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(57) ABSTRACT 

The present invention provides duplexed parvovirus vector 
genomes that are capable under appropriate conditions of 
forming a double- stranded molecule by intrastrand base-pair 
ing. Also provided are duplexedparvovirus particles compris 
ing the vector genome. Further disclosed are templates and 
methods for producing the duplexed vector genomes and 
duplexed parvovirus particles of the invention. Methods of 
administering these reagents to a cell or subject are also 
described. Preferably, the parvovirus capsid is an AAV 
capsid. It is further preferred that the vector genome com 
prises AAV terminal repeat sequences. 
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DUPLEXED PARVOVIRUS VECTORS 

RELATED APPLICATION INFORMATION 

The present invention is a divisional of US. application 
Ser. No. 10/276,356 (now US. Pat. No. 7,465,583 B2, having 
a ?ling date of Jan. 21, 2003, which is a 35 U.S.C. §371 
national phase application of PCT Application No. PCT/ 
US01/ 17587, having an international ?ling date of May 31, 
2001, and which claims priority to US. Provisional Patent 
Application No. 60/208,604, ?led Jun. 1, 2000, the entire 
contents of each of which are incorporated by reference 
herein. 

STATEMENT OF FEDERAL SUPPORT 

The present invention was made, in part, with the support 
of grant numbers HL51818, HL 48347, and DK 54419 from 
the National Institutes of Health. The United States govem 
ment has certain rights to this invention. 

FIELD OF THE INVENTION 

The present invention relates to reagents for gene delivery. 
More particularly, the present invention relates to improved 
parvovirus-based gene delivery vectors. 

BACKGROUND OF THE INVENTION 

Adeno-associated virus (AAV) is a nonpathogenic, helper 
dependent member of the parvovirus family. One of the iden 
tifying characteristics of this group is the encapsidation of a 
single-stranded DNA (ssDNA) genome. In the case of AAV, 
the separate plus or minus polarity strands are packaged with 
equal frequency, and either is infectious. At each end of the 
ssDNA genome, a palindromic terminal repeat (TR) structure 
base-pairs upon itself into a hairpin con?guration. This serves 
as a primer for cellular DNA polymerase to synthesize the 
complementary strand after uncoating in the ho st cell. Adeno 
associated virus generally requires a helper virus for a pro 
ductive infection. Although adenovirus (Ad) usually serves 
this purpose, treatment of AAV infected cells with UV irra 
diation or hydroxyurea (HU) will also allow limited replica 
tion. 

Recombinant AAV (rAAV) gene delivery vectors also 
package ssDNA of plus or minus polarity, and must rely on 
cellular replication factors for synthesis of the complemen 
tary strand. While it was initially expected that this step would 
be carried out spontaneously, by cellular DNA replication or 
repair pathways, this does not appear to be the case. Early 
work with rAAV vectors revealed that the ability to score 
marker gene expression was dramatically enhanced when 
cells were co-infected with adenovirus, or transiently pre 
treated with genotoxic agents. This enhancement correlated 
with the formation of duplex DNA from the single-stranded 
virion DNA (vDNA). Similar induction of rAAV vectors has 
been observed in vivo following treatment with Ad, ionizing 
radiation, or topoisomerase inhibitors. However, the effect 
was highly variable between different tissues and cell types. It 
has more recently been suggested that reannealing of comple 
mentary vDNA from separate infecting rAAV particles may 
be an important pathway for rAAV transduction. 

The requirement for complementary-strand synthesis, or 
recruitment, is now considered to be a limiting factor in the 
ef?ciency ofrAAV vectors. The transduction rate for rAAV in 
mouse liver has been estimated at approximately 5% of hepa 
tocytes after portal vein infusion of 4.2><1010 particles. Sub 
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2 
sequent experiments revealed that the rAAV vDNA had been 
taken up into the nuclei of virtually all of the liver hepato 
cytes, and that the transduction potential of these genomes 
could be rescued by co-infection with adenovirus. This is 
consistent with an earlier report of up to 25% of mouse 
hepatocytes transduced by 1010 particles of rAAV in the pres 
ence of co-infecting adenovirus. Expression from rAAV in 
liver tissue coincides with the formation of duplex DNA and 
the vDNA appears to be lost if not converted to duplex within 
5-13 weeks. Further experiments suggest that a subpopula 
tion of mouse hepatocytes is transiently permissive for rAAV 
transduction in vivo. 

Accordingly, the present invention addresses a need in the 
art for improved parvovirus gene delivery vectors. In particu 
lar the present invention addresses the requirement for 
complementary strand synthesis by conventional AAV gene 
delivery vectors. 

SUMMARY OF THE INVENTION 

The single-stranded nature of the AAV genome may impact 
the expression of rAAV vectors more than any other biologi 
cal feature. Rather than rely on potentially variable cellular 
mechanisms to provide a complementary-strand for rAAV 
vectors, it has now been found that this problem may be 
circumvented by packaging both strands as a single DNA 
molecule. In the studies described herein, an increased ef? 
ciency of transduction from duplexed vectors over conven 
tional rAAV was observed in HeLa cells (5-140 fold). More 
importantly, unlike conventional single-stranded AAV vec 
tors, inhibitors of DNA replication did not affect transduction 
from the duplexed vectors of the invention. In addition, the 
inventive duplexed parvovirus vectors displayed a more rapid 
onset and a higher level of transgene expression than did 
rAAV vectors in mouse hepatocytes in vivo. All of these 
biological attributes support the generation and characteriza 
tion of a new class of parvovirus vectors (delivering duplex 
DNA) that signi?cantly contribute to the ongoing develop 
ment of parvovirus-based gene delivery systems. 

Overall, a novel type of parvovirus vector that carries a 
duplexed genome, which results in co-packaging strands of 
plus and minus polarity tethered together in a single mol 
ecule, has been constructed and characterized by the investi 
gations described herein. Accordingly, the present invention 
provides a parvovirus particle comprising a parvovirus capsid 
(e.g., an AAV capsid) and a vector genome encoding a heter 
ologous nucleotide sequence, where the vector genome is 
self-complementary, i.e., the vector genome is a dimeric 
inverted repeat. The vector genome is preferably approxi 
mately the size of the wild-type parvovirus genome (e. g., the 
AAV genome) corresponding to the parvovirus capsid into 
which it will be packaged and comprises an appropriate pack 
aging signal. The present invention fur‘ther provides the vec 
tor genome described above and templates that encode the 
same. 

As a further aspect, the present invention provides a 
duplexed parvovirus particle comprising: a parvovirus capsid 
and a vector genome comprising in the 5' to 3' direction: (i) a 
5' parvovirus terminal repeat sequence; (ii) a ?rst heterolo 
gous nucleotide sequence; (iii) a non-resolvable parvovirus 
terminal repeat sequence; (iv) a separate heterologous nucle 
otide sequence that is essentially completely complementary 
to the ?rst heterologous nucleotide sequence; and (v) a 3' 
parvovirus terminal repeat sequence; wherein the vector 
genome is capable under appropriate conditions of intras 
trand base-pairing between the heterologous nucleotide 
sequences upon release from the parvovirus capsid. A double 
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stranded sequence is formed by the base-pairing between the 
complementary heterologous nucleotide sequences, which is 
a suitable substrate for gene expression (i.e., transcription 
and, optionally, translation) or a substrate for host recombi 
nation (i.e., a dsDNA template) in a host cell without the need 
for host cell machinery to convert the vector genome into a 
double-stranded form. 

The designations of 5' and 3' with respect to the vector 
genome (or templates for producing the same, see below) 
does not indicate any particular direction of transcription 
from the double-stranded sequence formed between the two 
complementary heterologous sequences. The “coding 
strand” may be on either the 5' or 3' half of the virion DNA. 
Those skilled in the art will appreciate that the term “coding 
strand” is being used in its broadest sense to indicate the 
strand encoding the desired transcript, and encompasses non 
translated sequences as well, including antisense sequences. 
Thus, transcription may be initiated from the 5' end of the ?rst 
heterologous nucleotide sequence in the 5' half of the vector 
genome, or from the 5' end of the complementary heterolo 
gous nucleotide sequence on the 3' half of the vector genome. 

Alternatively stated, in the double- stranded vDNA formed 
by intrastrand base-pairing, transcription may be initiated 
from the open end or from the closed end (i.e., from the end 
closest to the non-resolvable TR) of the hairpin structure. 

According to this embodiment, the parvovirus capsid is 
preferably an AAV capsid. It is further preferred that the 
parvovirus terminal repeat sequences and/ or the non-resolv 
able terminal repeat sequences are AAV sequences. 

In particular embodiments, the duplexed parvovirus par 
ticle comprises su?icient expression control sequences (e.g., 
a promoter) for expression of the double-stranded sequence 
formed by intrastrand base-pairing in the self-complementary 
vDNA. 

The vector genome may further express two or more tran 
scripts from the double-stranded sequence formed by intras 
trand base-pairing. 
As a further aspect, the present invention provides a nucle 

otide sequence comprising a template for producing a virion 
DNA, the template comprising a heterologous nucleotide 
sequence ?anked by a parvovirus terminal repeat sequence 
and a non-resolvable parvovirus terminal repeat sequence. 
As a still further aspect, the present invention provides a 

nucleotide sequence comprising a dimeric template for pro 
ducing a virion DNA, the template comprising in the 5' to 3' 
direction: a 5' parvovirus terminal repeat sequence; a ?rst 
heterologous nucleotide sequence; a non-resolvable parvovi 
rus terminal repeat sequence; a separate heterologous nucle 
otide sequence that is essentially completely complementary 
to the ?rst heterologous nucleotide sequence; and a 3' par 
vovirus terminal repeat sequence; wherein the virion DNA is 
capable under appropriate conditions of intrastrand base 
pairing to form a dsDNA between the heterologous nucle 
otide sequences upon release from the parvovirus capsid. 

Preferably, the parvovirus terminal repeat sequences and/ 
or parvovirus non-resolvable terminal repeat sequences are 
AAV sequences. 

