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[57] ABSTRACT 

The present invention provides a vector comprising an 
enhancer element and a nuclear matrix association region 
inserted between an inverted terminal repeat of adeno 
associated virus. The vector can further comprise a heter 
ologous nucleic acid inserted into the vector. The present 
invention further provides a method for integration of a 
nucleic acid into the genome of a cell. comprising admin 
istering to the cell a vector comprising an enhancer element. 
a heterologous nucleic acid and a nuclear matrix association 
region. each inserted between an inverted terminal repeat of 
adeno-associated virus. thereby integrating the nucleic acid 
into the genome of the cell. 

39 Claims, 9 Drawing Sheets 
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RECOMBINANT ADENO-ASSOCIATED 
VIRAL VECTORS 

This invention was made with government support under 
Program Project Grant P01 HL 53749 awarded by NHLBI. 
The government has certain rights in the invention. 

BACKGROUND OF THE HQVENTION 

1. Field of the Invention 
The present invention is related to the ?eld of nucleic acid 

delivery vectors and methods of delivering nucleic acids. In 
particular it relates to vectors for integration of nucleic acids 
at high copy number and in tandem array. and therefore it 
relates to methods of stable expression of transferred nucleic 
acids in cells into which the vector has been transferred. The 
present method thus also relates to the ?eld of ex vivo 
transfer of nucleic acids into cells for transplantation into a 
subject. 

2. Background Art 
Adeno-associated virus (AAV) is a single stranded DNA 

virus with a 4675 nucleotide genome. AAV depends on 
co-infection with a helper DNA virus. e.g.. adenovirus or a 
herpes virus. which provides functions needed in trans for 
AAV genome replication and encapsidation (13-16; 87). 
The wild-type AAV genome preferentially integrates into a 
speci?c region of chromosome 19 by a mechanism that 
depends on its non-structural (Rep) proteins (17.18). Only 
the 145 nucleotide inverted terminal repeats (TTRs) are 
required in cis to generate a rAAV vector: the Rep and capsid 
proteins can be provided in trans in packaging cells that are 
also expressing adenoviral proteins (13-16). The inverted 
terminal repeat of AAV consists of nucleotides 1 to 145 at 
the left end of the AAV genome and the corresponding 
nucleotides 4681 to 4536 at the right end of the genome. 
These elements are utilized in replicating. packaging and 
integrating AAV into a host genome. Additionally. the lTRs 
have been shown to have intrinsic promoter capabilities. 
Recent advances have provided packaging systems that 
yield puri?ed rAAV preparations of relatively high titer 
(19-21). 

While rAAV vectors have been shown to transfer. inte 
grate and express globin genes in erythroleukemia cells 
when linked to a drug selection marker that facilitates 
recovery of clonal cell lines (22-24). the frequency of rAAV 
transduction and genomic integration was not established 
with this experimental design because selection allows 
recovery of resistant clones even at low efficiencies of 
transduction and integration. Drug selection also demands 
that the rAAV genome be integrated into a transcriptionally 
active region of chromatin that is also likely to be permissive 
for globin gene expression. While AAV has been proposed 
as a vector for gene therapy. expression levels adequate to 
treat a disease have remained problematic. Expression of a 
globin gene has been observed in primary. progenitor 
derived erythroid colonies without drug selection (25). 
However. available data have shown that an episomal rAAV 
genome may only express its encoded genes for several days 
(26-28). raising the likelihood that the globin MRNA found 
in erythroid colonies 14 days after transduction of puri?ed 
hematopoietic progenitors was derived from a non 
integrated genome. 
An rAAV encoding the murine ecotropic receptor has 

been used to evaluate the relationship between initial gene 
expression and subsequent genome integration (28). Eco 
tropic retroviruses infect mouse but not human cells because 
of interspecies polymorphism in the cationic amino trans 
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2 
porter that acts as a receptor for this class of viruses (34). 
This evaluation showed that human HeLa cells could be 
transduced at a ratio of rAAV vector particles of approxi 
mately 300 to 30.000. leading to expression of the receptor 
protein. permitting subsequent infection by an ecotropic 
retrovirus (28). Under these conditions. however. integration 
of the rAAV genome occurred infrequently and only at 
higher MOI. Supporting this interpretation is the ?nding 
associated with this invention that the rAAV genome. 
although present initially following engraftment of trans 
duced bone marrow cells. may disappear during long-term 
reconstitution in a non-human primate. bone marrow trans 
plantation model. 
Human hemoglobin (Hb) disorders such as thalassemia 

and sickle~cell disease are a cause of signi?cant morbidity 
and mortality worldwide. Therapeutic strategies directed 
toward genetic modi?cation involve replacement of the 
defective gene via allogenic bone marrow transplantation or 
the addition of a functional gene to the defective bone 
marrow cells. Hemoglobin F ((1272) is the major Hb during 
the last two thirds of gestation. The shift from HbF to HbA 
((1252) during the prenatal period re?ects turn-off of the y 
genes and turn-on of the [3 genes. This switch initiates 
disease in individuals homozygous for defective 13 genes. 
e.g.. those with mutations that cause sickle-cell anemia or 
severe [S-thalassemia. Provision of a functional y globin gene 
to such individuals such that the individual can increase their 
HbF content is of therapeutic bene?t. 

Therefore. the ability to transfer a globin gene into 
repopulating hematopoietic stem cells and to achieve its 
expression in differentiating erythroid cells could serve as a 
gene therapy for severe [i-thalassemia and sickle cell ane 
mia. Attempts to develop retroviral vectors for this purpose 
have been hampered by the relative inel?ciency of gene 
transfer by such vectors into stem cells (1-5). Furthermore. 
the regulatory elements derived from the locus control 
region (LCR) that are required to achieve high level expres 
sion of a linked globin gene cause proviral genome insta 
bility during virus production and transfer of the retroviral 
genome (3.6.7). Only recently have stable retroviral vectors 
been derived that are capable of transferring a globin gene 
with regulatory elements into primary hematopoietic cells or 
cell lines (8-11). Unfortunately. the long terminal repeats of 
the integrated retroviral genome may cause suppression of 
globin gene expression in erythroid cells (12). 

Nuclear matrix association regions have been identified in 
various genomes. including the eight nuclear scaffold/matrix 
associating regions (SARs/MARs) found within the 90 kb of 
DNA that ?anks and includes the human globin genes (42) 
SARs/MARs have been hypothesized to in?uence chroma 
tin structure (reviewed in 43). serve as boundaries between 
transcriptional domains (44. 45). and/or establish loops of 
DNA that serve to juxtapose distant sequences (43. 46). 

Thus. there remains a need for vectors which can provide 
adequate functional gene copy numbers for the successful 
treatment of various diseases. The present invention satis?es 
this need by providing the surprising discovery that an AAV 
vector comprising a nuclear matrix association region pro 
vides a vector that can stably integrate a cellular genome 
with a transferred gene in unrearranged form. with multiple 
copy number and in tandem array. Such a vector is therefore 
highly useful for methods in which long-term. stable expre s 
sion is desired. Such a method also allows transfer of nucleic 
acids into non-dividing cells and therefore is particularly 
suitable for transfer into hematopoietic stem cells. 

SUMMARY OF THE INVENTION 

The present invention provides a vector comprising an 
enhancer element and a nuclear matrix association region 
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inserted between an inverted terminal repeat of adeno 
associated virus. The vector can further comprise a heter 
ologous nucleic acid inserted into the vector. The invention 
further provides a particle containing vector of the present 
invention. a composition containing a particle of the inven 
tion and a cell containing a particle of the invention. 

