GAGGTCAGCAGAGGGAAG
GAGGTGATGCGGGCAAG
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GAGGTGCTGCAGATGTG
GAGGTGGATGCAGATG
GAGGTGGCACTGAAGAG
GAGGTTGTGGACAAGAAG
GAGTACAAGATGGGCAG
GAGTACCTCACCGCAGAG
GAGTACTTCGTGTTCCGG
GAGTAGAAAGAGACCGAATGGACAAG
GAGTAGATCTCGGTCCAG
GAGTCCCACCGCCACAG
GAGTGATGGATGGACAG
GAGTGGACCATGGCCTT
GAGTGGAGAGTGTGGACC
GAGTGGCAAGARAGCAG
GAGTTAGAGAGAGGGATGGTG
GAGTTCTTTGTTGACTG
GAGTTGGAATGTATCAG
GAGTTTCGACCGGACG
GATARAGACGAGGACGAG
GATARAAGCGTGGGCAG
GATARAGTGATCAAGGAG
GATAAGTTTGGATTCAG
GATACGGCAGGAGGAACG
GATAGAGGACGAGAAA
GATAGCGGAGCTGCAG
GATAGCTGATGTGAAGAAG
GATAGGGGAGGAATTCAG
GATAGTATTGGATGAG
GATATACTAGGACGACCA
GATATATGGGCAGACAA
GATATCCTCCTGGCGGT
GATATCCTCCTGGCGGTC
GATATCCTCCTGGCGGTCC
GATATCCTCCTGGCGGTCCC
GATATCCTCTGCCCCTTG
GATATCCTTGGATTGGCCGTAGGGTG
GATATCCTTTTACTGGCTITTTCTG
GATATGACTGGCTTTCGG
GATATTCIGGAGGAGGAG
GATCAAGGAGAGACGGAT
GATCAGCGAGAGGCTCCG
GATCATGGGCTACAAAG
GATCCACAGCTACCTCAA

GATCCATCCGTIGTCTAG. .

GATCCGCTCCCARAAACG
GATCCTCATCGTCATCT
GATCCTCATCGTGGACTGG
GATCCTGCCCTGCCCTGG
GATCGAAACGCCATTAG
GATCGCCATGCCTACCC
GATCGCGAATGGGCAG
GATCGGAARAAGAATTTTG
GATCGGCATAGACCCAG
GATCGGGGCTGCCAAG
GATCTGGCGCATGAATG
GATCTTTGCTGTGCTGG
GATGAAAGAGACTGCAG
GATGAACTCCAGAAGATG
GATGAAGACGATCTGAG
GATGACATATAGCAAGGAACAAG
GATGACGGTGGCATTG

PCT/AU2011/000380

GATGACGTATGGGATAT
GATGACTGCATAGAARAAG
GATGACTTTCTGGGCAG
GATGAGCTAGACTGTG
GATGAGCTGCAGARAATG
GATGAGGACGGAGACAC
GATGAGGACGGAGTCAG
GATGAGGAGATGCCTGAG
GATGAGGATGCTGCAGTTGAT
GATGATGAGGACGAGGAG
GATGATGGAAGAGCAGGG
GATGCAGAAATTAGGCG
GATGCAGACCAGTGAGCA
GATGCGGATGCTGGAG
GATGCGGCCACTAATAG
GATGCGGTGGAGGARAA
GATGCTGCGGAGTGCTTT
GATGCTGGTGAAGATGG
GATGCTTCGGGATGGACG
GATGGAAGACGCGACAG
GATGGACACTCATCTTG
GATGGACCAGCAATACAA
GATGGAGAACGAACAG
GATGGAGAGAGCARAAA
GATGGAGGCTGTGAGAG
GATGGAGGTCGAGCTGAG
GATGGATATGAGCAGAC
GATGGATATGATGGTG
GATGGATGTGCTACAG
GATGGCACAGACGGACA
GATGGCAGAGCGCAGAG
GATGGCAGTGGAATCAG
GATGGCCTGCAATGAGAAG
GATGGCGAAGTCTGGAG
GATGGCGAGGATGAGAG
GATGGGACGTTTGCAAG
GATGGGAGCTTACAAATGGGAG
GATGGGAGGCATGGGCTTGT
GATGGGCACCAGGATCAC
GATGGGCCACGTGGAGA
GATGGGCTGAGTCGAG
GATGGGTCAACTGGAAG
GATGGGTGTCGGGACAA

.GATGGTGCAGAAGAAGAACGCG -

GATGGTTGTTCTAGCT
GATGTAGATGACAGAG
GATGTTGTGATCGTTGTG
GATGTTGTTGGATCAG
GATTAAGTTGGACAGAG
GATTCCAGTTCATGCAG
GATTCGGACTCGGACAG
GATTCGGAGTTAAAACAG
GATTCTTACAGTITGGTG
GATTGCCTACTGAATAAG
GATTGGAACTGTATTAG
GATTGGAAGCGAGACAG
GATTGGCTGAGCAGATG
GATTTCCTCAAGCTACAG
GATTTGCGGATGAAGTC
GATTTGTTGGGCCTTG
GCAAACATGAACTGCTG
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GCAARACTGGGCTTTTCT
GCRAAAGCACTGGCCTCG
GCAAAGGATGTCACTCGT
GCAAAGGTGAAGGACGRA
GCRAAAGTAGAACAGAARA
GCRAAAGTCGTCGTGCAG
GCAAATGAGCTCTCARAAG
GCRAATTCAGAAGCAG
GCRAACCCCAGCTGCACG
GCAACCGGGTCATCGAG
GCAACGGATTTTAAAGAG
GCAACGGGCACATGGGG
GCRAGAACAGCTGATGG
GCAAGAACAGTGCTGGG
GCAAGAAGGATGATATTA
GCRAAGAAGTGGAGAGTG
GCAAGACGAACTGCTGAG
GCRAAGACTGAGAAGATG
GCAAGAGACCGAATAG
GCRAGATCACGGACTG
GCAAGATCCAGAAGCTGAG
GCRAAGATGATGAAGATTG
GCAAGATGGACAGCAAG
GCAAGATTAAAGGATGA
GCRAGCGACTCAAGAGCAG
GCAAGCTGCTCTGARAAG
GCAAGGAAGACGCCGAG
GCAAGGAAGAGAAACTG
GCAAGGAGAAGCTGTTG
GCRAAGGAGAGTGGCTCG
GCAAGGAGGATGGCTCAG
GCAAGGAGTTGCAGCG
GCRAGGCAGAATGTGAG
GCAAGGGCTTCTTCAAG
GCAAGTCAGAAAGTAGCA
gcaagtcagtggtagag
GCAAGTGGACATCAACG
GCACAAAGGAGGACGTG
GCACAAGCAGAACTCG
GCACACGGGCCGCTGGG
GCACAGCCTCAGCAGGGCCAG
GCACAGGAGACTGAGAG
GCACATCACGTGGTTTG
. GCACATCCTTGGACTAAG. . "
GCACATTCAGTTGGACAG
GCACCAAGGTGGAGAACG
GCACCCGAGGAGGCCTG
GCACCCTGGGCATGACG
GCACCGACGCAGACCTGG
GCACCGGATGGCAGAGAA
GCACGACTGCAAAGAAG
GCACGGACTTCGGCAGAG
GCACGGAGTGGGCTGCAG
GCACGGGAGGAGAAGCAG
GCACGGTCTCGGATTCAG
GCACTCAGCCCCCAGCG
GCACTGAAGAGCGTGGAG
GCACTGCCTGGAGGACGC
GCACTGCGAGATCCGGG
GCACTGCGTGGCGAATGT
GCACTGGACTCCGGAAG

PCT/AU2011/000380

GCACTGGAGGCCAAGGCG
GCACTTCCCCGAGTTCAG
GCACTTCGAATGCACGG
GCAGAAAATGCTCCCAG
GCAGARAGAGCTGGAACAG
GCAGAACTCCTAAACAAG
GCAGAACTGGGAGGATGCG
GCAGAAGATCGCCCGG
GCAGRAGCGTCTCTGG
GCAGRAAGGCTGAACTCG
GCAGAATTGCTGGATAG
GCAGACAAAGAGAGCAG
GCAGACCGTGTCTCAG
GCAGACCTACATCAACG
GCAGACGGATATTTACT
GCAGACTATCGAGACAG
GCAGAGAATGCTGATTT
GCAGAGACTCAGTGATGG
GCAGAGACTCTACCAG
GCAGAGACTGTGABRAGAG
GCAGAGACTTACAGAACT
GCAGAGAGTGAGAACAG
GCAGAGCGCCGAGCTGG
GCAGAGCTCATAGCAGAG
GCAGAGCTGCGGAAGATG
GCRGAGCTGGARAAGAAG
GCAGAGCTGGCTGAGAA
GCAGAGCTGTTCATCTG
GCAGAGGAGGACGAAGA
GCAGAGGATATGGGAG
gcagAGGATTTGGTGGAG
GCAGAGGATTTGGTGGAG
GCAGAGTCGTCTTTCAG
GCAGAGTGGGACCAGAAG
GCAGATAGAATATGAAG
GCAGATCAGGGAGTGCAG
GCAGATCCAGAGCCTGG
GCAGATCGAGATCARA
GCAGATCGGAGAGAAG
GCAGATGACTGTGTAGG
GCAGATGGACACCAACAATGACG
GCAGATGGACACTGAG
GCAGATGTTGGCACTGCTG
GCAGATTATGACTCAGAG
GCAGCACCAGGACTCC
GCAGCACGCGGAGCCGAG
GCAGCAGGACATGATAG
GCAGCATCATCGCGAAG
GCAGCATCATCGGGAAG
GCAGCATCTTCGGTTGG
GCAGCCCTGCCAAGCTG
GCAGCCGCCCGGTCCAG
GCAGCCGCCGGAGCTCCA
GCAGCCGTGGGGACTGG
GCAGCCTGCGACCTGAG
GCAGCCTGGACTTCGAG
GCAGCGGAGATGTACGG
GCAGCTCCAGGTCACGG
GCAGCTGARACGGTCTGGG
GCAGCTGGCGGACTGGAG
GCAGCTGTATCAATGATG
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GCAGCTGTTGGCATCTC
GCAGGAACCCGTCCAG
GCAGGRAGATATGCTAG
GCAGGAATCACGAGAAAG
GCAGGACAGTATGTGAAG
GCAGGACATTTCACAG
GCAGGACCATCCTGGAG
GCAGGACTGCCATGCAG
GCAGGAGAACTTCAGCAG
GCAGGAGCTCCACATCAG
GCAGGAGCTGCTGGCAG
GCAGGAGCTTGGAATCAG
GCAGGAGGAGARACTTCAG
GCAGGAGGAGAGTGTGAA
GCAGGAGGAGCTCATG
GCAGGAGGTGGAAGAGC
GCAGGAGTCAGARACCAG
gcaggatctgcactcag
GCAGGCAGATAGAGACT
GCAGGCGCTGCAGACAG
GCAGGCGGGCTGCATG
GCAGGCTGGGCTGGCG
GCAGGGACAAGAAGCCG
GCAGGGACGCTGCTGAG
GCAGGGAGACGAGAACT
GCAGGGCAAGGAGCCAG
GCAGGGGACCTGGACGG
GCAGGGGACTTGCTGGAG
GCAGGGGCAGAGCAGTG
GCAGGGGTCGAGCTGAAG
GCAGGTGGCTCAGGACG
GCAGTACATCGTGACCTG
GCAGTATCATCGGAAAG
GCAGTCTGTGGAAAGAAA
GCAGTGACGTCTGGAG
GCAGTGCGGATTTCCTG
GCAGTGCTCGGGCGCAG
GCAGTGGCCTGGAGCAG
GCAGTGGCTACAGTGGAG
GCAGTGGGATGAAAAG
GCAGTGGGCTGGTCAG
GCAGTGTGGCTGGACTAG
GCAGTTACTGATGGCTAC

. GCAGTTGGGAAGCCTTG

GCAGTTTGGACTACAG
GCAGTTTGGCGTGGTG
GCATATGGACCAAATG
GCATCTGCCACGGGAAG
GCATCTGCTGTCGGAGGAG
GCATGAGCTCAACCCG
GCATGAGGAGAGACTG
GCATGAGGCGGGCTCAC
GCATGGACCTGGTGCAG
GCATGGAGGAGCTCCCAG
GCATGGAGGATTACTG
GCATGGGGGCAGAGAAG
GCATGTAGAAAGCCGGAA
GCATGTATCTGGATCAA
GCATGTCATGGTGCCAG
GCATGTGTGCACTggag
GCATTAACACCATCAT
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GCCAAGCAGACAGTGGAG
GCCARGGAGATCGCCAG
GCCAAGGAGCTGGACAGAGTGAAG
GCCACCAAGTAGCCACAG
GCCACGGTGGAGGATCTG
GCCAGAAGGAGTGGGTCCACGTG -
GCCAGAGTGGGGGACTAG
GCCAGGAGATTCGGRACGAG
GCCAGGAGTGGACAGCTG
GCCAGGCCTGCGAGCACC
GCCAGGGCCTGGAGCATGG
GCCAGTGTCAGGAGCAG
GCCAGTTTGGGACTGAG
GCCATCATGTACATCTACG
GCCATCCGCTACCGCAA
GCCATGCATGAGCTCAG
GCCATGGTCTTCAGCG
GCCCACACCCTCGACAG
GCCCACTTGGACGATGCAG
GCCCAGCACAGCCAGAG
GCCCAGTTGGCAGGAGAG
GCCCCAGCCGAAATCGAG
GCCCCATGAATTTTCTA
GCCCCGTCCATGGCTGTGG
GCCCCTACTTTGTCTCA
GCCCGACTGGTGGRAGAG
GCCCGCGACTGACGGAGG
GCCCGGCGAGACGTTGAG
GCCCGTGCAGCCATCCAG
GCCCTATTCACCACARAG
GCCCTGGGACGCAACTCGG
GCCCTGTGGAACGCAAG
GCCCTGTGGATGGAAGG
GCCCTGTGGGAGGTGGAG
GCCCTTGGATCTTATCAG
GCCGAAGGCGCCTCTGACC
GCCGAGAGACAGAGAAG
GCCGAGCGAGCCTGGAGG
GCCGAGGACGGAGATCAG
GCCGATGACAGGATTC
GCCGCACTGAGATGGAAG
GCCGCAGCCTGCATCTG
GCCGGAAGAAGGACTGG
GCCGGACCAGATGCAG .. .
GCCGGACGAGCTGTCGG
GCCGGACGGCGCTACG
GCCGGCTCTGCGACARAG
GCCGGCTTCTGTGGGCAG
GCCTCACGAAATCCAAAG
GCCTCCTCCGTGCCAG
GCCTCGAGGACAAGAT
GCCTCGAGGACCGACGG
GCCTCTGACGGCGTCTG
GCCTCTGCAGGAGCTGG
GCCTGACTGGGGCAAG
GCCTGCCCCAACCAGGAG
GCCTGCTATTCTAATATG
GCCTGGACTGCAGGGAGA
GCCTGGCCTGTGAGRAGG
GCCTGGGACAGACGTGG
GCCTGGGATGATGCTAG
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GCCTGGGCGTCATTCTG
GCCTGGGCTCAGAGACTAG
GCCTGTGATCGTGAGCG
GCCTTACGACTTACAAG
GCCTTTTAGGGACTTGGG
GCGAATCCGGGAGCAG
GCGACATGCGGCTCAAG
GCGACCAGGCACGGAAG
GCGACCTCAGATAGACCC
GCGACGACTAAAAGAAGA
GCGACGACTACGAGATAA
GCGACTGGAACAGGCAG
GCGAGACCAACGGACGG
GCGAGACCATGGAGAACGG
GCGAGAGACAAGAAGCAT
GCGAGAGACGGATGCAG
GCGAGCTGAAGGAARACG
GCGAGGAACTGCAGCGGC
GCGAGGAGAGCTCGACGG
GCGAGGATGGGGATGAG
GCGATACCTGCAGGAG
GCGCAGGACAGCgggcy
GCGCAGGACGGCACGAG
GCGCATCGTGCAGGAT
GCGCATGTTGTTTCATG
GCGCCAACTCAACATGT
GCGCCCGGACAGACAAG
GCGCCCGGACGGCAGCA
GCGCGCAGCCGCggcag
GCGCGCGCCCTAACACAG
GCGCGGAGTGAAGGAAG
GCGCGGAGTGTGGCGGAG
GCGCTCGGAGGTGGCG
GCGCTGTCTGGACGAG
GCGGAAAAGCATTGCTG
GCGGAARACCTGARAGAAG
GCGGAACAAGAAARATAG
GCGGAAGACCCTCAAAG
GCGGAAGATGTTATATG
GCGGAAGGGGAGCAAG
GCGGAAGGTCGACCAG
GCGGAATCGGTGGTAGAG
GCGGACGGGTGCAGAG
GCGGACGTCAGCCAAG
GCGGACGTCTAGCGGAG
GCGGACTTCCGCGACGCGG
GCGGAGARCGCGGGCAG
GCGGAGAAGAAAAGAG
GCGGAGACTAGGCCAG
GCGGAGAGCGGCACGAG
GCGGAGATGCTCAAGARAG
GCGGAGATTGAGGCTGAG
GCGGAGCRAACGGGAGAG
GCGGAGCAGCTGTGCAG
GCGGAGGACGCAACCGAGCG
GCGGAGTGTGGCGGAG
GCGGATCACGGAGGAGTG
GCGGATGAGGCCAGCG
GCGGATGTGGCATCAG
GCGGCACGCAGGCCTG
GCGGCACTAACGACAG
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GCGGCAGAAGAAGCAG
GCGGCAGRAGGACARAG
GCGGCAGAGCCTGCTGG
GCGGCAGCTGCTGRAGG
GCGGCAGCTTCTCCGACA
GCGGCAGGAGTTTGCAG
GCGGCAGTACACAATGG
GCGGCATGGAGCAGGAG
GCGGCCAGCTAGTGCGG
GCGGCCGAAGACCTCAAG
GCGGCGGCGGGAAGAT
GCGGCTACGAGGCCAAG
GCGGCTACGGAGACAG
GCGGCTAGAGGACARAG
GCGGCTGAAGAARAGG
GCGGGAACTTGACCGG
GCGGGACCTGGAGAGAG
GCGGGAGCTGGCAGAG
GCGGGCACGGAGTGACGAG
GCGGGCAGCGGAGGAG
GCGGGCCGTGCCCCTTGAGGCG
GCGGGCGACGGCACCG
GCGGGGACCTCARACAG
GCGGGGACGACGGCAAG
GCGGGGACTGGCTGCAG
GCGGGGCGCGTGCTCAG
GCGGGGGCGACGGCACG
GCGGGTCGTGGCACATAG
GCGGGTGGTGGAAAAG
GCGGTCGGGGAATAAG
GCGGTGGCATCTGCAAT
GCGTATATGAGACTCAG
GCGTATGTCAGAGCTGAG
GCGTCATCGGGCTGCAG
GCGTGAAGATTGAACCAG
GCGTGCCAGATCCTGCG
GCGTGCTTAAGATTCAG
GCGTGGACTGCCGGGCAG
GCGTGGCGGCCTGAATG
GCGTGGTCATGTTGGAG
GCGTGGTGCAGGAGCAG
GCGTGTGTTTGGGCGG
GCGTTCCTCCAGTTGTG
GCTAAAACGGGTGTCAG
GCTACAATGTGGAACAG
GCTACCAAAGAATTCCAG
GCTACCACACAATGAG
GCTACGTCATCCTCTCG
GCTACGTGGCTTCAGGCCCC
GCTACTGTTGGATTCG
GCTAGGGCCCCACGCTGGGCG
GCTATCGTCAAGTACTG
GCTATGGCCGGGACAAG
GCTCAAATACCGCCGCTG
GCTCAACAAGATCTTCGG
GCTCATCCACGCCCGG
GCTCATCGTGGACACAG
GCTCCTGACCGGCAAG
GCTCGAAGAttgggag
GCTCGAGCTGCAGCGG
GCTCGCGGAAGGAGGAG
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GCTCGGAAGGGACTGCAG
GCTCGGAGAAAGCCCAG
GCTCGGGGCTGAAGCGG
GCTCGTCGTCATTACAG
GCTCTCTGTCCATCAAG
GCTCTCTGTGCCCTTGAG
GCTCTGACTGGAGAGAAG
GCTCTGGAGATGCAGAT
GCTCTGGGAAGGTGGAG
GCTGAACTGAGGGCCTG
GCTGAACTGCAGAAAGAG
GCTGAAGGAGACTGTG
GCTGAAGTTGGACCCAG
GCTGACCCTTGTAGAA
GCTGACCGAGAAAGCAG
GCTGACTGTTGAAGAGG
GCTGAGACAGAGCTGGAG
GCTGAGCAGTCAAGATG
GCTGAGGACATGTGCAG
GCTGAGGACGAGGAGATG
GCTGAGGACTTAGCAGG
GCTGATCGCAGTCCGGAG
GCTGATGATGTAGAAG
GCTGCAAGTCAAGGACAG
GCTGCACAAGACTCAGG
GCTGCAGGAGAGCTCAAG
GCTGCAGTGGAAAATCAG
GCTGCAGTTGGATGAAG
GCTGCCTTCTGTAGCAG
GCTGCGGCATGAGATAG
GCTGCTATACAGAACGG
GCTGCTCCGCAAAGAGATG
GCTGCTCGGGCAGCTAG
GCTGCTGGACAACGGAG
GCTGCTTTGAAGTGGAAG
GCTGGAAAAGGTAGAAG
GCTGGAACCTGAGGAGAGAG
GCTGGAAGCGGACGAG
GCTGGAATTGGGAAGAG
GCTGGACAACGAGACCAA
GCTGGACCAAATGAGCAT
GCTGGACCAGAAGCACG
gctggaccagggcggcg
GCTGGACCATCAGGAAGA
GCTGGACCATTCTTACG
GCTGGACCCAGAACACG
GCTGGACCTGGCTGAGG
GCTGGACGAGATGAAG
GCTGGACGAGGAGGCG
GCTGGACTCAGAAAACA
GCTGGACTTGGATGGGAG
GCTGGAGGAGCTGGTGGCGGAAG
GCTGGATGAACAAAAGG
GCTGGCACAGTCGGAG
GCTGGCATTCTACTCTAG
GCTGGCCGGAATGAATG
GCTGGCTCCTGAAGCTGG
GCTGGGAAGGAGATTGTT
GCTGGGAGAACGGCGAGCTCTTTGAG
GCTGGGCAGGTGGTGACG
GCTGGGCGGCTATGAG
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GCTGGGGCTAAGACAA
GCTGGGTCTGCGACAG
GCTGGTCAGGACGTACAG
GCTGGTGGAAGCTGAG
GCTGGTTTGGATCTTCG
GCTGTAAAGTCGGGCAG
GCTGTCGTGGCCTGAAGAAATT
GCTGTGATCGTCACTTG
GCTGTGCGGAGAACAACGG
GCTGTGGACTGGCTAGT
GCTGTGGTCATGGTAGAG
GCTGTTGGATTTGCARAG
GCTTACTGGAAGACAATG
GCTTAGATTGTTATGAAG
GCTTATCTAAAGGACAG
GCTTCAACCAGGTCTCG
GCTTCCGGGAGCAGAAG
GCTTCCTCACCTCGCAG
GCTTCGAGGAGATTGAG
GCTTCGGAGCCTGCATG
GCTTCGGGCCGGAGGAAG
GCTTCTGCGGCCGCAACG
GCTTGGGACTACAGAGCAGGCAGCTG
GCTTGGGGACATGGCAG
GCTTGGGGCGAGCAGAG
GCTTGGGGCTGTCAAAG
GCTTTAGTAGATGGACAG
GCTTTGGGCGGGACAAG
GCTTTTAACAGAACTCAG
GGAAAATGGAGAGATAG
GGRAAAGAAGGAAGATTGT
GGARAGAATAGGGCACAG
GGAAAGACCACCCATTT
GGARAATTGGCAGATCG
GGAAATTGTGGAGTTAGAAG
GGAACAACCGGACCACAG
GGAACACGGTAGATCTA
GGAACAGTCGGAAGAA
ggaacgccaatccaagg
GGAACGCCTCGCCARAG
GGAAGAAGATTAGTGCA
GGAAGAAGGTCCCACCG
GGAAGAAGTTGGATCCG
GGRAGAATGTGCTGGAG
GGAAGACAGAGGCTGGAG
GGAAGACCAGCCARACAG
GGAAGACCCTGAGCAAG
GGAAGARCCGACTCAAG
GGAAGAGCTGGCTCGG
GGAAGAGGATCTAGGAGAAA
GGAAGATGGGTTGATCAA
GGAAGATGTCAGCCTAG
GGARAGCCGGAAGCTGTG
GGAAGGACCCCAGGAAG
GGAAGGAGACTGGGATAAG
GGAAGGCGTGAATGAAG
GGAAGGCTGCGGAAAAG
GGAAGGGCTTGATTACG
GGAAGGTGACGGGCAAG
GGAATCAGAGGCARAGTGGAG
GGAATCGTTTGACCAAG
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GGACRAGAAGGTCATCG
GGACAAGGCGGGCTCAG
GGACACTGCAGACAGACG
GGACAGATAGCARACCAG
GGACAGCTCCTCAGAAG
ggacagtgacgaggaag
GGACATCGTTGTGAAAG
GGACCACAAGGAGCGGAT
GGACCAGAGGACGGAAG
GGACCAGGCGAAGGAAG
GGACCAGGCTGGTAGAT
GGACCGGACAAAGAGGAG
GGACCGGCAGCTGGGAG
GGACCTGACGCCTACCCA
GGACCTGACTGAGGAA
GGACGAGGACGTCAAG
GGACTAAAAGAARATCAG
GGACTCAAGTTCTGAGCCAG
GGACTGAACACGGGGAG
GGACTGCGAGGCTAAAG
GGACTGGAAAGAGGACG
GGAGAACGAGAAGGACAG
GGAGAACTCAGCCTGCAG
GGAGAAGAAGGATGGAG
GGAGAATGTAGTGAAGCT
GGAGACAGGCTGGACTCAG
GGAGACAGGGCGTGGAG
GGAGACCGGAAGTGACG
GGAGACCTGAAGACAAG
GGAGACGTGCAGAAACAT
GGAGACTCTGCCTACAG
GGAGAGCAGCTGAAAAG
GGAGAGGATTAATAGAC
GGAGAGTCGCATGGAG
GGAGATCCAGGACATCAA
GGAGATCCTAGGAAAG
GGAGATCGAGGTGCCAAAG
GGAGATCTATGGCCGG
GGAGATGAGGCGCCAGG
GGAGATGCGGGAGGAAG
GGAGCACGGTGGACTGAT
GGAGCAGAACGGATTGCAGG
GGAGCAGGCGCCGGAG
GGAgcecgggcggggceeyg
GGAGCGAGTGACTGTGT
GGAGGAAATGATTTCAG
GGAGGAAATGGACGTAGGGGARAAG
GGAGGRAGAAGAATACAA
GGAGGAAGAGCTTAGGAA
GGAGGAAGGAAAGAGCAG
GGAGGAAGTGGCACCAA
GGAGGAATCGTTTGACCAAG
GGAGGRATGGCGCCGCCGG
GGAGGACAGAAACAAGAG
GGAGGACAGGACGTCAG
GGAGGACATTCGGAAG
GGAGGACCATCACAGAG
ggaggaccggaggagag
GGAGGACCTGCAGAAG
GGAGGACTTCGACAAG
GGAGGAGAGATGAGCAG
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GGAGGAGATCATCGACG
GGAGGAGTGAGAGCCGGCAG
GGAGGAGTGCTTGCATG
GGAGGATGAAGGATCGG
GGAGGCAGCTGCTTGTG
GGAGGCGGATGCAGAAG
GGAGGCGGGCGAGGAAG
GGAGGCTGCAATCACATG
GGAGGCTGCAGCGAGAG
GGAGGGAGCAGAAGAAG
GGAGGGATCATTGGAGAG
GGAGTATGGGCTGGTG
GGAGTCGAGACAAAAAG
GGAGTCGGGCAGCARAG
GGAGTCTGTTAAGAGAGG
GGAGTCTTTGATTAACAG
GGAGTGTCGGAAAGAG
GGAGTTCCATCATTACG
GGAGTTCCTCAAGCCGTCGG
GGAGTTTGTGGAGAAGG
GGATCTGCCATGTCGGG
GGATGACGGTGGCATTG
GGATGAGGATGGGGACG
GGATGAGTTGGCTTATA
GGATGATGGAAAAGAAGG
GGATGCCCCTGCCCAG
GGATGCCGTACGAGATCA
GGATGCTGGAGGAGAAG
GGATGGCACAGAATGGG
GGATGGCAGTGGAGAAA
GGATGTGCCCAAGTCAG
GGATTTGTTGGGCCTTG
GGCAAAACTTTGTCTCT
GGCARAAGTCGTCGTGCAG
GGCAACCCCAGCTGCACG
GGCAAGACATCACCCC
GGCAAGACGAGCCCTTTC
GGCRAGAGGGAGCTGAA
GGCAAGCAGTGGCTCTG
GGCAAGGACCGAGGGTGGCAGAGGC
GGCAAGGCCACCAGGCTC
GGCAAGGGCTGCCTTCCT
GGCAAGGGCTGGGACGGAGGCTTGTT
GGCAAGGGTGCGCGGGG
GGCAAGGGTGCGCGGGGGEE
GGCAAGGGTGCGCGGGGGGA
GGCAAGGGTGCGCGGGGGGACC
GGCAAGGGTGCGCGGGGGGACCTGA
GGCAAGTAACTGAATA
GGCRAGTAATGAAACTATAAT
GGCAAGTAATTGAAGGTG
GGCAAGTACCTGTTTCCC
GGCAAGTACTTARATTTCAGTTTTT
GGCAAGTAGAATCAATTA
GGCAAGTAGTGGCCCTC
GGCAAGTATAATTCTGT
GGCRAGTATATAAAAATT
GGCRAGTATATTGTCAGA
GGCAAGTATCAACATGTT
GGCAAGTATTTCTTGAG
GGCAAGTCCCCCATAGTGACTGTATT
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GGCAAGTGAATATTAGAG
GGCAAGTGACATTTGCT
GGCAAGTGATGTGCTTCTCTTTT
GGCAAGTGCCCCTCCCCAGGCCC
GGCAAGTGCTGCTTCTCA
GGCAAGTGGAATAAGTTA
GGCAAGTGGATATGTGT
GGCAAGTGGATATGTGTT
GGCAAGTGGCAAATGCTGARA
GGCAAGTGGCTGATGAGAA
GGCAAGTGGGATTTTTAGAACA
GGCAAGTGGGATTTTTAGRAACATACA
GGCRAGTGGTACAGGATA
GGCAAGTGGTGATGGATT
GGCRAAGTGTCATTCCTGTGATT
GGCAAGTGTCCTGTGTT
GGCRAAGTGTGCCGCTCTGGGGAG
GGCAAGTGTGCTGCTCAC
GGCAAGTGTGGGCCAAG
GGCAAGTTARAGTGGCT
GGCAAGTTARAGTGGCTT
GGCAAGTTAATTTTGAGTGTTCTG
GGCAAGTTACTTTAATG
GGCARAGTTATTAGCAAGGTCTA
GGCAAGTTCCAAGTAGTATC
GGCAAGTTCCCTTCTTT
GGCAAGTTGCATATACA
GGCAAGTTGCATATACAG
GGCRAGTTGGCTTAAATT
GGCAAGTTGTATTCCCTT
GGCAAGTTGTATTCCCTTTC
GGCRAAGTTGTATTCCCTTTCTG
GGCAAGTTGTCCTGGAG
GGCAAGTTGTCCTGGAGA
GGCAAGTTGTCCTGGAGAGTTCCTC
GGCAAGTTTGGGATGTG
GGCAAGTTTGTCTTTTG
GGCAAGTTTGTGTCTTT
GGCAAGTTTGTGTCTTTC
GGCAAGTTTTATGCCAGTTCCAACAA
GGCACAGTTGCCACCAGCCTC
GGCACATCCTTGGACTAAG
GGCACCAGTATCATTCAG
GGCACGGCCTGGGCAGG
GGCACGGCCTGGGCAGGC
GGCACGTCCTTGTGGTTG
GGCACGTGAGGCCCCCGG
GGCAGAATCACAGGGCAG
GGCAGAGGTGGACAAG
GGCAGCATCATCGGGAAG
GGCAGGACRAATGAGAG
GGCAGGACAGGCGATTG
GGCAGGTATCTCARAAGC
GGCAGGTATCTCAAARAGCCTGGG
GGCAGGTCATGGCTGAG
GGCAGGTGCCCCCATCC
GGCAGGTGCCCTGTGGG
GGCAGGTGGTGGGGGCC
GGCAGGTTGTTGGGTTT
GGCAGTATCATCGGARAG
GGCAGTGCGGATTTCCTG
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GGCATCGGACCAATGAG
GGCATGTATAGAAATCA
GGCATGTGCCCACCCTT
GGCCARAAATCGGACTCC
GGCCACGGCGCTGCAGGAG
GGCCAGCTCATGCCCAG
GGCCAGTAACCTTATT

- GGCCAGTAACCTTATTT

GGCCAGTACAATAGGGG
GGCCAGTACAATAGGGGC
GGCCATGGGCTGTAAG
GGCCCCGCGGCARAGTG
GGCCGAAGGAAGGATGG
GGCCGCAGACTGCAAACAG
GGCCGGAGGTGGAAGAG
GGCCGGCGTCTGTTIC
GGCCTCCGTTCAGACCCAG
GGCCTGATCGACGGGATG
GGCGAGACCAACGGACGG
GGCGAGAGACGGATGCAG
GGCGAGTAATAGGACTGA
GGCGAGTAATAGGACTGAACGGCT
GGCGAGTAATAGGACTGAACGGCTGC
GGCGAGTGAGGGTGGTG
GGCGAGTGGGCCGTGGG
GGCGAGTGGGCCGTGGGG
GGCGATGATGAAGARG
GGCGCACTGCTTCGACGT
GGCGCCCCCAGATGCAG
GGCGCCGGCAGATTTA
GGCGGARGGGGAGCAAG
GGCGGACGGGTGCAGAG
GGCGGATGAGGCCAGCG
GGCGGCATGGAGCAGGAG
GGCGGCCAGGAACTGCAT
GGCGGCGACCGAGCCAG
GGCGGCTCGGACTGAGCAG
GGCGGGTAGTGTTATCT
GGCGTCATCGGCGGCGAG
GGCGTCCCGTGTAAAGT
GGCGTTGGGCCAGCAAGG
GGCTAARCAGTTGGCAG
GGCTACCTGGCTGTGCG

GGCTACGGAAGAGATGGAATGG

GGCTCAGATCGAGGAAT
GGCTCATCGTGGACACAG
GGCTCGGAACGAGACTGCACG
GGCTCGGAGAAGARAAG
GGCTCGGTCACGGCAGAG
GGCTCTGAAGAAGGTGCAG
GGCTCTGCGTCGGGCCAG
GGCTGACTGTATTCGAAG
GGCTGCAGCAGGCGGACG
GGCTGGATGAAGATTGGG
GGCTGGCTGGCGAGGAG
GGCTGGTATTAAGATACCTTAA
GGCTGTCAGAAAGTAGAG
GGCTTGGAGACTGGGG
GGGARARAAACGGATCAG
gggaaagcaAGAACRAG
GGGRAAGCCGGATTGCG
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GGGRAAGTGGACACAAGG
GGGARACAGTCGGAAGAA
GGGAACTTCTGCAGGACG
GGGRAAGACGACCACCAT
GGGAAGGAGGTGAAGAAGGAG
GGGAAGGATGGCCTCA
GGGRAGGCTGCTGTTGGAG
GGGRATGCAAGTTGATGARA
GGGAATGCTCTGGATCAAG
GGGACAAATGGCTTAAG
GGGACRAGAAGGTCATCG
GGGACAAGCTGCAGAG
GGGACAGACGCAGGCCAG
GGGACAGAGAGAAGTCAG
GGGACAGGACGGCCAAG
GGGACAGGCGACGACGCAG
GGGACAGTGGAGGGCAAG
GGGACATGAGCTTGAG
GGGACATGTCGGAGCAG
GGGACCAACATGAAGAAG
GGGACCAAGAATAAGAGAG
GGGACCAGAACCAGCAG
GGGACCATGTGGGGCAG
GGGACCGAGATGGAAG
GGGACCTGAAAGATGATG
GGGACGAGTGCACCGAG
GGGACGCAGGCATCCGG
GGGACGGAGGACGCGCTAGT
GGGACGGAGGAGGGAAG
GGGACGGAGTGTGAGGAG
GGGACGGCTTCTCACTGG
GGGACGTCATGGAAGT
GGGACTACCAAAGAAAG
GGGACTCTACAGTGAAG
GGGACTGCAAGGGATG
GGGACTGCATCAGCCG
GGGACTGCCTACATTGAG
GGGACTGCCTGGTGGAG
GGGACTGCTATGATAG
GGGACTGGAAAGAGGACG
GGGACTGTTACAGCAG
GGGACTTACAAAGTGCAG
GGGAGAAAATCTACGAAGAGCAG
GGGAGAAGAAGGAGCCTG
GGGAGACAGGACCATCG
GGGAGACAGGGCGTGGAG
GGGAGACATCAGGCTGG
GGGAGACCCGGGGTCGGAG
GGGAGACGTGCAGAAACAT
GGGAGACTGCAATAACAG
GGGAGATACGGAGCTAG
GGGAGATCTATGGCCGG
GGGAGCCGCCATCTTGTG
GGGAGCGAAAGAAGAGG
GGGAGCTGTTTGAGGAG
GGGAGGACAAGTGGTACACAC
GGGAGGCCCCGGACACAG
GGGAGGGAGCTGCAGAG
GGGAGTGTGGAAATGATG
GGGAGTTTGTGGAGAAGG
GGGATAAAGTGGAGCGG

55/166

PCT/AU2011/000380

GGGATACTTTTGTTAAG
GGGATCGCGAATGGGCAG
GGGATCTGATGGCAAAG
GGGATGAGTTGGCTTATA
GGGATGGTAACAGGCAG
GGGATGTGGCTGATCAG
GGGATTGACGAGCATAG
GGGATTGCGTCAACAG
GGGCACAAGCTGAAATG
GGGCACAGGAGATTCAG
GGGCACTGGGGGCARAAG
GGGCAGAGGTGGACAAG
GGGCAGCCCATCCTGG
GGGCATCCTGACGGCCAG
GGGCATGGCAACAGAAG
GGGCATTGTCTGGTTCT
GGGCCAAGAACGTAACTCT
GGGCCCAAGGGAGAGACG
GGGCCGGAGTGGACGAG
GGGCCTGGCATCACTCG
GGGCGGCCTGCGGCTTG
GGGCTACARATATGTCGG
ggggaaagcalAGAACAAG
GGGGAAGGGCTTGATTACG
GGGGACACCTATGACCGG
GGGGACAGACGCCAAG
GGGGACAGCAGATGTTG
GGGGACATGGCACGAG
GGGGACCAACATGARAGAAG
GGGGACCAGCTGACCAAG
GGGGACCATATGGTGGAG
GGGGACCTCGACCAGAACCA
GGGGACGAGTGCCAGCT
GGGGACGTCTGCAGCTGA
GGGGACTACCAAAGAAAG
GGGGACTGCCTGGTGGAG
GGGGACTGCTATGATAG
GGGGACTGGACATCAG
GGGGACTGTTACAGCAG
GGGGAGAAAGTGGAGAAAAAA
GGGGAGAGGAGCTGCTACAG
GGGGAGCTGAAGCGTTT
GGGGATGGCACAGAATGGG
GGGGCAGAGGCTTTGCAG
GGGGCAGGGGATGATGAC
GGGGCCCAGGCAGAATG
GGGGCCTAAAAGCAAG
GGGGCCTGGATGAGCAG
GGGGCTACGAGCAGCAG
GGGGGAACTACGGCAAG
GGGGGAGCTGAAGCGTTT
GGGGGCCAAGTTGGCAG
GGGGGCGATAGCATGCAG
GGGGGCTACGAGCAGCAG
GGGGTACACCAACTGCG
GGGTACTATGTAGAGAAG
GGGTAGAAGTGGGAAAG
GGGTAGCATGAAGAAG
GGGTCGGAAGTGAGCAG
GGGTCGGAGGAAGCCTACAT
GGGTCGGATCARAGAAGG
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GGGTGACGGGGATGAAG
GGGTGCGGACGGCGGG
GGGTGCGGACGGTGGCAG
GGGTGGCGCTGCAGAGG
GGGTGGCTCCGGATATG
GGGTTGATGTTGTGAAG
GGGTTTGGAAGAGACAGTG
GGTAAAAAAAAARARD
GGTAAAARAAAAAARRDAA
GGTAAAAAARARATGCCC
GGTAAAAAARAGTTCACTAT
GGTAAAAAARACGTTTTC
GGTAAARAAACGTTTTCT
GGTAAAAARAGAGTGGGC
GGTAAARAAAATAAATTAGC
GGTAAAAAACAAACAAACC
GGTAAAAAATAAAGACATCATGTTAC
GGTAAAARATCACATTTA
GGTAAAAAATCACATITATATTTITAT
GGTAAAARAATGCAAARA
GGTAAAAAATGGAATAA
GGTAAAAARATTTCTTT
GGTAAAAAATTTCTTTG
GGTAARAAATTTCTTTGT
GGTAAAAAATTTCTTTGTGTTTCT
GGTAAAAACAATARACARA
GGTAAAAACAGAACTAAC
GGTAAARACATAATCTGGCTGT
GGTAAAAACTATCTCAT
GGTARAAAACTCTTTTTT
GGTAAAAACTCTTTTTTT
GGTAARAAGAACATGCTT
GGTAAAAAGGATGAGTGAAAGGAAC
GGTARARAGGGAGATTC
GGTAAAAATAAAAAATT
GGTAAARATAAAGATAT
GGTAAARATAACCTTAG
GGTAAAAATAATCTGTA
GGTAAAAATACTTGCTTT
GGTAAARATATAARAAACA
GGTAARAATATARATGCC
GGTAAARAATATTTGCATCTCTTATT
GGTAAARATCAGGCGTATTTTGTT
GGTAAAAATCCAARAAGCTCAGARACC
GGTAAAARATCCAGTGTCT
GGTAAARATCCAGTGTCTC
GGTAAAAATGAAATCCA
GGTAARAATGAAATCCAA
GGTAAARATGACATTTTC
GGTAAAAATGACATTTTCTGATTGGT
GGTAAAAATGCAACATCTATTCTTTC
GGTAAAAATGGCTACATA
GGTAAARATGGTTGAAA
GGTAAAAATTATTTTGT
GGTAARACAAAAATGTATTTAGAAA
GGTAAAACAGAAGGGGTTTGGGGAA
GGTAAAACATTACTAAT
GGTAAAACCCGCACTCT
GGTARAACTAAATTCTCTGAG
GGTAAAACTAAATTCTCTGAGC
GGTAAAACTAAATTCTCTGAGCTC

PCT/AU2011/000380

GGTAAAACTARATTCTCTGAGCTCA
GGTAAAACTARATTCTCTGAGCTCAG
GGTAAAACTACTTAAGGT
GGTAAAACTACTTAAGGTCAAAC
GGTRAAAACTATTCTT
GGTRAARACTCCCAGC
GGTRAARACTGGACCCTG
GGTAAAACTGGACCCTGGCG
GGTAAAACTGGACCCTGGCGGCTCGG
GGTAAAACTGTGITTC
GGTAAAACTTGCTTGAT
ggTAAAACTTTCCTGTC
ggTAAAACTTTCCTGTCT
GGTAARAGAAACTGGCATTTTT
GGTAAAAGACAAATTTTATGTTT
GGTAAARAGACAAATTTTATGTTTTT
GGTARAAGACCCTTGTGG
GGTAAAAGACCCTTGTGGC
GGTAAAAGACTTTATTGA
GGTARAAGAggctgagta
GGTARAAGAGGGTCTTTGGC
GGTAARAGAGGGTCTTTGGCA
GGTAARAGAGGGTCTTTGGCAGGCG
GGTARRAGAGTCACTTGTT
GGTARAAAGAGTCTCCTC
GGTAAAAGATGCTATTA
GGTAAAAGCAGTTTTCCTTGTAAT
GGTRAARAAGGAAGTGCATGTGTATCA
GGTAAAAGGACCCCTTC
GGTAARAGTAAATGTTT
GGTRAAAAGTARAATGTTTT
GGTAAAAGTCAATACTTT
GGTARAAAGTCATTTAARAGA
GGTAARAAGTGTTTATTTGA
GGTAAAAGTTATCATCACA
GGTAAAAGTTCTACTTITTAGGGGA
GGTAARAGTTCTACTTTTAGGGGAA
GGTAAAAGTTGATGTTA
GGTAAAAGTTGTTTTCTTCCCTTTCC
GGTAAAAGTTTTARACACTACTTGC
GGTAAAAGTTTTCTCTC
GGTRAAAGTTTTCTCTCTAA
GGTRAARAGTTTTCTICTCTAAATA
GGTAAAAGTTTTCICTCTAAATAA
GGTRAAAGTTTTICTCTCTAAATARA
GGTAARATAATAAAGAGC
GGTAAAATAATTTCAAATT
GGTAAAATACTAGATGATAC
GGTAAARATAGAGTTTA
GGTAARATAGAGTTTAG
GGTAAARATATACTTTTATTTTAC
GGTAAAATATATATCCCtctatc
GGTAAAATATCAGATTG
GGTAAAATATCAGATTGC
GGTRAARATATCAGATTGCTCTTA
GGTAARATATCTCCGCAA
GGTAARATATGAGAAAAAG
GGTRARATATTTGCCCTA
GGTAAAATATTTGCCCTACATCTAGG
GGTAAAATCAAAGTAATT
GGTRAARATCAACTTAAAA
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GGTAARATCACCACACG
GGTRARATCACCACACGG
GGTRARAAATCATGCCCCA
GGTAAAATCCTAGTGCTT
GGTAAAATCCTAGTGCTTA
GGTRAAATCTGAGGCATT
GGTAAAATCTGAGGCATTTTAT
GGTAAAATCTGTCCCCTG
GGTAAAATCTTAACAGAA
GGTAAAATCTTTAGGCA
GGTAARATGAAATTACTCCTGTT
GGTAAAATGCATACTTC
GGTAARATGCATTAGTAA
GGTRAAATGCTACATTTT
GGTAAAATGGAATTATTATAA
GGTAARATGGGGAAAAG
GGTRARATGGGGAAAAGT
GGTAAAATGGGGAAAAGTA
GGTAAAATGGGGAAAAGTAGTTTTC
GGTAAAATGTAACGTGATGGT
GGTAAAATGTCAGAACAACAAG
GGTAARATGTTARAGTTAGATTTGG
GGTAAAATTAAAAGATAAATG
GGTAAAATTCTATTGTAAGTCAGTAA
GGTAAAATTCTGAGATC
GGTAAAATTCTTITGTICTTC
GGTRAAAATTGTGCTTTT
GGTRAAARATTTAAGTTAT
GGTAAAATTTAAGTTATAGAAA
GGTAAAATTTATTCCAC
GGTARAATTTCCACATTC
GGTARAATTTCTCTCT
GGTAAAATTTGACTAGGA
GGTRAAATTTGATGTGA
GGTAARATTTGATGTGAAAT
GGTAAAATTTGATGTGAAATTG
GGTAAAATTTGCTATGAAAGTATATT
GGTAARATTTTAAAGAA
GGTAAAATTTTAATTTA
GGTAAAATTTTAATTTAT
GGTARAACAAACATTTC
GGTAAACAATATCATTAA
GGTARAACACATTCGG
GGTAAACACCCAAccgcec - -
GGTAAACACCCAAccgcccgce
GGTAAACAGAGTTTATT
GGTAAACAGAGTTTATTG
GGTAAACAGAGTTTATTGG
GGTARACAGAGTTTATTGGCAGTA
GGTARACAGCCTTGTCC
GGTAAACAGCTTCCTCCT
GGTAAACATAACTGTAT
GGTAAACATACTCATAARAACAGGGCT
GGTAAACATCTGAGATCAATT
GGTAAACATTATGCTGA
GGTARACCACATGGGCCA
GGTAAACCATCTACAAAT
GGTAAACCATGCTCCTGG
GGTAAACCCAAGGGATAG
GGTAAACCCAGGTGCGC
GGTAAACCCATCCTCTCT

PCT/AU2011/000380

GGTAAACCCTGCTGCGA
GGTAAACCCTGCTGCGACTC
GGTAAACCGCTTGGCACT
GGTAAACCTAGCTATTTATTTTTCAT
GGTAAACCTCACAGGCT
GGTAAACCTCTGAAATA
GGTAAACCTGTGTTCTCTGCCAC
GGTAAACCTTGACAATTT
GGTAAACTAAAAAAGTA
GGTAARACTAAAATTTGT
GGTAAACTAAAATTTGTT
GGTAAACTAAAATTTGTTTCAC
GGTAAACTAAARATTTGTTTCACT
GGTAAACTATAGTTATTTAAATTA
GGTAAACTCACCACTTAC
GGTARAACTCGCGGCTGCAGC
GGTAAACTCTTACCTTT
GGTAAACTCTTACCTTTATTACCC
GGTAAACTGAAATCCTGA
GGTARACTGAGGCAAAT
GGTARACTGATGATAAT
GGTAAACTGGTGTGTGT
GGTAAACTGTCATCTTTT
GGTARACTGTCTTTAAGTGACT
GGTAAACTGTCTTTAAGTGACTGTCT
GGTAAACTGTTGTATGTCTCAGTAC
GGTAAACTTATTTCCTTTC
GGTAAACTTCAAGAAGGAGGG
GGTAAACTTCACCAGTGCTTT
GGTAAACTTCGCAGA
GGTAAACTTCGCAGAGACG
GGTAAACTTCGTGTATT
GGTAAACTTCTTTTAAA
GGTAAACTTCTTTTAAAA
GGTARACTTGTAACAGT
GGTAAACTTTCATTTTT
GGTAAACTTTCATTTTTTTA
GGTAAACTTTCATTTTTTTAA
GGTAAACTTTCTGCTTGT
GGTAAACTTTTITTTTTTT
GGTAAAGARRACGGCATG
GGTARRGAACAGTGACT
GGTAAAGAACAGTGACTT
GGTRAAAGAACATGAGAAG —
GGTAAAGAAGAAATTCCC
GGTAAAGAAGATCACAA
GGTAAAGAAGGACATTG
GGTARAGAAGTTCTCTTTCC
GGTAAAGAATATATACCAAATT
GGTAAAGAATCGAGATTG
GGTAAAGAATCGAGATTGTC
GGTAARAGAATCGAGATTGTCAA
GGTAAAGAATGATTTTA
GGTAAAGAATGATTTTAA
GGTAAAGAATTTTGTTTG
GGTARAGACCCAGCAGGACAGCCAAA
GGTAAAGAccgcccce
GGTAAAGAcCcgccccecce
GGTARAGACTCAAAAGC
GGTAAAGAGAACTATGTGC
GGTAAAGAGAATTTCTCGTATTGGAG
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GGTAAAGAGCCARATGCTGGGGAGGG
GGTAAAGAGGCCAGGAG
GGTAARAGAGGTTIGTTTTA
GGTAAAGAGGTTGTTTTAGAA
GGTAAAGAGGTTGTTTTAGAARAATGC
GGTAAAGAGTTTGCCAG
GGTARAAGATAACTTTTAC
GGTRAAAGATCCAATGCAC
GGTAAAGATGCCTGCGTGTGGCA
GGTARAGATTGGGAGTAA
GGTRAAAGCAAATGAAGT
GGTARAGCAACTGGGGAG
GGTAAAGCAAGAATAGGG
GGTAAAGCAAGAATAGGGG
GGTAAAGCAAGAATAGGGGCAAGGTT
GGTAAAGCAAGTTAATT
GGTAAAGCAAGTTAATTGCC
GGTAAAGCAATTTATITGTTCTTICTT
GGTAAAGCAATTTGTCGCGT
GGTAAAGCAGCAACAA
GGTAAAGCAGCAACAAC
GGTAAAGCAGCCATGGTG
GGTAAAGCAGCCGCTGGGAACGG
GGTAAAGCAGCCGCTGGGAACGGTG
GGTAAAGCAGCCGCTGGGAACGGTGT
GGTAARGCAGTCATGAAG
GGTAAAGCATTGTITTTCA
GGTAAAGCCTAGTCAT
GGTAAAGCCTGTGAGAC
GGTAAAGCGCAGCTCG
GGTAAAGCGCAGCTCGA
GGTAAAGCGCAGCTCGAATTC
GGTAAAGCGGAATCTTCTGGA
GGTAAAGCTACCACCTA
GGTAAAGCTTGCTTTTCCATCTGC
GGTAAAGCTTTTTATAAGGTCAC
GGTARAGGAAACCACA
GGTAAAGGAACCATTCATACC
GGTAAAGGAGAAAGGCAA
GGTAAAGGAGGAGCCAGCCT
GGTAAAGGAGGAGCCAGCCTGG
GGTAAAGGAGGCAGGGTG
GGTAAAGGATGAAGAA
GGTAAAGGATGAAGAAAGGARAA
GGTRAAGGCAGGGGA
GGTAAAGGCCTTAGTATGG
GGTAAAGGCGGTGGATC
GGTARAGGCTAAGGAGA
GGTAAAGGCTCTTTA
GGTAAAGGCTCTTTAT
GGTAAAGGCTCTTTATCA
GGTAAAGGCTGTTGCCAA
GGTAAAGGGACACTCTC
GGTAAAGGGAGGGGAGGGGAGAGA
GGTAAAGGGATCTGATCACCACCG
GGTAAAGGGCTCCGAGCCGC
GGTAAAGGGCTCTGTGTTITGCCGG
GGTARAGGGCTTTTGAGG
GGTARAGGGGCTCAAC
GGTAAAGGGGGGAGTG
GGTAAAGGGGGGAGTGC

PCT/AU2011/000380

GGTRAAAGGGGGGAGTGCT
GGTAAAGGTATTTAGAT
GGTAAAGGTCAGATCATGT
GGTAAAGGTCTCACTTT
GGTARAAGGTGTTCAGTG
GGTARAGGTTITCTGGCT
GGTARAGGTTTCTGGCTG
GGTAAAGTAAARAATTAGAAGCTTGC
GGTARAGTAAAATGGAG
GGTRAAAGTAARATGGAGC
GGTARAGTAAAATGGAGCTT
GGTAAAGTAAGAAATCTT
GGTARAGTAATCAGCTC
GGTAAAGTACCCATCCCG
GGTARAGTACCTATTCTIGTG
GGTAAAGTAGAGCTCTT
GGTAAAGTAGAGCTCTTT
GGTAAAGTAGCTGAAAC
GGTAAAGTAGCTTCCCAG
GGTRAAAGTAGTAGTRAGTG
GGTARAGTAGTAGTAAGTGCGC
GGTAAAGTAGTAGTAAGTGCGCTT
GGTAAAGTAGTTGATTGGAATAATAT
GGTRAAAGTATATTGCTTA
GGTAAAGTATCTGATTGT
GGTAAAGTATTAATCTT
GGTARAGTATTAATCTTATA
GGTAAAGTATTACTTAATTTT
GGTAAAGTATTGACATA
GGTAAAGTATTTTTATTT
GGTRAAAGTCAGACAAGC
GGTRAAAGTCTCCATATCC
GGTARAGTCTCCATATCCTAT
GGTAAAGTGAATGGCTCTCGGGTT
GGTAAAGTGACAACACT
GGTRAAGTGACAACACTCACTCCTC
GGTAAAGTGAGGGGCA
GGTARAGTGCACCGGGTCGCGGCC
GGTAAAGTGCGGGGGAA
GGTARAGTGGATCTGGAC
GGTRAAGTGGCCTCGCT
GGTARAGTGGGCACCACC
GGTAAAGTGTGCCCACT
GGTRAAAGTGTGCCCACTT
GGTAAAGTTAAAATTAC
GGTARAGTTAAAATTACA
GGTAAAGTTAACCCAGGGCTCTGTG
GGTAAAGTTACAACTTT
GGTARAGTTCAGACCAGTCCC
GGTAAAGTTCAGATGTT
GGTAAAGTTCTCCTTCA
GGTAAAGTTGTTGTATCATTCAG
GGTARAGTTTCAGACTT
GGTAAAGTTTGCTCAT
GGTARAGTTTGTTTTACTTTATAC
GGTAAAGTTTTTCCCTCA
GGTAAAGTTTTTTTGTT
GGTARAGTTTTTTTGTTTTTTTTTT
GGTARATAAAATAAGTAG
GGTAAATARAGTAAAAT
GGTAAATAAAGTAARATC
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GGTARAARTAAATATTACT
GGTAAATAACATCTAAAAACATTTTT
‘GGTAAATAAGCCTTTCT
GGTRRAATAAGCCTTTCTT
GGTAAATAATCATCTTTC
GGTAAATAATGGGTTTCAAGT
GGTARATAATTTGTGCATTAT
GGTARAATACAAAGGGA
GGTAAATACCATTACTTTTTGTATTG
GGTAAATACTGCTGTAGCCTAATAAC
GGTARATAGAGCAATTTTA
GGTAAATAGATTAACCCT
GGTARAATAGCAARACAA
GGTAAATAGCAAAACAAA
GGTAAATAGCARAAACAAAAT
GGTAAATAGCCCTACAT
GGTARATAGGCCTGTAT
GGTRAAATAGGCCTGTATC
GGTAAATAGGCCTGTATCTCTTG
GGTAAATAGGTGCARAC
GGTARATAGGTTAACCGT
GGTAAATAGTAARATAAG
GGTAAATAGTAAATAAGA
GGTAAATAGTCCTTACAT
GGTRAATATACGTTCTG
GGTAAATATACGTTCTIGCATCCAAA
GGTAAATATATTCAACCTGCTGAGTT
GGTAAATATATTTTATTACCTCT
GGTAAATATATTTTATTACCTCTGTA
GGTARATATCATGCAGATAA
GGTAAATATCCCACCACACATGTTA
GGTAAATATCCTGAATCTACCTTTCT
GGTAAATATCTTTATGT
GGTARATATGAAATGTGGTACATAAA
GGTARAATATGAATTTCTGC
GGTARATATGACCAGTG
GGTARATATGAGGACTTGCA
GGTAARTATGATTCTAATATG
GGTAAATATGCCAGAGTATTTTAGT
GGTAAATATGTTTTTCAGTC
GGTAAATATTAAGGCTTATGTAATA
GGTAAATATTATTTTTATGA
GGTRAAATATTGATAGTTT
GGTAAATATTTCAAATGA
GGTAAATATTTCAAATGAAGT
GGTAAATATTTTCTTTGCATATC
GGTAAATATTTTTITTTT
GGTRaatcacagtagctactgtttat
GGTAAATCAGTATGGATACTG
GGTAAATCATGCCCCTGG
GGTARAATCCAGTCATAATAGGAAC
GGTAAATCCAGTCATAATAGGAACTT
GGTAAATCCCAATGATC
GGTAAATCCCATAACAT
GGTAAATCCTCTCCCAG
GGTARATCGCGAGCCCAACG
GGTAAATCGCGAGCCCAACGATG
GGTAAATCGTTTGAGGGAATATAA
GGTARATCTATTTACAAAT
GGTAAATCTCCAGTTGAAAAATGGGT
GGTAARATCTCTTTCTTTACTATATTT
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GGTAAATCTGCATAGTTCGTGCT
GGTAAATCTTCATTATATGAAGGA
GGTARAATGaaaattttaa
GGTAAATGaaaattttaatttattt
GGTAAATGAATCATTTCT
GGTAAATGACCTGAGGGGG
GGTAAATGACTGCACTT
GGTAAATGACTGCCTGAG
GGTAAATGAGATCCCAGG
GGTAAATGATAATAACAA
GGTAAATGATATGGAAC
GGTAAATGATTCTATGG
GGTAAATGATTTCATTGACA
GGTAAATGCAAAGCT
GGTAAATGCATCAAGGGG
GGTAAATGCCTTCTCCA
GGTAAATGCTTTTGGGA
GGTAAATGGAGACTTTT
GGTARATGGAGTCCTTTC
GGTARAATGGAGTTGGGTG
GGTAAATGGCTACCTG
GGTARATGGCTACCTGC
GGTAAATGGCTACCTGCC
GGTAAATGGCTATTAAT
GGTAAATGGCTATTAATT
GGTAAATGGCTATTAATTT
GGTAAATGGCTATTAATTTTC
GGTAAATGGCTGGAAGCA
GGTAAATGGGAAGCTG
GGTAAATGGGAAGCTGT
GGTARAATGGGAAGCTGTTCTTGCC
GGTAAATGGGAAGCTGTTCTTGCCTG
GGTAAATGGGCCCATCA
GGTAAATGTACAGTGTA
GGTAAATGTCGGCTAAGATAGTTTC
GGTAAATGTGGCATGTGGGCAAT
GGTAAATGTGTTTAATGGTTT
GGTARAATGTGTTTTGATTTTCTAGT