The present invention further provides methods of produc 
ing and administering the inventive duplexed parvovirus vec 
tors of the invention. In one particular embodiment, the 
present invention provides a method of admini stering a nucle 
otide sequence to a subject, comprising administering to a 
subject a duplexed parvovirus particle according to the inven 
tion in a pharmaceutically acceptable carrier. Preferably, the 
duplexed parvovirus particle is administered in a therapeuti 
cally-effective amount to a subject in need thereof. 
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4 
As a further aspect, the present invention provides a 

method of delivering a nucleotide sequence to a cell, com 
prising: contacting a cell with a duplexed parvovirus particle 
comprising: a parvovirus capsid and a vector genome com 
prising: (i) a 5' parvovirus terminal repeat sequence; (ii) a ?rst 
heterologous nucleotide sequence; (iii) a centrally-located 
parvovirus terminal repeat sequence; (iv) a separate heterolo 
gous nucleotide sequence that is essentially completely 
complementary to the ?rst heterologous nucleotide sequence 
(v) a 3' parvovirus terminal repeat sequence; wherein the 
duplexed vector genome is capable under appropriate condi 
tions of intrastrand base-pairing between the heterologous 
nucleotide sequences upon release from the parvovirus 
capsid. 

According to this embodiment, preferably the parvovirus 
capsid is an AAV capsid, and the vector genome is approxi 
mately the size of the wild-type AAV genome. It is further 
preferred that the parvovirus terminal repeat sequences are 
AAV sequences. The cell may be contacted with the duplexed 
parvovirus particle in vitro or in vivo. 

These and other aspects of the present invention are 
described in more detail in the description of the invention set 
forth below. 

BRIEF DESCRIPTION OF THE DRAWINGS 

FIG. 1 . Virion DNA content of rAAV and duplexed vectors. 
The drawing illustrates the DNA content of the vectors used 
in this study and the predicted conformation that they adopt 
upon release from the virions. The transgenes expressed from 
the cytomegalovirus immediate early promoter (CMV) are: 
green ?uorescent protein (GFP), [3 galactosidase (LacZ), 
mouse erythropoietin (mEpo). Neomycin phosphotrans 
ferase (neo) is expressed from the SV40 early promoter 
(SV40). The size, in nucleotides (nt) of each packaged DNA 
molecule is indicated. The self-complementary or duplexed 
(scAAV) GFP dimer and mEpo vectors fold into a complete 
duplex DNA with one extra copy of the terminal repeat while 
the GFPneo, LacZ, and mEpo?» vectors require cell-mediated 
DNA synthesis of the complementary strand. 

FIG. 2. Vector fractionation on CsCl gradients. Virion 
DNA (vDNA) was extracted from CsCl gradient fractionated 
CMV-GFP (Panel a), GFPneo (Panel b), and LacZ (Panel c) 
rAAV vectors. Alkaline agarose gels of the vDNA were 
Southern blotted and hybridized with a CMV-GFP DNA frag 
ment. Markers at the left end of panel a were the excised 
vector sequences from the plasmids used to generate the viral 
vectors (see results). The number of unit length, ssDNA, 
vector copies per molecule are indicated by 1x, 2x, and 4x. 
The viral vectors used in the experiments depicted in FIGS. 3 
and 4 were from fractions a-ll or a-lO for CMV-GFP (as 
indicated in the ?gure legends), fraction b-l3 for GFPneo, 
and fraction c-l2 for LacZ. 

FIG. 3. Transduction e?iciency of duplexed versus conven 
tional rAAV vectors in the absence and presence of co-infect 
ing adenovirus. The e?iciencies of the three CsCl fractionated 
vectors (FIG. 1) were compared in rapidly dividing HeLa 
cells infected with scAAV-GFP fraction 11 (0.5 particles per 
cell), rAAV-GFPneo fraction 13 (2 particles per cell), or 
rAAV-LacZ fraction 12 (0.5 particles per cell). Transduction 
was quanti?ed at 24 hours post-infection by counting GFP 
positive cells using ?uorescence microscopy, or by ?xing the 
cells and X-Gal. staining. The transducing e?iciency was 
graphed as the number of physical particles per transducing 
unit, as determined by the number of cells scoring positive for 
GFP or LacZ expression. Dark grey bars indicate transducing 
e?iciency in the presence of Ad co-infection at 5 pfu per cell. 
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FIG. 4. Transduction with duplexed and conventional 
rAAV vectors in the presence of DNA synthesis inhibitor. 
(Panel a). HeLa cell cultures at 30% con?uence were treated 
with the indicated concentrations of hydroxyurea 24 hr before 
infecting with 3.8><106 particles of the scAAV-GFP, 0, (FIG. 
2a, fraction 10), the homologous monomer, O (FIG. 2, panel 
a, fraction 14), or rAAV-GFPneo, A, (FIG. 2, panel b, fraction 
1 3). The HU treatment was maintained until transduction was 
assayed at 24 hr post-infection. Each data point was calcu 
lated from the mean of the number of GFP positive cells in 10 
random ?elds independently of the total cell number, which 
was variable due to the effect of hydroxyurea on cell division. 
(Panel b). The same procedure was used to evaluate transduc 
tion in the presence of the indicated concentrations of aphidi 
colin. Only the duplexed and homologous monomer (frac 
tions 10 and 14) were compared. 

FIG. 5. In vivo transduction of mouse liver tissue with 
duplexed or single-stranded rAAV vectors. Ten week old 
Balb-c By] mice were infused with 2><10lo particles of either 
scAAV-CMV-mEpo, Q, (n:4), or full-length single-stranded 
rAAV-CMV-mEpoA, A, (n:5), in 200 pl normal saline by 
portal vein injection. One group of control mice was infused 
with normal saline, III, (n:4), and a single mouse, 0, was 
phlebotomized at the same 7-day intervals without prior sur 
gery. Blood hematocrit was used as a functional measure of 
mEpo expression. 

FIG. 6 is a representation of a preferred template for pro 
ducing the duplexed parvovirus vectors of the invention. The 
nucleotide sequence of the AAV2 terminal repeat is shown 
(SEQ ID NO: 1 ) Also shown is an Xbal site and an insertion of 
a Hpal site, which can be used to delete the indicated fragment 
and create a modi?ed terminal repeat with reduced resolution 
by Rep. 

FIG. 7 shows a CsCl density gradient of the rAAV-CMV 
GFP Hpa-trs mutant vector. 

DETAILED DESCRIPTION OF THE INVENTION 

The present invention will now be described with reference 
to the accompanying drawings, in which preferred embodi 
ments of the invention are shown. This invention may, how 
ever, be embodied in different forms and should not be con 
strued as limited to the embodiments set forth herein. Rather, 
these embodiments are provided so that this disclosure will be 
thorough and complete, and will fully convey the scope of the 
invention to those skilled in the art. 

Unless otherwise de?ned, all technical and scienti?c terms 
used herein have the same meaning as commonly understood 
by one of ordinary skill in the art to which this invention 
belongs. The terminology used in the description of the inven 
tion herein is for the purpose of describing particular embodi 
ments only and is not intended to be limiting of the invention. 
As used in the description of the invention and the appended 
claims, the singular forms “a”, “an” and “the” are intended to 
include the plural forms as well, unless the context clearly 
indicates otherwise. All publications, patent applications, 
patents, and other references mentioned herein are incorpo 
rated by reference in their entirety. 

Nucleotide sequences are presented herein by single strand 
only, in the 5' to 3' direction, from left to right, unless speci? 
cally indicated otherwise. Nucleotides and amino acids are 
represented herein in the manner recommended by the 
IUPAC-IUB Biochemical Nomenclature Commission, or 
(for amino acids) by either the one-letter code, or the three 
letter code, both in accordance with 37 CFR §1.822 and 
established usage. See, e.g., Palenlln User Manual, 99-102 
(November 1990) (US. Patent and Trademark Of?ce). 
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6 
Except as otherwise indicated, standard methods known to 

those skilled in the art may be used for the construction of 
recombinant parvovirus and rAAV constructs, packaging 
vectors expressing the parvovirus rep and/or cap sequences, 
as well as transiently and stably transfected packaging cells. 
Such techniques are known to those skilled in the art. See, 
e.g., SAMBROOK et al., MOLECULAR CLONING: A LABORATORY 
MANUAL 2nd Ed. (Cold Spring Harbor, N.Y., 1989); F. M. 
AUSU'BEL et al. CURRENT PROTOCOLS IN MOLECULAR BIOLOGY 

(Green Publishing Associates, Inc. and John Wiley & Sons, 
Inc ., New York). 

Parvoviruses are relatively small DNA animal viruses and 
contain a linear, single-stranded DNA genome. The term 
“parvovirus” as used herein encompasses the family Par 
voviridae, including autonomously-replicating parvoviruses 
and dependoviruses. The autonomous parvoviruses include 
members of the genera Parvovirus, E rylhrovi rus, Densavirus, 
Iteravirus, and Contravirus. Exemplary autonomous par 
voviruses include, but are not limited to, mouse minute virus, 
bovine parvovirus, canine parvovirus, chicken parvovirus, 
feline panleukopenia virus, feline parvovirus, goose parvovi 
rus, and B19 virus. Other autonomous parvoviruses are 
known to those skilled in the art. See, e.g., BERNARD N. FIELDs 
et al., VIROLOGY, volume 2, chapter 69 (3d ed., Lippincott 
Raven Publishers). 
The genus Dependavirus contains the adeno-associated 

viruses (AAV), including but not limited to, AAV type 1 , AAV 
type 2, AAV type 3, AAV type 4, AAV type 5, AAV type 6, 
avian AAV, bovine AAV, canine AAV, equine AAV, and ovine 
AAV. See, e.g., BERNARD N. FIELDs et al., VIROLOGY, volume 2, 
chapter 69 (3d ed., Lippincott-Raven Publishers). 
As used herein, the term “vector” or “gene delivery vector” 

may refer to a parvovirus (e. g.,AAV) particle that functions as 
a gene delivery vehicle, and which comprises vDNA (i.e., the 
vector genome) packaged within a parvovirus (e.g., AAV) 
cap sid. Alternatively, in some contexts, the term “vector” may 
be used to refer to the vector genome/vDNA. 
A “heterologous nucleotide sequence” will typically be a 

sequence that is not naturally-occurring in the virus. Altema 
tively, a heterologous nucleotide sequence may refer to a viral 
sequence that is placed into a non-naturally occurring envi 
ronment (e.g., by association with a promoter with which it is 
not naturally associated in the virus). 
As used herein, a “recombinant parvovirus vector genome” 

is a parvovirus genome (i.e., vDNA) into which a heterolo 
gous (e.g., foreign) nucleotide sequence (e. g., transgene) has 
been inserted. A “recombinant parvovirus particle” com 
prises a recombinant parvovirus vector genome packaged 
within a parvovirus capsid. 