The present invention further provides a vector compris 
ing a globin gene cluster hypersensitive element. the 3' 
regulatory element of y globin. and a nucleic acid encoding 
a protein. each inserted between an inverted terminal repeat 
of adeno-associated virus such that the nucleic acid encod 
ing the protein can be expressed. 
The instant invention additionally provides a vector for 

integration and expression of a protein comprising a globin 
gene cluster hypersensitive element. a 3' regulatory element 
of y globin. and a nucleic acid encoding a protein. each 
inserted between an inverted terminal repeat of adeno 
associated virus. wherein the nucleic acid encoding the 
protein is inserted 3' of the hypersensitive element and 5' of 
the 3' regulatory element. 
The present invention further provides a method for 

integration of a nucleic acid into the genome of a cell. 
comprising administering to the cell a vector comprising an 
enhancer element. a heterologous nucleic acid and a nuclear 
matrix association region. each inserted between an inverted 
tenninal repeat of adeno-associated virus. thereby integrat 
ing the nucleic acid into the genome of the cell. 
The present invention further provides a method for 

integration of a globin gene into the genome in a cell. 
comprising administering to the cell a vector comprising a 
globin gene cluster hypersensitive element. a 3' regulatory 
element of Y globin. and a nucleic acid encoding globin. each 
inserted between an inverted terminal repeat of adeno 
as sociated virus. wherein the nucleic acid encoding globin is 
inserted 3’ of the hypersensitive element and 5' of the 3' 
regulatory element. thereby integrating the globin gene into 
the genome in the cell. The cell can be a hematopoietic stem 
cell. 
The instant invention additionally provides a method of 

expressing a protein in a subject comprising administering to 
the subject a cell to which has been administered ex vivo a 
vector comprising a globin gene cluster hypersensitive 
element. the 3' regulatory element of y globin. and a nucleic 
acid encoding the protein. each inserted between an inverted 
terminal repeat of adeno-associated virus such that the 
nucleic acid encoding the protein can be expressed. thereby 
expressing the protein in the cell in the subject. 
The present invention additionally provides a method of 

providing a functional protein to a subject in need of the 
functional protein comprising transducing the subjects’ cells 
with a vector comprising an enhancer element. a heterolo 
gous nucleic acid encoding a functional protein de?cient in 
the subject and a nuclear matrix association region. each 
inserted between an inverted terminal repeat of adeno 
associated virus. thereby providing the functional protein to 
the subject. 
The present invention further provides a method of pro 

viding an antisense nucleic acid to a subject in need of the 
antisense nucleic acid comprising transducing the subjects‘ 
cells with a vector comprising an enhancer element. a 
heterologous nucleic acid and a nuclear matrix association 
region inserted between an inverted terminal repeat of 
adeno-associated virus. wherein the nucleic acid encodes an 
antisense nucleic acid that diminishes expression of a pro 
tein in the subject. thereby providing the antisense nucleic 
acid to a subject in need of the antisense nucleic acid. 
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4 
The present invention additionally provides a method of 

treating. in a subject. a hemoglobin disorder characterized 
by a reduction or absence of a functional globin protein. 
comprising administering to the subject a hematopoietic cell 
to which has been administered ex vivo a vector comprising 
a globin gene cluster hypersensitive element. a 3' regulatory 
element of Y globin. and a nucleic acid encoding functional 
globin. each inserted between an inverted terminal repeat of 
adeno-associated virus. wherein the nucleic acid encoding 
the globin is inserted 3‘ of the hypersensitive element and 5' 
of the 3' regulatory element. thereby expressing globin in the 
cell in the subject and providing functional globin protein to 
treat the subject. 

BRIEF DESCRIPTION OF THE DRAWINGS 

FIG. 1 shows rHS432AY* mediated gene transfer and 
expression in primary. progenitor derived. human erythroid 
colonies. CD34 selected bone marrow cells were exposed to 
rAAV at various multiplicities of infection. cultured and 
individual colonies analyzed for mRNA at 14-16 days. The 
diagram below shows the design of the RT-PCR analysis; the 
upper band (369 bp) when present is derived from genomic 
or vector DNA regardless of the use of reverse transcriptase 
(+ or —) whereas the lower (254 bp) reverse transcriptase 
dependent band (+) is derived from processed globin 
MRNA. The 5' primer designed to detect the AT“ RNA spans 
a 6 base pair deletion in the 5' untranslated region (diagram 
below) whereas the 5’ primer designed to detect the wild 
type 7 MRNA includes the deleted sequences (not shown). 

FIG. 2 shows detection of the rAAV encoded transcript in 
erythroleukemia (K562) cell colonies. Erythroleukemia 
cells were transduced with rHS432"y* at an MOI of 3x108. 
cultured in semi-solid medium for 14 days after which 
individual colonies were plucked. expanded for 1-2 days in 
liquid medium and an aliquot of the cells used for RNA 
extraction. Lanes 1-12: RF-PCR analysis to detect the "7* 
transcript; (+) is with reverse transcriptase and (—) is the 
control without reverse transcriptase. Lane 13: “Water” 
blank for the PCR reaction. Lane 14: RNA extracted from a 
cell line containing a single integrated copy of the “7* gene 
linked to H52. Lane 15: RNA from control K562 cells that 
had not been transduced. 

FIGS. 3A-3B show genomic integration of the 
rHS432AT" genome. Individual clones. derived from 1662 
cells transduced at a MOI of 3x108. were cultured in 
semi-solid medium for 14 days and then expanded in liquid 
culture for 3-4 weeks. DNA was extracted and analyzed by 
the Southern blot methodology after restriction with EcoRI 
and BglII (A) or StuI (13). DNA extracted from a cell line 
containing a single integrated copy of a rAAV genome that 
includes the AT‘ gene K562 HSZAT") served as a positive 
control (left lane) whereas 1662 cells provided DNA which 
served as a negative control (second lane from left). The 
bands of 2.6 and 3.1 kb (A) or the 4.0 and 4.9kb bands (B) 
present in each lane contain the endogenous Y globin genes. 
The diagram below indicates the organization of the rAAV 
vector genome and the location of speci?c restriction endo 
nuclease sites. EcoRl and BgllI (A) release an internal 
rAAV band of 4.4 kb whereas StuI releases a junction 
fragment of variable length that includes a portion of the 
rAAV genome and human chromosomal DNA. 

FIGS. 4A-4C show genomic integration of the 
rHS32"y*3’RE genome. Individual colonies of I662 cells. 
transduced at a MOI of 4x109. were cultured in semi-solid 
medium for 14 days and then expanded in liquid culture for 
2-4 weeks. A: DNA from seven individual colonies ana 
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lyzed without restriction (—) or cut with BsaBI (+). The 
bands at 4.8 and 5.3 kb contain the endogenous globin genes 
whereas the band at 3.3 kb is a internal fragment derived 
from the vector genome (see diagram below). The negative 
control lanes contain DNA derived from non-transduced 
K562 cells. B and C: DNA from the same seven colonies and 
the negative control restricted with StuI or EcoRI. respec 
tively. StuI releases variable length junction fragments. a 4.7 
kb band derived from head to tail concatamers of the rAAV 
genome and 4.0 and 4.9 kb fragments containing the endog' 
enous globin genes. EcoRI releases a 3.4 kb fragment 
derived from tandem repeats of the rAAV genome. variable 
length junction fragments and two fragments of 2.6 and 3.1 
kb containing the endogenous Y globin genes. 

FIG. 5 shows ?uorescence in situ hybridization (FISH) 
analysis of a clone transduced with rHS32A“{*3'RE. A signal 
is present on chromosome 11 p15 (small chromosome 
above). the position of the normal B-like globin gene locus. 
and at chromosome 2q37 (large chromosome below). the 
position of the integrated rAAV genome in this cell line. 