"GGTARATGTTGCTGTTGCGTCTT

GGTAAATGTTTCAGTCTCACGCCT
GGTAAATGITTCCTTGGT
GGTAAATGTTTGCAAATACTAAGA
GGTAAATTAAGTTGTTTTG
GGTRAAATTAATAATTCA
GGTAAATTAATAATTCAGGG
GGTAAATTAATAATTCAGGGG
GGTAAATTAGCAATTACA
GGTAAATTAGCAATTACAT
GGTAAATTATAGCTATT
GGTRAAATTATAGCTATTG
GGTARATTATGCCCAGCGTTCCTGTC
GGTAAATTATTTACTTA
GGTRAAATTCACAGAAAA
GGTRAATTCACTTTACTTT
GGTAAATTCAGATTTAAA
GGTRAATTCATAATTTC
GGTAAATTCATGGTTTITTTCTTCAAT
GGTAAATTCTACAAGTG
GGTAAATTCTATTTATGATCTATAA
GGTAAATTGAATAATCTG
GGTRAATTGATTTTTAA
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GGTRAAATTGATTTTTAAG
GGTAAATTGCATCTTGT
GGTARAATTGCTACCAGG
GGTAAATTGTCAAAGTA
GGTAAATTGTCACTACTTTTGAAA
GGTAAATTGTCAGAATTT
GGTAAATTGTCATTCTAGTTCCTGT
GGTAAATTGTCATTCTAGTTCCTGTT
GGTAAATTTATTTAGGGAATC
GGTAAATTTGAGGATTC
GGTAAATTTGAGGATTCTATGTATTG
GGTAAATTTGAGGGATTC
GGTARAATTTGAGGGATTCAGAAT
GGTAAATTTGATACATT
GGTAAATTTGTAGTTTCA
GGTAAATTTGTTTAGGC
GGTAAATTTTAAACAAA
GGTAAATTTTAARAGGAT
GGTAAATTTTCTCTTGG
GGTARATTTTCTCTTGGG
GGTARATTTTCTCTTGGGC
GGTARATTTTGATGGTTTGCAGGG
GGTARATTTTGCTTTTC
GGTAAATTTTGTTGGCAA
GGTAAATTTTGTTGGCAATA
GGTAAATTTTTAAAATCA
GGtaaatttttaaaatttt
GGTAAATTTTTCTGATT
GGTAAATTTTTTATATC
GGTAACAAAAACTCACCT
GGTAACARAACGTCAGC
GGTAACAAAATGTGCTGT
GGTAACAAAGCTTAAACAT
GGTAACAAATGACTGCCCCCTCGAGC
GGTAACAACAACAATCA
GGTAACAACAACAATCAT
GGTAACAACCCAAGTACT
GGTAACAAGTGATTTTGTTTTTTTGT
GGTAACBRATAACATCAG
GGTAACAATAATCTTTAC
GGTAACAATTTGTCCCTTTCC
GGTAACACACCCACTC
GGTAACACATATCTAGT
GGTRAACACATATCTAGTA
GGTAACACATATCTAGTAATACG
GGTAACACATATCTAGTAATACGTG
GGTAACACATATCTAGTAATACGTGA
GGTAACACATTGCTGAAG
GGTAACACCAGCCCTG
GGTAACACCGAGGAGCC
GGTAACACCGAGGAGCCT
GGTAACACCTGTTGCCAC
GGTAACACCTTACCTTACA
GGTAACACGTTAGTTTATTTAATTT
GGTAACACTGATCTGAA
GGTAACACTGATCTGAACCCT
GGTAACACTTCCCTCAG
GGTAACACTTTAAACCTA
GGTAACACTTTATTGTAA
GGTAACACTTTATTGTAAAAATAT
GGTAACAGAAAGTAGAT

PCT/AU2011/000380

GGTAACAGAACCGGTC
GGTAACAGAAGAAATCT
GGTAACAGAAGAAATCTT
GGTAACAGACGTAGCTATT
GGTAACAGAGGGCCCGG
GGTAACAGAGTCGCCCTAT
GGTAACAGAGTCGCCCTATAG
GGTAACAGCAGCTGTGT
GGTAACAGCCAAGCCCAG
GGTAACAGCCAAGCCCAGG
GGTAACAGCCGGGGGGC
GGTARCAGCCTTCTGGC
GGTAACAGCTGGGTTCC
GGTAACAGCTTTCAAG
GGTAACAGGAAAAATTTG
GGTAACAGGAAAAATTTGATGTTG
GGTRAACAGGACCGGTGGGG
GGTAACAGGACCGGTGGGGTCCC
GGTAACAGGATTTAAATGAG
GGTRACAGGCCCATCCTGT
GGTAACAGTACTGTCCCC
GGTAACAGTATTTTCTTCCTATGACT
GGTAACAGTGCTGACTACT
GGTRAACAGTGCTGACTACTC
GGTAACAGTGGAATTTC
GGTAACAGTGGATTTTAAACTAGG
GGTRACAGTGTACCCCTC
GGTARACAGTTTATTTTGT
GGTAACAGTTTTTCCTTTCAAGGCAT
GGTAACATAACTGTTTTTTTTCCC
GGTRACATACTTCTATCT
GGTRACATAGCTTATTATG
GGTAACATGACAAATCCTTATATGT
GGTAACATGCTCAGGGCC
GGTAACATGGTTTTCAG
GGTAACATGTAATAGAT
GGTRACATTAAACTGAG
GGTAACATTCAGTGCCTAACA
GGTAACATTCTGTCGTTTTCTCTTTC
GGTRAACATTTAGCCACT
GGTAACATTTAGCCACTGGGGGTGG
GGTAACATTTCCTTCCGT
GGTAACATTTGttttaatatt
GGTRACATTTGttttaatattta
GGTAACATTTTAAAACCA
GGTAACATTTTTATTTGGAATA
GGTAACCAAATGGACCCTGCCC
GGTRACCACATGCCTTC
GGTAACCACATGCCTTCT
GGTAACCACATGCCTTCTGTGC
GGTAACCACTTTGGCCT
GGTAACCACTTTGGCCTIC
GGTAACCACTTTGGCCTCG
GGTAACCAGAGGGAATAGAATAAATA
GGTAACCAGATTTTCACAGGCTGC
GGTAACCAGTICTTATTCTA
GGTRACCAGTTTCCATA
GGTAACCAGTTTCCATAT
GGTAACCATGGCAACCC
GGTAACCATGGTARAGAAAAAT
GGTAACCATGTTCCCGTG
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GGTAACCATTCTTTTCAT
GGTAACCATTTATATTA
GGTAACCCACTTCTTTCT
GGTAACCCAGGTTTCTG
GGTRACCCAGGTTTCTGC
GGTAACCCAGGTTTCTGCAGCT
GGTAACCCCCCAACCAGC
GGTAACCCGCTGTTCTTGG
GGTAACCCTCCCACCTTA
GGTAACCCTGACGTTGTACC
GGTAACCCTGGAGTTGA
GGTAACCCTTTCTAAGG
GGTAACCCTTTCTAAGGTTTA
GGTAACCGCCGGGGCCAGCCCGGCCC
GGTAAccggggcgcggcyg
GGTAAccggggcgcggcgy
GGTAACCGGGGCTGGC
GGTAACCGTATCTATCAA
GGTAACCGTGGGGGTGGGAGCAG
GGTAACCTACAAGAATAG
GGTAACCTGATGTTTTTT
GGTAACCTGATGTTTTTTGA
GGTAACCTGCCCCATCG
GGTAACCTGCTTTGARAC
GGTAACCTGGGGATCC
GGTAACCTGGGGATCCC
GGTAACCTGGGGATCCCT
GGTAACCTTACTAAAT
GGTAACCTTACTARATG
GGTARCCTTATTCCTTGC
GGTAACGACTCCACCTCTCC
GGTAACGACTCCACCTCTCCC
GGTAACGACTCCACCTCTCCCT
GGTAACGACTCCTGAT
GGTAACGCATGTTGTCA
GGTAACGCCACACGCCCGTC
GGTAACGCCACACGCCCGTCC
GGTAACGCCACACGCCCGTCCGCC
GGTAACGCCACACGCCCGTCCGCCG
GGTAACGCCCTTTCCCTG
GGTAACGCCGCGCACCGAGCT
GGTAACGCCGGGCTGGG
GGTAACGGACAGAAGAA
GGTAACGGACAGAAGAAC
GGTAACGGACAGAAGAACCTT
GGTAACGGCCAGTTTTT
GGTAACGGCTTGCCACA
GGTAACGGGTTTGAAATC
GGTAACGGGTTTGAAATCA
GGTAACGGTGGCTGGAA
GGTAACGGTGGCTGGAAA
GGTAACGTAGATTCCACGCACGCGG
GGTRACGTCTGCCGTTC
GGTAACGTGCCATCCTC
GGTAACGTGCCTCTCCT
GGTRAACTAACTAATGCAA
GGTAACTAAGGCTGCCC
GGTAACTAATATCCTGA
GGTAACTACCCTATCG
GGTAACTACCCTGTTCCT
GGTAACTACCCTGTTCCTAGGGC
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GGTAACTACCCTTCAGA
GGTAACTATAACTTTGGATATTA
GGTAACTATAATTTAGGTTAT
GGTAACTATACTARACATTTTTAA
GGTAACTATAGTGACTTC
GGTAACTATCAAGTTCGATTAACCCA
GGTAACTATCCTGTCCT
GGTAACTATTAAGAAGATATAATT
GGTAACTATTAGTCATTCAAACTCCT
GGTAACTATTGACTCGTGT
GGTAACTCAACCTTTAT
GGTAACTCAATACCTTT
GGTAACTCAATACCTTTA
GGTAACTCAGCCCCGTC
GGTAACTCCCCGGGGTG
GGTAACTCCTCCCTCCAA
GGTAACTCCTCCGGGC
GGTAACTCCTCCGGGCTC
GGTAACTCCTCCGGGCTCC
GGTARCTCGCAGGATGCT
GGTAACTCGGGAGCCC
GGTAACTCGGGAGCCCG
GGTAACTCTCCTTCCCTTTCTCCCT
GGTAACTCTGATGTGTIGA
GGTAACTCTGCTGGTG
GGTAACTCTGCTGGTGG
GGTAACTCTGCTGGTGGC
GGTAACTCTTCGAARGACAT
GGTAACTCTTCGARAGACATT
GGTAACTCTTGCCTTTTT
GGTAACTGACTGCTTTT
GGTAACTGACTGCTTTTTTC
GGTAACTGAGCTTTTTGC
GGTARACTGCAGCTTG
GGTAACTGCAGCTTGG
GGTAACTGCAGTCTTCTC
GGTAACTGGCCTTGTGAT
GGTAACTGGGCGAGGGC
GGTAACTGTCACATGTGTCACGTGA
GGTAACTGTCAGCTTGCCCC
GGTAACTGTCATTTGAG
GGTAACTGTCTGATTGTTAGACATT
GGTAACTGTTAAATTCTGGCT
GGTAACTGTTCCCCGCC
GGTAACTGTTTACATTT
GGTAACTTAAATCAARATAAG
GGTAACTTACCTGAGATA
GGTAACTTAGATCCGGAG
GGTAACTTAGGACAAT
GGTAACTTAGGACAATG
GGTAACTTAGGACAATGT
GGTAACTTATAGGTATCTGTTTCCA
GGTAACTTCACAGCAGGG
GGTAACTTCCCTGCCTCCCT
GGTAACTTCGGGTGGGGGEC
GGTAACTTCGGGTGGGGGCE
GGTAACTTCTACATATCAAGT
GGTAACTTCTCATCTIGT
GGTAACTTCTGGAGTCTGTTAGG
GGTAACTTGAAAGCTTAT
GGTAACTTGAttttatttt



GGTAAGAAAATAAATTTAATTC
GGTRAAGAAARATGTAACTCACATTTAT
GGTAAGAARATGTCATT
GGTAAGAAAATTCTATTTCA
GGTAAGAAAATTGAACCA
GGTAAGAAARATTTTAACATATATA
GGTRAAGAAAATTTTGGATTAAATA
GGTRAGAAACATTTTTGT
GGTAAGAAACCATAGATA
GGTAAGAAACCCAGTGG
GGTAAGAAACCCAGTGGG
GGTAAGAAACGGTTGTG
GGTRAGAAACGGTTGTGGA
GGTRAAGAAACTAGATAA
GGTAAGAAACTCATCAT
GGTAAGAAACTCTCATG
GGTAAGAAACTTTGGGG
GGTAAGAAACTTTGGGGA
GGTRAGAAACTTTGTTCATC
GGTAAGAAAGAAAACATA
GGTAAGAAAGAAAACATAGGTGA
GGTAAGAAAGAAACA
GGTAAGAAAGAAATAAC
GGTAAGAAAGACTCTGGT
GGTAAGAAAGACTGTCT
GGTAAGAAAGAGATTCCATCTGC
GGTAAGAAAGATACTTA
GGTAAGAAAGCGCATGTC
GGTAAGAAAGCGTTTAATGCAA
GGTAAGAAAGCGTTTAATGCARA
GGTAAGAAAGCGTTTAATGCAAAAT
GGTAAGAAAGCGTTTAATGCAAAATT
GGTAAGAAAGGCATTTGC
GGTAAGAAAGGCATTTGCA
GGTAAGAAAGGCATTTGCAA
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GGTAACTTGTCATATAATGG GGTAAGAAAGGCATTTGCAAG
GGTAACTTGTGTACAAAATGTTAAA GGTAAGAAAGGCATTTGCAAGA
GGTAACTTTATCCTTITTT GGTAAGAAAGTCATAAAATTTACA
GGTAACTTTCATCAGGAA GGTAAGAAAGTTAGAA
GGTAACTTTCGGTAATCTGTGAGAG GGTAAGAAAGTTAGAAA
GGTAACTTTGATAAGGA GGTAAGAAATACTAT
GGTAACTTTGGACCAAA GGTRAAGAAATACTATTCAAGTATT
GGTRACTTTGGACCAAAC GGTAAGAAATAGTTCAT
GGTAACTTTGGGGGCATGGG GGTAAGAAATAGTTCATT
GGTAACTTTTAATGTAC GGTAAGAAATAGTTCATTGATTCTT
GGTAACTTTTATCTCTA GGTAAGAAATCTTACTT
GGTAACTTTTCAGTGGTT GGTAAGAAATCTTTAAARAGTTTTAC
GGTAACTTTTCTTCATATAGTAAAC GGTRAGAAATGAACCT
GGTAAGAAAAACTTAACA GGTRAAGAAATGAAGAGAC
GGTAAGAAAAAGTCTGAG GGTAAGAAATGGGCTAA
GGTAAGAAAAATACAGT GGTAAGAAATGTTTAAATTTACACT
GGTAAGAAARATGGTCCTGGGTT GGTAAGAAATTCAGGTGA
GGTAAGAAAAATGGTCCTGGGTTCA GGTAAGAAATTTATAT
GGTAAGAAAACATGTCA GGTRAGAAATTTATATG
GGTAAGAAAACCAGTTATGAG GGTAAGAAATTTGCAAG
GGTAAGAAAACTTATGT GGTAAGAACAAAATGAAAG
GGTAAGAARAGAGTCATCCTAGCCTG GGTRAGAACAAAATTAC
GGTAAGAAAAGCATTGATTGATTTT GGTAAGAACACAAAGGAA
GGTAAGAAAAGTGTCAA GGTAAGAACACAAAGGAAAGARA
GGTAAGAAAAGTGTCAAAGGAT GGTAAGAACACTTCTCTCCT
GGTAAGAAAAGTTGTCA GGTAAGAACACTTCTCTCCTCA

GGTAAGAACACTTITTCTTTCTCTT
GGTAAGAACACTTITTCTITTCTCTTAA
GGTAAGAACAGAAATAC
GGTAAGAACAGTCAGTG
GGTAAGAACATTTCTCTTTA
GGTAAGAACCATATAAA
GGTAAGRACGAGTGGGGGGCTTTGT
GGTAAGAACGAGTGGGGGGCTTTGTG
GGTRAAGAACGTGGAATTCA
GGTRAAGAACTACATCATGCCTA
GGTAAGAACTGAACAGATCCAGATGA
GGTAAGAACTGaattttt
GGTAAGAACTGCACTTT
GGTRAAGAACTGGAAATTGTTACTAAT
GGTAAGAACTGTTCATCTGATGT
GGTAAGAACTTGAAACT
GGTAAGAACTTGAAACTT
GGTAAGAACTTTGGTTTATTAC
GGTAAGAACTTTGGTTTATTACCA
GGTAAGRAGAAAAAAMAG
GGTRAAGAAGAAAGTTCCTCT
GGTAAGAAGAAAGTTTC
GGTAAGAAGAACCAGC
GGTAAGAAGAGAATG
GGTAAGAAGAGAATGGATGACCAAAA
GGTAAGAAGAGAATTGG
GGTAAGAAGAGAGGAAG
GGTRAAGAAGATAATGTTTGATTT
GGTAAGAAGATTCCATGTTCA
GGTAAGAAGCAAAGCAGA
GGTAAGAAGCAAATAACT
GGTAAGAAGCATGATTTTTGGAGGC
GGTAAGAAGCCATAAT
GGTAAGRAAGCGAGAARCAGGGGCCG
GGTAAGAAGCGTGCCTG
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GGTAARGAAGCGTGCCTGG
GGTAAGAAGCGTGCCTIGGG
GGTAAGBAGCTGTTTTG
GGTAAGAAGGCCTTCCTT
GGTAAGAAGGGCTGAAAT
GGTRAAGAAGGGGAGGGC
GGTARGAAGGTGGGACC
GGTAAGAAGTACTTTTTGAATARAGTT
GGTAAGAAGTGACCCTT
GGTARGAAGTGCATCTC
GGTAAGAAGTGGGGCTCCCAGG
GGTARGAAGTGTGTTCC
GGTAAGAAGTTATGTAA
GGTAAGAAGTTATGTAATTTAAG
GGTAAGRAGTTGCTTTTATAgG
GGTAAGAAGTTTACAAACTC
GGTAAGAATAAAAATATTAAA
GGTAAGAATAATTTCTT
GGTAAGAATAATTTCTTGTGATT
GGTAAGRATACTCAGATTTTA
GGTAAGRATAGTTACTA
GGTAAGAATAGTTCTTT
GGTAAGAATATATGTAAC
GGTAAGAATATTTCTTAA
GGTAAGAATCAGTATCA
GGTAAGARATCAGTATCAT
GGTAAGAATCCCAGAGT
GGTAAGAATCGAAAATA
GGTAAGAATCGAGGAGCC
GGTAAGAATCTGTTCCAAAACTATCT
GGTAAGRATCTTTCTCCCTC
GGTAAGAATGAACTAGGTTT
GGTAAGAATGAACTAGGTTTT
GGTRAGAATGAACTAGGTTTTT
GGTAAGAATGAACTAGGTTTTTT
GGTAAGARATGAAGCAT
GGTAAGAatgacatattcac
GGTAAGAATGAGCGTCTCCTCCTTTC
GGTAAGAATGCAAAGAA
GGTAAGAATGGACAGTTA
GGTAAGAATGGACAGTTAGAC
GGTARGAATTAAAAAACAT
GGTAAGAATTACTGTTT
GGTAAGRATTATGTCAAT
GGTAAGAATTATTCTCCTGTA
GGTAAGAATTCTAAGGT
GGTAAGAATTCTTTTTAAGT
GGTAAGAATTGTTTTTARAGGG
GGTAAGAATTTAATGTC
GGTAAGAATTTCTCTTTTTTTTTCT
GGTAAGAATTTTCTGTTAA
GGTAAGAATTTTTTTTCT
GGTAAGACAAAGGCCTG
GGTAAGACAACATTCAAA
GGTAAGACAACGACATG
GGTAAGACAACTCCCAG
GGTAARGACAATCACTTCTG
GGTAAGACACCAGCAATCC
GGTARGACACTGTACCCT
GGTAAGACACTGTACCCTCCTCAC
GGTAAGACAGGAGCCT
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GGTARGACAGGCCTCCTG
GGTAAGACAGGCCTCCTGGGCTC
GGTAAGACAGGCCTCCTGGGCTCATG
GGTAAGACAGGGAGGAAT
GGTAAGACAGTCACTTTGTGTTGC
GGTAAGACATAATTTGG
GGTAAGACATATCCC
GGTAAGACATATCCCA
GGTAAGACATATCCCAA
GGTAAGACATCTAARAGTATTC
GGTAAGACATCTAAAAGTATTCC
GGTAAGACATGCCCCATCAGCGTGGC
GGTARGACATGCTGGTC
GGTAAGACATGCTGGTCG
GGTAAGACATTGGAGGCCGAGGC
GGTAAGACCAATTCCTACATCTAAT
GGTAAGACCACTCGCTC
GGTAAGACCATCACATGCCTTCCCC
GGTAAGACCATTAATTAAACCAAT
GGTARAGACCCAGAGGTAC
GGTAAGACCCAGTTAAGA
GGTARGACCCCAGGTGCC
GGTAAGACCCTCAACCTCTGTAAGGT
GGTAAGACCCTCCATCCC
GGTAAGACCCTCCATCCCG
GGTAAGACCCTCCATCCCGC
GGTAAGACCCTCCATCCCGCA
GGTAAGACCCTCCATCCCGCATCCC
GGTAAGACCGCTCGGCCG
GGTAAGACCTGAGAGGAT
GGTAAGACCTGAGAGGATC
GGTAAGACCTGAGAGGATCCTGCAGG
GGTAAGACCTGCGTTCTC
GGTAAGACCTTGAAGAG
GGTAAGACCTTTGGGGT
GGTAAGACGGTGGAGAG
GGTAAGACGGTGGAGAGAGTCC
GGTAAGACGTTGTCTGGGCCC
GGTAAGACTACTACtaa
GGTAAGACTAGTCACTATGGA
GGTAAGACTATCCCCCA
GGTAAGACTCAGGGCTGG
GGTAAGACTCCATCATCATAGAGCTG
GGTAAGACTCTACAGTA
GGTAAGACTGACCACTT
GGTAAGACTGATTTGTC
GGTAAGACTGCGTGCCGT
GGTAAGACTGCTTATTTGAARA
GGTAAGACTGCTTTAAAA
GGTAAGACTGTTTGACT
GGTAAGACTGTTTGACTT
GGTAAGACTTARAGAGTGTATT
GGTAAGACTTATAGCTGATAA
GGTAAGACTTATAGCTGATAATAAGT
GGTAAGACTTATCTTTA
GGTAAGACTTCCCCTCC
GGTAAGACTTTGCAACC
GGTAAGAGAAAATTARA
GGTAAGAGARATAATAAA
GGTAAGAGARATCTGCTG
GGTAACAGAAATCTGCTGGA
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GGTAAGAGAAATGAGAATT
GGTAAGAGAACAAATGTG
GGTAAGAGRACATTTTTTTTCCC
GGTRAAGAGAACCAGAG
GGTAAGAGAACTGAATAA
GGTAAGAGAACTGAATAACAAAC
GGTAAGAGAACTGTACATTCGAGTC
GGTAAGAGAAGAGAAATG
GGTAAGAGAAGATATTC
GGTAAGAGAAGCCATCT
GGTAAGAGAAGGATTTTGATTTTTTT
GGTAAGAGAATGAAAAT
GGTAAGAGAATGTATTAAGATTTTGG
GGTAAGAGAATGTGATACTAGTCA
GGTAAGAGAATGTGATACTAGTCAA
GGTAAGAGAATTGACAG
GGTAAGAGACAAGGGCAAGT
GGTAAGAGACGAAGTAACTTGTT
GGTAAGAGACGAAGTAACTTGTTCAT
GGTAAGAGACTTTGTCAATAA
GGTAAGAGAGGCCCCAT
GGTAAGAGAGGGAGTGGT
GGTAAGAGAGGGAGTGGTT
GGTAAGAGAGTCTTTCCA
GGTAAGAGAGTTGATAAACACT
GGTAAGAGATATCTCGA
GGTAAGAGATCCAGAG
GGTAAGAGATGTTGAARA
GGTAAGAGATGTTGAAAC
GGTAAGAGATTAGAATAGATATTCCA
GGTAAGAGATTATACATTTIGTT
GGTAAGAGATTTGCTCT
GGTAAGAGCARACCTITITCTCCT
GGTAAGAGCAACATCA
GGTAAGAGCAACATCAC
GGTAAGAGCAACATCACCATGA
GGTAAGAGCAATGCTTGGTTTCAAT
GGTAAGAGCAGCTCGGCGCCCACCCC
GGTRAGAGCAGTTTC
GGTAAGAGCAGTTTCTGG
GGTAAGAGCCACTCACTT
GGTAAGAGCCATCGTCAACTGGTTT
GGTAAGAGCCCAGTCCG
GGTAAGAGCCCAGTCCGG
GGTAAGAGCCCCACCCCCAC
GGTAAGAGCCGACCAGCAGGCCTG
GGTAAGAGCCTGGGGCC
GGTAAGAGCCTGGGGCCC
GGTAAGAGCGGCGCCTT
GGTAAGAGCGGGTGCCGG
GGTRAGAGCTAACTTT
GGTAAGAGCTAGTGAGGAACACTTGG
GGTRAAGAGCTATATTTCATT
GGTRAGAGCTCTGGGTTT
GGTAAGAGCTCTTTAACT
GGTAAGAGCTCTTTAACTCATAGGGG
GGTAAGAGCTGCCAG
GGTAAGAGCTGCCAGC
GGTAAGAGCTGCCAGCC
GGTAAGAGCTGGAGAGCA
GGTRAGAGCTGTCAGATT
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GGTAAGAGGAAGAAGGA
GGTAAGAGGAATAGAGAAGCTATAAG
GGTRAAGAGGAATGTTT
GGTAAGAGGAATGTTITA
GGTAAGAGGACGTGGGC
GGTAAGAGGACGTGGGCA
GGTAAGAGGACTAACAT
GGTAAGAGGACTARACATT
GGTRAAGAGGACTAACATTTTACTTGA
GGTAAGAGGACTGAATTA
GGTAAGAGGAGCGTTTT
GGTAAGAGGAGCTGTAT
GGTAAGAGGAGGCTACT
GGTAAGAGGAGGGTCTC
GGTAAGAGGATAGCAGTTTGCTG
GGTAAGAGGATCCTCCAT
GGTAAGAGGCAGTGGGCGG
GGTAAGAGGCCCCTGGG
GGTAAGAGGGAAAACTGTTT
GGTRAGAGGGCAGGATG
GGTRAAGAGGGCGCCCAC
GGTAAGAGGGCGCCGACTTAC
GGTAAGAGGGCGCCGACTTACT
GGTAAGAGGGCGCCGACTTACTCAT
GGTAAGAGGGCGGAGAG
GGTAAGAGGGGACTCT
GGTRAAGAGGGGCCTAA
GGTAAGAGGGGCCTAATG
GGTAAGAGGGGGCTCAGCCCCACGG
GGTAAGAGGGTGACATA
GGTAAGAGGGTGCTGGT
GGTAAGAGGTACATGTT
GGTAAGAGGTCAAATT
GGTAAGAGGTCAAATTT
GGTAAGAGGTCGCGGCCGTCCTC
GGTAAGAGGTGATTTTT
GGTAAGAGGTTTCAGCATGT
GGTAAGAGGTTTCAGCATGTGCT
GGTAAGAGTAAATTCCATGATTTGTG
GGTRAGAGTAATCAGAAAGAGCT
GGTAAGAGTACATTTC
GGTAAGAGTACATTTCT
GGTAAGAGTACATTTCTGTTG
GGTAAGAGTATAGTAT
GGTAAGAGTATTACCTCATAG
GGTAAGAGTCAAACTATT
GGTAAGAGTCATTGTTCTCTGT
GGTAAGAGTCCACCATTCCGTG
GGTAAGAGTCCCCTGAGC
GGTAAGAGTCCGGGCC
GGTAAGAGTCGCGGGGGCG
GGTAAGAGTCGCGGGGGCGACG
GGTAAGAGTCTTCCTGG
GGTAAGAGTGGCCCTGGTT
GGTAAGAGTGGGCACG
GGTAAGAGTGTGGAACA
GGTAAGAGTGTTGCCAG
GGTAAGAGTGTTGCCAGT
GGTAAGAGTTAAAGGAGT
GGTRAGAGTTATAGCT
GGTAAGAGTTCTAGATG
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GGTAAGAGTTCTAGATGG
GGTAAGAGTTCTAGATGGGTAG
GGTAAGAGTTTATCTTA
GGTRAGAGTTTATTTTG
GGTAAGAGTTTCCTGAG
GGTAAGAGTTTCTTAAC
GGTAAGAGTTTTCCAAAG
GGTAAGAGTTTTGCGAGTTTAC
GGTAAGAGTTTTTGACAA
ggtaagataaaaaaatca
GGTAAGATAAAAAGCACAC
GGTAAGATAAAGAAGATARAAGGGA
GGTAAGATARAGTATG
GGTAAGATAAGTTGGTAGGGAGAAAG
GGTAAGATAATAATTGAA
GGTAAGATAATGGAATA
GGTAAGATAATTARAAG
GGTAAGATAATTTTAT
GGTAAGATAATTTTATT
GGTAAGATAATTTTATTTCTT
GGTAAGATACATTTGA.
GGTAAGATACTGCTTTGT
GGTAAGATAGAGTTCAGT
GGTAAGATAGATCCTGA
GGTAAGATATGCATTTTCATA
GGTAAGATATTAACATA
GGTAAGATCATTTTTTTT
GGTAAGATCCACATCATTT
GGTAAGATCTTTGATATAAGAAGAG
GGTAAGATCTTTTTATG
GGTAAGATGAAARACTGG
GGTAAGATGAAAGGGT
GGTAAGATGAATAGT
GGTAAGATGAATTAGTT
GGTAAGATGAATTAGTTT
GGTAAGATGACACTTTCAGTGGTC
GGTAAGATGACATATG
GGTAAGATGACATATGT
GGTRAAGATGACTTATTTC
GGTAAGATGAGAAATT
GGTAAGATGAGTAAGAA
GGTAAGATGATAACTATAC
GGTAAGATGATAACTATACATTGCGG
GGTAAGATGATGAAGTT
GGTAAGATGCTAGTGGGG
GGTAAGATGCTCCCAG
GGTAAGATGCTTGTCCTTITATC
GGTAAGATGGCTTTCGGA
GGTAAGATGGGAGCACGT
GGTAAGATGGGCGAGCTTTCCG
GGTAAGATGGGCGAGCTTTCCGT
GGTAAGATGGGCTGGGTCTAA
GGTRAGATGGTTCAATG
GGTAAGATGTACAGCCCT
GGTAAGATGTAGTAC
GGTRAGATGTAGTACT
GGTAAGATGTAGTACTT
GGTAAGATGTAGTACTTT
GGTAAGATGTCTGTTC
GGTRAGATGTGCCTGG
GGTAAGATGTGCCTGGAG
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GGTAAGATGTGTTTATTT
GGTAAGATGTTGCTGGAACCCTGT
GGTAAGATGTTTCTGGG
GGTAAGATTAAACAGGTG
GGTAAGATTAAACTATGT
GGTAAGATTAACATTTTAAATATT
GGTAAGATTACATGTGGGCATA
GGTAAGATTACTGTTTC
GGTAAGATTACTGTTICT
GGTAAGATTAGTAATAA
GGTAAGATTATCCATTA
GGTAAGATTATCTCTTT
GGTAAGATTATGGGTAACCTA
GGTAAGATTCACTTGATA
GGTAAGATTCATAACTTTTTTTTTTA
GGTAAGATTCCATCTTT
GGTAAGATTCTCGTTACCTCTTTC
GGTAAGATTGATCTTTCTTTTGTG
GGTAAGATTGGCACTAAC
GGTAAGATTGGGAGCTG
GGTAAGATTGGTGACAAT
GGTAAGATTGGTTCAATGTCTAG
GGTAAGATTTACCCTTTT
GGTAAGATTTACTTGTTAA
GGTAAGATTTCACCTTT
GGTAAGATTTCACCTTTA
GGTAAGATTTCACCTTTAAGAAATA
GGTAAGATTTCCTTTGG
GGTAAGATTTCCTTTGGA
GGTAAGATTTCCTTTGGACTT
GGTAAGATTTCCTTTGGACTTTA
GGTAAGATTTCCTTTGGACTTTAC
GGTAAGATTTGTTTTCAGCAGATA
GGTAAGATTTTAGCATTCT
GGTAAGATTTTCATTGTGATTA
GGTAAGATTTTCTTCAGT
GGTAAGATTTTGATTTATTAGT
GGTAAGATTTTGTATTTC
GGTAAGATTTTTAAATG
GGTAAGATTTTTTARAAA
GGTAAGATTTTTTARATT
GGTAAGATTTTTTAAATTTGGAAGT
GGTAAGCAARACTTGGA
GGTAAGCAAAAGGTCAAA
GGTAAGCARAATGCTTG
GGTAAGCAAACAATGAC
CGTAAGCAAACRATGACT
GGTAAGCAAACAATGACTG
GGTAAGCAAACAATGACTGT
GGTAAGCAAACAATGACTGTC
GGTAAGCAAACAATGACTGTCT
GGTAAGCAAACAATGACTGTCTTGT
GGTAAGCARAGCAGTTC
GGTAAGCAARAGTGCTAA
GGTAAGCAAATTGTTAA
GGTAAGCRACAGGACAAG
GGTAAGCAACCAGAGGTGGTGGTGGC
GGTAAGCAACCAGTTACA
GGTAAGCAACTCTGGTT
GGTAAGCAACTCTGGTTT
GGTAAGCAACTCTGGTTTTCGGC
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GGTAAGCAACTTATTAAG
GGTAAGCAAGAAATTTTA
GGTAAGCAAGCACGGAGTGAAACA
GGTAAGCAAGCCCGGTTAG
GGTAAGCAAGCCCGGTTAGGCTGCAG
GGTAAGCAATGCAGGATA
GGTAAGCAATTAATTTGT
GGTAAGCAATTTCACTT
GGTAAGCAATTTCCTTTATCTTCTTT
GGTAAGCAATTTTTgCt
GGTAAGCACAAACCGTT
GGTAAGCACAAACCGTTGGTTTTAGG
GGTAAGCACAACTGGGA
GGTAAGCACAAGGGCCTTCCCTAGG
GGTAAGCACACCCAACACTA
GGTAAGCACAGCAGT
GGTAAGCACATGAGTGTT
GGTAAGCACCGTGTTTTC
GGTAAGCACCGTGTTTTCTTG
GGTAAGCACCGTGTTTTCTTGCTGGA
GGTAAGCACCTAARAT
GGTAAGCACCTAARATC
GGTAAGCACGCAGCTATA
GGTAAGCACGTCTGGCC
GGTAAGCACGTTTGGGCAG
GGTAAGCACTCTCATGT
GGTAAGCACTCTCATGTCAAA
GGTAAGCACTCTCATGTCAAATCTTA
GGTAAGCACTGACTTTAA
GGTAAGCACTTCACGAT
GGTAAGCACTTGCTGGG
GGTAAGCACTTGGTTATGTCAGTGAC
GGTAAGCAGAAAGGGAC '
GGTAAGCAGAACCCTTC
GGTAAGCAGAACGGGCAG
GGTAAGCAGCATACCAGT
GGTAAGCAGCTTTTTCC
GGTAAGCAGCTTTTTCCC
GGTAAGCAGGAAACCCC
GGTAAGCAGGAAACCCCT
GGTAAGCAGGATCTAGG
GGTAAGCAGGCAGGGGATGGATTC
GGTAAGCAGGCCCAGGG
GGTAAGCAGGGGAGGG
GGTAAGCAGGGGAGGGA
GGTAAGCAGGGGAGGGAGTC
ggtaagcaggggtaagctgggg
GGTAAGCAGGTGGCTCT
GGTAAGCAGGTGGCTGG
GGTAAGCAGGTGGGTTG
GGTAAGCAGTAAGATTGTT
GGTAAGCAGTGCATCTT
GGTAAGCAGTGGACCTT
GGTAAGCAGTGGCTGGAAGGCTGGGG
GGTAAGCAGTGTGARAT
GGTAAGCAGTTGTTTGGA
GGTAAGCATAATTTAAAC
GGTAAGCATAATTTAAACATCAG
GGTAAGCATAATTTAAACATCAGCT
GGTAAGCATATACATTTATTAT
GGTAAGCATATATTTGTTTACTAGG
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GGTRAAGCATCATTAA
GGTAAGCATCATTAAG
GGTAAGCATCATTAAGC
GGTRAGCATCATTAAGCT
GGTAAGCATCATTAAGCTC
GGTAAGCATCATTAAGCTCA
GGTAAGCATCGTGTTTTCTTCCTGCT
GGTRAAGCATCTCTARAG
GGTAAGCATGATCTAAG
GGTAAGCATGCTTAAGAAAGTTGTA
GGTAAGCATGTGGCTITTT '
GGTAAGCATGTTTGGAT
GGTAAGCATGTTTGGATT
GGTAAGCATGTTTTCAGTCT
GGTRAGCATTAAAARARA
GGTAAGCATTAAAARAAT
GGTAAGCATTAAAARAATT
GGTRAAGCATTAARAAAATTTTCTTCA
GGTAAGCATTAACATGGTTT
GGTAAGCATTCAAGATT
GGTAAGCATTCCCTTCCAGACCC
GGTAAGCATTCGCCCA
GGTAAGCATTCTCTGCC
GGTAAGCATTCTGTTGGTCTCAT
GGTBRAGCATTTGCCTG
GGTAAGCATTTGCCTGG
GGTAAGCATTTTGAAAT
GGTRAAGCATTTTGATTTCC
GGTAAGCATTTTTAGTAAGTTTA
GGTAAGCCAAGGTARAGAGACCTGAG
GGTRAGCCACACCCACC
GGTRAGCCACCCCCAGCC
GGTAAGCCACTCAATGAA
GGTRAAGCCAGAAGGATG
GGTAAGCCAGAAGGATGG
GGTAAGCCAGATCATCA
GGTRAAGCCAGCTTCCCGCGCAGCCCC
GGTRAAGCCAGGAACTCTTCA
GGTAAGCCAGGGCCTCG
GGTRAGCCAGTGGGGCT
GGTAAGCCAGTGGGGCTG
GGTAAGCCAGTGGGGCTGCAGAG
GGTRAAGCCATAGCTATT
GGTAAGCCATATACTCCT
GGTRAGCCATCAACTAGATAAA
GGTAAGCCATGCCAGT
GGTAAGCCATGCCAGTT
GGTRAGCCATGTTTTAA
GGTRAGCCATTATTCAG
GGTAAGCCCACTCTGTTT
GGTARAGCCCCAGCTTTCCTGAACT
GGTAAGCCCCTTGTACC
GGTAAGCCCCTTGTACCT
GGTAAGCCCGCTGCAACCCT
GGTAAGCCCGCTGCAACCCTCACTC
GGTAAGCCCTAAAARA
GGTRAGCCCTAAAARAT
GGTAAGCCCTAAAAAATA
GGTAAGCCCTAAAAAATATACTTTGG
GGTAAGCCCTAAGAGCCA
GGTAAGCCCTAAGAGCCATGT
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GGTAAGCCCTAAGAGCCATGTG
GGTAAGCCCTCAGGCTCATGCT
GGTAAGCCCTCAGGCTCATGCTG
GGTAAGCCCTCGCAAGGTTCCT
GGTAAGCCCTGAAGGG
GGTAAGCCCTGGGACCCTC
GGTAAGCCCTGGGACCCTCAT
GGTAAGCCCTTGGAAGC
GGTAAGCCCTTGTGCCTCCATGCCA
GGTAAGCCCTTITGGTTIT
GGTAAGCCGGAAGCAGG
GGTAAGCCGGGCCGGCCT
GGTAAGCCTAAACCTAGGACA
GGTAAGCCTAGATTGGTT
GGTAAGCCTCTCCCCGGGAGC
GGTAAGCCTGAAGAATA
GGTAAGCCTGCCAGAG
GGTRAGCCTGCCAGAGG
GGTAAGCCTTATATTTC
GGTAAGCCTTTGAGACAT
GGTAAGCCTTTGCAGGA
GGTAAGCCTTTGCAGGAG
GGTAAGCGARACACAAAG
GGTAAGCGAAGTGTTCTT
GGTAAGCGACTGCTTTT
GGTAAGCGAGCCTTAGCT
GGTAAGCGAGCCTTTCCATCTAACAG
GGTAAGCGAGCTGCAGTG
GGTAAGCGAGGGGGCGG
GGTAAGCGCATTATGTTG
GGTAAGCGCGACGCCGGC
GGTAAGCGCGACGCCGGCTCGAT
GGTAAGCGCGGCTCTCTGC
GGTAAGCGCTATTTAC
GGTAAGCGCTGGATGGGGTTGG
GGTAAGCGCTGGGGGTC
GGTAAGCGGAAGCGGAG
GGTAAGCGGAGTTGAGAGAC
GGTAAGCGGGCCCCTC
GGTAAGCGGGGCTCCTGT
GGTAAGCGGTCTTTCCCTGCTTA
GGTAAGCGTCTAAGCC
GGTAAGCGTGTATGGAAGATGACG
GGTAAGCTAAAGATTCAAGAAATG
GGTAAGCTAAGACTTTT
GGTAAGCTAAGACTTTTT
GGTAAGCTAAGACTTTTTT
GGTAAGCTAATAAATAAA
GGTAAGCTAATGTAGCTA
GGTAAGCTAATTTCACT
GGTAAGCTACAGAGAAGGTGGTC
GGTAAGCTACAGAGAAGGTGGTCTA
GGTAAGCTACGCCGGGC
GGTAAGCTACTGTCCCTCTCCCTGCC
GGTAAGCTAGCATTTTC
GGTAAGCTAGCATTTTCA
GGTAAGCTATAATATCAA
GGTAAGCTATTAACACTTT
GGTAAGCTCATCATGTAAATGGA
GGTAAGCTCGACTTTTTAACC
GGTRAAGCTCGGCAGGCTGGGG
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GGTAAGCTCTATTGAGTATGTGTTC
GGTAAGCTCTTTTCTGG
GGTRAGCTGAAGGAAAT
GGTAAGCTGAAGGAGCCA
GGTAAGCTGAATCAGAAAGCATTTA
GGTAAGCTGACACCTGAAAAGA
GGTAAGCTGACGGCGTT
GGTAAGCTGCATTTCCC
GGTAAGCTGCATTTCCCT
GGTAAGCTGCCACAAGT
GGTAAGCTGCCCCCTC
GGTAAGCTGCCCTGTCTC
GGTAAGCTGCCTTTGATA
GGTBAGCTGCGTACTCA
GGTAAGCTGCTCTCATA
GGTAAGCTGCTCTCATAG
GGTAAGCTGCTCTCATAGC
GGTAAGCTGCTCTCATAGCAA
GGTAAGCTGCTGACACT
GGTAAGCTGGAGGGGTTA
GGTAAGCTGGAGTTCTC
GGTAAGCTGGAGTTCTCT
GGTAAGCTGGAGTTCTCTGCAT
GGTAAGCTGGAGTTCTCTGCATAA
GGTAAGCTGGCAGCAGGAGAGCTACA
GGTAAGCTGGCATTCTT
GGTAAGCTGGGCAAGAGG
GGTAAGCTGGGCCCCCC
GGTAAGCTGGGCCCCCCCGGGCTGC
GGTRAAGCTGGGGACGAAGGCGAG
GGTAAGCTGGGGCTGGG
GGTAAGCTGGGGCTGGGG
GGTAAGCTGTCAATAG
GGTAAGCTGTGTCCCACAGAACTCCT

‘GGTAAGCTGTTACTCGTTCTT

GGTAAGCTGTTCTGTG
GGTAAGCTGTTCTGTGGAT
GGTAAGCTGTTCTGTGGATCA
GGTAAGCTTAAACTC
GGTAAGCTTAGCGTATGTTGT
GGTAAGCTTAGGATGTTGGAAGTCG
GGTAAGCTTCACCTATAT
GGTAAGCTTCATTTTGTCAAAAG
GGTAAGCTTGATCTTCAA
GGTAAGCTTGGGACCCTGGTTAGTG
GGTAAGCTTGGGCCCC
GGTAAGCTTGGGCCCCA
GGTAAGCTTGTTCATCTAA
GGTAAGCTTGTTTTTATT
GGTAAGCTTTAACTTAA
GGTAAGCTTTACTTGA
GGTAAGCTTTCTATACCCATATC
GGTAAGCTTTCTTTTCT
GGTAAGCTTTCTTTTCTGTTGGCATT
GGTAAGCTTTGCGCGAGCCTTTAAA
GGTAAGCTTTGCGCGAGCCTTTAAAG
GGTAAGCTTTGGTGTAAG
GGTAAGCTTTTTGCATTGATCT
GGTAAGGaaaaaaaatt
GGTAAGGaaaaaaaattt
GGTAAGGAAAAAATGTTT
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GGTAAGGARAAAGAGGG
GGTAAGGaaaatattaaataacataa
GGTAAGGRARAGGGCACTA
GGTAAGGAAAGTAAAATA
GGTAAGGARATAACTAG
GGTAAGGAACTCCCT
GGTAAGGAAGAGAAARAGC
GGTAAGGAAGAGCAGCTG
GGTAAGGAAGATAAGTT
GGTAAGGAAGCATACTGGAT
GGTAAGGAAGCATCTTTTGTTCATTT
GGTAAGGAAGCCCTTTTC
GGTAAGGAAGGAGGAGC
GGTAAGGAAGGAGGAGCC
GGTAAGGAAGGAGGAGCCAG
GGTAAGGAAGGAGGAGCCAGG
GGTAAGGAAGGAGGAGCCAGGTCC
GGTAAGGAAGGATTAAGAATCG
GGTAAGGAAGGCAAACA
GGTAAGGAAGGCAAACAG
GGTAAGGAAGGGTAGTT
GGTAAGGAAGGGTAGTTGAT
GGTAAGGAAGTGGCCA
GGTAAGGAAGTTAAATATAA
GGTAAGGAATATGATCT
GGTAAGGAATATGATCTTATTGTGTT
GGTAAGGAATCCTTTT
GGTAAGGAATCTGTCCTG
GGTAAGGAATGAGCAA
GGTAAGGRAATGGCACCTG
GGTAAGGAATGTACGTG
GGTAAGGAATTCCTC
GGTAAGGARATTCCTCC
GGTAAGGAATTCTCATT
GGTAAGGAATTCTCATTT
GGTAAGGACAACAAAAGCCTT
GGTAAGGACAATCTcagtccatc
GGTAAGGACACAGTATAGT
GGTAAGGACAGAGACTGC
GGTAAGGACCACACCCGTGCCT
GGTAAGGACCACCATGA
GGTAAGGACCCCGCCCCA
GGTAAGGACCCCTCAGG
GGTAAGGACCCTTCCCCGT
GGTAAGGACTATGCTTTT
GGTAAGGACTCCAGATACTTTTGA
GGTAAGGACTGATGCCTG
GGTAAGGACTGATGCCTGCC
GGTAAGGACTGATGCCTGCCTA
GGTAAGGACTGGGGTTG
GGTAAGGACTTAGGAGGTTAATGGCT
GGTAAGGACTTCATGATT
GGTAAGGACTTGTCTGAAG
GGTAAGGACTTTATGGGG
GGTAAGGAGAAGGGACA
GGTAAGGAGAATGATATG
GGTAAGGAGACATTGCT
GGTAAGGAGACCACCAGGGACGCAC
GGTAAGGAGAGGCTGGA
GGTAAGGAGAGGGGTT
GGTAAGGAGAGGGGTTT
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GGTAAGGAGAGGGGTTTCC
GGTAAGGAGAGTCTTITCTTTTTAGG
GGTAAGGAGATTGGGTTT
GGTAAGGAGCATTTGTT
GGTAAGGAGCCAGCCTCA
GGTAAGGAGCCCCGAGGGCTCCCC
GGTAAGGAGCTCTCCT
GGTARGGAGCTTGTGCAGCATA
GGTAAGGAGGCCCCGTCTC
GGTAAGGAGGGGAGCATT
ggtaaggagggtaaggt
GGTAAGGAGGTTCCCTTCTGTCCT
GGTAAGGAGTAAAGTC
GGTAAGGAGTAGCTGCC
GGTAAGGAGTCGAGCTT
GGTAAGGAGTCTTAAGGCCATCTG
GGTAAGGAGTGAAATTT
GGTAAGGAGTGAAATTTATTT
GGTAAGGAGTGACGTGC
GGTAAGGAGTGACGTGCG
GGTAAGGAGTGGCAGAC
GGTAAGGAGTGGCAGACG
GGTAAGGAGTGTTTCTGA
GGTAAGGAGTTCTTCAG
GGTAAGGAGTTTTTTTC
GGTAAGGATAACAACGG
GGTAAGGATAATCACTTATCTT
GGTAAGGATAGGCAGGA
GGTAAGGATAGGCAGGAGGTGGG
GGTAAGGATAGTAGtat
GGTAAGGATATCATTTA
GGTAAGGATATCATTTAA
GGTAAGGATATCATTTAAGGAAAT
GGTAAGGATATTTGTTT
GGTAAGGATCATCACTAT
GGTAAGGATCATCACTATC
GGTAAGGATCATCACTATCAGG
GGTAAGGATCATCACTATCAGGC
GGTAAGGATCATCACTATCAGGCT
GGTAAGGATCGTGTGTG
GGTAAGGATCGTGTGTGT
GGTAAGGATGATTTGG
GGTAAGGATGCTTGCTC
GGTAAGGATGGAGAGTTT
GGTAAGGATGTCCACTG
GGTAAGGATGTCCACTGC
GGTAAGGATGTCCTGGG
GGTAAGGATGTCCTGGGG
GGTAAGGATGTGCAAAGC
GGTAAGGATGTTATATTT
GGTAAGGATGTTTAATT
GGTAAGGATTTCTGTGTTGGTCTT
GGTAAGGATTTCTGTGTTGGTCTTCA
GGTAAGGATTTCTTAGTG
GGTAAGGATTTCTTAGTGG
GGTAAGGATTTCTTAGTGGTT
GGTAAGGCAAAGTATCa
GGTAAGGCAAGGTCCAG
GGTAAGGCAAGTCTTCATATGATCAT
GGTAAGGCACCCTAAGA
GGTAAGGCACGCAGAGAT
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GGTAAGGCAGAGCCC
GGTAAGGCAGAGCCCCCA
GGTRAGGCAGAGCCTTTC
GGTAAGGCAGATCGCTAGGG
GGTAAGGCAGCCAGGCG
GGTAAGGCAGGCGCTTG
GGTAAGGCAGGGGTTGGGTGG
GGTAAGGCAGTATGTTG
GGTAAGGCAGTATGTTGGG -
GGTAAGGCAGTATGTTGGGTGTTTA
GGTAAGGCAGTTTGGGG
GGTAAGGCATAAACCCA
GGTAAGGCATCTGGCTGG
GGTRAAGGCATGCTACACACTCAA
GGTAAGGCCAAACTTAAAATTTCC
GGTAAGGCCAACTGCAG
GGTAAGGCCAACTGCAGG
GGTAAGGCCAAGAGCAGG
GGTAAGGCCACACAGCAGA
GGTAAGGCCAGACATGAG
GGTAAGGCCAGAGCAGG
GGTAAGGCCAGCCACTG
GGTRAGGCCAGGCCCCCC
GGTAAGGCCAGGCCCGG
GGTRAGGCCAGGCCCGGC
GGTAAGGCCAGGGCTGCGGCG
GGTAAGGCCAGTTCTTC
GGTRAGGCCATTTTCCTC
GGTAAGGCCCAGCATGG
GGTAAGGCCCAGCCGGCAGCCCGGC
GGTAAGGCCCAGGGTTGAAGGC
GGTRAGGCCCGCAGGGGT
GGTRAGGCCCGGCAGCTT
GGTAAGGCCCTGGGCTG
GGTAAGGCCCTGGGCTGC
GGTARAGGCCCTGGGGTGAGGCCT
GGTAAGGCCCTGGGGTGAGGCCTCTC
GGTAAGGCCGGGACTC
GGTAAGGCCGGGACTCG
GGTAAGGCCTCTTGCCTTCTGCC
GGTRAGGCCTGCCTCACCT
GGTAAGGCCTGCGTTT
GGTAAGGCCTGCGTTTG
GGTRAGGCCTGCTGAG:
GGTAAGGCCTGGCTGTG
GGTAAGGCCTGGGAAGCA
GGTAAGGCCTTCGCGTCCCTC
GGTAAGGCGACAAGGTGGCTT
GGTAAGGCGAGAGAGA
GGTAAGGCGAGGGGTTGTC
GGTAAGGCGGCCTCGGTG
GGTAAGGCTATTTCAGC
GGTAAGGCTATTTCAGCA
GGTAAGGCTCTGACAG
GGTAAGGCTCTGCTGTG
GGTAAGGCTCTGTACCCTCCACAGG
GGTAAGGCTGCACTTTT
GGTAAGGCTGCACTTTTC
GGTAAGGCTGCTGCTTT
GGTRAGGCTGCTGCTTTT
GGTAAGGCTGCTGTGGGCGGG
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GGTRAGGCTGGCCCTGCA
GGTRAGGCTGGCGTTGGCC
GGTAAGGCTGGGAACCC
GGTRAGGCTGGGTTGTG
GGTAAGGCTGGTGCCTGG
GGTAAGGCTGTACTTCTGTTA
GGTAAGGCTGTCCCCT
GGTRAGGCTGTGGCGCC
GGTAAGGCTGTGGGGCC
GGTAAGGCTGTGGGGCCC
GGTRAGGCTGTTTTCCC
GGTRAGGCTTATGGAAA
GGTAAGGCTTATTGCAT
GGTAAGGCTTATTGCATC
GGTAAGGCTTCGGAAGA
GGTRAAGGCTTGAAGGCT
GGTRAAGGCTTTTCCTARA
GGTAAGGGAACGATGTTGCAGCTCCC
GGTAAGGGAAGAGTGTAA
GGTAAGGGAAGCAGTTGGTTT

-GGTAAGGGAAGCGGCTGT

GGTAAGGGAAGGATAGC
GGTAAGGGAAGTTGAAAT
GGTAAGGGACCTGTTGG
GGTRAGGGACTTGAATCCAT
GGTAAGGGAGAACCTGCTC
GGTAAGGGAGAGAGCCC
GGTRAGGGAGATTCCAGT
GGTRAAGGGAGCCACTGACTC
GGTAAGGGAGCCTGACCTTGATCCA
GGTRAGGGAGGAGCTGA
GGTAAGGGAGGGCCAAGGGTCCCT
GGTAAGGGAGGGCGTTG
GGTBRAGGGATAAAGTTAG
GGTRAAGGGATAAAGTTAGCA
GGTAAGGGATGAGCTTTGGATAG
GGTAAGGGATTTCAACTTAATATGTA
GGTRAGGGCAAAATGTCA
GGTAAGGGCAGAAATTTACATCCTC
GGTAAGGGCAGCATCAG
GGTAAGGGCAGTCGGGA
GGTRAGGGCAGTGTTCTCTGTTTA
GGTAAGGGCATAAGGGCC
GGTAAGGGCCAATACAC
GGTRAGGGCCGCCCAGA
GGTAAGGGCCGCCCAGAGAGAGCC
GGTAAGGGCCGCGGCCCTG
GGTAAgggccgeggegg
GGTAAGGGCCGCTTGG
GGTAAGGGCCGCTTGGT
GGTAAGGGCCTAACG
GGTAAGGGCCTAACGGGAACTCG
GGTAAGGGCCTAACGGGAACTCGGA
GGTAAgggcgccccggggceg
GGTAAGGGCGGTACCTGTAT
GGTAAGGGCGGTACCTGTATC
GGTAAGGGCGGTACCTGTATCTCT
GGTRAAGGGCGGTGGTGCGG
GGTAAGGGCTCTCGGGG
GGTAAGGGCTGCAGAGT
GGTAAGGGCTGCAGGCTTC
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GGTAAGGGCTGCGCTGG
GGTAAGGGCTGCTGCT
GGTRAGGGCTGGCTGTG
GGTAAGGGCTGGGCCAAA
GGTAAGGGCTGGGCCAAAGGGGCAT
GGTAAGGGGAAAGGAAG
GGTAAGGGGAAGTCCTT
GGTAAGGGGACATAAGGTGGAAGC
GGTAAGGGGACCCAGGTC
GGTAAGGGGCAARACATC
GGTAAGGGGCACAGCCG
GGTAAGGGGCAGCACCT
GGTAAGGGGCAGCACCTG
GGTAAGGGGCATGGCTA
GGTAAGGGGCCAGGCCGTCGCG
GGTAAGGGGCCGGTACGTTCTCTCT
GGTAAGGGGCCGGTACGTTCTCTCTT
GGTAAGGGGCGCACGAGCCGT
GGTAAGGGGCGCAGAGC
GGTAAGGGGCGGGGGC
GGTAAGGGGCTAGGGTCT
GGTAAGGGGCTCCCGTCTTCCCT
GGTAAGGGGCTCCCTT
GGTAAGGGGCTCCCTTC
GGTAAGGGGCTCCCTTCC
GGTARGGGGCTCCCTTCCCC
GGTAAGGGGCTCCCTTCCCCCGA
GGTAAGGGGCTGCTGGGGG
GGTARGGGGCTGGCCCCG
GGTAAGGGGCTGGGGGT
GGTAAGGGGCTGGGGTCTCCGCCTG
GGTAAGGGGCTTTTCG
GGTAAGGGGCTTTTCGCC
GGTAAGGGGGAAGGGAG
GGTAAGGGGGACATACCT
GGTAAGGGGGACATACCTGCCC
GGTAAGGGGGACCCCCCT
GGTAAGGGGGACCCCCCTTCCCCC
GGTARAGGGGGCACAGGC
GGTAAGGGGGCATGGGA
GGTAAGGGGGCCCAGAAGAG
GGTAAGGGGGCCCCA
GGTAAGGGGGCCCCAG

- GGTAAGGGGGCGCAGTCC- - —
GGTAAGGGGGCTGGGGGGTGGGGCAG
GGTAAGGGGGGCGGCG
GGTAAGGGGTCCGCAGA
GGTAAGGGGTCCGCAGAA
GGTAAGGGGTCCGCCTCTC
GGTAAGGGGTCCGCCTCTCT
GGTAAGGGGTCCGCCTCTCTCTC
GGTAAGGGGTGCCCAGG
GGTAAGGGGTGCCCAGGC
GGTAAGGGGTGGGGTTTCTTAAT
GGTRAGGGTAGAGCCAGA
GGTAAGGGTAGTACATA
GGTAAGGGTAGTTCTTCCTITTAAGGT
GGTAAGGGTATTAGGGG
GGTAAGGGTATTAGGGGA
GGTAAGGGTCAGGGGTCA
GGTAAGGGTCCAGTGGGAATTC

PCT/AU2011/000380

GGTAAGGGTCTGATGGGCACTGCCCT
GGTAAGGGTGAAAATTAC
GGTAAGGGTGGAGCCT
GGTAAGGGTGGAGCCTTA
GGTAAGGGTGGGGGAGG
GGTAAGGGTGTTCATCACAAGT
GGTAAGGGTTCCACAAA
GGTAAGGGTTCCACAAAGTTAACELL
GGTAAGGGTTCTCCCCCCCCCGGG
GGTAAGGGTTCTTCTGT
GGTAAGGGTTGGGGAG
GGTAAGGGTTGTTGGAATTCAC
GGTAAGGGTTTAAAGTACAGTTTTAC
GGTAAGGGTTTGGATCC
GGTAAGGGTTTGGATCCG
GGTARAGGGTTTTGAGGGA
GGTAAGGGTTTTGTAT
GGTAAGGTAATATAARAA
GGTAAGGTAATATAAAAA
GGTAAGGTAATTATATTGG
GGTAAGGTACCAAAGTTA
GGTAAGGTAGAGAGGGC
GGTAAGGTAGAGAGGGCC
GGTAAGGTAGAGGGGCC
GGTAAGGTAGTCTTTG
GGTAAGGTATTATGAT
GGTAAGGTATTATGATA
GGTAAGGTATTTGGGGGA
GGTAAGGTATTTTAATATTTTTAT
GCTAAGGTCAAGTTTATTT
GGTAAGGTCATAAATCAATAGT
GGTAAGGTCATTCCTGACTGCATG
GGTAAGGTCCTGCCCC
GGTAAGGTCCTGCCCCA
GGTAAGGTCTCAGGGGTG
GGTAAGGTCTCATTATTT
GGTRAAGGTCTTCATATGTGGC
GGTAAGGTGAATCTAACT
GGTAAGGTGACCATCTG
GGTAAGGTGATAAGACTTAAGC
GGTAAGGTGATAAGACTTAAGCA
GGTAAGGTGATAATTCAACAACTA
GGTAAGGTGCATGCTGGA
GGTAAGGTGCTCCCT. . ) .
GGTAAGGTGCTGCCCACAGCAGGCAA
GGTAAGGTGGARAAGAAGGTGGGCA
GGTAAGGTGGCAGTGCTCGTG
GGTAAGGTGGGAAAGGGG
GGTAAGGTGGGRACTC
GGTAAGGTGGGAACTCT
GGTAAGGTGGGAACTCTG
GGTAAGGTGGGAACTCTGT
GGTAAGGTGGGAACTCTGTCC
GGTAACGTGGGAACTCTGTCCARA
GGTAAGGTGGTAGCATCCTTGGGA
GGTAAGGTGGTCTTGGC
GGTAAGGTGGTCTTGGCCC
GGTAAGGTGTCACCRACAGATGT
GGTAAGGTGTTCCCAGC
GGTAAGGTTAACAAATGT
GGTAAGGTTACAATATA