Likewise, a “rAAV vector genome” is an AAV genome 
(i.e., vDNA) that comprises a heterologous nucleotide 
sequence. rAAV vectors require only the 145 base terminal 
repeats in cis to generate virus. All other viral sequences are 
dispensable and may be supplied in trans (Muzchka, (1992) 
Curr. Topics Microbiol. Immunol. 158:97). Typically, the 
rAAV vector genome will only retain the minimal terminal 
repeat (TR) sequences so as to maximize the size of the 
transgene that can be ef?ciently packaged by the vector. A 
“rAAV particle” comprises a rAAV vector genome packaged 
within an AAV capsid. 
The inventive parvovirus particles may be a “hybrid” par 

ticle in which the viral TRs and viral capsid are from different 
parvoviruses. Preferably, the viral TRs and capsid are from 
different serotypes of AAV (e. g., as described in international 
patent publication WO 00/28004, US. Provisional Applica 
tion No. 60/248,920; and Chao et al., (2000) Molecular 
Therapy 2:619; the disclosures of which are incorporated 
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herein in their entireties). Likewise, the parvovirus may have 
a “chimeric” capsid (e.g., containing sequences from differ 
ent parvoviruses, preferably different AAV serotypes) or a 
“targeted” capsid (e.g., a directed tropism) as described in 
international patent publication WO 00/28004. 

Preferably, the inventive duplexed parvovirus particle has 
an AAV capsid, which may further by a chimeric or targeted 
capsid, as described above. 

The inventive “duplexed” parvovirus particles and vector 
genomes may interchangeably be referred to herein as 
“dimeric” or “self-complementary” vectors. The duplexed 
parvovirus particles of the invention comprise a parvovirus 
capsid containing a virion DNA (vDNA). The vDNA is self 
complementary so that it may form a hairpin structure upon 
release from the viral capsid. The duplexed vDNA appears to 
provide to the host cell a double-stranded DNA that may be 
expressed (i.e., transcribed and, optionally, translated) by the 
host cell without the need for second-strand synthesis, as 
required with conventional parvovirus vectors. 

The duplexed parvovirus vector genome preferably con 
tains su?icient packaging sequences for encapsidation within 
the selected parvovirus capsid (e.g, AAV capsid). 

Those skilled in the art will appreciate that the duplexed 
vDNA may not exist in a double-stranded form under all 
conditions, but has the ability to do so under conditions that 
favor annealing of complementary nucleotide bases. Accord 
ingly, the term “duplexed parvovirus vector” does not indi 
cate that the vDNA is necessarily in duplexed or double 
stranded form (e.g., there is base-pairing between the self 
complementary strands) within the parvovirus capsid. 
Indeed, one skilled in the art will understand that the vDNA is 
likely not in a double-stranded form while packaged within 
the parvovirus capsid. 

Expression of a heterologous nucleotide sequence (as 
described below) is preferably “enhanced” from the duplexed 
parvovirus vectors of the invention as compared with the 
comparable parvovirus (e.g., rAAV) vector. Preferably, gene 
expression may be detected from the duplexed parvovirus 
vector substantially more rapidly than from the comparable 
monomeric parvovirus vector. For example, gene expression 
may be detected in less than about 2 weeks, preferably less 
than about one week, more preferably less than about 72 
hours, still more preferably less than about 48 hours, and still 
more preferably less than about 24 hours after administration 
of the duplexed parvovirus vector. Gene expression may be 
detected by any method known in the art, e.g., by detecting 
transcription, translation, or biological activity or a pheno 
typic effect resulting from expression of a heterologous 
nucleotide sequence (e.g., blood clotting time). 

Alternatively, gene expression from the duplexed parvovi 
rus vector may be “enhanced” in that higher levels of gene 
expression (as de?ned in the preceding paragraph) are 
detected as compared with the comparable monomeric par 
vovirus vector (e.g., rAAV vector). Comparisons may be 
made in the level of gene expression at the same time point 
after administration of virus. Alternatively, comparisons may 
be made between the maximum level of gene expression 
achieved with each vector. 

The duplexed parvovirus vectors of the invention may 
advantageously have improved transduction unit (tu) to par 
ticle ratios as compared with conventional parvovirus vec 
tors. Accordingly, the present invention also encompasses 
novel parvovirus vector compositions having an improved 
tu/particle ratio over compositions of conventional parvovi 
rus vectors (e.g., rAAV vectors). Preferably, the tu/particle 
ratio is less than about 50:1, less than about 20:1, less than 
about 15:1, less than about 10: 1, less than about 8: 1, less than 
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about 7:1, less than about 6:1, less than about 5:1, less than 
about 4:1, or lower. There is no particular lower limit to the 
tu/particle ratio. Typically, the tu/particle ratio will be greater 
than about 1:1, 2:1, 3:1 or 4:1. 
The term “template” or “substrate” is typically used herein 

to refer to a polynucleotide sequence that may be replicated to 
produce the duplexed parvovirus vDNA of the invention. For 
the purpose of vector production, the template will typically 
be embedded within a larger nucleotide sequence or con 
struct, including but not limited to a plasmid, naked DNA 
vector, bacterial arti?cial chromosome (BAC), yeast arti?cial 
chromosome (YAC) or a viral vector (e.g., adenovirus, herp 
esvirus, Epstein-Barr Virus, AAV, baculoviral, retroviral vec 
tors, and the like). Alternatively, the template may be stably 
incorporated into the chromosome of a packaging cell. 
As used herein, the term “polypeptide” encompasses both 

peptides and proteins, unless indicated otherwise. 
As used herein, “transduction” or “infection” of a cell by 

AAV means that the AAV enters the cell to establish a latent 

or active (i.e., lytic) infection, respectively. See, e.g., BER 
NARD N. FIELDS et al., VIROLOGY, volume 2, chapter 69 
(3d ed., Lippincott-Raven Publishers). In embodiments of the 
invention in which a rAAV vector is introduced into a cell for 
the purpose of delivering a nucleotide sequence to the cell, it 
is preferred that the AAV integrates into the genome and 
establishes a latent infection. 

Duplexed Parvovirus Vectors. 
The present invention is based, in part, on the discovery 

that “duplexed” DNA parvovirus vectors (as described 
above) can be advantageously employed for gene delivery. 
Furthermore, the present investigations have demonstrated 
that these duplexed parvovirus vectors may be more ef?cient 
than AAV vectors, e.g., improved transducing to particle 
ratios, more rapid transgene expression, a higher level of 
transgene expression, and/or more persistent transgene 
expression. The inventors have further demonstrated that the 
duplexed parvovirus vectors of the invention may be used for 
gene delivery to host cells that are typically refractory to AAV 
transduction. Thus, these duplexed parvovirus vectors have a 
different (e. g., broader) host range than do AAV vectors. 
The duplexed parvovirus vectors disclosed herein are 

dimeric self-complementary (sc) polynucleotides (typically, 
DNA) packaged within a viral capsid, preferably a parvovirus 
capsid, more preferably, anAAV capsid. In some respects, the 
viral genome that is packaged within the capsid is essentially 
a “trapped” replication intermediate that cannot be resolved 
to produce the plus and minus polarity parvovirus DNA 
strands. Accordingly, the duplexed parvovirus vectors of the 
invention appear to circumvent the need for host cell medi 
ated synthesis of complementary DNA inherent in conven 
tional recombinant AAV (rAAV) vectors, thereby addressing 
one of the limitations of rAAV vectors. 

This result is accomplished by allowing the virus to pack 
age essentially dimeric inverted repeats of the single-stranded 
parvovirus (e. g., AAV) vector genome such that both strands, 
joined at one end, are contained within a single infectious 
capsid. Upon release from the capsid, the complementary 
sequences re-anneal to form transcriptionally active double 
stranded DNA within the target cell. 
The duplexed parvovirus vectors disclosed herein are fun 

damentally different from conventional parvovirus (e. g., 
rAAV) vectors, and from the parent parvovirus (e. g. , AAV), in 
that the vDNA may form a double- stranded hairpin structure 
due to intrastrand base pairing, and that both DNA strands are 
encapsidated. Thus, the duplexed parvovirus vector is func 
tionally similar to double-stranded DNA virus vectors rather 
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than the parvovirus from which it was derived. This feature 
addresses a previously recognized shortcoming of rAAV 
mediated gene transfer, which is the limited propensity of the 
desired target cell to synthesize complementary DNA to the 
single-stranded genome normally encapsidated by the Par 
voviridae. 

The viral capsid may be from any parvovirus, either an 
autonomous parvovirus or dependovirus, as described above. 
Preferably, the viral capsid is an AAV capsid (e.g., AAV1, 
AAV2, AAV3, AAV4, AAV5 orAAV6 capsid). In general, the 
AAV1 capsid, AAV5 capsid, and AAV3 capsid are preferred. 
The choice of parvovirus capsid may be based on a number of 
considerations as known in the art, e.g., the target cell type, 
the desired level of expression, the nature of the heterologous 
nucleotide sequence to be expressed, issues related to viral 
production, and the like. For example, the AAV1 capsid may 
be advantageously employed for skeletal muscle, liver and 
cells of the central nervous system (e.g., brain); AAV5 for 
cells in the airway and lung; AAV3 forbone marrow cells; and 
AAV4 for particular cells in the brain (e.g., appendable cells). 