FIG. 6 shows expression of the AT" gene in cells contain 
ing a tandem array of the rHS32"y*3'RE genome. RNA was 
extracted from four clones after passage for 4-6 weeks in 
culture. Samples were extracted from uninduced (U) cells 
and those induced (I) by culture for three days in 40 mM 
hemin. Clone 2 was derived from cells transduced at an MOI 
of 4x108 and contains 65 integrated copies of the 
rHS32A"‘*3'RE genome whereas clones 9. l3 and 14 were 
derived from cells transduced at an MOI of 4><l09 and 
contain 5. 3 and 4 copies. respectively. The conditions for 
PCR and signal detection were identical for the analysis 
speci?c for the Y and "7* MRNA species. permitting direct 
comparison of signal intensity with respect to mRNA con 
centration. 

DETAILED DESCRIPTION OF THE 
INVENTION 

As used in the speci?cation and in the claims. a can 
include multiple copies. depending upon the context in 
which it is used. 
The present invention provides the discovery that an 

adeno-associated virus (AAV) vector containing a y globin 
gene and a nuclear matrix association region can transduce 
human hematopoietic cells with high efficiency leading to 
genomic integration of high copy numbers and persistent 
gene expression. Thus. the present invention therefore pro 
vides a vector into which can be inserted any nucleic acid of 
interest for integration and expression in a cell into which 
the vector is transferred. Because this vector provides for 
integation into the host cell genome. and provides this 
integration in primarily unrearranged form. at high copy 
number and in tandem array. this vector is particularly 
suitable for long-term. stable expression of gene products. 

Speci?cally. the present invention provides a vector com 
prising an enhancer element and a nuclear matrix association 
region inserted between an inverted terminal repeat of AAV. 
In such a vector. a desired nucleic acid can be inserted 
between the inverted terminal repeat of AAV such that the 
nucleic acid is functionally linked with the enhancer element 
for enhancing transcription of the encoded gene product and 
functionally linked with the nuclear matrix association 
region such that the nucleic acid integrates into the genome 
of a target cell in unrearranged form. in multiple copy 
number and. preferably. in tandem array. The nucleic acid 
can preferably be inserted 5' to “'16 nuclear matrix associa 
tion region. The inserted nucleic acid can include any 
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6 
additional desired expression control sequences. as known 
in the art and described herein. 
The nuclear matrix association region can be any nucleic 

acid fragment that is capable of associating with the nuclear 
matrix. Examples of such a region includes the Y globin 3' 
regulatory element (3RE) (29. 47). other nuclear scaffold/ 
matrix-associated regions of the human globin gene locus 
(48): matrix attachment region of immunoglobulin (49): 
matrix attachment regions of chromosomal continuum con 
taining maize Adhl (50): intragenic matrix attachment 
region in human X-linked Hprt gene (5 l )2 matrix attachment 
region (52): Msp 18 (53): (54); highly repetitive DNA 
components of rat-ascites hepatoma cells (55 ): NuMA (56): 
region recognized by nucleolin (57)‘. MAR of chicken 
y-globin gene (58): immu noglobulin mu gene nuclear MARs 
(59): intronic nuclear MARs in human topoisomerase I gene 
(60): intronic MAR of immunoglobulin kappa gene (61): 
recognition site for SATBl (62); matrix attachment region 5' 
of rat glutamate-dehydrogenase-encoding gene (63); nuclear 
MARs along human B globin gene complex (64); MAR in 
yeast (65): nuclear MAR associated with osteocalcin gene 
(66): additional nuclear MARs reviewed (67). Additionally. 
other primates may have nuclear matrix association regions 
in the globin locus. Additional nuclear matrix association 
regions can readily be determined by performing a nuclear 
sca?old/matrix association assay. as known in the art (29). 
Additionally. these nuclear matrix association regions must 
possess the function of causing integration into a host 
genome in multiple copy number of a vector in which they 
are inserted. Known nuclear matrix association regions can 
be modi?ed to create additional nuclear matrix association 
elements for use in the present vectors. so long as they retain 
the function of binding to the nuclear matrix. For example. 
nucleotide deletions. substitutions and or additions can be 
made. according to standard methods for nucleic acid 
manipulation. If desired. for example. the 3’RE of globin can 
have a systematic set of deletions made and assayed for 
retention of nuclear matrix binding function to determine the 
minimum element necessary. Such general methods are well 
established (33). 
The present vector can further comprise an enhancer 

element. An enhancer element is an element that increases 
transcription from a linked promoter. The enhancer element 
as used in the claims is an element of the vector which is 
provided in addition to the nuclear matrix association 
region. However. the nuclear matrix association region 7 
globin 3’ RE can itself act as an enhancer element. An 
enhancer can include. for example. one or more hypersen 
sitive elements of the globin gene cluster. such as the human 
globin H54. H83. H82. and/or HS 1 element or a hyper 
sensitive element derived from another primate. Additional 
enhancers can include viral elements. elements from the U3 
region of retroviral long terminal repeats (such as Friend 
murine leukemia virus). the immunoglobulin enhancer ele 
ment (68). the insulin receptor enhancer element (69). the 
c-fos enhancer element. human growth hormone enhancer 
element (70): apolipoprotein E and C-I gene enhancer 
element (71); the albumin/alpha l-fetoprotein intergenic 
enhancer (72); Drosophila zeste mutations having enhancer 
effect (73): and others (74). 
Any nucleic acid of interest can be inserted into a vector 

of this invention. Thus. the vector can additionally advan 
tageously include a restriction enzyme recognition site for 
ease of inserting an exogenous nucleic acid into the vector 
in a region such that the nucleic acid is functional for 
expression of the gene product. A vector having an inserted 
nucleic acid of interest can be utilized for achieving inte 



5.780.447 
7 

gration and expression of the nucleic acid in a cell into 
which the vector is transferred. In particular. such a vector 
can achieve integration in multiple. high copy number in 
tandem array. The integrated nucleic acids being 
unrearranged. the encoded gene product can then be 
expressed. particularly and bene?cially at high levels. Such 
methods are well known in the art (33). 
The nucleic acid encoding a desired protein or antisense 

RNA can be any nucleic acid that functionally encodes the 
protein or antisense RNA. For example. to functionally 
encode. i.e.. allow the nucleic acid to be expressed. the 
nucleic acid can include. for example. expression control 
sequences. such as a promoter. and necessary information 
processing sites. such as ribosome binding sites. RNA splice 
sites. polyadenylation sites. and transcriptional terminator 
sequences. Expression control sequences can include. for 
example. promoters derived from metallothionine genes. 
actin genes. immunoglobulin genes. CMV. SV40. 
adenovirus. bovine papilloma virus. etc. 
A nucleic acid encoding a selected protein can readily be 

determined based upon the genetic code for the amino acid 
sequence of the selected protein. and. clearly. many nucleic 
acids will encode any selected protein. Additionally. modi 
?cations can be made to any nucleic acid. such as modi? 
cations to the sequences controlling expression of the pro 
tein to make production of the protein inducible or 
repressible upon addition to the cells of the appropriate 
inducer or repressor. Such means are standard in the art (33). 
The nucleic acids can be generated by means standard in the 
art. such as by recombinant nucleic acid techniques. as 
exempli?ed in the examples herein. and by synthetic nucleic 
acid synthesis or in vitro enzymatic synthesis. 