WO 2011/120101
71/166

GGTARGGTTCTGTGTCC
GGTAAGGTTCTGTTAACTTTT
GGTAAGGTTCTTAACGTTC
GGTAAGGTTCTTACCTAC
GGTAAGGTTGAATTCTA
GGTAAGGTIGAGGCTATGTGTGCTG
GGTRAGGTTGATTTACA
GGTAAGGTTGATTTACATTTAAAGAA
GGTAAGGTTGCAATTTC
GGTAAGGTTGCTTTGCTTTTTAAAGT
GGTAAGGTTTCCAAAAAC
GGTAAGGTTTCCAAAAACAAAGAGAA
GGTAAGGTTTCTGTGTG
GGTAAGGTTTCTGTGTGTGTATGGAT
GGTRAGGTTTCTGTTITT
GGTAAGGTTTCTGTTTTT
GGTAAGGTTTCTGTTTTTTTCTTA
GGTAAGGTTTTAGCTTT
GGTAAGGTTTTTTTGTT
GGTAAGGTTTTTTTGTTT
GGTAAGGTTTTTTTTTT
GGTAAGTAAAAATGAAA
GGTAAGTAAAAATTAAG
GGTAAGTAAAACTAAttttttttt
GGTAAGTAAAATAATAA
GGTAAGTAAAATAATAAC
GGTAAGTAAAATAATAACATT
GGTAAGTAAAATAATAACATTG
GGTAAGTAAAATGTTTAG
GGTAAGTAAACAGCTCCT
GGTAAGTAAACAGTGGG
GGTRAAGTAAACTTGAAA
GGTAAGTAAACTTITT
GGTAAGTAAAGAGTTGGA
GGTAAGTAAAGAGTTTGATGA
GGTAAGTAAAGATCAAATACAAAAAG
GGTAAGTAAATACATAATTTGTG
GGTAAGTRAAATCTTATCGA
GGTAAGTAAATCTTATCGAG
GGTAAGTAAATTTTGGTGAGAAAAAT
GGTAAGTAACGTAATTTT
GGTAAGTAACTCAGAGT
GGTAAGTAACTGCCTTCT
GGTAAGTAAGAATTGTGT
GGTAAGTAAGACTTTTAT
GGTAAGTAAGATCTTAAA
GGTAAGTAAGGATATCCE
GGTAAGTAAGGTATGTA
GGTAAGTAAGGTATGTAGGGGCGG
GGTAAGTAAGTAGGACG
GGTAAGTAATAAAAAAT
GGTAAGTAATAGGATTTA
GGTAAGTAATATGTAGGTAA
GGTRAAGTAATCAAACATG
GGTAAGTAATCTTAT
GGTAAGTAATCTTATGTA
GGTAAGTAATGAGTCATAGAGG
GGTAAGTAATGGTGGAACAGAA
GGTAAGTAATTAAAAATTTAAT
GGTAAGTAATTACGGTT
GGTAAGTAATTACGGTTT

PCT/AU2011/000380

GGTARAGTAATTACGGTTTG
GGTAAGTAATTCCCTTT
GGTAAGTAATTCTTCAAG
GGTAAGTAATTTAAAAAC
GGTAAGTAATTTAAATGTCCAT
GGTAAGTAATTTCACTGACTTTTG
GGTAAGTAATTTGTCAT
GGTAAGTAATTTTACATCTAAAC
GGTAAGTACAATCATTTATATGTT
GGTAAGTACAGGAGGCA
GGTAAGTACAGGAGGCAA
GGTRAGTACATAATGGG
GGTAAGTACATAATGGGCA
GGTAAGTACATAATGGGCAAT
GGTAAGTACATAATGGGCAATCCTC
GGTAAGTACATGGTAAC
GGTAAGTACATGGTAACT
GGTAAGTACATGGTAACTCACTT
GGTAAGTACATTGGAGAG
GGTAAGTACCTCCCCCCGGCTGGAC
GGTAAGTACCTGTCCC
GGTAAGTACCTTGTCCT
GGTAAGTACGCAGGTGCT
GGTAAGTACGGAAAGGCC
GGTAAGTACTATTTTAAAAAAA
GGTAAGTACTATTTTAAAARAAARA
GGTAAGTACTCAAGTAGT
GGTAAGTACTCAAGTAGTTTTCATT
GGTAAGTACTCATGGTTTTTTAT
GGTAAGTACTCTAAAATTCTATTTT
GGTAAGTACTGTTAAAGTCAT
GGTAAGTACTTACCCATTATGTA
GGTAAGTACTTGGAAAARA
GGTAAGTACTTTTCAG
GGTAAGTAGAACCCTGT
GGtaagtagaagatc
GGtaagtagaagatct
GGtaagtagaagatctg
GGTAAGTAGAATCTTTTT
GGTAAGTAGACACTTAAA
GGTAAGTAGAGATTGTCT
GGTAAGTAGAGATTTTC
GGTAAGTAGAGCCATGTTTATAT
GGTAAGTAGATTAACTA
GGTAAGTAGCCCCAGCA
GGTAAGTAGGCATTTTAATAC
GGTAAGTAGGGCTTTGTCTTG
GGTAAGTAGGGTTGTTTTGTTC
GGTAAGTAGTACGTAACT
GGTAAGTAGTAGTTTTT
GGTAAGTAGTGGTTGTG
GGTAAGTAGTGTTTCCT
GGTAAGTAGTTACTGA
GGTAAGTAGTTACTGAA
GGTAAGTAGTTACTGAAA
GGTAAGTAGTTATCCTACA
GGTAAGTAGTTATCCTACAGGAAGG
GGTAAGTAGTTTTTTTTT
GGTAAGTATAAGAATCA
GGTAAGTATAATCATGA
GGTAAGTATAATCATGAAAAATAA
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GGTAAGTATACAGATGTGA
GGTAAGTATACATTTTTATTA
GGTAAGTATAGTTTTTATTCATTTTC
GGTRAGTATATAACCTA
GGTAAGTATATATACTTAATC
GGTAAGTATATATACTTAATCTTT
GGTAAGTATATTACTATTTCGAT
GGTAAGTATCAATTTTGT
GGTAAGTATCACTGTTTAGAAARAA
GGTAAGTATCAGATAATT
GGTAAGTATCCCTTTCATTAG
GGTAAGTATCCGTGGCTG
GGTAAGTATCCTCTTTCAGCTT
GGTAAGTATCGTCTTTTCGCTTT
GGTAAGTATCTATTTAA
GGTAAGTATCTGTTTTTC
GGTAAGTATCTTCATGCA
GGTAAGTATGAAGGCTATTCAGT
GGTAAGTATGATTAAGT
GGTAAGTATGATTAAGTT
GGTAAGTATGCAAAAGC
GGTAAGTATGGAATTGGG
GGTAAGTATGGAATTGGGTGCATTTG
GGTAAGTATGGAGCTTGAAAAG
GGTAAGTATGGATATTCC
GGTAAGTATGGCCTCATGGGGTGGTG
GGTAAGTATGGTCCCAGG
GGTAAGTATGTAGATATGTAAGT
GGTAAGTATGTCGGGGTGA
GGTAAGTATGTTATAGGCCATGCTTG
GGTAAGTATGTTTGATAAAATCATT
GGTRAAGTATTAAAAATGTTT
GGTAAGTATTAAAATTT
GGTAAGTATTACACAGTTT
GGTAAGTATTGAATACA
GGTAAGTATTGAATACAGAC
GGTAAGTATTGGTCAAATTAC
GGTAAGTATTGTCTTTT
GGTAAGTATTTAAAGAAGATTC
GGTAAGTATTTAACACTTCC
GGTAAGTATTTAACACTTCCTT
GGTAAGTATTTAACACTTCCTTTTCA
GGTAAGTATTTCATGTAATCTGACAG
GGTAAGTATTTTAGTCTTCTTGG
GGTAAGTATTTTGGGT
GGTAAGTATTTTGTATAT
GGTAAGTATTTTTTATTAAA
GGTAAGTATTTTTTGTAATA
GGTAAGTCAACTATTCT
GGTAAGTCAACTATTCTT
GGTAAGTCACACACAACT
GGTAAGTCACATAAGAT
GGTRAGTCACGCAGCCT
GGTRAGTCACGCAGCCTC
GGTAAGTCACGGCCAC
GGTAAGTCACGGCCACC
GGTAAGTCACGGGCCTGGGT
GGTAAGTCACTTAGGTGG
GGTAAGTCACTTCATGT
GGTAAGTCACTTCATGTC
GGTAAGTCACTTTTTTA

PCT/AU2011/000380

GGTAAGTCAGAARGCAGGGTGAGAGAG
GGTAAGTCAGATATTGA
GGTAAGTCAGCCCCCT
GGTAAGTCAGCCCCCTTC
GGTAAGTCAGGGGTATTT
GGTAAGTCAGTAGGA
GGTAAGTCAGTGAATT
GGTRAGTCAGTGAATTGAA
GGTAAGTCAGTGTGTATA
GGTAAGTCATATAATAG
GGTAAGTCATATAATAGT
GGTRAGTCATCACCTCC
GGTAAGTCATCATGGGTA
GGTRAAGTCATTCTGGCC
GGTAAGTCATTTCAGGAAAAAAGAGA
GGTAAGTCCAAAGGTAGARATCTG
GGTAAGTCCACAGGGGGCCCAGGGAC
GGTAAGTCCAGCTCTTG
GGTAAGTCCAGGTTGCCA
GGTAAGTCCATGAATATTTTA
GGTAAGTCCATGGCTGG
GGTAAGTCCATGGCTGGT
GGTAAGTCCCAGTTTCCATGT
GGTAAGTCCCAGTTTCCATGTG
GGTAAGTCCCCGTGGCCT
GGTAAGTCCCCTTGAGC
GGTAAGTCCCGCCCTTG
GGTAAGTCCCTCTAATAT
GGTAAGTCCTAGAGCTGGGAAAGGGC
GGTAAGTCCTCCACGAGTGAAAGCA
GGTAAGTCCTCCTACT
GGTARAGTCCTCCTACTA
GGTRAAGTCCTCCTACTAC
GGTAAGTCCTCTGTTTA
GGTAAGTCCTGAAATTTCT
GGTAAGTCCTGCTCTTG
GGTAAGTCCTGTTCAGT
GGTAAGTCCTTTAAGCA
GGTAAGTCCTTTAAGCAA
GGTAAGTCGGAGGTGGG
GGTAAGTCGGCCACCGC
GGTAAGTCGGCCACCGCCAA
GGTAAGTCGGCCACCGCCAAGT
GGTAAGTCGGCGACGCGCG
GGTAAGTCGGCGACGCGCGG
GGTAAGTCGGCGACGCGCGGLG
GGTAAGTCGGCGACGCGCGGCGCCCG
GGTAAGTCGGCTCTAGC
GGTAAGTCGGCTCTAGCC
GGTAAGTCGGGGGGCTGCCG
GGTRAGTCTAAGCTTGGG
GGTRAAGTCTACAGAGTTC
GGTAAGTCTCTGAAGTCTTTTTAT
GGTAAGTCTCTTAATG
GGTAAGTCTCTTAATGC
GGTAAGTCTCTTAATGCT
GGTAAGTCTICTTAATGCTTTTTAAAA
GGTAAGTCTCTTTTACTTTGGGGA
GGTAAGTCTGAAGAGAT
GGTAAGTCTGAAGCTAC
GGTAAGTCTGACACATTAATGTATTT
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GGTAAGTCTGCTTTTTT
GGTAAGTCTGGCTTGG
GGTAAGTCTGGCTTGGG
GGTAAGTCTGTTAAAAT
GGTAAGTCTTGAAAATT
GGTAAGTCTTTATCCTGGTT
GGTAAGTCTTTCACTGAAATATA
GGTAAGTCTTTCCCAGAA
GGTAAGTCTTTCCTTAC
GGTAAGTCTTTCCTTACC
GGTAAGTCTTTGGGG '
GGTAAGTCTTTGGTAAGATGCATT
GGTAAGTCTTTTAAGATT
GGTAAGTCTTTTCTTTCAG
GGTAAGTCTTTTTCCTT
GGTAAGTCTTTITTTTT
GGTAAGTGAAAATTATTTGTGATTGA
GGTAAGTGAAATCTTAGAG
GGTAAGTGAACTGAGAGA
GCTAAGTGAAGAAAACT
GGTAAGTGAAGAAGATAAG
GGTAAGTGAAGACCAGGGGA
GGTAAGTGAAGCCCCGCG
GGTAAGTGAAGCCCCGCGCGGCG
GGTAAGTGAAGTTAATATAAGA
GGTAAGTGAATTAGTARAGTGTTGTT
GGTAAGTGAATTTATT
GGTAAGTGAATTTATTAT
GGTAAGTGACAACAGCTAACCACCCC
GGTAAGTGACACTCAGTG
GGTAAGTGACAGTGAATTA
GGTAAGTGACATCAAAC
GGTAAGTGACCCAGCAACCGGGCTG
GGTAAGTGACCGACT
GGTAAGTGACCGACTA
GGTAAGTGACCTGGGTAATTT
GGTAAGTGACCTTCCCTCA
GGTAAGTGACGGATAAG
GGTAAGTGACGTTTCTG
GGTARGTGACTGACT
GGTAAGTGACTGACTGC
GGTAAGTGACTTACTTGCACTGGTA
GGTAAGTGACTTGAACTAAATACA
GGTAAGTGACTTGCCTG
GGTAAGTGACTTGCCTGC
GGTAAGTGACTTGCCTGCTC
GGTAAGTGACTTGTTCC
GGTAAGTGACTTGTTCCT
GGTAAGTGAGAATTTTTT
GGTAAGTGAGACATATAC
GGTAAGTGAGAGAGAAAA
GGTAAGTGAGCAGCCC
GGTAAGTGAGCTTGCTTTTTTA
GGTAAGTGAGGAGCCT
GGTAAGTGAGGAGCCTG
GGTAAGTGAGGATTCCCATTTTGGAT
GGTAAGTGAGGGTGCCAC
GGTAAGTGAGGTTTTCCG
GGTAAGTGATCCTTGATTT
GGTAAGTGATCTGGGCTA
GGTAAGTGATGGACCAGG

PCT/AU2011/000380

GGTAAGTGATGGCAGC
GGTAAGTGATTAACAAA
GGTAAGTGATTAACAAAGGGATGT
GGTAAGTGATTAGAGTAAGCGGGGAa
GGTAAGTGATTGTATCT
GGTAAGTGATTGTATCTGTTTCCAGT
GGTAAGTGATTTGTTTTCCTTCT
GGTAAGTGCAAATGCTCA
GGTAAGTGCAACTTAAAC
GGTAAGTGCARATAATTA
GGTAAGTGCAATAATTAA
GGTAAGTGCACAGCACTACTGCT
GGTAAGTGCACTGGGCA
GGTAAGTGCAGACTGCTGTT
GGTAAGTGCAGACTGCTIGTTG
GGTAAGTGCAGCCACAC
GGTAAGTGCAGCCACACA
GGTAAGTGCAGTGTGGC
GGTAAGTGCAGTTGATCTGAA
GGTAAGTGCATGTGCCCC
GGTAAGTGCCCAGTTAAT
GGTAAGTGCCGGGGCCAG
GGTAAGTGCGGGTTTGG
GGTAAGTGCtaaaaata
GGTAAGTGCTACTTTTC
GGTAAGTGCTATGGGCTA
GGTAAGTGCTGAGCTT
GGTAAGTGCTGAGCTTTT
GGTAAGTGCTGAGCTTTTTGCTTTGA
GGTAAGTGCTGCGTCTCTGGCC
GGTAAGTGCTGTCTTACC
GGTAAGTGCTTAGAGTTT
GGTAAGTGCTTCACTGCACGTTACAT
GGTAAGTGCTTGAGTACTATTT
GGTAAGTGGAAACAAAGA
GGTAAGTGGAAACATTTT
GGTAAGTGGAAACCTTTTA
GGTAAGTGGAACCCTTCAA
GGTAAGTGGAAGCCGTC
GGTAAGTGGAAGTACTGT
GGTAAGTGGAATTCAGT
GGTAAGTGGACATCTG
GGTAAGTGGACATCTGT
GGTAAGTGGACTGTCCTC. -
GGTAAGTGGACTTATTA
GGTAAGTGGAGGAAGAG
GGTAAGTGGAGTCTCAT
GGTAAGTGGAGTTTATAACGGCA
GGTAAGTGGATATTAAG
GGTAAGTGGATATTAAGG
GGTAAGTGGATTGATTATTTTCCTTC
GGTAAGTGGCAAGAG
GGTAAGTGGCCATCACCC
GGTAAGTGGCCCGCGGCT
GGTAAGTGGCCCGCGGCTGCC
GGTAAGTGGCCCTGTC
GGTAAGTGGCCgtgtgt

"GGTAAGTGGCCTGCCCAG

GGTAAGTGGCGCGAGAGC
GGTAAGTGGCGCGAGAGCACCG
GGTAAGTGGCTGGTGTG



WO 2011/120101
74/166

GGTAAGTGGCTTTAATTAT
GGTAAGTGGGAAGAGG
GGTAAGTGGGAGGTTTCTC
GGTRAGTGGGCCCAGG
GGTAAGTGGGCCCCTCA
GGTAAGTGGGCCCCTCAG
GGTAAGTGGGGACCATC
GGTRAGTGGGGCCTGCA
GGTAAGTGGGGCTCAGG
GGTAAGTGGGTGCACGTG
GGTAAGTGGTAAACCAA
GGTAAGTGGTAAACCAAC
GGTRAGTGGTCCGCCC
GGTAAGTGGTCCTGGAAA
GGTAAGTGGTGACCCTTC
GGTAAGTGGTGGGAAGG
GGTARAGTGGTTCTTAGGAC
GGTAAGTGTAAAACTTA
GGTRAAGTGTAAACTACTG
GGTAAGTGTAAACTACTGT
GGTAAGTGTARACTACTGTT
GGTAAGTGTAAAGAAGTTATTC
GGTAAGTGTAAARGAAGTTATTCAG
GGTAAGTGTATCTTTAATTT
GGTAAGTGTATTTTAAGG
GGTRAAGTGTATTTTAAGGA
GGTAAGTGTATTTTAAGGAG
GGTAAGTGTATTTTAAGGAGG
GGTAAGTGTATTTTAAGGAGGTCGCT
GGTAAGTGTCAAAAATA
GGTAAGTGTCAACTCCTATT
GGTAAGTGTCAACTCCTATTT
GGTAAGTGTCARACTCCTATTTGA
GGTAAGTGTCAACTCCTATTTGAG
GGTAAGTGTCAACTCCTATTTGAGA
GGTAAGTGTCACCAACTCCT
GGTAAGTGTCATTCAGCACCTTTTT
GGTAAGTGTCCATTTAAAC
GGTAAGTGTCCCAAGTGC
GGTAAGTGTCCCACttattaaa
GGTRAGTGTCCCATAGA
GGTRAAGTGTCCCGGGAG
GGTAAGTGTCGTTCTGTATTTAA
GGTAAGTGTCTGGGCAGC
GGTRAGTGTGACCTGTA
GGTAAGTGTGACCTGTACAGTGTGT
GGTAAGTGTGACTATTTA
GGTAAGTGTGCAGATAC
GGTAAGTGTGCAGATACC
GGTAAGTGTGCAGATACCAG
GGTAAGTGTGCCACTGTC
GGTRAGTGTGGAATTTAA
GGTAAGTGTGGAATTTAAA
GGTAAGTGTGGCACT
GGTAAGTGTGGCCAGACAGA
GGTAAGTGTGGCCAGACAGAAA
GGTAAGTGTGGCTTGGCTTC
GGTAAGTGTGGGCTGGGG
GGTAAGTGTGGGCTGGGGTC
GGTAAGTGTGGGGGTCC
GGTAAGTGTGGGGGTCCC

PCT/AU2011/000380

GGTAAGTGTGGTATTata
GGTAAGTGTGTCTTCTG
GGTAAGTGIGTGGCTC
GGTAAGTGTGTGGCTCC
GGTAAGTGTGTGGCTCCT
GGTAAGTGTGTTCCTGGATTTTTGG
GGTAAGTGTTAAAAAAT
GGTAAGTGTTAAAAAATA
GGTAAGTGTTACTGTTAAT
GGTAAGTGTTACTGTTAATAAATTCT
GGTAAGTGITATTCTITGGC
GGTAAGTGTTCAGAA
GGTRAAGTGTTCAGARAA
GGTAAGTGTTCAGAAAAC
GGTAAGTGTTCAGAAAACA
GGTAAGTGTTCATACAA
GGTAAGTGTTCATTTTTACCTTTCG
GGTAAGTGTTCCATTGTA
GGTAAGTGTTCCTAGCTC
GGTAAGTGTTCTCTTITCGCTGTGCTG
GGTAAGTGTTCTTGGC
GGTAAGTGITCTITGGCT
GGTAAGTGTTCTTGGCTGGG
GGTAAGTGTTGCATGAGGCTGC
GGTAAGTGTTGCCTTCAGAGCTGTGG
GGTAAGTGTTGCTCATAGAT
GGTAAGTGTTGGATATTACTGGATAT
GGTRAGTGTTGTCCAGA
GGTAAGTGTTGTGGTTCGCCAAACTC
GGTAAGTGTTGTITGGATGTGACTG
GGTRAGTGTTTATATTAA
GGTAAGTGTTTATGTATG
GGTAAGTGTTTCATITGTAGAGG
GGTAAGTGTTTCCTTACGAT
GGTAAGTGTTTICTTGCTATTA
GGTAAGTGTTTTCCAGAGAAATA
GGTAAGTGTTTTTGAAAA
GGTAAGTGTTTTTGACA
GGTAAGTTAAACTACTGTATATGCTC
GGTAAGTTAAAGTTTAT
GGTAAGTTAAATTCTTG
GGTRAAGTTAAATTCTTGCTAAT
GGTAAGTTAAATTTTATT
GGTAAGTTAACGGAAATTATTT
GGTAAGTTAACTACCTT
GGTAAGTTAATATAARAATACTAAA
GGTAAGTTAATATAAGTATTAAATGT
GGTAAGTTAATATGTTATGTT
GGTAAGTTAATTTGGCTGTAGATGT
GGTRAAGTTACAGGGGCC
GGTAAGTTACTTTCATTG
GGTAAGTTAGAATGGC
GGTRAGTTAGAATGGCA
GGTAAGTTAGAATGGCAA
GGTAAGTTAGCAATTGAT
GGTAAGTTAGGATGGTAAGGG
GGTAAGTTAGGGAGAAA
GGTAAGTTAGTAATTTAT
GGTAAGTTAGTAATTTATA
GGTAAGTTAGTTGGAA
GGTAAGTTATCGGATGAG
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GGTAAGTTATGAAGGCGC
GGTAAGTTATGAGGTAG
GGTAAGTTATGTTATAAT
GGTAAGTTATTAAATAGATCTT
GCTAAGTTATTCCATT
GGTAAGTTATTGGAATTATTGGAC
GGTAAGTTATTTGGTTCTT
GGTAAGTTCARAGCAGAA
GGTAAGTTCACAACAAT
GGTAAGTTCAGTATATTAAAT
GGTAAGTTCAGTGTAAT
GGTAAGTTCAGTGTAATC
GGTAAGTTCATCTCTGAT
GGTAAGTTCATGCGGAT
GGTAAGTTCATTCTTG
GGTAAGTTCCCGGACAGGT
GGTAAGTTCCCTTTGA
GGTAAGTTCCCTTTGAT
GGTAAGTTCCTCCTT
GGTAAGTTCCTCCTTT
GGTAAGTTCCTCTCGAAC
GCTAAGTTCCTGGGCCGCT
GGTAAGTTCCTGTTTTT
GGTAAGTTCTATTACTG
GGTAAGTTCTCTGACCT
GGTAAGTTCTGGRAGTG
GGTAAGTTCTGTTTTTGTCCTTAAA
GGTAAGTTCTTCCGTGA
GGTAAGTTCTTCGTAATGATTTTT
GGTAAGTTCTTCTCCCA
GGTAAGTTCTTGGATCT
GGTAAGTTCTTGGATCTA
GGTAAGTTCTTGGATCTAAAAG
GGTAAGTTCTTGGATCTAAAAGTC
GGTAAGTTGAATTGTTATATATTTAT
GGTAAGTTGACAGATGTTTGATAATA
GGTAAGTTGACCGCTT
GGTAAGTTGACCGCTTTT
GGTAAGTTGACCTTGACT
GGTAAGTTGAGAGCGGGC
GGTAAGTTGAGATTTCA
GGTAAGTTGAGCAATCTC
GGTAAGTTGAGGCTAGG
GGTAAGTTGAGGCTAGGC
GGTAAGTTGATAGTCAAAACTTT
GGTAAGTTGCACAGAAGGAARAATG
GGTAAGTTGCACATATC
GGTAAGTTGCCCTTCAG
GGTAAGTTGCTGCTC
GGTAAGTTGCTGCTCCA
GCTAAGTTGCTGCTCCACT
GGTAAGTTGCTGTTGGGGATTTGTC
GGTAAGTTGCTTTCAAA
GGTAAGTTGCTTTTTGT
GGTAAGTTGGATTTTTTA
GGTAAGTTGGCTCAGAAGCAGTGATT
GGTAAGTTGGGGAAGAAA
GGTAAGTTGGGGAAGAAAGS
GGTAAGTTGGGGAAGARAGGGCCAGG
GGTAAGTTGGGGCCTGG
GGTAAGTTGGGGCCTGGG

PCT/AU2011/000380

GGTRAGTTGGTGAGTGAT
GGTAAGTTGGTGCAATG
GGTAAGTTGGTGCAATGT
GGTAAGTTGTACGTAG
GGTAAGTTGTACGTAGA
GGTAAGTTGTAGAATT
GGTRAAGTTGTATAAAATT
GGTAAGTTGTATTTCTTT
GGTAAGTTGTATTTCTTTTTA
GGTAAGTTGTATTTCTTTTTAC
GGTAAGTTGTCATTTG
GGTAAGTTGTCCATTTT
GGTAAGTTGTGACTTCTGGGATA
GGTAAGTTGTGATATCTT
GGTAAGTTGTGCCAGC
GGTARAGTTGTGGACACT
GGTRAAGTTGTGTCCATCT
GGTAAGTTGTGTCCATCTA
GGTRAAGTTGTGTTTGGA
GGTAAGTTGTTCCCCAAARACTCCCA
GGTRAGTTGTTGTTAGTTCT
GGTAAGTTGTTTCCCTGTAAAT
GGTAAGTTGTTTICTCT
GGTAAGTTGTTTTGTCAATTTTAACC
GGTRAAGTTTAACATAAC
GGTAAGTTTAACATAACTATAC
GGTAAGTTTAACATAACTATACCGCA
GGTAAGTTTAACCcagagtttctc
GGTAAGTTTAACCcagagtttctct
GGTAAGTTTACAGTCCATACTGCAAC
GGTAAGTTTACATTTTA
GGTAAGTTTAGAGTATTGCCTGCCT
GGTAAGTTTAGCATTTTATCACTACC
GGTRAGTTTAGCTTGGGA
GGTAAGTTTAGGATAGTC
GGTAAGTTTAGTIGTGTAC
GGTRAGTTTATACATGA
GGTAAGTTTATCCCGTTG
GGTAAGTTTATTATAAGCTCTTATT
GGTAAGTTTATTTCAAA
GGTAAGTTTATTTTGT
GGTRAGTTTATTTTGTICTGAA
GGTAAGTTTCAGAAACATT
GGTAAGTTTCAGTGATGAGTACTTTG
GGTAAGTTTCATTGATC
GGTAAGTTTCATTGATCTA
GGTRAGTTTCCCTTATTG
GGTRAAGTTTCCCTTGAG
GGTRAGTTTCCTTTTTITT
GGTAAGTTTCGCTTGCT
GGTAAGTTTCGCTTGCTCC
GGTRAGTTTCTCTGATA
GGTRAAGTTTCTGTATTCT
GGTAAGTTTGATTATTT
GGTAAGTTTGATTATTTT
GGTAAGTTTGCAATTT
GGTAAGTTTGCAATTTA
GGTAAGTTTGCCGTTAGATTAT
GGTAAGTTTGGCAAATT
GGTAAGTTTGGGAGCCA
GGTAAGTTTGGTAAATTT
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GGTAAGTTTGGTTATAT
GGTAAGTTTGTAATTTTTA
GGTAAGTTTGTACTTTAACTT
GGTAAGTTTGTATATTGGCAGGGAGA
GGTAAGTTTGTATTAAT
GGTAAGTTTGTTGTTTT
GGTAAGTTTGTTGTTTTT
GGTAAGTTTGTTGTTTTTTTTTGTGA
GGTRAAGTTTGTTTTAAA
GGTAAGTTTTAAATCTTT
GGTAAGTTTTAGAGCCT
GGTAAGTTTTAGAGCCTCTCCCT
GGTAAGTTTTATTAGAATC
GGTRAAGTTTTATTATCTG
GGTRAAGTTTTCTCGATA
GGTRAGTTTTGAAAGTCT
GGTAAGTTTTGAGACTG
GGTAAGTTTTGCTTGAAA
GGTAAGTTTTTGTTATTCA
GGTRAGTTTTTGTTATTCATA
GGTAAGTTTTTTICTCT
GGTAAGTTTTTTICTCTCAG
GGTRAAGTTTTTTGCTGGC
GGTAAGTTTTTTGGAA
GGTRAAGTTTTTTGGAACA
GGTRAAGtttttttttttttt
GGTAATAAAAACACTCAT
GGTAATAAARACACTCATGTCTT
GGTAATAAAACCTTGACCCCTGCTC
GGTRATAAAATCAGACA
GGTAATAAAGAGTGGTCCCCAGTG
GGTAATAAATACTGCTGAGAA
GGTBRATAAATTCTCATC
GGTAATAAATTCTCATCC
GGTAATAACAGCTAGAT
GGTAATAACTATAGAGGG
GGTAATAACTTGGAATCCTC
GGTAATAAGAATATTTTGT
GGTAATAAGAATTTATTA
GGTAATAAGAGAACAAAGTATTGTG
GGTAATAAGCCTTTTAAA
GGTAATAAGGAAATGTT
GGTAATAAGTTTTAACTATTTCATTA
GGTAATAATAGCAAATGT
GGTAATAATAGTTTTC
GGTAATAATAGTTITTCT
GGTRATAATAGTTTTCTC
GGTAATAATAGTTTTCTCC
GGTAATAATATAATTTA
GGTAATAATCCTTCTCT
GGTAATAATCCTTCTCTC
GGTAATAATCCTTCTCTCT
GGTAATAATCCTTCTCTCTTCTTCAG
GGTAATAATTAGCTATTATATGTTGA
GGTAATAATTATAAAT
GGTAATAATTATAAATACAGAAATA
GGTAATAATTTCAATTT
GGTAATAATTTCAATTTT
GGTAATACAGGTTTATATAGCAT
GGTAATACATTTATGAGAAC
GGTAATACCCCCTTCICTTTT

PCT/AU2011/000380

GGTAATACCTTAGGAATTTGTAT
GGTAATACTATTTTTTAA
GGTAATACTCAAGATGTTTGCCA
GGTRATACTGGTTTCTTT
GGTAATACTTAGTTTCTGAARAGAATT
GGTAATAGAATTTTCACACTTTTCTT
GGTAATAGCAGACACAGGGACGGGCG
GGTAATAGCCCATCCGCC
GGTAATAGGCGTCGCAAGCCCGGAC
GGTAATAGGGCTGGCGGG
GGTAATAGGGCTGGCGGGT
GGTAATAGGGCTGGCGGGTCGG
GGTAATAGGGCTGGCGGGTCGGCGG
GGTAATAGTGTTTTITGT
GGTAATAGTGTTTTTGTT
GGTAATAGTGTTTTTGTTTCTTGGTT
GGTAATATAATACTATCTTGAA
GGTAATATAATACTATCTTGAAAATT
GGTAATATAGCACTICTTT
GGTAATATAGTTTTAGTTTTAGCAGA
GGtaatatatgaatttt
GGTAATATATGCTCCTG
GGTAATATATGGGATTTA
GGTAATATCATTCCTGTAG
GGTAATATGAAGATTT
GGTAATATGAAGATTTTA
GGTAATATTATTATTTTGA
GGTAATATTCTTACGTT
GGTAATATTCTTCAGTG
GGTAATATTTCCAAAGTCCTA
GGTAATATTTTTTTCATA
GGTAATCAAGTTTGTACC
GGTAATCAATCCCCTAGA
GGTAATCAATTGGARAGAGCATAATC
GGTAATCACCCGACGGT
GGTAATCACTTTGGATAG
GGTAATCAGTTTCATTT
GGTAATCATATACTICTTT
GGTAATCATGCCCTAGC
GGTAATCATGTAGGTGG
GGTAATCATTAACAGTGAGCACCC
GGTAATCATTTTTITITTC
GGTAATCCAARAGCTATT
GGTAATCCARAGCTATTCCAACG
GGTAATCCAACTTTAT
GGTAATCCAACTTTATT
GGTAATCCATTTGAGGCTTAT
GGTRATCCCAGCTGCGGCGATGTG
GGTAATCCTAAGCCAGG
GGTAATCCTGTTTTTGAAGA
GGTAATCGGAGGACCCC
GGTAATCGGAGGACCCCA
GGTAATCTAAACCCAAG
GGTAATCTAAACCCAAGTTTGAGTG
GGTAATCTAAGTAAAT
GGTAATCTAAGTAAATT
GGTAATCTATCTTGTGAAT
GGTAATCTCATATAAAATTAGA
GGTAATCTGAAAATGTC
GGTAATCTGAAAATGTCA
GGTAATCTGAARAATGTCAAA
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GGTAATCTGAATATTG
GGTAATCTGCCCACTGT

- GGTAATCTTCAGGGCCAGCCCCAGGG
GGTAATCTTTTTGTITCTAAGTTT
GGTAATGAARAGTCAAAC
GGTAATGAAAATCTTCATCT
GGTAATGAAAGAAGCAG
GGTAATGAAAGGTTTG
GGTAATGAAATCATAAC
GGTAATGAAATTACACT
GGTAATGAAGTTTTAAA
GGTAATGAAGTTTTAAAA
GGTAATGACCTTCGACCA
GGTRAATGAGCTTTTTA
GGTAATGAGGGAAACAAGCC
GGTAATGAGGGARACAAGCCTATG
GGTAATGAGTGCTTGTTT
GGTAATGATAGAACGGC
GGTAATGATTCCTCAAC
GGTAATGATTCCTCAACC
GGTAATGATTTTATTC
GGTAATGATTTTATTCT
GGTAATGCAATTCAGTTA
GGTAATGCACAGTTACGCAGCC
GGTAATGCAGCCCCTGTT
GGTAATGCAGTTCCTGTTCCTGA
GGTAATGCATTCATGT
GGTAATGCATTTAATTT
GGTAATGCATTTAATTTCTCCT
GGTAATGCCCAGCGCCT
GGTAATGCCCCCTGTCC
GGTAATGCCCTTATTTTTGA
GGTAATGCTCACATTCA
GGTAATGCTGGAAACA
GGTAATGCTGGAARACACA
GGTAATGCTGTCAGGCGACGC
GGTAATGCTTGTCGCCACTGTG
GGTAATGCTTTCTATGAT
GGTAATGCTTTTAATTT
GGTAATGCTTTTAATTTC
GGTAATGGAARATAACT
GGTAATGGACGCAGCTGGCGGTTCA
GGTAATGGAGGGGATTCCT
GGTAATGGCAAAAATAG. .  _
GGTAATGGCACCCTGAC
GGTAATGGCCTTTTTTGA
GGTAATGGCtgtgtgtgt
GGTAATGGCtgtgtgtgtgt
GGTAATGGGAACTAATCC
GGTAATGGGAGTTGGGG
GGTAATGGGAGTTGGGGG
GGTAATGGGGAAGAGG
GGTAATGGGGAATCGGAGGCCAGG
GGTAATGGGGAGTGGG
GGTAATGGGGCAGAGAG
GGTAATGGGGCTTTGGG
GGTAATGGGTGTGCTCCC
GGTAATGGGTTTTTGGTT
GGTAATGGTGAATGTTT
GGTAATGGTGAATGTTTT
GGTAATGTAAATCGCAT
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GGTRAATGTAATGTTGT
GGTAATGTAATGTTGTT
GGTAATGTACTTATATGCATGGAGT
GGTAATGTACTTTCAGAATTTA
GGTAATGTAGCCTGGGT
GGTAATGTAGGCAGCCTGACATT
GGTRAATGTATGTCTTGCC
GGTAATGTATTCTTGTTGGTTTAT
GGTAATGTATTCTTTTCACCC
GGTAATGTATTTTTGAA
GGTAATGTCAAGCTTACT
GGTAATGTCACCACATTGTCC
GGTAATGTCAGTGTTACATT
GGTAATGTCAGTGTTACATTATTAA
GGTAATGTCCCACTTG
GGTAATGTCCCACTTGG
GGTAATGTCCTGGTACAG
GGTRAATGTGAAAAATA
GGTAATGTGATTCCTTAC
GGTAATGTGCCATCAG
GGTAATGTGCCATCAGG
GGTAATGTGCCATGGC
GGTAATGTGGGCTGGGT
GGTARTGTGGTCAGCGCCCT
GGTAATGTGTACAATTGG
CGTAATGTGTACAATTGGGAAGGC
GGTAATGTGTACAATTGGGAAGGCAT
GGTAATGTGTCTTAATTAAATTTT
GGTAATGTGTTTAAAAATGT
GGTAATGTGTTTTGTGGG
GGTAATGTTCARAATAA
GGTAATGTTCTCATTTT
GGTAATGTTTCCCCTTAG
GGTAATGTTTTAACTT
GGTAATGTTTTAAGTTTAAAAA
GGTAATGTTTTTAGGCTT
GGTAATTAARAACAAAATTTGCATGA
GGtaattaaaattaaaa
GGtaattaaaattaaaat
GGTAATTAAATGGTAAGGGAGCTCAG
GGTAATTAAATGTGAACT
GGTAATTAACGCAAAGGCACAGGG
GGTAATTAAGAGTCTC
GGTAATTAAGCCTTCTT - . L
GGTAATTAAGCTTTCTCCCC
GGTAATTAAGCTTTCTCCCCATE
GGTAATTAAGCTTTTTA
GGTAATTAATCCTGACTACAA
GGTAATTACTGTTCTGACTTAG
GGTAATTAGAAAAACTTATGT
GGTAATTAGAAACTTTA
GGTAATTAGATCCTATT
GGTAATTAGCAAATTGT
GGTAATTAGGCTTTTTT
GGTAATTAGGGACCCAAAGAATTGA
GGTAATTAGGGGGACC
GGTAATTATAGGCCACT
GGTAATTATCTGACAA
GGTAATTATCTGACAAG
GGTAATTATCTGACAAGG
GGTAATTATCTGTTT
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GGTAATTATGCTGTAGGTTTCTGACT
GGTAATTATGCTTTCAATCCTACCAG
GGTAATTATGTTATAAGC
GGTAATTATTATGCTAACATCTCCC
GGTAATTATTCAAATCC
GGTAATTATTCATTGA
GGTAATTATTCATTGAT
GGTAATTATTCATTGATT
GGTRATTATTGATTGA
GGTAATTATTGCTAAAAT
GGTAATTATTTTACTTTGAT
GGTAATTATTTTCTTTGTGAATCAGA
GGTAATTCAAATTTCATT
GGTAATTCACTGCATCTT
GGTAATTCACTTACTTTACGCAT
GGTAATTCAGTGAAACCA
GGTAATTCATGTTCTAA
GGTAATTCATTAAAAAA
GGTAATTCCCCTCACTTG
GGTAATTCCGATTCTAAAATATGCTT
GGTAATTCGATTTTTCATAG
GGTAATTCTACCACTTC
GGTAATTCTGAACTTTCA
GGTAATTCTTGATTAAAT
GGTAATTCTTTAAACATT
GGTRATTCTTTTTCCATT
GGTAATTCTITTTTCCATTTTAATG
GGTAATTCTTTTTCCATTTTAATGTT
GGTAATTGAATTTATAGCAATACTT
GGTAATTGACTTTATGCTTCTTTTAA
GGTAATTGCTAAGTCCT
GGTAATTGCTAAGTCCTC
GGTAATTGGAGAGCTCCTTGAGCTTG
GGTAATTGGATAGCATAG
GGTAATTGGATAGCATAGT
GGTAATTGTAAGTTAAGA
GGTAATTGTAAGTTAAGAC
GGTAATTGTAAGITTCCCCTTT
GGTAATTGTATCTTCTTAAACATAA
GGTAATTGTCATTTGTTT
GGTAATTGTGTATGCTGGTITGTTAAA
GGTAATTGTGTCTGCT
GGTAATTGTTATCACCC
GGTAATTGTTATCACCCG
GGTAATTGTTGTGAGCA
GGTAATTTAATCAAATTA
GGTAATTTAATGGAARA
GGTAATTTAATTCATATA
GGTAATTTAATTTTTGC
GGTRAATTTATAAATTTCA
GGTAATTTATACGTCATG
GGTAATTTATACTIGTCT
GGTAATTTATATTTTT
GGTAATTTATATTTTTT
GGTAATTTATATTTTTTA
GGTRATTTATGGTCCTTC
GGTAATTTATGTGGGGC
GGTAATTTATTTICTTAG
GGTRATTTCTAAATTAA
GGTAATTTCTATTTTAG
GGTAATTTCTATTTTAGT
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GGTRATTTCTCATTAGA
GGTAATTTCTCATTAGAA
GGTAATTTGAGTATTG
GGTAATTTGAGTATTGARA
GGTAATTTGAGTATTGAARACTA
GGTAATTTGAGTATTGAAACTACT
GGTAATTTGATAATACAC
GGTAATTTGATTTGTTT
GGTAATTTGATTTGTTTT
GGTAATTTGCATTTCCAA
GGTAATTTGCTTAGTA
GGTAATTTGGATTTGGT
GGTAATTTGGGGTCCATT
GGTAATTTTAAAAATTCTTACAAAA
GGTAATTTTAATTCTGTTT
GGTAATTTTAATTCTGTTTCTTCTT
GGTAATTTTAATTCTGTTTICTTCTTT
GGTRAATTTTAGAAAGAC
GGTAATTTTCATTTICTT
GGTAATTTTCTCTIGTTG
GGTAATTTTCTTCCTCT
GGTAATTTTCTTCCTCTC
GGTAATTTTCTTTTTC
GGTAATTTTGAAARAACA
GGTAATTTTGAAARAACAATGG
GGTAATTTTGCAAAACA
GGTAATTTTGGAAGTGG
GGTRATTTTGGAAGTGGA
GGTAATTTTGTATTATTT
GGTAATTTTGTATTATTTAC
GGTAATTTTGTATTATTTACT
GGTAATTTTGTATTATTTACTCTCT
GGTAATTTTTATTTTTA
GGTAATTTTTGTARATTGATATTTC
GGTRATTTTTGTICTITC
GGTAATTTTTTAGTTGTT
GGTAATTTTTTTAAAAAATGTAGC
GGTAATTTTTTTACCTT
GGTAATTTTTTTACCTTT
GGTRAATTTTTTTATGGACTA
GGTAATTTTTTTATGGACTATTT
GGtaattttttttattt
GGtaattttttttatttt
GGtaattttttttatttttttatGAT
GGTAATTTTTTTTCATTT
GGTRAttttttttttttt
GGTACAAAAGTCTTGTTGG
GGTACAAAATGAGCAACTTCT
GGTACAAACCAGTGCTTT
GGTACARACGGAACTGGGTT
GGTACAAACTTGCTCCAC
GGTACRAAGCTAAAAGGC
GGTACRAAGGATAAGCAAGCCA
GGTACAAATACAATTCTC
GGTACAAATAGCAGTTC
GGTACAAATGAGCTCTCT
GGTACAAATGGAAAATTG
GGTACARACARAACTTTCTA
GGTACAACACCCTTTCTC
GGTACAACAGATTTATT
GGTACAAGCAGCTGGGTGGG
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GGTACRAGCCAAGCACC
GGTACAAGCGCTAGTGT
GGTACAAGGGAGTTCCC
GGTACAAGGGAGTTCCCT
GGTACAAGGGCARAGGCGG
GGTACAATAATCTCGTTTAT
GGTACAATACCACAAT
GGTACAATGTCAAAACG
GGTACAATGTTTGGTTT
GGTACAATGTTITGGTTTT
GGTACAATTTAAATGTG
GGTACAATTTAAATGTGT
GGTACAATTTAAATGTGTTGC
GGTACACACAAGCCTT
GGTACACACAGTCCAAAG
GGTACACACTTTATTCT
GGTACACAGGTCAAACAGGAT
GGTACACAGTATATGCA
GGTACACAGTATATGCAC
GGTACACAGTGAGTGG
GGTACACAGTGAGTGGT
GGTACACAGTGAGTGGTG
GGTACACATTAACAAAT
GGTACACATTAACAAATT
GGTACACATTTTGGACCACCTTG
GGTACACCAATTAAAAT
GGTACACCCAACACCTGGTG
GGTACACCCAGCCCACC
GGTACACGGGCCGCGTGGT
GGTACACTCCATARATC
GGTACACTCCCTCCCGTAC
GGTACACTTAACCCGTGGTCTG
GGTACAGAATTTATATTTC
GGTACAGAGCCTTTTGAGTTTATT
GGTACAGAGGGAGGC
GGTACAGAGGGAGGCA
GGTACAGAGGGTGCAGGT
GGTACAGAGTGTCCGG
GGTACAGAGTGTCCGGA
GGTACAGATTTATAACAT
GGTACAGCAAAATAATATTTTATTCC
GGTACAGCAARACCTTGA
GGTACAGCAGCACCAGCC

- GGTACAGCATCGCCTICTTGTTGTGE-

GGTACAGCATGCTTTGGGTTTAGGGT
GGTACAGCCAGATGCCTGGCT
GGTACAGCCTGGGCGGG
GGTACAGCGCGTGCACAGC
GGTACAGCGGGCCCTGCCTGCC
GGTACAGGCAGGGCCCG
GGTACAGGCGGCTCCGGG
GGTACAGGCTCAGCCCCT
GGTACAGGGAACTTTTA
GGTACAGGGCCAATGGC
GGTACAGGGGACAAGGAATT
GGTACAGGGGCGGTGGGCAGC
GGTACAGGGTTCCATTT
GGTACAGGGTTCCATTTC
GGTACAGGTGGCGAGAGG
GGTACAGGTGGGAGAGGG
GGTACAGTAACATAARAT
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GGTACAGTAAGCAAGCT
GGTACAGTAAGGGGAGCCAG
GGTACAGTAGCTGGTTTTGT
GGTACAGTAGTTCTGTGTARATATT
GGTACAGTCAGGGCTGT
GGTACAGTCCCACAGTGG
GGTACAGTCCCTGTTC
GGTACAGTCGGGCTGGG
GGTACAGTCTCTCAGAC
GGTACAGTGGATATTATT
GGTACAGTGGGGGACCTCCATCTC
GGTACAGTGTATCAAACT
GGTACAGTTGGTGCTTGC
GGTACAGTTGTACCTTT
GGTACAGTTGTCCATTTG
GGTACATATGCATTTAGARACATT
GGTACATATTTAGTGGA
GGTACATATTTAGTGGATA
GGTACATATTTAGTGGATAC
GGTACATCCAGAGAGCGG
GGTACATCCATTTTGTG
GGTACATCCATTTTGTGC
GGTACATCCTTCATTTA
GGTACATCCTTCATTTAA
GGTACATGCCGAGGGCTG
GGTACATGGCAGTGGGGCC
GGTACATGGCCCAGGA
GGTACATGGCCCAGGAA
GGTACATGGGCTCAGGGG
GGTACATGGGTCCCAGG
GGTACATTAATCTTTAGT
GGTACATTGGTAAAATATTCCTCA
GGTACATTGTGGGGAGAG
GGTACATTTACAAAAGAAA
GGTACATTTATGTTTATTTAGATTTA
GGTACCAAGGAGCCACCA
GGTACCACCTCCCTCTC
GGTACCACCTGGGTGGG
GGTACCACTGGAGAGGA
GGTACCAGACCTTGCCTA
GGTACCAGATTCTTTTC
GGTACCAGCATCTTTIGGTT
GGTACCAGCATCTTTGGTTA

-GGTACCAGCCAGCCAGA

GGTACCAGCCCGCGGC
GGTACCAGCCCGCGGCC
GGTACCAGCCCGCGGLCC
GGTACCAGCCTAGAGAG
GGTACCAGCTGCCACT
GGTACCAGTATTTTAC
GGTACCAGTATTTTACTT
GGTACCAGTGTCACTTGG
GGTACCAGTTCCACCCG
GGTACCATACAGTGAGA
GGTACCATGCGTAATTA
GGTACCATGTGTTTTTATGT
GGTACCCAAGAGATAGTT
GGTACCCACCCTCTGATG
GGTACCCACTCTGCCT
GGTACCCACTCTGCCTC
GGTACCCACTGCATGGGGC
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GGTACCCAGAATTTATCTGATTCTAC
GGTACCCATCCCTGTGAGCCCRA
GGTACCCCCAATCTCCAC
GGTACCCCCACCCCAGCCCT
GGTACCCCTGTCTAGC
GGTAcccgcgeeccggeectegecge
GGTACCCTGGGACCCC
GGTACCGAACAACCCTC
GGTACCGACTGACCGAgC
GGTACCGAGCACCGGAG
GGTACCGAGCAGGGCC
GGTACCGAGCTGTCGGTCCCCTCCC
GGTACCGAGTCTCACAG
GGTACCGCCCCCTCTAC
GGTACCGCGGCTGGGCAGGGAGCT
GGTACCGGAGCCGCAGGGGCTACCAC
GGTACCGGGAGTGAGG
GGTACCGTGAATCGGG
GGTACCGTGAATCGGGGAA
GGTACCGTGAATCGGGGAAGG
GGTACCGTTCTCTGTTT
GGTACCGTTTGTTTTCC
GGTACCTACCTTTTGTTTT
GGTACCTACTGGTGTGAGC
GGTACCTAGTGTTAACTTGTAACA
GGTACCTCATGGGTCTG
GGTACCTCATGGGTCTGT
GGTACCTCCAGGGGGCC
GGTACCTCCCTCCTTcc
GGTACCTCGTTGGGGTCG
GGTACCTCGTTGGGGTCGGT
GGTACCTCTAGTATTAGTCAA
GGTACCTCTGAAGGTAG
GGTACCTCTGCCGTTCT
GGTACCTGAGATCCTGAA
GGTACCTGAGATTGAAAT
GGTACCTGCAGCAGCGAAGGGG
GGTACCTGCCTGGTTCC
GGTACCTGCGGGGGATTCC
GGTACCTGCTACCCCCAGGACACCCA
GGTACCTGGGCATGGCA
GGTACCTGGGCGTGGGTG
GGTACCTGGGGAGGGGATGGGGACAC
GGTACCTGGTTCCTTCTT
GGTACCTGTCCCTGCCG
GGTACCTGTCTTCCACC
GGTACCTGTGGGATGAGG
GGTACCTTAACAACATTT
GGTACCTTAATTTGAAGAAG
GGTACCTTCAAATCATC
GGTACCTTCCTGGCACC
GGTACCTTCCTGGCACCA
GGTACCTTCTGGATGAT
GGTACCTTTAAAAATAC
GGTACCTTTAGTCTTTAA
GGTACCTTTGTTTTTAA
GGTACCTTTTAGAAAAG
GGTACCTTTTAGAARAAGG
GGTACCTTTTAGAARAGGGATTTGGA
GGTACCTTTTTTTATCT
GGTACGARAGTGAACCAC
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GGTACGACTGGGGCTGTCTGGGAARA
GGTACGAGAAGTGGT
GGTACGAGAAGTGGTAT
GGTACGAGAGCAAAGGG
GGTACGAGGTGGGGAAG
GGTACGAGTCAGAATTGC -
GGTACGAGTGACACTGGCTCTTATAG
GGTACGAGTGGGGCATGC
GGTACGATGGCAGGAT
GGTACGATGGCAGGATC
GGTACGCAAGATTCIGT
GGTACGCACTGAAAAGGA
GGTACGCAGGCAGGGC
GGTACGCAGGCAGGGCAG
GGTACGCCCTCCCTCCCGCCATGA
GGTACGCCCTTTGCCCTT
GGTACGCCTGCCCCCG
GGTACGCCTGCCCCCGAGCCGGGGGC
GGTACGCCTTCTGGGTGTTATCCT
GGTACGCGAGAGGCGGGGGCTG
GGTACGCGAGAGGCGGGGGCTGCC
GGTACGCGCCCCGGGGLC
GGTACGCGGCGGCGGGCG
GGTAcgcgggccgggecgg
GGTACGCGTTTTAAATATAGTTCT
GGTACGGAAGGCTGGCAA
GGTACGGACCAGGAGGG
GGTACGGAGCAGGCG
GGTACGGAGCAGGCGT
GGTACGGAGCAGGCGTAACCGG
GGTACGGAGCAGGCGTAACCGGG
GGTACGGAGCCCGCGG
GGTACGGAGCCCGCGGC
GGTACGGAGCTGGCTTCGCGTGGTT
GGTACGGAGGGAGTCGAGCCGGG
GGTACGGAGTTTTAGGTTTTAG
GGTACGGATCTGTCTATT
GGTACGGATCTTCACAGGTCCCCAAG
GGTACGGCAGACGGCGCC
GGTACGGCCAGGGCGG
GGTAcggcccggectgac
GGTACGGCCGCCTGGGGC
GGTACGGCCGCGTCGTG
GGTAcggccggegggagyg
GGTAcggccggcgggaggcce
GGTAcggccggcgggaggceccacecyg
GGTACGGCCGGCTGGGGCTGC
GGTACGGCCTTCTGACC
GGTACGGCGTCTTAAAG
GGTACGGCTTCAGGGGCGA
GGTACGGCTTCAGGGGCGAG
GGTACGGCTTCAGGGGCGAGGGC
GGTACGGCTTTCATGCTGAA
GGTACGGGACAGACAGA
GGTACGGGAGGAACAGCT
GGTACGGGCAGGCGGAC
GGTACGGGCAGTTCC
GGTACGGGCATCCGGTG
GGTACGGGCGGGGCCGGGCGCAGGCG
GGTACGGGCTGGCGGCA
GGTACGGGCTGGCGGCAG
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GGTACGGGGCTCCCTGC
GGTACGGGTGCTGGGCTGC
GGTACGGTATGATAATTTT
GGTACGGTCCGGGGGGCT
GGTACGGTGCTTGATGTA
GGTACGGTGGGAGCTGGC
GGTACGTAAACGCTGTGG
GGTACGTAACACAGGGA
GGTACGTAAGCATGGTC
GGTACGTAAGCGCCTCA
GGTACGTACAAACTCCTT
GGTACGTACAAACTCCTTCGTCATCC
GGTACGTACATGTTTCC
GGTACGTACATTCCAGAAT
GGTACGTACCTGCGGT
GGTACGTACCTGCGGTG
GGTACGTACCTGCGGTGG
GGTACGTACTAATGTTATAAATATG
GGTACGTAGTCTGAGCTTCC
GGTACGTATAACCACAGCAAGAG
GGTACGTATACTCTGTAT
GGTACGTATACTCTGTATG
GGTACGTATACTCTGTATGG
GGTACGTATACTCTGTATGGTG
GGTACGTATACTCTGTATGGTGG
GGTACGTATACTCTGTATGGTGGTA
GGTACGTCATCTGGTCA
GGTACGTCCAGGACCCGTTCACC
GGTACGTCCCACCCACGGTTCGCA
GGTACGTCCCACCCACGGTTCGCATT
GGTACGTCTGCGTGGCC
GGTACGTCTGCTCACTCCAGAATGGC
GGTACGTCTTAACAGTTTA
GGTACGTGAACGGGCTG
GGTACGTGAACGGGCTGCAAAGC
GGTACGTGAGCTGGCC
GGTACGTGAGCTGGCCT
GGTACGTGAGCTGGCCTT
GGTACGTGAGCTGGCCTTC
GGTACGTGAGCTGGCCTTCCTC
GGTACGTGCACCCTGTG
GGTACGTGCACCCTGTGCTTCAC
GGTACGTGCAGGGCGGGGT
GGTACGTGCGCGGCCCC
GGTACGTGGCACCCCAGGAGGGAG
GGTACGTGGCAGAGTCCTTTTTT
GGTACGTGGCCCCCTGTT
GGTACGTGGGGACTTGGGG
GGTACGTGGGGACTTGGGGGAG
GGTACGTGGGGGGCTGG
GGTACGTGGGGGGCTGGC
GGTACGTGGGGGGCTGGCA
GGTACGTGGGGGGCTGGCAGGGAC
GGTACGTGGGGTACCTGG
GGTACGTGGTTTATAAAA
GGTACGTGTGGGGGGCG
GGTACGTGTGTAATCATCAAC
GGTACGTTAAAATACTGT
GGTACGTTACCGTTTCTCT
GGTACGTTATTTCTAAT
GGTACGTTCAATATATTA
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GGTACGTTCCCATGAGC
GGTACGTTGACTTTGAGAA
GGTACGTTGACTTTGAGAAGAATGCT
GGTACGTTGCCTGGCACA
GGTACGTTGGAGATCTTT
GGTACGTTGGGCCTTCCC
GGTACGTTGTTCCTTITCT
GGTACGTTGTTCCTTTCTC
GGTACGTTGTTTAAAGCTA
GGTACGTTTATGAATTTGATGTTGAG
GGTACGTTTATTGTTTTACT
GGTACGTITTCACATAG
GGTACGTTTTGCATTTAGG
GGTACGTTTTGTGGGGAATGTGTAT
GGTACTAAGCCCAGTTGG
GGTACTAAGTGCAAAAA
GGTACTAATACAAAACC
GGTACTAATGGGGTATTT
GGTACTACATCATTTCAGTATCAT
GGTACTAGARAAAGATGTCCATCCAA
GGTACTAGAAARATCCTT
GGTACTAGACTGACTTCC
GGTACTAGCTTTAATTC
GGTACTAGGACCTTTTC
GGTACTAGGGGCCTGGA
GGTACTATAAATTTGT
GGTACTATTATTTTTGAA
GGTACTATTATTTTTGAATTTAAA
GGTACTATTATTTTTGAATTTAAATT
GGTACTATTTCTAAATTGCAGACA
GGTACTCAACACCATTTTCAACAAGA
GGTACTCACAGACGTTCA
GGTACTCATTTTTCACC
GGTACTCCCCTTGCTT
GGTACTCGTGCTGGTG
GGTACTCGTGCTGGTGCTG
GGTACTCGTGCTGGTGCTGG
GGTACTCGTGCTGGTGCTGGT
GGTACTCGTGCIGGTGCTGGTG
GGTACTCGTGCTGGTGCTGGTGGG
GGTACTCTCATTTCTCA
GGTACTCTCATTTCTCAG
GGTACTCTCATTTCTCAGAATA
GGTACTGAATGACTTGGCAGCC
GGTACTGACTGGTATA
GGTACTGACTGGTATAA
GGTACTGAGATAATATAT
GGTACTGAGCGTCCTG
GGTACTGAGGGGGAGCAG
GGTACTGAGGTCACCACA
GGTACTGAGGTCACCACAC
GGTACTGATAGATTTGGG
GGTACTGATGCGCAARA
GGTACTGCAGCTGTCACCC
GGTACTGCAGGGAAGGCAGGG
GGTACTGCATAGGCAAGT
GGTACTGCATGGCTAGG
GGTACTGCCTGGAGGCTG
GGTACTGCCTTGCTAAG
GGTACTGCGAGGCCTGCGCGG
GGTACTGCGAGGCCTGCGCGGTC
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GGTACTGCGGAATTCTGG
GGTACTGCGGAATTCTGGT
GGTACTGCGGCTCTGC
GGTACTGCTGCCCACAT
GGTACTGCTTTCCTTCC
GGTACTGCTTTCCTTCCTTG
GGTACTGCTTTCCTTCCTTGTT
GGTACTGGCCAGCCCTTG
GGTACTGGCCTTTTGtcC
GGTACTGGCTCAGAGA
GGTACTGGCTCAGAGACC
GGTACTGGGCAGGCC
GGTACTGGGCAGGCCC
GGTACTGGGCAGGCCCT
GGTACTGGGCCCACGGCTCGCGG
GGTACTGGGCTCTCCTC
GGTACTGGGCTGGGCTTGGGGGGA
GGTACTGGGGAAGGGGA
GGTACTGGTACTGAGTT
GGTACTGGTACTGAGTTG
GGTACTGGTCGCGTGTGTGTTA
GGTACTGGTCTGAGTTC
GGTACTGGTCTGAGTTICT
GGTACTGGTGCTATTGCA
GGTACTGGTGCTATTGCAAACATT
GGTACTGTACACTTCTGGGTTTT
GGTACTGTACCTTCC
GGTACTGTACCTTCCT
GGTACTGTAGAGCTTGA
GGTACTGTAGCACCTAG
GGTACTGTATATACARA
GGTACTGTCACAGGTTTC
GGTACTGTCACAGGTTTCC
GGTACTGTCATTTCTTAT
GGTACTGTCTCATGGTTTTTCCAGC
GGTACTGTGGACGGGC
GGTACTGTGGACGGGCG
GGTACTGTGGACGGGCGG
GGTACTGTGGACGGGCGGC
GGTACTGTGGACGGGCGGCG
GGTACTGTGGTGGGGAGAGGC
GGTACTGTGTATTTCTT
GGTACTGTGTCGACTCT
GGTACTGTGTCGACTCTG
GGTACTGTGTCTGAGCCC
GGTACTGTGTGGTGCCCA
GGTACTTAGTGaatatt
GGTACTTAGTTTCAAAT
GGTACTTATATGTCAATAAGGAGTTT
GGTACTTCAATTCTACTT
GGTACTTCATTTGGATAAGTAGCCG
GGTACTTCCAGCAGGCC
GGTACTTCCATAGCATC
GGTACTTCCATAGCATCA
GGTACTTCCCAGTCAAC
GGTACTTCGCAGCAGCTACCCACAGC
GGTACTTCTGTTAAGA
GGTACTTGAATCTAACCACTGCCGTG
GGTACTTGCCCTTGATGT
GGTACTTGCCCTTTGGTA
GGTACTTGCTCCTTACTCA
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GGTACTTGGGCGTGGGC
GGTACTTTAACataatt
GGTACTTTAACataattt
GGTACTTTAACataattttttttatt
GGTACTTTAGGATTTTAATCTA
GGTACTTTATTTTTTGTTTTATC
GGTACTTTCTAAGGGTGGGATTATA
GGTACTTTCTAAGGGTGGGATTATAT
GGTACTTTCTTTACATGGC
GGTACTTTGCTACTCCT
GGTACTTTGGGCCTGAT
GGTACTTTTAAAAGTGG
GGTACTTTTAAAAGTGGT
GGTACTTTTTATCAATAA
GGTACTTTTTTGTATAT
GGTACTTTTTTGTATATAC
GGTAGARAAACCCCTGGG
GGTAGAAACAAAATATG
GGTAGAAACAARATATGTTTTAT
GGTAGAAATAAACAAG
GGTAGAAATAAACAAGT
GGTAGAAATAAACAAGTC
GGTAGAAATAGATTTTT
GGTAGAACAACTACAT
GGTAGAAGGTATTGAAA
GGTAGAAGGTTCTTTG
GGTAGAAGGTTCTTTGC
GGTAGAATGTCTTCTAARACCAGCGG
GGTAGAATTCAACATATGGTGCTTGA
GGTAGAATTTAGATTCAGTATTTT
GGTAGAATTTGGTTTTCT
GGTAGAATTTTTATTTCTCTTTCC
GGTAGACACTGCTCCTGTG
GGTAGACCCCTCTTCGTC
GGTAGACCCCTCTTCGTCCGCAGT
GGTAGACCGTAGCTGTT
GGTAGACTAGTAAATTTG
GGTAGACTATTAAGTCAAATTC
GGTAGACTCACTGTTTTG
GGTAGAGAAATGTTTGC
GGTAGAGAAATTCACTATATTTTTC
GGTAGAGAACAGTTAAT
GGTAGAGACCCCCCTCA
GGTAGAGACCCCCCTCAG
GGTAGAGACcctcttca’
GGTAGAGAGACAAGTGT
GGTAGAGAGACGGTTTAT
GGTAGAGAGAGTACCCCATTCTCTTT
GGTAGAGAGGCACATGCT
GGTAGAGCCACCTTGAC
GGTAGAGCGGCTCTCAC
GGTAGAGCTAATATTTGAA
GGTAGAGCTAATATTTGAAAAATCT
GGTAGAGCTGTGGGTT
GGTAGAGCTTGTTCTCC
GGTAGAGCTTGTTCTCCC
GGTAGAGCTTTTGGAAAG
GGTAGAGGAGAGAACTTC
GGTAGAGGCTGGCATTCT
GGTAGAGGGGATGGGGATCATAGG
GGTAGAGGGTGGGGCTG
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GGTAGAGGTCTATCTTTCCT
GGTAGAGGTTTGAGAGTGTTT
GGTAGAGTATACTTAGT
GGTAGAGTATACTTAGTT
GGTAGAGTATCAGAAGTA
GGTAGAGTATGCATGTT
GGTAGAGTATGCATGTTA
GGTAGAGTATGGGGAGGG
GGTAGAGTGCTTTGCCAA
GGTAGAGTGGGTTTATAC
GGTAGAGTGTCTTTGGC
GGTAGAGTTCTAACTT
GGTAGATAAATAGTCTGGGTAA
GGTAGATACCAACCTAGG
GGTAGATGGAAGTTTTT
GGTAGATGGGTTCTGGC
GGTAGATGGGTTCTGGCC
GGTAGATGGTGTATTACCTGGCTTTT
GGTAGATGGTTTCTTTT
GGTAGATTATGTGTTTC
GGTAGATTGTGAACACAA
GGTAGATTTCTGTGGAT
GGTAGCAAACCCATGGCT
GGTAGCAAACTCGCATC
GGTAGCRAAGCCGAGCTC
GGTAGCAAAGCCGAGCTCT
GGTAGCAAAGCCGAGCTCTG
GGTAGCACCGCAGGG
GGTAGCACTGCCCAGTGGCCTGGAGC
GGTAGCAGCCTTCCTTG
GGTAGCAGCTCCCAGGA
GGTAGCAGCTCCCAGGAGAGCCCCC
GGTAGCATGCTCAAGTG
GGTAGCATTTTCACCCA
GGTAGCCACACCCAGT
GGTAGCCACACCCAGTG
GGTAGCCATTCTTCCTG
GGTAGCCCAGCAGACGG
GGTAGCCCAGCTCTCCC
GGTAGCCCAGCTCTGCC
GGTAGCCCCTTGGCC
GGTAGCCCTTGTCCCAT
GGTAGCCGGGGAGCCT
GGTAGCCGGGGAGCCTG
GGTAGCCTGGAAAAATTTTGGG
GGTAGCCTGGTACCGTC
GGTAGCGCCGCGCGGCGG
GGTAGCGCTGGGCAGGG
GGTAGCGGCAARAACTCAG
GGTAGCGGCCGTAGCCT
GGTAGCGGGGGCTGAGG
GGTAGCGTGCCTTCCA
GGTAGCGTGCTAATGATG
GGTAGCGTGGGCCAGAAC
GGTAGCGTTTCAATTT
GGTAGCGTTTCAATTTCG
GGTAGCTACAGTCCCCA
GGTAGCTAGTGGGCCTG
GGTAGCTAGTGGGCCTGG
GGTAGCTATTCTGGCCTTTTCAGTC
GGTAGCTCGATTTGCCGA
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GGTAGCTCTGCCTGTC
GGTAGCTCTTCCCATCTCTGAGG
GGTAGCTGCTCCTCGTG
GGTAGCTTGAGGCTTTC
GGTAGCTTGTTTGAGGG
GGTAGCTTGTTTGAGGGC
GGTAGGAAAACAGTCTGACATAAA
GGTAGGAAAATAAAGAAT
GCCTAGGAAAATACACAT
GGTAGGAAAGCCCTATG
GGTAGGAAAGTGATTTGGTT
GGTAGGAAATCGTCCAG
GGTAGGAAATGATTGAG
GGTAGGAAATGATTGAGA
GCTAGGAAATTTGGATTAAGAATTTT
GGTAGGAAATTTGGGTGGGGT
GGTAGGAACAGTAATATT
CGTAGGAACCAAGGGC
GGTAGGAACCAAGGGCACA
GGTAGGAACCTGATAGCTAAGA
GGTAGGAAGACGTCTTTC
GGTAGGAAGAGCGTCTCCT
GGTAGGAAGAGTGGGAGT
GGTAGGAAGGGAGATTTG
GGTAGGAAGTGGTGGGC
GGTAGGAAGTGGTGGGCC
GGTAGGAATCATGTCACAA
GCTAGGAATTCGGGGAGCC
GGTAGGAATTTCATAATCGA
GGTAGGACAAACCACACTGTCAAGAC
GGTAGGACACCCCAAGG
GGTAGGACATTAGTAGGAT
GGTAGGACATTAGTAGGATCGACCTG
GGTAGGACCCACTCTCC
GGTAGGACCCTGACCTCGGG
GGTAGGACCTCTTCA
GGTAGGACCTGAAGCC
GGTAGGACCTGAAGCCT
GGTAGGACGCAGGAGCCGGGGG
GGTAGGACGCCCCTCCC
GGTAGGACGGCATAGCCTCTTCC
GGTAGGACTCAAATAGA
GGTAGGACTCTCAGGTC
GCTAGGACTGGAGCTGGGGGGC
GGTAGGACTGGCCTGAAGATG
GGTAGGACTGGGCCTGT
GGTAGGACTTAGGGAGA
GGTAGGACTTTTAAACTACACAA
GGTAGGAGAAGGCAGGG
GGTAGGAGAATCTATTTG
GGTAGGAGAATGACTGTTTAGGTAT
GGTAGGAGACTCATTTTGGGTTTCGG
GGTAGGAGAGACCCTTGCCTGTGTGT
GGTAGGAGAGAGCACCC
GGTAGGAGAGAGGCGA
GCTAGGAGAGAGGCGAG
GGTAGGAGAGAGGCGAGA
GGTAGGAGAGAGGCGAGAC
GGTAGGAGAGAGGCGAGACC
GGTAGGAGAGAGGCGAGACCCC
GGTAGGAGAGAGGCGAGACCCCG