The parvovirus particle may be a “hybrid” particle in which 
the viral TRs and viral capsid are from different parvoviruses. 
Preferably, the viral TRs and capsid are from different sero 
types of AAV (e.g., as described in international patent pub 
lication WO 00/28004, U.S. provisional application No. 
60/248,920; and Chao et al., (2000) Molecular Therapy 
2:619; the disclosures of which are incorporated herein in 
their entireties. Likewise, the parvovirus may have a “chi 
meric” capsid (e. g., containing sequences from different par 
voviruses) or a “targeted” capsid (e.g., a directed tropism) as 
described in these publications. 
As used herein, a “duplexed parvovirus particle” encom 

passes hybrid, chimeric and targeted virus particles. Prefer 
ably, the duplexed parvovirus particle has an AAV capsid, 
which may further by a chimeric or targeted capsid, as 
described above. 
A duplexed parvovirus vector according to the invention 

may be produced by any suitable method. Preferably, the 
template for producing the vDNA is one that preferentially 
gives rise to a duplexed, rather than monomeric vDNA (i.e., 
the majority of vDNA produced are duplexed) which has the 
capacity to form a double-stranded vDNA. Preferably, at least 
about 50%, 60%, 70%, 80%, 90%, 95%, 98%, 99% or more 
of the replication products from the template are duplexed. 

In one particular embodiment, the template is a DNA mol 
ecule comprising one or more terminal repeat (TR) 
sequences. The template also comprises a modi?ed TR that 
cannot be resolved (i.e., nicked) by the parvovirus Rep pro 
teins. During replication, the inability of Rep protein to 
resolve the modi?ed TR will result in a stable intermediate 
with the two “monomers” covalently attached by the non 
resolvable TR. This “duplexed” molecule may be packaged 
within the parvovirus (AAV) capsid to produce a novel 
duplexed parvovirus vector. 

While not wishing to be held to any particular theory of the 
invention, it is likely that the virion genome is retained in a 
single-stranded form while packaged within the viral capsid. 
Upon release from the capsid during viral infection, it appears 
that the dimeric molecule “snaps back” or anneals to form a 
double-stranded molecule by intra-strand basepairing, with 
the non-resolvable TR sequence forming a covalently-closed 
hairpin structure at one end. This double-stranded vDNA 
obviates host cell mediated second-strand synthesis, which 
has been postulated to be a rate-limiting step for AAV trans 
duction. 

In preferred embodiments, the template further comprises 
a heterologous nucleotide sequence(s) (as described below) 
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to be packaged for delivery to a target cell. According to this 
particular embodiment, the heterologous nucleotide 
sequence is located between the viral TRs at either end of the 
substrate. In further preferred embodiments, the parvovirus 
(e.g., AAV) cap genes and parvovirus (e.g., AAV) rep genes 
are deleted from the template (and the vDNA produced there 
from). This con?guration maximizes the size of the heterolo 
gous nucleic acid sequence(s) that can be carried by the 
parvovirus capsid. 

In one particular embodiment, the template for producing 
the inventive duplexed parvovirus vectors contains at least 
one TR at the 5' and 3' ends, ?anking a heterologous nucle 
otide sequence of interest (as described below). The TR at one 
end of the substrate is non-resolvable, i.e., it cannot be 
resolved (nicked) by Rep protein. During replication, the 
inability of Rep protein to resolve one of the TRs will result in 
a stable intermediate with the two “monomers” covalently 
attached by the non-functional (i.e., non-resolvable) TR. The 
heterologous nucleotide sequence may be in either orienta 
tion with respect to the non-resolvable TR. 
The term “?anked” is not intended to indicate that the 

sequences are necessarily contiguous. For example, in the 
example in the previous paragraph, there may be intervening 
sequences between the heterologous nucleotide sequence and 
the TR. A sequence that is “?anked” by two other elements, 
indicates that one element is located 5' to the sequence and the 
other is located 3' to the sequence; however, there may be 
intervening sequences therebetween. 

According to this embodiment, the template for producing 
the duplexed parvovirus vDNA of the invention is preferably 
about half of the size of the wild-type parvovirus genome 
(e.g., AAV) corresponding to the capsid into which the vDNA 
will be packaged. Alternatively, stated, the template is pref 
erably from about 40% to about 55% of wt, more preferably 
from about 45% to about 52% of wt. Thus, the duplexed 
vDNA produced from this template will preferably have a 
total size that is approximately the size of the wild-type par 
vovirus genome (e. g., AAV) corresponding to the capsid into 
which the vDNA will be packaged, e.g., from about 80% to 
about 105% of wt. In the case of AAV, it is well-known in the 
art that the AAV capsid disfavors packaging of vDNA that 
substantially deviate in size from the wt AAV genome. In the 
case of an AAV capsid, the duplexed vDNA is preferably 
approximately 5.2 kb in size or less. In other embodiments, 
the duplexed vDNA is preferably greater than about 3.6, 3.8, 
4.0, 4.2, or 4.4 kb in length and/or less than about 5 .4, 5 .2, 5 .0 
or 4.8 kb in length. 

Alternatively stated, the heterologous nucleotide 
sequence(s) will typically be less than about 2.5 kb in length 
(more preferably less than about 2.4 kb, still more preferably 
less than about 2.2 kb in length, yet more preferably less than 
about 2.1 kb in length) to facilitate packaging of the duplexed 
template by the parvovirus (e. g., AAV) capsid. 

In another particular embodiment, the template itself is 
duplexed, i.e., is a dimeric self-complementary molecule. 
According to this embodiment, the template comprises a 
resolvable TR at either end. The template further comprises a 
centrally-located non-resolvable TR (as described above). In 
other words, each half of the template on either side of the 
non-resolvable TR is approximately the same length. Each 
half of the template (i.e., between the resolvable and non 
resolvable TR) comprises one or more heterologous nucle 
otide sequence(s) of interest. The heterologous nucleotide 
sequence(s) in each half of the molecule is ?anked by a 
resolvable TR and the central non-resolvable TR. 
The sequences in either half of the template are substan 

tially complementary (i.e., at least about 90%, 95%, 98%, 
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99% nucleotide sequence complementarity or more), so that 
the replication products from the template may form double 
stranded molecules due to base-pairing between the comple 
mentary sequences. In other words, the template is essentially 
an inverted repeat with the two halves joined by the non 
resolvable TR. 

Preferably, the heterologous nucleotide sequence(s) in 
each half of the template are essentially completely self 
complementary (i.e., contains an insigni?cant number of mis 
matched bases, or even no mismatched bases). It is also pre 
ferred that the two halves of the nucleotide sequence are 
essentially completely self-complementary. 

According to this embodiment, the template (and the 
vDNA produced therefrom) is preferably approximately the 
same size as the wt genome naturally encapsulated by the 
parvovirus capsid (e.g., AAV), i.e., to facilitate e?icient pack 
aging into the parvovirus capsid. For example, in the case of 
an AAV capsid, the template is preferably approximately the 
size of the wt AAV genome. In particular embodiments, the 
template is approximately 5.2 kb in size or less. In other 
embodiments, the template is preferably greater than about 
3.6, 3.8, 4.0, 4.2, or 4.4 kb inlength and/or less than about 5.4, 
5.2, 5.0 or 4.8 kb in length. As an alternative statement, the 
template is preferably in the range of 80% to 105% of the 
wildtype parvovirus genome (e.g., AAV). 

The TR(s) (resolvable and non-resolvable) are preferably 
AAV sequences, with serotypes 1, 2, 3, 4, 5 and 6 being 
preferred. The term “terminal repeat” includes synthetic 
sequences that function as an AAV inverted terminal repeat, 
such as the “double-D sequence” as described inU.S. Pat. No. 
5,478,745 to Samulski et al., the disclosure of which is incor 
porated in its entirety herein by reference. Resolvable AAV 
TRs according to the present invention need not have a wild 
type TR sequence (e.g., a wild-type sequence may be altered 
by insertion, deletion, truncation or missense mutations), as 
long as the TR mediates the desired functions, e.g., virus 
packaging, integration, and/or provirus rescue, and the like. 
Typically, but not necessarily, the TRs are from the same 
parvovirus, e.g., both TR sequences are from AAV2. 

Those skilled in the art will appreciate that the viral Rep 
protein(s) used for producing the inventive duplexed vectors 
are selected with consideration for the source of the viral TRs. 
For example, the AAV5 TR interacts more ef?ciently with the 
AAV5 Rep protein. 

The genomic sequences of the various autonomous par 
voviruses and the different serotypes of AAV, as well as the 
sequences of the TRs, capsid subunits, and Rep proteins are 
known in the art. Such sequences may be found in the litera 
ture or in public databases such as GenBank. See, e.g., Gen 
Bank Accession Numbers NC 002077, NC 001863, NC 
001862, NC 001829, NC 001729, NC 001701, NC 001510, 
NC 001401, AF063497, U89790, AF043303, AF028705, 
AF028704, 102275, 101901, 102275, X01457, AF288061, 
AH009962, AY028226, AY028223, NC 001358, NC 001540; 
the disclosures of which are incorporated herein in their 
entirety. See also, e.g., Chiorini et al., (1999) J Virology 
73:1309; Xiao et al., (1999) J. Virology 73:3994; Muramatsu 
et al., (1996) Vzrology 221 :208; international patent publica 
tions WO 00/28061, WO 99/61601, WO 98/11244; US. Pat. 
No. 6,156,303; the disclosures of which are incorporated 
herein in their entirety. An early description of the AAV1, 
AAV2 and AAV3 TR sequences is provided by Xiao, X., 
(1996), “Characterization of Adeno-associated virus (AAV) 
DNA replication and integration,” Ph.D. Dissertation, Uni 
versity of Pittsburgh, Pittsburgh, Pa. (incorporated herein it 
its entirety). 
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The non-resolvable TR may be produced by any method 

known in the art. For example, insertion into the TR will 
displace the nicking site (i.e., trs) and result in a non-resolv 
able TR. The designation of the various regions or elements 
within the TR are known in the art. An illustration of the 
regions within the AAV TR is provided in FIG. 6 (see also, 
BERNARD N. FDELDS et al., VIROLOGY, volume 2, chapter 69, FIG. 
5, 3d ed., Lippincott-Raven Publishers). The insertion is pref 
erably made into the sequence of the terminal resolution site 
(trs). Alternatively, the insertion may be made at a site 
between the Rep Binding Element (RBE) within the A ele 
ment and the trs, which is adjacent to the D element (see FIG. 
6). The core sequence of the AAV trs site is known in the art 
and has been described by Snyder et al., (1990) Cell 60: 105; 
Snyder et al., (1993) J. Vzrology 67:6096; Brister & Muzyc 
zka, (2000) J Vzrology 74:7762; Brister & Muzyczka, (1999) 
J. Virology 73:9325 (the disclosures of which are hereby 
incorporated by reference in their entireties). For example, 
Brister & Muzyczka, (1999) J Vzrology 73:9325 describes a 
core trs sequence of 3'-CCGGT/TG-5' adjacent to the D ele 
ment. Snyder et al., (1993) J Vzrology 67:6096 identi?ed the 
minimum trs sequence as 3'-GGT/TGA-5', which substan 
tially overlaps the sequence identi?ed by Brister & Muzyc 
zka. 