Nucleic acids encoding any selected protein or antisense 
construct can be utilized in the present vectors. For example. 
nucleic acids encoding a globin from human or another 
primate can be used. such as a globin. [3 globin. y globin. 8 
globin. e globin or \pB globin (29); metabolic enzymes. such 
as adenosine deaminase (US. Pat. No. 5.399.346): cytok 
ines: anti-viral elements. such as ribozymes and transdomi 
nant mutants of viral proteins; growth factors. such as 
erythropoietin; proteins which may ameliorate neurological 
disorders such as: sequences encoding nerve growth factor 
(NGF). ciliary neurotrophic factor (CNTF). brain-derived 
neurotrophic factor (3DNF). neurotrophins 3 and 4/5 (NT-3 
and 4/5). glial cell derived neurotrophic factor (GDNF). 
transforming growth factors (TGF). and acidic and basic 
?broblast growth factor: sequences encoding tyrosine 
hydroxylase (TH) and aromatic amino acid decarboxylase 
(AAD‘C): sequences encoding superoxide dismutase (SOD l 
or 2). catalase and glutathione peroxidase; sequences encod 
ing interferons. lymphokines. cytokines and antagonists 
thereof such as tumor necrosis factor (TNF). CD4 speci?c 
antibodies. and TNF or CD4 receptors; sequences encoding 
GABA receptor isoforms. the GABA synthesizing enzyme 
glutamic acid decarboxylase (GAD). calcium dependent 
potassium channels or ATP sensitive potassium channels; 
and sequences encoding thymidine kinase can be utilized. 

In a speci?c embodiment. the present invention includes 
a vector for integration and expression of a globin compris 
ing a globin hypersensitive element. a 3' regulatory element 
of y globin. and a nucleic acid encoding a globin. each 
inserted between an inverted terminal repeat of adeno 
associated virus. wherein the nucleic acid encoding the 
globin is inserted 3‘ of the hypersensitive element and 5‘ of 
the 3’ regulatory element. 
Recombinant vectors can also include nucleic acids that 

encode antisense nucleotides that affect expression of certain 
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8 
genes such as cell death suppressor genes (e.g.. bcl-2) or that 
affect expression of excitatory amino acid receptors (e.g.. 
glutamate and NMDA receptors). Further antisense RNAs 
that can be generated by the present vectors include c-myc. 
c-myb. CDC2 and PCNA antisense RNAs. known to be 
cytotoxic or inhibitory to cell proliferation when transfected 
into cells. 
The terms “polypeptide" and “protein” are used inter 

changeably herein and refer to a polymer of amino acids and 
includes full-length proteins and fragments thereof. As will 
be appreciated by those skilled in the art. the invention also 
includes nucleic acids that encode those polypeptides having 
slight variations in amino acid sequences or other properties 
from a known amino acid sequence. Amino acid substitu 
tions can be selected by known parameters to be neutral (75) 
and can be introduced into the nucleic acid sequence encod 
ing it by standard methods such as induced point. deletion. 
insertion and substitution mutants. Minor changes in amino 
acid sequence are generally preferred. such as conservative 
amino acid replacements. small internal deletions or 
insertions. and additions or deletions at the ends of the 
molecules. Substitutions may be designed based on. for 
example. the model of Dayho? et al. (86). These modi?ca 
tions can result in changes in the amino acid sequence. 
provide silent mutations. modify a restriction site. or provide 
other speci?c mutations. Additionally. they can result in a 
bene?cial change to the encoded protein. For example. the 
"1' globin gene can be altered such that the protein has 
bene?cial properties in gene therapy. 
The present examples exemplify a viral vector utilizing 

AAV. However. one can readily utilize other suitable viral 
vectors. Upon selection of a virus and construction of a 
vector comprising an enhancer element and a nuclear matrix 
association region inserted into the viral vector. along with 
a nucleic acid of interest. one can readily determine whether 
the particular virus selected can also achieve desired levels 
of integration in multiple copy number and in tandem array 
by utilizing a nuclear matrix association region adapted for 
the particular virus. The nucleic acid encoding a protein or 
antisense RNA of choice can be inserted by standard means 
into a region of the viral genome suitable for insertion of an 
exogenous gene. as is known in the art for each individual 
virus. Thus one can develop viral vectors suitable for a 
selected cell type. Viruses whose sequences can be thus 
utilized can include any desired virus. such as adenovirus. 
herpesvirus. or hepatitis viruses. 
The present invention additionally provides a particle 

containing the vector of this invention. The particle can be 
selected according to the viral sequences utilized in con 
struction of the vector. Several methods are known for 
encapsidating AAV genomes to generate recombinant AAV 
viral particles; these methods can be utilized to package the 
present AAV vectors. For example. as known in the art. 
helper virus. such as adenovirus or herpes simplex virus. can 
be utilized to package an AAV virus (76. 77. 87). Infection 
of a cell containing a vector of the invention with AAV 
helper virus results in packaging of the rAAV. Means of 
packaging any speci?c virus of interest are standard and 
known in the art. 
The present invention additionally provides a composi 

tion comprising a particle of this invention. Such a compo 
sition can include. for example. a pharmaceutically accept 
able carrier or other medicinal agents. pharmaceutical 
agents. carriers. adjuvants. diluents. etc. Thus such a com 
position can be used. for example. in transfection of a cell ex 
vivo or in administering a viral particle directly to a subject. 
Other components of a herein described composition can 
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include. for example. protamine sulfate. calcium phosphate 
and/or polylysine glycerol. By “pharmaceutically accept 
able” is meant a material that is not biologically or otherwise 
undesirable. i.e.. the material may be administered to an 
individual along with the selected vector without causing 
any undesirable biological elfects or interacting in a delete 
rious manner with any of the other components of the 
pharmaceutical composition in which it is contained. 
The present invention additionally provides a cell con 

taining a vector of this invention. The cell can be any 
selected cell or cell line into which the vector can be 
transferred. AAV has a broad host range ( 15). Methods of 
transfer are standard in the art and additionally are further 
elaborated herein. Preferred cells are mammalian cells. for 
example. cells derived directly from a mammalian subject. 
such as neurons. hepatocytes. lymphocytes. and muscle 
cells. Preferable cells also include stem cells. and even more 
preferably. hematopoietic stem cells. For example. bone 
marrow cells can be bene?cially transfected ex vivo by diis 
method prior to transfer into a subject. Additionally. the cells 
can be a cell line. such as a human erythroleukemia cell line 
(e.g.. K562) or a HeLa cell line. 
The present invention additionally provides a method for 

integration of a nucleic acid into the genome in a cell. 
comprising administering to the cell a vector comprising an 
enhancer element and a nuclear matrix association region 
inserted between an inverted terminal repeat of adeno 
associated virus and further comprising the nucleic acid 
inserted into the vector. thereby integrating the nucleic acid 
into the genome of the cell. The nucleic acid is inserted into 
the vector in a functional manner. i. e.. such that the nucleic 
acid can be expressed from the vector. The vector can be 
administered at a high multiplicity of infection (rn.o.i.). A 
high rn.o.i. can increase the number of clones in which the 
integration in tandem array can be achieved. presumably by 
increasing viral particle uptake and/or increasing the con 
version of single-stranded AAV DNA to double stranded 
AAV DNA. The method can also be performed wherein the 
vector is administered in the absence of drug selection. This 
method achieves integration in multiple tandem copies. and 
thus achieves a high level of expression of the inserted 
nucleic acid. Therefore. therapeutic levels of an encoded 
gene product can be obtained utilizing the present method. 
The multiplicity of infection (rn.o.i.) can be varied 

according to the cell transfected with the vector. A rn.o.i. 
should be used that is su?icient to obtain sufficient levels of 
expression of the nucleic acid encoded by the vector trans 
ferred into the cell. In general. a moi. of from about 
3.0><i02 to about 3.0><10‘° can be utilized. Preferably a high 
multiplicity of infection can be used. A high multiplicity of 
infection is a level of infection understood in the art; 
however. typically a high rn.o.i. will be 102 or higher. The 
rn.o.i.. however. can be optimized for the speci?c cell 
utilized. For example. a m.o.i. can be 103. more preferably 
104. more preferably 105. more preferably 106. more pref 
erably 107. more preferably 108 or 109. For a speci?c 
example. for K562 cells. a preferable m.o.i. is from about 
108 to about 1010. with a typical rn.o.i. being about 4x109. 
For a hematopoietic stem cell. a preferred m.o.i. is from 
about 108 to about 101°. with a typical rn.o.i. being about 
101°. In general. for a cell to be transfected ex vivo the rn.o.i. 
can be optimized by culturing a portion of the cells to be 
transfected with the particular viral particle in a range of 
m.o.i.’s (such as from about 3.0><l02 to about 3.0><l09) and 
determining at which m.o.i. integration was achieved in 
multiple copy number. 