GGTAGGATAAAGGACTG
GGTAGGATATAGTTTTATTTTCT
GGTAGGATCCAGGGCGA
GGTAGGATCTCAGTCTG
GGTAGGATCTCCTTACT
GGTAGGATCTTCAGGCTCCTGGCAGG
GGTAGGATGATGGGGTC
GGTAGGATGATGGGGTCA
GGTAGGATGGGCGACGG
GGTAGGATGGGCGACGGC
GGTAGGATGGTTTCCATCCTTAAAAT
GGTAGGATGTGGCATGG
GGTAGGATGTGGCATGGC
GGTAGGATGTTCCACGTG
GGTAGGATGTTCCACGTGA
GGTAGGATTATACTCAC
GGTAGGATTCATCTTCTTA
GGTAGGATTGAATTTCC
GGTAGGATTGAATTTCCC
GGTAGGATTGGGGGTGGGCACCTCAT
GGTAGGATTTAGTTGTA
GGTAGGCAAAGAACATT
GGTAGGCARAGAACATTA
GGTAGGCAAATGCTGCT
GGTAGGCAAATTTAAACTTACCCT
GGTAGGCAACAAGGAT
GGTAGGCAACTTTGCTT
GGTAGGCAAGTAGAGTTTATACTCT
GGTAGGCACATTCAAAACCAGAAAAA
GGTAGGCACCAATCCACC
GGTAGGCACCGCAGGGGC
GGTAGGCACGTGCTAGG
GGTAGGCACTGCCTGGG
GGTAGGCAGATACCTGGAGAGGTGGG
GGTAGGCAGCAACTTCGGG

WO 2011/120101 PCT/AU2011/000380
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GGTAGGAGAGAGGCGAGACCCCGC GGTAGGCAGCAACTTCGGGG
GGTAGGAGAGAGGTCGCC GGTAGGCAGCRAACTTCGGGGTT
GGTAGGAGAGCATCTGA GGTAGGCAGCCACCCCCG
GGTAGGAGAGGCCCCGAA GGTAGGCAGGGCTGGC
GGTAGGAGAGTGCCACGGGCGCCACT GGTAGGCAGGTGCGTGT
GGTAGGAGATATGGATG GGTAGGCAGTGGCTATAA
GGTAGGAGCACAGCTGAGCAGCTGTC GGTAGGCAGTGGCTGCC
GGTAGGAGCAGCCAGGGAGCCTGCCA GGTAGGCATACCTTCTTC
GGTAGGAGCCAGCTCTTC GGTAGGCATATTTGTCC
GGTAGGAGCCAGCTCTTCCCTGGAG GGTAGGCATTCAGATCGG
GGTAGGAgcceccccgge GGTAGGCATTCAGATCGGGTAG
GGTAGGAgccccceccggeccgeccgece GGTAGGCCAATTAGTCACGTGCGAGT
GGTAGGAGCTAGGCAGCG GGTAGGCCACATCCCCGC
GGTAGGAGCTGATGTCC GGTAGGCCAGATTCTGAT
GGTAGGAGCTTGGGCCCCTG GGTAGGCCAGGGAGCGGG
GGTAGGAGGAAAAGTCA GGTAGGCCAGGGAGCGGGCCCGGC
GGTAGGAGGAARAGTCAAGTGAAG GGTAGGCCCACCTCATCC
GGTAGGAGGCAACATTC GGTAGGCCCCGCCTG
GGTAGGAGGCACTTCT GGTAGGCCCCGCCTGGG
GGTAGGAGGCCACCCTG GGTAGGCCCCTCCCTGG
GGTAGGAGGGAAATCTT GGTAGGCCCGGCCCAGCC
GGTAGGAGGGGCGGCTG GGTAGGCCCTGGAGGGCT
GGTAGGAGGGTCCGCTGG GGTAGGCCCTGGCTCTT
GGTAGGAGGGTCTAGCC GGTAGGCCCTGGCTICTTG
GGTAGGAGTGTTGGGGCCCTGACCCC GGTAGGCCGAGCCGGACC
GGTAGGAGTTCCTAAGGTGGG GGTAGGCCGGGCCTCGGG

GGTAGGCCGGGCCTCGGGGGTG
GGTAGGCCTAAGACTTTTTAAA
GGTAGGCCTCCGCTGCA
GGTAGGCCTCTCACCTC
GGTAGGCCTGCCCTGTC
GGTAGGCCTIGCTGCTTCCTT
GGTAGGCCTGTGTGTGGG
GGTAGGCCTGTTCTC
GGTAGGCCTGTTCTCT
GGTAGGCCTTCCTTCTATT
GGTAGGCCTTTCCCGTG
GGTAGGCCTTTCCCGTGAG
GGTAGGCCTTTGCTTGCT
GGTAGGCGAGCATTGGG
GGTAGGCGAGCATTGGGC
GGTAGGCGATCGCGAGGGGCC
GGTAGGCGCCAGGGGAAGATG
GGTAGGCGCCCGCTGC ,
GGTAGGCGCCCGCTGCATGC
GGTAGGCGCCCGCTGCATGCCTCT
GGTAGGCGCCCGCTGCATGCCTCTTG
GGTAGGCGCCGGGGCCTGCC
GGTAGGCGCCTCTGGTCC
GGTAGGCGCCTCTGGTCCAC
GGTAGGCGCTGATGGCA
GGTAGGCGGCCGTACAGTGCC
GGTAGGCGGGCGGCCCC
GGTAGGCGGGCGGCLCCCC
GGTAGGCGGGCGGCCCCCA
GGTAGGCGGGGCTCCGGT
GGTAGGCGGTTCCCAACAGCCCATCC
GGTAGGCGGTTTGGGTTGACACAGGG
GGTAGGCGTGGCAGGCAA
GGTAGGCGTTTTTCTTGTGCTTAGA
GGTAGGCTAGGGTTCAA
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GGTAGGCTATGTTGAAAT
GGTAGGCTCTGTAACTCA
GGTAGGCTGACGGCTCTT

© GGTAGGCTGCAGCCAG

GGTAGGCTGCAGCCAGG
GGTAGGCTGCAGCCAGGG
GGTAGGCTGCTCCCCAG
GGTAGGCTGCTCCCCAGG
GGTAGGCTGTGCGARAGAGGGAGG
GGTAGGCTTAGCRAATG
GGTAGGCTTCAGAGCTG
GGTAGGGAATGGCTGACGTCCTG
GGTAGGGACCAGCCTGGT
GGTAGGGACCATCCCAT
GGTAGGGACCTGGCTTA
GGTAGGGACCTGGCTTAG
GGTAGGGACTCTTTTT
GGTAGGGACTCTTTTTT
GGTAGGGAGCCACTCACTCTTTTCCT
GGTAGGGAGGGCCTGGC
GGTAGGGAGGTCACCTC
GGTAGGGAGGTCACCTCC
GGTAGGGATCATTCCAT
GGTAGGGATCATTCCATT
GGTAGGGATCTTCCTTGGGCTGAGCA
GGTAGGGATGAAAGGCAGGGA
GGTAGGGATGGCCTTGGCCTTGTG
GGTAGGGCACCCTGACTC
GGTAGGGCAGGAGACTTGAGG
GGTAGGGCCAGCTGCAG
GGTAGGGCCAGCTGCAGG
GGTAGGGCCAGCTGCTG
GGTAGGGCCAGCTGCTGG
GGTAGGGCCAGGCCACCT
GGTAGGGCCAGGCCACCTGG
GGTAGGGCCAGGGTGG
GGTAGGGCCCAAGTAT
GGTAGGGCCCAAGTATGTAA
GGTAGGGCCCCCCCGCC
GGTAGGGCCCCCCCGCCGG
GGTAGGGCCCCTGGTGGG
GGTAGGGCCCCTGGTGGGCG
GGTAGGGCCCGTTGAGCGGAG
GGTAGGGCCCGTTGAGCGGAGGGEC
GGTAGGGCCCTAGGTGGGGCAGGGT
GGTAGGGCCTCCCTGACT
GGTAGGGCCTGTCGCCT
GGTAGGGCCTGTGGCCTG
GGTAGggcggaggagg
GGTAGGGCTATGAGCCCCTCGGGCCA
GGTAGGGCTCATTCCCC
GGTAGGGCTCCTTCATT
GGTAGGGCTCTGAAGT
GGTAGGGCTGCACCGCT
GGTAGGGCTGCTTGGGC
GGTAGGGCTTTCCTCATGCC
GGTAGGGCTTTGGGTGGG
GGTAGGGGAAARATTAA
GGTAGGGGAARAATTAAA
GGTAGGGGAAAAATTAAATAT
GGTAGGGGAAAACTAATCTCTGATAT
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GGTAGGGGAACACCACACTGGCATCT
GGTAGGGGAGGCGCCGTT
GGTAGGGGAGGCGCCGTTG
GGTAGGGGAGGCGCCGTTGG
GGTAGGGGAGGCGCCGTTGGGG
GGTAGGGGAGTGGCTC
GGTAGGGGAGTGGCTCTC
GGTAGGGGAGTGGCTCTCTAA
GGTAGGGGCAAGAGAAT
GGTAGGGGCCAGCCCAGC
GGTAGGGGCCTGGGGCCG
GGTAGGGGCGCCTCGGGG
GGTAGGGGCGGCTTCCCTCCCTCCGT
GGTAGGGGCGGGGTGGGA
GGTAGGGGCGGGGTGGGAGAG
GGTAGGGGCTGGGGAAGAAGGAAC
GGTAGGGGCTGTGGGAA
GGTAGGGGGACGTTGGC
GGTAGGGGGGCCACACCA
GGTAGGGGGGCGCTCGTGGCGGGLGG
GGTAGGGGTCCTGCCCAC
ggtaggggtgagggtgag
GGTAGGGGTGGAAGTTACTTCATAAT
GGTAGGGGTGGCGCCAGG
GGTAGGGGTGTGGGGAA
GGTAGGGGTGTGTGTGGGAGTGGGTG
GGTAGGGTAAARAATTTG
GGTAGGGTAGGGGGGTG
GGTAGGGTATTTTTGATT
GGTAGGGTCAACACAG
GGTAGGGTCAGAGTCGCCTTCCT
GGTAGGGTCTAGGATTC
GGTAGGGTCTGGCTTGGG
GGTAGGGTCTTTGTCCT
GGTAGGGTGGGCCGCCCGGGE
GGTAGGGTGGGCCGCCCGGGCCC
GGTAGGGTGTGCACACAGGTACA
GGTAGGGTGTGTGGTAC
GGTAGGGttaatttttt
GGTAGGGTTGCATTCTCC
GGTAGGGTTGCCCGCTATACCTGC
GGTAGGTAAAACCAAAAT
ggtaggtaaaacctcgece
GGTAGGTAAAAGAGGC
GGTAGGTAAAAGCTGATTGGTCTAAC
GGTAGGTAAAATACTC
GGTAGGTAAAATTTCAT
GGTAGGTAAAGTAGTTCT
GGTAGGTAAATCTCCCAG
GGTAGGTAAATCTCCCAGATCCAG
ggtaggtaaatgggtttttaaaatat
GGTAGGTAACAGTGTTT
GGTAGGTAACCTCGGTCCAGTATTTG
GGTAGGTAACCTGCTCTTCT
GGTAGGTAACGGCCTCCAG
GGTAGGTAAGGGCGCGAGGCGACGGC
GGTAGGTAATGCCTTTGTACTGT
GGTAGGTRATTATGGATTACCTGATA
GGTAGGTACATTGACTG
GGTAGGTACCCTGCCC
GGTAGGTACCTTTGTCTTAAAGTT
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GGTAGGTAGAAGGAGTTGCCAAGCCA
GGTAGGTAGCCAADAG
GGTAGGTAGCCARAAGG
GGTAGGTAGCCGGCCCCGC
GGTAGGTAGTGTTTAG
GGTAGGTAGTGTTTAGT
GGTAGGTAGTTCCTCATAA
GGTAGGTAGTTCCTCATAAT
GGTAGGTAGTTCCTCATAATTAC
GGTAGGTAGTTTTGTGT
GGTAGGTATAATTTTTT
GGTAGGTATAATTTTTTTCAAG
GGTAGGTATACTTGCCCT
GGTAGGTATAGTACAGAG
GGTAGGTATAGTACAGAGTGC
GGTAGGtatatatatatat
GGTAGGTATATCATATATTCCAAT
GGTAGGTATATTATACAAAGCAGAGG
GGTAGGTATCCATGCT
GGTAGGTATCCATGCTG
GGTAGGTATCCATGCTGGTCCTCT
GGTAGGTATCTGCAGGCTCC
GGTAGGTATTATTAGATG
GGTAGGTATTTARAAAA
GGTAGGTATTTAAATGAAGTATA
GGTAGGTATTTATTATCT
GGTAGGTCAACTTTGTT
GGTAGGTCAACTTTGTTG
GGTAGGTCAAGTTTTTAG
GGTAGGTCACATGTGTGG
GGTAGGTCACCCACCAC
GGTAGGTCAGGGGTGG
GGTAGGTCATTAAGTGG
GGTAGGTCATTGGCCAG
GGTAGGTCATTGGCCAGGGTT
GGTAGGTCATTGGGGGCC
GGTAGGTCATTGGGGGCCG
GGTAGGTCATTTCTTTAATATAGACA
GGTAGGTCCCCCATCAGCGAG
GGTAGGTCCCTCAGCCG
GGTAGGTCCCTCGGGGTTCGTGGTC
GGTAGGTCCGGCTGGGG
GGTAGGTCCGTGTGAA
GGTAGGTCCTAGGAGGTA
GGTAGGTCCTCAAGAGG
GGTAGGTCCTCAAGAGGT
GGTAGGTCGAGTCCAGAG
GGTAGGTCGCACAGCCAGAGACTCGG
GGTAGGTCGCCACRAAGG
GGTAGGTCTCTGAGAGTG
GGTAGGTCTGGAGGCT
GGTAGGTCTGGAGGCTG
GGTAGGTCTGGGCGGGGGGTC
GGTAGCTCTGGGGGAGARAAAAGGGGT
GGTAGGTCTGGTTCCCGCTCC
GGTAGGTCTGGTTCCCGCTCCA
GGTAGGTCTTGACCCCCA
GGTAGGTCTTGTCCATT
GGTAGGTICTTGTCCATTTT
GGTAGGTCTTGTCTCCT
GGTAGGTGARAATCCC
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GGTAGGTGAARATAAATG
GGTAGGTGAAATAAATGT
GGTAGGTGAACAGACCTC
GGTAGGTGAACGCTCAARAA
GGTAGGTGACAAGGCCT
GGTAGGTGACATACTTATTACTT
GGTAGGTGACCATCATCCTGAA
GGTAGGTGACCTTTCTGCC
GGTAGGTGACTTATTTC
GGTAGGTGACTTATTTCC
GGTAGGTGACTTATTTCCTG
GGTAGGTGACTTATTTCCTGG
GGTAGGTGACTTATTTCCTGGT
GGTAGGTGACTTATTTCCTGGTGC
GGTAGGTGACTTATTTCCTGGTGCT
GGTAGGTGACTTATTTCCTGGTGCTT
GGTAGGTGAGAGTGAATA
GGTAGGTGAGGCAGAAAGG
GGTAGGTGATAGGGT
GGTAGGTGATATAGTTC
GGTAGGTGATCCTTTGT
GGTAGGTGATGGAGTTTG
GGTAGGTGCCAGATGGG
GGTAGGTGCCAGGAGGTT -
GGTAGGTGCCCACACCTTAATAAGAA
GGTAGGTGCCCCCCTCACG
GGTAGGTGCCCCCTTCCTG
GGTAGGTGCCCCGTGTGC
GGTAGGTGCCCGCGTGCCCGCCAGG
GGTAGGTGCCTAGCTCTG
GGTAGGTGCCTGTCCGT
GGTAGGTGCCTGTCCGTAGCACCC
GGTAGGTgcggccgcgggegga
GGTAGGTGCGGCTGTT
GGTAGGTGCGGGCCAGCG
GGTAGGTGCGGGCCAGCGGAG
GGTAGGTGCGGGGGTGA
GGTAGGTGCGGGGGTGAC
GGTAGGTGCTAGGTGATGAAGA
GGTAGGTGCTAGGTGATGAAGAGAAA
GGTAGGTGCTGGCTGA
GGTAGGTGCTGTGCGCA
GGTAGGTGGAGATGGGT
GGTAGGTGGAGATGGGTT
GGTAGGTGGAGTGGAGAG
GGTAGGTGGAGTGGCTGC
GGTAGGTGGATGGTTCTGAATGCT
GGTAGGTGGCACGGGAG
GGTAGGTGGCAGCTGATTGCG
GGTAGGTGGCATGCACTTGTG
GGTAGGTGGCCAAGCTACCTC
GGTAGGTGGCCAGTATC
GGTAGGTGGCCGGGGCCT
GGTAGGTGGCGCTGTCA
GGTAGGTGGCGTGAG
GGTAGGTGGCTGTCC
GGTAGGTGGCTGTCCCT
GGTAGGTGGGCCCGGGC
GGTAGGTGGGGCTCTTT
GGTAGGTGGGGCTGGGCT
GGTAGGTGGGTAGTGGTG
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GGTAGGTGGGTCTTGCT
GGTAGGTGGTAAGAGTATGCCTGGCT
GGTAGGTGGTAGGTGGTA
GGTAGGTGGTAGGTTC
GGTAGGTGGTAGGTTCA
GGTAGGTGGTAGGTTCAC
GGTAGGTGGTAGGTTCACA
GGTAGGTGGTATTTATTA
GGTAGGTGGTCTTGATATAT
GGTAGGTGGTGACCCCGCCCGGAGT
GGTAGGTGGTGGGTGCGACCCG
GGTAGGTGGTTCCCTGC
GGTAGGTGTCAATGCTTTTAACATTA
GGTAGGTGTCCCAGAACA
GGTAGGTGTCTAGGGTCGGGGAGGAA
GGTAGGTGTCTCCATCT
GGTAGGTGTCTCTGGGTA
GGTAGGTGTCTGGGCCTT
GGTAGGTGTGAATGAAC
GGTAGGTGTGAGGTGCT
GGTAGGTGTGGCGGGGG
GGTAGGTGTGGCGGGGGC
GGTAGGTGTGGCTTAGGC
GGTAGGTGTGGCTTAGGCCTCACACT
GGTAGGTGTGGGGGGAGG
GGTAGGTGTTAAACTAAACATCCTTC
GGTAGGTGTTAAGAGAG
GGTAGGTGTTAAGAGAGT
GGTAGGTGTTCATTTCT
GGTAGGTGTTCATTTCTC
GGTAGGTGTTCATTTCTCC
GGTAGGTGTTTTGTTGTTTACGAAG
GGTAGGTTACTCTACA
GGTAGGTTACTCTACAT
GGTAGGTTACTTTCAA
GGTAGGTTCACTTTTAA
GGTAGGTTCACTTTTAAT
GGTAGGTTCAGAGGGAG
GGTAGGTTCATTCACTT
GGTAGGTTCATTTAAAA
GGTAGGTTCATTTAAAAC
GGTAGGTTCCCTGTGTCTCT
GGTAGGTTCGGCATCCCTT
GGTAGGTTCTAATCTGGG
GGTAGGTTCTAGGGCAGTTCCCA
GGTAGGTTGAGGATACC
GGTAGGTTGCATTAACA
GGTAGGTTGCATTAACATGGAA
GGTAGGTTGCATTAACATGGAAGTAG
GGTAGGTTGCTITTTGT
GGTAGGTTGTAGGGARA
GGTAGGTTGTGACCTTC
GGTAGGTTTAAGAAAATG
GGTAGGTTTAATGAAGA
GGTAGGTTTATTTCTCT
GGTAGGTTTCCAGGTCCATTA
GGTAGGTTTCTAATTAAATATAG
GGTAGGTTTCTCCTGGA
GGTAGGTTTCTTCCAGAA
GGTAGGTTTCTTCCAGAACAG
GGTAGGTTTGCCTCCTTC

PCT/AU2011/000380

GGTAGGTTTGGAGCCT
GGTAGGTTTGGAGCCTC
GGTAGGTTTGGAGCCTCG
GGTAGGTTTGGAGGCTAT
GGTAGGTTTGGCAGGGGA
GGTAGGTTTGTCTTCTT
GGTAGGTTTGTCTTCTTC
GGTAGGTTTTCAGAGGAA
GGTAGGTTTTGATACGAA
GGTAGGTTTTGTCATCAT
GGTAGGTTTTTTAAAAT
GGTAGGTTTTTTTCCTACA
GGTAGTACAGCCTGCCC
GGTAGTACAGCCTGCCCA
GGTAGTACTTCAACTTTT
GGTAGTACTTCAACTTTTT
GGTAGTACTTCAACTTITTTA
GGTAGTAGTATTTTGTTA
GGTAGTATGTGTGTAAACTAT
GGTAGTATTGTTTAAAACTT
GGTAGTATTTAAGTAAAT
GGTAGTATTTGTTITTTCAAAARATAAG
GGTAGTATTTTTTTTCCCCTCTAAT
GGTAGTCAAAGACAATTG
GGTAGTCAGTAATAGTA
GGTAGTCAGTAATAGTACACCCTT
GGTAGTCTCTATTGCAGGATTG
GGTAGTGATTTTTGTCT ‘
GGTAGTGCAACCTCTGAG
GGTAGTGCGGGTGCACG
GGTAGTGGGCCGAGCCCGCTGGGC
GGTAGTGGGGCAGCTAG
GGTAGTGTAAARAATTGTGTTC
GGTAGTGTAACAGATTTC
GGTAGTGTAACAGATTTCTAtttL
GGTAGTGTATGCATCGTA
GGTAGTGTCAGATTTTCA
GGTAGTGTCCACCTCCTG
GGTAGTGTGTTACGTGT
GGTAGTGTGTTACGTGTT
GGTAGTGTTCTCCATGGTCAGAGGCT
GGTAGTTAAACTTTGATC
GGTAGTTACTATGATTAATCCCATGT
GGTAGTTACTCATTITATTCCTTAAC
GGTAGTTCTGAAAATTC
GGTAGTTCTTTGCTTCCG
GGTAGTTCTTTGCTTCCGC
GGTAGTTTTAAAAARAATCTATT
GGTAGTTTTCTAAAGA
GGTAGTTTTCTAAAGAT
GGTAGTTTTCTAAAGATT
GGTAGTTTTGTAAGCC
GGTAGTTTTGTTTITTTC
GGTATAAAAAGACTAGAC
GGTATAAAAAGCATCCTG
GGTATAAAAATAGCCT
GGTATAAAACAATTTTCTG
GGTATAAACAGTAAAAAGTGTGATA
GGTATAAACCACTTCTT
GGTATAAAGCCCATCTC
GGTATAAAGTTCTTTTT
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GGTATAARATAAAACCAGT
GGTATAAATATGTAATCTAATTGTG
GGTATAAATCATGTCTCG
GGTATAAGTACCTTTITTCTGCATCA
GGTATAATAGGATGTGTTC
GGTATAATCATATTCTT
GGTATAATCCTTCTTTT
GGTATAATTTTATCTTTT
GGTATAATTTTATCTTTTGTGAAAAT
GGTATACAGCTTGAGACTGG
GGTATACATCAGGAGGCAGG
GGTATACATGCTTTCGATCTTTTCCA
GGTATACATGTAACTTCCT
GGTATACATTTCAAATA
GGTATACCAGTTGGGTGCCCAC
GGTATACCTTTctactt
GGTATACTACAGCATTTT
GGTATACTGTGACAGTCAGTAT
GGTATACTTCAGCTTCTG
GGTATACTTTCCATGAT
GGTATACTTTCCATGATT
GGTATAGAAGCCAAAATG
GGTATAGAGATAAGAATC
GGTATAGAGGTTACATA
GGTATAGCCAGCAAC
GGTATAGCCCAGCAGGT
GGTATAGCCCAGCAGGTT
GGTATAGCCTATAATATAATTTTA
GGTATAGCTCGCAGCCCTGTCAC
GGTATAGCTCTGGAGGCCCAGATGGG
GGTATAGCTTCATGAGTCCCA
GGTATAGGATGCTCACCT
GGTATAGGATGCTCACCTAG
GGTATAGGCCTCCATCTTTGTGCCTT

- GGTATAGGCTGGGCAGC

GGTATAGGGGGACAGCTC
GGTATAGTAAARATAGTT
GGTATAGTAAACTATACTGT
GGTATAGTAGATAATTA
GGTATAGTATARAATGTT
GGTATAGTTGARAAGA
GGTATAGTTGAAATGA
GGTATAGTTGAAATGATTT
GGTATATAGTAGCCAGC
GGTATATAGTAGCCAGCT
GGTATATATGTCTCATATATTTT
GGTATATATGTCTCATATATTTTTGT
GGTATATATTTCTCATAACAATTTT
GGTATATCAGACTGAA
GGTATATCATTTGGCATTCT
GGTATATCTCCCATGTG
GGTATATGGAGAACTAGAG
GGTATATGGATTTCTTAT
GGTATATGGGGGAGTTATGACTTTGA
GGTATATGTGGCCAATAG
GGTATATTGTTTAAAAT
GGTATATTTAAATACTT
GGTATATTTAAATCARAA
GGTATATTTAAATCAAAT
GGTATATTTCTAATAAC
GGtatattttaaaatat

PCT/AU2011/000380

GGtatattttaaaatata
GGtatattttaaaatatat
GGtatattttaaaatatatt
GGtatattttaaaatatattg
GGTATATTTTATTATCTCC
GGTATATTTTATTGATG
GGTATATTTTCCATCATG
GGTATATTTTGGTGTTTCTG
GGTATATTTTTCTTCCC
GGTATCAACATACTTTT
GGTATCAACATACTTTTA
GGTATCAATTAATGTATAATTT
GGTATCACTGATTTTAA
GGTATCAGAACTCAAGAA
GGTATCAGAACTCAAGAATT
GGTATCAGAATCCAGGA
GGTATCAGGAGGCCGTGGATTCA
GGTATCAGTGCCTCTGCAAGGGC
GGTATCAGTGCCTCTGCAAGGGCCA
GGTATCATATAAGTTCA
GGTATCATATAAGTTCAA
GGTATCATGTTTTCTCTTTTAATAT
GGTATCATTGATaattatgac
GGTATCCRAGATTTCAGTGAAATTTC
GGTATCCACATTTACA
GGTATCCAGAATTCTTC
GGTATCCAGGATGCAGTGAGAGCG
GGTATCCAGTGCTAGAAG
GGTATCCAGTGCTAGAAGG
GGTATCCATTCTTGCCA
GGTATCCATTCTTGCCAT
GGTATCCCCCACCCCCTG
GGTATCCCCCACCCCCTGC
GGTATCCCCTGGCTAGT
GGTATCCCGAGTTGTTTT
GGTATCCCTATTATTATATATATATG
GGTATCCGTCATGAGGGTCTTGGG
GGTATCCTAAATATTGTA
GGTATCCTGGAAGGTTTCGT
GGTATCCTTCTGACCCAGGCCAGGAG
GGTATCCTTTATGGCAAA
GGTATCGGCACCGTGGG
GGTATCGTAGCCCCTTCgttctggt
GGTATCGTGTCGTCCTG
GGTATCTACTTTGCCCTG
GGTATCTATGAACTCTC
GGTATCTATGAACTCTCT
GGTATCTCAGGGGAGGGA
GGTATCTGGAAGGTTCCCCAACC
GGTATCTGGCTTAGAGTATAA
GGTATCTGGCTTAGAGTATAACACAG
GGTATCTGGGAGCGGGC
GGTATCTGGGAGCGGGCCGGG
GGTATCTGTCCCCGATAC
GGTATCTGTGTCCCCTGACTG
GGTATCTTCTACTTTTACC
GGTATCTTGCTACCTTTG
GGTATGAAAAACATGCCCTGTTAA
GGTATGAARAACCATCTGA
GGTATGARAACGGACTGT
GGTATGARAAATAGGTTTT
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GGTATGAAACGTGTCTT
GGTATGAAACGTGTCTTCAT
GGTATGAARAGAGATATA
GGTATGAAAGGATGCAGGCTGCTCCC
GGTATGAAATAATAATTA
GGTATGAAATACAAGATC
GGTATGAAATCACCGAG
GGTATGAAATCTCAGCTC
GGTATGAAATTCTTCATATATAC
GGTATGAAATTTTCCTTTCTCTTT
GGTATGAACATTTTTTTTCTT
GGTATGAACATTTTTTTTCTTGCAT
GGTATGAACCTACATTAAAGCTC
GGTATGAACCTTGCTAA
GGTATGAACCTTGCTAAC
GGTATGAACGTTTTTAAAACA
GGTATGAACGTTTTTAAAACATTT
GGTATGAACTTGGCAGG
GGTATGAACTTTGCATTT
GGTATGAAGATCTTTT
GGTATGAAGATCTTTTG
GGTATGAAGCTGTCCGTC
GGTATGAAGCTTCTGTACCATATCA
GGTATGAAGGGCCTGGA
GGTATGAAGTTTGTTGA
GGTATGAAGTTTGTTGAT
GGTATGAATAATATTTTA
GGTATGAATAATTATTAAAA
GGTATGAATATAATGGT
GGTATGAATGAACTGTGT
GGTATGAATGAGAAAGC
GGTATGAATTAAAATCTG
GGTATGAATTAATGTATG
GGTATGAATTTTTCATT
GGTATGACACAGTTTTT
GGTATGACATTTTGCTGGTAATAA
GGTATGACCAACCAGATC
GGTATGACCAGGCTTTT
GGTATGACCTACCAGCT
GGTATGACCTACCAGCTA
GGTATGACGTIGGCGCTGTGTCATG
GGTATGACGTTCATTGTT
GGTATGACGTITCATTGTTTGT
GGTATGACTAGAATTTAAA ,
GGTATGACTGCTATTTCCTCT
GGTATGACTTGTAGCTTT
GGTATGAGAAAGCCTACT
GGTATGAGAACCTTTAC
GGTATGAGAATTCCTTGATAAAT
GGTATGAGATTTTTGAA
GGTATGAGCACTGTGGG
GGTATGAGCACTGTGGGG
GGTATGAGCCATTGGCCT
GGTATGAGCTATCAACTT
GGTATGAGCTATCAACTTTCTTC
GGTATGAGCTATCAACTTTCTTCC
GGTATGAGCTATCAACTTTCTTCCT
GGTATGAGCTCTTGATA
GGTATGAGCTCTITGATAGA
GGTATGAGGGAACAGGTA
GGTATGAGGGAACAGGTATG
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GGTATGAGGGGCGGAGGA
GGTATGAGTCGGGGCCCC
GGETATGAGTCGGTGGGGAGCGC
GGTATGAGTGTGAGAACA
GGTATGAGTTCCTTTGCC
GGTATGAGTTGCTTTGT
GGTATGATAAAGGGACG
GGTATGATAATATGCTTCAGTG
GGTATGATACTTACATTT
GGTATGATAGCTGTCTT
GGTATGATAGCTGTCTTT
GGTATGATATAAACTTCTTAATTG
GGTATGATATTAACATTT
GGTATGATCTTTAACCTTTAGCA
GGTATGATGAGCCTGAG
GCTATGATGGATTTTCT
GGTATGATGGGGTTGGAG
GGTATGATGTGGCTTTA
GGTATGATTAAACATA
GGTATGATTAAATTCCT
GGTATGATTAGGTCTCT
GGTATGATTAGGTCTCTTTATG
GGTATGATTATAGCCTC
GGTATGATTATAGCCTCC
GGTATGATTATATTTGTG
GGTATGATTATTCTTITGTTTTTTTT
GGTATGATTCTTTTGAAG
GGTATGATTTTAATTTAATG
GGTATGATTTTAATTTAATGCTG
GGTATGATTTTAATTTAATGCTGCC
GGTATGATTTTAGCGAA
GGTATGATTTTGTTTT
GGTATGATTTTGTTTTTT
GGTATGCAACCCGCCCTC
GGTATGCAAGGTCCAGCC
GGTATGCAAGTTCCTGTT
GGTATGCAATCTGTTTTA
GGTATGCACCTGCGGGG
GGTATGCACGCCATTTAC
GGTATGCACGCCATTTACTTC
GGTATGCACGCCATTTACTTCTTC
GGTATGCACTACCCACT
GGTATGCACTGGTGGTG
GGTATGCACTTAGGGCC
GGTATGCAGAGGCGTGGCC
GGTATGCAGCAACGGTT
GGTATGCAGCAACGGTTA
GGTATGCAGCTTATTATGTATTTAGC
GGTATGCAGGTTATTTG
GGTATGCAGTCTGTTGG
GGTATGCAGTCTGTTGGCGGTCGCGG
GGTATGCATAGTTTIGTTTTTGG
GGTATGCATTGACAG
GGTATGCATTTTAAGAT
GGTATGCATTTTTAATA
GGTATGCCACCTGTGTCCTCCTCTCC
GGTATGCCCCTGCCCACG
GGTATGCCCGCCCAGCCC
GGTATGCCGACCCCCAGG
GGTATGCCGCTACAGTTGT

GGTATGCCGGTCGGATACATTC
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GGTATGCCTCCTTTTTAC
GGTATGCCTTAGATTAA
GGTATGCCTTAGATTAAT
GGTATGCCTTAGATTAATGTGCATA
GGTATGCCTTAGATTAATGTGCATAC
GGTATgcgecgegggecgggggceag
GGTATgcgegegggcecgggggeaggy
GGTATGCGCGTAGGGTGGT
GGTATGCGCTTATCTGTGGTTTTTCT
GGTATGCGGCAGTTGGG
GGTATGCGGGGGCCACC
GGTATGCGTTCAGGGTG
GGTATGCGTTTATACAAT
GGTATGCTACTCCTGG
GGTATGCTCTATGTGT
GGTATGCTGAAGARAGG
GGTATGCTGACATARAT
GGTATGCTGACTCAAGA
GGTATGCTGCCGAAGCTCTCGCCCAG
GGTATGCTGGAGGCTTGT
GGTATGCTGGGATTGGC
GGTATGCTGGGATTGGCA
GGTATGCTGGGATTGGCAC
GGTATGCTGTCCTCCTGG
GGTATGCTGTCTGGTGG
GGTATGCTGTCTGGTGGC
GGTATGCTGTTGTGGTTGG
GGTATGCTTCCAGAGTCC
GGTATGCTTGCATCCTAAAGTGGAGE
GGTATGCTTTCAGAATTCATA
GGTATGCTTTCAGAATTCATAGTAGG
GGTATGCTTTTTATTCAT
GGTATGCTTTTTCAGATTATGTTTT
GGTATGCTTTTTCAGATTATGTTTTT
GGTATGGAAGGAATTTA
GGTATGGAAGGAATTTACTTGCA
GGTATGGAAGGCTGGGT
GGTATGGAAGTCAAAGG
GGTATGGAAGTCAATCAAGTT
GGTATGGAATCARATGATACTTT
GGTATGGAATGCATCTTGG
GGTATGGAATGCATCTTGGTGata
GGTATGGACATGTTAAT
GGTATGGACATGTTAATT .
GGTATGGACCCAGCTG
GGTATGGACCTCCTGGG
GGTATGGACTGGATATG
GGTATGGAGCTTGACATTTT
GGTATGGAGTAATGGGCCAAGTA
GGTATGGAGTATTTTCT
GGTATGGATTCTAAAGTA
GGTATGGATTTCTTATG
GGTATGGATTTGACGTC
GGTATGGATTTGGCTTTATTT
GGTATGGATTTTCAGATGTGA
GGTATGGCAGCCCCARA
GGTATGGCATGGGCARGG
GGTATGGCATTTTATTT
GGTATGGCCAAGGGAAAA
GGTATGGCCACCCCGCC
GGTATGGCCAGATATTTATC
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GGTATGGCCAGCCTTTGT
GGTATGGCCAGGACAGC
GGTATGGCCCACCAGCT
GGTATGGCCCACCAGCTC
GGTATGGCCCAGGGCCA
GGTATGGCCCAGTGCCAGCGGGGG
GGTATGGCCCTTACCCC
GGTATGGCCGGGGGTGC
GGTATGGCCTCTGTTTTATGATA
GGTATGGCCTTTTTATAC
GGTATGGCCTTTTTATACG
GGTATGGCGGGTGCAGT
GGTATGGCGGGTGCAGTG
GGTATGGCGGGTGCAGTGG
GGTATGGCGGGTGCAGTGGCG
GGTATGGCGGGTGCAGTGGCGG
GGTATGGCTACTTTGTGGGCT
GGTATGGCTATTTTTGTGTTCTTCTC
GGTATGGCTGGGAGAGTGGTCAACGA
GGTATGGCTGGGCTGACA
GGTATGGCTGGGCTGACATT
GGTATGGCTGTAGGAGG
GGTATGGCTGTGACCCTG
GGTATGGCTTGATTGGAA
GGTATGGGAAGGCTCTTA
GGTATGGGAAGTGAAGG
GGTATGGGACTGTGGGTGGTTTGGA
GGTATGGGACTTTTCTCTGGA
GGTATGGGAGCCTTCCCTG
GGTATGGGAGCCTTCCCTGTGTGGCA
GGTATGGGAGGAGGGACA
GGTATGGGATCGATTCCT
GGTATGGGCCTCTCCCAT
GGTATGGGCCTCTCCCATCTC
GGTATGGGCGGGGCCAGGG |
GGTATGGGCTACCCTTTTGCCCT
GGTATGGGCTTCCTGGA
GGTATGGGGAGAGGGAGAGAA
GGTATGGGGATTTTGTA
GGTATGGGGCAGGCCTTGGGGTTGTG
GGTATGGGGCCCACCAG
GGTATGGGGCCCACCAGT
GGTATGGGGCTGGAGTCG
GGTATGGGGCTTAGGAA
GGTATGGGGGCTCGTCCCAGGTCGGG
GGTATGGGGGTAGCAAC
GGTATGGGGTAGGCGGGT
GGTATGGGGTAGGCGGGTG
GGTATGGGGTAGGCGGGTGA
GGTATGGGGTAGGCGGGTGAG
GGTATGGGGTAGGCGGGTGAGG
GGTATGGGGTAGGCGGGTGAGGGTA
GGTATGGGGTAGGCGGGTGAGGGTAA
GGTATGGGGTCTGGG
GGTATGGGGTCTGGGAGG
GGTATGGGGTGCGGGATG
GGTATGGGGTGGCTCCAT
GGTATGGGTCGGGCGGAGCAGCTGG
GGTATGGGTGGAAGGGAAAAG
GGTATGGGTGGGGGGGCGTT
GGTATGGGTTTCAGACCTTCTT
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GGTATGGTAAAGAAGTA
GGTATGGTACAGCTTTCA
GGTATGGTACCAGGGA
GGTATGGTACCAGGGAG
GGTATGGTACCTTATTTA
GGTATGGTATGATCCAGCT
GGTATGGTATGTTCTATAR
GGTATGGTGAATGAGGTGGCAC
GGTATGGTGATGGTTGGCT
GGTATGGTGATGGTTGGCTT
GGTATGGTGATGGTTGGCTTTTGTTT
GGTATGGTGCTCATTIC
GGTATGGTGTCAGGGAATTC
GGTATGGTTATATTTTT
GGTATGGTTTAAAAACAGAGACT
GGTATGGTTTTATTTTT
GGTATGGTTTTTCTTTTA
GGTATGGTTTTTCTTTTAG
GGTATGGTTTTTCTTTTAGTACCAGT
GGTATGTAAARAGTATT
GGTATGTAAARAGTATTA
GGTATGTAAAATTTGTGGGGARATCT
GGTATGTAAAGACTGTC
GGTATGTAAAGTTTTTA
GGTATGTAAATAATCTACATAC
GGTATGTAAATTACTGA
GGTATGTARATTACTGAA
GGTATGTAAATTACTGAAT
GGTATGTAAATTACTGAATT
GGTATGTAAGATAATCCT
GGTATGTAATGATTTAGGTGATAACT
GGTATGTAATTACAATG
GGTATGTAATTACAATGT
GGTATGTAATTACAATGTAGTTAA
GGTATGTAATTTTTA
GGTATGTACATTTGTGG
GGTATGTACATTTGTGGT
GGTATGTACCGAATGG
GGTATGTACCGAATGGCCGTTCACCC
GGTATGTACCTTTCTGCATCTTTTA
GGTATGTACCTTTCTGCATCTTTTAT
GGTATGTACTCAATCTAT
GGTATGTACTCACTTATT
_GGTATGTACTCGGTAGAG.
GGTATGTACTGCTCGCAT
GGTATGTACTGGARACT
GGTATGTACTGTCACAA
GGTATGTACTGTTTATT
GGTATGTACTTTCTGAAC
GGTATGTAGRAAAATAGG
GGTATGTAGAAGTTGTG
GGTATGTAGRATGTGCC
GGTATGTAGAGAAACACTTCAG
GGTATGTAGATAARAATTA
GGTATGTAGATTCCCACAGGAACTG
GGTATGTAGATTTACCT
GGTATGTAGATTTACCTG
GGTATGTAGATTTACCTGT
GGTATGTAGATTTACCTGTAGTG
GGTATGTAGTATTTGATTTGTCA
GGTATGTAGTGAGTTGT
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GGTATGTAGTGCCATCT
GGTATGTATAAAGGACG
GGTATGTATAAGCCTAG
GGTATGTATAATCAAATA
GGTATGTATAGAGTAAAA
GGTATGTATAGAGTAAAAAG
GGTATGTATATAGTTTT
ggtatgtatatttttctgtcttt
GGTATGTATATTITTTGAT
GGTATGTATCTAATATGG
GGTATGTATGAATGTCAGAT
GGTATGTATGACTTICACT
GGTATGTATGCCTCCTTGACTTGT
GGTATGTATGCTTTCATTTTTC
GGTATGTATGCTTTTTAA
GGTATGTATGGCTTTTG
GGTATGTATGGTTTTCT
GGTATGTATTAATGTAA
GGTATGTATTATACAGA
GGTATGTATTATGTCTCC
GGTATGTATTATTTAATA
GGTATGTATTCTGGTTCAT
GGTATGTATTCTTGTTATGTC
GGTATGTATTTAAGGCTGGTTTG
GGTATGTATTTATAACAACT
GGTATGTATTTATAACAACTTG
GGTATGTATTTATAACAACTTGTAG
GGTATGTATTTATAACAACTTGTAGA
GGTATGTATTTATTTATTC
GGTATGTATTTGGCTCAA
GGTATGTATTTGTITTGTG
GGTATGTATTTTAAAC
GGTATGtattttaatatataatatt
GGTATGTATTTTCCTCA
GGTATGTATTTTTAAAA
GGTATGTATTTTTGTGATTGTTCCAA
GGTATGTCAACTTTTAT
GGTATGTCAAGAGCAAGTTGG
GGTATGTCACAGTCTGAG
GGTATGTCACATGAAACACA
GGTATGTCAGGCCAAGG
GGTATGTCAGGTTGCTCCAA
GGTATGTCATAGTAAAG

GGTATGTCATAGTAAAGT.

GGTATGTCATAGTAAAGTAA
GGTATGTCATGAATGATT
GGTATGTCATGCATGTC
GGTATGTCATGCATGTCTAGAATAT
GGTATGTCATTGAAARACCATAAAATA
GGTATGTCATTGTTTCT
GGTATGTCCAAGAGAAC
GGTATGTCCAATTTITCTC
GGTATGTCCCTTGTGGC
GGTATGTCCGCCAGCCA
GGTATGTCCTAAATTAAA
GGTATGTCCTAAATTAAATATA
GGTATGTCCTGACGTT
GGTATGTCCTGACGTTGC
GGTATGTCGGCCCGCTG
GGTATGTCTAAGAACTCATAAAAA
GGTATGTCTCCCTAACAT
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GGTATGTCTCCCTAACATCTCC
GGTATGTCTGGATTTATCA
GGTATGTCTGTCTTTTCTCC
GGTATGTCTTAAGARAGA
GGTATGTCTTCCATGT
GGTATGTCTTTAAAAAC
GGTATGTCTTTAGTTTT
GGTATGTCTTTAGTTTTT
GGTATGTCTTTTTGTATTCCCTAGG
GGTATGTGAAAAATTGAT
GGTATGTGAAACATATGCTGCATT
GGTATGTGAAATAAATGTTT
GGTATGTGAAATAAATGTTTG
GGTATGTGAAGGGTGGATGGCT
GGTATGTGAAGGGTGGATGGCTGCA
GGTATGTGAAGTCAAGCT
GGTATGTGAGAAAGGTGT
GGTATGTGAGAAGCAGC
GGTATGTGAGAATTTAC
GGTATGTGAGACGTTGATGTTACT
GGTATGTGAGGCTGTGT
GGTATGTGATATGGGT
GGTATGTGATTCATTAG
GGTATGTGATTCATTAGC
GGTATGTGATTTATTA
GGTATGTGCAAATTGT
GGTATGTGCACAGCATGG
GGTATGTGCACGGGCC
GGTATGTGCAGCCTTGCGAGTGAGTA
GGTATGTGCCAACCCTC
GGTATGTGCCACGGGGTC
GGTATGTGCCTCCCCACA
GGTATGTGCCTGCCCA
GGTATGTGCCTGCCCAG
GGTATGTGCTGTGTTTTTTTC
GGTATGTGCTTCCCAG
GGTATGTGCTTCCCAGG
GGTATGTGGAGAGCTCCTCGAGAACT
GGTATGTGGAGTTGCATGTGACATT
GGTATGTGGATAGTTTG
GGTATGTGGATAGTTTGG
GGTATGTGGCAGAATCCT
GGTATGTGGCGCTGCCG
GGTATGTGGCGGCCC
GGTATGTGGCTCAGAGG
GGTATGTGGCTCTGGAG
GGTATGTGGCTCTGGAGC
GGTATGTGGCTCTGGAGCCACCC
GGTATGTGGCTGAGCCCTTGTG
GGTATGTGGGAARAGTTTGITTTATA
GGTATGTGGGCCAGAGG
GGTATGTGGGCGAGGGGC
GGTATGTGGGCTACCCCACCTT
GGTATGTGGGGCCCGGAC
GGTATGTGGTcagaaattcctte
GGTATGTGGTGGCCGATGC
GGTATGTGGTGGCCGATGCG
GGTATGTGGTGGCCGATGCGC
GGTATGTGGTGGGACC
GGTATGTGGTGGGGCCGG
GGTATGTGTAAACTCAT
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GGTATGTGTAARACTCATG
GGTATGTGTAGCCTGGTGCT
GGTATGTGTAGCCTGGTGCTTCC
GGTATGTGTATACATTGGAAGT
GGTATGTGTATACATTGGAAGTG
GGTATGTGTCAAGCGGG
GGTATGTGTCAAGCGGGC
GGTATGTGTCCATGTGC
GGTATGTGTCCCCGCCC
GGTATGTGTCCCCGCCCT
GGTATGTGTCTCATATTT
GGTATGTGTCTGAGTGGCGCTTTTC
GGTATGTGTGAAGTCAT
GGTATGTGTGAGCTCCTCCAT
GGTATGTGTGAGCTCCTCCATT
GGTATGTGTGATTACAG
GGTATGTGTGCATATTTAAATA
GGTATGTGTGCCAGTACT
GGTATGTGTGTAAAATTCARACGGGC
GGTATGTGTGTGTCGAG
GGTATGTGTTCAGTATA
GGTATGTGTTGCCCTTGT
GGTATGTGTTGCTGTC
GGTATGTGTTGCTGTCT
GGTATGTGTTGCTGTCTT
GGTATGTGTTGGGGCCCGGCC
GGTATGTGTTTAAAAGTGTGACTTC
GGTATGTGTTTCACATTTTTCAT
GGTATGTGTTTCCCACTG
GGTATGTGTTTCCCACTGTCCT
GGTATGTGTTTTGCTCTGGAAGACGC
GGTATGTTAAAAAATGTTT
GGTATGTTAAAAAATGTTTTICTTTTT
GGTATGTTAAAACAGAAATATCACTT
GGTATGTTAAAAGGGATA
GGTATGTTAAAATTATTTTAAAAGCA
GGTATGTTAAGAACTGTC
GGTATGTTAAGATAATCATTTC
GGTATGTTAAGTGTAAAGGACA
GGTATGTTAAGTGTAAAGGACATT
GGTATGTTAATGTTTTA
GGTATGTTACATTTAA
GGTATGTTACCCATAGT
GGTATGTTACCCATAGTIGTTTTA
GGTATGTTACTAATTAC
GGTATGTTACTGATATCA
GGTATGTTATGGGAAAAC
GGTATGTTATGGGAAAACCTGG
GGTATGTTATGGGAARACCTGGAC
GGTATGTTATTGAAGGA
GGTATGTTATTTACTTA
GGTATGTTCAGAAAATT
GGTATGTTCAGAAAATTA
GGTATGTTCATCTIGTTTC
GGTATGTTCCCCTTAGGA
GGTATGTTCTAGTTTGA
GGTATGTTCTAGTTTGAAAGCTGTTG
GGTATGTTCTCTCCATAATTTCARATC
GGTATGTTCTGAACCTTGAATGTG
GGTATGTTCTGCATGTACCTTTTT
GGTATGTTCTGGATTTTCT
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GGTATGTTCTGGTGTCTG
GGTATGTTCTGTCTATTGARATG
GGTATGTTCTTTCCCACTGGAC
GGTATGTTCTTTTGTTAT
GGTATGTTGAAACATTTATTT
GGTATGTTGAGGTACAAATTGTT
GGTATGTTGCACAGTGTACAT
GGTATGTTGCCARACTTCATG
GGTATGTTGGAAACATT
GGTATGTTGGAGGCACC
GGTATGTTGGAGGCACCC
GGTATGTTGGGGCCCACT
GGTATGTTGGTGATCATCCTC
GCTATGTTGTAATATCT
GGTATGTTGTATTCCTG
GGTATGTTGTGTGATTGG
GGTATGTTGTTCATTGACTATTCTTT
GGTATGTTTAAAAATGA
GGTATGTTTAAAAATGAG
GGTATGTTTARAAATGAGACTCG
GGTATGTTTAAAGTTTAATTTTCA
GGTATGTTTAAAGTTTAATTTTCATA
GGTATGTTTAATGTTACTT
GGTATGTTTAATGTTACTTAGA
GGTATGTTTAATTGCATC
GGTATGTTTAATTTTCAG
GGTATGTTTACTTACAGTATTTTTT
GGTATGTTTAGGCTATAG
GGTATGTTTATATACAT
GGTATGTTTATTTTCTG
GGTATGtttatttttaattatttta
GGTATGTTTCATTCCCC
GGTATGTTTCATTCCCCC
GGTATGTTTCCCCCTGTACCcac
GGTATGTTTCCCTCGCAGT
GGTATGTTTCTACAGTGAGCCATCAG
GGTATGTTTGAAAAATGTAATTAT
CCTATGTTTGAAGGTTG
GGTATGTTTGGTTAATGT
GGTATGTITTGtttatt
CCTATGTTTGtttattt
GGTATGTTTGTTTGGAAG
GGTATGTTTGTTTGGAAGAAC
GGTATGTTTTGACTCTT
GGTATGTTTTGTAATTCAAGATAGAA
GGTATGTTTTTAAATTACACA
GGTATGTTTTTGGCTTT
GGTATGTTTTTTTAAGAAATA
GGTATTAAAARAGAATGG
GGTATTAAAAAGTGAAA
GGTATTAAATCCCAGAAT
GGTATTAACACTCAGA
GGTATTACAGACTTAAAA
GGTATTACGTTTCATCCT
GGTATTACTGGCCAGCA
GGTATTACTGGCCAGCAT
GGTATTACtttatttatttaa
GCTATTACtttatttatttaatat
GGTATTAGGTTATAAACT
GGTATTAGTGAAGGGAGAGGCT
GCTATTATTGCAGACTT
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GGTATTCAGATACATTTA
GGTATTCAGCAGGCCCTC
GGTATTCATAGCAAATT
GGTATTCATGATTTCCC
GGTATTCTCTGCCAACT
GGTATTCTTCCCCCTCTT
GGTATTCTTGTCAAACATT
GGTATTCTTTATCATCCCTTCCCAT
GGTATTGAACCAATATT
GGTATTGAACTATACCTCCT
GGTATTGAATAGTTAAGC
GGTATTGACTGCTCCA
GGTATTGACTGCTCCATGCTAGT
GGTATTGACttttattgattttt
GGTATTGAGAGGAATTC
GGTATTGAGAGGAATTCG
GGTATTGAGATTGAAAGAACTTAA
GGTATTGATGTGTCAATC
GGTATTGATTCATTTACTC
GGTATTGCATGAGGGGC
GGTATTGCTATTACCAC
GGTATTGCTGTITCCCCTTTA
GGTATTGGCAGGCATGGTGAC
GGTATTGGGAGACAGAGA
GGTATTGTAAATCTTTGG
GGTATTGTAATCTATTTAATCTA
GGTATTGTACAAGCTCA
GGTATTGTAGGAGACAA
GGTATTGTATGTTTTATG
GGTATTGTGTCTTGTTTCAAGG
GGTATTGTTAACTGTTGT
GGTATTGTTAACTGTTGTTTTCTGT
GGTATTGTTCTTTGTATTGATCCTAA
GGTATTGTTTAAGTATA
GGTATTGTTTATTTTAA
GGTATTGTTTTGAAAACTGC
GGTATTGTTTTGACTT
GGTATTGTTTITGACTTG
GGTATTGTTTTGACTTGT
GGTATTTAAAACTTAATTCAAAA
GGTATTTAAATCTTT
GGTATTTAACTGGAAA
GGTATTTAACTGGAAATT
GGTATTTACATTATTTT
GGTATTTACTGAACACT
GGTATTTATATTGCTAC
GGTATTTATCATTGTAA
GGTATTTATCCAAGTTTT
GGTATTTATCCAAGTITTTGTTTT
GGTATTTATCCAAGITTTGTTTTGC
GGTATTTATCTATTTCTG
GGTATTTATCTTATTGGCCAAA
GGTATTTATGTGTATAGAGTT
GGTATTTATTGTGGCGAG
GGTATTTATTTTAATAAAGGAA
GGTATTTATTTTACCGTTTC
GGTATTTATTTTAGCA
GGTATTTATTTTAGCAA
GGTATTTATTTTTAAAT
GGTATTTATTTTTAAATA
GGTATTTCCACCTGG
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GGTATTTCCCACCGCGGATGCTGCT
GGTATTTCCTTTGTGCTCTTCT
GGTATTTCTACATTTTGATTAT
GGTATTTCTCACTTTCT
GGTATTTCTCCACATTT
GGTATTTCTCCACATTTT
GGTATTTCTCCACATTTTCGT
GGTATTTCTCCACATTTTCGTC
GGTATTTCTCCACATTTTCGTCTA
GGTATTTCTCCACATTTTCGTCTAA
GGTATTTCTCCACATTTTCGTCTARA
GGTATTTCTTTCCTATT
GGTATTTCTTTTCTATTACCTT
GGTATTTGAAGACGATTT
GGTATTTGACTGAACAT
GGTATTTGCCCRAGTGGCCGGCACCG
GGTATTTGCCTGCCTACC
GGTATTTGGAAAAAATT
GGTATTTGGGGAAGCCCT
GGTATTTGTGATTCCGG
GGTATTTGTGTTGACATTTCCTTTTA
GGTATTTTAAATTAT
GGTATTTTAAATTATCCT
GGTATTTTACACTCTTAC
GGTATTTTACTTGTAAAT
GGTATTTTATGTTTAGTTTTTTGTC
GGTATTTTATTTGCATT
GGtattttattttttatttt
GGTATTTTCATTTTGCA
GGTATTTTCGCTATCTTG
GGTATTTTGAGTATAACA
GGtattttgatttattt
GGTATTTTGCAAGCCCC
GGTATTTTGTCACTCTTG
GGTATTTTGTCACTCTTGAAAGT
GGTATTTTGTTTATAAAA
GGTATTTTTARAAAGAATTGTC
GGTATTTTTAAAAGAATTGTCA
GGTATTTTTACATTTAAAA
GGTATTTTTCTICTTGTGTACTTTCTG
GGTATTTTTGAAACAGT
GGTATTTTTGGAGGCCTCCC
GGTATTTTTTAATTAGTGGAA
GGTATTTTTTAATTAGTGGAAAA
GGTATTTTTTTAAAATG
GGTATTTTTTTATTAATCCTAAC
GGTATTTTTTTCTTCTT
GGTCAAAGGGAACAAAG
GGTCAATAATTITTTTAA
GGTCAGAAAACAATCTT
GGTCAGAAATGAACTCCCGGA
GGTCAGAACTGAATTTC
GGTCAGAAGCCCAGAGG
GGTCAGAAGGGCAACG
GGTCAGAAGGGCAACGA
GGTCAGAAGGGCAACGAT
GGTCAGAAGGGGCTGGG
GGTCAGACTCCCAGAGC
GGTCAGAGAGGGGATC
GGTCAGAGCAGCCTCCCT
GGTCAGAGGCTCCATCTC
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GGTCAGAGGTGGCAAT
GGTCAGAGGTGGCAATG
GGTCAGAGGTGGCAATGA
GGTCAGAGGTGGCAATGAG
GGTCAGAGTGGAGGAGA
GGTCAGAGTTCAACATTATT
GGTCAGATTCCCTTCata
GGTCAGCAAAGGATGTCT
GGTCAGCACGCAGGGCT
GGTCAGCACGGCCCGCT
GGTCAGCACGGGGTGG
GGTCAGCACGGGGTGGG
GGTCAGCACGGGGTGGGG
GGTCAGCAGGAAGCCCC
GGTCAGCATATCTAAAAT
GGTCAgccecgegggeagyg
GGTCAGCCGGCCGAATT
GGTCAGCCTGGCCCCTG
GGTCAGCCTTCACCCACT
GGTCAGCGCCCACCCCTT
GGTCAGCGGCCCCCCGLC
GGTCAGCTCCCGCTC
GGTCAGCTCCCGCTCCCCCGGGAGGT
GGTCAGCTGCGGGCGTGT
GGTCAGCTGGTGGACG
GGTCAGCTGGTGGACGCCG
GGTCAGCTGTGGGCAGTGGAG
GGTCAGGAGGCCTTGGTGTCTTC
GGTCAGGAGTAAAGGTGG
GGTCAGGATGGGTGGGG
GGTCAGGATGGGTGGGGG
GGTCAGGATGGGTGGGGGTGGGACCA
GGTCAGGATTAATAAAGA
GGTCAGGATTTGAGATTGATGAC
GGTCAGGCAAGCTGGGA
GGTCAGGCAGCCCCAGG
GGTCAGGCAGCGGGTCGG
GGTCAGGCATGCTGGGT
GGTCAGGCCCTGCCCCA
GGTCAGGCCCTGCCCCAC
GGTCAGGCCCTGCCCCCG
GGTCAGGCCGCAGCTCC
GGTCAGGCCTCTACTTTTA
GGTCAGGCTGGGGAGGCAGGTGG
GGTCAGGCTTCCTCAAAT
GGTCAGGGAACCCTCAG
GGTCAGGGAGGGCAGAA
GGTCAGGGCCAGGGCAGGGCT
GGTCAGGGCCAGGGCAGGGCTGG
GGTCAGGGCCGGCGCGGCTTG
GGTCAGGGCCGGCGCGGCTTGAG
GGTCAGGGCGGGACCCTG
GGTCAGGGCTCAGATTGA
GGTCAGGGCTTTGAGCTC
GGTCAGGGGGCACGCTG
GGTCAGGGGGCATCAG
GGTCAGGGGGCTCACTG
GGTCAGGGGTCAGGAGG
GGTCAGGTCACTCTCTTCCCTTCC
GGTCAGGTCACTCTCTTCCCTTCCA
GGTCAGGTCACTCTCTTCCCTTCCAG
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GGTCAGGTCCTCAGTTA
GGTCAGGTCCTCAGTTAC
GGTCAGGTGCTCGTTGGGCT
GGTCAGGTGCTGGGGGG
GGTCAGGTGTTCTCCTGTA
GGTCAGGTTGAGTTGGA
GGTCAGGTTTCATGTTAC
GGTCAGTAAAACTGGTTG
GGTCAGTAAAATAGCAAT
GGTCAGTAAACTATTCA
GGTCAGTAAATATCCTTG
GGTCAGTAAATGCGCAT
GGTCAGTAACAAAGCGG
GGTCAGTAACATTTTAGT
GGTCAGTAAGCAGATG
GGTCAGTAAGCAGATGA
GGTCAGTAATGTATTTTGATT
GGTCAGTACAATAGAAC
GGTCAGTACAGAAACAA
GGTCAGTACAGAAACAAG
GGTCAGTACGGTTTCCCAAACCAT
GGTCAGTACGTAGTTTT
GGTCAGTACTGAGGTT
GGTCAGTACTGAGGTTC
GGTCAGTACTGAGGTTCA
GGTCAGTACTGAGGTTCAC
GGTCAGTACTGGGATTCTAG
GGTCAGTACTTTCTTTTC
GGTCAGTAGACAAGATAT
GGTCAGTAGACTGAATCATTTTTC
GGTCAGTAGTTGCCACAT
GGTCAGTATAAAGCATATGTT
GGTCAGTATAAAGGAATCTATT
GGTCAGTATAAAGGAATCTATTTTG
GGTCAGTATACTTACCCT
GGTCAGTATCACTCT
GGTCAGTATCACTCTGC
GGTCAGTATCACTCTGCG
GGTCAGTATCACTCTGCGCCGGGGTC
GGTCAGTATCATTTTGA
GGTCAGTATGCACAAGCC
GGTCAGTATGGGGTTGGG
GGTCAGTATTCACTTCC
GGTCAGTCAGTGTGGTATCT
GGTCAGTCCTGCCCTGGT
GGTCAGTCGGCCGCGAG
GGTCAGTCGGCCGCGAGGCCT
GGTCAGTCTCAGCCCCTG
GGTCAGTCTGCGTGGCC
GGTCAGTCTGTATCTACA
GGTCAGTCTTGCAGGGG
GGTCAGTGAACCGGCCGTCC
GGTCAGTGATGTGCAAAGTTATGACA
GGTCAGTGCAACARAAGG
GGTCAGTGCAACAAAGGC
GGTCAGTGCATCATCATT
GGTCAGTGCCAAGTTGTGGGGGGTG
GGTCAGTGCCACGGTGGG
GGTCAGTGCCAGGCAC
GGTCAGTGCCCAGAGGGC
GGTCAGTGCCGTGGGATC
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GGTCAGTGCGCTGGAGCCAGGAGCTT
GGTCAGTGCTGGACCCAC
GGTCAGTGGCACCCATGGGG
GGTCAGTGGCGGGTGAG
GGTCAGTGGCTAAGATTG
GGTCAGTGGCTAAGATTGGTTT
GGTCAGTGGCTAAGATTGGTTTT