Preferably, the insertion is in the region of the trs site. The 
insertion may be of any suitable length that will reduce or 
substantially eliminate (e.g., by 60%, 70%, 80%. 90%, 95% 
or greater) resolution of the TR. Preferably, the insertion is at 
least about 3, 4, 5, 6, 10, 15, 20 or 30 nucleotides or more. 
There are no particular upper limits to the size of the inserted 
sequence, as long as suitable levels of viral replication and 
packaging are achieved (e.g., the insertion can be as long as 
50, 100, 200 or 500 nucleotides or longer). 

In another preferred embodiment, the TR may be rendered 
non-resolvable by deletion of the trs site. The deletions may 
extend 1, 3, 5, 8, 10, 15, 20, 30 nucleotides or more beyond the 
trs site, as long as the template retains the desired functions. In 
addition to the trs site, some or all of the D element may be 
deleted. Deletions may further extend into the A element, 
however those skilled in the art will appreciate that it may be 
advantageous to retain the RBE in the A element, e.g., to 
facilitate ef?cient packaging. Deletions into the A element 
may be 2, 3, 4, 5, 8, 10, or 15 nucleotides in length or more, as 
long as the non-resolvable TR retains any other desired func 
tions. It is further preferred that some or all of the parvovirus 
(e.g., AAV) sequences going beyond the D element outside 
the TR sequence (e.g., to the right of the D element in FIG. 6) 
be deleted to prevent gene conversion to correct the altered 
TR. 
As still a further alternative, the sequence at the nicking site 

may be mutated so that resolution by Rep protein is reduced 
or substantially eliminated. For example, A and/or C bases 
may be substituted for G and/ or T bases at or near the nicking 
site. The effects of substitutions at the terminal resolution site 
on Rep cleavage have been described by Brister & Muzyczka, 
(1999) J. Virology 73:9325 (the disclosure of which is hereby 
incorporated by reference). As a further alternative, nucle 
otide substitutions in the regions surrounding the nicking site, 
which have been postulated to form a stem-loop structure, 
may also be used to reduce Rep cleavage at the terminal 
resolution site (Id.). 

Those skilled in the art will appreciate that the alterations in 
the non-resolvable TR may be selected so as to maintain 
desired functions, if any, of the altered TR (e.g., packaging, 
Rep recognition, site-speci?c integration, and the like). 

In more preferred embodiments, the TR will be resistant to 
the process of gene conversion as described by Samulski et 
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al., (1983) Cell 33:135. Gene conversion at the non-resolv 
able TR will restore the trs site, which will generate a resolv 
able TR and result in an increase in the frequency of mono 
meric replication products. Gene conversion results by 
homologous recombination between the resolvable TR and 
the altered TR. 
One strategy to reduce gene conversion is to produce virus 

using a cell line (preferably, mammalian) that is defective for 
DNA repair, as known in the art, as these cell lines will be 
impaired in their ability to correct the mutations introduced 
into the viral template. 

Alternatively, templates that have a substantially reduced 
rate of gene conversion can be generated by introducing a 
region of non-homology into the non-resolvable TR. Non 
homology in the region surrounding the trs element between 
the non-resolvable TR and the unaltered TR on the template 
will reduce or even substantially eliminate gene conversion. 
Any suitable insertion or deletion may be introduced into 

the non-resolvable TR to generate a region of non-homology, 
as long as gene conversion is reduced or substantially elimi 
nated. Strategies that employ deletions to create non-homol 
ogy are preferred. It is further preferred that the deletion does 
not unduly impair replication and packaging of the template. 
In the case of a deletion, the same deletion may suf?ce to 
impair resolution of the trs site as well as to reduce gene 
conversion. 
As a further alternative, gene conversion may be reduced 

by insertions into the non-resolvable TR or, alternatively, into 
the A element between the RBE and the trs site. The insertion 
is typically at least about 3, 4, 5, 6, 10, 15, 20 or 30 nucleotides 
or more nucleotides in length. There is no particular upper 
limit to the size of the inserted sequence, which may be as 
long as 50, 100, 200 or 500 nucleotides or longer, however, it 
is preferred that the insertion does not unduly impair replica 
tion and packaging of the template. 

In alternative embodiments, the non-resolvable TR may be 
a naturally-occurring TR (or altered form thereof) that is 
non-resolvable under the conditions used. For example, the 
non-resolvable TR may not be recognized by the Rep proteins 
used to produce the vDNA from the template. To illustrate, 
the non-resolvable TR may be an autonomous parvovirus 
sequence that is not recognized by AAV Rep proteins. As an 
another illustrative example, the resolvable TR and Rep pro 
teins may be from one AAV serotype (e.g., AAV2), and the 
non-resolvable TR will be from another AAV serotype (e.g., 
AAV5) that is not recognized by the AAV2 Rep proteins. 
As a yet further alternative, the non-resolvable sequence 

may be any inverted repeat sequence that forms a hairpin 
structure and cannot be cleaved by the Rep proteins. 
As still a further alternative, a half-genome size template 

may be used to produce a parvovirus particle carrying a 
duplexed vDNA, produced from a half-genome sized tem 
plate, as described in the Examples herein and by Hirata & 
Russell, (2000) J. Virology 7414612. This report describes 
packaging of paired monomers and transient RF intermedi 
ates when AAV genomes were reduced to less than half-size 
of the thAV genome (<2.5 kb). These investigators found 
that monomeric genomes were the preferred substrate for 
gene correction by homologous recombination, and that 
duplexed genomes functioned less well than did monomeric 
genomes in this assay. This report did not investigate or sug 
gest the use of duplexed genomes as vectors for gene delivery. 

Preferably, according to this embodiment, the template 
will be approximately one-half of the size of the vDNA that 
can be packaged by the parvovirus cap sid. For example, for an 
AAV capsid, the template is preferably approximately one 
half of the wt AAV genome in length, as described above. 
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The template (as described above) is replicated to produce 

a duplexed vector genome (vDNA) of the invention, which is 
capable of forming a double-stranded DNA under appropri 
ate conditions. The duplexed molecule is substantially self 
complementary so as to be capable of forming a double 
stranded viral DNA (i.e., at least 90%, 95%, 98%, 99% 
nucleotide sequence complementarity or more). Base-pairing 
between individual nucleotide bases or polynucleotide 
sequences is well-understood in the art. Preferably, the 
duplexed parvovirus viral DNA is essentially completely self 
complementary (i.e., contains no or an insigni?cant number 
of mis-matched bases). In particular, it is preferred that the 
heterologous nucleotide sequence(s) (e.g., the sequences to 
be transcribed by the cell) are essentially completely self 
complementary. 

In general, the duplexed parvoviruses may contain non 
complementarity to the extent that expression of the heterolo 
gous nucleotide sequence(s) from the duplexed parvovirus 
vector is more ef?cient than from a corresponding mono 
meric vector. 

The duplexed parvoviruses of the present invention pro 
vide the host cell with a double-stranded molecule that 
addresses one of the drawbacks of rAAV vectors, i.e., the need 
for the host cell to convert the single-stranded rAAV vDNA 
into a double-stranded DNA. The presence of any substantial 
regions of non-complementarity within the virion DNA, in 
particular, within the heterologous nucleotide sequence(s) 
will likely be recognized by the host cell, and will result in 
DNA repair mechanisms being recruited to correct the mis 
matched bases, thereby counteracting the advantageous char 
acteristics of the duplexed parvovirus vectors, e.g., the inven 
tive vectors reduce or eliminate the need for the host cell to 
process the viral template. 

Production of Duplexed Parvovirus Vectors. 
In general, methods of producing AAV vectors are appli 

cable to producing the duplexed parvovirus vectors of the 
invention; the primary difference between the methods is the 
structure of the template or substrate to be packaged. To 
produce a duplexed parvovirus vector according to the 
present invention, a template as described above will be used 
to produce the encapsidated viral genome. 
The template described above is preferably a DNA sub 

strate and may be provided in any form known in the art, 
including but not limited to a plasmid, naked DNA vector, 
bacterial arti?cial chromosome (BAC), yeast arti?cial chro 
mosome (YAC) or a viral vector (e.g., adenovirus, herpesvi 
rus, Epstein-Barr Virus, AAV, baculoviral, retroviral vectors, 
and the like). Alternatively, the template may be stably incor 
porated into the genome of a packaging cell. 

In one particular embodiment, the inventive parvovirus 
vectors may carry duplexed half-genome sized monomeric 
vDNA as described in the Examples herein. This means of 
providing cells with a duplexed parvovirus (e.g., AAV) virion 
DNA takes advantage of the rolling-hairpin mode of replica 
tion in which monomeric vDNA is generated from dimeric 
inverted repeat intermediates (Cavalier-Smith et al., (1974) 
Nature 2501467; Straus et al., (1976) Proc. Nat. Acad. Sci. 
USA 731742). When the genome is suf?ciently small, the 
dimeric inverted repeats themselves can be encapsidated into 
the virion. This approach will generate a mixed population of 
monomeric and dimeric molecules. The duplexed parvovirus 
vectors may be isolated by known techniques, e. g., separation 
over a cesium chloride density gradient. 