M.o.i. necessary for any transfection can be dependent 
upon the purity of the viral stock being administered to the 
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cell. For example. contaminating viruses that are not func 
tional in this method may be present in the stock and can 
thus increase or reduce the m.o.i. needed for su?icient 
integration and expression. Thus purification of the stock 
can lower the rn.o.i. used. Additionally. the viral particle 
could be administered to a cell in a mixture with or simul 
taneously with another viral particle that would facilitate 
integration of the vector into the genome. For example. an 
AAV particle can be administered in a mixture or simulta 
neously with an AAV encoding an adenoviral protein. such 
as 0RF6 of the E4 region. that would facilitate conversion of 
the vector nucleic acid from a single stranded nucleic acid to 
double stranded. Such a strategy can be used to decrease the 
multiplicity of infection necessary to achieve su?icient 
integration into the genome. 

Other methods for reducing the multiplicity of infection 
necessary to achieve a desired level of integration can 
include pretreatment with heat shock. for example. at 42.50 
C. for 30 minutes. or pretreatment widi hydroxyurea at 10 
mM for 24 hours. by standard methods (78). Brie?y. for heat 
shock pretreatment. the medium is exchanged for medium 
preheated to 425° C. and the cells incubated for 30 minutes. 
Immediately following heat shock. the cells are infected as 
usual. For hydroxyurea pretreatment. the medium is supple 
mented with hydroxyurea to a ?nal concentration of 10 mM. 
The cells are then infected as usual. 

The present invention additionally provides a method for 
integration of a globin gene into the genome in a cell. 
comprising administering to the cell the vector comprising a 
globin hypersensitive element. the 3' regulatory element of 
y globin. and a nucleic acid encoding a globin. each inserted 
between an inverted terminal repeat of adeno-associated 
virus such that the globin gene can be expressed. The globin 
can be any desired globin. such as y globin. and is preferably 
a human globin. This method achieves integration in mul 
tiple tandem copies. and thus achieves a high level of 
expression of the inserted nucleic acid. Therefore. therapeu 
tic levels of globin can be obtained utilizing the present 
method. For example. the method can be used to express a 
globin gene in a hematopoietic stem cell and the stem cell 
transferred into a subject having a de?ciency in the globin. 
such a subject having li-thalassemia or sickle-cell anemia. 

Administration of the vector to the cell can be accom 
plished by any means. several of which are standard in the 
art. Preferably. the vector is packaged into a viral particle. by 
the means appropriate for the speci?c viral sequences uti 
lized in the vector. and the viral particle is added to the cells 
at the appropriate multiplicity of infection. 

Administration to the cells can be performed according to 
standard transduction methods for the particular cells. For 
example. for administration to stem cells generally. the bone 
marrow from a subject for autologous or allogenic trans 
plantation is puri?ed for hematopoietic stem cells. Various 
methods for purifying the stem cells to various levels are 
known in the art. see. eg.. US. Pat. Nos. 4.714.680; 4.965. 
204: 5.035.994; 5.004.681: 5.192.553; 5.087.570: 5.061. 
620. For administration to autologous bone marrow in 
particular. a portion of marrow harvested from a subject can 
be incubated for. e.g.. about 6 hours with vector (such as 
supernatant collected from cells containing the vector and 
infected with helper virus to package). This aliquot can then 
typically be frozen until administration into the subject. 
The present method of integration also includes that the 

administration of the vector to the cell is performed in the 
absence of drug selection. Following adrninstration of the 
vector. the vector integrates into the genome without a need 
for drug selection. 
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Speci?cally. the present method can include administer— 
ing to a cell a vector that encodes a globin gene. and can 
speci?cally encode a y globin gene. The method can be used 
to administer speci?cally a human globin. Preferably. a cell 
having a globin gene integrated into its genome by the 
present ex vivo method. for use in transferring the cell into 
a patient to treat a hemoglobin disorder. will have at least 
about four copies of the globin gene. 
The present method can be used to transduce a cell ex 

vivo. which cell can then be transferred into a subject to 
thereby express the inserted nucleic acid for therapeutic 
bene?t. The cell. such as a hernatopoietic stem cell or other 
stem cell. can be transduced by the methods described herein 
using the present vector encoding the protein of interest. 
such as a globin. The cell is then transplanted into the subject 
using methods which are well known in the art (US. Pat. 
No. 5.399.346). Other cells of interest that can be utilized for 
such gene therapy methods are described herein. and 
include. for example. neuronal cells. hepatocytes. lympho 
cytes and muscle cells. Once the cells have been transduced 
with a vector of the invention encoding a gene of interest. the 
cells are transplanted into the subject following the appro 
priate protocol known in the art for that organ. tissue or cell 
type. For example. transplant of bone marrow is well 
established (79; U.S. Pat. No. 5.399.346). 

Thus. the present invention includes a method of express 
ing a globin in a subject comprising administering to the 
subject a cell to which has been administered ex vivo a 
vector for integration and expression of a globin comprising 
a globin hypersensitive element. a 3' regulatory element of 
Y globin. and a nucleic acid encoding a globin. each inserted 
between an inverted terminal repeat of adeno-associated 
virus. wherein the nucleic acid encoding the globin is 
inserted 3' of the hypersensitive element and 5' of the 3' 
regulatory element. thereby expressing the globin in the cell 
in the subject. 
The present method additionally provides a method of 

providing a functional protein to a subject in need of the 
functional protein. comprising transducing the subjects’ 
cells with a vector comprising an enhancer element. a 
nuclear matrix association region and a nucleic acid encod 
ing a functional protein de?cient in the subject inserted 
between an inverted terminal repeat of adeno-associated 
virus. thereby providing the functional protein to the subject. 
Examples of such protein include a globin and cytosine 
deaminase. The subjects’ cells can be transduced either in 
vivo or ex vivo. 

The AAV vectors can also be administered in either in 
vivo or ex vivo gene therapy procedures in various other 
formulations in which the vector plasmid is administered as 
free DNA either by direct injection or after incorporation 
into other delivery systems such as liposomes or systems 
designed to target by receptor-mediated or other endocytosis 
procedures. The AAV vector can also be incorporated into an 
adenovirus. retrovirus or other virus which can be used as 
the delivery vehicle. 