‘GGTCAGTGGCTCTTGGGAATC

GGTCAGTGGCTGGCAGG
GGTCAGTGGGAAGAACTCCCC
GGTCAGTGGGCCAGGGGAAGATGGG
GGTCAGTGGGGATGAGACTCCATT
GGTCAGTGGGGATGAGACTCCATTA

.GGTCAGTGGGGCCTGGAA

GGTCAGTGGGGCGGCGC
GGTCAGTGGGGCGGCGCC
GGTCAGTGGGGCTGAGG
GGTCAGTGGGGCTGAGGCCAG
GGTCAGTGGGGGCGCGGGCCACCAGC
GGTCAGTGGGGTGGAG
GGTCAGTGGGGTGGAGG
GGTCAGTGGGGTGGAGGG
GGTCAGTGGGGTGGAGGGGCCAGGCA
GGTCAGTGGGGTTTTGTT
GGTCAGTGGTGTGTGTGT
GGTCAGTGTAAATATGT
GGTCAGTGTCCCCCAGGGCT
GGTCAGTGTCCCCCAGGGCTTAGC
GGTCAGTGTCCCCTCC
GGTCAGTGTCCCCTCCC
GGTCAGTGTGATGGTTA
GGTCAGTGTGATGGTTAGGG
GGTCAGTGTGCCTGC
GGTCAGTGTGTGGGTGT
GGTCAGTGTTCTCTTAAG
GGTCAGTTACATTTTAT
GGTCAGTTACATTTTATA
GGTCAGTTATGTCCCCTC
GGTCAGTTCAGGTTGAA
GGTCAGTTCAGGTTGAAG
GGTCAGTTCTAGTGACA
GGTCAGTTCTAGTGACACA
GGTCAGTTCTATTATAGt
GGTCAGTTCTCATCACCT
GGTCAGTTGGGACATAGGGGCCA
GGTCAGTTGTAGCCTGT
GGTCAGTTGTAGCCTGTG
GGTCAGTTTCAGATGTG
GGTCAGTTTCCTTTC
GGTCAGTTTCCTTTCCTAAGAGTCT
GGTCAGTTTCGGGCCTCCG
GGTCAGTTTGTCCATATCTTTATTT
GGTCATCACACTGTGCCCCTTTCTC
GGTCATCACACTGTGCCCCTTTCTCT
GGTCATTCTGTCCCTG
GGTCATTCTGTCCCTGA
GGTCCACACCATTCGGG
GGTCCACAGCATAACAG
GGTCCACGCCAGCCGCAG
GGTCCAGCCAGCTTICTT
GGTCCAGGCGGCACTAC
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GGTCCAGGCGGCACTACA
GGTCCCGCCCCGCCCCG
GGTCCGAAAACAGAACA
GGTCCGAAARACAGAACAA
GGTCCGACTTCCAACGT
GGTCCGAGGGCCCCAT
GGTCCGAGGGCCCCATG
GGTCCGCACGGCTGTCAC
GGTCCGCGGCCTGGGCGG
GGTCCGCGTTGCCCCT
GGTCCgggcggtgcag
GGTCCGTGCGGGTCCCC
GGTCCGTGCTGGCCTGG
GGTCCGTGGCAGCCCAC
GGTCCGTGGCCGGGTGG
GGTCCGTTTCTTTTTCA
GGTCCTCGCGCCCATCC
GGTCCTGCTGGGGGTGG
GGTCCTGGTCCCCAG
GGTCCTGGTCCCCAGA
GGTCCTGGTCCCCAGAG -
GGTCCTGGTCCCCAGAGT
GGTCCTGGTCCCCAGAGTGCCCCTTT
GGTCGAAATACAGTAATC
GGTCGACGTTTTGGAAG
GGTCGGATCAAAGAAGG
GGTCGGCACTTGGCCGG
GGTCGGCAGATACAAA
GGTCGGCCCTGTTGACGT
GGTCGGGATcggggccyg
GGTCGGGCCCACAGGGG
GGTCGGGCGGCATCCCGC
GGTCGGGCTAGGGGCGGCGACGG
GGTCGGTATTTAGAAATATTTTCTGC
GGTCGGTCCTGGAGAGG
GGTCGGTGACAGGGTA
GGTCGGTGACAGGGTAGG
GGTCGGTGACGGCACCCAGCATGGC
GGTCGGTGGAGGCTACCC
GGTCGGTGGCCCGAGGA
GGTCGGTGGGCAGGGAG
GGTCGGTGGGCAGGGAGG
GGTCGGTGTGGTTGGGGGGCG
GGTCGGTTTTTGATAGAG .. -
GGTCGGTTTTTGATAGAGGG
GGTCGTCAGCCATTTCAT
GGTCGTTATCTGGTTAA
GGTCTACTTTTAAATTTTTCTCAG
GGTCTAGGGTGCAGGCCC
GGTCTCAAGCAAGGGCT
GGTCTCGGAATGGACT
GGTCTCGGAATGGACTTG
GGTCTCTGAATGGGCAT
GGTCTCTGCACTGCCCCGTCCCTCTG
GGTCTGAAATCCTTTCT
GGTCTGAAGTTAATATA
GGTCTGACATGGCAGGG
GGTCTGACCTGCAGATCCT
GGTCTGAGTCCCACCCT
GGTCTGCGTTTGGGCAG
GGTCTGCTCTTTCTTTTTTTTCCCAA
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GGTCTGCTGGAGCTCCT
GGTCTGGAAACTGGGCCCTT
GGTCTGGAGGGCCCTGG
GGTCTGGGCTTGGGGC
GGTCTGGTACTTTTTG
GGTCTGTAAAGTCCTAGG
GGTCTGTAAAGTCCTAGGGGTAA
GGTCTGTARAGTCCTAGGGGTAACTA
GGTCTGTAATAAAAATCT
GGTCTGTATAAACCTTGC
GGTCTGTATATGTAGAG
GGTCTGTCACTTCCTTC
GGTCTGTCCAAACCTCG
GGTCTGTCCTTTCCCCT
GGTCTGTCCTTTCCCCTCACG
GGTCTGTCTGCTTACACCGCCCATTC
GGTCTGTGCAGGGATGA
GGTCTGTGCTGCTGCG
GGTCTGTGCTGCTGCGG
GGTCTGTGCTGCTGCGGT
GGTCTGTGGCTCCCCAGAC
GGTCTGTGGGTCTGTA
GGTCTGTGGGTCTGTAG
GGTCTGTGGGTGCTGGC
GGTCTGTGTGTGACAAGAGGGACGG
GGTCTGTGTTTAGGG
GGTCTGTTAAGACTCCTA
GGTCTGTTCCCCCTCAG
GGTCTTTAGCCAGTTT
GGTCTTTTTCTTGGTCCAGTCTA
GGTGAARACCCCGTCTTA
GGTGAAAAGTTTATTGAA
GGTGAAACAGGGGATGGTG
GGTGARACATATATCCTCCAGCT
GGTGAAAGCAACCTTAG
GGTGAAAGCAACCTTAGATC
GGTGAAAGCAGCGTGGGCCGGGAG
GGTGAARAGCAGCGTGGGCCGGGAGG
GGTGAAAGGAAGACAAGACCTCAA
GGTGAAAGGAAGACAAGACCTCAAC

' GGTGAAAGGAAGACAAGACCTCAACT

GGTGAAAGGGCCTGGAA
GGTGAAAGGGGCGAGAGGGCGGA
GGTGARAAGGGGCGAGAGGGCGGATG
GGTGAAATATGCAACAGT
GGTGAAATCATCAGACT
GGTGAAATTCTGTATTTTC
GGTGAACACCTTCCTCT
GGTGAACACCTTCCTCTTAGACAC
GGTGAACACTTTAATGT
GGTGAACACTTTAATGTT
GGTGAACAGGAGGGCCT
GGTGAACAGTCATTTGC
GGTGAACATGCAGACTG
GGTGAACGGAGCGCGCA
GGTGAACTATAATTACTTTGTGT
GGTGAACTCTAGCTCCA
GGTGAACTTGGGGTGTC
GGTGRAGAAATACTTTG
GGTGAAGAAATACTTTGT
GGTGAAGAAATACTTTGTGTAC
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GGTGAAGAAGCGGATGAG
GGTGAAGACAATTTGAT
GGTGAAGACCTGGCCAG
GGTGAAGATGAGAATCTT
GGTGAAGCACGCTTCCCT
GGTGAAGCAGTGGAGG
GGTGAAGCCATTTTTTGG
GGTGAAGCTTCTTCTCGGGG
GGTGAAGCTTCTTCTCGGGGCTA
GGTGAAGGAGAAACCCTT
GGTGAAGGGCAACGAGGGGAGGGGG
GGTGAAGGGCGGGCCTG
GGTGAAGGGCGGGCCTGGAGC
GGTGAAGGGGGCGGAGGGGG
GGTGAAGGTGGCTGGG
GGTGAAGGTGGCTGGGG
GGTGAAGGTGGCTGGGGG
GGTGAAGGTGGCTGGGGGG
GGTGAAGGTGGCTGGGGGGA
GGTGAAGGTGGCTGGGGGGAG
GGTGAAGGTGGCTGGGGGGAGGCTG
‘GGTGAAGTACTCATTCC
GGTGAAGTATACCTCTACTCAG
GGTGRAGTCAAAATAGCA
GGTGAAGTGATGATGATGGCTGACC
GGTGAAGTGCAACCCTCTTT
GGTGAAGTGCAACCCTCTTTCA
GGTGAAGTGCAACCCTCTTTCAA
GGTGAAGTGCAACCCTCTTTCAAA

97/166

GGTGAAGTGTCTAAACTTCCTAAATT

GGTGAATACCACTCTCT
GGTGAATACCGGGCAC
GGTGAATACCGGGCACCG
GGTGAATACCGGGCACCGGC
GGTGAATAGAGCAGCC
GGTGAATAGAGCAGCCC

GGTGAATAGCAATCATAATTCTCTAC

GGTGRATATAGAGGGACCG
GGTGAATATGTGGTCAT
GGTGAATATTTGAATTTGAAAAGC
GGTGAATCATCTGTAGACT
GGTGAATCCCGGAGATGGGAGGGT
GGTGAATGATAAAATAG
GGTGAATGCCCTGCTTT .. .
GGTGAATGCTACTTTGCTTT
GGTGAATGTTTATTGAAC
GGTGAATTGCAGTATCTTTTCTAA
GGTGAATTGCAGTATCTTTTCTAAG
GGTGAATTTAATTTAAGG
GGTGAATTTTAGACAGAAAGCCACA

GGTGAATTTTTGATTACAGAACCACA

GGTGACRAGGGGCGAGAG
GGTGACAATTGCAACTGG
GGTGACACCAGTTATATT
GGTGACAGCCTCATGAG
GGTGACAGCTGGGGLCC
GGTGACAGGCCAGTTCC
GGTGACATGCTGTTCCA
GGTGACATGCTGTTCCACAGTCA
GGTGACATGCTGTTCCACAGTCAC

GGTGACATGCTGTTCCACAGTCACTC

PCT/AU2011/000380

GGTGACATGGCCAGGGGT
GGTGACATTCCTCCCCT
GGTGACCACCGATTGC
GGTGACCACCTCCCCACTCCCCAGA
GGTGACCATGACCCTTG
GGTGACCCACGCGTCCCCGAT
GGTGACCCAGGGACCCCA
GGTGACCCCTCACCCCAG
GGTGACCCCTGCCAACC
GGTGACCGATGGCTCCT
GGTGACCGCCCTGCTGC
GGTGACCGGAAAGACC
GGTGACCGGAAAGACCG
GGTGACCTGTGCCCTTA
GGTGACCTTGTAGGGGC
GGTGACCTTGTAGGGGCC
GGTGACCTTGTAGTGTTGT
GGTGACCTTGTAGTGTTGTTA
GGTGACGAGCTTTAAG
GGTGACGAGCTTTAAGG
GGTGACGAGCTTTAAGGA -
GGTGACGCCAAACCTGTCTGTGTCTG
GGTGACGCTCTCGCGGAG
GGTGACGCTCTCGCGGAGGGC
GGTGACGCTCTCGCGGAGGGCA
GGTGACGGCCGCCCGC
GGTGACGGGACTACCTG
GGTGACGGGCACATGA
GGTGACGGGCACATGAG
GGTGACGGTGGGGCCCCAAGGCTG
GGTGACTACTCTAAAGTARAAA
GGTGACTAGACTCCCAGA
GGTGACTCAGAGTTAAC
GGTGACTCAGAGTTAACA
GGTGACTCAGAGTTAACAGA
GGTGACTCAGAGTTARACAGAGG
GGTGACTCCAACTCTCTGC
GGTGACTCCAGGGGAGGAAG
GGTGACTCCAGGGGAGGAAGGG
GGTGACTCCCCAGCCACC
GGTGACTCTGCCTACAG
GGTGACTCTTCCTTCTC
GGTGACTGACTCTGCTTA

_.GGTGACTGACTTTATGT _

GGTGACTGAGGGTGTCC
GGTGACTGCACCTTCCTT
GGTGACTGCCTAACCCTG
ggtgactggggagatgcg
GGTGACTGGGGAGGGCAC
GGTGACTTATCTGTATGC
GGTGACTTGTTGGGGG
GGTGACTTGTTGGGGGC
GGTGACTTGTTGGGGGCTA
GGTGACTTTCAGAGGGGG
GGTGACTTTTGTCTCTTA
GGTGACTTTTGTCTTTGG
GGTGAGAARATACCAARA
GGTGAGAARATATATTTGAGT
GGTGAGAARATGAGGGTTGAGGAT
GGTGAGAARATTATTTC
GGTGAGAAACACACAGGT
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GGTGAGAAACACACTGG GGTGAGAATTGTGTGCAT
GGTGAGAAACACACTGGGAAGGC GGTGAGAATTTATATTGGTGAATC
GGTGAGAAACTGTCCA GGTGAGACAAAAGCC
GGTGAGAAACTTTTCTCCC GGTGAGACRAAAGCCC
GGTGAGAAAGACCCTTTG GGTGAGACAAAAGCCCA
GGTGAGAAAGCAATGGA GGTGAGACARAAGCCCAT
GGTGAGAARATACTCAGCTAGATTG GGTGAGACAAAAGCCCATGT
GGTGAGAAATACTCAGCTAGATTGT GGTGAGACAAAAGCCCATGTAACCAA
GGTGAGAAATAGCATGTCAGTAGAGA GGTGAGACAAACACTAAC
GGTGAGAAATGAGGAGGAGGCAT GGTGAGACAACAGTGTCTGT
GGTGAGAAATGCATGTAAAG GGTGAGACACCCCCTTAC
GGTGAGAAATTAAAAAC GGTGAGACACCCCTCACCTGCCCCTG
GGTGAGAACAAGATTCTGCTTCTGAA GGTGAGACACTGGACTCT
GGTGAGAACACAGCTAGG GGTGAGACAGACTGCCTT
GGTGAGAACAGATAACAGGGTTGA GGTGAGACAGAGCTGGT
GGTGAGAACCAGCCCTAGACC GGTGAGACAGCCACAGAGTTA
GGTGAGAACCGGCTGCT GGTGAGACAGCCCATGG
GGTGAGAACGCCCTTTAGGAG GGTGAGACAGCTGGTGTTCA
GGTGAGAACGTGCTCCA » GGTGAGACAGTGCCCTTAGTG
GGTGAGAACTAGGCTGAAAACTGAG GGTGAGACAGTGCTGGC
GGTGAGAACTCCCGGGCC GGTGAGACATCAACCCTT
GGTGAGAACTCTCTTATG GGTGAGACATCCACTGTG
GGTGAGAACTGGCACTC GGTGAGACATTCATTCTT
GGTGAGAACTGGCACTCT GGTGAGACCACCGAG
GGTGAGAACTGGCACTCTC GGTGAGACCAGCTGCCT
GGTGAGAAGACTGTTTT GGTGAGACCAGTTGCC
GGTGAGAAGAGGAGGGA GGTGAGACCAGTTGCCA
GGTGAGAAGCATGTGTT GGTGAGACCATACATAGGG
GGTGAGAAGCTACTTTA GGTGAGACCCAGAGGCC
GGTGAGAAGCTACTTTAACTTTTA GGTGAGACCCAGGGGGTC
GGTGAGAAGCTCCCGCC GGTGAGACCCCTGCATCC
GGTGAGAAGCTCCTCAAC GGTGAGACCCGCGGAGG
GGTGAGAAGCTTCTCGTCCCAGAACA GGTGAGACCCGCGGAGGTTCG
GGTGAGAAGCTTGAGACTCCTG GGTGAGACCCTGACCTC
GGTGAGAAGGCAGGGCGGGGTG GGTGAGACCCTGGAACC
GGTGAGAAGGGCTGTAGA GGTGAGACCCTGGGGGCTG
GGTGAGAAGGGTAACCC GGTGAGACCTGGGTGTTG
GGTGAGAAGGGTGGGGT GGTGAGACGCTGCAGCAGGACCGGTT
GGTGAGAAGTAAATCT GGTGAGACGCTGCGACGGGAG
GGTGAGAAGTGAAATAC GGTGAGACGCTTTTTAT
GGTGAGAATAATAATAA GGTGAGACGGGCCATAC
GGTGAGAATACAAGAAAG GGTGAGACGGGCCATACTCACAATG
GGTGAGAATACAGTATCA GGTGAGACGGGGGTCC

. GGTGAGAATACTTTCACGCT - — . _GGTGAGACGTTGCGCGGGCAC
GGTGAGAATATGGTTGTTCCAACT GGTGAGACTATGTCCTTCTGAAGG
GGTGAGAATCCCCCCATG GGTGAGACTCTCGGCGC
GGTGAGARATCGGCTTCGGCT GGTGAGACTCTGCACTCA
GGTGAGAATCGTCCTAG GGTGAGACTCTTGCACATCTGTCCT
GGTGAGAATCGTCCTAGTCA GGTGAGACTGGAGGTGG
GGTGAGAATCGTCCTAGTCAAG GGTGAGACTGGATTCAC
GGTGAGAATCGTCCTAGTCAAGG GGTGAGACTTAATTCTTGA
GGTGAGAATCGTCCTAGTCAAGGCA GGTGAGACTTCAAATGAAGGAATT
GGTGAGAATGACAGT GGTGAGACTTCAAATGAAGGAATTTT
GGTGAGAATGACAGTGC GGTGAGACTTCATTAAT
GGTGAGAATGAGGGTCAG GGTGAGACTTCCTTTCAT
GGTGAGAATGAGTCAT GGTGAGACTTGTTTCTTT
GGTGAGAATGAGTCATT ' GGTGAGACTTTACTTCC
GGTGAGAATGAGTCATTT GGTGAGACTTTACTTCCC
GGTGAGAATGTCGGGTCC GGTGAGACTTTACTTCCCGTGTC
GGTGAGAATGTGCCCAA GGTGAGACTTTCTACTTA

GGTGAGAATTATATATT GGTGAGACTTTGATATCT



WO 2011/120101
99/166

GGTGAGACTTTTTAAAAT
GGTGAGAGAAAACCCAC
GGTGAGAGARAGGACAGGAGGGTTGG
GGTGAGAGAAATAAGTGTA
GGTGAGAGAAATGGCTAG
GGTGAGAGAACTCTGTC
GGTGAGAGAACTGAACTCTG
GGTGAGAGAAGAACGTTT
GGTGAGAGAAGATGGGAG
GGTGAGAGAAGCAGGCA
GGTGAGAGAAGGGGCTTC
GGTGAGAGAAGGGTGGA
GGTGAGAGAATAGTAGT
GGTGAGAGACAGGGTGCT
GGTGAGAGACCATGTATTC
GGTGAGAGACGGGTGG
GGTGAGAGACGGGTGGG
GGTGAGAGACGGGTGGGC
GGTGAGAGACTTCCCA
GGTGAGAGAGAAGATTG
GGTGAGAGAGAGGCTTGG
GGTGAGAGAGAGGCTTGGT
GGTGAGAGAGAGGCTTGGTACT
GGTGAGAGAGATGGGGG
GGTGAGAGAGCTACTTAC
GGTGAGAGAGGTTAAAGC
GGTGAGAGATGGTAGT
GGTGAGAGATGGTAGTG
GGTGAGAGATGGTCTAA
GGTGAGAGATGGTCTAAT
GGTGAGAGATGGTCTAATCa
GGTGAGAGATGGTCTAATCata
ggtgagagatgttgaga
GGTGAGAGCAAGGGCTTC
GGTGAGAGCACGGGGGA
GGTGAGAGCACGTTTTT
GGTGAGAGCACGTTTTTG
GGTGAGAGCAGCCACAT
GGTGAGAGCAGCGGGG
GGTGAGAGCAGGCAAACTGCCCGGC
GGTGAGAGCATAGGAGT
GGTGAGAGCATCTTCCCA
GGTGAGAGCCAAGAGGCCACGTC
GGTGAGAGCCAGCAAGC
GGTGAGAGCCAGGCCC
GGTGAGAGCCAGGCCCT
GGTGAGAGCCCAGCTAT
GGTGAGAGCCCAGCTATG
GGTGAGAGCCCCATCCT
GGTGAGAGCCCTCCTCC
GGTGAGAGCCGCCGGGTT
GGTGAGAGCCGGGCCAGG
GGTGAGAGCCGGGCCAGGCAT
GGTGAGAGCCGGGGCCG
GGTGAGAGCCTCATACA
GGTGAGAGCCTCATACAG
GGTGAGAGCCTGGGAGG
GGTGAGAGCGCCCACAT
GGTGAGAGCGCTGAGCGAGG
GGTGAGAGCGTACCCGGGCGGCCCGL
GGTGAGAGCGTTGAGG
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GGTGAGAGCTAAAGGATA
GGTGAGAGCTAAAGGGT
GGTGAGAGCTATAAATATGTTG
GGTGAGAGCTATTCTCCTA
GGTGAGAGCTGGGCGA
GGTGAGAGCTTGTGTTT
GGTGAGAGGAATTGGGC
GGTGAGAGGACCCARA
GGTGAGAGGACCCARAG
GGTGAGAGGACTTGTATCAGA
GGTGAGAGGAGACGGGGC
GGTGAGAGGAGCCGCGGGGGGGAG
GGTGAGAGGAGTTTGCTGC
GGTGAGAggattactcc
GGTGAGAggattactcctgtaatcct
GGTGAGAGGCAACACC
GGTGAGAGGCAACACCA
GGTGAGAGGCAACACCAGG
GGTGAGAGGCAAGGCGA
GGTGAGAGGCAAGGCGAGGC
GGTGAGAGGCAAGGCGAGGCGGGC
GGTGAGAGGCAGGACATT
GGTGAGAGGCCCCGCGC
GGTGAGAGGCCGGGCAAGCCAGAT
GGTGAGAGGCCTCCCCT
GGTGAGAGGCCTGCACCCACACG
GGTGAGAGGCCTGGCTGGGGACTGGG
GGTGAGAGGCCTTGGGAT
GGTGAGAGGCCTTTCTG
GGTGAGAGGCGGCGGCTC
GGTGAGAGGCTCTGGGG
GGTGAGAGGCTGGGCCCG
GGTGAGAGGCTTTCCG
GGTGAGAGGCTTTGGGG
GGTGAGAGGGAACTAGATAGG
GGTGAGAGGGCAAGGGAC
GGTGAGAGGGCAGGGCA
GGTGAGAGGGCCTGGTGGGGGCTG
GGTGAGAGGGCGGGACGGCAGAACGA
GGTGAGAGGGGACAGA
GGTGAGAGGGGATCTGGG
GGTGAGAGGGGATCTGGGGCTAGA
GGTGAGAGGGGCATTTT

- GGTGAGAGGGTAGCAC

GGTGAGAGGGTGTGAGGA
GGTGAGAGGGTTCTTAACTT
GGTGAGAGGTAGCGGCTTAC
GGTGAGAGGTGAGGGAGA
GGTGAGAGGTGGCAGGG
GGTGAGAGGTTGGCTGGCGGCCCGCG
GGTGAGAGTAAGCCTATAA
GGTGAGAGTAATTCATAA
GGTGAGAGTCTTGTCtttat
GGTGAGAGTCTTGTCtttattt
GGTGAGAGTGAGCTGGGG
GGTGAGAGTGCCTCCTAG
GGTGAGAGTGGGGCCAGGGAGG
GGTGAGAGTGGGTGG
GGTGAGAGTTGAGCCAT
GGTGAGAGTTGGGAAACA
GGTGAGAGTTGGGAAACAAGGA
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CGTGAGAGTTGGGARACAAGGAGG
GGTGAGATAAAGATTTTCTTTTTCAC
GGTGAGATARATTAGCA
GGTGAGATAAATTAGCAA
GGTGAGATAACTTTGCT
GGTGAGATAACTTTGCTA
GGTGAGATAACTTTGCTAA
GGTGAGATAACTTTGCTAAA
GGTGAGATAACTTTGCTAAAG
GGTGAGATAACTTTGCTARAGATTC
GGTGAGATAACTTTGCTAAAGATTCT
GGTGAGATATCAGTTCC
GGTGAGATATGAACTCTT
GGTGAGATCCAGGAGGCT
GGTGAGATCGTATTCTCAATTTTTA
GGTGAGATCTCTGCTAAC
GGTGAGATCTGGGAACT
GGTGAGATCTGTATTTTA
GGTGAGATGAAATGAGAG
GGTGAGATGAGAAATTG
GGTGAGATGCATGGGGT
GGTGAGATGCCCCTTTTC
GGTGAGATGCCTCCTCCC
GGTGAGATGCGGGTGGGA
GGTGAGATGCTGTGT
GGTGAGATGGACAGCAG
GGTGAGATGGCCTGGGGT
GGTGAGATGGCTAAAGATAGCG
GGTGAGATGGCTTGATTA
GGTGAGATGGGGCTGGGGGGCACT
GGTGAGATGTGACCCTC
GGTGAGATGTGATTGAAT
GGTGAGATGTTCCCTGT
GGTGAGATTACAATCTTTCC
GGTGAGATTCCCTTTCG
GGTGAGATTCCTGTGTA
GGTGAGATTCCTGTGTAA
GGTGAGATTCCTGTGTAAC
GGTGAGATTCCTGTGTAACT
GGTGAGATTCGGGCTCAC
GGTGAGATTCTGGGGCC
GGTGAGATTGTTGTGCCATCA
GGTGAGATTTGATTTT
GGTGAGattttataaat . B
GGTGAGCAAATACGATTTATATTCCT
GGTGAGCAAATTTTAAGG
GGTGAGCAACCATTCAAAATGTGCA
GGTGAGCAAGAGCTGGCGGGACT
GGTGAGCAAGGCTGCA
GGTGAGCAAGGGCGCTGT
GGTGAGCRAGGGGCAGGC
GGTGAGCAAGGGGCCTG
GGTGAGCAAGTTTTATTT
GGTGAGCAATCTTGGGT
GGTGAGCACAACAACTG
GGTGAGCACAAGTAGGGGG
GGTGAGCACAAGTAGGGGGT
GGTGAGCACACCACCCCATAGT
GGTGAGCACAGCTARAA
GGTGAGCACAGCTAAAG
GGTGAGCACAGGTCTGC

PCT/AU2011/000380

GGTGAGCACAGGTCTGCC
GGTGAGCACATGGTGGGC
GGTGAGCACCAAGGCAG
GGTGAGCACCAGGGGT
GGTGAGCACCCACCA
GGTGAGCACCCGCCCACC
GGTGAGCACCGGGGTGCGGGCGGCGA
GGTGAGCACCTGAGAA
GGTGAGCACCTTCCACC
GGTGAGCACGCCCAACCCTGA
GGTGAGCACGGCCGCAG
GGTGAGCACGGCCGCAGG
GGTGAGCACGGCCTCGG
GGTGAGCACGGGARAGGCG
GGTGAGCACGGGATCT
GGTGAGCACTCAGGTTAC
GGTGAGCACTCCCAGTAGGAGCCGC
GGTGAGCACTGATTCCAATTACGTTT
GGTGAGCACTGCAGAAGT
GGTGAGCACTGGGGGTGAGCC
GGTGAGCAGAAGTTGGTG
GGTGAGCAGAATCTGGA
GGTGAGCAGAATCTGGAA
GGTGAGCAGAATCTGGAAGC
GGTGAGCAGAGCGAGGGCCCC
GGTGAGCAGAGCGAGGGCCCCG
GGTGAGCAGAGCGTTGAGCCCC
GGTGAGCAGAGCGTTGAGCCCCGTGG
GGTGAGCAGAGCTCCIGT
GGTGAGCAGAGCTTGGGG
GGTGAGCAGAGGGCGGCTCTT
GGTGAGCAGATGCAGC
GGTGAGCAGATGCAGCC
GGTGAGCAGCAGAGAGTT
GGTGAGCAGCAGGCTG
GGTGAGCAGCCAGGCAG
GGTGAGCAGCCCGGTGGGG
GGTGAGCAGCCCTGGGC
GGTGAGCAGCCGCGAGGGGT
GGTGAGCAGCGCAGGAG
GGTGAGCAGCGGGGGCCCGGGGCGGC
GGTGAGCAGCTCGGGGGG
GGTGAGCAGCTGGGTG
GGTGAGCAGGAATCCTT . .
GGTGAGCAGGACATTCTTTT
GGTGAGCAGGACGTTTT
GGTGAGCAGGAGAACAG
GGTGAGCAGGAGACCCTCC
GGTGAGCAGGCACCCCT
GGTGAGCAGGCACCCCTG
GGTGAGCAGGCGTGGGGG
GGTGAGCAGGGACGGG
GGTGAGCAGGGCCAGGAT
GGTGAGCAGGGCGCGTG
GGTGAGCAGGGCTGGGG
GGTGAGCAGGGCTGGGGTACC
GGTGAGCAGGGGCACA
GGTGAGCAGGGGCACAG
GGTGAGCAGGGTCCTG
GGTGAGCAGGTGCAGGAAC
GGTGAGCAGGTGGCGGGG
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GGTGAGCAGGTGGCTTC
GGTGAGCAGGTGGCTTCT
GGTGAGCAGGTTGGCTG
GGTGAGCAGGTTGGCTGT
GGTGAGCAGGTTGGCTGTGGAGG
GGTGAGCAGTCCAGCCA
GGTGAGCAGTCCAGCCAC
GGTGAGCAGTCTGTTTCA
GGTGAGCAGTGCCCGTGG
GGTGAGCATAATCTTCT
GGTGAGCATAGCCCCTCT
GGTGAGCATCACAAAG
GGTGAGCATCCTTAGGGC
GGTGAGCATCGGCTGGGG
GGTGAGCATCGGCTGGGGCCCC
GGTGAGCATCGTCCCCACA
GGTGAGCATCTCAAGTC
GGTGAGCATCTGTGGCT
GGTGAGCATCTGTGGCTG
GGTGAGCATGAATGT
GGTGAGCATGAGAGACt
GGTGAGCATGCATTTTAA
GGTGAGCATGCCCTGTG
GGTGAGCATGCCCTGTGC
GGTGAGCATGCCCTGTGCCC
GGTGAGCATGCCCTGTGCCCTTCCC
GGTGAGCATGCCCTGTGCCCTTCCCT
GGTGAGCATGCCCTTGC
GGTGAGCATGGGCCCT
GGTGAGCATGGGCCCTT
GGTGAGCATGGGCCCTTG
GGTGAGCATTCCCTGCC
GGTGAGCATTCCCTGCCA
GGTGAGCATTCCCTGCCAGC
GGTGAGCCAARTATCCTGT
GGTGAGCCAAATATCCTGTC
GGTGAGCCAAATATCCTGTCG
GGTGAGCCARATATCCTGTCGG
GGTGAGCCAAATATCCTGTCGGC
GGTGAGCCAAATATCCTGTCGGCCGT
GGTGAGCCAACTGGGAACTAGG
GGTGAGCCACGGCCTCC
GGTGAGCCAGACCTAATGTCTTTTCT
GGTGAGCCAGGCAGCGGC
GGTGAGCCAGGGAAGA
GGTGAGCCATATGCTTC
GGTGAGCCATATGCTTCTTCTCT
GGTGAGCCATGTCCAACTTTCATGAC
GGTGAGCCCACCAGCCC
GGTGAGCCCACCAGCCCC
GGTGAGCCCACCCAGGC
GGTGAGCCCACCCAGGCT
GGTGAGCCCACCCCACC
GGTGAGCCCACTAGGTG
GGTGAGCCCAGCCCA
GGTGAGCCCAGCCCAG
GGTGAGCCCAGGCGCGATGAGT
GGTGAGCCCAGGGCAGGT
GGTGAGCCCAGGGGAG
GGTGAGCCCCACAGGG
GGTGAGCCCCACAGGGG
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GGTGAGCCCCACCCAGCAGG
GGTGAGCCCCACCCCTGCC
GGTGAGCCCCAGATTTCT
GGTGAGCCCCAGCATCT
GGTGAGCCCCAGTCTCCAGTCCGGGG
GGTGAGCCCCCTCTTCCT
GGTGAGCCCCGACCCCCC
GGTGAGCCCCGCCCGGG
GGTGAGCCCCTAGCATGT
GGTGAGCCCCTCGAAGC
GGTGAGCCCCTCGAAGCC
GGTGAGCCCCTGACTTT
GGTGAGCCCCTGCGCAG
GGTGAGCCCCTGTGCCTT
GGTGAGCCCCTGTTGGAGGGGCTGGA
GGTGAGCCCGCGGGGA
GGTGAGCCCGCGGGGAG
GGTGAGCCCGCGGGGAGG
GGTGAGCCCGCGGGGAGGGCGC
GGTGAgcccgcecggggcggce
GGTGAgccecgecggggcggcyg
GGTGAgcccygcggggcggeggyayg

GGTGAgcccgecggggcggcggggce
GGTGAGCCCGGCCCCCAG

GGTGAGCCCGGCCTGTGG
GGTGAGCCCGGGCACT
GGTGAGCCCGGGCACTT
GGTGAGCCCGGGCACTTT
GGTGAGCCCGGGCACTTTAGGGGTG
GGTGAGCCCGGGGLCCC
GGTGAGCCCGTGTGTGC
GGTGAGCCCTCGGGCAg
GGTGAGCCCTCTCCATGT
GGTGAGCCCTGAGCCCTC
GGTGAGCCCTGAGCCTCTTGCCA
GGTGAGCCCTGAGTTC
GGTGAGCCCTGAGTTCC
GGTGAGCCCTGAGTTCCT
GGTGAGCCCTGCCTTT
GGTGAGCCCTGCCTTTC
GGTGAGCCCTGCCTTTCC
GGTGAGCCCTGCGAAAC
GGTGAGCCCTGCGAAACGCCCTGCAG
GGTGAGCCCTGCGCT
GGTGAGCCCTGGTGCCT
GGTGAGCCCTGGTGCCTG
GGTGAGCCCTGTTAGTCGTGAGTGC
GGTGAGCCCTTAATCCT
GGTGAGCCCTTGGCCAG
GGTGAGCCCTTTGGACA
GGTGAGCCCTTTGGACAG
GGTGAGCCGACTCCCAGCCATCCCAT
GGTGAGCCGAGGGACGGGGECG
GGTGAGCCGAGTGCTTTT
GGTGAGCCGCAAGAAC
GGTGAGCCGCAGGACC
GGTGAGCCGCAGGACCA
GGTGAGCCGCAGGACCAG
GGTGAGCCGCCGCCCAC
GGTGAgccgecgeccggggeggge
GGTGAgccgcgcgygceyg
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GGTGAgccgecgcggcegce
GGTGAgccgegcggegceg
GGTGAGCCGCTCCCCCGG
GGTGAGCCGCTggcgc
GGTGAGCCGGACAGGCG
GGTGAGCCGGCTGGGCC
GGTGAGCCGGGCCGGG
GGTGAGCCGGGCCGGGCGCGTGCCGG
'GGTGAGCCggggcagg
GGTGAGCCggggcaggg
GGTGAGCCGGGGCCCCA
GGTGAGCCGGGGTTT
GGTGAGCCGTGGCTGGG
GGTGAGCCGTGGGCCCAGGCCG
GGTGAGCCGTTTTTAACT
GGTGAGCCTACCCCAA
GGTGAGCCTATACTCCTT
GGTGAGCCTCCCACAGG
GGTGAGCCTCCGGCCC
GGTGAGCCTCCGGCCCCC
GGTGAGCCTCCTGAAGGGTCTCTTGG
GGTGAGCCTCGCTGGAG
GGTGAGCCTCGGCTTCCC
GGTGAGCCTCTCTCAC
GGTGAGCCTCTGCCAG
GGTGAGCCTCTGCCAGCT
GGTGAGCCTCTGCCAGCTCCTGG
GGTGAGCCTCTGGGGACTGGGTTCG
GGTGAGCCTGCCCGTGC
GGTGAGCCTGCCTGGGT
GGTGAGCCTGCCTTGGAG
GGTGAGCCTGCTGGCC
GGTGAGCCTGCTGGCCC
GGTGAGCCTGCTGGTGT
GGTGAGCCTGCTGGTGTG
GGTGAGCCTGGAGTGGA
GGTGAGCCTGGGCGTCAG
GGTGAGCCTGGGCTAGGC
GGTGAGCCTGGGGCCCTA
GGTGAGCCTGGGGGTGCG
GGTGAGCCTGGGTGAGGGCCAGG
GGTGAGCCTGTGAGAAG
GGTGAGCCTGTGTGGG
GGTGAGCCTTCCTCT
GGTGAGCCTTCCTCTG
GGTGAGCCTTCCTCTGC
GGTGAGCCTTCCTCTGCA
GGTGAGCCTTCCTCTGCACCG
GGTGAGCGAACATGTG
GGTGAGCGAACATGTGC
GGTGAGCGAACCCCGCGA
GGTGAGCGACGGTGTTGGTCTGTTGG
GGTGAGCGAGCTCAGGGA
GGTGAGCGAGCTCAGGGAC
GGTGAGCGAGCTCAGGGACCT
GGTGAGCGAGGCCCCGG
GGTGAGCGAGGGCAGGTG
GGTGAGCGATGGGCCCA
GCTGAGCGATTGCAGGCCTGCTCCAG
GGTGAGCGCAAGGCCTAG
GGTGAGCGCAGCCGGCGGGCT
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GGTGAGCGCAGCCGGCGGGCTA
GGTGAGCGCAGGGCTTGGCAGGGT
GGTGAGCGCCAGGCCACGAGCCACAG
GGTGAGCGCCCCCCAAT
GGTGAGCGCCCCTGCTG
GGTGAGCGCCCGGGGCGGGAGGC
GGTGAGCGCCCGGGGCGGGAGGCT
GGTGAGCGCCCTCCTTCC
GGTGAGCGCCGAGGAACC
GGTGAGCGCCGCCCT
GGTGAGCGCCGCCCTC
GGTGAGCGCCGCCCTCC
GGTGAGCGCCGCCCTCCT
GGTGAGCGCCGCGGGGTCTA
GGTGAGCGCCGGAccagg
GGTGAGCGCCGggggcet
GGTGAGCGCCGggggctyg
GGTGAGCGCCGGGGTGGGTGGC
GGTGAGCGCCTCCTGAGG
GGTGAGCGCCTCCTTCCATGG
GGTGAGCGCCTCGGAAA
GGTGAGCGCCTGCAcccC
GGTGAGCGCGATGTGA
GGTGAGCGCGCAGGGCCTG
ggtgagcgcgcgeccgg
ggtgagcgcgcegeccggyg
GGTGAGCGCGCGCTCC
GGTGAGCGCGCGCTTGCGG
GGTGAGCGCGCTGGCGCGTG
GGTGAGCGCGGCACCGGCG
GGTGAGCGCGGCACCGGCGGCG
GGTGAGCGCGGCACCGGCGGCGGGT
GGTGAGCGCGGCACCGGCGGCGGGTG
GGTGAGCGCGGCAGGCG
GGTGAGCGCGGCGCCTGCAC
GGTGAGCGCGGGAGAGCGG
GGTGAGCGCGGGGCTGGG
GGTGAGCGCGGGGGCG
GGTGAGCGCGGGGTCTGC
GGTGAGCGCTGCCCCAGC
GGTGAGCGGAACACAT
GGTGAGCGGAGTGTCTGG
GGTGAGCGGATCCTGGTG
GGTGAGCGGCAGGCCACGG
GGTGAGCGGCAGGCCACGGCG
GGTGAGCGGCAGGCCACGGCGCCTG
GGTGAGCGGCCCCTGCGGGC
GGTGAGCGGCGCGGCCGGGCCA
GGTGAGCGGCGCGGCCGGGCCAGG
GGTGAGCGGCGGGCGGEG
GGTGAGCGGCGTGCGCGG
GGTGAGCGGCTCAGGCCC
GGTGAGCGGGAGGCCCG
GGTGAGCGGGAGGTAGA
GGTGAGCGGGCAGCGGCCGGCGCAA
GGTGAGCGGGCGGCGC
GGTGAGCGGGCGGGGGCG
GGTGAGCGGGCTCTGATT
GGTGAGCGGGGACCTGG
GGTGAGCGGGGACCTGGGGAGGGC
GGTGAGCGGGGATGGC
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GGTGAGCGGGGATGGCGG
GGTGAGCGGGGCCTGAGCTGGAGG
GGTGAGCGGGGCTGG
GGTGAGCGGGGGCGGTG
GGTGAGCGGGGGCTGAG
GGTGAGCGGGGGCTGGCTC
GGTGAGCGGGGGCTGGCTCG
GGTGAGCGGGGGCTGGCTCGGC
GGTGAGCGGGGGCTGGCTCGGCC
ggtgagcgggtgagcgggtgag
GGTGAGCGGGTGTGTG
GGTGAGCGGTAACTGCGC
GGTGAGCGGTGAGCCCAGAAAGGAAG
GGTGAGCGGTGGGCGGG
GGTGAGCGGTGGGCGGGT
GGTGAGCGTCCCCCACGCAGCC
GGTGAGCGTGCGCCGG
GGTGAGCGTGCGCCGGGG
GGTGAGCGTGCGCCGGGGTC
GGTGAGCGTGCGCCGGGGTCTT
GGTGAGCGTGCTACTGG
GGTGAGCGTggggcce
GGTGAGCTAAAATTCTT
GGTGAGCTAGTACCCACT
GGTGAGCTATGACAAAG
GGTGAGCTATGGGAATC
GGTGAGCTATGGGAATCG
GGTGAGCTATTCCTCAGA
GGTGAGCTCAGGGAGGAA
GGTGAGCTCATGCCCCGGG
GGTGAGCTCCAACAGTG
GGTGAGCTCCCTCGAGTG
GGTGAGCTCCGCCTGGC
GGTGAGCTCCGGGCAC
GGTGAGCTCCGGGCACA
GGTGAGCTCcgggccc
GGTGAGCTCcgggcecg
GGTGAGCTCCGGGCCGG
GGTGAGCTCCGGTGAG
GGTGAGCTCCGGTGAGG
GGTGAGCTCCTGCAC
GGTGAGCTCCTGTGGCCCGTCTCT
GGTGAGCTCGGGGCAT
GGTGAGCTCGGGGCATCA -
GGTGAGCTCGGGGCATCAA
GGTGAGCTCGGGGCATCAAGCCGG
GGTGAGCTCGGGGCATCAAGCCGGAT
GGTGAGCTCGTCACTGGG
GGTGAGCTCTGGCCCCAG
GGTGAGCTCTGGGCCGC
GGTGAGCTCTGTAGGA
GGTGAGCTCTTCCGGGGATGCTT
GGTGAGCTCTTTATTG
GGTGAGCTCTTTATTGC
GGTGAGCTCTTTATTGCT
GGTGAGCTCTTTATTGCTGTCAGC
GGTGAGCTGAACAAACA
GGTGAGCTGARACAARACAG
GGTGAGCTGACAACCCGT
GGTGAGCTGAGTTTGGTCCA
GGTGAGCTGATCTTATTT

PCT/AU2011/000380

GGTGAGCTGCAGAAGGA
GGTGAGCTGCCAACAGC
GGTGAGCTGCCACCGAT
GGTGAGCTGCCCCAGG
GGTGAGCTGCCCCAGGA
GGTGAGCTGCCCTGTGGGCT
GGTGAGCTGCCGACGGCG
GGTGAGCTGCCGCTGGGC
GGTGAGCTGCCGGGCGG
GGTGAGCTGCCTGGCAGATGGGTCA
GGTGAGCTGCCTTCCTTT
GGTGAGCTGCGTTGGAGG
GGTGAGCTGCTAAAAACC
GGTGAGCTGCTTTCTGGGACCTGCGC
GGTGAGCTGCTTTGATAA
GGTGAGCTGGRAGGCTGTAGGACCGC
GGTGAGCTGGACAGTCAC
GGTGAGCTGGCATTCTG
GGTGAGCTGGCCGCACC
GGTGAGCTGGCTCGGCC
GGTGAGCTGGCTGGCAG
GGTGAGCTGGCTGGCAGG
GGTGAGCTGGGCCCAG
GGTGAGCTGGGCGAGGT
GGTGAGCTGGGGTGCT
GGTGAGCTGGGGTGCTG
GGTGAGCTGGGGTGGACT

- GGTGAGCTGGGTCGCTT

GGTGAGCTGGGTGCTGCC
GGTGAGCTGGTATTTCAA
GGTGAGCTGTCTCAGGCGGTCGG
GGTGAGCTGTGACCCCTG
GGTGAGCTGTGGCAGGG
GGTGAGCTGTGGCAGGGGC
GGTGAGCTGTGGGAGTTT
GGTGAGCTGTTGTGGCCG
GGTGAGCTGTTGTGGCCGG
GGTGAGCTGTTGTGGCCGGTT
GGTGAGCTTACCACCTA
GGTGAGCTTATTTAAGGA
GGTGAGCTTCTCTGTGCC
GGTGAGCTTGGGATCTGCGAC
GGTGAGCTTGGGGAGC

-GGTGAGCTTGGGGAGCTG

GGTGAGCTTGTCCGTCCTC
GGTGAGCTTGTCCGTCCTCTT
GGTGAGCTTTAGCGGGGAAG
GGTGAGCTTTATTATCGTG
GGTGAGCTTTGCCTGTG
GGTGAGCTTTGCCTIGTGC
GGTGAGCTTTTCTTGTA
GGTGAGCTTTTGTTTTC
GGTGAGCTTTTGTTTTCT
GGTGAGGAAAGAGTGGGT
GGTGAGGAAAGTATCAA
GGTGAGGAAAGTCCTGGA
GGTGAGGARAAGTCCTGGAGTTGGAGG
GGTGAGGAAAGTGCCACCTTC
GGTGAGGAAATGAGACCC
GGTGAGGAACACAGGAA
GGTGAGGAACCCTGCCTC
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GGTGAGGAACCTGGGGTA
GGTGAGGRACGGGCCTGGAAGA
GGTGAGGAACTTAGGTCTTTGGCTG
GGTGAGGAAGATCCTGTAATTTTT
GGTGAGGAAGATGGAG
GGTGAGGAAGATGGAGGGGTGCTA
GGTGAGGAAGGAACCACA
GGTGAGGAATTTCATT
GGTGAGGAATTTCATTC
GGTGAGGAATTTCATTCG
GGTGAGGAATTTCATTCGATTA
GGTGAGGAATTTCATTCGATTAGC
GGTGAGGACAACGCCTCCCGCC
GGTGAGGACAGCAGGCCC
GGTGAGGACAGGTACCC
GGTGAGGACAGGTGGGC
GGTGAGGACATGAGCCA
GGTGAGGACCACAGCAAGAATATGA
GGTGAGGACCCCAGCG
GGTGAGGACCCCAGGACCA
GGTGAGGACCCCCGTACC
GGTGAGGACCGCGGAGGTAACAG
GGTGAGGACCTGGACTC
GGTGAGGACCTGGCCC
GGTGAGGACCTGGGCGGCAGGGG
GGTGAGGACCTGGGGT
GGTGAGGACCTTICTCC
GGTGAGGACCTTCTCCCG
GGTGAGGACGGCCAGGTGT
GGTGAGGACGGTGCA
GGTGAGGACGGTGCAG
GGTGAGGACGGTGCAGC
GGTGAGGACTCTCCCGGCC
GGTGAGGACTCTTCACT
GGTGAGGACTGCGGTGCC
GGTGAGGACTGGGGGGA
GGTGAGGACTTGCCACACA
GGTGAGGAGAAGGGGCC
GGTGAGGAGAAGGGGCCTC
GGTGAGGAGAAGGTCTGA
GGTGAGGAGACTTGGAAC
GGTGAGGAGAGAAAACAGGGT
GGTGAGGAGAGARAGAGG
GGTGAGGAGAGAGAGAG - - -
GGTGAGGAGAGTGGTCAGGCCGCAGG
GGTGAGGAGAGTTTTTCC
GGTGAGGAGCACAGGGGGCCTGAGG
GGTGAGGAGCAGCTGGGT
GGTGAGGAGCAGGCCCGG
GGTGAGGAGCCAGGGGCT
GGTGAGGAGCCCGGAATCT
GGTGAGGAGCCCGGAATCTGG
GGTGAGGAGCCGGGGGCT
GGTGAGGAGCGGCCAGG
GGTGAGGAGCGGCCAGGG
GGTGAGGAGCGGCCCGG
GGTGAGGAGCGGGCTCTG
GGTGAGGAGCTACTTCGGGGC
GGTGAGGAGCTTGCCCCCTAAGT
GGTGAGGAGGAAATATAGTT
GGTGAGGAGGACGTGGG

PCT/AU2011/000380

GGTGAGGAGGATGAGGAA
GGTGAGGAGGCATTGAGA
GGTGAGGAGGCGCCAGG
GGTGAGGAGGCGCCAGGCGGCCGC
GGTGAGGAGGCGGGGCTA
GGTGAGGAGGCTCGGGG
GGTGAGGAGGCTGCC
GGTGAGGAGGGCACCAGGCCCG
GGTGAGGAGGGCGAAAG
GGTGAGGAGGGCGARAAGAGGGTCCG
GGTGAGGAGGGGGCGCGCTGL
GGTGAGGAGTCACACAGC
GGTGAGGAGTCCCTGGGC
GGTGAGGAGTTCGCCCCT
GGTGAGGAGTTCGCCCCTGGACTGA
GGTGAGGATAARATTTGT
GGTGAGGATCATGGATC
GGTGAGGATCCTGGGGCT
GGTGAGGATCGGCCGGGCAC
GGTGAGGATCTGGGCAG :
GGTGAGGATCTTGGCTTCACAGACAG
GGTGAGGATGCGCCCTTGA
GGTGAGGATGCGCCCTTGAG
GGTGAGGATGGCACAGT
GGTGAGGATGGCACAGTGA
GGTGAGGATGGCACAGTGACCTC
GGTGAGGATGGCCCCCGC
GGTGAGGATGGCCCCCGCCCCG
GGTGAGGATGGGGCGGG
GGTGAGGATGTATCAGCCTCC
GGTGAGGATTCTGAGGAG
GGTGAGGATTGCTTTAA
GGTGAGGATTGTCATCT
GGTGAGGATTTTTTTTTC
GGTGAGGCAACATTTGTA
GGTGAGGCAAGGACATT
GGTGAGGCAAGGACATTG
GGTGAGGCACCCTGAGA
GGTGAGGCACCGCCCAG
GGTGAGGCACCTTCACATTT
GGTGAGGCACGGGCAGAAAGGGGAC
GGTGAGGCACGTTGCAG
GGTGAGGCACTGCCC
GGTGAGGCACTGGGCTGTT .
GGTGAGGCACTGGGGCTG
GGTGAGGCAGAATGAAAA
GGTGAGGCAGCCTGGTGG
GGTGAGGCAGCGCGGGG
GGTGAGGCAGGAGAGGGAC
GGTGAGGCAGGCAAAAG
GGTGAGGCAGGCTCAAAT
GGTGAGGCAGGGACACG
GGTGAGGCAGGTGCCCT
GGTGAGGCAGTAGCAAAG
GGTGAGGCAGTAGCAAAGG
GGTGAGGCAGTAGCAAAGGGA
GGTGAGGCAGTAGCAAAGGGACCT
GGTGAGGCATAAGCTGC
GGTGAGGCATAGACAAC
GGTGAGGCATGGCAGTAT
GGTGAGGCATTTTTA
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GGTGAGGCCAAGGGCGCA
GGTGAGGCCACAGTGCG
GGTGAGGCCAGACGGGC
GGTGAGGCCAGAGATGTCCATCCT
GGTGAGGCCAGAGCCTC
GGTGAGGCCAGATACTG
GGTGAGGCCAGCTGGCT
GGTGAGGCCAGTGGGGCC
GGTGAGGCCCACAGAG
GGTGAGGCCCACAGAGG
GGTGAGGCCCACAGAGGA
GGTGAGGCCCAGGACAA
GGTGAGGCCCAGGGGAG
GGTGAGGCCCAGGGGAGC
GGTGAGGCCCAGGGGAGCCTGGGGAG
GGTGAGGCCCAGTGGTA
GGTGAGGCCCAGTGGTAG
GGTGAGGCCCCACCTTG
GGTGAGGCCCCACCTTGC
GGTGAGGCCCCAGAGCTC
GGTGAGGCCCCAGGCCAT
GGTGAGGCCCCCAGG
GGTGAGGCCCCCAGGC
GGTGAGGCCCCCAGGCA
GGTGAGGCCCCCAGGCAT
GGTGAGGCCCCCAGGCATCC
GGTGAGGCCCCCGATGG
GGTGAGGCCCCCGATGGG
GGTGAGGCCCCGCTCGCCG
GGTGAGGCCCCGCTCGCCGC
GGTGAGGCCCCGCTCGCCGCC
GGTGAGGCCCCGGCGGGGTGCTG
GGTGAGGCCCCGGCTGG
GGTGAGGCCCCGGCTGGG
GGTGAGGCCCCTCACTT
GGTGAGGCCCCTCACTTC
GGTGAGGCCCGAGGGCCC
GGTGAGGCCCGGGGTCCCCGGGG
GGTGAGGCCCGGGGTCCCCGGGGEG
GGTGAGGCCCGGGGTCCCCGGGGGL
GGTGAGGCCCTCCCATCCCCCC
GGTGAGGCCCTCCCC
GGTGAGGCCCTCCCCG
GGTGAGGCCCTCCCCGT
GGTGAGGCCCTCCCCGTC
GGTGAGGCCCTCGGGGG
GGTGAGGCCCTCGGGGGAGC
GGTGAGGCCCTGCACCCCACAGGC
GGTGAGGCCCTTCCCTCA
GGTGAGGCCCTTGCTGGG
GGTGAGGCCGACCAGGG
GGTGAGGCCGACCAGGGC
GGTGAGGCCGACTGCCT
GGTGAGGCCGAGATC
GGTGAGGCCGAGATCCGA
GGTGAGGCCGAGATCCGAC
GGTGAGGCCGCTTGGCCACAG
GGTGAGGCCGGCGCTGGGGA
GGTGAGGCCGGCTGTGT
GGTGAGGCCGGGCCCTT
GGTGAGGCCGGGCGCCCGGCAGC