Duplexed parvovirus particles according to the invention 
may be produced by any method known in the art, e.g., by 
introducing the template to be replicated and packaged into a 
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permissive orpackaging cell, as those terms are understood in 
the art (e.g., a “permissive” cell can be infected or transduced 
by the virus; a “packaging” cell is a stably transformed cell 
providing helper functions). 

In one embodiment, a method is provided for producing a 
duplexed parvovirus particle, comprising: providing to a cell 
permissive for parvovirus replication (a) a nucleotide 
sequence encoding a template for producing vector genome 
of the invention (as described in detail above); (b) nucleotide 
sequences suf?cient for replication of the template to produce 
a vector genome; (c) nucleotide sequences suf?cient to pack 
age the vector genome into a parvovirus capsid, under con 
ditions suf?cient for replication and packaging of the vector 
genome into the parvovirus capsid, whereby duplexed par 
vovirus particles comprising the vector genome encapsidated 
within the parvovirus capsid are produced in the cell. Prefer 
ably, the parvovirus replication and/or capsid coding 
sequences are AAV sequences. 
Any method of introducing the nucleotide sequence carry 

ing the template into a cellular host for replication and pack 
aging may be employed, including but not limited to, elec 
troporation, calcium phosphate precipitation, microinj ection, 
cationic or anionic liposomes, and liposomes in combination 
with a nuclear localization signal. In embodiments wherein 
the template is provided by a virus vector, standard methods 
for producing viral infection may be used. 
Any suitable permissive or packaging cell known in the art 

may be employed to produce the duplexed vectors. Mamma 
lian cells are preferred. Also preferred are trans-complement 
ing packaging cell lines that provide functions deleted from a 
replication-defective helper virus, e. g., 293 cells or other Ela 
trans-complementing cells. Also preferred are mammalian 
cells or cell lines that are defective for DNA repair as known 
in the art, as these cell lines will be impaired in their ability to 
correct the mutations introduced into the viral template. 

The template may contain some or all of the parvovirus 
(e.g., AAV) cap and rep genes. Preferably, however, some or 
all of the cap and rep functions are provided in trans by 
introducing a packaging vector(s) encoding the capsid and/or 
Rep proteins into the cell. Most preferably, the template does 
not encode the capsid or Rep proteins. Alternatively, a pack 
aging cell line is used that is stably transformed to express the 
cap and/or rep genes (see, e.g., Gao et al., (1998) Human 
Gene Therapy 912353; Inoue et al., (1998) J Virol. 7217024; 
U.S. Pat. No. 5,837,484; WO 98/27207; U.S. Pat. No. 5,658, 
785; WO 96/17947). 

In addition, helper virus functions are preferably provided 
for the vector to propagate new virus particles. Both adenovi 
rus and herpes simplex virus may serve as helper viruses for 
AAV. See, e. g., BERNARD N. FIELDS et al., VIROLOGY, volume 2, 
chapter 69 (3d ed., Lippincott-Raven Publishers). Exemplary 
helper viruses include, but are not limited to, Herpes simplex 
(HSV) varicella zoster, cytomegalovirus, and Epstein-Barr 
virus. The multiplicity of infection (MOI) and the duration of 
the infection will depend on the type of virus used and the 
packaging cell line employed. Any suitable helper vector may 
be employed. Preferably, the helper vector(s) is a plasmid, for 
example, as described by Xiao et al., (1998) J. Virology 
7212224. The vector can be introduced into the packaging cell 
by any suitable method known in the art, as described above. 

In one method, the inventive duplexed parvovirus vectors 
may be produced by co-transfection of a rep/cap vector 
encoding AAV packaging functions and the template encod 
ing the AAV vDNA into human cells infected with adenovirus 
(Samulski et al., (1989) J. Virology 6313822). Under opti 
mized conditions, this procedure can yield up to 109 infec 
tious units of virus particles per ml. One drawback of this 
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method, however, is that it results in the co-production of 
contaminating wild-type adenovirus. Since several adenovi 
rus proteins (e.g., ?ber, hexon, etc.) are known to produce a 
cytotoxic T-lymphocyte (CTL) immune response in humans 
(Yang and Wilson, (1995) J. Immunol. 15512564; Yang et al., 
(1995) J. Virology 6912004; Yang et al., (1994) Proc. Nat. 
Acad. Sci. USA 9114407), this represents a signi?cant draw 
back when using these rAAV preparations (Monahan et al., 
(1998) Gene Therapy 5140). 

Vector stocks free of contaminating helper virus may be 
obtained by any method known in the art. For example, 
duplexed virus and helper virus may be readily differentiated 
based on size. The duplexed virus may also be separated away 
from helper virus based on af?nity for a heparin substrate 
(Zolotukhin et al. (1999) Gene Therapy 61973). Preferably, 
deleted replication-defective helper viruses are used so that 
any contaminating helper virus is not replication competent. 
As a further alternative, an adenovirus helper lacking late 
gene expression may be employed, as only adenovirus early 
gene expression is required to mediate packaging of the 
duplexed virus. Adenovirus mutants defective for late gene 
expression are known in the art (e.g., ts 1 00K and ts149 aden 
ovirus mutants). 
A preferred method for providing helper functions 

employs a non-infectious adenovirus miniplasmid that car 
ries all of the helper genes required for ef?cient AAV produc 
tion (Ferrari et al., (1997) Nature Med. 311295; Xiao et al., 
(1998) J Virology 7212224). The rAAV titers obtained with 
adenovirus miniplasmids are forty-fold higher than those 
obtained with conventional methods of wild-type adenovirus 
infection (Xiao et al., (1998) J Virology 7212224). This 
approach obviates the need to perform co-transfections with 
adenovirus (Holscher et al., (1994), J. Virology 6817169; 
Clark et al., (1995) Hum. Gene Ther. 611329; Trempe and 
Yang, (1993), in, Fith Parvovirus Workshop, Crystal River, 
Fla.). 

Other methods of producing rAAV stocks have been 
described, including but not limited to, methods that split the 
rep and cap genes onto separate expression cassettes to pre 
vent the generation of replication-competent AAV (see, e. g., 
Allen et al., (1997) J Virol. 7116816), methods employing 
packaging cell lines (see, e.g., Gao et al., (1 998) Human Gene 
Therapy 912353; Inoue et al., (1998) J Virol. 7217024; U.S. 
Pat. No. 5,837,484; WO 98/27207; U.S. Pat. No. 5,658,785; 
WO 96/ 17947), and other helper virus free systems (see, e. g., 
U.S. Pat. No. 5,945,335 to Colosi). 

Herpesvirus may also be used as a helper virus in AAV 
packaging methods. Hybrid herpesviruses encoding the AAV 
Rep protein(s) may advantageously facilitate for more scal 
able AAV vector production schemes. A hybrid herpes 
simples virus type I (HSV-l) vector expressing the AAV-2 rep 
and cap genes has been described (Conway et al., (1999) 
Gene Therapy 61986 and WO 00/17377, the disclosures of 
which are incorporated herein in their entireties). 

In sum, the viral template to be replicated and packaged, 
parvovirus cap genes, appropriate parvovirus rep genes, and 
(preferably) helper functions are provided to a cell (e.g., a 
permissive or packaging cell) to produce parvovirus particles 
carrying the duplexed genome (i.e., the genome is capable of 
forming a “snap back” or self-complementary DNA after 
viral uncoating). The combined expression of the rep and cap 
genes encoded by the template and/ or the packaging vector(s) 
and/or the stably transformed packaging cell results in the 
production of a parvovirus particle in which a parvovirus 
capsid packages a duplexed parvovirus genome according to 
the invention. The duplexed parvovirus particles are allowed 
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to assemble within the cell, and may then be recovered by any 
method known by those of skill in the art. 

Alternatively, in vitro packaging approaches, as are known 
in the art, may also be used to produce the dimeric vDNA 
templates described herein. To illustrate, the duplexed vDNA 
sequence may be ampli?ed in bacteria using single-stranded 
M13 phage. The resolvable TRs at each end of the vDNA 
carried by the M13 will anneal to form a double-stranded 
sequence, which may be cleaved with a suitable restriction 
enzyme to excise the dimeric vDNA from the M13 backbone. 
As yet a further alternative, PCR or other suitable ampli?ca 
tion techniques may be used to amplify the duplexed vDNA 
sequence from a dimeric self-complementary template, as 
described above. 

The reagents and methods disclosed herein may be 
employed to produce high-titer stocks of the inventive par 
vovirus vectors, preferably at essentially wild-type titers. It is 
also preferred that the parvovirus stock has a titer of at least 
about 105 transducing units (tu)/ml, more preferably at least 
about 106 tu/ml, more preferably at least about 107 tu/ml, yet 
more preferably at least about 108 tu/ml, yet more preferably 
at least about 109 tu/ml, still yet more preferably at least about 
1010 tu/ml, still more preferably at least about 1011 tu/ml, or 
more. 

Altematively stated, the parvovirus stock preferably has a 
titer of at least about 1 tu/cell, more preferably at least about 
5 tu/cell, still more preferably at least about 20 tu/cell, yet 
more preferably at least about 50 tu/ cell, still more preferably 
at least about 100 tu/cell, more preferably still at least about 
250 tu/cell, most preferably at least about 500 tu/ cell, or even 
more. 

Further, the duplexed parvovirus vectors of the invention, 
may have an improved transducing unit (tu)/particle ratio 
over conventional parvovirus vectors. Preferably, the tu/par 
ticle ratio is less than about 50:1, less than about 20:1, less 
than about 15: 1, less than about 10: 1, less than about 8: 1, less 
than about 7:1, less than about 6:1, less than about 5:1, less 
than about 4: 1, or lower. There is no particular lower limit to 
the tu/particle ratio. Typically, the tu/particle ratio will be 
greater than about 1:1, 2:1, 3:1 or 4:1. 