If ex vivo methods are employed. the lransduced cells are 
then infused or homotopically transplanted back into the 
subject per standard methods for the cell type. Standard 
methods are known for transplantation or infusion of various 
cells into a subject. For example. for neuronal cell 
transplantation. see (80); for bone marrow infusion. see US 
Pat. No. 5.399.346: (79. 5); for myoblast transplantation. see 
(82. 83. 84. 88). The present method can be optimized for 
hematopoietic stem cells. for example. by using inu'nuno 
de?cient mice in which relatively small numbers of human 
repopulating cells can be assayed (40.41). 
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For in vivo administration of the vector. the AAV particle 

can be directly injected intravenously. The AAV has a broad 
host range. so the vector can be utilized to transduce any of 
several cell types. but preferably cells in those organs that 
are well perfused with blood vessels. To more speci?cally 
administer the vector. the AAV particle can be directly 
injected into the target organ. such as muscle. the liver or 
kidney. To preferentially administer to the lungs. the AAV 
particle can. for example. be administered as an inhaled 
aerosol or injected intratracheally. Furthermore. the vector 
can be administered intraarterially. directly into a body 
cavity. such as intraperitoneally. or directly into the CNS. 
The present invention additionally provides an antisense 

nucleic acid to a subject in need of the antisense nucleic acid 
comprising transducing the subjects’ cells with a vector 
comprising an enhancer element. a nuclear matrix associa— 
tion region and a nucleic acid encoding an antisense nucleic 
acid that diminishes expression of a protein in the subject 
inserted between an inverted terminal repeat of adeno 
associated virus. thereby providing the antisense nucleic 
acid to a subject in need of the antisense nucleic acid. As 
described above. the subjects’ cells can be transduced either 
in vivo or ex vivo. 

The present invention further provides a method of 
treating. in a subject. a hemoglobin disorder characterized 
by a reduction or absence of a functional globin protein. 
comprising administering to the subject a hematopoietic cell 
to which a vector. comprising a globin hypersensitive 
element. the 3' regulatory element of y globin. and a nucleic 
acid encoding a globin. each inserted between an inverted 
terminal repeat of adeno-associated virus such that the 
globin gene can be expressed. has been administered ex 
vivo. thereby expressing globin in the cell in the subject and 
providing functional globin protein to treat the subject. Thus 
the hematopoietic cell will have multiple integrated copies 
of the globin gene in tandem array. thus allowing expression 
of the globin gene in bene?cial quantity. The appropriate 
globin gene can be selected and inserted into the vector for 
transfer into a cell ex vivo. which cell can then be admin 
istered to the subject to provide the encoded protein. as 
described herein. For example. 7 globin can be inserted into 
the vector. 

The subject for any ex vivo or in vivo treatment can be 
any animal. preferably a mammal. such as a human. a 
veterinary animal. such as a cat. dog. horse. pig. goat. sheep. 
or cow. or a laboratory animal. such as a mouse. rat. rabbit. 

or guinea pig. 
The present vectors may be adapted for various ptuposes. 

Adaptation of the present rAAV vectors for therapeutic 
purposes can be made based upon the mechanisms that 
control transduction. gene expression and genomic integra 
tion. For example. viral uptake may depend on receptor 
number and it could account in part for the 10‘ higher MOI 
found to be required for transduction of hernatopoietic cells 
compared to HeLa cells (28). Furthermore. once in the cell. 
the single stranded rAAV genome must be converted into a 
double stranded. transcriptional template (27). There 
appears to be a correlation between the level of rAAV 
encoded gene expression during the ?rst 1-3 days after 
exposure of target cells to rAAV and the amount of double 
stranded episomal AAV genome. The adenoviral gene prod 
ucts encoded by El and E1 (open reading frame 6) enhance 
the conversion of single stranded rAAV DNA into its double 
stranded form (27). Thus one may increase expression of 
cellular genes that facilitate DNA synthesis utilizing these 
adenoviral proteins. 

Furthermore. exposure of cells to DNA synthesis inhibi 
tors and DNA damaging agents (35) may also enhance 
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transcription of a rAAV genome. presumably by triggering 
DNA repair mechanisms that facilitate its conversion to a 
double stranded form. The higher transduction frequencies 
observed in cycling versus quiescent cells (36) and immor 
talized versus primary cells (37) might also be accounted for 
by the relative e?iciency of the conversion of the rAAV 
genome into its double stranded form. Formation of double 
stranded DNA could also occur by annealing once the 
genome is uncoated. since both strands of viral DNA are 
packaged. but in separate virions (13). Presumably such 
annealing would be promoted by higher MOIs. Integration 
of the wild-type AAV genome appears to be mediated by the 
Rep proteins. Rep p78 and p68 bind to the inverted terminal 
repeats (ITR) as well as to a speci?c site on chromosome 19 
with sequence speci?city thereby initiating integration of the 
AAV genome (3839). In the absence of Rep. AAV appears 
to integrate at random (22). 

In the following experiments. the high MOI required to 
achieve consistent integration of the rAAV genome may 
re?ect several factors. First. viral entry into cells with low 
receptor numbers may be enhanced at high MOI. Second. 
the number of viral particles that actually enter the cell may 
be increased as a function of MOI and enhance the prob 
ability of annealing of the single stranded forms to create a 
double stranded template. Third. the amount of double 
stranded template may be relevant to the frequency of 
genome integration. Finally. we cannot exclude the presence 
of trace contaminants of adenovirus or AAV Rep proteins. 
even in these highly puri?ed rAAV preparations. Such 
“contaminants” could in?uence me behavior of vectors by 
facilitating viral uptake or in?uencing the fate of the rAAV 
genome once Within the target cell. Indeed. the MOI of 
greater than 107 required for globin gene expression in 
transduced progenitor derived colonies in these experiments 
compared to the MOI of 103 at which a proportion of 
progenitors were transduced with crude preparations (25) 
might re?ect variable amounts of functional AAV and/0r 
adenoviral proteins in the two preparations. 

Persistence of the viral genome in an episomal state for 
variable periods of time following cell transduction tempo 
rally extends the opportunity for genomic integration. 
Repopulating stem cells are usually quiescent when puri?ed 
from hematopoietic tissues but are thought to begin to 
proliferate when reinfused into a myeloablated recipient. 
Transduction of stem cells with rAAV can be accomplished 
ex vivo. creating the opportunity for subsequent integration 
as bone marrow regeneration is initiated. 

The present invention is more particularly described in the 
following examples which are intended as illustrative only 
since numerous modi?cations and variations therein will be 
apparent to those skilled in the an. 

EXAMPLE 1 

Transduction of erythroid cells 

MATERIALS AND METHODS 

Vector Preparation: ‘Two rAAV vectors were used Each 
contained a human 7 globin gene that had been mutationally 
marked by a six base pair deletion in its S'untranslated region 
to allow its transcript to be measured in the presence of 
normal human 7 globin mRNA. The ?rst vector. rl-[S432Ay* 
which contains three core hypersensitive sites from the 
LCR. has been previously described (25). Brie?y. the human 
B-globin LCR fragments HS4. HS3. H82 and the AT“ globin 
gene were subcloned into a pUCOO7. and a Bgl lI/Sal I 
fragment of this construct was subcloned into pUCOO8. 
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which was then digested with Nhe I and ligated to the Xba 
I fragment of pSUB201. This plasmid construct (pIM24/ 
vHS-l32A'y") was cotransfected with the complementing 
plasmid. pAAV/ad into 293 cells previously infected with 
adenovirus type 5 to make this rAAV. rHS-l32"y*. The 
second vector. rHS32Ay*3‘RE was derived from rI-lS432"y* 
by removing the site 4 LCR fragment and adding a 750 base 
pair EcoRI-Hindll] fragment from downstream of the 
human "7 globin gene that contains a regulatory element 
(RE) that associates with the nuclear matrix (29). Prepara 
tion of each of these rAAV vectors. using the cognate 
plasmids as substrates. was by modi?cation of previously 
published methods (19.30‘). Puri?cation was accomplished 
by buoyant density centrifugation in CSCIQ. The vector 
preparations had rAAV particle titers of 3—5><1013/ml as 
determined by slot blot hybridization (25.28) and contained 
less than 0.01% contamination with adenovirus. also deter 
mined by slot blot analysis. Electron microscopy was used 
to verify that the preparations were free of adenovirus or 
cellular contaminants (28). 