PCT/AU2011/000380

GGTGAGGCCGGGCTGAGGG
GGTGAGGCCGGGTGCC
GGTGAGGCCGGGTGCCC
GGTGAGGCCTACTGCTTG
GGTGAGGCCTACTGCTTGGT
GGTGAGGCCTAGCCC
GGTGAGGCCTAGCCCC
GGTGAGGCCTAGCCCCT
GGTGAGGCCTCCCAGAG
GGTGAGGCCTCCCAGAGAAAGTCTGA
GGTGAGGCCTCCCTCTCC
GGTGAGGCCTGCTGCAG
GGTGAGGCCTGGCCCTC
GGTGAGGCCTGGGAGGC
GGTGAggcctgggaggg
GGTGAGGCCTGTGACG
GGTGAGGCCTGTGGGGCA
GGTGAGGCCTIGTGTGAG
GGTGAGGCCTTCCTGTA
GGTGAGGCCTTGGTGGG
GGTGAGGCGAGGAGCCGG
GGTGAGGCGATGARAGGGATG
GGTGAGGCGGAGAGAGG
GGTGAGGCGGAGAGAGGG
GGTGAGGCGGCATGGGGCTTG
GGTGAGGCGGCATGGGGCTTGCA
GGTGAGGCGGCCAAGTG
GGTGAGGCGGCCCGGCTCG
GGTGAGGCGGCCGGGTCAGGAGGCTG
GGTGAggcggeggtggeg
GGTGAGGCGGGCTCATCTGC
GGTGAGGCGGGGCCCTG
GGTGAGGCGGGGCCTGGCACTGC
GGTGAGGCGGGGCGTGAG
GGTGAGGCGGGGGCTGG
GGTGAGGCGGGGTCTGGGT
GGTGAGGCGGGTCCTT
GGTGAGGCGGTGCAGGT
GGTGAGGCGGTGCAGGTGGC
GGTGAGGCggtgggacg
GGTGAGGCGGTGGGCAA
GGTGAGGCGTCTCTGTTCT
GGTGAGGCTCAGGGGGA
GGTGAGGCTCAGGGGGATGGGTGCGT
GGTGAGGCTCCAGCTGT
GGTGAGGCTCCCTGGG
GGTGAGGCTCCCTGGGG
GGTGAGGCTCGCTGCGC
GGTGAGGCTCGGCAACA
GGTGAGGCTCTCCTTCAT
GGTGAGGCTCTCTGCACTTGGCCTGG
GGTGAGGCTCTGATGTG
GGTGAGGCTCTGCGCTC
GGTGAGGCTCTGGGGGCAGCAG
GGTGAGGCTCTTTTTATTAA
GGTGAGGCTCTTTTTATTAAT
GGTGAGGCTCTTTTTATTAATT
GGTGAGGCTGAGGTTCCACTGCCCAA
GGTGAGGCTGCAGCGG
GGTGAGGCTGCAGCGGGG
GGTGAGGCTGCAGGGCC
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GGTGAGGCTGCAGGGCCCTGCCA GGTGAGGGCAGGTGCA
GGTGAGGCTGCCCCAGA GGTGAGGGCAGGTGCAG
GGTGAGGCTGCCGGGCCCCG GGTGAGGGCAGGTGCTTGTG
GGTGAGGCTGCCGGGCCCCGGG GGTGAGGGCAGGTGGTGC
GGTGAGGCTGCCTGGGGA GGTGAGGGCATGGAGGAGGCTA
GGTGAGGCTGCGGACCC GGTGAGGGCCAGAgggg
GGTGAGGCTGCGGGGAGGGTGC GGTGAGGGCCCACACAG
GGTGAGGCTGCTGCTGG GGTGAGGGCCCCCTTGACAGTGCC
GGTGAGGCTGCTGCTGGGC GGTGAgggcceecgggce
GGTGAGGCTGCTGCTGGGCCCG GGTGAGGGCCCGGCCAGG
GGTGAGGCTGCTGCTGGGCCCGCGG GGTGAGGGCCCGGCCAGGGGGTGG
GGTGAGGCTGGCAGCCACCTGC GGTGAGGGCCCGGGGGGL
GGTGAGGCTGGCTTCC GGTGAGGGCCCTGCCCG
GGTGAGGCTGGGCAGG GGTGAGGGCCGAGAAGA
GGTGAGGCTGGGCATGAGGAG GGTGAGGGCCGGGCGGGTA
GGTGAGGCTGGGCCAGGG GGTGAGGGCCGGGTGGG
GGTGAGGCTGGGCTGAA GGTGAGGGCCGGTCCAGG
GGTGAGGCTGGGGCCCA GGTGAGGGCCTGGTGC
GGTGAGGCTGGGGCTCC GGTGAGGGCCTGTGTGG
GGTGAGGCTGGGGGCTT GGTGAGGGCCTGTGTGGT
GGTGAGGCTGGGTGGT GGTGAGGGCGCAGGCT
GGTGAGGCTGGGTGGTG GGTGAGGGCGCAGGCTC
GGTGAGGCTGGGTGGTGGCCCGTGGT GGTGAGGGCGCGGACCCAGcgggct
GGTGAGGCTGGTAGGCAAGGAAGAA GGTGAGGGCGGCCCGGG
GGTGAGGCTGTTCTCT GGTGAGGGCGGGGCTGA
GGTGAGGCTGTTCTCTG GGTGAGGGCGGGGCTGAG
GGTGAGGCTTCACGGAGGGCGTCCTG GGTGAGGGCTCGGCCCGC
GGTGAGGCTTCCTCATT GGTGAGGGCTGCACGCTG
GGTGAGGCTTCTGCTCCTGCA GGTGAGGGCTGGGCAGGT
GGTGAGGCTTGCTTCA GGTGAGGGCTGGGCAGGTGGG
GGTGAGGCTTGGGGATG GGTGAGGGCTGTGCTTT
GGTGAGGCTTGGGGCAC GGTGAGGGCTGTGCTTTT
GGTGAGGGAAGGTAGCATGGGAG GGTGAGGGCTTGCGGGGC
GGTGAGGGACAGGAAGG GGTGAGGGGAACGGGCT
GGTGAGGGACCGGCCAG GGTGAGGGGAAGGTGGGG
GGTGAGGGACGACACCCT GGTGAGGGGACGGGCGGCGGG
GGTGAGGGACGCCCCGAAgecgecgg GGTGAGGGGACTGCTGAC
GGTGAGGGACTCAGGTGG GGTGAGGGGAGCCTTT
GGTGAGGGACTCAGGTGGGGCTGCA GGTGAGGGGAGGCTGCCAAGGCCCA
GGTGAGGGACTCCAGCT GGTGAGGGGAGGCTGCCAAGGCCCAG
GGTGAGGGACTCTCAGA GGTGAGGGGAGGGTGAG
GGTGAGGGACTCTGTGG GGTGAGGGGCAGGATGGGGGTGG
GGTGAGGGACTCTGTGGG GGTGAGGGGCCAAGGTGC

. GGTGAGGGACTGGGATT GGTGAGGGGCCCACAGG
GGTGAGGGACTGGGATTTG GGTGAGGGGCCCAGGGG
GGTGAGGGAGATACA GGTGAGGGGCCCTGGGGGTCCGGTAG
GGTGAGGGAGATACACTG GGTGAGGGGCCCTTCCA
GGTGAGGGAGCCAAGCCA GGTGAGGGGCCTCGGGCG
GGTGAGGGAGCTGAGAT GGTGAGGGGCGAGAGGC
GGTGAGGGAGGCCCACTC GGTGAGGGGCGAGAGGCGAGGGCCCC
GGTGAGGGAGGGAGAT GGTGAGGGGCGCGGTGTGG
GGTGAGGGAGGGAGATG GGTGAGGGGCTAGGGTGTGGGGGE
GGtgagggagggtggg GGTGAGGGGCTATCTGC
GGtgagggagggtgggg GGTGAGGGGCTATCTGCA
GGTGAGGGAGTGCGTGTG GGTGAGGGGCTCGGGTTCCTTGGGCT
GGTGAGGGCAAGAAAAG GGTGAGGGGCTGCAGTG
GGTGAGGGCAAGGGCCCT GGTGAGGGGCTGGCTCTTGCGGT
GGTGAGGGCAGCCTGG GGTGAGGGGCTGGCTCTTGCGGTT
GGTGAGGGCAGGCCGC GGTGAGGGGCTGGGCACA
GGTGAGGGCAGGCCGCGG GGTGAGGGGCTGGGGC
GGTGAGGGCAGGCCGCGGE GGTGAGGGGCTGTAGGGA
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GGTGAGGGGCTGTGACCC
GGTGAGGGGGACGTGTGTGTGCGACA
GGTGAGGGGGATATGAGC
GGTGAGGGGGCCTCCTGG
GGTGAGGGGGCCTCCTGGGAAAGTG
GGTGAGGGGGCTCCTGC
GGTGAGGGGGGAGGGGCG
GGTGAGGGGGGCAGGGG
GGTGAGGGGGGCTTCAG
GGTGAGGGGGGTGTGA
GGTGAGGGGGGTGTGAG
GGTGAGGGGGGTGTGAGC
GGTGAGGGGGTCTGGGGT
GGTGAGGGGGTGGGAAG
GGTGAGGGGGTGGGAAGC
GGTGAGGGGGTTAGAGG
GGTGAGGGGGTTCGGGCG
GGTGAGGGGGTTGTG
GGTGAGGGGGTTGTGA
GGTGAGGGGGTTGTGAG
GGTGAGGGGGTTGTGAGG
GGTGAGGGGGTTGTGAGGG
GGTGAGGGGGTTGTGAGGGTG
GGTGAGGGGGTTGTGAGGGTGG
GGTGAGGGGGTTGTGAGGGTGGTGG
GGTGAGGGGTAAATGGAG
GGTGAGGGGTACTTCCC
GGTGAGGGGTGGGCTGA
GGTGAGGGGTTGCGGGG
GGTGAGGGGTTTTCCTCTAGAAA
GGTGAGGGTCATCTCGGCTCCCAC
GGTGAGGGTCCCAGCAG
GGTGAGGGTCCCAGCAGG
GGTGAGGGTCCCAGCAGGG
GGTGAGGGTCCCCCGGGC
GGTGAGGGTCCCTGCTC
GGTGAGGGTCTTGGGTGTT
GGTGAGGGTGCAGGGCTG
GGTGAGGGTGCTGGGCCT
GGTGAGGGTGGCGCCCC
GGTGAGGGTGGCGCCCCA
GGTGAGGGTGGCGCGGAG
GGTGAGGGTGGCTAGGTC
GGTGAGGGTGGTGGACGAAGCTG
GGTGAGGGTGGTGTGTGTGCAGGAGT
GGTGAGGGTGTCCCGCA
GGTGAGGGTGTCCCGCAGTC
GGTGAGGGTTGGGGTC
GGTGAGGGTTTCTAACCAG
GGTGAGGGTTTTATA
GGTGAGGGTTTTATAG
GGTGAGGTAACCTGAGAGCACCA
GGTGAGGTCAATTAGC
GGTGAGGTCAATTAGCATTCTTA
GGTGAGGTCCATTAGTAGAGCTAAAG
GGTGAGGTCCCCACCCT
GGTGAGGTCCCCACCCTC
GGTGAGGTCCGCCACGGGGCGTA
GGTGAGGTCCGGATGTGGG
GGTGAGGTCCTCCCACCGCCTCCCA
GGTGAGGTCTACCCGCC

PCT/AU2011/000380

GGTGAGGTCTGGATACTCCC
GGTGAGGTCTTCCGCTC
GGTGAGGTCTTCCTAGGA
GGTGAGGTGCAGGGGTGG
GGTGAGGTGCCCTGGCGTAGACC
GGTGAGGTGCCTGGCGGC
GGTGAGGTGCTGTTTCTG
GGTGAGGTGGAGTGGAC
GGTGAGGTGGCAGGGCA
GGTGAGGTGGCAGGGCAT
GGTGAGGTGGCCTGGGG
GGTGAGGTGGGAAAGCC
GGTGAGGTGGGAAAGCCA
GGTGAGGTGGGAGGAGC
GGTGAGGTGGGAGGAGCCAGGGAA
GGTGAGGTGGGCCATCCC
GGTGAGGTGGGCCATCCCGG
GGTGAGGTGGGGGGGCACAGGTGTCA
GGTGAGGTGGGTGGGTG
GGTGAGGTGGTCAAAAATATTTCTG
GGTGAGGTGGTGGAGACACACCA
GGTGAGGTGGTGGAGACACACCAGA
GGTGAGGTGGTGGAGACACACCAGAG
GGTGAGGTGTACTGTTAA
GGTGAGGTGTACTGTTAATAA
GGTGAGGTGTACTGTTAATAAG
GGTGAGGTGTGACTA
GGTGAGGTGTGACTAA
GGTGAGGTGTGACTAAG
GGTGAGGTGTGGTCCCAG
GGTGAGGTTAGGACAGCA
GGTGAGGTTCTCATCGAT
GGTGAGGTTCTTCATCTCCTTCAGGT
GGTGAGGTTCTTGGCT
GGTGAGGTTCTTGGCTG
GGTGAGGTTTATCCAGT
GGTGAGGTTTGGGGca
GGTGAGGTTTGGGGcac
GGTGAGGTTTTGTTTCT
GGTGAGGTTTTGTTTCTG
GGTGAGGTTTTGTTTCTGG
GGTGAGGTTTTGTTTCTGGA
GGTGAGTAAAAGtaaaataaata
GGTGAGTAARAGTGTGT
GGTGAGTAAAATAGAGGAGATTTA
GGTGAGTAAAGGGCCAACAGGGTAAG
GGTGAGTAACAGAAGAC
GGTGAGTAACCCAGACA
GGTGAGTAACCCAGACAC
GGTGAGTAACCCAGACACCCT
GGTGAGTAAGGCTGCGG
GGTGAGTAAGGCTGCGGC
GGTGAGTAAGGGTCACC
GGTGAGTAAGGTCAATCT
GGTGAGTAAGGTCCACACTCACCTGA
GGTGAGTAATAAAGGCTTTCACACTG
GGTGAGTAATAACTGTTT
GGTGAGTAATAGACTCAGGA
GGTGAGTAATAGGGRAAAARATTGGTG
GGTGAGTAATATGATT
GGTGAGTAATATGATTT
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GGTGAGTAATATGATTTA
GGTGAGTAATATGATTTAAAC
GGTGAGTAATCATCTCTG
GGTGAGTAATGGATGAGT
GGTGAGTACACTTTGTGC
GGTGAGTACACTTTGTGCT
GGTGAGTACAGCAAGTCA
GGTGAGTACAGCGGGC
GGTGAGTACAGCGGGCC
GGTGAGTACAGCTGAC
GGTGAGTACAGGGGTGC
GGTGAGTACATTTCTA
GGTGAGTACATTTCTACT
GGTGAGTACCACGGCTGG
GGTGAGTACCAGCTGC
GGTGAGTACCAGCTGCT
GGTGAGTACCATGGTGT
GGTGAGTACCCAGAGCCCTGGG
GGTGAGTACCCAGAGCCCTGGGAA
GGTGAGTACCCCGTGGGC
GGTGAGTACCCTGCCCG
GGTGAGTACCTATGAGCT
GGTGAGTACCTIGTGGTTGTCT
GGTGAGTACCTTTCGGGCCGCGTA
GGTGAGTACCTTTCTAT
GGTGAGTACCTTTCTATG
GGTGAGTACGTCCCCCAG
GGTGAGTACGTTTCATC
GGTGAGTACTCAAGGAAGAT
GGTGAGTACTCAAGGAAGATA
GGTGAGTACTCAAGGAAGATAAT
GGTGAGTACTCAAGGAAGATAATT
GGTGAGTACTCAAGGAAGATAATTA
GGTGAGTACTCCATTGTG _
GGTGAGTACTGICTGACATTACTTT
GGTGAGTAGARAAGCTG
GGTGAGTAGARAAGCTGG
GGTGAGTAGAACGATTTGGGCCGGCA
GGTGAGTAGAACTTTAAA
GGTGAGTAGAAGACCTG
GGTGAGTAGAGAATGAGCAGGA
GGTGAGTAGAGATAGTTCAC
GGTGAGTAGATGATTTTTAAA

- GGTGAGTAGATGGGTCAG -

GGTGAGTAGATTGTAAG
GGTGAGTAGCACTGCTG
GGTGAGTAGCACTGCTGC
GGTGAGTAGCAGCCTT
GGTGAGTAGCAGCCTTC
GGTGAGTAGCAGCCTTCT
GGTGAGTAGCCACTC
GGTGAGTAGCCGGCGCG
GGTGAGTAGCCTGGATG
GGTGAGTAGCCTGGGTCAG
GGTGAGTAGCGCTGTTICTC
GGTGAGTAGCTCTTCCAGG
GGTGAGTAGCTGCCCCATCTTAAG
GGTGAGTAGCTGCCTGC
GGTGAGTAGCTTCCAAG
GGTGAGTAGGAATAGGCTGGTTGGG
GGTGAGTAGGACAAATTGTTTGTTT

PCT/AU2011/000380

GGTGAGTAGGATTTGAC
GGTGAGTAGGCACCCC
GGTGAGTAGGCACCCCA
GGTGAGTAGGCACCCCAA
GGTGAGTAGGCACCCCAAC
GGTGAGTAGGCAGGCCCA
GGTGAGTAGGCTCAGCATCTGGTG
GGTGAGTAGGCTGTGGAG
GGTGAGTAGGGAGTAGG
GGTGAGTAGGGTTGGGC
GGTGAGTAGGTATAGAAATCAGCC
GGTGAGTAGGTICTGTTAGCCTGGA
GGTGAGTAGTAAGARA
GGTGAGTAGTAAGAAAT
GGTGAGTAGTAAGAAATGAAGA
GGTGAGTAGTAATCATCT
GGTGAGTAGTGATGTTG
GGTGAGTAGTGATGTTGT
GGTGAGTAGTGCTTCATACGT
GGTGAGTAGTGGTAGGGT
GGTGAGTAGTGGTGGGGA
GGTGAGTAGTTACCAATTCTAG
GGTGAGTAGTTTTTGTGAACA
GGTGAGTATAAGAATAG
GGTGAGTATAGCACCAAG
GGTGAGTATATAAACTCTA
GGTGAGTATCCTGTTAAG
GGTGAGTATCTCGGCAG
GGTGAGTATCTCGGCAGG
GGTGAGTATCTCTGCTCGTCACCGA
GGTGAGTATGAGTAT
GGTGAGTATGGACTCAG
GGTGAGTATGGACTCAGGTGGCTG
GGTGAGTATGGACTCAGGTGGCTGA
GGTGAGTATGGACTCAGGTGGCTGAA
GGTGAGTATGGGAACTA
GGTGAGTATGGGCAGTT
GGTGAGTATGGGGCCTGGGTGA
GGTGAGTATGGTGGA
GGTGAGTATGGTGTGTGC
GGTGAGTATGTTACCTTTGT
GGTGAGTATGTTTATTTA
GGTGAGTATTATCCCCTGTTA

- GGTGAGTATTCATAAAGCATTTCATC

GGTGAGTATTCCTAGCCCTGG
GGTGAGTATTCTTTCAG
GGTGAGTATTCTTTCAGG
GGTGAGTATTGCCTT
GGTGAGTATTGCCTTT
GGTGAGTATTGCCTTITG
GGTGAGTATTGCCTTTGG
GGTGAGTATTGCCTTTGGC
GGTGAGTATTGCCTTTGGCC
GGTGAGTATTGCCTTTGGCCC
GGTGAGTATTTGAAATCTCT
GGTGAGTATTTITTCCAC
GGTGAGTATTTTTCCACT
GGTGAGTCAATTTAGTAGTACTGTT
GGTGAGTCACAGAGCTGGGG
GGTGAGTCACAGAGCTGGGGC
GGTGAGTCACCAACAC
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GGTGAGTCACCAACACCC
GGTGAGTCACCTCCAC
GGTGAGTCACGCACACCT
GGTGAGTCACGTGCCTC
GGTGAGTCACGTGCCTCT
GGTGAGTCACTGGGAAC
GGTGAGTCACTGTTTAAG
GGTGAGTCAGATGTTCCTTTTCCCAA
GGTGAGTCAGCCAGC
GGTGAGTCAGCCAGCC
GGTGAGTCAGCCTTGGT
GGTGAGTCAGGAGCCTCC
GGTGAGTCAGGCTGT
GGTGAGTCAGTCTGTTC
GGTGAGTCAGTCTGTTCA
GGTGAGTCAGTCTTTTTG
GGTGAGTCAGTGCAGCG
GGTGAGTCAGTGGACCCC
GGTGAGTCAGTTAATGACTAATGC
GGTGAGTCATGGGAG
GGTGAGTCATGGGAGC
GGTGAGTCCAAGCTCTT
GGTGAGTCCACACAGGGT
GGTGAGTCCACTGCTTCC
GGTGAGTCCAGACCATA
GGTGAGTCCAGCCCATTGGTAA
GGTGAGTCCAGCCCATTGGTAAGACC
GGTGAGTCCAGCCCCCCTG
GGTGAGTCCAGCCCCCCTGATGGA
GGTGAGTCCAGCTCTCCTGC
GGTGAGTCCAGGGGGGT
GGTGAGTCCATTGCAT
GGTGAGTCCATTGCATTA
GGTGAGTCCCACCTGGT
GGTGAGTCCCAGTCCTGC
GGTGAGTCCCAGTCCTGCC
GGTGAGTCCCCACTGTAG
GGTGAGTCCCCAGCGGC
GGTGAGTCCCCGCCGCACG
GGTGAGTCCCCGCCGCACGG
GGTGAGTCCCCGCCGCACGGC
GGTGAGTCCCCGGTCGCT
GGTGAGTCCCCTGTGCC
GGTGAGTCCCGGACCCC
GGTGAGTCCCGGCTGAT
GGTGAGTCCCGGGGTGCC
GGTGAGTCCCTACTGGA
GGTGAGTCCCTATCTGT
GGTGAGTCCCTATCTGTTC
GGTGAGTCCCTATCTGTTCCAGG
GGTGAGTCCCTCCATGC
GGTGAGTCCCTGCGAG
GGTGAGTCCCTGTGGCC
GGTGAGTCCCTTGCCCA
GGTGAGTCCGAGCGGCCG
GGTGAGTCCGCAGCCCTC
GGTGAGTCCGGAATTTT
GGTGAGTCCGGAATTTTT
GGTGAGTCCGGAATTTTTT
GGTGAGTCCGGGTTCCTACGCTGAC
GGTGAGTCCTCACGTCCC
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GGTGAGTCCTCCAGCAGA
GGTGAGTCCTCCAGCAGAGGCAAGAG
GGTGAGTCCTCGGCTT
GGTGAGTCCTCGGCTTTG
GGTGAGTCCTCTGATTCTGGTATCT
GGTGAGTCCTGARAGCCC
GGTGAGTCCTGAAGCCCT
GGTGAGTCCTGCCCGGC
GGTGAGTCCTGGATTCTA
GGTGAGTCCTGGCCTGG
GGTGAGTCCTGGCCTGGT
GGTGAGTCCTGGGAGGCG
GGTGAGTCCTGGGATGCT
GGTGAGTCCTGGTGGCTC
GGTGAGTCCTTCCAACACCCC
GGTGAGTCCTTCCAACACCCCGGGCC
GGTGAGTCCTTTCCTCTGGATTT
GGTGAGTCGAGCCTGTCT
GGTGAGTCGCAAGAGCCGT
GGTGAGTCGCACACGGA
GGTGAGTCGCACGTCGccecc
GGTGAGTCGCACGTCGccccy
GGTGAGTCGCACGTCGcecccge
GGTGAGTCGCACGTCGecccgeg
GGTGAGTCGCACGTCGecccgege
GGTGAGTCGCACGTCGcecccgegcee
GGTGAGTCGCATTTCCTG
GGTGAGTCGGCGAGTCG
GGTGAGTCGGCGAGTCGG
GGTGAGTCGGCGGCCTGGCCGCAGAG
GGTGAGTCGGGCCTCTG
GGTGAGTCGGGTGCCTGACCA
GGTGAGTCGTCCCCAGT
GGTGAGTCGTGTATGGA
GGTGAGTCGTITTTTA
GGTGAGTCTAAGTCAARATAATAGGG
GGTGAGTCTAATGTGGCCC
GGTGAGTCTAATGTGGCCCG
GGTGAGTCTAATTTT
GGTGAGTCTAATTTTT
GGTGAGTCTAATTTTTG
GGTGAGTCTAATTTTTGT
GGTGAGTCTACTAGAA
GGTGAGTCTACTAGAAT
GGTGAGTCTACTAGAATCAT
GGTGAGTCTACTCCCCT
GGTGAGTCTACTCCCCTT
GGTGAGTCTAGAATGTG
GGTGAGTCTAGATAGAACT
GGTGAGTCTCCAGGCTC
GGTGAGTCTCCTTCCTT
GGTGAGTCTCTAGCCCT
GGTGAGTCTCTCCTTCCTCTTCCT
GGTGAGTCTCTGGGTT
GGTGAGTCTCTGGGTTTT
GGTGAGTCTCTGTTCT
GGTGAGTCTGAAATAAG
GGTGAGTCTGAGAAACA
GGTGAGTCTGAGACAAGT
GGTGAGTCTGCAGGGTC
GGTGAGTCTGCAGGGTCTGCTTG
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GGTGAGTCTGCAGGGTCTGCTTGTCA
GGTGAGTCTGCATACGGT
GGTGAGTCTGCGTTCGT
GGTGAGTCTGCTATCCCCCTCATC
GGTGAGTCTGGARAGCTT
GGTGAGTCTGGAAGCTTC
GGTGAGTCTGGAATGAT
GGTGAGTCTGGGCACCCT
GGTGAGTCTGTGAACTCCTTCG
GGTGAGTCTGTGCCCA
GGTGAGTCTGTGCCCAT
GGTGAGTCTGTGCCCATC
GGTGAGTCTGTGCCCATCT
GGTGAGTCTGTGGCCTCT
GGTGAGTCTGTGTCCCTT
GGTGAGTCTGTGTCTTCT
GGTGAGTCTGTGTCTTCTC
GGTGAGTCTGTGTGGTAGATTG
GGTGAGTCTTATTGTTAGAG
GGTGAGTCTTCATATTTT
GGTGAGTCTTGGGGACC
GGTGAGTCTITTCTTCCTC
GGTGAGTCTTTTCAGCTTCT
GGTGAGTGAAACCGGA
GGTGAGTGAAAGATTATA
GGTGAGTGAAAGATTATAACCATAG
GGTGAGTGAACAAGTACTA
GGTGAGTGAACATATTATTTAAGATA
GGTGAGTGAAGAGCCGGGC
GGTGAGTGAAGCCTTGAGTGT
GGTGAGTGAATCTCAAG
GGTGAGTGAATCTCAAGAGGAA
GGTGAGTGAATCTCAAGAGGAARA
GGTGAGTGAATCTCAAGAGGAAAAG
GGTGAGTGAATGAGCTGCT
GGTGAGTGAATTTGTGGGGAA
GGTGAGTGACAACGACGG
GGTGAGTGACACCAGGA
GGTGAGTGACAGCACTT
GGTGAGTGACATCTGGG
GGTGAGTGACATTGATT
GGTGAGTGACCCCAGTAG
GGTGAGTGACCCCCGGCCCGG
GGTGAGTGACGAGAGT
GGTGAGTGACGAGAGTC
GGTGAGTGACGAGAGTCA
GGTGAGTGACTGCCCCGCC
GGTGAGTGACTGGCATGCAC
GGTGAGTGACTGGTAGG
GGTGAGTGAGAATATATC
GGTGAGTGAGACACTGTAATTACA
GGTGAGTGAGAGTGGGGC
GGTGAGTGAGATCTTA
GGTGAGTGAGCAAAAGG
GGTGAGTGAGCAAAAGGGAGGGT
GGTGAGTGAGCAAAAGGGAGGGTGT
GGTGAGTGAGCCAGAG
GGTGAGTGAGCCAGAGGTGGGGTGC
GGTGAGTGAGCCCGCC
GGTGAGTGAGCCCTGGG
GGTGAGTGAGCGATGTCTTG
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GGTGAGTGAGCGATGTCTTGG
GGTGAGTGAGGACTGCC
GGTGAGTGAGGACTGCCG
GGTGAGTGAGGAGGGCTGGAG
GGTGAGTGAGGCCCAGG
GGTGAGTGAGGCCCTGG
GGTGAGTGAGGCCCTGGG
GGTGAGTGAGGCGGGCCAGGCCCG
GGTGAGTGAGGCGGGCCAGGCCCGGA
GGTGAGTGAGGCTCTGAG
GGTGAGTGAGGCTGGCCC
GGTGAGTGAGGCTGGCGC
GGTGAGTGAGGCTTG
GGTGAGTGAGGCTTGG
GGTGAGTGAGGCTTGGG
GGTGAGTGAGGGGCCGT
GGTGAGTGAGGTCGC
GGTGAGTGAGGTGAACG
GGTGAGTGAGGTGCTGTCC
GGTGAGTGAGTGCCTGT
GGTGAGTGAGTGGCACT
GGTGAGTGAGTGGCACTG
GGTGAGTGAGTGGCTG
GGTGAGTGAGTGGCTGG
GGTGAGTGAGTGGCTGGG
GGTGAGTGAGTGGGGTC
GGTGAGTGAGTGTCCAC
GGTGAGTGAGTTGGGTCA
GGTGAGTGAGTTGGGTCAG
GGTGAGTGATATTTTTCTCTTGAG
GGTGAGTGATATTTTTCTCITGAGTA
GGTGAGTGATGGAAGACTTGGGAAG
GGTGAGTGATGGAGGCA
GGTGAGTGATGTGAGGT
GGTGAGTGATGTGGCACT
GGTGAGTGATTTGGATGG
GGTGAGTGCAAGTGGGGGTGGGCCTG
GGTGAGTGCACACCAGT
GGTGAGTGCACAGCT
GGTGAGTGCACAGGGCA
GGTGAGTGCAGAAGGGG
GGTGAGTGCAGAGGGCT
GGTGAGTGCAGCAGGCC
GGTGAGTGCAGCAGGGC
GGTGAGTGCAGCAGGGCG
GGTGAGTGCAGCAGTGC
GGTGAGTGCAGCCCCTG
GGTGAGTGCAGCCGGGG
GGTGAGTGCAGCCTGGGA
GGTGAGTGCAGGCAGCC
GGTGAGTGCAGGGTGGG
GGTGAGTGCATCGCTGAGC
GGTGAGTGCATTATGCTAGTCTCGT
GGTGAGTGCATTGAC
GGTGAGTGCCACCCACT
GGTGAGTGCCACCCGG
GGTGAGTGCCACCCTAGC
GGTGAGTGCCAGCCTC
GGTGAGTGCCAGCCTT
GGTGAGTGCCATGAGTG
GGTGAGTGCCCACGATG
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GGTGAGTGCCCACGATGA
GGTGAGTGCCCAGCCAgtggggc
GGTGAGTGCCCAGGCAG
GGTGAGTGCCCAGGCCCA
GGTGAGTGCCCAGGCCCAC
GGTGAGTGCCCAGGGAA
GGTGAGTGCCCAGGGAAC
GGTGAGTGCCCAGGGAACTA
GGTGAGTGCCCATCTT
GGTGAGTGCCCCACACCA
GGTGAGTGCCCCGCAG
GGTGAGTGCCCCTGCGG
GGTGAGTGCCCGCTGTGG
GGTGAGTGCCCGCTGTGGC
GGTGAGTGCCCTTGAGGG
GGTGAGTGCCGGGTCCTG
GGTGAGTGCCGGTGCCT
GGTGAGTGCCGTCTCAA
GGTGAGTGCCGTCTCAACGGTA
GGTGAGTGCCTCACTGCCCTGT
GGTGAGTGCCTCGCCAC
GGTGAGTGCCTCTGCCC
GGTGAGTGCCTCTGCCCTA
GGTGAGTGCCTGCGGAG
GGTGAGTGCCTGGGCT
GGTGAGTGCCTGGGCTG
GGTGAGTGCCTGTTC
GGTGAGTGCCTTCCCTTC
GGTGAGTGCCTTGTGGT
GGTGAGTGCCTTGTGGTG
GGTGAGTgcgcececgceccy
GGTGAGTGCGCGGCCCGGAGGCCGCT
GGTGAGTgcgcggcgcece
GGTGAGTgcgcggecgccgge
GGTGAGTgcgcggcgccggecgggg
GGTGAGTGCGGCGGGGCTGG
GGTGAGTGCGGGAGGCGCGGA
GGTGAGTGCGGGCCCGC
GGTGAGTGCGGGGTGTC
GGTGAGTGCGGGGTGTCTT
GGTGAGTGCTACCACCCT
GGTGAGTGCTACCTCTGTTGT
GGTGAGTGCTATTTTTGG
GGTGAGTGCTCAGGGCT
GGTGAGTGCTCCAGTAG
GGTGAGTGCTCCAGTAGA
GGTGAGTGCTICCTGGGCC
GGTGAGTGCTCGTGGGGAATGAGAGA
GGTGAGTGCTCTCCATGGG
GGTGAGTGCTGACTTGG
GGTGAGTGCTGAGTTTTC
GGTGAGTGCTGCARAGGGCGGGGTGC
GGTGAGTGCTGCATGAGG
GGTGAGTGCTGCCCCGGGGCAtgctyg
GGTGAGTGCTGCTCAGC
GGTGAGTGCTGCTCAGCCTTG
GGTGAGTGCTIGCTTTGC
GGTGAGTGCTIGCTTTGCT
GGTGAGTGCTGGCCG
GGTGAGTGCTGGGAGCG
GGTGAGTGCTIGGTATGGT
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GGTGAGTGCTTCAAGGC
GGTGAGTGCTTTACTAG
GGTGAGTGGAAATACCATACAAACA
GGTGAGTGGAAGGTAGCA
GGTGAGTGGAATAATAC
GGTGAGTGGACATGGCT
GGTGAGTGGACATGGCTGG
GGTGAGTGGACTTCCCC
GGTGAGTGGAGAAAGATG
GGTGAGTGGAGCAGAAT
GGTGAGTGGAGCCAGGA
GGTGAGTGGAGCCGCTGCCTAC
GGTGAGTGGAGCCTCC
GGTGAGTGGAGGGCCCAG
GGTGAGTGGAGGGGCTGG
GGTGAGTGGAGTGGCAG
GGTGAGTGGATCCACTA
GGTGAGTGGATCGTGGG
GGTGAGTGGATTCAATCATG
GGTGAGTGGCACACAA
GGTGAGTGGCACACAAC
GGTGAGTGGCACACAACA
GGTGAGTGGCACACAACAC
GGTGAGTGGCACCACGC
GGTGAGTGGCAGACTGG
GGTGAGTGGCATAGTGTTATGCCT
GGTGAGTGGCCACAGTG
GGTGAGTGGCCACAGTGC”
GGTGAGTGGCCAGGGCGA
GGTGAGTGGCCATCGGT
GGTGAGTGGCCATCGGTC
GGTGAGTGGCCCCACCCTGAGGGTG
GGTGAGTGGCCCCCACA
GGTGAGTGGCCCCCCCG
GGTGAGTGGCCCCTTT
GGTGAGTGGCCCTCCA
GGTGAGTGGCCCTCCAT
GGTGAGTGGCCCTCGTC
GGTGAGTGGCCGGCG
GGTGAGTGGCCGGGGGT
GGTGAGTGGCCTGCTCC
GGTGAGTGGCCTGGTCC
GGTGAGTGGCGAAAGTG
GGTGAGTGGCGARAGTGG
GGTGAGTGGCGAAAGTGGTAGCAGT
GGTGAGTGGCGGCGGGGGACTCT
GGTGAGTGGCGTAGCCAGAGGAA
GGTGAGTGGCTCCACTGT
GGTGAGTGGCTCCTGCTA
GGTGAGTGGCTCTGAGC
GGTGAGTGGCTGAGTTG
GGTGAGTGGCTGATGAG
GGTGAGTGGCTGCCCCCC
GGTGAGTGGCTGCCGGGC
GGTGAGTGGCTGCCTGG
GGTGAGTGGCTGCCTGGRAGGCGTG
GGTGAGTGGCTGCCTGGCC
GGTGAGTGGCTGGCAGGA
GGTGAGTGGCTGGCTGG
GGTGAGTGGCTGGCTGGGTCCTGGG
GGTGAGTGGCTGGGCCCCGGCAGGGG
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GGTGAGTGGCTGGGGCT
GGTGAGTGGCTGGGTGG
GGTGAGTGGCTGTCG
GGTGAGTGGCTTTGGGTG
GGTGAGTGGCTTTGGGTGAGC
GGTGAGTGGCTTTGGGTGAGCTT
GGTGAGTGGCTTTGGGTGAGCTTT
GGTGAGTGGCTTTGGGTGAGCTTTTG
GGTGAGTGGGAAAAGGCC
GGTGAGTGGGAAGGAGG
GGTGAGTGGGACCCCAC
GGTGAGTGGGACCGCTG
GGTGAGTGGGACGACAGCT
GGTGAGTGGGAGCGTTC
GGTGAGTGGGAGGGTCC
GGTGAGTGGGAGGGTCCT
GGTGAGTGGGATACCGTG
GGTGAGTGGGATGCTCCT
GGTGAGTGGGCAAGACT
GGTGAGTGGGCAGGC
GGTGAGTGGGCATCCAC
GGTGAGTGGGCCATCATG
GGTGAGTGGGCCCACGG
GGTGAGTGGGCCTGGACC
GGTGAGTGGGCGCGGCA
GGTGAGTGGGCGCGGGGGCTGCTGC
GGTGAGTGGGCGGCGGGCGC
GGTGAGTGGGCTGGGCA
GGTGAGTGGGGAATC
GGTGAGTGGGGAATCTGT
GGTGAGTGGGGACTGGG
GGTGAGTGGGGACTGGGA
GGTGAGTGGGGACTGGGAGCTGGG
GGTGAGTGGGGACTGGGAGCTGGGGC
GGTGAGTGGGGACTTGGGAAGGA
GGTGAGTGGGGAGATGGGG
GGTGAGTGGGGAGCCCTT
GGTGAGTGGGGAGCTC
GGTGAGTGGGGAGCTCGG
GGTGAGTGGGGAGCTCGGG
GGTGAGTGGGGAGCTCGGGG
GGTGAGTGGGGAGCTCGGGGC
GGTGAGTGGGGAGCTCGGGGCT
GGTGAGTGGGGAGCTCGGGGCTC
GGTGAGTGGGGCCCTCT
GGTGAGTGGGGCGACTCGG
GGTGAGTGGGGCGACTCGGCA
GGTGAGTGGGGCGGCTGCTGCC
GGTGAGTGGGGCGGGCAG
GGTGAGTGGGGCGGGGCA
GGTGAGTGGGGCTGCTTCCCTGGA
GGTGAGTGGGGGCAGG
GGTGAGTGGGGGCAGGG
GGTGAGTGGGGGCTTG
GGTGAGTGGGGGCTTGGGAC
GGTGAGTGGGGTAGGGGT
GGTGAGTGGGGTGGGGCC
GGTGAGTGGGGTTGGTAG
GGTGAGTGGGGTTGGTAGGCATTGA
GGTGAGTGGGTACCCGGGCGGC
GGTGAGTGGGTGGGCGC
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GGTGAGTGGGTGTGCCCCTTC
GGTGAGTGGGTGTGGAC
GGTGAGTGGGTTTAGTTCACATCTGG
GGTGAGTGGGTTTGGC
GGTGAGTGGGTTTGGCT
GGTGAGTGGGTTTGGCTC
GGTGAGTGGGTTTGGCTCTTTCTTCT
GGTGAGTGGGTTTTCCG
GGTGAGTGGGTTTTTTGAA
GGTGAGTGGTCAGTCC
GGTGAGTGGTCGGTGGT
GGTGAGTGGTCGGTGGTC
GGTGAGTGGTCTGAG
GGTGAGTGGTCTGAGG
GGTGAGTGGTCTGAGGAG
GGTGAGTGGTGACTGCGG
GGTGAGTGGTGCCCAGC
GGTGAGTGGTGCGAGTG
GGTGAGTGGTGCTCTCT
GGTGAGTGGTGGGCGGTG
GGTGAGTGGTGGGGACGC
GGTGAGTGGTGGGTG
GGTGAGTGGTGGGTGCCC
GGTGAGTGGTGGGTGCCCAC
GCTGAGTGGTGTGGCCGG
GGTGAGTGGTGTTTTCAG
GGTGAGTGGTTCCAAR
GGTGAGTGGTTCCAAAC
GGTGAGTGGTTCTGCTT
GGTGAGTGGTTGCGCCGTCC
GGTGAGTGGTTTAGGCC
GGTGAGTGGTTTCGTT
GGTGAGTGGTTTCGTTT
GGTGAGTGTATCCCTCGGGTTT
GGTGAGTGTCACAGAGCTAGAAA
GGTGAGTGTCACTCCTG
GGTGAGTGTCACTCCTGC
GGTGAGTGTCACTGTCT
GGTGAGTGTCATCTTCA
GGTGAGTGTCATTAGACCT
GGTGAGTGTCCACGCCC
GGTGAGTGTCCACGCCCTCC
GGTGAGTGTCCAGTTCT
GGTGAGTGTCCCAGCTCCC
GGTGAGTGTCCCCAGCC
GGTGAGTGTCCCTCCACCC
GGTGAGTGTCCCTCCACCCT
GCTGAGTGTCCCTCCACCCTTC
GGTGAGTGTCCGCAGC
GGTGAGTGTCCGCAGCG
GCGTGAGTGTCCGCCCCA
GGTGAGTGTCGATCGG
GGTGAGTGTCGATCGGT
CGTGAGTGTCGATCGGTG
GGTGAGTGTCGCACCCTG
GGTGAGTGTCGTTTCT
GGTGAGTGTCTAGAGGGTGTTTC
GGTGAGTGTCTATGGGAGCGACG
GGTGAGTGTCTATGGGAGCGACGCGT
GGTGAGTGTCTCCAGCGG
GGTGAGTGTCTGGTGCG
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GGTGAGTGTCTGGTGTG
GGTGAGTGTCTTGGGGC
GGTGAGTGTGAAGGG
GGTGAGTGTGAGGCTGG
GGTGAGTGTGATATAGCTGGGGGA
GGTGAGTGTGCAGGCTGG
GGTGAGTGTGCATTGCCACATCATC
GGTGAGTGTGCCAGGCC
GGTGAGTGTGCCCCCTGCGCCG
GGTGAGTGTGCCTTTAAA
GGTGAGTGTGCGCGGG
GGTGAGTGTGCTAACACC
GGTGAGTGTGGCAGGTGC
GGTGAGTGTGGCCAGCAT
GGTGAGTGTGGCCGCTG
GGTGAGTGTGGCTCAGAG
GGTGAGTGTGGCTGGA
GGTGAGTGTGGCTGGAA
GGTGAGTGTGGCTGGAAG
GGTGAGTGTGGCTGGG
GGTGAGTGTGGCTGGGA
GGTGAGTGTGGCTTTGAG
GGTGAGTGTGGGAGACTCCTG
GGTGAGTGTGGGAGCAG
GGTGAGTGTGGGCACCA
GGTGAGTGTGGGCTCTGG
GGTGAGTGTGGGGCACA
GGTGAGTGTGGGGCT
GGTGAGTGTGGGGCTC
GGTGAGTGTGGGGCTCT
GGTGAGTGTGGGGCTCTG
GGTGAGTGTGGGGTGGC
GGTGAGTGTGGGGTGTC
GGTGAGTGTGGGTCTCT
GGTGAGTGTGGGTCTCTG
GGTGAGTGTIGGGTCTCTGT
GGTGAGTGIGGGTCTCTGTG
GGTGAGTGTGGGTCTCTGTGCGG
GGTGAGTGTGGGTCTCTGTGCGGCC
GGTGAGTGTGGTCTTACTCTCTCAGA
GGTGAGTGTGGTGAG
GGTGAGTGTIGGTGAGA
GGTGAGTGTGGTGCCAG
GGTGAGTGTGGTGCTCAG
GGTGAGTGTGTCAGGTC
GGTGAGTGTGTCAGGTCA
GGTGAGTGTGTCCTGGCC
GGTGAGTGTGTCCTGGCCCTAACC
GGTGAGTGTGTGACCCCA
GGTGAGTGTGTGTGAGACCCATATGC
GGTGAGTGTGTTCTTCC
GGTGAGTGTGTTGAGTA
GGTGAGTGTGTTTTGTA
GGTGAGTGTTACAAATA
GGTGAGTGTTACAAATACTAAA
GGTGAGTGTTCATTTC
GGTGAGTGTTCATTTCTGCTTTTGA
GGTGAGTGTTCTCCTGTTGGAGAAG
GGTGAGTGTTGGGCCTC
GGTGAGTGTTGGTACTGAGGA
GGTGAGTGTTGTGGTC

PCT/AU2011/000380

GGTGAGTGTTGTGGTCC
GGTGAGTGTTTCCTGCT
GGTGAGTGTTTCTCTG
GGTGAGTGtttcttcattca
GGTGAGTGTTTGCATG
GGTGAGTGTTTGCATGC
GGTGAGTGTTTGGAAGTCAGTTAAC
GGTGAGTGTTTTGGGGA
GGTGAGTTAAAAATCTG
GGTGAGTTAAATGAGTT
GGTGAGTTAAATGAGTTT
GGTGAGTTAAATGCATC
GGTGAGTTAAATTTCTTG
GGTGAGTTAAGACTAAA
GGTGAGTTAATTTTTCTCT
GGTGAGTTACTAATATGTAT
GGTGAGTTAGATTTTTTT
GGTGAGTTAGGATATAA
GGTGAGTTAGGGGAT
GGTGAGTTAGTCTCTCCCTCACGA
GGTGAGTTATATCATCCAACATGT
GGTGAGTTATCACTTCT
GGTGAGTTATCACTTCTG
GGTGAGTTATCCCGGTAC
GGTGAGTTATCTGTTC
GGTGAGTTATCTGTTCTCA
GGTGAGTTATCTGTTCTCAGCT
GGTGAGTTATCTGTTCTCAGCTTCC
GGTGAGTTATCTGTTCTCAGCTTCCC
GGTGAGTTATTGTTATG
GGTGAGttatttaaatatt
GGTGAGTTCACACGTGGT
GGTGAGTTCACTGAGCAGG
GGTGAGTTCAGAGGGACA
GGTGAGTTCAGCTTCTTTGTTTT
GGTGAGTTCCACATGA
GGTGAGTTCCACATGATT
GGTGAGTTCCATATATG
GGTGAGTTCCCAACTTA
GGTGAGTTCCCATAGCCT
GGTGAGTTCCCATAGCCTG
GGTGAGTTCCCTTTCCACATT
GGTGAGTTCCCTTTCCACATTA

~GGTGAGTTCCCTITTCCACATTAGG

GGTGAGTTCCTGGGAGG
GGTGAGTTCGCTGTCTGTC
GGTGAGTTCTCTGGGG
GGTGAGTTCTCTGGGGC
GGTGAGTTCTGAAGAAGCGA
GGTGAGTTCTGCAGGAC
GGTGAGTTCTGCGAGATGGCTC
GGTGAGTTCTTACCTTG
GGTGAGTTCTTGCttLL
GGTGAGTTCTTTCCTTT
GGTGAGTTCTTTTTTTCCTTITCtt
GGTGAGTTGARAAGAAGT
GGTGAGTTGAAACCAGA
GGTGAGTTGARAACCAGATTG
GGTGAGTTGAAACCAGATTGT
GGTGAGTTGAAACCAGATTGTG
GGTGAGTTGAAACCAGATTGTGA
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GGTGAGTTGAAACCAGATTGTGAA
GGTGAGTTGRAAACCAGATTGTGAAT
GGTGAGTTGAAACCAGATTGTGAATT
GGTGAGTTGAAATCTTGT
GGTGAGTTGAATACCTTTTACA
GGTGAGTTGAATGTAGT
GGTGAGTTGATAAATTAAGAT
GGTGAGTTGATAACACAAGAT
GGTGAGTTGATTTTAACT
GGTGAGTTGCATGTCTTG
GGTGAGTTGCCAGCCACA
GGTGAGTTGCCCTGCCG
GGTGAGTTGCCCTGCCGT
GGTGAGTTGCCTTGGTG
GGTGAGTTGCGTTTGTAAC
GGTGAGTTGCTATATAAAATTTGACT
GGTGAGTTGCTCACTTAGGGGAGGGC
GGTGAGTTGCTCTGAGT
GGTGAGTTGGAGGTCA
GGTGAGTTGGAGGTCAA
GGTGAGTTGGAGTTATA
GGTGAGTTGGATGARATGTTACATAA
GGTGAGTTGGATTCTTGG
GGTGAGTTGGccctggcectegyg
GGTGAGTTGGCTTTGGGG
GGTGAGTTGGGAGCAGG
GGTGAGTTGGGATCGGA
GGTGAGTTGGGCCAGGC
GGTGAGTTGGGCTCTACA
GGTGAGTTGGGGAAGC
GGTGAGTTGGGGAAGCC
GGTGAGTTGGGGAAGCCC
GGTGAGTTGGGGAAGCCCTTTTGCTG
GGTGAGTTGGGGCCCCT
GGTGAGTTGGGGCTGCGG
GGTGAGTTGGGGGCAA
GGTGAGTTGGGGGCAAA
GGTGAGTTGGGGGCAAAC
GGTGAGTTGGGGGCAAACCTGTGGGA
GGTGAGTTGGGGGCTG
GGTGAGTTGGGTAAACATGT
GGTGAGTTGGGTRAAACATGTTCTTGC
GGTGAGTTGGGTTACTGT
GGTGAGTTGGTTCTAAT
GGTGAGTTGTAARATC
GGTGAGTTGTAACAGGCA
GGTGAGTTGTAACCTAGTTTT
GGTGAGTTGTAACCTAGTTTTICTCT
GGTGAGTTGTAATTTTTAAAATG
GGTGAGTTGTACACAC
GGTGAGTTGTACACACA
GGTGAGTTGTAGTATCC
GGTGAGTTGTAGTTACTTG
GGTGAGTTGTCCCACAG
GGTGAGTTGTGGCCCTCT
GGTGAGTTGTGGCTTTAA
GGTGAGTTGTGTGAATTCATTC
GGTGAGTTGTTAGCCAA
GGTGAGTTGTTGGAAATT
GGTGAGTTTAAGATGAGGCAA
GGTGAGTTTACCCAGTC
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GGTGAGTTTATAAAATG
GGTGAGTTTATTAACAG
GGTGAGTTTCAAGTTCTA
GGTGAGTTTCAGAATCTTGGTTTAA
GGTGAGTTTCTCCTGCC
GGTGAGTTTCTCTTGGT
GGTGAGTTTCTGCATGA
GGTGAGTTTCTGGGCTT
GGTGAGTTTCTGGGCTTT o
GGTGAGTTTCTGGGTATGTGGATATT
GGTGAGTTTGAGGGTGC
GGTGAGTTTGAGGGTGCC
GGTGAGTTTGAGTGTAGTGT
GGTGAGTTTGATGGGCAA
GGTGAGTTTGCCGTAGC
GGTGAGTTTGCTCAATGG
GGTGAGTTTGCTTTTAATGAGAA
GGTGAGTTTGCTTTTGC
GGTGAGTTTGCTTTTGCTCAG
GGTGAGTTTGGAAGTAG
GGTGAGTTTGGCAAT
GGTGAGTTTGGCAATCA
GGTGAGTTTGGGCGAGT
GGTGAGTTTGTCAAGG
GGTGAGTTTGTTGGCC
GGTGAGTTTGTTGGCCAGTGTAGG
GGTGAGTTTTAAAGTATA
GGTGAGTTTTATATATT
GGTGAGTTTTATTCAGCATCCGAT
GGTGAGTTTTATTCAGCATCCGATCC
GGTGAGTTTTCAGAGGG
GGTGAGTTTTCAGATGGG
GGTGAGTTTTCCTTCTATTTCCTGA
GGTGAGTTTTGCTTCCT
GGTGAGTTTTGCTTCCTG
GGTGAGTTTTGTGGTATCAGAGAG
GGTGAGTTTTGTTTCACA
GGTGAGTTTTTATGCAGG
GGTGAGTTTTTATGCAGGATATGC
GGTGAGttttttaaagtg
GGTGAGTTTTTTCTTTTA
GGTGATAAACATAATGA
GGTGATAACATCTTACT
GGTGATAAGCTGTGGGA
GGTGATACATGTGGAAA
GGTGATACTTCTGTTTCA
GGTGATCAAGTGAGATGA
GGTGATCACATTTCACA
GGTGATCCCATATCTTT
GGTGATCCCATATCTTTTC
GGTGATCCCATATCTTTTCATC
GGTGATCGCACGGGGGC
GGTGATCGGGCCCCC
GGTGATGAAATATTAAATGTAATG
GGTGATGAATCCCCT
ggTGATGACTTTTATATGTAGCAACA
GGTGATGACTTTTTTCTTTCTA
GGTGATGAGACCCCTCCC
GGTGATGCAAGGCTTATTCCT
GGTGATGCAAGGCTTATTCCTT
GGTGATGCATGCCCAACTCCTCT
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GGTGATGCCCGCGCCCTC
GGTGATGCCTATTGCCT
GGTGATGCCTATTGCCTC
GGTGATGCCTATTGCCTCTGG
GGTGATGCCTATTGCCTCTGGC
GGTGATGCCTGCAACGCGA
GGTGATGCTGGGAAGGGAG
GGTGATGCTTCTCGCTC
GGTGATGGAGGAGGAGG
GGTGATGGAGGAGGAGGC
GGTGATGGAGGAGGAGGCAG
GGTGATGGAGGCGAGGAATG
GGTGATGGCAGCAGAAG
GGTGATGGCAGCAGAAGA
GGTGATGGCCCTGTCTGGGCG
GGTGATGGGGACCGCACC
GGTGATGTGGTGGCAAG
GGTGATGTGTCCGCCCA
GGTGATGTTATCAGTTT
GGTGATGTTATCAGTTTTTATTTTTT
GGTGATTATGGACCCAA
GGTGATTATTCGGGCAGTTTTATT
GGTGATTCTCCCTTTCTT
GGTGATTGCCGCGGGGTCC
GGTGATTGTTTITTCCCTT
GGTGATTTCCGTAAT
GGTGATTTCGGAATTGAG
GGTGATTTCTTTGCTCCC
GGTGCAACGGGGCAGGGG
GGTGCRAGGGCGGCAGGGTTACTGC
GGTGCACACTGGGTGGGCAGG
GGTGCACCATCCTCCGG
GGTGCACCATCCTCCGGG
GGTGCACCTTTGCCCATG
GGTGCACGCACAGGCCGCCCTCGTG
GGTGCACTTCACATCCA
GGTGCACTTGCTGTGCT
GGTGCAGACTGTAGATGG
GGTGCAGCACATGATGTC
GGTGCAGCCCCTGGCC
GGTGCAGCTGGTGATAAG
GGTGCAGGAACTCTGGC
GGTGCAGGATCAGGGCC
GGTGCAGGGGGAAGCCCC ...
GGTGCAGTATCCAGAAGG
GGTGCAGTGACCGGACCCCTGGATCC
GGTGCAGTTCCCTGCCC
GGTGCAGTTGGGTGGGG
GGTGCATACATGCCCCCT
GGTGCATCCTTCTTCGA
GGTGCATGGGATCAATGGGACCC
GGTGCATGGGATCAATGGGACCCA
GGTGCATTACGTACTCCTAAGAGAG
GGTGCATTCTTTGTTTAT
GGTGCCAACCCACCCCTCGGCACTC
GGTGCCACCCGTCCGCT
GGTGCCACCTCCACCTG
GGTGCCACCTTGAAGCAGA
GGTGCCAGCCCGCTGGGGCCGGGEG
GGTGCCAGCCGCACAGACGCTGA
GGTGCCAGCTGGGTGGG
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GGTGCCCCAGCATTCTT
GGTGCCCTACAGAGAAG
GGTGCCCIGTGAACCCT
GGTGCCGCTCGCGGTG
GGTGCCGGGGAGGTCTG
GGTGCCTACATGAGTGAGCGTG
GGTGCCTCCCTGCCGA
GGTGCCTGATTTTCAGAAAGACTTC
GGTGCCTGCACCACCC
GGTGCCTGCATTGGACCCTAGG
GGTGCCTGGAGGTTGGG
GGTGCCTGGAGGTTGGGG
GGTGCCTGGGCCCAGGG
GGTGCGAAACCTCCCTTT
GGTGCGAAGGAGGCGGGG
GGTGCGAGAACAATAAAG
GGTGCGAGCCTGTGCCC
GGTGCGAGTCATGTCTGTT
GGTGCGAGTCATGTCIGTTTTCT
GGTGCGAGTCATGTCTGTTTTCTT
GGTGCGAGTCATGTCTGTTTTCTTC
GGTGCGATCCCACCCC
GGTGCGATCCCACCCCT
GGTGCGATCCCACCCCTC
GGTGCGATTGAGGGTTGG
GGTGCGCAcgggccggg
GGTGCGCAGAGAGTTTT
GGTGCGCAGCACAGCCCA
GGTGCGCAGCCACCCTG
GGTGCGCAGCCACCCTGGCCCCCCAG
GGTGCGCAGCCTGCTAGG
GGTGCGCCAGACACCAG
GGTGCGCCAGGCACACC
GGTGCGCCAGGCACACCC
GGTGCGCCAGGCACACCCGT
GGTGCGCCCACCACCCG
GGTGCGCCCATGGCCCTC
GGTGCGCCCCCGGCCCCCTGTCCC
GGTGCGCCCGGCGTGGC
GGTGCGCCGCTTGCCTGGCC
GGTGCGCCGCTTGCCTGGCCCGGG
GGTGCGCCGGGCTGCGG
GGTGCGCCTACCTGG