Applications of the Present Invention. 
A further aspect of the invention is a method of delivering 

a nucleotide sequence to a cell using the duplexed parvovirus 
vectors described herein. The vector may be delivered to a cell 
in vitro or to a subject in vivo by any suitable method known 
in the art. Alternatively, the vector may be delivered to a cell 
ex vivo, and the cell administered to a subject, as known in the 
art. 

The present methods may be advantageously employed to 
provide more ef?cient transduction of target cells than 
thAV vectors. To illustrate, the duplexed parvovirus vectors 
may transduce at a higher rate than wt AAV vectors. Alterna 
tively, or additionally, the duplexed parvovirus vectors may 
provide for a more rapid onset of transgene expression, a 
higher level of transgene expression, and/or a longer persis 
tence of transgene expression than AAV vectors. 

The inventive duplexed parvovirus vectors and methods 
may further ?nd use in methods of administering a nucleotide 
sequence to a cell that is typically non-permissive for trans 
duction by AAV, or is only inef?ciently transduced by AAV. 
Exemplary cells include but are not limited to dendritic cells, 
particular types of cancer or tumor cells, astrocytes, and bone 
marrow stem cells. Moreover, the methods disclosed herein 
may be advantageously practiced with non-replicating or 
slowly-replicating cells that only inef?ciently support sec 
ond-strand AAV synthesis, such as the liver, central nervous 
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system (e.g., brain), and particular populations of cells within 
muscle (e.g., fast-twitch ?bers). 

Accordingly, the duplexed parvovirus vectors disclosed 
herein may have a distinct target cell range (e.g., a broader 
range of target cells) as compared with rAAV vectors. While 
not wishing to be held to any particular theory of the inven 
tion, it appears that cells that are refractory to transduction by 
rAAV may be permissive for the inventive duplexed parvovi 
rus vectors, which provide a double-stranded molecule to the 
host cell. Thus, the present invention ?nds use for delivering 
a nucleotide sequence to a cell that is non-permissive for 
conventional rAAV vectors or only poorly transduced by 
rAAV vectors because it cannot e?iciently support second 
strand synthesis of the viral DNA. 
One of the characteristics of thAV vectors is the pro 

tracted lag period before high level transgene expression is 
observed. The duplexed parvovirus vectors disclosed herein 
may provide a more rapid and aggressive gene delivery sys 
tem than thAV vectors because they obviate the step of 
complementary strand synthesis. 

Accordingly, the inventive duplexed parvovirus vectors 
?nd use in methods of treating cancer or tumors, e.g., by 
delivery of anti-cancer agents or cancer antigens. In particular 
embodiments, the inventive methods are used to administer 
anti-cancer agents or cancer antigens to prevent metastasis, 
e.g., following surgical removal of a primary tumor. 
The inventive methods and duplexed parvovirus vectors 

may also advantageously be used in the treatment of individu 
als with metabolic disorders (e.g., ornithine transcarbamylase 
de?ciency). Such disorders typically require a relatively rapid 
onset of expression of a therapeutic polypeptide by the gene 
delivery vector. As still a further alternative, the inventive 
vectors may be administered to provide agents that improve 
transplant survivability (e.g., superoxide dismutase) or com 
bat sepsis. 

Moreover, the inventors have found that dendritic cells 
(DC), which are refractory to thAV vectors (Jooss et al., 
(1998) 72:4212), are permissive for the duplexed parvovirus 
vectors disclosed herein. Accordingly, as yet a further aspect, 
the present invention provides methods of delivering a nucle 
otide sequence to DC, e. g., to induce an immune response to 
a polypeptide encoded by the nucleotide sequence. Prefer 
ably, the nucleotide sequence encodes an antigen from an 
infectious agent or a cancer antigen. 
As still a further aspect, the present invention may be 

employed to deliver a heterologous nucleotide sequence in 
situations in which it is desirable to regulate the level of 
transgene expression (e.g., transgenes encoding hormones or 
growth factors, as described below). The more rapid onset of 
transgene expression by the duplexed parvovirus vectors dis 
closed herein make these gene delivery vehicles more ame 
nable to such treatment regimes than are rAAV vectors. 
Any heterologous nucleotide sequence(s) (as de?ned 

above) may be delivered according to the present invention. 
Nucleic acids of interest include nucleic acids encoding 
polypeptides, preferably therapeutic (e. g., for medical or vet 
erinary uses) or immunogenic (e.g., for vaccines) polypep 
tides. 
A “therapeutic polypeptide” is a polypeptide that may alle 

viate or reduce symptoms that result from an absence or 
defect in a protein in a cell or subject. Alternatively, a “thera 
peutic polypeptide” is one that otherwise confers a bene?t to 
a subject, e.g., anti-cancer effects or improvement in trans 
plant survivability. 

Preferably, the heterologous nucleotide sequence or 
sequences will be less than about 2.5 kb in length (more 
preferably less than about 2.4 kb, still more preferably less 
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than about 2.2 kb, yet more preferably less than about 2.0 kb 
in length) to facilitate packaging of the duplexed template by 
the parvovirus (e.g., AAV) capsid. Exemplary nucleotide 
sequences encode Factor IX, Factor X, lysosomal enzymes 
(e. g., hexosaminidase A, associated with Tay-Sachs disease, 
or iduronate sulfatase, associated with Hunter Syndrome/ 
MPS II), erythropoietin, angiostatin, endostatin, superoxide 
dismutase, globin, leptin, catalase, tyrosine hydroxylase, as 
well as cytokines (e. g., (x-interferon, [3-interferon, interferon 
y, interleukin-2, interleukin-4, interleukin 12, granulocyte 
macrophage colony stimulating factor, lymphotoxin, and the 
like), peptide growth factors and hormones (e.g., somatotro 
pin, insulin, insulin-like growth factors 1 and 2, platelet 
derived growth factor, epidermal growth factor, ?broblast 
growth factor, nerve growth factor, neurotrophic factor-3 and 
-4, brain-derived neurotrophic factor, glial derived growth 
factor, transforming growth factor-0t and -[3, and the like), 
receptors (e.g., tumor necrosis factor receptor). In other 
exemplary embodiments, the heterologous nucleotide 
sequence encodes a monoclonal antibodies, preferably a 
single-chained monoclonal antibody or a monoclonal anti 
body directed against a cancer or tumor antigen (e.g., HER2/ 
neu, and as described below). Other illustrative heterologous 
nucleotide sequences encode suicide gene products (thymi 
dine kinase, cytosine deaminase, diphtheria toxin, cyto 
chrome P450, deoxycytidine kinase, and tumor necrosis fac 
tor), proteins conferring resistance to a drug used in cancer 
therapy, and tumor suppressor gene products. 
As a further alternative, the heterologous nucleic acid 

sequence may encode a reporter polypeptide (e. g., an enzyme 
such as Green Fluorescent Protein, alkaline phosphatase). 

Alternatively, in particular embodiments of the invention, 
the nucleic acid of interest may encode an antisense nucleic 
acid, a ribozyme (e.g., as described in US. Pat. No. 5,877, 
022), RNAs that effect spliceosome-mediated trans-splicing 
(see, Puttaraju et al., (1999) Nature Biolech. 171246; US. Pat. 
Nos. 6,013,487; 6,083,702), interfering RNAs (RNAi) that 
mediate gene silencing (see, Sharp et al., (2000) Science 
28712431) or other non-translated RNAs, such as “guide” 
RNAs (Gorman et al., (1998) Proc. Nat. Acad. Sci. USA 
9514929; US. Pat. No. 5,869,248 to Yuan et al.), and the like. 
The parvovirus vector may also encode a heterologous 

nucleotide sequence that shares homology with and recom 
bines with a locus on the host chromosome. This approach 
may be utilized to correct a genetic defect in the host cell. 

The present invention may also be used to express an 
immunogenic polypeptide in a subject, e.g., for vaccination. 
The nucleic acid may encode any immunogen of interest 
known in the art including, but are not limited to, immuno 
gens from human immunode?ciency virus, in?uenza virus, 
gag proteins, tumor antigens, cancer antigens, bacterial anti 
gens, viral antigens, and the like. 

The use of parvoviruses as vaccines is known in the art (see, 
e.g., Miyamura et al., (1994) Proc. Nat. Acad. Sci USA 
9118507;U.S. Pat. No. 5,916,563 toYoung et al., 5,905,040 to 
Mazzara et al., US. Pat. Nos. 5,882,652, 5,863,541 to Sam 
ulski et al.; the disclosures of which are incorporated herein in 
their entirety by reference). The antigen may be presented in 
the parvovirus capsid. Alternatively, the antigen may be 
expressed from a heterologous nucleic acid introduced into a 
recombinant vector genome. Any immuno gen of interest may 
be provided by the parvovirus vector. Immunogens of interest 
are well-known in the art and include, but are not limited to, 
immuno gens from human immunode?ciency virus, in?uenza 
virus, gag proteins, tumor antigens, cancer antigens, bacterial 
antigens, viral antigens, and the like. 
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An immunogenic polypeptide, or immunogen, may be any 

polypeptide suitable for protecting the subject against a dis 
ease, including but not limited to microbial, bacterial, proto 
zoal, parasitic, and viral diseases. For example, the immuno 
gen may be an orthomyxovirus immunogen (e.g., an 
in?uenza virus immunogen, such as the in?uenza virus 
hemagglutinin (HA) surface protein or the in?uenza virus 
nucleoprotein gene, or an equine in?uenza virus immuno 
gen), or a lentivirus immunogen (e.g., an equine infectious 
anemia virus immuno gen, a Simian Immunode?ciency Virus 
(SIV) immunogen, or a Human Immunode?ciency Virus 
(HIV) immunogen, such as the HIV or SIV envelope GP160 
protein, the HIV or SIV matrix/capsid proteins, and the HIV 
or SIV gag, pol and env genes products). The immunogen 
may also be an arenavirus immunogen (e.g., Lassa fever virus 
immunogen, such as the Lassa fever virus nucleocapsid pro 
tein gene and the Lassa fever envelope glycoprotein gene), a 
poxvirus immunogen (e.g., vaccinia, such as the vaccinia L1 
or L8 genes), a ?avivirus immunogen (e.g., a yellow fever 
virus immunogen or a Japanese encephalitis virus immuno 
gen), a ?lovirus immunogen (e.g., an Ebola virus immuno 
gen, or a Marburg virus immunogen, such as NP and GP 
genes), a bunyavirus immunogen (e.g., RVFV, CCHF, and 
SFS viruses), or a coronavirus immunogen (e.g., an infectious 
human coronavirus immuno gen, such as the human coronavi 
rus envelope glycoprotein gene, or a porcine transmissible 
gastroenteritis virus immunogen, or an avian infectious bron 
chitis virus immunogen). The immunogen may further be a 
polio immunogen, herpes antigen (e.g., CMV, EBV, HSV 
immunogens) mumps immunogen, measles immunogen, 
rubella immuno gen, diptheria toxin or other diptheria immu 
nogen, pertussis antigen, hepatitis (e.g., hepatitis A or hepa 
titis B) immuno gen, or any other vaccine immunogen known 
in the art. 