Cell Culture: Human erythroleukemia (I662) cells (31) 
were cultured in Improved Modi?ed Eagles Medium 
(IMEM) containing 10% Fetal Calf Serum (FCS). Human 
hematopoietic progenitors were puri?ed by positive selec 
tion for CD34 expression by antibody a?inity puri?cation 
(32. Ceprate Stem Cell Concentrator. Cell Pro. Inc.. 
Bothwell. Wash.) Transduction was performed by exposing 
105 cells to rAAV in 2 ml of serum-free IMEM for 14-16 
hours at 37° C. in 5% CO2 with gentle. continuous rocking 
(25). Stem cell factor (100 ng/ml). interleukin-3 (20 ng/dl). 
and interleukin-6 (50 ng/rnl) were added during transduction 
of CD34* cells. After transduction. the cells were washed in 
IMEM containing 10% FCS and plated in semi-solid 
medium containing methylcellulose (MethoCultTM 
GF—Terry Fox Laboratories. Vancouver. British Columbia). 
After 14~l6 days. individual erythroid cell colonies were 
plucked from the cultures with a micro pipette and processed 
for RNA extraction. I662 cell colonies were placed in 
suspension culture in DMEM containing 10% FCS and RNA 
or DNA was extracted from an aliquot after culture for 
periods ranging from 2 days to several weeks. I662 cells 
were induced to undergo erythroid di?erentiation over 3 
days by addition of 40 mM hemin as monitored by benzidine 
staining. 

Nucleic Acid Analysis: RNA was recovered from indi 
vidual primary erythroid colonies or I662 cells using RNA 
STAT-60 (Tel-Test Inc.. Friendswood. Tex.) and concen 
trated by ethanol precipitation. Detection and semi 
quantitation of nRNA species was by reverse transcriptase 
polymerase chain reaction (RT-PCR) methodology using 
reagents provided by the manufacturer (Promega. Madison. 
Wis. and primers speci?c for B-actin. wild-type Y globin 
MRNA or the mutant human Y globin mRNA species. The 
conditions for RT-PCR analysis were as follows: 1) B-actin 
25 cycles; 1 min. at 94°. 1 min. at 60°. 1 min. at 72° or 2) 
globin mRNAs- 25-30 cycles; 1 min at 94°. 1 min. at 60°. 
and 1 min. at 72°. The sequence of the B-actin primers were 
as follows: 5' GATGATATCGCCGCGCTCGT (SEQ ID 
NO: 1) and 5' GGTCATCI'I‘ CT CGCGG'ITGG (SE ID NO: 
2). The sequences of the globin MRNA speci?c primers 
have already been published (25). The PCR products were 
resolved on a polyacrylamide gel (Protogel. National 
Diagnostics. Atlanta. Ga.) and quantitated using a phospho 
irnager (molecular Dynamics. Sunnyvale. Calif). DNA was 
extracted from I662 cells using standard methods and 
analyzed by Southern blot methodology (33) using a 900 
base pair EcoRI-BamI-II fragment containing intron II of the 
human ‘Y globin gene as a probe. 
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Fluorescence in situ Hybridization: Genomic DNA sub 
cloned into vectors was nick-translated with digoxigenin— 
ll-UTP and hybridized overnight at 37° C. to ?xed 
metaphase chromosomes according to the method of (85). 
except for the inclusion of 500 pgjml of highly reiterated 
human DNA self-annealed to Cot 1 (Bethesda Research 
Laboratories. Gaithersburg. Md.). Signals were detected by 
incubating the slides with ?uorescein—conjugated sheep anti 
digoxigenin antibodies (Boehringer Mannheim. 
Indianapolis. Ind.) followed by counterstaining in 4.6 
diamidino-Z-phenylindole (DAPI). Fluorescence micros 
copy was performed with a Zeiss standard microscope 
equipped with ?uorescein epi?uorescence ?lters. 

RESULTS 

Multiplicity of Infection Required for Transduction of 
Erythroid Progenitors: The availability of concentrated. 
highly puri?ed rHS432Ay* permitted a precise titration of 
the ratio of vector particles to target cells required for 
introduction of the vector genome into primary clonogenic 
progenitors. Enriched CD34+ bone marrow cells (50-80% 
pure) were exposed to various multiplicities of infection 
(MOI) and cultured in semi-solid medium Individual eryth 
roid colonies were plucked from the culture after 14-16 days 
of incubation and RNA recovered for analysis. At an MOI of 
1.4x 107. zero of eleven colonies contained the AT‘ transcript 
whereas at MOI’s of 7.5><l07 and 3.0X108. nine of eleven 
and seventeen of twenty-two colonies contained the "7* 
transcript. respectively FIG. 1 and data not shown). These 
data substantiate our earlier observations regarding the abil 
ity of rAAV to introduce and express a globin gene in 
primary erythroid progenitors (2.5) and establish that with 
highly puri?ed preparations. a very high M01 is required for 
this purpose. 

Prolonged Expression of the rHS432"'y* Globin Gene 
Without Genomic Integration: The limited proliferative 
potential of primary clonogenic erythroid progenitors pre 
cludes attempts to investigate the relationship between viral 
uptake and initial gene expression and subsequent genomic 
integration. To study this relationship. we used human 
erythroleukemia (I662) cells (31.) as a model. K562 cells 
were transduced with rHS432A'y* at a MOI of 3x108. plated 
in semi-solid medium and incubated for 17 days after which 
individual clones were plucked and transferred to liquid 
culture. Twenty~four hours later RNA was extracted from an 
aliquot of the cells. All transduced colonies analyzed were 
found to contain the "7* globin MRNA transcript FIG. 2 and 
Table I). Seventeen days later a second aliquot was ana 
lyzed; the cells from nineteen of twenty-three clones studied 
contain the ‘7* globin mRNA (Table I). However. only nine 
of sixteen clones studied contain an integrated vector 
genome on Southern blot analysis and in only ?ve of these 
was the genome unrearranged. Representative results are 
shown in FIG. 3. Restriction with EcoRI and BgllI released 
the predicted 4.4 kilobase unrearranged genomic fragment 
in DNA from three of ?ve clones; in one of these clones (2) 
the intensity of the vector band suggested the presence of 
multiple integrated copies. Digestion with StuI which cuts 
once in the vector genome releases a junction fragment. the 
length of which is a characteristic of the integration site. 
Clones 1 and 5 contain a single integrated provirus whereas 
clone 2 contains at least 4 genomic copies each of which 
appears to be integrated at a separate chromosomal location 

(FIG. 3). 
RNA extracted from clones l and 5 after an additional 

four weeks of exponential growth in culture was found to 
contain the "7* transcript at concentrations approximately 
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equivalent to 7 or 9%. respectively. of the mRNA species 
encoded by the endogenous y-globin genes. After correction 
for relative copy number (6 endogenous versus one 1 
transducted). the rAAV encoded globin gene appeared to be 
expressed at 42 or 54%. respectively. of the level of each 
endogenous gene. Clone 2 contained a high level of the "y* 
transcript. consistent with presence of the multiple inte 
grated copies of the rAAV genome in this cell line. 

Expression of the y globin gene from an episomal rAAV 
genome has now been documented in that we found con 
sistent expression in all transduced clones. 50% or fewer of 
which were subsequently found to contain the vector 
genome on Southern blot analysis of genomic DNA FIG. 3 
and Table I). 

TABLE 1 

rAAV Mediated Globin Gene Transfer into Erythroleukernia 
(K562) Cell_s 

Integration 
mRNA (SOUTHERN BLOT) 

(RT-PCR‘) Inte- Unrear- Tandem 

MOI Day 18 Day 35 grated ranged Copies 

rHS432‘Y‘ 3 x 10‘ 12/12‘ 19/23* 9/16* 5/9”‘ 0/9* 
rHS32A'y*3‘RE 4 X 108 10/10 ND 8118 8/8 6/8 
rHS32AY*3'RE 4 X 109 10/10 ND 23/24 23/23 2%23 

*Ratio of positive clones to number of clones analyzed. 
‘Southern blot analysis was performed on DNA extracted 35 to 50 days after 
transduction. 

