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<210> 1
<211> 22
<212> DNA

<213> Artificial Sequence

<220><223> Baris_F
<400> 1

gattggtgge tttggaaact ga

<210> 2
<211> 20
<212> DNA

<213> Artificial Sequence
<220><223> HKG_R1
<400> 2

ggacagccca tacaaacaag

<210> 3
<211> 23
<212> DNA

<213> Artificial Sequence
<220><223> LTG_R1
<400> 3

atgagaagat ggttaagtct acg

<210> 4
<211> 22
<212> DNA

<213> Artificial Sequence
<220><223> 7BG_R1
<400> 4

tccagaagaa gcaagaagaa gt
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