. .GGTGCGCCTACCTGGC.. -

GGTGCGCCTACCTGGCC
GGTGCGCGCCTTTAGGGCAGGG
GGTGCGCGCTCACTTTC
GGTGCGCGGCGCGGGG
GGTGCGCGGCGCGGGGG
GGTGCGCGGCGCGGGGGA
GGTgcgecggggeccgggetyg
GGTGCGCGGGTCCAGATA
GGTGCGCTACCCGGCCT
GGTGCGCTACCCGGCCTG
GGTGCGCTGGCGGGCAG
GGTGCGCTGTTGTGAGC
GGTGCGCTGTTGTGAGCT
GGTGCGGAACGCTGGCCGG
GGTGCGGAACGCTGGCCGGG
GGTGCGGRACGCTGGCCGGGG
GGTGCGGAACGCTGGCCGGGGCG
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GGTGCGGAGCGAGAGA
GGTGCGGATGGAGCAGC
GGTGCGGATGTTTTTGTGGGAG
GGTGCGGATGTTTTTGTGGGAGAACT
GGTGCGGCCCAGGGGCT
GGTGCGGCCCCTGCCCCA
GGTGCGGCCCCTGCCCCATGCC
GGTGCGGCCCGGGGL
GGTGCGGCCGCGGCAG
GGTGCGGCCGCGGCAGG
GGTGCGGCCGCGGCAGGC
GGTGCGGCCGCGGCAGGCG
GGTGCGGCCGCGGCAGGCGG
GGTGCGGCCGCGGCAGGCGGG
GGTGCGGCGGCACGGCGCCCTCCTAG
GGTGCGGCTCAGGCGGTG
GGTGCGGCTGCCTGGTGG
GGTGCGGCTGCTCCCCGC
GGTGCGGCTGCTTGGCT
GGTGCGGCTGGGCTGGG
GGTGCGGCTGGGCTGGGG
GGTGCGGCTGGGCTGGGGC
GGTGCGGCTGGGCTGGGGCA
GGTGCGGCTGGGGCCC
GGTGCGGGCATGCTGGG
GGTGCGGGCATGCTGGGG
GGTgcgggccgggccggagcec
GGTgcgggccgggccggageccy
GGTGCGGGCGACGCGTGTCCTC
GGTGCgggcgggcgct
GGTGCgggcgggcgctyg
GGTGCGGGCTAGCTGCCC
GGTGCGGGCTGGCAGGCATGG
GGTGCGGGGACCTGGCC
GGTGCGGGGACCTGGCCC
GGTGCGGGGACCTGGCCCTG
GGTGCGGGGCACAGCTG
GGTGCGGGGCTGCAGTG
GGTGCGGGGCTTCGGGCGGCT
GGTGCGGGGGCGGGGAGGAAGGGG
GGTGCGGGGGTGGGTGTC
GGTGCGGGGTGGGGATGGGTGGGGEGC
GGTGCGGGTCCTCCCAT
GGTGCGTAAGGGGGARAGAGCTG
GGTGCGTAGCTGCTGC
GGTGCGTAGTARAAATGTG
GGTGCGTATGCTTTTCTT
GGTGCGTCACAGGCACA
GGTGCGTCACCCCCTC
GGTGCGTCCAGCCTGAC
GGTGCGTCCAGGGCGGCT
GGTGCGTCCTCAGCCGGGGT
GGTGCGTCCTGGGCAT
GGTGCGTCCTGGGCATG
GGTGCGTCCTGGGCATGA
GGTGCGTCCTGTGGGGT
GGTGCGTCCTGTGGGGTGGGAGG
GGTGCGTCGGCCGCAGCT
GGTGCGTCTCAGGCGCAGTAGCATGG
GGTGCGTCTGGGATCCG
GGTGCGTCTGGGGCAGCC
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GGTGCGTGAGATCGGTTCC
GGTGCGTGAGATCGGTTCCT
GGTGCGTGAGATCGGTTCCTTT
GGTGCGTGAGATCGGTTCCTTTC
GGTGCGTGAGATCGGTTCCTTTCCC
ggtgcgtgagetgggg
GGTGCGTGAGGCGGGCGGC
GGTGCGTGCAGGCCC
GGTGCGTGCGACGACCTG
GGTGCGTGCGGAGAGG
GGTGCGTGCGGGGGCCAC
GGTGCGTGCTAGAAGG
GGTGCGTGGAGCCGGGGACACAGGAC
GGTGCGTGGGGCACGGT
GGTGCGTGGGGGCTGGG
GGTGCGTGGGGGCTGGGG
GGTGCGTGGGGGTTGTG
GGTGCGTGGGTGCCTTCG
GGTGCGTGGTCCCACCCC
GGTGCGTGGTGGTGTGCA
GGTGCGTGTCCTGGAAG
GGTGCGTGTCTGGGGCCGGGTGTCG
GGTGCGTGTGATCCCAG
GGTGCGTGTGGGCTGAG
GGTGCGTGTGGGCTGAGGGCCTGCG
GGTGCGTTCATGGTTCC
GGTGCGTTCATGGTTCCT
GGTGCGTTCGAGAGGAG
GGTGCGTTCGAGAGGAGA
GGTGCGTTCTTCTCCCAGT
GGTGCGTTGGAGGGGTTCTGGG
GGTGCTAGTAGTTATCTA
GGTGCTATAACCCCCTT
GGTGCTCACTGTGTCCTGCCGTGGAG
GGTGCTCCGGGGGCGGCTGGCCAGCC
GGTGCTCTTTTCTGTACTCTGA
GGTGCTGATCGCCGAG
GGTGCTGATCTCTGCACG
GGTGCTGCTGGGGAGCC
GGTGCTGGAGGGGGTTAA
GGTGCTGGCACCCGGTCCT
GGTGCTGGGCACTGGCT
GGTGCTGGGGACTTACC
GGTGCTGGGGGGAGGGT
GGTGCTGGGGGGAGGGTG
GGTGCTGGGTGCAGGTTGAA
GGTGCTGTATCAGGCTAA
GGTGCTGTGCCCTAGA
GGTGCTGTGCGTGGGCTG
GGTGCTTGGGGATCTGGGG
GGTGCTTGTCARATCAG
GGTGCTTGTCACGCATCCGCGGGA
GGTGCTTTCTCTAARAGGC
GGTGCTTTGTGGGTGTCCCCTGTCCT
GGTGCTTTTAAGTGGAGAAAG
GGTGGACGAAGGAGATG
GGTGGACGGCAAGCAG
GGTGGACGGGARATACAG
GGTGGACTAATACGGCCT
GGTGGACTGCGTGTCAG
GGTGGACTTGGCAAAG
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GGTGGAGGACACAGAAG
GGTGGATACCTTCTGCTTT
GGTGGATGAAAGACAGTA
GGTGGATGGCAGAAAGGGGATAAGCT
GGTGGATGGCTCAGGATG
GGTGGATTTGGGGCCCCGAGGGCG
GGTGGCACAGATGATG
GGTGGCACCTACCTCCTGGGCCCGG
GGTGGCACCTACCTCCTGGGCCCGGC
GGTGGCATCTGTGTTCC
GGTGGCCAAGTTCCAT
GGTGGCCCAGCCCCGCT
GGTGGCCCCTCACCAGC
GGTGGCTCACAATGTCTTTGTGCT
GGTGGCTGGGGCTGGCG
GGTGGCTTACCCCCTCTC
GGTGGGARACGGGCTTCCCCC
GGTGGGAACCTCCCTGGGCCCA
GGTGGGACAATCAGAAAT
GGTGGGACAGATTCATAAC
GGTGGGACAGGCAAGCCA
GGTGGGACCCGGCLCCC
GGTGGGACCGCCCTCCC
GGTGGGACCGCCCTCCCG
GGTGGGACCTGGGGAGGA
GGTGGGACGTGGCCCAGCCCAGGG
GGTGGGACTCTACTTICAG
GGTGGGACTGGCCCCCTG
GGTGGGACTTCTGGGAATC
GGTGGGAGAAGTTGTGACA
GGTGGGAGAAGTTGTGACAC
GGTGGGAGAGGTGTTGATA
GGTGGGAGCACTATCTT
GGTGGGAGCAGAACAG
GGTGGGAGCTCCCTCCCC
GGTGGGAGGATGTCAAG
GGTGGGAGGCTGCAGACA
GGTGGGAGGGCCCAGGC
GGTGGGAGGGCCCAGGCG
GGTGGGAGGggtcgggce
GGTGGGAGTCTTTTTTACTTGATTT
GGTGGGAGTGGGTGGTG
GGTGGGAGTTAAGGGGGTAGAG
GGTGGGAGTTAATAACA
GGTGGGAGTTGCGGCCA
GGTGGGAGTTGCGGCCAC
GGTGGGAGTTTTCTCTGCACATTTTT
GGTGGGATGGGCCTCGG
GGTGGGCRACCCGGGCCCCCGGLC
GGTGGGCAACCCGGGCCCCCGGCCC
GGTGGGCAAGGAAGGGAAACGTG
GGTGGGCACAGCCGTGG
GGTGGGCACCCTGTGC
GGTGGGCACCCTGTGCC
GGTGGGCACCCTGTGCCT
GGTGGGCACCCTGTGCCTGGCAAGGG
GGTGGGCACCGGGCGAGCTGG
GGTGGGCACCGGGCGAGCTGGCG
GGTGGGCACGGGCCCC
GGTGGGCACGGGCCCCTG
GGTGGGCAGCCACTTGGA

PCT/AU2011/000380

GGTGGGCAGCCGCCAC
GGTGGGCAGCGGTCCTGG
GGTGGGCAGGCGGGCCT
GGTGGGCAGGTTCTTTTCATCA
GGTGGGCATCATTTCCTT
GGTGGGCATCCTCCCGTGGC
GGTGGGCATGCCTCTGT
GGTGGGCATTTGATCATG
GGTGGGCATTTGATCATGCAT
GGTGGGCATTTGATCATGCATAAGT
GGTGGGCCACGGCCCAGG
GGTGGGCCAGCCTCGAG
GGTGGGCCATACTCCCT
GGTGGGCCATGCGTGGGTGTGGGTGG
GGTGGGCCCAGACCCAG
GGTGGGCCCAGGacceee
GGTGGGCCCAGGGCGGG
GGTGGGCCCAGGGCGGGCAGGG
GGTGGGCCCCCCGGCCG
GGTGGGCCCCCGCCCAGC
GGTGGGCCCCGCCTGG
GGTGGGCCCCGCTCTGG
GGTGGGCCCCTCACCCTC
GGTGGGCCCCTCCCCAC
GGTGGGCCCCTGGGATG
GGTGGGCCCGGGCCGAGE
GGTGGGCCCTGCCCTG
GGTGGGCCCTGCCCTGA
GGTGGGCCCTGCCCTGAC
GGTGGGCCCTGCCCTGACA
GGTGGGCCCTGGGGCTG
GGTGGGCCCTGTTTCACG
GGTGGGCCGAGGGGCTG
GGTGGGCCGCTGGGCTG
GGTGGGCCGGGATCGCG
GGTGGGCCGGGCAGCAG
ggtgggccggggaggggcagy
GGTGGGCCGTGGTGGCGG
GGTGGGCCTCTGCCCGAG
GGTGGGCCTGCCGTGG
GGTGGGCCTGGCGGCGTCGCAGGGCC
GGTGGGCCTGGCTCTTTC
GGTGGGCCTGGGAGGAC
GGTGGGCCTGTGGatttgt
GGTGGGCCTGTGGGCAG
GGTGGGCCTGTGGGCAGC
GGTGGGCGAACGCCCGG
GGTGGGCGAGGAACGGACTCCACA
GGTGGGCGAGGCATCC
GGTGGGCGCCAGGCTGCGTCAGGTCG
GGTGGGCGCCAGGGCTGAGGGGCCGG
GGTGGGCGCCTGGGCTT
GGTGGGCGCGGCTGGA
GGTGGGCGCGGCTGGAG
GGTGGGCGCGGCTGGAGG
GGTGGGCGGCGGGGE
GGTGGGCGGGAAAGTCC
GGTGGGCGTCCTGGGC
GGTGGGCGTCCTGGGCA
GGTGGGCGTCCTGGGCAG
GGTGGGCGTCGGGGACTAGTAGGGTG



WO 2011/120101
118/166

GGTGGGCGTGGGCCTGGGGAGGCT
GGTGGGCTACTCCACCAG
GGTGGGCTAGGCTGCTAG
GGTGGGCTCATTCACTCCTG
GGTGGGCTCCCAGTGGC
GGTGGGCTCCCAGTGGCTG
GGTGGGCTCCTCGGACAT
GGTGGGCTCGGAAACCCC
GGTGGGCTCTGGGCATGTAGG
GGTGGGCTGCACTCGCACCGGGGTTG
GGTGGGCTGCACTGCACGC
GGTGGGCTGCGGGCCA
GGTGGGCTGGAATCGAGGGG
GGTGGGCTGGAATCGAGGGGAGAGG
GGTGGGCTGGCGTTGCA
GGTGGGCTGGCGTTGCAG
GGTGGGCTGGGACCTG
GGTGGGCTGGGCTAGA
GGTGGGCTGGGCTAGAGG
GGTGGGCTGGGCTAGAGGG
GGTGGGCTGGGGAGACGTCGGGGAGG
GGTGGGCTGGGTGCTGGGCC
GGTGGGCTGTCAGCAGCT
GGTGGGCTGTCTCGGGA
GGTGGGCTTCGCGCCCGGGGTG
GGTGGGCTTCGCGCCCGGGGTGE
GGTGGGCTTGCCACCCACCCTCCAGT
GGTGGGCTTTTTTGTTG
GGTGGGGAAAACTGTC
GGTGGGGAATACATAG
GGTGGGGAATACATAGG
GGTGGGGACCGGCCTTCT
GGTGGGGACCGGGGCAC
GGTGGGGAGATGACAGACTTG
GGTGGGGAGCAAGTTA
GGTGGGGAGCAAGTTAG
GGTGGGGAGCCTGGGC
ggtggggaggggcaggggag
GGTGGGGAGTGTGTGTGGG
GGTGGGGATGGGGCCCGG
GGTGGGGCATGGGGTATT
GGTGGGGCCAGGCTGTGTCCGCACCC
GGTGGGGCCCAGGTCTTGGGAGA
GGTggggcccgggccggy
GGTGGGGCCGAGGCGG
GGTGGGGCCGTGGGCTGG
GGTGGGGCCTCCTATCTG
GGTGGGGCCTCCTATCTGC
GGTGGGGCCTGGCCTTC
GGTGGGGCCTGGCCTTCA
GGTGGGGCCTGGCCTTCAGCCCTGT
GGTGGGGCCTGGCGGTG
GGTGGGGCCTGGCGGTGG
GGTGGGGCCTGGTGGAG
GGTGGGGCCTTCCGGGT
GGTGGGGCCTTCCGGGTCCCCCCTGE
GGTGGGGCTCGGGTGGGC
GGTGGGGCTGACCACACA
GGTGGGGCTGCCCTGGGC
GGTGGGGCTGCTTCTGG
GGTGGGGCTGGGCAGG
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GGTGGGGCTGGGCAGGG
GGTGGGGCTGGGCAGGGC
GGTGGGGCTGGGGCAGCCCTGGGGC
GGTGGGGCTTTGGGCT
GGTGGGGGCACCGGGAAT

ggtgggggcagggcceyg

ggtgggggcagggcceyyg
GGTGGGGGCCGCCCATTG

GGTGGGGGCCTACATGG
GGTGGGGGCCTCATGGGCCTAG
GGTGGGGGCTCAGTCCTG
GGTGGGGGCTGTGGGGGCTGTGGGCA
GGTGGGGGCTTTGGGAC
GGTGGGGGGCTGGGCAG
GGTGGGGGTTGGGGCCT
GGTGGGGTCCCTGCTG
GGTGGGGTCCCTGCTGG
GGTGGGGTCCCTGCTGGGGGACA
GGTGGGGTCCGGGCCAGCAGG
GGTGGGGTGGATGAGTG
GGTGGGGTGTTATTTTGT
GGTGGGGTTTGGCAGGGG
GGTGGGTAATTAGGAGGAAAAT
GGTGGGTACACTTCTGG
GGTGGGTACAGGCATGGCTAG
GGTGGGTACATGCCACC
GGTGGGTACCAGGCAGT
GGTGGGTACCAGGCAGTT
GGTGGGTACCAGGCAGTTCC
GGTGGGTACCAGGTAA
GGTGGGTACCAGGTAAT
GGTGGGTACCCAGACACG
GGTGGGTACCTGCCCGGAG
GGTGGGTACCTGCCCGGAGAGCG
GGTGGGTACCTGCCCGGAGAGCGCG
GGTGGGTACCTGCCCGGAGAGCGCGG
GGTGGGTACTCATAAAG
GGTGGGTACTCGTGTICTG
GGTGGGTAGACTGGT
GGTGGGTAGCCTGAGG
GGTGGGTAGCCTGAGGCC
GGTGGGTAGCTGGAGCA
GGTGGGTAGCTGTGGGAAGT
GGTGGGTAGGACCTGTC
GGTGGGTAGGAGCCGGG
GGTGGGTAGGGCCCAGCC
GGTGGGTAGGGCCCAGCCTGG
GGTGGGTAGGGTTTGGG
GGTGGGTAGTGTGCAGCCG
GGTGGGTAGTTCCTGAC
GGTGGGTAGTTCCTGACAT
GGTGGGTATCCATCCT
GGTGGGTATGGGGTGCA
GGTGGGTCACACCTTTTAARATCCCT
GGTGGGTCAGCCTTCTTG
GGTGGGTCCCAGCCCCA
GGTGGGTCCCAGCCCCGCCC
GGTGGGTCCCCATCTGGC
GGTGGGTCCCCCATTAGCC
GGTGGGTCCCTCTGCTGG
GGTGGGTCCCTGCCGCTG
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GGTGGGTCCCTGCCGCTGC
GGTGGGTCCCTGCCGCTGCT
GGTGGGTCCGGCCCTCCGGCTGTC
GGTGGGTCCTAGCCGGGGAGC
GGTGGGTCCTGCAGCTTGGGCGG
GGTGGGTCCTGCCCAGC
GGTGGGTCCTGCCCAGCC
GGTGGGTCCTTTTCCAC
GGTGGGTCGGAGCCACT
GGTGGGTCGGGCATTCGCGACT
GGTGGGTCGGGGCAGG

. GGTGGGTCGGGGCAGGG
GGTGGGTCGGGGCAGGGA
GGTGGGTCGTGTGGTGGCCAGGGCGG
GGTGGGTCTCAGGGCAC
GGTGGGTCTCTACACCT
GGTGGGTCTCTACACCTC
GGTGGGTCTCTACACCTCC
GGTGGGTCTGGGGGGTCA
GGTGGGTGARACATCCC
GGTGGGTGAAGACCTGGC
GGTGGGTGAAGACCTGGCCGCAG
GGTGGGTGAAGCCGAGG
GGTGGGTGAAGGGGTTGT
GGTGGGTGAAGGGGTTGTGCA
GGTGGGTGAAGGGGTTGTGCAATT
GGTGGGTGAAGGTGGGGG
GGTGGGTGACTCAGGAAGGTGTTT
GGTGGGTGAGGAAGCAC
GGTGGGTGAGGCCTGGCC
GGTGGGTGAGGCCTGGGA
GGTGGGTGATGGGTAGGT
GGTGGGTGATTGTCTGGGAACCCGAC
GGTGGGTGCAACTTGGGC
GGTGGGTGCAGAGAGGG
GGTGGGTGCAGAGAGGGC
GGTGGGTGCAGAGAGGGCT
GGTGGGTGCAGAGAGGGCTGGG
GGTGGGTGCAGCATGGCCGA
GGTGGGTGCAGGAGCCATT
GGTGGGTGCAGGAGCCATTC
GGTGGGTGCCCCAACCTC
GGTGGGTGCCCCCAGGCAGAGTGTCC
GGTGGGTGCCCTTGGGGA
GGTGGGTGCCGCCAGGG
GGTGGGTGCCGCCAGGGC
GGTGGGTGCCGCGGCTCCC
GGTGGGTGCCGCTAGTG
GGTGGGTGCCGCTAGTGT
GGTGGGTgcecgggggccgg
GGTGGGTGCCGTAGGG
GGTGGGTGCCTGGGGGC
GGTGGGTGCGCCGCCCGG
GGTGGGTGCGCGGGGCTTGGGGA
GGTGGGTGCGGGGCCTGG
GGTGGGTGCGGTGGCCC
GGTGGGTGCTCCACTGCCAGGACCC
GGTGGGTGCTCGGGTCTG
GGTGGGTGCTGCAGCCG
GGTGGGTGCTGCCCGGG
GGTGGGTGCTGGCATGG
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GGTGGGTGCTGGCATGGC
GGTGGGTGCTGGCCCAA
GGTGGGTGCTGGCGAGCA
GGTGGGTGCTGTACTTT
GGTGGGTGCTGTACTTTA
GGTGGGTGCTTCACCGTG
GGTGGGTGCTTCTTCATCTCCCTCAC
GGTGGGTGGATGGGCGT
GGTGGGTGGCAGGCTCGGGC
GGTGGGTGGCCCTGGAA
GGTGGGTGGCCCTTCCC
GGTGGGTGGCGGGGGC
GGTGGGTGGCGGTGGCGCTGCT
GGTGGGTGGCTGGCGGGGGACAGTG
GGTGGGTGGCTGGCGGGGGACAGTGG
GGTGGGTGGGCGCCATTA
CGTGGGTGGGCTGCAGCGGGGCAGGC
GGTGGGTGGGGGCTGCA
GGTGGGTGGGGGTGCC
GGTGGGTGGGGGTGCCG
GGTGGGTGGGGGTGCCGG
GGTGGGTGGGGTCTGGGG
GGTGGGTGGGGTCTGGGGCCCCATGC
GGTGGGTGGGGTGGGA
GGTGGGTGGGGTGGGAG
GGTGGGTGGGGTGGGAGC
GGTGGGTGGGGTGGGAGCTGGGAGGC
GGTGGGTGGGGTTGCCTC
GGTGGGTGGTCACAGTCG
GGTGGGTGGTGGCCTIC
GGTGGGTGGTGGGATCATGGAGGTG
GGTGGGTGTAATGAAACT
GGTGGGTGTAATGARACTGCTACC
GGTGGGTGTCACCGTCA
GGTGGGTGTCTTGCCA
GGTGGGTGTGGCGGACG
GGTGGGTGTGGGCAGTGGGCGGGCCA
GGTGGGTGTGTCTTCAAG
GGTGGGTGTTAATCCTC
GGTGGGTGTTCTCCGCGGCGCCGAG
GGTGGGTGTTGGGGGAA
GGTGGGTTAAGAAATAT
GGTGGGTTAAGAAATATA
GGTGGGTTCACACTTCTC
GGTGGGTTCAGAAAATTGTTGTTTT
GGTGGGTTCAGTTTTGAG
GGTGGGTTCCACGTCAC
GGTGGGTTCCACGTCACC
GGTGGGTTCCCCCTCTGG
GGTGGGTTCCTTTTTTTG
GGTGGGTTGAARACATTACA
GGTGGGTTGAGAACTAGA
GGTGGGTTGAGCCATCG
GGTGGGTTGGAATGCGTG
GGTGGGTTGGGAGGTTGT
GGTGGGTTTATGGCCGTC
GGTGGGTTTCAATTTIGT
GGTGGGTTTCTCGCTGGGTGCG
GGTGGGTTTGATGGGA
GGTGGGTTTGATGGGAG
CGTGGGTTTTCCGTTCTGTTCCTTT
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GGTGGGTTTTCCGTTCTGTTCCTTTA
GGTGGGTTTTCGGGTC
GGTGGTATACCTTTCTAGC
GGTGGTATTCCTGAGAA
GGTGGTATTCCTGAGAAG
GGTGGTATTCCTGAGAAGTGAACAAA
GGTGGTATTGGATGCACA
GGTGGTCCGGACACAGAT
GGTGGTCCTGCCCCG
GGTGGTCCTGCCCCGG
GGTGGTCCTGCCCCGGC
GGTGGTGAGCCCATTTTT
GGTGGTGCTGCAGGCAGG
GGTGGTGGGGACAGCAGA
GGTGGTGGGGACAGCAGAGGTgggcy
GGTGGTTTTACCTCGGATAGAGGT
GGTGTACAGATCTGAG
GGTGTATCAAGCTTAAT
GGTGTATGTTGTGGAAG
GGTGTATTTTCTTTTA
GGTGTATTTTCTTTTAG
GGTGTATTTTCTITTTAGG
GGTGTCGAGAGGGAAAT
GGTGTCGAGAGGGAAATG
GGTGTCTTCCGTTTTAT
GGTGTCTTCCGTTTTATCTT
ggtgtgaaggggcagtcatc
GGTGTGACTTCCATCC
GGTGTGAGAGRAGGGG
GGTGTGAGAGAAGGGGA
GGTGTGAGAGAAGGGGAG
GGTGTGAGGTGTGCGTGTGTGCACGG
GGTGTGATGGCTTTTACT
GGTGTGCAAAACCCCTCCCCACCAGA
GGTGTGCAAAATTACTTAGTAAAAC
GGTGTGCACCCCGCCTGA
GGTGTGCAGCGGGCAGA
GGTGTGCAGCGGGCAGAG
GGTGTGCCACACCCCAGAGCCT
GGTGTGCCTACCTCCCA
GGTGTGCGCCAGCGCGGG
GGTGTGCGGCACCTCCCC
GGTGTGGAGAGGCCTGCA

. GGTGTGGAGAGGCCTGCAGGGGCACA

GGTGTGGATTGGCAGGA
GGTGTGGCACCTTTCCTC
GGTGTGGCAGGCAGGGACCCAC
GGTGTGGCCCCTGGTCCCCCGCAGT
GGTGTGGCGAACTGCCT
ggtgtggggactggggg
ggtgtggggactggggga
GGTGTGGGGATGAGGCCC
ggtgtgggtgtgtgtgg
ggtgtgggtgtgtgtgggt
GGTGTGGTAAACATGTAAAAAR
GGTGTGGTAAACATGTAAAAAAACA
GGTGTGGTGGGGCTGTG
GGTGTGGTGGGGGTTGTG
GGTGTGTAAACAGACATTTTTG
GGTGTGTAATTATGCTGA
GGTGTGTACAGGACAGGAGGGGGCT
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GGTGTGTACCCAGCCATC
GGTGTGTACCCTGGCCCT
GGTGTGTACTCAARA
GGTGTGTACTTTICTTCA
GGTGTGTAGAATATARAGACAC
GGTGTGTAGAATATAAAGACACA

"GGTGTGTAGAATATAAAGACACATCT

GGTGTGTAGGAGGGACGGTGG
GGTGTGTATAGTTITTTTTAAGAAA
GGTGTGTATATGTACGTG
GGTGTGTATCCGTCCAG
GGTGTGTATGCTGGGTTTTTA
GGTGTGTATGGATGTGTAT
GGTGTGTATGTCATAAATG
GGTGTGTATGTGTTTTT
GGTGTGTATGIGTTTTTT
GGTGTGTATGTGTTTTTTTT
GGTGTGTATTCAGATTT
GGTGTGTATTTGCTIGCT
GGTGTGTCCTCGCTC
GGTGTGTCTCCCACTGTGTCTT
GGTGTGTCTGAGCTTGGCT
GGTGTGTCTTGAATTCT
GGTGTGTCTTGAATTCTA
GGTGTGTGAAGAAAAAA
GGTGTGTGAAGAAAAAAGGGGCT
GGTGTGTGACTGACAGGAGG
GGTGTGTGAGGGGCTTT
GGTGTGTGATTATGTTTACACA
GGTGTGTGCAGGGGTGAGGGGCC
GGTGTGTGCATGTCTTAT
GGTGTGTGCCAGGCTGG
GGTGTGTGCTCAGTCTC
GGTGTGTGCTCAGTCTCA
GGTGTGTGCTCCCAGCC
GGTGTGTGCTGACAGCGG
GGTGTGTGCTGCAGCATTATCCTGCT
GGTGTGTGCTGCIGTTT
GGTGTGTGGCATAGGCTTCT
GGTGTGTGGGCAGAGTAC
GGTGTGTGGGCTTTITTTC
GGTGTGTGGGGAGTTT
GGTGTGTGGGGAGTTTGT
GGTGTGTGGGTGTCGTGGCGGGTG
GGTGTGTGGTGCATTGTAAGAA
GGTGTGTGGTGGGCGGG
GGTGTGTGGTGTTTARAA
GGTGTGTGTATGCATGTGC
GGTGTGTGTATTAAAGAAGCAC
GGTGTGTGTCCCCCTCC
GGTGTGTGTCTTTGGTG
GGTGTGTGTGAAATAGCA
GGTGTGTGTGAAATAGCAATCAA
GGTGTGTGTGACTGCAG
GGTGTGTGTGCTCCTG
GGTGTGTGTGTTTTTCT
GGTGTGTTAATGAAAATAGTAGAA
GGTGTGTTAATGTTAATTTTCATTT
GGTGTGTTATAGCACAGCTATGGAT
GGTGTGTTCCTGGTGAC
GGTGTGTTCCTGGTGACT
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GGTGTGTTGGATAAAAT
GGTGTGTTGGGGCCACC
GGTGTGTTGGGGGCAGG
GGTGTGTTGGGGGCAGGG
GGTGTGTTGGGGGCAGGGAAGGTG
GGTGTGTTGGGGGCGCGGGCACCC
GGTGTGTTTCACTTTATC
GGTGTGTTTCCAGCCC
GGTGTGTTTCCAGCCCCT
GGTGTGTTTTAAAAGAGT
GGTGTGTTTTTAAGCTA
GGTGTGTTTTTAAGCTAG
GGTGTTGGACCGTTCG
GGTTAAAAATATCTTATCCITCCT
GGTTARAGGCCCTGGGATTTGGG
GGTTAAAGGCCCTGGGATTTGGGG
GGTTAATAATTAAAATT
GGTTAATAATTAAAATTT
GGTTAATGCATCACTTG
GGTTAATGGCAARATTCA
GGTTAATGGCTATGGATTGCTTTT
GGTTAATTAACTAGATTTTAATT
GGTTAATTAACTAGATTTTAATTTA
GGTTAATTTTGTTAGATTTAGAARAG
GGTTACTAGCTCCAAACA
GGTTACTAGCTCCAAACACAAAAT
GGTTACTAGCTCCAAACACAAAATA
GGTTACTATTTTATTTTATTTTTTC
GGTTAGACAATTCATAT
GGTTAGACATGTTCATT
GGTTAGAGCACATGTTG
GGTTAGAGCCTACCTTT
GGTTAGAGCCTACCTTTA
GGTTAGAGGACTTTAAATATCC
GGTTAGAGGCAGATAATC
GGTTAGAGTCAAGTTTA
GGTTAGAGTCAAGTTTAG
GGTTAGATGAACATATTTCTITGA
GGTTAGATGTGCCACTTAATT
GGTTAGATTTTTATTTTT
GGTTAGCAATGGGGAAGC
GGTTAGGAGAARAAGAGATTGC
GGTTAGGAGCAATTTTC
GGTTAGGGCCCTTCTCT
GGTTAGGTGACTTGTG
GGTTAGGTGACTTGTGT
GGTTAGTAAAATCAGTAT
GGTTAGTAACAGCTATG
GGTTAGTAACTATTAAA
GGTTAGTAACTATTAAAAT
GGTTAGTAACTATTAAAATG
GGTTAGTAATAGGGGAA
GGTTAGTACACAGGAGTC
GGTTAGTAGAAGAAAC
GGTTAGTAGGAGGTTTA
GGTTAGTAGGGGCATTTTC
GGTTAGTAGTGTCTTGC
GGTTAGTAGTGTCTTGCC
GGTTAGTATACATTAAA
GGTTAGTATGGCTCCGCGTGA
GGTTAGTATTACTTAAGA
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GGTTAGTATTACTTAAGAATT
GGTTAGTATTGTCTTGACTTTCTC
GGTTAGTATTTTCTACTT
GGTTAGTATTTTTGTCTC
GGTTAGTCARATGCTCTTTG
GGTTAGTCAARATGCTCTTTGC
GGTTAGTCAACAAGTCTATCAA
GGTTAGTCACGATCATCT
GGTTAGTCAGCTACCRA
GGTTAGTCCGACCTCGG
GGTTAGTCCTTGTTTGC
GGTTAGTCTAGCTTITTCT
GGTTAGTCTAGCTTTTCTC
GGTTAGTCTAGCTTTTCTCC
GGTTAGTCTAGCTTTTCTCCT
GGTTAGTCTCGTTICTTATTT
GGTTAGTGAATACAATTT
GGTTAGTGAATACAATTTTTG
GGTTAGTGAATccttcct
GGTTAGTGAATccttcctcecccte
GGTTAGTGARATGTACCTTCCTCCTGG
GGTTAGTGAGGCGAGAG
GGTTAGTGATTAGGGAC
GGTTAGTGCCACATGCTCAATACCTG
GGTTAGTGCCCATGGGGARA
GGTTAGTGCGAGCTCAC
GGTTAGTGCGTGGGCAGGAGCCC
GGTTAGTGCTTGTGATGA
GGTTAGTGCTTGTGATGATCACTTCA
GGTTAGTGGCTTCAGTTGG
GGTTAGTGGCTTCAGTTGGGG
GGTTAGTGGCTTCAGTTGGGGAGGG
GGTTAGTGGGCCCTGGGG
GGTTAGTGGTACAGCTA
GGTTAGTGTGTATCTGT
GGTTAGTGTGTCATCATG
GGTTAGTGTTTTGCAAG
GGTTAGTTATCTAARAAG
GGTTAGTTATCTARRAGC
GGTTAGTTCAGCTAATG
GGTTAGTTCCATGGTCA
GGTTAGTTCTGAGTTTTT
GGTTAGTTGAGGAGTCT
GGTTAGTTGATTACAATTT
GGTTAGTTGCTGTGTT
GGTTAGTTGTCCTGAAC
GGTTAGTTGTCCTGAACA
GGTTAGTTTAGTTCTGC
GGTTAGTTTAGTTCTGCA
GGTTAGTTTATTCTGTTTAATTATCA
GGTTAGTTTATTCTTITTG
GGTTAGTTTCCAGTGGG
GGTTAGTTTGCCATTAGT
GGTTAGTTTTAAAGTAAA
GGTTATAGTABRACTGAC
GGTTCAGAAGCCCTTTA
GGTTCAGAAGCCCTTTAG
GGTTCAGCAGGACGAGG
GGTTCAGGAGCTGTAAG
GGTTCATACACaattattcttaata
GGTTCATATTTAGAGTT
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GGTTCATATTTAGAGTTA
GGTTCATATTTAGAGTTAAA
GGTTCATATTTAGAGTTAAATTAAT -
GGTTCATGCACCCCGAG
GGTTCATGGGTCGGGGT
GGTTCCTGCCCGCTGCAC
GGTTCGAAGGAATGTG
GGTTCGAGCAGGGAGAGGA
GGTTCGAGCAGGGAGAGGAA
GGTTCGAGCAGGGAGAGGAAA
GGTTCGAGCAGGGAGAGGAAAGGAG
GGTTCGAGCAGGGAGAGGAAAGGAGG
GGTTCGTAAAAAGAAAT
GGTTCGTAGAGTACGTGG
GGTTCGTAGAGTACGTGGATTC
GGTTCGTATAAAATGAATGTGA
GGTTCGTATATGATAAGAATT
GGTTCGTATTATCAAAAT
GGTTCGTTATTITTCAGTG
ggttcgttteccacactctce
GGTTCTACAATGATATT
GGTTCTATGTCTAATTTA
GGTTCTATGTCTAATTTAAT
GGTTCTGATTTACACTT
GGTTCTGTTAGCTTTTCA
GGTTGAGAGAGGTTTTCT
GGTTGAGAGAGGTTTTCTTCA
GGTTGAGCAGGACATTCT
GGTTGAGCAGGACATTCTT
GGTTGAGCAGGACATTCTTCTTTCTG
GGTTGGAACGTGTGCCCT
GGTTGGAACTTCCCAA
GGTTGGRACTTCCCAAATCTG
GGTTGGACCCCGCATGGCTTCAAG
GGTTGGACCCGTTATCCT
GGTTGGAGGGGTGTTTGGGT
GGTTGGATTTTTTITTTT
GGTTGGCAGGGAAGCTC
GGTTGGCATCCCCCCGTT
GGTTGGCCCTTGCCTCT
GGTTGGCCTCCTTCCCC
GGTTGGCGGCCAGTCA
GGTTGGGAGGAGGCGGG
GGTTGGGCCATTATAGTT
GGTTGGGCCCTGCCACGGTGCC
GGTTGGGCTTCCTGCTTT
GGTTGGGTTCTAGGCCGG
GGTTGGGTTTTGCTCAT
GGTTGGTAAATTTATATAA
GGTTGGTAACATCATGGATTAGC
GGTTGGTAGAGACCATC
GGTTGGTAGTCTTTTATTTTTTAACT
GGTTGGTATCGTCAG
GGTTGGTATCTCGCTTT
GGTTGGTCATCTTGTA
GGTTGGTCATGAATGAAG
GGTTGGTGATTATTGAAATGTATG
GGTTGGTGCACTATCTTITTTT
GGTTGGTGCACTATCTTTTTITTT
GGTTGGTGCCAAAATCCA
GGTTGGTGCCAGTGGGGA

PCT/AU2011/000380

GGTTGGTGCCATACTTGC
GGTTGGTGCCCCCAGCC
GGTTGGTGCCCCCAGCCC
GGTTGGTGCTGCTICTTT
GGTTGGTGGACATGGGA
GGTTGGTGGACATGGGAA
GGTTGGTGGAGACTGCTTCTATGA
GGTTGGTGGCAGGAATG
GGTTGGTGGCGCATGCTG
GGTTGGTGGCTCATGTT
GGTTGGTGGCTCATGTTT
GGTTGGTGGTCATCAATG
GGTTGGTGTCTCTGCG
GGTTGGTGTCTCTGCGT
GGTTGGTGICTTTGGTG
GGTTGGTGTGGGCTGTGA
GGTTGGTTAATACTTTAGAGGAA
GGTTGGTTAATACTTTT
GGTTGGTTAATACTTTTGTAATTTGT
GGTTGGTTATCTATCATA
GGTTGGTTCCATTCCTAAAATTTAG
GGTTGGTTCCCAGAGGGC
GGTTGGTTCCCAGAGGGCA
GGTTGGTTCTTAGTCTTTGT
GGTTGGTTTCCTTGTITT
GGTTGGTTTTAAATTTGAAGT
GGTTGTAATGCTAACTC
GGTTGTCGATGGCTTCTC
GGTTTAAAACAGTGTTG
GGTTTRAAAACAGTGTTGA
GGTTTRAAACAGTGTTGAATT
GGTTTAAGCAGTCTCAGT
GGTTTGAAAGGAACTATATTTGTACT
GGTTTGAATGGAGCAATA
GGTTTGACTTTATTTTCT
GGTTTGATAATGCTTAA
GGTTTGATAGTATTCTT
GGTTTGATTTACATTGCCCTAG
GGTTTGATTTACATTGCCCTAGTT
GGTTTGCAGGGAGCGCTTGGGGC
GGTTTGCATCTTTCTTTT
GGTTTGCATTATTTCCTG
GGTTTGCCTTTTCCTG
GGTTTGCGATGTGCTGTG
GGTTTGCGGGGGCCGTT
GGTTTGCTCTTTAATAA
GGTTTGCTTGCATATGTTTGAGTA
GGTTTGGARACTCCCC
GGTTTGGACCAGATAAGC
GGTTTGGACGCAGGAGACCGGCG
GGTTTGGCTCATTATATGAAAAT
GGTTTGGCTCTTTTCTTT
GGTTTGGGCATGTTTTC
GGTTTGGGCCCAAGGGCTG
GGTTTGGGGATGGAGTT
GGTTTGGGGATGGAGTTG
GGTTTGGGGATTATTATCATC
GGTTTGGGGTTTGGGATGG
GGTTTGGTTCTGATAT
GGTTTGGTTCTGATATA
GGTTTGGTTCTGATATAG
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GGTTTGGTTCTGATATAGT
GGTTTGGTTTGGAGTGGGG
GGTTTGTAACTGTAAAA
GGTTTGTAAGTTTTATGT
GGTTTGTAAGTTTTATTGAAATTTTT
GGTTTGTAATCTTCTTCTAATATACA
GGTTTGTAATTGCTTAAAAA
GGTTTGTACTCCCCATTGCTTTACAT
GGTTTGTACTTGGCTGTGAGCTTTAG
GGTTTGTACTTTACCTTTTTTT
GGTTTGTATACAGATGAAAACT
GGTTTGTATAGCAAAGTACTACTGT
GGTTTGTATATGAACTAGCATGTAT
GGTTTGTATCATGAACATTAAAATA
GGTTTGTATGACAAGCGC
GGTTTGTATGACACAATTAGG
GGTTTGTATGTGGCATATGTTATCCT
GGTTTGTATTATAAACATTAT
GGTTTGTATTATTTCATAT
GGTTTGTATTATTTCATATTTTAAAC
GGTTTGTATTGAGATGA
GGTTTGTATTTGATTCAG
GGTTTGTATTTTCTTT
GGTTTGTATTTTCTTTT
GGTTTGTATTTTCTTTTC
GGTTTGTATTTITTTTCTTTA
GGTTTGTCCCCTGTGCG
GGTTTGTCTACTTTTAAT
GGTTTGTCTACTTTTAATAC
GGTTTGTGAAGCCTATTGATG
GGTTTGTGAAGCCTATTGATGTTTTA
GGTTTGTGAATAACTAA
GGTTTGTGAATTTTGATC
GGTTTGTGAATTTTGATCAGT
GGTTTGTGAGAAGGAGG
GGTTTGTGAGCGTGTTTACTGTTCAT
GGTTTGTGATGGACACTGTGC
GGTTTGTGATTAGCTCTGAGCCCCAG
GGTTTGTGATTTCTTAAA
GGTTTGTGCCCCGCATTG
GGTTTGTGCCCCGCATTGGG
GGTTTGTGCCCCGCATTGGGTTC
GGTTTGTGCCTCTCCCAT
GGTTTGTGCTCCCCCA
GGTTTGTGCTTGATGCC
GGTTTGTGCTTTGTTTAAC
GGTTTGTGCTTTGTTTAACTACCTAT
GGTTTGTGGAAATTTTICTG
GGTTTGTGGAAATTTTCTGT
GGTTTGTGGACTCATTA
GGTTTGTGGAGTGACCGCC
GGTTTGTGGATGATTACATAACTTCT
GGTTTGTGGCCTTAAT
GGTTTGTGGCCTTAATT
GGTTTGTGGCCTTAATTG
GGTTTGTGGTACACTATATCCA
GGTTTGTGGTTGGGGAA
GGTTTGTGGTTTATGTC
GGTTTGTGGTTTATGTCA
GGTTTGTGTCACTTTTTA
GGTTTGTGTCITTTTITCCTTTAA

PCT/AU2011/000380

GGTTTGTGTGTTTGGCG
GGTTTGTGTTGGCTGCTG
GGTTTGTGTTGGCTGCTGGG
GGTTTGTGTTTATCTITT
GGTTTGTGTTTATCTTTA
GGTTTGTGTTTTGTACT
GGTTTGTTACATTTTTG
GGTTTGTTCAACATAGC
GGTTTGTTCAACATAGCT
GGTTTGTTTCTTTTTATG
GGTTTGTTTGCTITATGG
GGTTTGTTTTCTCTCTG
GGTTTGTTTTCTCTCTGC
GGTTTGTTTTICTATGT
GGTTTTCTGAGATTTGTTG
GGTTTTTTTCATTTAAATTGTCT
GTAAATCTCAGACGGACG
GTAACCTGGAGAAGAG
GTACRACTCGTGTGGAAG
GTACACTGAAGCTGCTG
GTACATCGTCAAGCTCAG
GTACCAATATGGCGGAG
GTACCAGAACCCAARAG
GTACCTATCGTGGACAAG
GTACCTGGAGAAGATCAA
GTACGACGCGGATGAGG
GTACGGTGCGGTTTGTGG
GTACGTCATGCTCTCGGAG
GTACTACGACACTGAACGCATCGGAG
GTAGACTGGCCAGAAAG
GTAGAGGACGACTGGCG
GTAGATCTCGGTCCAG
GTAGCTAGGACGTTGATG
GTAGCTATGATGGTCTCTG
GTAGCTGCAGACCGAG
GTAGGGACAAGTACATGAG
GTATACTGAATAATGATGAAAG
GTATCGGACACAGAAAC
GTATCTGTGGCTCAGGG
GTATGGATGTAGCAGCAG
GTATTACAAAAAGATCG
GTCARAGGCTGGGGAGCGGAGTACAG
GTCRAAGCARAGGACCTGG
GTCAATGGCATGATGAAG
GTCACGGAGAAGAGCAG
GTCAGAAGAATGCTGTT
GTCAGAGGACATGCTGG
GTCAGATCATTGGTGAAG
GTCATCGGGAACCAGAG
GTCATGGGCCACCGCAG
GTCATGTTGGGAATCGG
GTCCACGCCAGCCGCAG
GTCCAGTTGGGGATGATA
GTCCCAGCATGCACGAG
GTCCGAGTCGTTTATTG
GTCCGGACAATCAAAGAG
GTCCGGAGACTGCAGCAG
GTCCTCATCGTGGACTGG
GTCCTGGCCGGCCTCCA
GTCCTTCGTCARAGACTG
GTCGACTCCAGCGAAG
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GTCGCAGACTCACCGGG
GTCGGTGGTCGTACAGG
GTCTAGGATGAGGCCAG
GTCTCAGGTCGCCGCTGCGAAGGGAG
GTCTCTGAGACGCTTCG
GTCTGGAACTCATACAG
GTCTTGAAGGGGCACTG
GTGAAAACCTCAAGCATG
GTGAAAGACGATGGACAA
GTGAACGCGGACCAGGAG
GTGAAGAAGCGGATGAG
GTGAAGAAGGATTTGTAG
GTGAAGGACAAGGTTATG
GTGACCARACCGCCATG
GTGAGAGAAGAACTCAG
GTGAGAGAGCAACAAGT
GTGAGGAGGAGAATGCAG
GTGAGGCTGCCGACAAG
- GTGATGAGGTCAACTGTC
GTGATTGAGATGAACGGG
GTGCAACTGCCTTCCAG
GTGCAGCGCCAGCCCTG
GTGCAGGACTACAGCGAG
GTGCAGTTTGGCCCCAG
GTGCATGGACCATCAGG
GTGCCACGGCGGACAGG
GTGCCAGCAGTCCCACAG
GTGCCCGGCTGCGGAAAG
GTGCCTGCTGGGGACG
GTGCGACTGCAGGAGAG
GTGCGGAGAACAACGG
GTGCGGCTGGTTGGCAG
GTGCTCCTGACCGGCAAG
GTGCTGGAGATCGTCATG
GTGCTGGAGGTGACGGAGG
GTGCTGTAGCAAGAGAG
GTGCTTTATGATCGACG
GTGGAAAAGAGTACTGAG
GTGGAAAATTGAAGGACG
GTGGAAGAGGCGTACCT
GTGGAAGCAGTAGACAG
GTGGAAGGGAGCTGGTG
GTGGACACAGCTGGCAGG
GTGGACACCACATTTGAG
GTGGACAGAAGGCAGAG
GTGGACCAGATGACAGAG
GTGGACCAGCTTCACCAG
GTGGACCTCGTGGAGAAG
GTGGACGACAAAACCAAG
GTGGACTCCGACAGCAAG
GTGGACTCGAGGAGCCGG
GTGGACTGCCGGGCAG
GTGGACTTAGGCAACAG
GTGGAGAGGATTTGTTTG
GTGGAGAGTGTGGACC
GTGGAGGAGCTGGAGATG
GTGGAGGAGGGACAGCG
GTGGAGGTCGATTTGAGG
GTGGAGGTGGGCGGCGAG
GTGGAGTCGGGCAGCAAG
GTGGATCAAGAAGGAGCT

PCT/AU2011/000380

GTGGATCRAGGGGAAG
GTGGATCGGGCAGAGGC
GTGGATGAAAGACAGTA
GTGGATGAACTGGAGAG
GTGGATGCAGGCATTAAG
GTGGATGCCATCGTCGAG
GTGGATGGAGTGGATGAA
GTGGATGGCAGATCTAG
GTGGATTGTTGGAAACAGATGAG
GTGGCACTGGCAGTACAG
GTGGCAGAAGCACTATG
GTGGCGGACCTGGTTGCA
GTGGCTTTTTACACTAA
GTGGGAACTGGCCAGAAG
GTGGGAGCAGRAGTTG
GTGGGAGGATTCAGCTG
GTGGGAGTTGGACCAG
GTGGGCAACGTGCTGGTG
GTGGGCACTGAGGCARAG
GTGGGCAGAGCTCCATGA
GTGGGCATTGTGTGGAAG
GTGGGCTGGTCAGGCAAG
GTGGGTGGCTCAGGACG
GTGGTRAAGGTGGCCTCAG
GTGGTAGAGAAGGTGGAG
GTGGTCATGGAACAGCAG
GTGGTCCGGACACAGAT
GTGGTCGGTGGGTTTGAG
GTGGTGACCAGACTTTAG
GTGTCAAGATTTGTCGG
GTGTCCATGGCCTGGATG
GTGTCGGAGCGGAAAAA
GTGTCTGTGARAGGCCTG
GTGTGATGCACGGAAG
GTGTGGAAGAGATGGAG
GTGTGGAAGCGGGCTAC
GTGTGGAGCTCCATAGA
GTGTTCGACTGGATAGAG
GTGTTGGACTTGGCCAG
GTGTTGTTGGAGAGCGAGCAG
GTTAAGGACACGGAAGAT
GTTAATGGGCATCGTTA
GTTATCGCGGAATGATG
GTTCAATCCAGGACAAAG
GTTCATCGGGCAGATCG
GTTCATGGTCGGAGAAG
GTTCCCGCACCGGATAG
GTTCCGGTCGGGCGCCAG
GTTCCTGGGCTTCATGAG
GTTCGGAGAGATGGAAG
GTTGAACATAGGGCAAAG
GTTGAAGATGAGGAGAAGAAAGAG
GTTGACCTTGATCGTCAG
GTTGCTGACGGCTACTCG
GTTTAAGAAAGTCAATG
GTTTATCTGACACGGAC
GTTTCGATCGGGCCCCAG
GTTTGAAGAGGAGGACTTT
GTTTGATGCCGGCACTGT
GTTTGATGCTTGGGATG
GTTTGGAAGAGACAGTG
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GTTTGGACAAATGCCAG
GTTTGTGATCGTATCAG
GTTTGTGGAGATTGGAG
TRAAAAGACCTGGCTATCG
TRAAAAGCAGTCAGGATG
TAAAAGGAGATCGTGCAG
TAARATCAGAGCAGCTT
TAAACTCTGAtttgcag
TARAGTGATTCAGCCAG
TAAATCTGACGTCTGGG
TAAATGCCCTCTTCCAAG
TAACATATCACTGACTG
. TAAGACAACTCTTAGCT
TAAGACGACATGCTTCATCTGTG
TAAGCTGGATAAGAAG
TAAGGAACTGGCAGGAAG
TAAGGACACAGGTGAAG
TAAGGACACGGAAGAT
TAAGGAGGGAGTCTACG
TARGGAGGTGGATAGC
TAAGGAGTTTGTGGCAAG
TAAGTGGTTTTCGGAA
TAATGGAGGCCTGCATG
TACARATGTTATTGTAGATTCTGGGE
TACAACTGATGGAAGAG
TACAAGAGTCAGCTGGAG
TACACAGGGACATCAAG
TACAGAAGGACGTGCAG
TACAGAGGAGGCATTTA
TACAGGACTGCTTCAAG
TACAGTGGGATCCTCGG
TACATAGATGagacacg
TACATCAGTGCGGAGCA
TACCACCTGGAGACACG
TACCAGTCGGTTCAAG
TACCATCAGCGAGTAGAG
TACCATGAGGACGGGAAG
TACCATTTACATCCCACG
TACCCTTTCACCTTTGAG
TACCGTTGATGAAGATG
TACGACTCTGATGGGCAG
TACGCACTGAGGGAAGAG
TACGGAATGGAGCGACAGGGA
TACGGAGAGGTCTTCAAG
TACGGAGCGCCTGCAGGGACAGCCTG
TACGGTGCGGTTTGTGG
TACGTAAACACTTTGAG
TACGTCTTAGTTGCTGG
TACGTGAAGAGGAGCCAG
TACGTGGCCATCTGCAG
TACTACCCCTCTGGACAG
TACTCTGACATCAAGCA
TACTCTGTTAGCTTCGAG
TACTGAATGGACAAGACA
TACTGAGTGAACAAAAG
TACTGGACAGAGTGCTGT
TACTGGATGCAAAACGAG
TACTGGATTCTGTCAAG
TACTTGAGAAGGTTCG
TACTTGTTGGATGCCAAG
TAGAAAAAGAAGTCGATG

PCT/AU2011/000380

TAGAAACAGGACTGAAA
TAGAAAGGGATGATGCAA
TAGRAGCTGTGGTCAAG
TAGAATCCTTACCACAG
TAGACAGGAGCATGCAG
TAGACGTGTGGTGCAGAG
TAGACTGGTATATAAG
TAGACTTTCGTGCGGAT
TAGAGCTCAGGAAAGG
TAGAGGAAGAGGCCTCAG
TAGATATGGAGACTGAGCT
TAGATCGGATGCATTCG
TAGATGTACGAACAAG
TAGCAACTGGAGCTCAG
TAGCCCAGAGGACATACAG
TAGCTAGGACGTTGATG
TAGCTATGATGGTCTCTG
TAGGAGAATGCGGACTTG
TAGGAGTGGAAGAGGAG
TAGGCAGCGAATCTCAG
TAGGGCTAGCGGCCATG
TAGTACCATGAACACAAG
TAGTAGAAAGAGTAATAG
TAGTAGGCGGCTTGATG
TAGTGGGACAGTTTCAAG
TATAAATCAGAAGACAAG
TATAATGGACAAGCCAAG
TATACTGCAGTGATATTG
TATATCATCGGAGGCTC
TATATCCTTTGCAARATGGCTTAT
TATATCCTTTGCAAAATGGCTTATT
TATATCCTTTGCAAAATGGCTTATTC
TATCAGGCAGAACAAGAG
TATCGAACAAAAGTAGAG
TATCTACCGGGACCTCATCAGCC
TATGAAGGACTAACAAAG
TATGACGACGTGGACAT
TATGATTGGCAGTACACG
TATGCGAAACTGGAGAAG
TATGGAAGATCTCGAAA
TATGGAGTAAAGCAGAG
TATGGATGTAGCAGCAG
TATGGCTTTCCCTGAAG
TATGTCAACCCACTTACG -
TATGTGGACACATACAAG
TATTCCATGGCTGAGACG
TATTCTGAAAAGCCCTG
TATTGACTGGTTTGATG
TATTGATCGTTCCTTCAG
TATTGGAGGCAAGAAG
TCRAAACGGCTGCTCAAG.
TCAACAATGCCTTCCAG
TCAACATCATGGTCGTTG
TCAACGTCACGGATCAG
TCRACTCCGTCTCCCTG
TCAACTTTGTTCGGAAG
TCAAGACGACGGTTGTGA
TCRAAGATCATCAAGCTG
TCAAGATGATCGTGGAG
TCAAGATGATGGACTTG
TCAAGATGGACGAATGG
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TCAAGCAAAGGACCTGG
TCAAGGACGACCTCAAG
TCAAGTCGGGTTTACAG
TCRAGTGAAGTTTGACAA
TCBRATTTCGTCTTCTGG
TCACAGAACAACTGCAG
TCACAGAGCGTTGGATG
TCACAGGACAACAAGGAG
TCACAGTATCCTACAATG
TCACATGTGGTGGAATGGGG
TCACCATCATCTACAG
TCACCCTGAACTCGGAAG
TCACCCTGGAGAGCGCTA
TCACCTCCGTTGGATAG
TCACGGATACAGAGATA
TCACTGATCTGGGTCTGG
TCACTGCAGAATGCAAAG
TCACTGCCTGCCTGACTG
TCAGACAGAACGTGCAG
TCAGACCGGTGGGCTAG
TCAGACTCAGACCAAG
TCAGACTGTCGGTACGAG
TCAGAGACTGAAGGCACT
TCAGAGGCAAAGTGGAG
TCAGATCAAGTCCGCAGG
TCAGATGCTGAAGAAACAAG
TCAGCAGGCGGCTCAG
TCAGCTGGAAGATGGGAG
TCAGGAGATATATGACAA
TCAGGAGATTGAGGACAG
TCAGGAGGCCGGAGATCA
TCAGGCAGAACAAGAG
TCAGGCCGTTGCTGAG
TCAGTGATTTAGATCAG
TCAGTTATCGTCAAAAAG
TCAGTTGACAGAGAGTG
TCAGTTGGAAGCAGGAG
TCATCATGGCTGTAGAG
TCATCTTCAAGGGCCAGG
TCATGATCATTGTCCGTG
TCATGCAGACACTGGAG
TCATGGACAATGGCTTC
TCATGGATAAAGAGACG
TCATGGATTGAAGAGAAG
TCATGGGACACAGAAG
TCATGGGCATAGATGGAG
TCCAACGGCTTCTGTACT
TCCAATCACGCGGACCCA
TCCACAGAACCGCCAAG
TCCACATCTACTACCAG
TCCACTACCTGCTGCAG
TCCACTTACAGATCTGGG
TCCAGAAGGCCTGTGAG
TCCAGACAGATGCCACCA
TCCAGCAGCCGGCGGACG
TCCAGCAGCTCCACACA
TCCAGCGCGGACGCAG
TCCAGGACGAGGAGGAAG
TCCAGGATGTGCAGAAG
TCCAGGGACCAGAAGCAG
TCCATATGAAGTCAGAGG

126/166
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TCCATCCTCAGACAAGAG
TCCATGGGCTGGCATG
TCCATGGTGGGCTCATG
TCCCAGGACGCATGAAG
TCCCAGGGACTGACCAG
TCCCATACATGCACTAGAG
TCCCATCACAACCACAA
TCCCCAAGGAGCTGCTGRAG
TCCCCAGCATGATCCTCG
TCCCGAACGTGTGCACAGA
TCCCGAGGATTCGCGAG
TCCCGCACCTCGTCCAA
TCCCGCTACGATGAGAG
TCCCGTCGGTCATTAAG
TCCCTGGAGAATGTGCT
TCCGACCTGCAGAAAGCT
TCCGAGGACCACAGCAG
TCCGCGGATTATAACAG
TCCGGAACACGCGCACC
TCCGGACACAACATGAG
TCCGGAGCAGAAAGTGGG
TCCGGCTGGGGCGCGTG
TCCGGCTTGGCATCTAT
TCCGGGCAGAGAGTGATG
TCCGGGCTTGCAGACGAG
TCCTAACCTGCATGGATG
TCCTCATCGTGGACTGG
TCCTGACAGATCGCTGAG
TCCTGCAGGAAAAGAT
TCCTGCCATCATCTCCAG
TCCTGGACAATCGGACAG
TCCTGGACAATGGCTATG
TCCTGGACTCCTGAGCAGAG
TCCTGGATAAGAGCACAG
TCCTGTGCTGATAGAGAT
TCCTTAATGGAAGACTCAG
TCCTTACCTGATGATAA
TCCTTTCARAGCCCGG
TCGAACAARAGTAGAG
TCGAAGACTGGCATGAG
TCGACAACCTGGACAG
TCGACAAGGAGAACACG
TCGACGTGCAGAACAG
TCGACGTGCAGATCAACG
TCGAGAAGATGGTGGAG
TCGAGAGTTGGAGAAG
TCGAGCAGCTGGAGAAG
TCGAGCAGGAGAATGACTG
TCGAGCTCTTCCTGCAG
TCGAGGGCGAGAAGAA
TCGATCGCCCTGGGCAAG
TCGCCCGGGACTTCATG
TCGCTGGCAGACAAGG
TCGGACTCCAAAATCAG
TCGGACTCTGGAAACGGC
TCGGAGCTGCACACAG
TCGGAGCTGCGATCGG
TCGGAGGAAGCCTACAT
TCGGATTGGGTGTCAAG
TCGGCACAGAGAAGGAG
TCGGCATCATGAGAAGG
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TCGGCGAGGACGGGAAG TCTGTCAGGCTGCGAGAG
TCGGCTGTCCAGGAAGAG TCTGTCGCAGTTAGAAG
TCGGGACTGCATCAGCCG TCTGTCGGAGGGAGCATG
TCGGGAGGAAATGGAG TCTGTGCATAAGAAGGATCTCAAGAG
TCGGGCAGGTTTGAAG TCTGTGCTGAGCCTGGT
TCGGGTAGAAGAAGATGT TCTGTGTGCCATGGACGG
TCGGTCGRAAGTGGAAGAG TCTGTGTGGTGGCTGG
TCGTACTGGACAGTTTAG TCTGTTGGCTAATGGAG
TCGTGAACTGGTGGTAG TCTTCAGACTTGAACAAG
TCGTGATCTGCAGAAG TCTTCAGCATCGTCCGAG
TCGTGCAGAACTACAG TCTTCGTTGGGATCAGAG
TCGTTCACGAGTCTGGGG TCTTCTCCATGATCATCG
TCTAAAGAGACTAAGAG TCTTCTGAAGAACCAAGG
TCTAAGCTGGGAGATGATA TCTTGGACACCCTTGCAG
TCTACAGCCTGGACTACA TCTTGGACGAATTCAG
TCTACCGACTGCCAGAG TCTTGGGCCAGGAGCAG
TCTACGACGAGAACCGG TCTTGTACATCTGGCAG
TCTACGATGGACATGGAG TCTTTAGTCGGAAATTTG
TCTACTGGTGTGGATGT TCTTTGCCGGAGGAAGG
TCTACTGTCGACTGAAG TCTTTGGACACACAGTAG
TCTAGAGAGGACAGCAG TGAAAGAGGCGATTGAA
TCTAGGAGTGGAAGAGGAG TGARAGGACAGGACGAAG
TCTATGCCTTTGACGTCA TGAACCAGCTGGACCAAT
TCTATGCTGTGGGCGG TGAACCAGGACTGAATTG
TCTATGGTCCCGACTGTG TGAACGCTGTGGGAGAG
TCTCAATCGGACCTCAG TGAACGTCGGCCAGACAG
TCTCAGAGCTCCAGACG TGAACTCAGGACTTGGCAA
TCTCCGAGGTGGACATG TGAACTGCTGCTGGAAG
TCTCCTACTTCGGTCTG TGAACTTGGAGACACAG
TCTCCTGTCCTGCGGAG TGAAGAACTCAGTGGCG
TCTCGGAAGGACATTGGT TGAAGAAGCGGATGAG
TCTCGGACACAGCAATG TGRAGACGAGGCTGTGAG
TCTCGGACTTTTTCCAA TGAAGACGCAGGCTTGAG
TCTCGGAGCTGCGATCGG TGAAGACGTTCGACCGGG
TCTCGGGCAGGTTTGAAG TGAAGACTGGGATARAAG
TCTCTGAGACGCTTCG TGAAGAGAGATGTGGAG
TCTCTGAGACTGCAGTT TGRAAGATCGGACACGG
TCTCTGGACATGCTGAAG TGAAGCAAGGACAGTATT
TCTCTGGACCTTCAGAAG TGAAGCAGACAACGTCAG
TCTGAACTCAGGACTTGGCAA TGAAGCGGATACTCCAG
TCTGACGTGGAGTTCG TGAAGGACGGCCACTCAG
TCTGATGAAGGCTGACAG TGAAGGCACACTGTAAAG
TCTGATGGCACTGTAAAG TGAAGTATGGGCTCAG
TCTGCCAGATCACTGAT TGAAGTGCGGCATGGAG
TCTGCCAGATTGTCAGCG TGAATGACTGCACAGAG
TCTGCGGATGATGACATG TGAATGGTGTATCTCAA
TCTGCGGTGTGGTGGAAG TGAATGTGGACGAACCAG
TCTGCTGGCGGACGAG TGAATTTCGGCACCTG
TCTGGAAAGCTGGAGAAG TGACAAGTATGACCGCATGAAG
TCTGGAACGCTTGGCATT TGACAGACCAGCTGATG
TCTGGACTGACAAGAGTT TGACAGATTCAGCAACACT
TCTGGAGCTGGGACCAAG TGACAGCAGAATCCCAG
TCTGGATAGTAGATCAG TGACAGCGACTGCATTG
TCTGGATGCAAGCTCAG TGACAGGAAGGCCTGAG
TCTGGGAACTGCAGCACGAGATCGAG TGACAGGCTGCACATGAG
TCTGGGARAGACGTTGGCG TGACAGTGGCCGATAAG
TCTGGGACCTGGTGGAG TGACATGCGGAGGCTG
TCTGGGACTATGCTGGAG TGACCACGCTGCAGGATG
TCTGGGCCTGGCAAAG TGACCGGGATGCCTCAG
TCTGGTAGAAATGGATG TGACCTCAAGCCTGACAA
TCTGTAGGAGCCAATGAG TGACCTCGGCTGACCAG
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TGACCTTGCTGCACAG
TGACGAGGATTTGTGCAG
TGACGTCTGGATGTTCG
TGACTCGGCACAGTGGAA
TGACTGAGGAGGAACAG
TGACTGGGATGCGCACAG
TGACTTCGACGCTCAAG
TGAGAAAGTAGAGACTG
TGAGAACCTGACCAAG
TGAGACAGCAGGACAG
TGAGACGAGAGATGCAG
TGAGATGGTGGAGAAGTG
TGAGCAGGATTATGTAGC
TGAGCAGGGCTGCAGGC
TGAGCGAGGACTGCGAGTT
TGAGCGCCTGGGACCAG
TGAGCGGCACGTTCTGCG
TGAGCTACGAGGACCAAG
TGAGCTGCTAGTGGAGCTGG
TGAGCTGGTTAGTGAAG
TGAGGRAATTGTTGGAAG
TGAGGACGAAGTAGAAG
TGAGGACGAGGAGATG
TGAGGAGCGAGACCCTG
TGAGGAGCTGGAGAGAG
TGAGGAGGAGAATGCAG
TGAGGATGAAAAGTCAG
TGAGGATGAAATTAGAG
TGAGGATTCAGACTAAG
TGAGGCTGAAGGAGAAG
TGAGGTGGATGCAGATG
TGAGTTTGACAGTACAG
TGATCAGATCAGAGGAG
TGATCGGGAAGAGGATG
TGATGAAGGTTGGGCAG
TGATGACATATAGCAAGGAACAAG
TGATGAGGTCAACTGTC
TGATGATGAGGACGAGGAG
TGATGATGGTTGGGCAG
TGATGGACGGGCCCAAA
TGATGGAGGAAGGGGAAG
TGATGGAGGTGCAGCTGGA
tgatgggagtgtacaaa
TGATGGGCTGAGTCGAG
TGATGGTTCAAGTAGAG
TGATTGAGGCAGCCAAG
TGATTGCAGRACCCAGGATGGGAAAG
TGCAAAAGGACTATCAG
TGCAGACAAAGAGAGCAG
TGCAGCGGAGATGTACGG
TGCAGGACAAGGCCCAAG
TGCAGGAGAACTTAAAG
TGCAGGAGGACGAACAG
TGCAGTGGGGAATTCAG
TGCATCCTCACTCCCC
TGCATCGGATTTTAACAG
tgcatgcagtcgaaccag
TGCCAGATTGTCAGCG
TGCCAGTCGCCCTCGAG
TGCCATCGTCTGCTATG
TGCCCAGTCCAACAAG