Integration of rHS32AY*3'RE as a Tandem Array of Head 
to Tail Copies: A second vector. rHS32AY*3'RE. was created 
to further evaluate the potential of rAAV to mediate genomic 
integration and persistent globin gene expression. The regu 
latory element downstream from the genomic AT" globin 
gene was added in an effort to determine its effect on vector 
stability. integration and gene expression. and the site 4 LCR 
fragment of HS enhancer element was removed to create 
more room in the vector. evidence that it is not critical for 
LCR function in mouse. Again. all K562 clones studied 18 
days post-transduction contained the “7* globin PRNA 
species (Table 1). Eight of eighteen clones derived from cells 
transduced at a MOI of 4x10B contained an intact vector 
genome whereas twenty-three of twenty-four clones derived 
from cells transduced at a MOI of 4x109 contained the 
vector genome (FIG. 4 and Table I). 

Southern blot analysis con?rmed that the vector genome 
was integrated in all clones in which it was present (FIG. 4 
and data not shown). Analysis of uncut genomic DNA 
indicated that all hybridizing sequences migrated with high 
molecular weight DNA. Restriction with an enzyme (BsaBI) 
which cuts twice in the vector genome released the internal 
band of predicted length in every case: the signal intensity 
of this band suggested variable copy number among the 
clones. Six clones contained in addition a rearranged 
genome as re?ected by a BsaBI band that deviated in length 
from that predicted. Restriction with StuI. an enzyme that 
cuts once in the vector genome. released a genomic length 
band of 4.7 kb DNA from the vast majority of clones that 
contained an integrated vector genome (22 of 23 clones. 
Table 1). This band suggests the presence of head to tail 
concatamers arranged in a tandem array. The copy number 
of the tandem array was estimated by comparing the signal 
of the internal BsaBI band derived from the rAAV genome 
to the combined signal of the two BsaBI bands containing 
the endogenous Y globin genes (FIG. 4). Three clones had 
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very high estimated copy numbers of 25. S5 and 124 
whereas in the remaining nineteen. the copy number ranged 
from 3 to 14 with a median of 6. Restriction with EcoRI. an 
enzyme which cuts twice in the vector genome. yielded the 
3.4 kb fragment predicted from the presence of such a 
tandem array. In addition. StuI and EcoRI yielded one or 
more hybridizing fragments of variable length in each clone; 
these are the junction fragments between genomic DNA and 
integrated copies of the vector genome. 

Fluorescence in situ hybridization (FISH) was performed 
on several clones to verify genomic integration of the vector 
sequences. The genomic locus of the y—globin gene was 
detected at llplS in all clones studied. In addition. one cell 
line contained a clonal integration site at lq. a second cell 
line contained a clonal integration site at 2q37 (FIG. 5) as 
well as several other nonclonal sites. and a third cell line 
contained several random. nonclonal sites of integration. 
The presence of nonclonal sites in cells from a single colony 
is consistent with delayed integration of the vector genome 
following initiation of proliferation of a transduced cell. To 
test this hypothesis. several subclones of cell line 14 were 
studied. Three contained a clonal integration site on lq. one 
contained a clonal integration site at the centromer of an 
unidenti?ed chromosome and another contained a clonal 
integration site at 2q37. 

Expression of the rAAV encoded globin genes was evalu 
ated by semi quantitative RT-PCR. The AT“ globin gene was 
inducible and expressed at levels that varied from 40 to 
100% that of an endogenous y globin gene when corrected 
for gene copy number (FIG. 6). 

Thus. a vector containing hypersensitive sites 2 and 3 
from the locus control region (LCR) and the regulatory 
element from 3' to the Ay globin gene integrated with highest 
e?iciency. creating tandem head to tail arrays usually com 
posed of 3 to 14 copies of the intact rAAV genome in each 
clonal cell population. Expression of the rAAV encoded 
globin gene was at levels comparable to that of an endog 
enous y globin gene at its native chromosomal location. 

EXAMPLE2 

Transduction of Hematopoietic Stem Cells with Globin 
Gene 
rHS32A“{*3RE is prepared as described in Example 1. 

Bone marrow and peripheral blood samples are obtained and 
albumin gradient separation used to isolate a mononuclear 
cell fraction. The mononuclear cells are processed on a stem 
cell concentrator (CellPro.Inc.. Bothell. Wash.) according to 
manufacturer’s directions to obtain a CD34-enriched popu 
lation of progenitor and stem cells. 

CD34-enriched bone marrow and/or peripheral blood 
cells are transduced using clinical grade virus preparations at 
a MOI of 102 to 109 for a maximum of 72 hours at 37° C. 
in 5% CO2. Cultures are supplemented with 4 pg/ml prota 
mine sulphate (Elkins-Sinn. Cherry Hill. N.J.). 20 ng/ml 
interleukin-3 (IL-3. Sandoz. East Hanover. N.J.). 100 ng/ml 
stem cell factor (Amgen. Thousand Oaks. Calif.) and 50 
mg/ml gentamycin sulfate (GlBCO. Gaithersburg. Md). 
Every 24 hours. cells are centrifuged and resuspended in 
fresh viral supernatant. protarnine and growth factors. At the 
end of the incubation period. both nonadherent and adherent 
(by standard trypsin dislodgment) cells are harvested. Cells 
can be assessed for viability. CD34 expression. etc. An 
aliquot of cells is retained for transduction efficiency assess 
ment by the method set forth in Example I. The remainder 
of the cells can be cryopreserved until transfusion. 
The cells are infused back into the patient by the method 

described in Dunbar et al.. (5). and as follows. Iffrozen. cells 
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18 
are rapidly thawed in a 37° C. water bath and rapidly infused 
through a central venous catheter. The subject is allowed to 
recover while vital signs are monitored. Post-transfusion. 
hydration and alirnentation are monitored to insure they are 
adequate. The subject is also monitored to manage infection. 
To transduce hematopoietic cells with another gene of 

interest. the globin gene of rHS32"y*3'RE is replaced with 
the gene of interest by standard recombinant methods. The 
method described in this example is then performed. 

EXAMPLE 3 

Direct provision of a functional nucleic acid to cells of a 
subject 
Vectors are prepared as set forth in Example 1. If a gene 

other than human "y globin is of interest. the y globin gene 
of rHS32"\/*3'RE is replaced with the gene of interest using 
standard recombinant DNA techniques. For example. the 
gene encoding the CFI'R protein could be inserted. 
The vectors are then administered to the patient by a route 

that presents the vector to the desired target. rHS32A'y*3‘RE 
can be directly administered to the blood by intravenous 
injection. The vector can be directly administered to the 
target organ by direct injection into the target organ. by 
standard methods. The vector can also be directly injected 
into the CNS. To administer to the lungs. the vector can be 
inhaled or injected intratracheally. For example. the vector 
containing a CFTR insert could be placed in phosphate 
buffered saline. nebulized and inhaled by the patient to 
deliver the vector to the lung where the CFI'R is expressed. 

Throughout this application. various publications are ref 
erenced. The disclosures of these publications in their entire 
ties are hereby incorporated by reference into this applica 
tion in order to more fully describe the state of the art to 
which this invention pertains. 

Although the present process has been described with 
reference to speci?c details of certain embodiments thereof 
it is not intended that such details should be regarded as 
limitations upon the scope of the invention except as and to 
the extent that they are included in the accompanying 
claims. 
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