Alternatively, the immunogen may be any tumor or cancer 
cell antigen. Preferably, the tumor or cancer antigen is 
expressed on the surface of the cancer cell. Exemplary cancer 
and tumor cell antigens are described in S. A. Rosenberg, 
(1 999) Immunity 101281). Other illustrative cancer and tumor 
antigens include, but are not limited to: BRCAl gene product, 
BRCA2 gene product, gp100, tyrosinase, GAGE-1/2, BAGE, 
RAGE, NY-ESO-l, CDK4, [3-catenin, MUM-1, Caspase-8, 
KIAA0205, HPVE, SART-l, PRAME, p15, melanoma tumor 
antigens (Kawakami et al., (1994)Pr0c. Natl. Acad. Sci. USA 
9113515); Kawakami et al., (1994) J. Exp. Med., 1801347); 
Kawakami et al., (1994) Cancer Res. 5413124), including 
MART-1 (Coulie et al., (1991) J. Exp. Med. 180135), gp100 
(Wick et al., (1988) J. Cutan. Pathol. 41201) and MAGE 
antigen, MAGE- 1, MAGE-2 and MAGE-3 (Van der Bruggen 
et al., (1991) Science, 25411643); CEA, TRP-1, TRP-2, P-15 
and tyrosinase (Brichard et al., (1 993) J. Exp. Med. 1781489); 
HER-2/neu gene product (US. Pat. No. 4,968,603), CA 125, 
LK26, FB5 (endosialin), TAG 72, AFP, CA19-9, NSE, DU 
PAN-2, CA50, SPan-1, CA724, HCG, STN (sialyl Tn anti 
gen), c-erbB-2 proteins, PSA, L-CanAg, estrogen receptor, 
milk fat globulin, p53 tumor suppressor protein (Levine, 
(1 993) Ann. Rev. Biochem. 621623); mucin antigens (intema 
tional patent publication WO 90/05142); telomerases; 
nuclear matrix proteins; prostatic acid phosphatase; papil 
loma virus antigens; and antigens associated with the follow 
ing cancers: melanomas, metastases, adenocarcinoma, thy 
moma, lymphoma, sarcoma, lung cancer, liver cancer, colon 
cancer, non-Hodgkins lymphoma, Hodgkins lymphoma, leu 
kemias, uterine cancer, breast cancer, pro state cancer, ovarian 
cancer, cervical cancer, bladder cancer, kidney cancer, pan 
creatic cancer and others (see, e.g., Rosenberg, (1996) Ann. 
Rev. Med. 471481-91). 
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Alternatively, the heterologous nucleotide sequence may 
encode any polypeptide that is desirably produced in a cell in 
vitro, ex vivo, or in vivo. For example, the inventive vectors 
may be introduced into cultured cells and the expressed gene 
product isolated therefrom. 

It will be understood by those skilled in the art that the 
heterologous nucleotide sequence(s) of interest may be oper 
ably associated with appropriate control sequences. For 
example, the heterologous nucleic acid may be operably asso 
ciated with expression control elements, such as transcrip 
tion/translation control signals, origins of replication, poly 
adenylation signals, and internal ribosome entry sites (IRES), 
promoters, enhancers, and the like. 

Those skilled in the art will appreciate that a variety of 
promoter/ enhancer elements may be used depending on the 
level and tissue-speci?c expression desired. The promoter/ 
enhancer may be constitutive or inducible, depending on the 
pattern of expression desired. The promoter/enhancer may be 
native or foreign and can be a natural or a synthetic sequence. 
By foreign, it is intended that the transcriptional initiation 
region is not found in the wild-type host into which the 
transcriptional initiation region is introduced. 

Promoter/enhancer elements that are native to the target 
cell or subject to be treated are most preferred. Also preferred 
are promoters/ enhancer elements that are native to the heter 
ologous nucleic acid sequence. The promoter/enhancer ele 
ment is chosen so that it will function in the target cell(s) of 
interest. Mammalian promoter/enhancer elements are also 
preferred. The promoter/enhance element may be constitu 
tive or inducible. 

Inducible expression control elements are preferred in 
those applications in which it is desirable to provide regula 
tion over expression of the heterologous nucleic acid 
sequence(s). Inducible promoters/enhancer elements for 
gene delivery are preferably tissue-speci?c promoter/en 
hancer elements, and include muscle speci?c (including car 
diac, skeletal and/or smooth muscle), neural tissue speci?c 
(including brain-speci?c), liver speci?c, bone marrow spe 
ci?c, pancreatic speci?c, spleen speci?c, retinal speci?c, and 
lung speci?c promoter/enhancer elements. Other inducible 
promoter/ enhancer elements include hormone-inducible and 
metal-inducible elements. Exemplary inducible promoters/ 
enhancer elements include, but are not limited to, a Tet on/off 
element, a RU486-inducible promoter, an ecdysone-induc 
ible promoter, a rapamycin-inducible promoter, and a meta 
lothionein promoter. 

In embodiments of the invention in which the heterologous 
nucleic acid sequence(s) will be transcribed and then trans 
lated in the target cells, speci?c initiation signals are gener 
ally required for ef?cient translation of inserted protein cod 
ing sequences. These exogenous translational control 
sequences, which may include the ATG initiation codon and 
adjacent sequences, can be of a variety of origins, both natural 
and synthetic. 
As a further advantage, the inventive duplexed parvovirus 

vectors may be distinguished from rAAV vectors in that the 
orientation of the coding sequence with respect the resolvable 
TR is ?xed and may be controlled. Thus, for example, the 
orientation and expression of the transgene may be controlled 
with respect to the putative transcriptional control elements 
within the resolvable TR. Moreover, control over the orien 
tation of the transgene with respect to the non-resolvable TR 
may provide a greater level of control over the recombination 
products between the genomes of co-infecting vectors. If 
either the closed end of the genome (i.e., near the non-resolv 
able TR) or the open end is a preferred substrate for intermo 
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lecular recombination, the orientation of the coding sequence 
within the recombination product can be predicted and con 
trolled. 

Finally, unlike rAAV vectors, the duplexed parvovirus vec 
tors of the present invention are uniform in that they co 
package both the plus and minus strands in a single molecule. 
This characteristic is desirable from the standpoint of produc 
ing a consistent clinical grade reagent. 

Gene Transfer Technology. 
The methods of the present invention also provide a means 

for delivering heterologous nucleotide sequences into a broad 
range of cells, including dividing and non-dividing cells. The 
present invention may be employed to deliver a nucleotide 
sequence of interest to a cell in vitro, e.g., to produce a 
polypeptide in vitro or for ex vivo gene therapy. The cells, 
pharmaceutical formulations, and methods of the present 
invention are additionally useful in a method of delivering a 
nucleotide sequence to a subject in need thereof, e.g., to 
express an immunogenic or therapeutic polypeptide. In this 
manner, the polypeptide may thus be produced in vivo in the 
subject. The subject may be in need of the polypeptide 
because the subject has a de?ciency of the polypeptide, or 
because the production of the polypeptide in the subject may 
impart some therapeutic effect, as a method of treatment or 
otherwise, and as explained further below. 

In general, the present invention may be employed to 
deliver any foreign nucleic acid with a biological effect to 
treat or ameliorate the symptoms associated with any disorder 
related to gene expression. Illustrative disease states include, 
but are not limited to: cystic ?brosis (and other diseases of the 
lung), hemophilia A, hemophilia B, thalassemia, anemia and 
other blood disorders, AIDs, Alzheimer’s disease, Parkin 
son’s disease, Huntington’ s disease, amyotrophic lateral scle 
rosis, epilepsy, and other neurological disorders, cancer, dia 
betes mellitus, muscular dystrophies (e.g., Duchenne, 
Becker), Gaucher’s disease, Hurler’s disease, adenosine 
deaminase de?ciency, glycogen storage diseases and other 
metabolic defects, retinal degenerative diseases (and other 
diseases of the eye), diseases of solid organs (e.g., brain, liver, 
kidney, heart), and the like. 
Gene transfer has substantial potential use in understand 

ing and providing therapy for disease states. There are a 
number of inherited diseases in which defective genes are 
known and have been cloned. In general, the above disease 
states fall into two classes: de?ciency states, usually of 
enzymes, which are generally inherited in a recessive manner, 
and unbalanced states, which may involve regulatory or struc 
tural proteins, and which are typically inherited in a dominant 
manner. For de?ciency state diseases, gene transfer could be 
used to bring a normal gene into affected tissues for replace 
ment therapy, as well as to create animal models for the 
disease using antisense mutations. For unbalanced disease 
states, gene transfer could be used to create a disease state in 
a model system, which could then be used in efforts to coun 
teract the disease state. Thus the methods of the present inven 
tion permit the treatment of genetic diseases. As used herein, 
a disease state is treated by partially or wholly remedying the 
de?ciency or imbalance that causes the disease or makes it 
more severe. The use of site-speci?c recombination of nucleic 
sequences to cause mutations or to correct defects is also 
possible. 
The instant invention may also be employed to provide an 

antisense nucleic acid to a cell in vitro or in vivo. Expression 
of the antisense nucleic acid in the target cell diminishes 
expression of a particular protein by the cell. Accordingly, 
antisense nucleic acids may be administered to decrease 




