PCT/AU2011/000380

TGCCCCCAGAACCAGCAG
TGCCCTGGAGAAGAATGA
TGCCCTGTGGATGGAAGG
TGCCGGATATGTTGGAG
TGCCGTCTATGAGGACAG
TGCGCGGAGTGAAGGAAG
TGCGCGTCTGGTCAAGG
TGCGGAGCAGACGTGAAG
TGCGGATGAGTCTGTAG
TGCGGCAGAAGAAGCAG
TGCGTGGARACTACCTAA
TGCTCGAGATCGAGGAG
TGCTCGTTATTCCCAAG
TGCTGACAGTCCTGCAG
TGCTGAGGACATGTGCAG
TGCTGAGGATTGACAG
TGCTGCCTACCGTGTCG
TGCTGCGAGGACCAAG
TGCTGGACCAGAAGCACG
TGCTGGAGAAGGACGAT
TGCTGGAGATCGTCATG
TGCTGGGTCTGGAGATG
TGCTGGTGGAGATGGATG
TGCTGTCAGTGAAGTGG
TGCTGTTTGACTGGAT
TGCTTCGGGCTTGCAAG
TGCTTGTCACACTCCAG
TGCTTTGGAGATGGTTG
TGCTTTTGGAGGACTG
TGGAAACCCATATTCTG
TGGAAAGRATCTGTAATG
TGGAAAGCAACGTCATG
TGGARATGGAARAAAGG
TGGAACAGATAATGAAG
TGGAACCTTTGARAGACATAG
TGGAACTACAGCTGGAT
TGGAACTGGAGAGATTC
TGGAAGAGGAGGATGATG
TGGAAGATACGGCCTG
TGGAAGATCATGATGGGG
TGGAAGCAGTTGAGCAA
TGGAATGCAGAGTAGAAG
TGGAATGGTTGGATTCA
TGGAATTGTAGCCAGAT
TGGACAAAGTAAGACCG
TGGACAAGAAGAAGGCAGCCG
TGGACAAGAAGTTATCAT
TGGACRAGGAGAAGGATG
TGGACACAAGGGATGCAG
TGGACACAGCTGGCAGG
TGGACACCAACAATGACG
TGGACAGAGATGCAGAG
TGGACAGCAGGTCGACA
TGGACAGGAAGGATGTG
TGGACAGGACTATCAAG
TGGACAGGATGAGTCAC
TGGACATCACGTGGAAG
TGGACATGGAAGACAAG
TGGACCAAGAAAAAGAAG
TGGACCAAGTAGAACAG
TGGACCAGAAGTTTCA
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TGGACCAGAATATGAG
TGGACCAGATGACAGAG
TGGACCAGCTGGAGAAG
TGGACCAGCTTCACCAG
TGGACCAGTGGCTACAAG
tggacccagcactccag
TGGACCCCGAGGGCGTG
TGGACCGGATGAAGCAG
TGGACCGGGGAAAGAAG
TGGACCTCGAGGACATTC
TGGACGAATAGTGGAAG
TGGACGACAGGAAAGAG
TGGACGACCTGGCGCAG
TGGACGAGGACGAGTGG
TGGACGAGGTTTTGTAAG
TGGACGATAAAGACGAT
TGGACGGAGAGGAAAGCG
TGGACGGATACTCAGAG
TGGACGGGACTATTAAG
TGGACGGGTTGCCGAAG
TGGACGTAGGGGAAAG
TGGACGTGTTTACGGAA
TGGACTACCTCACCAG
TGGACTATGTACAAAAG
TGGACTCGAGGAGCCGG
TGGACTCTGCAAGGAAG
TGGACTGCGTACACCAG
TGGACTTGATGAAGAAG
TGGAGAACGACCGGCAG
TGGAGAACGGGCAGCGG
TGGAGACAGGCCACTGAA
TGGAGACGTTGCTTCAG
TGGAGACTATAAGGAG
TGGAGAGACTTGGCACAG
TGGAGAGAGAATTGAAARRAA
TGGAGAGATGTTAGAAG
TGGAGAGGATGGAGATG
TGGAGATGGACACTCGG
TGGAGATGGAGCACTCACCAG
TGGAGATTGGAATGAAG
TGGAGCAAGTGCTGAAG
TGGAGCAATGTGGAGAAG
TGGAGCACGACCCAAG
TGGAGCGACGGCGTAGGG
TGGAGCTCTGTGGGCGG
TGGAGCTGCAGACGCG
TGGAGCTGGAGGATGGAGAG
TGGAGCTTGAAGATATG
TGGAGGAAGAATTTCAG
TGGAGGAAGTGGCACCAA
TGGAGGACGGCGGCAAG
TGGAGGAGCGCTTCCGG
TGGAGGAGCTGGAGATG
TGGAGGGCAGGAGACAG
TGGAGGGGGTTGCAGACG
TGGAGTAAACAGAAAGGGACAA
TGGAGTGAAGATGGACA
TGGAGTTCTGTGTGGAAG
TGGATAAAGGAAGACG
TGGATAACAGACTGATG
TGGATACTGCAGGAACG

129/166

PCT/AU2011/000380

TGGATATGTGGGCATGTG
TGGATCAGGAGGATTAG
TGGATCATCGAACTGAAT
TGGATCCTGCAGAGCAG
TGGATCGGAGATTTCAT
TGGATGAAACTCAATGTAGA
TGGATGAACAGAGCGTGGAG
TGGATGAAGATGTGAAG
TGGATGATCAAGGACAT
TGGATGATGTAGCGCAT
TGGATGCCATCGTCGAG
TGGATGGAGTGGATGAA
TGGATGGCACAGTAGAA
TGGATGGGAGGCTTCAG
TGGATGGTGGAGAAGAGCAG
TGGATTTGTTGGGCCTTG
TGGCAAATCAAAAGAACA
TGGCRATTATGTACTG
TGGCACTGCTAGGCATG
TGGCACTGGCAGTACAG
TGGCACTTTGGCAGCAG
TGGCAGAGAGAATCAAG
TGGCAGCCATCAAAGAG
TGGCAGCTGGAAGTTTAG
TGGCATGACAGAATTAGG
TGGCCACGAGAATTAAG
TGGCCGACTGCAGCAG
TGGCCGAGACTGTCAAA
TGGCCGAGTTCAGCAAG
TGGCCTGGAGCAARACG
TGGCGGACAAGCATGGT
TGGCGGCGCGTAGGAGGCG
TGGCGGGAGTGGACACG
TGGCTAGAGGATGAAAG
TGGCTCGGAGAAGARAG
TGGCTGAACTCAAGCAG
TGGCTGAGAAGAAAGAG
TGGCTGATTGGTTAAAG
TGGCTGCACAAACGAG
TGGCTGCCAGGAAGAAG
TGGCTGGATGTGAGATG
TGGCTGTTGACATAGGCG
TGGCTTGATAAGAATCAG
TGGGAAAGGAAGAGACATTTTC
TGGGAAGTAGCTGCAGAG
TGGGACACAGATATGTTGAAG
TGGGACAGGGGATTGAT
TGGGACCGGATGGAGAG
TGGGACGAGCAGATAAG
TGGGACTTATTCTACAAG
TGGGAGAACGTCTTAAG
TGGGAGCTGCGGCTGCA
TGGGAGGCATGGGCTTGT
TGGGATCAAGCTGAGAAA
TGGGATGCTGGGATCAAG
TGGGCARAGGCATGAAG
TGGGCAAGAAGAARATG
TGGGCACCAGGATCAC
TGGGCACTGAGGCAAAG
TGGGCAGGAAGACTGAG
TGGGCAGGAAGATGTTGG
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TGGGCAGGAATGAGCAAG
TGGGCAGGAGCTTGCAG
TGGGCAGGTGGTGACG
TGGGCATGAGGAAGGAGG
TGGGCCAGAAATGAAGG
TGGGCCGAGTGACGGAG
TGGGCGGATGACATTTG
TGGGCTAGGGGACCCAG
TGGGCTCAGAGACTAG
TGGGCTGCAGAAGAATA
TGGGCTGCGAGTGCAAG
TGGGCTGGGTGGCTATG
TGGGCTGGTCAGGCAAG
TGGGGACATGGCACGAG
TGGGGAGGACATGCAAG
TGGGGAGGTCAGATTGG
TGGGGCCGGAGTGAAG
TGGGGCTGCACGAGCAG
TGGGTCACACAGACTGG
TGGGTGTGCAGAGTGAG
TGGGTTGGAGCACAGAG
TGGTACAAGGATGAGGAG
TGGTACACGCAGAACATG
TGGTCAGCGTCGTTCTA
TGGTCCAGATGTCTTCCA
TGGTCTGAGTGGACAGG
TGGTCTGTCATAGAARAG
TGGTGAAGCTGGTGGAG
TGGTGACCGACAGACTGG
TGGTGATCTGGCATGGGATGG
TGGTGCTAGTGGAAGGG
TGGTGCTGATCGCCGAG
TGGTGCTTATGGTGGAG
TGGTGGAGAAGCAGACA
TGGTGGAGGTGCTGGCAG
TGGTGGCGTGGATGCAAA
TGGTGTACAGATCTGAG
TGGTGTGTTATGGACTG
TGGTGTTGGGCAGGCAG
TGGTTAGAACATATCAAG
TGGTTCTGAGGCTGCAG
TGTAAATATGCCATGTTGCAAAAG
TGTAAGAAACCCAGTGGA

- TGTAAGAAAGGTTTT
TGTAAGAAAGGTTTTAAT
TGTAAGAACTGTTAATT
TGTAAGAACTTTTCTTTGGG
TGTAAGAATCACATGTA
TGTAAGAATCTGTCATAGAGATG
TGTAAGACAGTCAGTTAA
TGTAAGAGCATCCGCCTTTTCTGGGG
TGTAAGAGGCCCTGCATC
TGTAAGATAAATAAAATA
TGTAAGATAAATAAAATATTCAGT
TGTRAAGATAAATAAAATATTCAGTGA
TGTAAGATATTGTTTGAATAATCTAA
TGTAAGATCATCATATA
TGTAAGCATCCACGTTT
TGTAAGCATCCACGTTTTAAA
TGTAAGCCAGAACTGCAA
TGTAAGCCCTGITTTGA

PCT/AU2011/000380

TGTAAGCCTCTGGGGCT
TGTAAGCGGCATGCCCTGATTGA
TGTAAGCGGCATGCCCTGATTGATT
TGTAAGCTAAATAACATTTTATT
TGTAAGCTATTTGAAAC
TGTAAGGAATTCAGAGC
TGTAAGGATTGTGGGGC
TGTAAGGATTTTTACTCA
TGTAAGGGAAATGATTTTCTTGT
TGTRAAGGGCATGTGGCTCCCCGGTTC
TGTAAGGGTACTTTTTTT
TGTAAGTAAAARAGTGTATG
TGTAAGTAARAAAATTGTAA
TGTAAGTAAACTACTAGTTAACTAAA
TGTRAAGTAAATCTGGTCTTAAT
TGTAAGTAACACTCCTTT
TGTAAGTAACACTCCTITTTAGA
TGTAAGTAATTTTGTCAT
TGTAAGTAATTTTTTGTGGAGG
TGTAAGTACAGTTCTATCGTAC
TGTRAAGTACATAAAGCCTAAATGT
TGTRAAGTACATGTATATAAATGTGTA
TGTAAGTACCAGCTGTA
TGTAAGTACCAGCTGTAT
TGTRAGTACTCGGGACTAG
TGTAAGTACTCTGATTC
TGTAAGTACTTCTGAACTGGAG
TGTAAGTAGAATTCATTTTA
TGTAAGTAGATCTTTATCAGAATGAA
TGTRAGTAGATTATCATCATTTT
TGTAAGTATAAAAGCTGTTGAGGC
TGTAAGTATAAACTCTGTTGTGA
TGTAAGTATAGTTTTTGTG
TGTRAGTATATAATGACATTAGG
TGTAAGTATCAGAGCTTT
TGTAAGTATCATGCTAAAT
TGTAAGTATCCACCAAA
TGTAAGTATCCTCCACTCCCACTTT
TGTAAGTATGCAGTCTT
TGTAAGTATGCCTCCTTGA
TGTAAGTATGCTTTGTT
TGTRAAGTATGTAAATTTTATATGCTA
TGTRAGTATTAACCAGATTTTAA
TGTAAGTATTAACCAGATTTTAAAG
TGTAAGTATTAATGCTG
TGTAAGTATTAGTATCTT
TGTRAAGTATTATTGATGATA
TGTAAGTATTGTTTTGAATTGATCT
TGTAAGTATTTGAAAAA
TGTAAGTATTTTAAATATC
TGTAAGTATTTTCATAGAAAGACAG
TGTAAGTATTTTCATAGAAAGACAGT
TGTAAGTATTTTGTGAATACAT
TGTARAGTATTTTTTCTICT
TGTAAGTATTTTTTGTA
TGTRAAGTCAGGCAAGGGT
TGTAAGTCAGGGACTCT
TGTAAGTCAGGGACTCTT
TGTRAGTCATACTTTCCCGATG
TGTAAGTCATACTTTCCCGATGG
TGTRAAGTCATACTTTCCCGATGGG
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TGTAAGTCATACTTTCCCGATGGGG
TGTRAAGTCATCACAATTGTCTGT
TGTAAGTCATCACAATTGTCTGTC
TGTAAGTCCACAGCCTG
TGTAAGTCCCAGCTCTGA
TGTAAGTCCCTTCTGCTG
TGTAAGTCCTTGCTTGG
TGTRAAGTCCTTGCTTGGGTGCCTC
TGTAAGTCTACATTAAAATTCTTT
TGTRAAGTCTCTGGAGGCCTCTTCTC
TGTAAGTCTGTTTCAACT
TGTAAGTGAAAATAAAGAC
TGTAAGTGAAACAGTGG
TGTAAGTGAACATTTAAAATAAT
TGTAAGTGACAGCCTTGCtLt
TGTAAGTGATGGGGTTG
TGTAAGTGCCATTTTTAAAAAAT
TGTAAGTGCCTCCTGGG
TGTAAGTGCCTCCTGGGCCT
TGTRAAGTGCGCTGGGTCTCAGCCC
TGTRAAGTGCGCTGGGTCTCAGCCCCG
TGTAAGTGCTAAGGAAC
TGTAAGTGGCTGGAGTA
TGTAAGTGGCTTACTTTTATGTGACA
TGTAAGTGGGGAAATGCTG
TGTAAGTGGGGAAATGCTGCT
TGTAAGTGGGGCCCCAG
TGTAAGTGGGGCCCCAGA
TGTAAGTGTAGTTAGGT
TGTAAGTGTAGTTAGGTT
TGTAAGTGTGACCCTGCAGTAGGGC
TGTAAGTGTGGTCCTC
TGTAAGTGTTCAGTTTTT
TGTAAGTGTTCAGTTTTTAA
TGTAAGTGTTGGATTTGAGAGAAT
TGTAAGTGTTTTTGTTTT
TGTAAGTTAACCACTGATCAT
TGTRAAGTTAACCACTGATCATTTAT
TGTRAAGTTACAAATTATGTACAAGA
TGTAAGTTATAAGAACATTTT
TGTAAGTTATCATGTGCCC
TGTAAGTTCATACAAGT
TGTAAGTTCCCAGAGTTT
TGTAAGTTCCCAGCTCAT
TGTAAGTTCCTCATTCTT
TGTAAGTTCTCTGCAAT
TGTAAGTTCTGTAAATCA
TGTAAGTTGCTGTTTTTCTTTTT
TGTAAGTTGGATTTACTTTGCTTATT
TGTAAGTTGGCATTTATATAT
TGTAAGTTGGCTATTTC
TGTAAGTTGTAATTCA
TGTAAGTTGTCCTTTCC
TGTAAGTTGTTGTTTTTAT
TGTAAGTTTATATGAAGAGATTTT
TGTAAGTTTCCATCCAACTCC
TGTAAGTTTCCTTTCCTGCCAC
TGTAAGTTTGCATGGGTTACAC
TGTAAGTTTGTGCAGTAA
TGTAAGTTTGTTGTTGTTTTGGGGTT
TGTAAGTTTGTTTTTTCCTTTTC

PCT/AU2011/000380

TGTAAGTTTTAAAARCACTTTAAGA
TGTAAGTTTTAGGAGGGAACG
TGTAAGTTTTATTACTT
TGTAAGTTTTCTTTGTA
TGTAATAATGAGGCCAGT
TGTAATAATGAGGCCAGTTTTAG
TGTAATCTCTGTGGAAG
TGTAATTCATTTTCATTTCT
TGTACGGGCCACCCCTGC
TGTACGTACGCGCCGCC
TGTACGTGCCTGCAACAC
TGTACGTGGGGGTAGCTT
TGTACGTGTCCCTCAGGG
TGTAGCTGCAGACCGAG
TGTAGGTATCCAGGATTCTG
TGTAGGTCTGCCCGGC
TGTAGGTTCTGCCAAAA
TGTAGGTTTTATTTTAA
TGTATCCTAGACCCTTGGGGCTGG
TGTATCCTGACTCTCCTTGGRATCTG
TGTATCCTGCTCCAGAAGTCAGGGA
TGTATCCTTATTACACT
TGTATCCTTATTTTGGGTCT
TGTATCCTTCCGTTTGCT
TGTATCCTTCCTTCCTTCCGGGGCTG
TGTATCCTTTACAATAATCTA
TGTATCCTTTACAATAATCTAC
TGTATCCTTTCATTTACAT
TGTATCCTTTGAACGTGA
TGTATCCTTTGAGAGAATGAAAGCAA
TGTATCCTTTGCAAGCGTGCAGGTGG
TGTATCCTTTTTCTGCC
TGTATCTGCCCCCAGACACTG
TGTATGGAATCTAGTTT
TGTATGGtataaataaatttt
TGTATGTACTTTTGTTTTTATTT
TGTATGTATATTATTCTT
TGTATGTATCTTACATTT
TGTATGTATCTTACATTTCTG
TGTATGTATTCATCACATTTTA
TGTATGTGATGTGCACA
TGTATGTGGCCGGACCCGCC
TGTATGTTTTATTTCTAAGTAGAATG
TGTCAAGATTTGTCGG
TGTCACAGGGCTGCTCAG
TGTCAGARGARATGCTGTT
TGTCAGTACCGCACCCTTCCC
TGTCTCGCACTTCCCAG
TGTCTCTGAAGAACTAG
TGTCTTGAAGGGGCACTG
TGTGAAGGACCAGGAG
TGTGAAGGACGAGCAGG
TGTGACAACTGTGTGGAG
TGTGACCGCAGACCGAG
TGTGAGAACCTATTAAAAT
TGTGAGATAGGGGCGAGTGGTGAGG
TGTGAGCAGGGCCTGCGGGAGGG
TGTGAGCCACGGATTTCCTTCAARA
TGTGAGCGGCGCAGCC
TGTGAGCTTCTCTTCC
TGTGAGCTTCTCTTCCT
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TGTGAGCTTCTCTTCCTG
TGTGAGCTTCTCTTCCTGCCCCTT
TGTGAGGAGATGTTGTAG
TGTGAGGCCGGGCTAGGCTTAGGC
TGTGAGGCGGGCCTCTGTGGGC
TGTGAGGTTCTTTGTCTGCT
TGTGAGTAACAGCAAAAGTTTTTTG
TGTGAGTAACAGCAAAAGTTTTTTGC
TGTGAGTAACTGTAAAGG
TGTGAGTAATGATCCTCAAGT
TGTGAGTAATGATCCTCAAGTGA
TGTGAGTACAATTTTTTTAT
TGTGAGTACAGCATCCTTGGCCAGG
TGTGAGTACCAGCAGGGGRAAG
TGTGAGTACCAGCTGCC
TGTGAGTACCCCACTCCC
TGTGAGTACCTCCCCACTTGAT
TGTGAGTACTGGCTGG
TGTGAGTACTGGTGCCTC
TGTGAGTAGACCTTTGA
TGTGAGTAGACCTTTGAG
TGTGAGTAGATGGAAAGCT
TGTGAGTAGCACTTGTC
TGTGAGTAGCTAAAGCT
TGTGAGTAGCTGCTCGGG
TGTGAGTAGGTCGCGGCCG
TGTGAGTATAATGAGAAACTTTTAT
TGTGAGTATATTTAATGT
TGTGAGTATCACCCCTA
TGTGAGTATCCGGCAGGGCC
TGTGAGTATCTCCTATT
TGTGAGTATCTCCTATTT
TGTGAGTATCTCCTATTTTAATAT
TGTGAGTATCTCCTATTTTAATATAC
TGTGAGTATCTTACCTT
TGTGAGTATGGGCAGCTGA
TGTGAGTATGTGCATTGCTTCCTT
TGTGAGTATGTTCTTTGGAGTTCTGT
TGTGAGTATTAAACAAT
TGTGAGTATTAGGAAGCATGTTCT
TGTGAGTATTTATGTACA
TGTGAGTATTTATGTACAGCTTTT
TGTGAGTATTTCTTCATTGTGG
TGTGAGTATTTTATTCCCCCAA
TGTGAGTATTTTTCTT
TGTGAGTATTTTTGCAT
TGTGAGTATTTTTTTATTGATCC
TGTGAGTCATGGACTGG
TGTGAGTCATGGACTGGCC
TGTGAGTCCCCTTTGGGCATGATAT
TGTGAGTCCCGCGGGLE
TGTGAGTCCCGCGGGCGGC
TGTGAGTCCCGCGGGCGGCT
TGTGAGTCCGCCATGT
TGTGAGTCCTGCCCTGGG
TGTGAGTCTGCAGCAGG
TGTGAGTCTGGGAACCca
TGTGAGTCTTTCAGCTT
TGTGAGTGAAGGGCCCG
TGTGAGTGAAGGGCCCGG
TGTGAGTGAGAGAGAG

PCT/AU2011/000380

TGTGAGTGAGATCTTATTT
TGTGAGTGATGAATTAGCTTATTAA
TGTGAGTGCAGTGCTTC
TGTGAGTGCCCGGCTGG
TGTGAGTGCCCGGCTGGG
TGTGAGTGCCTGTGAGGGGACAG
TGTGAGTGCGTGGGGGCTGCCCC
TGTGAGTGCTCCCAGCCCCC
TGTGAGTGCTCCCAGCCCCCAGCCC
TGTGAGTGGCATGTCTTG
TGTGAGTGGCCCGGCTG
TGTGAGTGGCCTTGGGT
TGTGAGTGGCGGAGGGCA
TGTGAGTGGCTGGGCCCG
TGTGAGTGGCTTGGCAC
TGTGAGTGGGATGCAGT
TGTGAGTGGGGCGCTTGCCCGAGCG
TGTGAGTGGGGCTGCCGT
TGTGAGTGGGGTTGCTGGGAGC
TGTGAGTGGTCGTTTCTTTCT
TGTGAGTGGTCTCTGTC
TGTGAGTGGTGGGGTGTC
TGTGAGTGTAATTGTITTG
TGTGAGTGTAATTGTTTGAT
TGTGAGTGTAATTGTTTGATTTTACG
TGTGAGTGTCTACCCGCCC
TGTGAGTGTCTCCCCT
TGTGAGTGTCTCCCCTCCCCACTGGC
TGTGAGTGTGGGGGCGG
TGTGAGTGTGGGTCTGG
TGTGAGTGTTCATTGCC
TGTGAGTGTTCATTGCCT
TGTGAGTGTTGTGCTC
TGTGAGTTAAATTATAG
TGTGAGTTAAATTATAGAGCTGTT
TGTGAGTTACTGGGGAT
TGTGAGTTCACCCCTTTTGTCCTTT
TGTGAGTTCAGTAATTCTtaagctct
TGTGAGTTCCTGGGCAGGGGCAAG
TGTGAGTTCTTTTCTTTT
TGTGAGTTGAATGGAGG
TGTGAGTTGACAGAAAG
TGTGAGTTGGGCGGCAGTGG
TGTGAGTTTCCTCCTGGGT
TGTGAGTTTTCCCAAAT
TGTGAGTTTTTCCTTGAATTTTGAT
TGTGAGTTTTTICCTTGAATTTTGATC
TGTGATCGGATCCCAAA
TGTGCCCTGGAGACGCG
TGTGCGACTGCAGGAGAG
TGTGCGGGCAGAGCAGG
TGTGCGTACTCATCTCACCT
TGTGCGTGGGGTCCAGG
TGTGCTTTATGATCGACG
TGTGGARAATARAGCACG
TGTGGAAATCGATGGAAG
TGTGGAACCGCATGAAGC
TGTGGAGACTGAGGACG
TGTGGAGCTGGAGAAGG
TGTGGATGAGAGCCGAG
TGTGGGAACGAGGTGCAG
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TGTGGGAGGATTCAGCTG

TGTGGGTACCAGGAGGCTGGGGGA
TGTGGGTATTGAAGGGACCCACAG

TGTGGTGACGTCAGACCA
TGTGTAGAGGAGGACAG
TGTGTAGTGTGGAGCAG
TGTGTCGGAGCGGAAARAA
TGTGTGTCGGAGAAATG
TGTGTGTTGGTCTTACG
TGTGTTGACCATCGCAG
TGTGTTGGACTTGGCCAG
TGTTCGACGGGCAGAGC
TGTTGATGGGCTTAGCG
TGTTGGAARACAAGGACAG
TGTTGGAAACAGATGAG
TGTTGGACTTGGCCAG
TGTTGTTGGAGGAGTG
TGTTTGAAGTTGGCTGTT
TGTTTGGATTACAGATAA
TTAAAAGCAGTCAGGATG
TTAAACTGCAGATATG
TTARACCAGGACACGAG
TTAAGACCCGGATGCAG
TTAAGGAGGGCAAAGAG
TTAATAGGGCAGATGAAG
TTACATCATGGAATTG
TTACCACAGAATTTTGG
TTACTGGGCTCCTCARAG
TTAGACAGGAGCATGCAG
TTAGATGACATGGCTCAG
TTAGATGTACGAACAAG
TTAGATGTGGATTGGAG
TTAGCAGTGGACGCGAG
TTAGGACRAAAATGCTG
TTAGGGAACCTCAAGAGG
TTAGGTGGACAACAAG
TTATCCCCGTTGGAAG
TTATTAGATGGTTGTCGG
TTCAAATGGACCCGGAAG
TTCAACACTATCGGAATG
TTCAACGCCATGCTGCCT
TTCAAGTAGAAATTCAA
TTCAATTGGTACAATAG

- TTCACAGACTGGAAGAT-

TTCACGACCAAGAAGCAG
TTCACTGAAGGCTAATG
TTCAGATTGCAGTACAG
TTCAGCATCGTCCGAG
TTCAGGATAAAGATCAG
TTCAGGGCAGAAAGCAG
TTCCAAGAACGGCAGTCTICTG
TTCCAGATCGAGCACCA
TTCCAGCCGAACATGACG
TTCCAGGGCTTTTCAAAA
TTCCATGGGGGCTGCAG
TTCCCAGCCATCTGCAG
TTCCGGATCCTGCGCGCAGA
TTCCTCGAGTTCCTCAAG
TTCCTTCAAATCCAATAG
TTCGAAAGTTTGGTCGAA
TTCGACAAGACGCTGCAG

133/166

PCT/AU2011/000380

TTCGGACCTCACCACGCG
TTCGGACTCGTCGGGCAG
TTCGGATTTATTAAGCTT
TTCGGCAACAATGACAAG
TTCGGGAGATGGGCAGG
TTCGGGCCGGAGGAAG
TTCGTGATCTGCAGAAG
TTCTCAATCGGACCTCAG
TTCTCAGGTCTGTAARAA
ttctccctgccacacatg
TTCTCTCTATGCAACCAG
TTCTGATGAAGGCTGACAG
TTCTGATGGAATTTGG
TTCTGCAACTGAATTCG
TTCTGCACAGATTGTTG
TTCTGCACTGTTGATTGG
TTCTGCAGAGACTCCGG
TTCTGCTGCTCTTAAAG
TTCTGGACATTCTGTGAG
TTCTGGACTTGCATTGAG
TTCTGGCAGCTCTCAGGG
TTCTGGGCATATGAACAG
TTCTGGGCCTGGCAAAG
TTCTGGGGAGCACTTATT
TTCTGGTAGAAATGGATG
TTCTGGTGCTCCCAATG
TTCTTATGGACTCAAAG
TTCTTGGAGGGTGGAAG
TTCTTGTCAATGACCTG
TTCTTGTCGGATCAGG
TTGRAAAGAAGTTGGCGTG
TTGRAACACTGAGCCAATGGAAA
TTGARACAGACAGTGGAA
TTGAAGAACTGCAGAAG
TTGAAGAAGTGGCACAG
TTGAAGAGGAGGACTTT
TTGAAGATCGGACACGG
TTGAAGCTGAGGATTTT
TTGAAGGCATTGGAATG
TTGACAAACTGGAAGAG

TTGACRAGGCGGAGCTGTGCATGAAG

TTGACCGAGGAACGGAG
TTGACCTTGATCGTCAG
TTGACGGCTACTATGAG
TTGACTCCGCTGATTCTG
TTGACTGGATTTGCAG
TTGACTGTGCTAGCAAG
TTGAGAGAAATGTGGAG
TTGAGATCTTGGGACAG
TTGAGATGGCTGAGGAG
TTGAGATTGTGGAGGAGG
TTGAGGAAACAGGAGTTG
TTGATGAAAGACCTAG
TTGATGGATTTGCCGCAG
TTGATGGCAGTGCTCTT
TTGATTCGTCTGACAGAG
TTGCAGAAGARATGAAAG
TTGCCGAAARAACCCAG
TTGCCTCAGCCCTTCGT
TTGCGATTGTCCAGAG
TTGCGGAGGACAGCTTG
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TTGCTACTGAAATTGCAG
TTGCTGGAGATATTTGGG
TTGCTGGAGGATACAAAC
TTGCTGTTGATAGCTGAG
TTGGAAATGCAGGAATG
TTGGARATTGGCAGATCG
TTGGAACTGCTTCTAAG
TTGGAAGCAGTTGAGCAA
TTGGAAGGGTACATCTAG
TTGGACAGTTTACTTITG
TTGGACTTTTGGATCAG
TTGGAGAAGARAGGATGGAG
TTGGAGACGGCAACCTAG
TTGGATCACTTGGATTAG
TTGGATGATTTCCGAAG
TTGGATTAGATATTGAG
. TTGGCAGAAGGAACCAG
TTGGCAGAGAGAATCAAG
TTGGCCGACTGCAGCAG
TTGGCTGCATCGAAGAG
TTGGCTGTGTTTACAAG
TTGGGATCAAAGGTCAAG
TTGGGCCRATAAGAAG
TTGGTATTGCAGATGAC
TTGGTGGCATTGTTATTG
TTGGTGGCGTTACTTG
TTGGTGGGCACGAGCAAG
TTGTAATCGTCCAGTTG
TTGTCATGCTGAAACGG
TTGTCGGGCGCATGCAG
TTGTCTACCTGCGGCAG
TTGTGAAGGACCAGGAG
TTGTGGARATGTGGCG
TTGTGGACTGTGACGG
TTGTGGGAGCAGAAGTTG
TTGTGGGCCAGACAAG
TTGTTCGGGAAAACAG
TTGTTGGACCGGCTAC
TTGTTTAGTGTGGACAT
TTTAATATTAAGGAAGAG
TTTACTGCAAGCATCCAG
TTTACTGGGGCTGAGGG
TTTATCTGTGTGACACC

TTTCATCAGTGAGATTG
TTTCCACCATGCGCACGG
TTTCCAGGATGAAGAAG
TTTCCATTCCTTACCTG
TTTCCCTGGACTGCAG
TTTCTCTTACTGGGCGCG
TTTCTGCAGCGGAACG
TTTCTGCTTTGGCTGAGGGTAGT
TTTCTGGGAGTGACGTT
TTTGAAGAGGAGGACTTT
TTTGAAGGCATTGGAATG
TTTGAAGTGGCGCTCAG
TTTGACAGCGAGCGGGG
TTTGACTGATGACGARAG
TTTGAGCCTTTTGGAAGA
TTTGATGCCGGCACTGT
TTTGCACGGGACCTGGG

PCT/AU2011/000380

TTTGCTCTGGAACAGCAG
TTTGGACAACATGACAG
TTTGGACCAGAATATGAG
TTTGGATCCGTCGTGAAT
TTTGGTATTGCAGATGAC
TTTGTCGAGCTCATCAG
TTTGTGGACCAGCCAG
TTTTCAAAGATGGTAGAG
TTTTCTGGGTGGACACG
TTTTGATCGGCAGAARA
TTTTGATCTTGTGCCTTG
TTTTGATGGACAGGAG
TTTTTGTCTGGATTAAG
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CAGGATAAGCTAGAAT
TGCTGGTGGTCTGAAAG
GACTGTAGAGGCGCTTCCTA
TTTTCCTGGAGAACGAAG
CGACACAAGAAGCGGATCCAG
AGGACCACGTGGACAAAGG
GTTGTTAATTGTAGACC
ATGGTGTCCCTTTGGATG
CGGCGGGGAGCTTGGAACG
ATGTTGAAAAGATTGAAG
CCGAGGCTTTTTGTGGAG
TCCTGAAAGTCTCTGCAG
ATGTCTGACGAGGAAAC
AAGAACATGGGCGCTCGCAG
AGCCCTTGTAGAAAGAAG
TCCTGTCGAGAATCTGAG
TACCTGATCCAGGACGG
TGTATGAAATGTTGGCTGGCCAG
CAAGGAAGTCACTCATCCG
AAGTCACCAGATGTTCAG
ATTCTCCATCAAGATGAAAG
ACCTTTGCTGAACTCAG
GAAACTGGGAACTAACAT
CTCAAGCGATTTCTTCAGGAG
GGGGGTCTTAGGAGGCATCT
CCTGACTGTACTGAGAG
ATCTGAACGTAGGGGGCAAGCG
CACTGTATGAGCTGGAG
CGTGGACAAACTTGAAATCCG
TTTTITGCTGACTCTAAG
CCGATATAGATGAATCTG
CTCAACTTCCAACGTCAG
GCCGGGACAAGAAGTCG
CTACGGGACCAAAGAGC
CACCAAGTGCCACAAAG
CTGGTGGATGTAGAGAAG
TGATGTCCGGCGTCCTCTCTACAAG
GACTTGAAGGATACTCC
TGCTTAGCAGACCAAAAG ™
ACTGTCTGGAACCGGACTGCAGAGAAA
GCCGGAGCCTGGGAGACG
CGCATTGGTGACCTTTG
AATTCAAGTGATGTAGAG
GGAACTTCTTGCCAATCGAG
ATTTGACTTTGGGTCCTGATGGCAAG
TGCCCAGGGATCCAGCGTGCAG
ACATCCATACAGAACCTGAATAAAA
AGGGGACTCTAACCAAG
TGACAGAAAAATCTGAG
TGAACATCACTGAGGAGAAG

PCT/AU2011/000380

AGATACACACAAACCTAAACCTCTGGG
TTGGACAGACTGGAGGAG
CCATCATGAACTACCAG
GCCATTAACTGCTTAGGATTCACGTGG
CCCAAGCCCATTTTTTTCAATTTGAAT
CGTGGCTGAGATGGAGCGA
TCTCACCCCAACAAGCAG
GGACTCGCCTTCAGAAG
GAGTTTGTGGACAAGCAG
GTCTTTCTGAACAGGAG
TTTTTCGTTCATTTACTTAGG
CGGCCCATGTGGAAGCAG
AAACCATTAGTCATACAG
AGAACGAGAATCAGAGAGCGGAG
GTCTACTTCGGATTAAGCG
CTTCAGTCCAAACTACAG
AAAGAGTGCTGGAAACAAGGACAG
TGTGAGAACTACATCAG
AATGTCTGTTGGAACAG
AGACATCTCTGGAAGCAT
ATGACATCATTTGCCTTGTTCATG
CTGTTCATTGGGCAAGAG
ATCAGCCTCAAAGCTCTGGAG
GATGGAGGAATTTATGCC
CTCATCACCAGCGTGGAG
GGACACCACCAAAATGAG
GGGCGACTCGTCAGTGCAG
ATATTTAGATTTATCTATG
GAAACTGCAGCTGAGAAG
CCAGAGTTAAAGTGAACGTCTACTCGG
ATTGTGTGAACAGACCAGTGGAAG
TCAGTGGATATAAAGGTTCAAG
GTCATCCAGTTTGGTGTCGCGG
GCTACTACTCTGATAACGG
CATTGAGCGTCTCTTAAAGCTGGCG
TTATTTGACGAAAACG
AGAACAGCACCAGTAGCAG
AAGACTGCAGCTGGACCG
GGAGTTTTATGGATCAGTGGAAC ~ -
GAGGACTTCCTGGTGCATGAG
AAGATATTGGTGGGAAAG
TCAGGGATCCGGAAAGTAGT
TTCAGAGACGTTCTGAGGGCTGTGGAG
ATCGTTGTTGGGATTCTGGTAGCTCAG
TCCCGCGGCTGCCTGAG
GCATTTCGTTGTGCCAG
CAGCTCTTCTCAGCTCTGCAGCATCAG
GGACAACTGGATGAGCAAGCAGGAG
TCTCATTGGATACTIGG
CTTGAGGAACTCTATGACTTATTCAAG

FIG. 2A
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GATAAACAGGAACTTGAG
ACATGTCAGGACTGAGG
AATCAATCGGAAGGAAG
CTGAACGCCATCATTGGG

- CAAACCAGGGGATTAAAG
CTACTGAGCCGACTGCAGAAGCCCCAG
CCTATCGACGGAGACAACCG ‘
CTGATAAGACTGCCAAG
TCACTTCTGTACTGATAG
GGAATTGGATTCGGAACATTGAAGAG
ATGTGCTACTGGCCCGG
CTGGAGCATCTGTGCAG
AACGGTTTTAGTTAAAG
GATACACCTTTCACAGAGTCCCTGAG
GAAGATCCCGTCAGCTGTG
TTTATCACCTGCTTCAAAG
CGAGAAAGTGAGATAAAG
GAGGACGTCCAGAACAGCTG
GGAACAGCGGAACCTGAATGAACAG
GGAGAATTCAGAAACAG
CAGAACATTGCCCGCCAG
ACGTACTCGACTCTGCAG
GCCTTTACTACTTTGAATACACCACG
GACCGCATTCTGCCAAG
TGGCTCGCACTGCAGGGACAACCACAC
TGCTAGTGCTGTTGGCAG
GACTATCCTCGATGCCAG
CGGCCAACGAGCAGGCTG
GTGGAATGGCAGCAAAAG
TCGGAAAAGAACAAGACGGTTGTGTG
GAAGGAAGGGCTCGGAGCGGAG
CCATACGGCTGAGGAAGAAGGAAGAGG
TGCAGAGGAAGGTTGAACTCCTGAG
TTGATGACCTGATAGCAG
CAGTCTGTGGAAGAAGAG
AACACTGATCCGGAACG
CCAGCAGCCATGTACAG
TCACTGTGGAAGCTCCTACCACTTCAG
TCCGCATGGAACCTGACGAGACG
GTACTTCACGGCCTCT
GTTCATGAAGCTCTGGAG
TTGGACGTTTGAGAAG
GTGCGAGAAGAACTCAG
CACTGCAGTACTGTTAAG
CTTCTCCACGTAGAACCCAAGCGGAAG
GTCCGGAACTATGAATAG
CGAACTCACCTACAACCTAGAGAAG
GTTCCGTCTTGTAGAAAAG
AACGAAAAGACTAAAGA
AAGAAATACTGAATACAAAACTTGCAG

PCT/AU2011/000380

AACGGATATTAAAAAG
AGAGAGACCGGATGGACAAG
CCAAAAAGGACATAGAAG
ATTATTGAAGATCTGGAG
TAGCTACTACTCTGATAACGG
ATCGGAGATGAAACAAAG
CTTGGATGTGGAGAAGG
AACAATTCTGAAATACGATTCAG
GGAGAAAGCCTTCTGGGGTACTCG
AGTGATCGTCCCTGCAG
TCTGCTCACACCCCATCGCTGCTTCAG
TGAACGGAGAGAGGAGG
ATGGTGGCTTGTGGGAAG
CGGCTGGACCCTGGAGCAG
TCTCATGGATCTACAG
ATTTGCTGCACCTTGAG
TGAGACCATCTCCAACCTGGGCCTGG
ATGGACATGAGCACAATCAAG
GAGGAGGAAGATGATGACGATGG
CTGTGCTGGACTTACGA
ATCAAGATCCGTCTGACAG
CTGGACTTTGAGAAAGCAAAG
CGCAGCGCTCGGTGAGGATTCG
GGGAACTCTTTGGCCAGCAAG
TGAATGAAACAACTGCAG
AGAACCAAAGTGACTTGAAG
TGGAACTTACTGAAAGCAGGG
AGCGGCCGGACCTTGTTTTT
ATGAGTGACCTGTTCAG
TGTGAACAGACCAGTGGAAG
ACGTGCGGACCCTGGAG
TGAATGCCTGTGGGATCAATTGCAGTG
GCGGAACAGCGGAACCTGAATGAACAG
AAATTTTCATGGCAATAG
GAAGAAGGGATGAGAGTCGG
GAAGAGGACCACCCTGG
GAGTGGAACCAGAGAAGAG
CCCTGCTGTGTTGTTGG
CTCTTTGGAGGTTATGTCGCTAAGG
TTGTCAAAGAACCTGATG
GTGGGGACTCCGGCGGCAG
ACGTGAACTTCCAGCAGCCGGCGGACG
CTCTTCTCAGCTCTGCAGCATCAG
CTGCTGAAGCAGAGACATGTCCAG
AAGTTACTGTGAACATTGGCCCAG
AAAGAAAGGGGTGTGAAG
TTACTATCTCTGGATGT
TTTACACGAAGAATGGACATAGTTTAG
CCTGAATCTGAATAAAGTG
CATTTGAGGACTCTGATG
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CTGGTCAACTATCCAGAC (Drospophila)
CCATGGAACAGATGCCG
CCCCATTGCCAACGACG
ACATGGCGCAACTACA
TGGAGTGGTACCACAGT
GGAACCATGGCGGAGG
AGCTCGCCGACCATGCCA
CACCGCACATCAAAGAG
GTGCTGTCTTTCTCAAT
GAGTGCAATGGAAATG
CCACCGATGAAGTTAAG
TCGAAGCACAGGAAGCG
CGTTCCGCGTTGCAAAG
GGGCTGCCACACTAACG
CCAGATTGGCAAGGATG
CAGGAGGTTTCTAAGCTG
GTGCGTAATCAAACGAAG
GCCAGGACTCGCTACA
CGCCACCGAAGAGTCACAAAA .
CTATGGACGAATGCGATGTAGACAAG
GCTGCAACGACATATCAG
CACAGGAATCTTAAAAG
TTGTGATCACCATGCTGCCGAACA
ATGCGCTGCACACACCCCAAAG

- TGCAATGGGCGATGACG
TAGCAAGGACTTCCGGCAG
CTCCATACACAGCAGCG
GGCCTCATCCGCCTGCA
CTATTCTACATAGAAA
TAGCTCTCAAAATGGTTAACATAGTG
ATGAGGAGCCACCTACG
GAGTTCGAAGATGCGCG
TCTACGAGGTGCCCGCTG
TGGAAGGTGGCGTCAAGTTGG
GGGCTTATGCAACACGA
ATGAGAAGTTGGGCAG
GGGATAGCTCTGTATTG

. CTCAGGTGTCAGGATCA —
GAAGTGGAGCCGGAATTGCACAAG
GGCCGAGGCTGCAACAG
ACACCGACGCGCAATCTTATC
CGCAAATTCGCTGCTGG
AGTGCTGGTTCGTGCAG
CCCGCCTGCGATATAA
TGTCGTGGGTCCAGAAACG
ACGTGCCCGTCAGTAAG
AATCGTCGACAATCCAG
CCTTCCAGCGCTGCGGAG
GACGATGTCGCCGTCACC
CCTCTTCCGAGGGCGTCAAATAAAG

PCT/AU2011/000380

TGCGAGATCCCAGTCAG
CGCTTCTGGTTTCCGGCAAG
CTCGCTAACGAGCAAA
CACGATGGCCAAAGAG
CCAATTTGGTGGAGCAGCAAAGCCG
CAAGGCCTCCAAGGGCAGCAGCGAA
TCACGCCGTGAGCAAAAG
CTATTGGAGCAGACAA
CTCTCTGTGTTGGCACTGCGAG
ATCATGGATGTGGCCGACTTC
CTGGCGGGGTGTCATTG
CTGCGATAAGAATCAG
AGCTGCGACTGCGACAAG
AGCCAAGCAAATAAGG
TGAAACATGCAGGAGCTCAAG
GACTCGGAGCGCACGAA
CCGATTGATTTGCCCATG
CGATGTCGCCGTCACC
ACTTTGCCAGAACCCG
AGCAACTACGAAGTGAAG
CTACAGTGTGCCAATG
GTGCATCTCGTTACAG
TTCGAAACGCAGCCAG
AGACGCTGCAGAGCGAG
CATTGTCAGCCGACGAAG
CCAACGTGGTGGCCCG
ACCAGGGCATGCGATAT
CTTTCGTGGCATGAAAGC
TCGCCCTCACAAGCCATG

. GACGCTTGCGAAGATGA

TAAAGACCTACAAGCACATCAACGAG
TGGAGATGTCGTTCCGT
CCAGGAAAGAGCGACCGA
GTGCTTGTCTTCTTTGTG
TCGGACGTATTTGCGAT
AATGGTCAGCGAATTC
TCTACGATCCCACTAG
AGACGGTCGCATTCAG
CACCTCGTCGTGCTTTGTGCTGG
AAAGCATGGAACAACCAG
GTTCAAGGTGTTGCCACG
AGTCGGAGCGCTCAAGG
AACCAAGCCGCCACCAG
CACAGGCACCAAGTGGG
GCCATGGAGAGCGGAAG
GAGGCGCCCGAAGAGCTAT
CACCAGCAGGCGCAGCAGCAATTG
CACCCCGTCCACCACAG
GAGGAAGCCGAAGATAAG
TCACGCGTCACCTGAAG

FIG. 2B
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AGCCGCCGGAGATTCA
ACAAGAATCACAGCAAG
GACGTGCCCGTCAGTAAG
GTTCCGGACGCTACAG
ACCCACGTGCCATTCAG
GGCCATGAACGGCAGCAC
CAGCCCCAAGCGATGG
GAAGCAGCAAGGACGC
GCACCGCAGTGCATCAA
AACTCCTTGCTGACGG
TGATGCCAGGCGATCAG
GCCGAATTGATACATAAG
CTGGACCCCTGCCTTGG
CCAAGGAGTCTTACAAC
AGCGATGTGCCCCACAG

138/166

TCCCGGCGATGCCTATGCCATTTACA

GCTGATGGGTCTGTTTAG
GGCGGTGGACTACAAGG
TCCGTGGCGTGTTGCAT
CGGCGCCCATCGTAGC
GCGGCTTTACGACCAAG
AAGCAGCCGCAGCAAAAGC
CTTCTGGAACGCAAAGA
GCCCACTGCGAGCCAAG
GCGAGTGCAGCAAAATAG
AGGACTCAATCGAAAG
CAGCCAGACAAACTTAAG
GCAGTCCGCCATCTAAG
AGGCGGAGGATTTCTTTGA
CAAAACGCAGAGGCATCCGG
CTGGAAATCGAGACCC
GAGATGATCAGGACGATGG
GCCTGGATGTGGACACG
GGTTTCCCATGTAAGCG
CCGCCCGACATGCAGAC
CGCTTTTCCAGTTCAGC
CCCCGATTCTACGACGAG

CGAGTGCAATGGAAATG

ATTCCAATGCTAGCGGG
ACTACTCCGATGCCCAG
TCCAGTCAAAGATTTTAAG
ATCAAGGAGATCCGCGAT
CGGTGGAATTGGACGAG
AGGAGGCGGCCTACAAG
ATGGAAGGCCCGAAAA
CTGGGTGGCTCTAGTCA
GGACGGTCTGCTGCTGG
ATTGACGACGGCACAG
AGGTGGAGCGAACTAAG
CGCCCTCCAGGTTACAG

PCT/AU2011/000380

TGGATGTCCGAGTCTAAG
GAGGATGATGAGTCAG
CTGGATAGTGCGCTGG
TAGCGATTTGAGCCAGA
AATGCAGAGCCACAAG
CAAAGACCCTAGTAAACA
TGATGGTGCATCTCGTTACAG
AAGAGCAGAAGAGCGAG
GGAGCACATGTTTCAG
CCTTTGTTGCTGGTCTG
GTTGAGGACATGGCTACG
TTCCTGGGCACCTGGGAG
GCGGCGCCAATGTAACAG
CCTGGCTGCGCGTAAAAA
GTCGCGGATGTCGGAAG
CCATGGAGAGCGGAAG
GAGCACATGGTGCGTATG

ATTGGTCGCAGCGATGCGGATAATGGG

CGTGCCCGTCAGTAAG
GCGCATTGTGGAAATG
AAGCACCAGTGTCGAAG
CCAAGGGCCGTAAAGATA
TGCCAGTGCCCATTGAGTTCAACA
ACCAGGATTTGGAGGAG
CGCTGAACAAGGTTAAT
ACGACGGCCACAACAG
AGAAGGATTAGGATTTC
TTAAGGAGCTGCTCGAAAAG
CTGCAACGACATATCAG
AATCGATTGTGCGAAATA
CTCCACCTACAAGGAGG
CGTGTATCCCATTCATG
TGCTGTGTGATAAAAA
GCACGGGTGACACTCTG
ACCATGGTCAAGATCGATGGCAAG
GCGAGGCGGTTGCTTG
TTGCTGCCCGAAACTG
CGACGGGCAACAGCAAT
CCTGGATGATAATATG
GCTCGCCGACCATGCCA
TGTTGTCGTGCGCTGGAGCTGATAG
GCGATGCTTTCAACAAG
GCTAGCCGTGCAAGAG
GGACATGTGCTTGAAAG
AGGGGTTTCCTTACAG
CAACGAGCACAAGTTGA
AAGGATAAATTGGAAAG
CTGGCTGCGCGTAAAAA
AGGTCTACGGCAAAAAA
GCACCCACTCACTGGAC
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CGCCGCTAGAACGCTTTTAG (C. elegans)
AGAATGAGGATGTTGAG
ATGGCCTTATTGATATT
TGGATAGATTCGGAAGG
TGCGAAAGTGGATCAGAGT
TTTTCTTGGAGAACAAGACTTGCGGG
GATGGAAGACTACTACTTGGAGTTCG
GCCAACTCGACAGTACTTAGAA
ATGAAGGAATCGCCGAT
TCCTACTCTCCCAGACATGTCGC
GAATTGTCAATGAGAACTTG
TTTCCAGTGTAAAGAAG
AATGGGGAACTTGGGTTGATTTTGAG
ACAACAAACTCCGACAACATG
AGTGGAAAATTCGAGAG
CGTATATTGCAGATCCAAATAGG
TTAGATACCGAGCTTGAT
AAATTCGATTTGACTGC
AAAAGTACATGACAAAG
ATCAAATCGGTTCGAAG
GATGATGTGAAGAAGAGTGAGAG
TTTTACAGTGCCGAGGT
AAGATTCCTGCTGAATTGAA
CATGCCCAAAAGTGAATC
AGTCGGCATGGTCAAAGAAA
TGTCTGACGAAGAGGAAGTGCT
GATGAGATGCAATTCTGCAAG
ATTTGAAATGAAAAGTGACATG
AGTCGGTTAGGAGTTTTAATAG
CATGATTGTTGCCACGT
ATTCGATAAAAGGAGCG
GTCTTTTCTTCTGTGGAAT
ACAAAATGGTCGACGGATGTGCTGAG
GATATGATCAAGCTTCGAGAT
GACTGGAATTCCAGCAGTTTCAGAG
TTTTTGGGACAACTGAAG
AGAATAGCTTTGAATTCGAG
TCATCAAGAAGCCTATGG
AGGACCAATGGGAGCTAT
AGATGCTGCCAAGACTC
ATTACCGAAGCTGAAG
TTGAATAAGAAGGACGTTGTG
ATATGATAGAAAGTTTAGG
CCTGAATGTACAAGCAG
GGAAGGACAGCCAGAG
TACGGATGTAGATCAAA
CACTGTGGAATCAACAAG
GTACATGAAAACACGGA
TAGATGAAGAACTTCAGAGAC
GTGCTCGAAGATCCAG

PCT/AU2011/000380

ATTTGCCAGAGGATGTG
CTGATTGGCGTTTACAG
CTGTGCGTCGTTTACAG
CAGCAGTTGAATCAGAT
CATGGACGAGGCCAAGTATGGAGCCG
TTTGGGCAGATTGTTGC
GATCGGATCATTCCAG
AATCGGACCAAATTTGAT
TCAAAGAGTAAGAGTCCG
GAAACCGATTACTGCAAG
GAGTCCGGAGATATTGT
TATGGAATCTACTCTCAAG
TCGACATGAGATCTTGG
ACGTGTTGCTAGAGATG
AAGTAACTTGATTTTGAC
GACTTTTTCGGAAATGG
ACAACGATTCGGAAAAAG
GTTGAGTATAAACTTGGTTGTAAG
CTATAATGGATTTGCTCCGG
AACAGCTTCTTGCTCTGCGGG
GGTTGAACTTGATAGAAAG
TTGTGATTCGATAAAAGGAGCG -
ATGGAATGTTGAGCAAG
ACTCAAGGATCGTTGGGGAGTG
TGATGATAAAGCTAGA
AAATTAAATTTGACATG
GAAAAATTAATTATGGAT
ATAAGGTCGTCAACGATAATGAG
GTTCGAGAAGGAGGCTCAGGAG
CCGGATGATCTGAAAAAG
GGACTATGGAAGAAAGG
GAAAATGATAGTAGATCGGCGAG
CTGTTGGAAAGATTGATCAAGATCAG
TGAAAGTCGTGCTCCGCGAGTTTTAA
GTTAAGCGTTGAAGCGC
CAACTCGGATGATTTCA
TTTGATCCAAGATTCGAG
AATTGGAAAGATACTCACAGCTGAAG
AACTCTTCACAATTGAT ~~ = :
CTCCGTCTTCGTGGAG
AGTGAGACGAAAAGCTCAAACGTAGA
ACTCTTGGTGCAGATATTCCG
AGCTTCTGGCGTAAAT
CGAAGAACACATCAGA
CCAGTTTGCTGGATCAAC
CTAGAGACAAAAAGAAG
GACAATCATTGATCCAAAG
CTTGGCGGAAGTATTAAG
CAAGGAGCCATCTCGTG
CCGCCAACTCTTGCCAAG

FIG. 2C
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GAGTCTGCCGTCGACAG
CAGAGGCAGAATTCCAG
ATGCGTTAGGTGTACGG
TTAGAGAACCGATTGAAAATGGAGAG
CTCAAAGGACAACGTTGAG
AGCCCACATTCGAGAG
CAAACTGGATTCGATTC
AGGACGAAAAGCCGATTTTCAGTGAT
AGGACGAGAATGAGGATGTTGAG
CAGCCGGGATCGAAAAG
AATCACAGATGCAAAGC
AAGATGAGAGCATAGAG
GCTTCTTGCTCTGCGGG
TCTTGATCCAAACATGGAAG
ACAGAAGTGCTCTCCAGG
ATGAAGTAACACCGCCTGGA
ATGGGAACAAACTAGTGCTTAAG
AGACCATTGAGGACGAGAAG
ACTCCGGCTATAGTGAG
CAAAGAGAAAAGAGAAGTG
TCACTTTATGGATCAAG
GTGAAAAATTGGCGGGA
AGGATCAAGCTAATGAGCAGCAG
TGGACAATTGGAGACACAAAAATT
CGTTAGAAATGCAAAAG
CGAGCGGGTGTGTCTTACG
GAAGACGCCGCTGAAGAT
GAGATGATATTCGGCAAG
ATGCTAGTTGTGAAAAA
AAACTGATCGAGTCAAAG
GAAACAGGATCAAGATG
CGTTGAAAAGGAACCAAATG
CTTCTAGTTCTCAAAAT
AGGACCAAATTGTCAATTTG
ACGTGACCGCAAGAAGGTCAAGAACG
AACGAGGGAGAATCAG '
GACAAGGATCGATCTTTT

_ AGGCGATATGGGCCAAAG
TGATGACCATGACTAAT
GTTGATCGGCCGCCCGGATCTA
GATTCACCACATATCGG '
GAATACTCGCGCGAAACG
TGTACCAATTGTTGAGCCAGAG
TATCAGCAGTATAATCAG
CTGTTATCCAAATGCTG
AATACGATCGCTTTTAA
GAACAAGAGATGTTGATAAA
TATGAAGAGAAATCGAACTTTG
AATCGATAGCATTATTCATTGGTG
ATCATGGATGGACACAAAA

140/166

PCT/AU2011/000380

AAGTTCCAGATGGAAGG
GATAAGGCGTGTATAAAG
CCCTTGATCTCTTGAAG
ATACCGGAGATAATAAG
GTGGACATCAGTCAAG
GTTTGGAAGATTTTGAGATTCCCAAG
GGTTAATATTCGTGTTGA
TGATTTGCTGAAGGAG
GTTCTATTGCCGGATATCCTTC
CCGATCAAAATAATGTGTTTTATCAG
CTTTGCAGGAGCTAATG
CGACGAAGAGAAACAGGAGATG
TTTTCATCGTTATGGAG
AAGGAAACATGTGTCATG
CGGCGCTGTTGAAAATG
TGATCGCTCACACTCAG
ACATATTTCAGAGGAAG
AGTCGGAGCGAGTAAAG
ATTTGATCAATAAAGAGA
ACAATGAGATGACTGTG
GAGGAATACAGTGGAAGAGTTCATG
ATGGACAAGTCAATTATGAGG
GTTCATTTTGGAGCGCTTTCATGTAG
TGGACTTCAGGAGGCCAAGAAG
CTCTTGCAATGAGAACAGGAGCAAGA
ATAAGAATCCGGATAAG
TGGCGAAGAATCAACGATCTG
CAACTGGATTAGTACTTCAG
CTGGACAAAACAAGTCGTGT
TTAACGCAGGCGGCACAAG
GTTCAGTTGGAAGCAG
TGGTGCAGATTAAAGATA
GCGAGAACAGAGAAGGAGAGG
TTTGATCGATATCGCCGC
AACCGTCGATTTTGAGAA
GATACCTGAAGGAAAAG
CACCGGAGTCAAGCTCCACGGA -
CGGAATAATTGACAAG
TGGTTGGCATGTATATG
ATAATAATACTGATGCGTCTGAAG
CTACATCTATGATCCAAC
ATGCCATGATGTTGGGCG
TCAAGATGATGGGAGGCTTCTGTCAG
AATGAGAGGAGTTTTAC
TCAGCTTACTGTACTTG
AATGTCCTGTGGAACTT
AATCATTCCCGCGATGCAACATGCTG
CAGCATCAAAGAAGAATATTGTGAAG
AACGAACAACGAGCACAG
AAACTACCGGTAGTIGTTG
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